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METHODS OF USING DATABASES TO CREATE GENE-EXPRESSION 
MICROARRAYS, MICROARRAYS CREATED THEREBY, AND USES 

OF THE MICROARRAYS 

[001] This application claims priority to U.S. Provisional Application No. 
60/535,1 11 filed January 8, 2004, the entire disclosure of which is incorporated 
herein by reference. 

SEQUENCE LISTING 

[002] The instant application contains a "lengthy" Sequence Listing 
which has been submitted via CD-R in lieu of a printed paper copy, and is hereby 
incorporated by reference in its entirety. Said CD-R, recorded on April 1 , 2005, 
are labeled "CRF," "Copy 1 ," "Copy 2," and "Copy 3," respectively, and each 
contains only one identical 4.07 MB file (1 852541 3.APP). 

DESCRIPTION OF THE INVENTION 

Field of the Invention 

[003] The present invention is directed to methods of preparing biological 
databases, and databases prepared according to those methods. In some 
embodiments, the methods, can be performed entirely using computer resources, 
relying solely on publicly available biological sequence information. The methods 
of the invention can be used to generate species-specific nucleic acid 
microarrays. 

Background of the Invention 

[004] DNA microarrays are small, solid supports containing thousands of 
different gene sequences that are immobilized or attached at fixed locations. 
(Ekins R and Chu FW, "Microarrays: their origins and applications," Trends 
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Biotechnol 17:217-218 (1999); Lobenhofer EK, Bushel PR, Afshari CA, and 
Hamadeh HK, "Progress in the Application of DNA Microarrays," Environ Health 
Perspect 109(9):881-891 (2001).) This technology has revolutionized the basic 
approach to research since its invention. Unlike the traditional methods in 
molecular biology for one gene in one experiment, hundreds to thousands of 
genes can be analyzed simultaneously under identical conditions to various 
biological models, including disease, therapy, or experimental manipulation. 
Microarrays provide unprecedented opportunities for both qualitative and 
quantitative analysis in gene expression, gene identification and gene alteration 
detection, such as polymorphisms. (Galamb O, MolnarB, and Tulassay Z, "DNA 
chips for gene expression analysis and their application in diagnostics," Orv Hetil 
144:21-27 (2003)). The use of larger scale expression profiling permits the 
classification of genes by biological function, the contribution of patients 1 disease 
patterns directly to research, as well as the discovery of genes of unknown 
function by association with disease. The expression profiles can be diagnostic, 
prognostic, as well as disease monitoring. (Bubendorf L, "High-throughput 
microarray technologies: from genomics to clinics," Eur. Urol 40:231-238 (2001); 
Crowther DJ, "Applications of microarrays in the pharmaceutical industry," Curr. 
Opin. Pharmacol 2:551-554 (2002).) 

[005] Mammalian commercial DNA microarrays currently exist for 
human, mouse, cattle, dogs, and rat, but not for the horse or other domestic 
animals. 

[006] There are currently two dominant DNA microarray technologies: 
spotted microarrays on glass slides, which were first developed at Stanford 
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University (Schena M, Shalon D, Davis RW, and Brown PO, "Quantitative 
monitoring of gene expression patterns with a complementary DNA microarray," 
Science 270:467-470 (1995)), and in situ synthesized oligonucleotide microarrays 
produced by Affymetrix Inc. Spotted microarrays contain probes that are 
complementary DNA (cDNA), polymerase chain reaction products or 
oligonucleotides. Probes are physically deposited on a chemically modified glass 
slide. Two purified mRNA samples are separately reverse transcribed using two 
different fluoroprobes and the resulting dye-labeled cDNA populations are used to 
hybridize on the array under competitive conditions. After hybridization, the array 
is analyzed with a two-channel fluorescence scanner and the ratio of the two 
fluorophores can be determined which is later used to reflect the gene expression 
level of target genes. (Burgess JK, "Gene expression studies using microarrays," 
Clin Exp Pharmacol Physiol 28(4):321-328 (2001).) One of the major advantages 
of cDNA spotted microarrays is that the genetic information need not be known 
before putting it on the array. Yet if the genetic information is available, 
oligonucleotides can be specifically designed to uniquely hybridize the target 
gene. 

[007] Here, we describe a unique computer-based approach for the data 
mining and sequence selection for the equine gene expression microarray from 
the GenBank database using a series of Java application programs. 

SUMMARY OF THE INVENTION 

[008] The present invention is advantageous in providing a new method 
for obtaining a species-specific collection of nucleic acid sequences from publicly 
available databases. In particular, the present invention provides: methods of 
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preparing a species-specific nucleic acid database comprising: selecting from a 
species-non-specific nucleic acid database species-specific nucleic acids 
comprising coding sequences; selecting from a species-non-specific nucleic acid 
database species-specific nucleic acids comprising noncoding sequences; 
selecting from the coding sequences those sequences that are 3 '-compete or 3'- 
coding biased, wherein 3'-coding biased sequences comprise 5'-partial 
sequences having desirable characteristics; selecting from the noncoding 
sequences those sequences that include poly-A tails or are derived from 
sequences that include poly-A tails; reducing redundancy in selected sequences; 
comparing sequences comprising unannotated sequences to a collection of 
sequences comprising annotated coding sequences and selecting those 
sequences satisfying a threshold of similarity; and collecting all selected 
sequences. In some embodiments, the species-specific nucleic acid database is 
an equine-specific nucleic acid database. In some embodiments, the species- 
non-specific nucleic acid database is GenBank. 

[009] The present invention also provides arrays comprising a plurality of 
oligonucleotide probes designed to be complementary to and hybridize under 
stringent conditions with a gene listed in one of Tables 33, 35, or 37. In some 
embodiments, the array consists of less than 100 probes that are complementary 
to genes not listed in Tables 33, 35, or 37. 

[010] The present invention also provides arrays comprising a plurality of 
oligonucleotides, wherein: a) the oligonucleotides are chosen from the nucleic 
acid sequences shown in Tables 34, 36, or 38, and wherein the array comprises 
10 or more of said oligonucleotides; or b) the oligonucleotides comprise 
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nucleotide probes designed to be complementary to, or hybridize under stringent 
conditions with, 10 or more nucleic acid sequences shown in Tables 34, 36, or 
38. In some embodiments, the oligonucleotides comprise nucleotide probes 
designed to be complementary to, or hybridize under stringent conditions with, 
1000, 2000, or 3000 or more nucleic acid sequences shown in Table 34. 

[011] The present invention also provides methods for populating a 
database of species-specific nucleic acid sequences, comprising querying a 
database of nucleic acid sequences to identify nucleic acid sequences associated 
with a subject species; processing the identified sequences to create a first 
subset containing coding sequences and a second subset containing non-coding 
sequences; dividing the first subset into a plurality of DNA sequences, if present, 
and a plurality of mRNA sequences; processing the plurality of DNA sequences to 
derive a plurality of virtual mRNA sequences; dividing the plurality of mRNA 
sequences into a plurality of complete and mRNA 3* partial sequences, and a 
plurality of mRNA 5' partial sequences; processing the plurality of mRNA 5' partial 
sequences to identify a subset of mRNA 5' partial sequences, each member of 
the subset satisfying a threshold level of completeness; identifying members of 
the second subset containing non-coding sequences that correlate with at least 
one known coding sequence of at least one species other than the subject 
species; and combining the plurality of virtual mRNA sequences, the plurality of 
complete and MRNA 3' partial sequences, the subset of mRNA 5' partial 
sequences, and the identified correlated sequences to create the database of 
species-specific nucleic acid sequences. In some embodiments, the step of 
identifying includes comparing each member of the second subset to each 
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member of a database containing annotated human nucleic acid sequences. In 
some embodiments, the step of identifying includes comparing each member of 
the second subset to each member of a database containing annotated human 
and mouse nucleic acid sequences. The database containing annotated human 
and mouse nucleic acid sequences can be derived from the database of nucleic 
acid sequences. In some embodiments, the method further comprises 
eliminating duplicates within the database of species-specific nucleic acid 
sequences. In some embodiments, the method further comprises populating the 
database of species-specific nucleic acid sequences with selected species- 
specific virus definitions. In some embodiments, the method further comprises 
verifying that each of the identified correlated sequences is represented in sense 
format. 

[012] The present invention also provides methods of identifying changes 
in gene expression with time, by assaying a biological sample with the microarray 
of the present invention, repeating the assay after a period of time has elapsed, 
and comparing the results. Also provided are methods of detecting or monitoring 
a disease chosen from osteoarthritis, joint inflammation, neurological diseases, 
such as equine protozoal myelitis, developmental orthopedic diseases, laminitis, 
and the general condition of stress, comprising testing a biological sample on 
these microarrays for the presence of a genetic marker associated with the 
disease being tested for. 

[013] Also provided are methods of detecting or monitoring an infectious 
disease chosen from herpesvirus-2 and equine protozoal myelitis caused by 
sarcocystis neurona or sarcocystis neurospora, comprising testing a biological 
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sample on a microarray of the invention for the presence of a genetic marker 
associated with the disease being tested for. 

[014] Additional aspects and advantages of the invention will be set forth 
in part in the description that follows, and in part will be obvious from the 
description, or may be learned by practice of the invention. The objects and 
advantages of the invention will be realized and attained by means of the 
elements and combinations particularly pointed out in the appended claims. 

[01 5] It is to be understood that both the foregoing general description 
and the following detailed description are exemplary and explanatory only and are 
not restrictive of the invention, as claimed. 

[016] The accompanying drawings, which are incorporated in and 
constitute a part of this specification, illustrate one (several) embodiment(s) of the 
invention and together with the description, serve to explain the principles of the 
invention. 

BRIEF DESCRIPTION OF THE DRAWINGS 

[01 7] Figure 1 is a schematic flow chart of the overall design of 3 '-biased 
equine annotated gene and EST sequence selection. 

[01 8] Figure 2 shows scatter plots of signal intensities for probe sets in an 
equine gene expression microarray in various replicates of equine synoviocytes 
cultured with lipopolysaccharide (LPS; 100 ng/mL; A, C, and E) and without LPS 
(control; B, D, and F). Lines represent 2-fold, 3-fold, 10-fold, and 30-fold change 
in gene expression, either up (above midpoint) or down (below midpoint). Light 
gray points represent genes identified as not expressed or marginally expressed 
in both replicates, intermediate gray points represent genes identified as 
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expressed in 1 replicate but not expressed in the other replicate, and black points 
represent genes identified as expressed in both replicates. In all replicates, 
r,>0.99 and p<0.001 . 

[01 9] Figure 3 shows scatter plots of mean signal intensities for probe 
sets in an equine gene expression microarray in equine synoviocytes cultured 
with and without LPS. See Figure 2 description for key. 

[020] Figure 4 shows validation of high-quality RNA extraction. The RNA 
was extracted and purified using the Trizol protocol. Peaks for 28S and 18S 
rRNA indicate high quality non-degraded RNA whereas smaller peaks 20-35 
indicate the degree of degradation of RNA. 

[021] Figure 5 shows digital photos of representative samples of cartilage 
suffering from erosion and fibrillation, as compared to normal cartilage. 

[022] Figure 6 shows a dendogram for clustering experiments. 

[023] Figure 7 shows a scatter plot for horses under stress. Expressed 
genes (black) for each gene comparison among control (X-axis) and stressed (y- 
axis) arrays (four control and five stressed produce twenty possible control- 
stressed array comparisons for 3098 genes = 61, 960 dots representing signal 
log ratios for a gene. Intermediate gray dots were marginally expressed. Black 
dots are comparisons of genes expressed in at least one of the comparative 
arrays.) Data analyses were based on the Absolute and Comparative analysis of 
the CHP files produced upon scanning the microarray and performed by Alan 
Bakaletz, Bioinformatics and Computational Biology Core, Davis Heart & Lung 
Research Institute at The Ohio State University. 
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[024] Figure 8 shows signal intensity scatter plot of laminitis endothelium 
(y-axis) Vs Control (x-axis). Fourfold change lines are in pairs: y=2x and y=1/2x, 
y=3x and y=1/3x, y=10x and y=1/10x, y=30x and y=1/30x. 

[025] Figure 9 shows signal intensity scatter plot of Canine OA Vs 
Control. Fourfold change lines are in pairs: y=2x and y=1/2x, y=3x and y=1/3x, 
y=10x and y=1/10x, y=30x and y=1/30x. 

DESCRIPTION OF THE EMBODIMENTS 

[026] Reference will now be made in detail to specific embodiments of the 
invention, examples of which are illustrated in the accompanying drawings. 
Wherever possible, the same reference numbers will be used throughout the 
drawings to refer to the same or like parts. 

[027] The present invention is generally directed to methods for preparing 
biological databases, and databases prepared according to those methods. The 
inventive methods can be practiced using readily available hardware and publicly 
available software. The databases can comprise nucleic acids, including DNA 
and/or RNA, or polypeptides. 

[028] In one embodiment, the invention comprises methods for curating, 
pruning, and annotating publicly available gene sequences by computer to create 
high quality nucleic acid sequence data. The data obtained by the present 
methods can be assembled into a database, which can be used for any purpose, 
including use in a gene expression microarray. 

[029] The methods of the invention take advantage of information 
available in public databases, including but not limited to, GenBank. As will be 
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readily apparent from this disclosure, other databases can also be used, provided 
the desired information is available. 

[030] The methods of the invention can accommodate selection of any 
desired characteristics of the nucleic acid sequences. For example, the invention 
can be used to select all species-specific sequences, such as all equine (Equus 
caballus), bovine (Bos taurus), ovine (Ovis aries), porcine (Sus scrofa), caprine 
(Capra hircus), canine (Canis familiaris), feline (Felis catus), avian (domestic 
chicken, Gallus gallus), or any other desired species. Within any given species, 
selection can be all inclusive or be made based on tissue, or disease, or 
pathogen, or any other desired characteristic. 

[031] The invention will now be described with reference to a particular 
embodiment. It should be recognized that the invention comprises other 
embodiments, and that those of ordinary skill in the art will recognize what those 
embodiments are. Also, the embodiments described herein comprise several 
steps or components. It is contemplated that these steps may be rearranged, as 
desired, to achieve the desired result. The numbering scheme below is simply for 
clarification in this description and is not intended to define the order of the steps. 

[032] Additionally, while the following steps are designed for selecting 
mRNA sequences, other selections could be made during any step, depending on 
the desired result. Finally, the following steps selected for 3 '-biased mRNA 
sequences, but other selection forces may be applied, including for example, 
selecting for all mRNA sequences, selecting for DNA sequences, selecting for 
complete sequences, etc. The choices will be understood by those of skill in the 
art upon reading this disclosure. 
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[033] 1 . Obtaining a Species-Specific Selection of Nucleic Acid 
Se quences 

[034] In one embodiment of the invention, a species-specific collection of 
nucleic acid sequences is prepared. In a first step, a public database, such as 
GenBank, is queried using a species-specific request. For example, to obtain all 
equine sequences, the database is queried for "Equus caballus," for bovine, "Bos 
taurus," for ovine, "Ovis aires," for porcine, "Sus scrofa," for caprine, "Capra 
hircus," for canine, "Canis familiaris," or for feline, "Felis catus." 

[035] It should be recognized that public databases may differ in the 
information that may be entered for any given field. For example, instead of 
simply "Equus caballus," an entry may say "Equus caballus (horse)," or other 
similar entry. Thus, if desired, care may be taken to use inclusive language in the 
query to avoid omitting desired entries. Similarly, it should be recognized that 
entries may refer to a species as a host, such as "Equine lymphoma." If desired, 
care can be taken to use exclusive language to avoid including such entries. 

[036] 2. Separating Coding Sequences (CDS) from Non-Coding 
Sequences (NonCDS) 

[037] The Coding Sequences (CDS) and Non-Coding Sequences 
(NonCDS) sequences are separated by the program GetCDS. NonCDS can 
undergo further analysis, as described herein below in step 1 1 . Within the CDS 
selection, some sequences may comprise DNA and others mRNA. 

[038] 3. Separation of DNA CDS from mRNA CDS 

[039] By the program CheckMRNA, one can separate mRNA sequences 
from DNA sequences. Sequences identified as "mRNA" are treated further below 
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under step number 7. DNA CDS may further comprise complete and partial 
sequences. 

[040] 4. Selection of 3' Complete DNA Sequences 
[041] "Complete 3'" DNA coding sequences contain stop codons at the 
three-prime ends, and thus can be full-length or partial sequences anchored at 
their three-prime ends. Other sequences are 5' partial DNA sequences. The 
DNA CDS from step 3 above can be further selected for "3' complete" 
sequences, to remove 5' partial sequences from the collection. Of course, if 
desired, partial DNA sequences can be retained and later analyzed and 
annotated. 

[042] 5. Removing Duplicate Sequences 

[043] Because there is a possibility that multiple entries exist for the same 
sequence, steps may be taken to remove duplicates. In the case of GenBank 
sequences, the selected DNA sequences from step 4 can be converted to a 
uniform format, such as by using the Fasta program, then submitted to an 
overlap-detecting algorithm, such as the ClusterG program. Any level of scrutiny 
can be applied in identifying "duplicates." For example, sequences that are 
greater than 99%, 98%, 97%, 96%, 95%, 90%, 85%, 80%, 75%, 70%, 65%, 60%, 
55%, 50%, or even lower percent, identical can be deemed duplicates and 
removed. Obviously, a higher level allows for a larger number of similar 
sequences to be retained, whereas a lower level will have the opposite effect. 
The desired level can be unique to any situation, and will be determined by the 
scientist or practitioner using the system, depending on their needs. 

[044] 6. Identifying "Buried" mRNA Sequences 
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[045] The non-duplicate DNA CDS can further be examined for the 
presence of mRNA information. When available, the mRNA information can be 
collected and further analyzed as described below step number 1 0. 

[046] 7. Selection of 3* Complete mRNA Sequences 

[047] Like the DNA described above, "3' Complete" mRNA coding 
sequences contain stop codons at the three-prime ends, and thus can be full- 
length or partial sequences anchored at their three-prime ends. Other sequences 
are 5' partial mRNA sequences. The mRNA CDS from step 3 above can be 
further selected for "3' complete" sequences, to remove 5' partial sequences from 
the collection. Unlike with partial DNA sequences, however, partial mRNA 
sequences are retained for further processing as described in step 9, below. 

[048] 8. Removing Duplicate Sequences 

[049] Because there is a possibility that multiple entries exist for the same 
sequence, steps may be taken to remove duplicates. In the case of GenBank 
sequences, the selected complete 3' mRNA sequences from step 7 above can be 
converted to a uniform format, such as by using the FastaG program, then 
submitted to an overlap-detecting algorithm, such as the ClusterG program. Any 
level of scrutiny can be applied in identifying "duplicates." For example, 
sequences that are greater than 99%, 98%, 97%, 96%, 95%, 90%, 85%, 80%, 
75%, 70%, 65%, 60%, 55%, 50%, or even lower percent, identical can be 
deemed duplicates and removed. Obviously, a higher level allows for a larger 
number of similar sequences to be retained, whereas a lower level will have the 
opposite effect. The desired level can be unique to any situation, and will be 
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determined by the scientist or practitioner using the system, depending on their 
needs. Sequences selected are further treated in step 10, below. 
[050] 9. Annotating Partial mRNA Sequences 

[051] Because 5' partial mRNA from step 7 above may include regions 
close to the 3' end, and thus be suitable for use in a microarray, further analysis 
of these sequences can be performed. 

[052] First, the 5' partial mRNA from step 7 are compared to a combined 
coding sequence database, such as human + mouse, which can be obtained by 
querying GenBank for "homo cds" and combining those results with "mus cds." 
The coding sequence database can include any sequences, but highly evolved 
and annotated databases are desirable as the comparative database. The 
comparison can be achieved using a sequence comparison program such as 
"BlastN." The program compares sequences and identifies those that are similar 
or identical. As with similar programs, the stringency of the comparison can be 
varied, so as to be more or less selective. Thus, a Blast "score" can be greater 
than 50, 55, 60, 65, 70, 75, 80, 85, 90, 95, or higher, depending on the desire for 
identifying similar or identical sequences. Another measurement that can be 
used is the "E" value, which can be less than 10' 2 , 10" 3 , 10" 4 , 10' 5 , 10' 6 , 10" 7 , 10' 8 , 
10" 9 , 10" 10 , or even less, again depending on the desire for identifying similar or 
identical sequences. 

[053] Sequences can then be further selected for their closeness to the 3' 
end. "Closeness" is a subjective determination, but can be arbitrarily set at any 
number of bp, such as less than 1000 bp, 900, 800, 700, 600, 500, 400, 300, 200, 
100, or fewer bp, from the 3' end. 
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[054] 10- Combining and Processing Selected Species Sequences 
[055] "Buried" mRNA sequences from step 6, 3' complete mRNAs from 
step 8, and selected 5' partial mRNAs from step 9 are combined, and further 
processed for duplicates. Again, the sequences can be converted to a uniform 
format, such as by using the Fasta program, then submitted to an overlap- 
detecting algorithm, such as the ClusterG program. Any level of scrutiny can be 
applied in identifying "duplicates." For example, sequences that are greater than 
99%, 98%, 97%, 96%, 95%, 90%, 85%, 80%, 75%, 70%, 65%, 60%, 55%, 50%, 
or even lower percent, identical can be deemed duplicates and removed. 
Obviously, a higher level allows for a larger number of similar sequences to be 
retained, whereas a lower level will have the opposite effect. The desired level 
can be unique to any situation, and will be determined by the scientist or 
practitioner using the system, depending on their needs. The selected 
sequences are further processed as described in step 15, below. 
[056] 1 1 . Selection of Polv-A ESTs from Non-CDS 
[057] Because Non-CDS may still include useful sequences, the Non- 
CDS from step 2 above can be further processed. The Non-CDS are further 
selected for those that are identified as including a poly-A tail. This can be 
performed by querying the GenBank database for a "Yes" or "No" relating to 
"polyA." The sequence information from these ESTs may contain the polyA tail if 
the sequencing process reaches to the 3' end. However, if the sequencing is 
initiated at the 5' end and stops in the middle, the obtained sequence information 
may not include the polyA tail, although it may be very close to the 3' end. 
Therefore, ESTs claiming "PolyA=No" may not necessarily mean that they are not 
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at or close to the 3' end. Based on this, we first selected the ESTs which claim 
both "Po!yA=Yes" and "PoIyA=No" so that a maximal pool of candidate 3' ESTs 
could be constructed. 

[058] 12. Selection of High Quality ESTs 

[059] The poly-A-containing ESTs from step 1 1 above are further 
processed to select high-quality, vector-trimmed regions. In Genbank there is a 
feature that states the regions that are of high phred quality with the start and 
stop positions. All sequences were trimmed to only include these high quality 
regions based on the start and stop positions. This enhances the confidence that 
the sequencing was completed accurately. 

[060] 13. Removing Duplicate Sequences 

[061] Again, because there is a possibility that multiple entries exist for 
the same sequence, steps can be taken to remove duplicates, for example, to 
maximize the space limitations of a microarray. In the case of GenBank 
sequences, the selected poly-A ESTs from step 12 above can be converted to a 
uniform format, such as FastaG format, then submitted to an overlap-detecting 
algorithm, such as the ClusterG program. Any level of scrutiny can be applied in 
identifying "duplicates." For example, sequences that are greater than 99%, 98%, 
97%, 96%, 95%, 90%, 85%, 80%, 75%, 70%, 65%, 60%, 55%, 50%, or even 
lower percent, identical can be deemed duplicates and removed. Obviously, a 
higher level allows for a larger number of similar sequences to be retained, 
whereas a lower level will have the opposite effect. The desired level can be 
unique to any situation, and will be determined by the scientist or practitioner 
using the system, depending on their needs. 
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[062] 14. Annotating polv-A EST Sequences 

[063] The polyA ESTs can be compared to a combined human + mouse 
coding sequence database, which can be obtained by querying GenBank for 
"mus cds" and combining those results with "homo cds." The comparison can be 
achieved using a sequence comparison program such as "BlastN." The program 
compares sequences and identifies those that are similar or identical. As with 
similar programs, the stringency of the comparison can be varied, so as to be 
more or less selective. Thus, a Blast "score" can be greater than 50, 55, 60, 65, 
70, 75, 80, 85, 90, 95, or higher, depending on the desire for identifying similar or 
identical sequences. Another measurement that can be used is the "E" value, 
which can be less than 10" 2 , 10" 3 , 10* 4 , 10" 5 , 10" 6 , 10" 7 , 10' 8 , 10" 9 , 10" 10 , or even 
less, again depending on the desire for identifying similar or identical sequences. 

[064] Sequences can then be further selected for their closeness to the 3' 
end. "Closeness" is a subjective determination, but can be arbitrarily set at any 
number of bp, such as less than 1000 bp, 900, 800, 700, 600, 500, 400, 300, 200, 
100, or fewer bp, from the 3' end. 

[065] Still further, the sense or anti-sense orientation of the sequence can 
be determined, for example, through use of the BlastN program, which shows the 
direction of the match. Those sequences deemed to be in anti-sense orientation 
can be converted to sense sequences by, for example, programs that reverse 
complement the sequence. 

[066] The selected sense-oriented 3 '-biased ESTs and converted anti- 
sense 3'-biased ESTs can be combined together and further processed as 
described below in step 1 5. 
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[067] 15. Combining Sequences and Removing Duplicates 

[068] The selected sequences from step 10 are combined with those 
selected from step 14. To reduce the existence of duplicates, further processing 
can be performed, again to maximize the number of unique sequences 
represented on a microarray of limited space. The selected sequences can be 
converted to a uniform format, such as FastaG format, and then submitted to an 
overlap-detecting algorithm, such as the ClusterG program. Any level of scrutiny 
can be applied in identifying "duplicates." For example, sequences that are 
greater than 99%, 98%, 97%, 96%, 95%, 90%, 85%, 80%, 75%, 70%, 65%, 60%, 
55%, 50%, or even lower percent, identical can be deemed duplicates and 
removed. Obviously, a higher level allows for a larger number of similar 
sequences to be retained, whereas a lower level will have the opposite effect. 
The desired level can be unique to any situation, and will be determined by the 
scientist or practitioner using the system, depending on their needs. 

[069] The collection of data created in the steps above can be used for 
any applicable purpose. Those of skill in the art will recognize uses for such 
information. The nucleic acid sequences can be used as they are or transformed 
for any desired use. For example, the sequences can be translated into 
polypeptide sequences, which can be used for any desired purpose, or probes 
can be derived from the nucleic acid sequences selected. 

[070] Polynucleotide Probes 

[071] Probes can be genomic DNA or cDNA or mRNA, or any RNA-like or 
DNA-like material, such as peptide nucleic acids, branched DNAs and the like. 
Probes can be sense or antisense polynucleotide probes. Where target 
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polynucleotides are double stranded, the probes may be either sense or 
antisense strands. Where the target polynucleotides are single stranded, the 
nucleotide probes are complementary single strands. 

[072] Probes can be prepared by a variety of synthetic or enzymatic 
schemes, examples of which are well known in the art. Probes can be 
synthesized, in whole or in part, using chemical methods, examples of which are 
well known in the art (Caruthers et al. (1980) Nucleic Acids Res. Symp. Ser. 215- 
233). Alternatively, the probes can be generated, in whole or in part, 
enzymatically. 

[073] Nucleotide analogs can be incorporated into polynucleotide probes 
by methods well known in the art. The incorporated nucleotide analogues should 
serve to base-pair with target polynucleotide sequences. For example, certain 
guanine nucleotides can be substituted with hypoxanthine, which base-pairs with 
cytosine residues. However, these base pairs may be less stable than those 
between guanine and cytosine. Alternatively, adenine nucleotides can be 
substituted with 2,6-diaminopurine, which can form stronger base pairs than 
those between adenine and thymidine. Additionally, polynucleotide probes can 
include nucleotides that have been derivatized chemically or enzymatically. 
Typical chemical modifications include derivatization with acyl, alkyl, aryl, or 
amino groups. 

[074] The probes can be labeled with one or more labeling moieties to 
allow for detection of hybridized probe/target polynucleotide complexes. The 
labeling moieties can include compositions that can be detected by 
spectroscopic, photochemical, biochemical, bioelectronic, immunochemical, 
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electrical, optical, and/or chemical means. The labeling moieties include, for 
example, radioisotopes, such as 32 P, 33 P, or 35 S, chemiluminescent compounds, 
labeled binding proteins, heavy metal atoms, spectroscopic markers, such as 
fluorescent markers and dyes, magnetic labels, linked enzymes, mass 
spectrometry tags, spin labels, electron transfer donors and acceptors, and the 
like. 

[075] Probes can be immobilized on a substrate, examples of which 
include but are not limited to, rigid and/or semi-rigid supports including 
membranes, filters, chips, slides, wafers, fibers, magnetic or nonmagnetic beads, 
gels, tubing, plates, polymers, microparticles, and capillaries. Substrates can 
have a variety of surface forms, such as wells, trenches, pins, channels and 
pores, to which the probes are bound. The substrates can be optically 
transparent. 

[076] Hybridization complexes 

[077] Hybridization causes a probe and a complementary target to form a 
stable duplex. In the case of polynucleotide probes and targets, this occurs 
through base pairing. Hybridization methods are well known to those skilled in 
the art (See, e.g., Ausubel (1997; Short Protocols in Molecular Biology, John 
Wiley & Sons, New York N.Y., units 2.8-2.1 1 , 3.18-3.19 and 4-6-4.9). Conditions 
can be selected for hybridization where exactly complementary target and 
polynucleotide probe can hybridize, i.e., each base pair must interact with its 
complementary base pair. Alternatively, conditions can be selected where target 
and polynucleotide probes have mismatches but are still able to hybridize. 
Suitable conditions can be selected, for example, by varying the concentrations of 
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salt in the prehybridization, hybridization, and wash solutions, or by varying the 
hybridization and wash temperatures. With some membranes, the temperature 
can be decreased by adding formamide to the prehybridization and hybridization 
solutions. 

[078] Hybridization conditions are based on the melting temperature (T m ) 
of the nucleic acid binding complex or probe, as described in Berger and Kimmel 
(1987) Guide to Molecular Cloning Techniques, Methods in Enzymology, Vol. 
152, Academic Press. The term "stringent conditions," as used herein, is the 
"stringency" which occurs within a range from about T m -5 (5° below the melting 
temperature of the probe) to about 20°C below T m . As used herein, "highly 
stringent" conditions employ at least 0.2 x SSC buffer and at least 65°C. As 
recognized in the art, stringency conditions can be attained by varying a number 
of factors, including for example, the length and nature, i.e., DNA or RNA, of the 
probe; the length and nature of the target sequence; and the concentration of the 
salts and other components, such as formamide, dextran sulfate, and 
polyethylene glycol, of the hybridization solution. All of these factors can be 
varied to generate conditions of stringency which are equivalent to the conditions 
listed above. 

[079] Hybridization can be performed at low stringency with buffers, such 
as 6xSSPE with 0.005% Triton X-100 at 37°C, which permits hybridization 
between target and polynucleotide probes that contain some mismatches to form 
target polynucleotide/probe complexes. Subsequent washes can be performed at 
higher stringency with buffers, such as 0.5xSSPE with 0.005% Triton X-100 at 
50°C, to retain hybridization of only those target/probe complexes that contain 
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exactly complementary sequences. Alternatively, hybridization can be performed 
with buffers, such as 5xSSC/0.2% SDS at 60°C and washes are performed in 
2xSSC/0.2% SDS and then in O.lxSSC. Background signals can be reduced by 
the use of detergent, such as sodium dodecyl sulfate, Sarcosyl, or Triton X-100, 
or a blocking agent, such as salmon sperm DNA. 

[080] Other procedures for the use of microarrays are available in the art, 
and are provided, for example, by Affymetrix. In this regard, reference is made to 
the Affymetrix GeneChip® Expression Analysis Technical Manual, the entire 
disclosure of which is incorporated herein by reference. 

[081] Microarrav Construction 

[082] The nucleic acid sequences can be used in the construction of 
microarrays. Methods for construction of microarrays, and the use of such 
microarrays, are known in the art, examples of which can be found in U.S. Patent 
Nos. 5,445,934, 5,744,305, 5,700,637, and 5,945,334, the entire disclosure of 
each of which is hereby incorporated by reference. Microarrays can be arrays of 
nucleic acid probes, arrays of peptide or oligopeptide probes, or arrays of 
chimeric probes - peptide nucleic acid (PNA) probes. Those of skill in the art will 
recognize the uses of the collected information. 

[083] One particular example, the in situ synthesized oligonucleotide 
Affymetrix GeneChip system, is widely used in many research applications with 
rigorous quality control standards. (Rouse R. and Hardiman G. 
Pharmacogenomics 5:623-632 (2003).). Currently the Affymetrix GeneChip uses 
eleven 25-oligomer probe pair sets containing both a perfect match and a single 
nucleotide mismatch for each gene sequence to be identified on the array. Using 
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a light-directed chemical synthesis process (photolithography technology), highly 
dense glass oligo probe array sets (>1 ,000,000 25-oligomer probes) can be 
constructed in a ~ 3 x 3-cm plastic cartridge that serves as the hybridization 
chamber. The ribonucleic acid to be hybridized is isolated, amplified, fragmented, 
labeled with a fluorescent reporter group, and stained with fluorescent dye after 
incubation. Light is emitted from the fluorescent reporter group only when it is 
bound to the probe. The intensity of the light emitted from the perfect match 
oligoprobe, as compared to the single base pair mismatched oligoprobe, is 
detected in a scanner, which in turn is analyzed by bioinformatics software 
(http://www.affymetrix.com). The GeneChip system provides a standard platform 
for array fabrication and data analysis which permits data comparisons among 
different experiments and laboratories. 

[084] All of the compositions and methods disclosed and claimed herein 

can be made and executed without undue experimentation in light of the present 

i 

disclosure. While the compositions and methods of this invention have been 
described in terms of preferred embodiments, it will be apparent to those of skill in 
the art that variations may be applied to the composition, methods and in the 
steps or in the sequence of steps of the method described herein without 
departing from the concept, spirit and scope of the invention. All such similar 
substitutes and modifications apparent to those skilled in the art are deemed to 
be within the spirit, scope and concept of the invention as defined by the 
appended claims. 

[085] The following examples are included to demonstrate preferred 
embodiments of the invention. It should be appreciated by those of skill in the art 
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that the techniques disclosed in the examples that follow represent techniques 
discovered by the inventor to function well in the practice of the invention, and 
thus can be considered to constitute detailed modes for its practice. However, 
those of skill in the art should, in light of the present disclosure, appreciate that 
many changes can be made in the specific embodiments which are disclosed and 
still obtain a like or similar result without departing from the spirit and scope of the 
invention. 
EXAMPLES 

[086] Further details of the invention can be found in the following 
examples, which further define the scope of the invention. 

[087] Example 1 - Construction of Equine Nucleic Acid Data base and 
Microarrav 

[088] AH gene sequences were obtained from the public (GenBank) 
database, which is maintained at the National Center for Biotechnology 
Information (NCBI). The sequences were obtained by queries to the GenBank 
and the returned results were downloaded in GenBank format to the local 
computer. 

[089] The project was completed by using a series of Java application 
programs which were run under the JAVA™ 2 Runtime Environment, Standard 
Edition, Version 1 .4.1 from the Sun Microsystems, Inc. using a Dell Optiplex 
GX240 Intel(R) Pentium (R) 4 CPU 1.70 GHz with 256 MB of RAM with Microsoft 
Windows XP Professional Version 2002 operating system. The BlastN and 
BlastX were conducted using the bioinformatics resources at the Ohio 
Supercomputer Center (http://www.osc.edu). Table 1 lists all the programs used. 
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Tablel . Software and programs used 



Name 



Function 



GetEquine 
CheckCDS 

GetThreePrimeCompIeteC 
DS 

CheckMRNA 

FastaG 

ClusterG 



FastaCombine 

GetPolyAEST 

SelectHighQualityEST 

GetRC 
BlastN 
BlastX 



Selects the gene sequences which 
are from the source of either equus 
caballus or equus caballus (horse) 
Collects the coding sequences and 
non-coding sequences separately 
Selects the coding sequences which 
contain the stop codons at the 3' 
ends. 

Splits the gene sequences into mRNA 
sequences and DNA sequences 
Transforms the gene sequences in 
GenBank format to FASTA format 
Identifies the unigene sets; if 
sequences are found >90% identical 
match, only the longest sequence is 
stored 

Combines different FASTA files to one 
FAST file 

Selects ESTs which claim as 
"PolyA=Yes M or "PolyA=No" 
Selects the high phred quality region 
of the ESTs based on the annotated 
start and stop positions in the 
GenBank format 

Obtains the reverse complementary 
sequence of a target sequence 
Nucleotide-nucleotide sequence 
comparison 

Nucleotide-protein sequence 
comparison 



The source code for each program is provided in Appendix A. 

[090] The overall design steps in selecting the 3' equine annotated 
genes and ESTs are summarized in Figure 1. 

[091] Construction of equine, and human/mouse sequence 
databases 

[092] Equine gene sequences were first obtained through a query of 
"equus caballus" to the GenBank database at the NCBI web site. A total of 
20,022 sequences were returned (as of June 2003) and downloaded in GenBank 
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format to the local computer. Program GetEquine was performed to specifically 
select those gene sequences that are from either equus caballus or equus 
caballus (horse), and 18,924 sequences were obtained and named as 
"EquusCaballusSequences." This is the original database from which 3' equine 
coding sequences and 3' equine ESTs were identified. 

[093] By a query of "homo cds" to the GenBank database at the NCBI 
web site, 208,480 human sequences (as of the date the Genbank was accessed) 
were returned and downloaded in GenBank format to the local computer, which 
were then transformed to FASTA format using the FastaG program. Similarly, by 
a query of "mus cds," 205,373 mouse sequences (as of the date the GenBank 
was accessed) were obtained and stored in FASTA format. The resulting human 
and mouse coding sequences were combined and a correspondent 
HumanMouseCDS database was created at the Time Logic DeCypher System at 
the Ohio Supercomputer Center (http://www.osc.edu). 

[094] Selection of 3' equine coding sequences 

[095] To screen out the 3' equine cDNA sequences, program CheckCDS 
was first applied to the EquusCaballusSequences, with 981 equine coding 
sequences and 17,943 equine non-coding sequences identified, respectively. 
The equine coding sequences contain both mRNA and DNA sequences. DNA 
sequences contain alternative exons and introns, and the latter are removed to 
produce the mature mRNA. Preferably, mRNA sequences are selected for a 
gene expression microarray. Program CheckMRNA was performed on the 
EquusCaballusCDS file, with 436 equine mRNA coding sequences and 545 
equine DNA coding sequences identified, respectively. 
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[096] The equine mRNA coding sequences were further split into two- 
hundred 5' partial coding sequences and two-hundred thirty-six 3' complete 
coding sequences using the GetThreePrimeCompleteCDS program. 3' complete 
coding sequences contain stop codons at the three-prime ends, and hence are 
either full-length sequences or partial sequences yet 3' anchored. All these two- 
hundred thirty-six 3'-anchored sequences were collected for further analysis. 
Similarly, the equine DNA coding sequences were split into one-hundred thirty- 
eight 3' complete coding sequences and four-hundred seven 5' partial coding 
sequences. Only the 3' complete DNA sequences were subjected to further 
analysis, but 5' DNA partial sequences could be further evaluated if desired. 
(See Table 2.) 

[097] It is quite often that one single gene may be represented by several 
sequences, each with a different GenBank Accession Number. The same genes 
may be sequenced and deposited separately by different labs, or the gene 
sequences may first be deposited into GenBank as partial coding sequences and 
later as complete sequences. Therefore, multiple sequences, although with 
different GenBank Accession Numbers, can actually represent the same gene. 

[098] To address this potential problem, the FastaG program was first 
applied to transform the sequences from the GenBank format to the FASTA 
format, in which the sequence begins with a single-line description followed by 
lines of sequence data. Then the ClusterG program was used to identify the 
unigene clusters and only keep the longest sequence for each cluster. One- 
hundred ninety-five equine mRNA 3' complete coding sequence clusters and fifty 
equine DNA 3' complete coding sequence clusters were obtained. Because the 
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complete gene (DNA) sequences may contain introns, the virtual respective 
mRNA sequences of the above equine DNA sequences were obtained by 
selecting the mRNA or CDS features at the respective GenBank website. The 
equine mRNA and virtual mRNA sequences were combined with the 
FastaCombine program and screened again with the ClusterG program for 
unigene clusters and the final 209 equine annotated 3' coding sequences were 
identified. These equine sequences are either full-length sequences or 3' 
anchored. 

[099] This screening was based on selecting the 3 '-biased coding 
sequences. However, some partial sequences may actually contain regions 
close to the 3' end and thus could also be suitable for use in a microarray. To 
capture these sequences, the two-hundred 5' partial equine mRNA coding 
sequences were first reduced to 149 clusters with the ClusterG program. 
Sequence comparisons of these clusters were performed against the 
HumanMouseCDS database using the BlastN program at the Time Logic 
DeCypher System at Ohio Supercomputer Center. The blast result was 
manually examined and a total of 83 equine partial coding sequences which are 
in close proximity (i.e., within 500 bp) to the 3' end or important to our research 
were identified and combined with the previously identified 209 3' equine coding 
sequences using the FastaCombine program. Program ClusterG was performed 
on the combined sequences and 290 final equine annotated gene sequences 
were ultimately selected for the microarray. Table 2 summarizes the result in 
each step of selecting the 3' equine coding sequences. 
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Table 2 — Results for analyses of a public database to identify 3' equine coding 
sequences ^ 

Sequence — — Number 

Equine sequences ~ ~ 18^924 

Equine coding sequences 981 

Equine coding sequences, mRNA 436 

Equine coding sequences, mRNA, 3' complete 236 

Equine coding sequences, mRNA, 3' complete cluster 195 

Equine coding sequences, mRNA, partial 200 

Equine coding sequences, partial mRNA selected 83 

Equine coding sequences, DNA 545 

Equine coding sequences, DNA, 3' complete 138 

Equine coding sequences, DNA, 3' complete cluster 50 

Equine coding sequences, selected mRNA and DNA 328 

Equine coding sequences selected 290 



[0100] The selected annotated equine gene sequences were also 
subjected to the BlastX assay against the SwissProt database (Gasteiger E. et al. 
Curr Issues Mol Biol 3(3):47-55(2001 )) to confirm the sequence orientation, and 
all sequences were shown in the sense orientation (data not shown). 

[0101] Selection of 3' equine ESTs 

[0102] The 3' equine ESTs were isolated from the 17,943 equine non- 
coding sequences. Candidate 3' equine ESTs were first obtained using the 
GetPolyAEST program against the EquusCaballusSequences. Program 
GetPolyAEST selects the EST sequences which indicate as "PolyA=Yes" or 
"PolyA=No'\ As noted above, the sequence information from these ESTs may 
contain the polyA tail if the sequencing process reaches to the 3' end. However, 
if the sequencing is initiated at the 5' end and stops in the middle, the obtained 
sequence information may not include the polyA tail, although it may be very 
close to the 3' end. Therefore, ESTs claiming l, PolyA=No" may not necessarily 
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mean that they are not at or close to the 3' end. Based on this, we first selected 
the ESTs which claim both "PolyA=Yes" and "PolyA=No" so that a maximal pool 
of candidate 3' ESTs could be constructed. A total of 8,752 putative equine 3' 
ESTs were obtained. Then the SelectHighQualityEST program was applied to 
specifically select the high-quality, vector-trimmed regions and transform into 
FASTA format. 

[0103] The resulting high quality ESTs (8,752 sequences) were subjected 
to the CIusterG program to obtain EST clusters (4,139 clusters). Table 3 shows 
the 3' ESTs. (We selected the longest sequence for each cluster. Longer 
sequences can be obtained by sequence assembly. For long sequences, the 
whole sequence is fragmented and each fragment is sequenced individually and 
the whole sequence is obtained by assembly later. Some sequencing may be 
performed in both directions. Through assembly, more complete sequences can 
be obtained, if there is enough overlap exists between the fragments.) 
Table 3 — Results of analyses to identify equine 3' sequences for use in a gene 



expression microarray 

Sequence Number 

Equine sequences 18,924 

Equine EST with polyA* 8,752 

Equine polyA EST cluster 4,139 

Equine EST cluster with algorithm confirmation 3,791 

Equine EST screened 3,1 55 

Sense EST 2,856 

Antisense EST 299 

Equine coding sequences selected 290 

Equine 3' sequences 3,288 

Final equine sequences selected for the microarray 3,098 



*Equine sequences with and without the polyadenylation A (polyA) sequence. 
EST = Established sequence tag. 

[0104] To obtain the annotations and 3' bias confirmation, the equine ESTs 

were blasted against the HumanMouseCDS database using the BlastN algorithm 

31 

SUBSTITUTE SHEET (RULE 26) 



WO 2005/067649 



PCT/US2005/000517 



at the Ohio Supercomputer Center facility. A total of 3,791 equine EST clusters 
had blast hits with a Blast score >60. Of these, only sequences with biastE 
values of <10" 8 were considered candidates for selection. (Makabe et a). 
Development 128:2555-2567 (2001)). The blast result also was examined 
manually to remove any ESTs that matched to the 5' end of the corresponding 
human or mouse coding sequences. A total of 3,155 ESTs were identified as 3' 
biased. The orientations of the ESTs were also derived from the blast results by 
inspection of the direction of the sequence match (blast hit), with 2,856 in sense 
orientation and 299 in antisense orientation (Table 3). The reverse 
complementary sequences of the antisense ESTs were obtained by the program 
GetRC and were combined with the sense equine ESTs. The resulting ESTs 
were also combined with the annotated equine coding sequences and undergone 
the cluster analysis again. A total of 3,288 equine 3' coding sequences and 3' 
ESTs were initially selected, from which 191 were omitted because the possible 
probe set was of low quality, leaving 3,098 equine coding sequences for the 
equine gene expression microarray. (In fact, 3,099 equine origin gene sequences 
were idenfied, but the first, GBEQ0001 is Equus caballus partial 18S rRNA, which 
was added as a reference gene.) 

[0105] Note that many of the annotated genes that were publicly available 
were from laboratories studying musculoskeletal conditions. In total, this may 
include 100-200 genes. Thus, in the end, the collection of sequences had a slight 
bias toward musculoskeletal genes. 

[01 06] A complete list of the sequences are listed in attached Tables. 
Table 39 shows the GB... identification codes for the sequences included on the 
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microarray. Table 33 identifes the GenBank accession numbers for all 3,289 
equine sequences Initially selected (from which the 3,098 were ultimately 
chosen); Table 34 shows the equine sequences (SEQ ID NOS 1-3289) 
corresponding to Table 33. 

[0107] Preparation of the Microarray 

[0108] The probe set design was accomplished based on the selected 
equine sequences according to Affymetrix's chip design guide. The probe sets 
were selected by the following parameters: probe set score, gap multiplier, cross 
hybridization multiplier, probe count, raw standard deviation, siflength, etc. Each 
sequence was checked for unique, identical, or mixed probe sets. Probe sets 
with a score no less than 2.0 for unique set or a score no less than 4.0 for 
identical or mixed set were selected. A total of 68,266 equine oligonucleotide 
probes were included on a high density microarray, with average 1 1 perfect 
matches and 1 1 single nucleotide mismatches for each equine gene. 

[0109] Discussion 

[0110] Genetic information has been exploding dramatically since its 
construction. At the time of the equine microarray design, over 20,000 equine 
sequences were available in the public database (GenBank). How to data-mine 
the 3 '-biased sequences is an issue in generating gene expression microarrays, 
including equine microarrays. Here, we have disclosed a unique computer-based 
approach that is applicable for creating gene expression microarrays for any other 
species. The approach generally involves two major steps: identifying the 3' 
coding sequences and 3' ESTs. 
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[01 1 1] In identifying the 3' equine coding sequences, we first focused on 
the selection of full-length coding sequences and partial sequences with 3' end. 
This is done by selecting the coding sequences with the stop codon at the 3' end. 
This approach ensures that sequences selected are 3' anchored. Some of them 
also contain the 3 '-untranslated regions, which may be more species-specific 
compared to the coding region. To capture additional coding sequences for the 
microarray, we performed the blast analysis for the partial coding sequences 
against the self-constructed HumanMouseCDS database instead of the non- 
redundant (nr) nucleotide database available at NCBI. The HumanMouseCDS 
database is actually a subset of the nr database. Most of the sequences are 
annotated human or mouse coding sequences. Therefore, the blast result based 
on this database provides more useful information, which was especially valuable 
in the equine EST annotation and sequence orientation determination. Moreover, 
as the HumanMouseCDS database is much smaller, the computing time for the 
blast assay is tremendously decreased. 

[01 12] One approach in constructing the cDNA library used for transcript 
sequencing is using the oligo-dT as the primer in the first strand cDNA synthesis. 
This would preferentially begin sequencing from the 3' end due to priming on the 
polyA tail. In other methods, the sequence information from these ESTs may 
contain the polyA tail if the sequencing process reaches to the 3' end. However, 
if the sequencing is initiated at the 5' end and stops in the middle, the obtained 
sequence information may not include the polyA tail, although it may be very 
close to the 3' end. Therefore, ESTs claiming "PolyA=No" may not necessarily 
mean that they are not at or close to the 3' end. Based on this, we first selected 
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the ESTs which claim both "PolyA=Yes" and "PolyA=No" so that a maximal pool 
of candidate 3' ESTs could be constructed. 

[01 13] ESTs are short sequences, representing only fragments of genes, 
not complete coding sequences. The sequences may be in either sense or 
antisense orientation. Therefore, a major effort and emphasis is focused on how 
to best annotate these ESTs. In fact, we first annotated the equine ESTs with 
blast analysis against the nr database (data not shown). However, an 
overwhelming number of hits occurred between the ESTs and sequences without 
much useful information, as the hits occurred with the chromosomal sequences, 
cDNA clones, etc. Therefore, we modified the blast analysis against the self- 
constructed HumanMouseCDS database that contained more concentrated 
annotated human and mouse coding sequences. Approximately 92% of the 
ESTs had blast hits and putative annotations were provided. (Annotations were 
categorized based on the published papers. Escribano J. and Coca-Prados, M., 
Molecular Vision 8:315-332 (2002); Lo J. et al. Genome Research 1 3(3):455-466 
(2003)). (See Table 4.) 

[01 14] For the gene expression microarray, further probe design could be 
based on the antisense strand of the selected sequences. The array can be 
either cDNA spotted microarray (the clones can be purchased or self obtained by 
PCR) or the Affymetrix oligonucleotide GeneChip. cDNA spotted microarrays use 
longer sequences as probes which are advantageous in that sequences could be 
spotted first without being known and the gene sequence of interest could be 
determined later. However, this approach is labor intensive and costly in 
producing and maintaining the clones or PCR products. Errors may occur in mis- 
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assigning the clones. (Halgren RG, et al. Nucleic Acids Research 29:582-588 
(2001).) 

[01 15] It is difficult to distinguish closely related gene families using cDNA 
microarray. Also, for rarely expressed genes, it is hard to obtain the suitable 
cDNA clones. On the other hand, if the sequence information is available, 
oligonucleotides can be synthesized to hybridize specifically and uniquely to any 
available target genes. This approach avoids the need to manipulate large cDNA 
clone libraries. The cross-hybridization problem due to the short length of the 
probe could be ameliorated by the usage of several probe sets per gene. In the 
Affymetrix GeneChip system, the use of perfect match and mismatch design 
provides a control for background noise and cross-hybridization from unrelated 
targets. The chip cost has now decreased several-fold and become more 
affordable to academics, compared to large-scale cDNA microarrays. 

[01 16] This is the first published microarray accumulation of equine 
annotated genes and ESTs and all that is publicly available to date. The equine 
chip includes equine gene sequences functioning in apoptosis, cell cycle, signal 
transduction, developmental biology, etc, as listed in Table 4. (Escribano J. and 
Coca-Prados, M., Molecular Vision 8:315-332 (2002); Lo J. et al. Genome 
Research 1 3(3):455-466 (2003)). 

[01 17] Note that the final "annotation" of the equine gene sequences 
selected was simply a Blast search against the combined mouse and human 
sequence database, as described above. For the sake of brevity, those results 
are not shown herein, but can easily be repeated by identifying the GenBank 
accession number corresponding to the "GB..." identification number, and 
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performing a Blast analysis. (The correlation between the GenBank accession 
numbers and the GB... identification numbers is found in Table 33 for the equine 
sequences.) 



Table 4 — Characterization of selected equine 3' coding sequences and 3' ES Ts 

Protein category 3 ' c °ding 3 , EST 
sequence 



Enzyme 
Dehydrogenase 
Isomerase 
Kinase 
Phosphatase 
Synthase 
Transferase 
Oxidase 
Peptidase 
Others 

Protein synthesis 
Ribosomal protein 

Initiation, elongation, and other factors 
RNA binding 
DNA binding 

Transcription factor 
Protein degradation 
Membrane protein 



4 
0 
1 
0 
5 
1 
0 
0 
14 



5 
0 
2 
5 
3 
8 
2 



35 
15 
78 
39 
35 
37 

8 

6 

69 



105 
49 
108 
203 
64 
62 
53 



Cellular signaling 



Receptor and receptor-related 


32 


223 


Ligand and other exchange factors 


62 


142 


Structural protein 


21 


98 


Cell division 


5 


41 


Cell adhesion 


2 


12 


Cell differentiation 


2 


15 


Ligand binding or carrier 


5 


102 


Transporter 


8 


74 


Antioxidant 


1 


6 


Immune-related proteins 


33 


152 


Lipoprotein 


1 


3 


Apoptosis 


1 


24 


Chaperone 


3 


21 


Enzyme inhibitor 


7 


33 


Enzyme activator 


0 


10 


Developmental protein 


4 


27 


Motor 


0 


10 


Unclassified 


53 


849 
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[01 18] Data from this microarray will provide insight into gene expression 
for equine specific diseases and conditions. Thousands of equine ESTs whose 
genetic functions were unknown previously are now annotated. This not only 
enriches the equine gene expression profile, but also will provide a solid base for 
future full-length gene discovery and analysis. 

[01 1 9] Example 2: Equine Gene Expression and Performance of the 
Microarray 

[01 20] Materials and Methods 

[0121] Equine synoviocytes were obtained from adult horses and cultured 
in monolayer in Dulbecco modified Eagle's medium (DMEM, Gibco.Grand 
Island, NY) that contained glutamine supplemented with 10% fetal bovine 
serum, 100 U of penicillin/mL, and 100 jug of streptomycin/mL. Cultures were 
maintained in a humidified atmosphere containing 5% carbon dioxide at 37°C. 
Lipopolysaccharide from Escherichia coli 055:B5 (LPS from Escherichia coli 
055:B5, Sigma Chemical Co, St Louis, MO) at concentrations of 0 and 100 
ng/mL was added, and cells were culture for 2.5 hours. Total RNA was isolated 
by use of a commercial protocol (RNeasy Mini protocol, Qiagen, Valencia, CA) 
for total RNA isolation from animal cells. The RNA samples were separated 
and developed by use of 1% agarose gel electrophoresis, and sample 
concentration and purity were measured by use of UV spectra (260 and 280 
nm). 

[0122] AH protocols were conducted in according with the manufacturer's 
instructions (Affymetrix. Affymetrix GeneChip expression analysis technical 
manual. Santa Clara, CA: Affymetrix, 2003). Total RNA (5 jug) was reverse 
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transcribed into double-stranded cDNA by use of a polymerase (Superscript II, 
Invitrogen, Carlsbad, CA) and the T7-(dT)24 primer (T7-(dT) 24 primer, Qiagen, 
Valencia, CA). Biotinylated cRNA was synthesized by in vitro transcription. The 
cRN A products were fragmented prior to hybridization overnight at 45°C for 16 
hours. Microarrays were washed at low- and high-stringent conditions and 
stained with streptavidin-phycoerythrin in accordance with an established 
protocol (EukGE-WS2, Affymetrix, Inc., Santa Clara, CA). 

[0123] Data analysis was performed by use of commercially available 
software packages (Microarray suite 5.0, Affymetrix Inc, Santa Clara, CA; 
MicroDB, Affymetrix Inc, Santa Clara, CA; Data Mining Tool 3.0, Affymetrix Inc, 
Santa Clara, CA). To test their performance, microarrays were probed in 
triplicate with the same fragmented cRNA samples from normal equine 
synoviocytes and LPS-challenge exposed equine synoviocytes. Variables for 
performance of the microarray, such as signal intensity, were determined by use 
of statistical algorithms. 

T0 1241 Results 

[0125] In total, two thirds of the sequences represented on the array were 
expressed in equine synoviocytes (LPS-treated and control synoviocytes). For 
each condition, replicates were highly correlated (Figure 2). Correlation was the 
highest in expressed genes but was less in nonexpressed or marginally 
expressed genes. Regardless, there was a high overall correlation (r, > 0.99) 
among replicates. Mean signal intensity was low for the nonexpressed genes 
(< 87) and ranged from 176 to 226 for marginally expressed genes. Gene 
expression in these categories (nonexpressed or marginally expressed) was low 
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relative to the mean signal intensity of expressed genes (range 2,576 to 2,684; 
Table 5). 



Table 5 — Results of the equine gene expression microarray for equine 
synoviocytes cultured with the addition of lipopolysaccharide (LPS; 100 
and without LPS (control cells) 





Expressed 


Not expressed 


Marginal 


Signal Intensity 
Synoviocytes Mean Maximum 


Mean 
signal 
intensity 


Genes 
No. (%) 


Mean 
signal 
intensity 


Genes 
No. (%) 


Mean Gene? 
signal Genes 

intensity Na < % > 


LPS 1,774 22,917 
Control 1 f 806 27,509 


2,576 
2,684 


2,142 (68) 
2,092 (66) 


87 
85 


982 (31) 
1,029 (33) 


176 38 (1) 
226 41 (1) 



[0126] Data from triplicate replicates of each condition (LPS-treated or 



control synoviocytes) were used to calculate the mean value. Scatter plots of the 
mean intensity signals of the LPS-treated and control synoviocytes were created 
(Figure 3). Although the total number of genes expressed was similar for both 
conditions, 752 genes were up-regulated and 877 were down-regulated in 
response to LPS. Among them, several genes had at least a 5-fold change in 
expression (84 genes were increased and 18 genes were decreased; Table 6). 
These data were used to create an expression pattern for LPS stimulation of 
synoviocytes that consisted of 102 genes. 



Table 6 — Genes differentially regulated (> 5-fold change) in response to 
addition of LPS to cultures of equine synoviocytes 





GenBank 






GenBank 


Change 


Accession 






Accession 


number of 


Full or Provisional annotation 




number of 




Equine 






Blast 




Sequence 






Annotation 


164.24 


CD536631 


GR02 oncogene 


XM_003510 




136.67 


CD469327 


Tumor necrosis factor, a-induced protein 6 


NM_007115 




130.48 


AF053497 


Equine melanoma growth-stimulatory activity 


AF053497 




108.17 




homolog 






CD468799 


GR03 oncogene 


XM_031287 




106.81 


AF148882 


Equine matrix metalloproteinase 1 precursor 


AF148882 




52.83 


BI960809 


Tumor necrosis factor-stimulated gene 6 


AJ421518 




47.09 




protein 






CD464860 


Pentaxfn-related gene 


BC039733 




30.46 


CD535167 


Nuclear factor of tc light polypeptide gene 


BC004983 




29.64 




enhancer 






BM734883 


Chemokine (C-C motif) iigand 7 


NM_006273 




28.71 


BI961093 


Unknown 


NM_025079 




28.55 


BM735056 


Interferon regulatory factor 1 


XM_034862 
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GenBank 
Accession 



Change 


number of 

Equine 
Sequence 


Full Or Provisional annotation 




28.55 


BI961535 


lnterfeukin-8 


XM_1 70504 


27.82 


CD469032 


Phosphodiesterase 7A 


XM_037534 


25.35 


AY040203 


Equine granulocyte-macrophage colony- 


AY040203 


22.51 




stimulating factor 




BM780597 


CCAAT-enhancer binding protein 


XM_171180 


21.73 


CD536763 


Baculoviral IAP repeat-containing 3 


XMJ340715 


20.73 


CD468301 


Nuclear factor of k light chain gene enhancer 


BC046754 


19.8 


CD528418 


Prostaglandin endoperoxide synthase-2 


D28235 


19.11 


CD466440 


PP2135 mRNA 


AF 193048 


18.89 


BI961945 


Unknown 


XM_040715 


18.27 


CD468265 


lnterteukin-8 


XM_1 70504 


18.01 


BI961101 


Chemokine (C-C motif) ligand 7 


NM_006273 


15.46 


CD535316 


lnterieukin-8 


XM_1 70504 


15 


CD528575 


Amyloid beta (A4) precursor protein-binding, 


NM_019043 


14.56 




family B 




M27462 


dquHitj cnuriQnic gonaaotropin oc-suDuntt 


M27462 


14.21 


CD464433 


Pm hiafri 


Alvl_1 7091 2 


14.21 


BM781439 


Chimerin 


iNM_UUlo22 


13.28 


BI961389 


KIAA0882 orotein 


AM_uyooy5 


13.05 


AJ3 19906 


Eauine fibroblast nrnwth "fartnr 9 




12.7 


BM735054 


FAM14A 


NM__032036 


11.99 


BM734850 




Ay1odd48 


11.57 


BM734511 


PrP rrpnp 

1 l l yd iC 


Aoo416 


10.96 


BM735123 


i ijfpuu icu^ai pi<Jicn l rLJij^o J 


KIM r\OCrt7A 

N(\fl_u25Q79 


10.85 


AF027335 


Eouine Dro^t^alanHin R/H wnthaco o nona 

u M u " ,t ' f-/n-fOiayi«aiiiJiii \JJ n oyi ill ldoC~£ yciiti 




10.79 


CD536086 


luiiivs i it?L.iu»is lacior, oMnuuceo protein o 


A ACC-) Aon 


10.51 


CD466465 


lUlCIIBUixlll* lj UL 


NM__UU0o75 


10.45 


BM781319 


Cvclin D2 


k i k « r»n «i Tnri 
NJVMJU1 /oy 


10.44 


AF027335 


Eauine orostaalandin G/H «?vr>thac;fi-9 npnp 




10.43 


BI960863 


Tumnr rn^cmeric far*tnr n»_inrii ir»e»r4 t-irr-if/iir-i a 
i ui i ivi i icui vjoio ictuiuf , ot-inuuctja protein o 




10.3 


BM735029 


Interferon-induced transmembrane* nrntoin 1 


Douuuoy ^ 


10.18 


CD464478 


Similar to embigin 


vim aror/io 
Aivi_uoyo4y 


10.17 


AF203913 


Equine steroidogenic factor 2 




10.16 


CD536074 


Interferon regulatory factor 1 




10.02 


CD468537 


Unknown 




9.02 


AF038127 


Eauine dermatan sulfate Drotennlvrmn H 


MPUoo 1 Zl 


8.87 


CD464576 


lnterfeukin-8 


A I VI I f UOU^t 


8.81 


BM735098 


Gila maturation faptnr v 




8.75 


BM781374 


FibuJIn 1 




8.68 


CD535463 


p GDP-dissociation Inhibitor 2 


E69549 


8.64 


CD465406 


KIAA0882 protein 


XM_093895 


8.02 


BM735336 


Unknown 


AK090519 


7.86 


BM734930 


Unknown 


BC012423 


7.81 


AY1 14351 


Equine granulocyte chemotactic protein 2 


AY1 14351 


7.24 


CD536651 


Unknown 


BC036098 


7.2 


BI961242 


Colony-stimulating factor 3 


NIVM72219 


7.16 


CD466975 


Unknown 


BD 109582 


6.93 


CD535197 


NORE1 protein 


NM_031437 


6.8 


CD467520 


Cyclin D2 


NM 001759 
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Change 


GenBank 
Accession 
number of 

Equine 
Sequence 


Full or Provisional annotation 




6.78 


BI961361 


KIAA0882 protein 


Aivi__uyooyo 


6.76 


CD536618 


Cyclin D2 


Kin* nrn7un 
NMJD01 /oy 


6.6 


B1961105 


PRG1 gene 


a9d4oo 


6.56 


CD469180 


FLJ00024 protein 


Aj\U^44j4 


6.56 


BI961594 


Tumor necrosis factor, Oinduced protein 6 


NM_JJQ/1 10 


6.41 


CD468109 


□-2-microglobulin gene 




6.41 


CD536657 


Guanylate binding protein 1 


kiii nnnnco 

NMJUOzUoo 


6.21 


CD469026 


Epithelial stromal interaction 1 


MM nOQORK 

NIvl_UooZOO 


6.11 


AF503365 


Equine granulocyte colony-stimulating factor 


A CCftOOCC 

AroUoobo 


6.11 


BM780519 


Serine (or cysteine) proteinase inhibitor 


By l ft j nnnftCO 


6.03 


CD472099 


Junctional adhesion molecule 1 


N(v1_/i44dU4 


5.97 


CD464893 


Immediate early response 3 


NM_yUooy7 


5.9 


BI961310 


Chemokine (OX-C motif) ligand 5 


NM__U 02994 


5.86 


CD464588 


B-cell CLUIymphoma 3 


NWlJJUOliO 


5.57 


CD536610 


Unknown 


BGQ\3oU9o 


5.53 


AY005808 


Equine toll-like receptor 4 


a vnncono 
AYOUOoUo 


5.49 


CD471341 


MHC class I antigen HLA-A 


U03754 


5.47 


CD468091 


Unknown 


rtr\>icQf\04 


5.46 


CD469607 


Hypothetical protein FLJ39885 




5.4 


CD528897 


N-myc (and STAT) interactor 


BOOOiidbo 


5.38 


BM735180 


Unknown 


Aa4DDD1 U 


5.31 


CD467650 


Unknown 


CD467650 


5.24 


BI960830 


Interferon regulatory factor 1 


XMJ334862 


5.22 


BI961018 


immediate early response 3 


NMJ)52815 


5.06 


CD465968 


Kinesin family member 5B 


BC009353 


5.04 


CD528326 


Neutrophil cytosolic factor 1 


XM_170516 


-5.29 


BM734828 


Dudulin 2 (FU10829), mRNA 


\hW\__\J\ OZ.OH 


-5.38 


CD466561 


PDZ and LIM domain 2 


NM_Q21630 


-5.55 


BI961715 


Unknown 


BC0 19236 


-5.64 


BM780462 


3-phosphoadenosine 5-phosphosu)fate 


AF1 60509 






©y i in icmoc *— 


XMJ)41375 


-5.74 


CD469298 


Unknown 


-6.1 


BM735590 


Unknown 


BC010959 


-6.32 


AJ319907 


Equine fibroblast growth factor receptor 


AJ319907 


-6.58 


BI961854 


Heparan sulfate (glucosamine) 3-0- 


NM_006041 






sulfotransferase 3B1 




-6.73 


CD528599 


Transcription elongation factor A 


XMjt 14075 


-7.3 


CD528582 


Ribonuclease, RNase A family, 4 


NM_002937 


-7.31 


BM780574 


Metallothionein 2A 


BC007034 


-10.22 


CD466107 


Inositol 1,3,4-triphosphate 5/6 kinase 


NM_014216 


-11.11 


BM735117 


Unknown 


BC027258 


-12.02 


CD468788 


Unknown 


CD468788 


-12.11 


BM780841 


E74-Hke factor 1 


NMJ 72373 


-18.18 


BI961458 


Smcx homolog 


NM_004187 


-18.94 


CD535871 


Eukaryotic translation initiation factor 2, subunit 


NM__001415 


-27.75 


L42623 


3y 

MHC class I mRNA 


L42623 



GenBank 
Accession 
number of 

Blast 
Annotation 
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*Refer to Genbank (Available at www.ncbi.nih.gov . Accessed on 06/15/03) for 
more information on the names and abbreviations of the provisional annotation 
genes. 

[01 27] Discussion 

[0128] In the study reported here, we used a computer-based approach 
to create a gene expression microarray for a particular species. We then 
constructed and tested the performance of an equine species-specific 
microarray. Genetic information has been increasing dramatically since the 
development and use of expression microarrays; however, algorithms to 
examine the 3' biased sequences have not been described to assist with 
generating ideal sequences for use on these arrays. Our goal was to curate all 
quality equine sequence data and prune the number of sequences to generate 
unduplicated annotated sequences for an optimized array. Our approach 
involved 2 major steps: identification of the 3' CDs and 3' ESTs and subsequent 
annotation of the sequences. For our algorithm, the 3' equine CDSs were 
identified by selecting the full and partial CDSs that had a stop codon at the 3' 
end. This approach ensured that sequences selected were anchored to the 3' 
end. Most would contain the 3' untranslated region (UTR), which is more 
species-specific, compared with the coding region (Affymetrix. Genechip 
CustomExpress array design guide. Available at: 

http://www.affvmetrix.com/support/technical/other/custom design manual.pdf . 
Accessed 12/15/03). Because the UTR is found in many mRNA samples 
isolated by use of poly-dT primers, species-specific sequence heterogeneity in 
the UTR enhances the accuracy of species-specific arrays (Higgins MA et al., 
Toxicol Sci 2003; 74:470-484). Polymerase activity fades toward the 5' end; 
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thus, it would be possible to have a portion consisting of the UTR and none of 
the CDS in the processed mRNA samples. Therefore, use of the UTR sequence 
in probe design is an asset for improvement of microarray accuracy. 

[0129] We chose to perform an algorithm analysis for the partial equine 
CDSs and ESTs with those in a human-mouse CDS database we created, 
rather than a nonredundant database available at NCBI. Our human-mouse 
CDS database was actually a subset of the nonredundant database and 
consisted of annotated human or mouse CDSs. Results of the algorithm on the 
basis of comparison with the annotated human or mouse CDS database would 
be more useful in determining the equine EST annotation and sequence 
orientation. Our human-mouse CDS database was much smaller than the 
nonredundant database, and the computing time was tremendously reduced for 
the algorithm. 

[0130] Quite often, a single gene may be represented by several 
sequences, each with a unique public database accession number. The same 
gene may be sequenced and deposited by several laboratory groups, or the 
gene sequences may initially be deposited into the public database as partial 
CDSs, and subsequently be deposited again as complete sequences. 
Therefore, multiple sequences, although each with a unique accession number, 
will actually represent the same gene. To solve this problem, cluster programs 
have been designed to reduce sequence duplicates. Our cluster program 
models a program from the NCBI (Pontius JU et aL, In: NCBI Staff, eds. The 
NCBI handbook. Bethesda, Md: National Center for Biotechnology Information; 
2003;21 .1-21 .12). Alternatively, we could have used that NCBI cluster program, 
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or other programs could have been incorporated into our algorithm. We chose 
a high filter of 95% for CDS to reduce the risk of losing fully annotated, 
separate, but closely related, genes (e.g., calcitonin gene related peptide I and 
II). We also chose a relatively high filter of 90% for ESTs to reduce the risk of 
duplicates and maximize the space available on the microarray to enable us to 
include as many genes as possible. 

[01 31] To maximize the number of candidate genes that could be 
selected for the microarray, all 3' sequences (or close to 3' sequences) were 
identified. Because transcript sequencing was performed on many cDNA 
libraries by use of oligo-dT primers in the first-strand cDNA synthesis (Weiss GB 
et al., J Biol Chem 1976;251 :3425-3431 ; Hagenbuchle O et al. v J Biol Chem 
1979;254:7157-7162), the sequence information from these ESTs contained 
the polyA tail only when the sequencing process reached to the 3' end. 
However, when the sequencing was initiated at the 5' end and stopped in the 
middle, the obtained sequence information may not have included the polyA tail, 
although it may have been extremely close to the 3' end. Therefore, ESTs 
characterized as no polyA may not necessarily mean that they did not contain a 
polyA or that the polyA was close to the 3 # end. To capture these sequences, 
ESTs were selected that claimed those with and without polyA to maximize the 
pool of candidate 3 f ESTs. The pool of sequences that did not contain the 3' 
end were subsequently analyzed by use of an algorithm and compared with our 
human-mouse CDS database to locate the sequence position relative to the 3' 
end. Any sequences within 500 bp of the 3' end of the matched sequence were 
also included as a candidate for inclusion on the microarray. 
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[0132] The ESTs are short sequences that represent only fragments of 
genes or incomplete CDSs, and they may be in a sense or antlsense 
orientation. Therefore, a major effort and emphasis was focused on how best to 
annotate these ESTs. In fact, we initially annotated the equine ESTs by use of 
an algorithm by comparison with the nonredundant database of the NCBI (data 
not shown). However, there were an overwhelming number of possible 
matches identified between the ESTs and sequences without much useful 
information because the matches were with chromosomal sequences, such as 
cDNA clones. Therefore, analysis by use of the algorithm was modified by 
creating our human-mouse CDS database that contained more concentrated 
annotated human and mouse CDSs. As a result, approximately 92% of the 
ESTs had matches in the algorithm analysis, and putative annotations were 
performed (Table 4). 

[0133] This work is the first microarray accumulation of equine annotated 
genes and ESTs and all that are currently publicly available for horses. The 
equine gene expression microarray includes equine gene sequences that 
function in apoptosis, the cell cycle, signal transduction, and developmental 
biological processes (Escribano J and Coca-Prados M, Molecular Vision 
2002;8:315-332; Lo J et al. Genome Res 2003; 13:455-^66). This equine array 
was used to evaluate the gene expression pattern of equine synoviocytes and 
the response to LPS, which is an established signal molecule generated by 
gram-negative bacteria that can be used to assess microarray function. The 
microarrays reported here revealed gene expression patterns typical of other 
custom arrays (Higgins MA et al. Toxicol Sci 2003;74:470-484) and had 
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excellent reproducibility of performance (r, > 0.99). Very few (< 4%) of the 
genes were expressed at such a low intensity that replicate arrays could not 
consistently distinguish an expressed gene from a nonexpressed gene, and all 
were at low to very low signal intensity (Figure 2). 

[0134] Therefore, significant discrepancies in gene expression were not 
identified, and high accuracy for expressed genes among replicates is 
anticipated with this array. Investigations that place importance on genes with 
low or marginal expression should perform the microarrays in triplicate or 
validate findings by use of methods (e.g., quantitative real-time polymerase 
chain reaction techniques). 

[0135] The gene expression rate of approximately two thirds or greater 
for the microarray reported here is greater than that for human (40% to 50%) 
(Affymetrix. Technical documentation page. Technical note: design and 
performance of the GeneChip human genome U133 plus 2.0 and human 
genome U133A 2.0 arrays. Available at: 

http://www.affvmetrix,com/support/technical/technotes/hgu1 33 p2 technote.pdf 
. Accessed 10/15/03) and canine (28%) (Higgins MA et al. Toxicol Sci 
2003;74:470-484) microarrays and is appropriate for sequences selected from 
multiple tissue libraries. These rates of expression will offer sufficient 
availability on the microarray for genes with no, low, or high expression. This 
permits evaluation for tissue-specific expression or manipulation experiments in 
which investigators want to optimize the detection of switched-on genes or 
genes that are not naturally expressed. This reveals a potential advantage of 
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sequence-based gene selection for microarrays, compared with use of tissue- 
specific microarrays, in the discovery of new genes. 

[01 36] Example 3: Effect of LPS on Gene Expression as Measured 
on Microarrav 

[0137] Addition of LPS at a concentration of 100 ng/mL to synoviocyte 
cultures induced large-scale upregulation of many genes, most notably TNF, IL- 
8, prostaglandin endoperoxide synthase 2, nuclear factor kappa, interferon, and 
matrix metalloproteinase-1 (Table 6). Similar inflammatory genes (e.g., ILs, 
TNF, and cyclooxygenase-2 (a prostaglandin synthase)) reportedly increase 
with exposure to LPS (Hashimoto et al. Soand J Infect Dis 2003, 35:619-627; 
Rodgerson DH et al. Am J Vet Res 2001, 62:1957-1963). Understanding the 
interrelationships of these genes and unveiling the complexities and regulatory 
roles of these genes will require many additional studies. 

[0138] Identification of a panel of 102 genes with altered expression in 
response to endotoxin documents the complexity of cellular signals. Up- 
regulation of toll-like receptor, oncogenes, IL-8, IL-1, TNF genes, interferon 
regulatory factor, prostaglandin endoperoxidase synthase-2, chemokine ligand, 
fibroblast growth factor 2, granulocyte chemotactic protein, colony stimulating 
factor, and similar proinflammatory molecules were anticipated. Interesting 
findings that will precipitate additional studies were the upregulation of chorionic 
gonadotropin and steroidogenic factors that may cross-communicate with 
stress-induced genes. Additionally, genes associated with adhesion (e.g., 
junctional adhesion molecule, dermatan sulfate, and heparan sulfate 
sulfotransferase) may be associated, assuming it happens in other equine cells, 
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with the induction of cell adhesion classically associated with peripheral 
margination of WBCs in horses exposed to LPS (Palmer JL and Bertone AL, 
Equine Vet J 1994;26:492-495). Analysis of our results identified a gene 
expression panel associated with LPS challenge exposure. 

[0139] Use of the microarrav to identify a subset of gene sequences 
highly sensitive and accurate in detecting synovial cell reaction to LPS 
inflammation. 

[0140] For this experiment we cultured in monolayer, using techniques 
described elsewhere in this document, normal synovial cells from three horses. 
After growth to confluence the cells were exposed to 6 concentrations of LPS- 
Escherichia coli 055:B5 at 6 doses for 2 hours (0.01, 0.1, 1.0, 10, 100 and 1000 
ng/ml). Experiments were run in triplicate. Cells were harvested at 24 hours 
and RNA extracted as described previously in this document for synovial cells 
and processed on the microarray. There were many genes that were identified 
to be up-regulated by the LPS across many of the doses, many that were 
duplicated across dosages of LPS. In final analysis, there were five genes that 
were up-regulated in all dosages except the lowest dose and followed a pattern 
that was correlated to dose; as LPS dose went up, the induction of gene 
expression went up. These five genes represent a very accurate signature for 
LPS joint inflammation at any dose and highly sensitive to detection of the gene 
changes. (Table 7.) 
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Table 7 - Signature Genes for LPS Joint Inflammation 



GenBank 
Accession Eq. 
Sequence 


Full or Provisional Annotation 


Dose LPS ngi 
Fold-Chanc 


TTiL 
e 


0.01 


0.1 


1.0 


10 


100 


1000 


CD536631 


GR02 Oncogene 




8 


7 


10 


164 


15 


AF053497 


Equine melanoma growth-stimulatory activity 
homolog 




3.5 


4.3 


11 


130 


15 


CD468799 


GR03 oncogene 


3 


9.8 


8.5 


21 


108 


34 


BM734883 


Chemokine (C-C motif) ligand 7 




4.3 


3.7 


24 


30 


16 


BL961535 


lnterleukin-8 




5 


5 


18 


29 


28 



r01411 Example 4 - Validation of the Microarrav with RT-PCR 

[0142] The performance of the array was also validated by comparison to 
quantitative real-time reverse transcription polymerase chain reaction (RT-PCR; 
ABI PRISM 7000™ Sequence Detection System by Applied BioSystems, Foster 
City, CA) using an equine synoviocyte LPS model of cell stimulation. Total RNA 
was extracted from synoviocytes using a commercially available kit (RNEasy®, 
QIAGEN, Inc. , Valencia, CA) that had been stimulated with 100ng or 1000ng of 
LPS in our published manner (Gu and Bertone, AJVR: 65; 12: 1664-1 673, 2004). 
Reverse transcription of total RNA to complementary DNA (cDNA) was performed 
by adding random hexamers and a 10-mM deoxynucleotide triphosphate (dNTP) 
mix to each total RNA sample and heating to 65°C for 5 minutes. Samples were 
then placed on ice and subjected to a single, brief pulse centrifugation at 4°C. A 
commercially available buffer (250 mM Tris-HCI, 375 mM KCI, 15 mM MgCI 2 ), 
RNase inhibitor, and 0.1 M dithiothreitol (DTT) (Invitrogen Corp., Carlsbad CA) 
were added to each sample and the contents of each tube were gently mixed. 
Samples were incubated at room temperature for 10 minutes, then at 37°C for 2 
minutes. Moloney murine leukemia virus reverse transcriptase (Invitrogen; 200 
units, diluted in 3 \x\ of RNase-free water) was added to each sample. Samples 
were mixed and incubated at 37°C for 50 minutes. The reaction was inactivated 
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by heating samples at 70°C for 1 5 minutes. Resulting cDNA samples were 
frozen at -20°C. 

[01 43] The mRNA sequences for the genes tested (See Table 8) were 
amplified by the 5'-nuclease assay, using sequence specific probes labeled with 
the fluorescent reporter dye 6-carboxyfluorescein (FAM) on the 5' end of the 
probe and the quencher dye 6-carboxytetramethylrhodamine (TAMRA) on the 3' 
end of the probe to quantify accumulating accumulating PCR product in real time. 
Taqman® Universal PCR Master Mix, Assays-on-Demand Gene Expression Array 
Mix™ (containing the forward primer, reverse primer, and labeled probe for each 
amplicon) were added to each cDNA sample, which was diluted in RNase-free 
water to yield a total reaction volume of 50 jal. The thermal cycling parameters 
were as follows: 2 minutes at 50°C, 10 minutes at 95°C, and 40 cycles between 
1 5 seconds at 95°C and 1 minute at 60°C. Other techniques for the isolation and 
processing of RNA for RT-PCR could be used. Samples were processed and 
analyzed by these two gene expression techniques, the microarray and RT-PCR. 

[0144] The data in Table 8 below demonstrates that the fold change in 
gene expression was similar quantified similarly by both RT-PCR and microarray 
methods. 



TABLE 8 


Synovic 
101 


>cytes Stimulated 
D ng/mL LPS 


Synovic 
100 


jcytes Stimulated 
10 ng/mL LPS 


Genes 


TNF- 
protein 6 


IL- 
1 


PG peroxide 
synthase 


TNF- 
protein 6 


IL- 
1 


PG peroxide 
synthase 


Microarray 
Fold- 
Change 


5 


16 


3 


6 


34 


3 


RT-PCR 

Fold- 
Change 


6 


155 


2 


10 


290 


4 
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[° 1 45 3 Example 5 - Equine-Specific Larae-Scale Gene Expression 
Analysis of Developmental Bone Diseases 

[0146] Developmental Orthopedic Disease (DOD) represents a group of 
bone diseases that manifest during growth and development and include articular 
dyschondroplasia (osteochondrosis dessicans, OCD) and cervical vertebral 
malformation (CVM). The underlying pathogenesis is altered endochondral 
ossification of mineralizing cartilage. Site-specific clinical syndromes result. 
Abnormalities at the articular growth front result in a dyschondroplasia called 
osteochondrosis dessicans (OCD) or intra-articular cartilage flaps with abnormal 
underlying bone. The incidence of articular osteochondrosis is increasing and the 
condition is present in the horse population at high levels (10-25%). OCD 
induces arthritis and lameness and is usually treated surgically. The hock and 
stifle are the most common joints affected. Abnormalities of vertebral growth 
result in narrowing of the cervical vertebral canal in combination with 
malformation of the vertebra. The result is spinal neurologic disease 
characterized by ataxia and weakness. 

* 

[0147] The syndrome is termed cervical vertebral stenotic myelopathy 
(CVM) and is treated with anti-inflammatory medication, nutritional support, and, 
in selected cases, surgical cervical fusion. CVM is the leading cause of 
noninfectious spinal cord ataxia in the horse and affects 2% of the Thoroughbred 
population. Both conditions are distributed internationally, in multiple breeds and 
usually manifest in the young growing horse. Studies supporting a genetic 
predisposition to both conditions, and unique biochemical and molecular features 
of osteochondrotic cartilage in horses, suggest that evaluation of gene expression 
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will be a productive approach to identifying the presence and predisposition to 
this disease. The use of microarrays for gene expression studies and diagnostics 
is becoming well established. The use of a species-specific microarray is of 
critical importance for accurate biomarker identification and monitoring of highly 
specific markers. In cross-species hybridization on microarrays, even single 
nucleotide mismatches can alter the detectable gene expression and relative 
intensities resulting in erroneous conclusions. Affymetrix is a recognized 
manufacturer of large-scale microarray technology that is sensitive, specific, and 
highly repeatable. 

[0148] In this Example, we describe how to quantify and bioinformaticly 
analyze gene expression alterations associated with two of the most common 
developmental orthopedic diseases in young horses, articular dyschondroplasia 
(osteochondrosis dessicans, or OCD) and cervical vertebral malformation (CVM). 
Gene expression markers were identified that uniquely identified the presence of 
these disease conditions (a signature). This example describes the construction 
of a bioinformatic tool that can predict, diagnose, and monitor therapy of these 
conditions. First, gene expression has been bioinformatically profiled to identify a 
gene expression signature for OCD and/or CVM (two forms of DOD) for use as a 
diagnostic tool. 

[0149] To determine a gene expression profile for DOD, we collected, in 
2002, data on a preeminent Kentucky thoroughbred farm (> 100 foals/year) in 
collaboration with the farm veterinarians. Thirteen yearlings with OCD and 7 age- 
and sex-matched yearlings (within a month of age); and 6 weanlings with CVM, 3 
weanlings with CVM affected siblings, and 4 age and sex match control 

* 
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weanlings were selected for the study and their medical records evaluated by a 
veterinarian, copied for this study and filed. All OCD horses had either stifle or 
hock OCD, diagnosed by radiographic lesion and the presence of affected joint 
effusion, that was classical for the disease. All horses with CVM had cervical 
spinal radiographs and a myelogram that confirmed spinal cord compression and 
classical malformation of the vertebrae typical of the disease. All horses with 
CVM had a complete neurologic examination performed previously and were 
neurological. Additionally all CVM horses were evaluated by a veterinary 
neurology specialist at the time of sample collection and showed neurological 
signs. All control horses had similar radiographs that were normal, had no history 
of joint effusions or lameness or neurologic signs and did not have any signs at 
the time of sample collection. 

[0150] Blood was drawn by two veterinarians into three heparin tubes, 
placed on ice, and immediately carried to Bertone's lab for processing. 
Alternatively, other samples could have been obtained and similarly analyzed 
such as synovial fluid from the joints or cerebral spinal fluid. Blood samples from 
all horses yielded high quality RNA from blood (O.D. 260/280 >2.0) that was 
frozen at -80°C. The investigators collected and copied all clinical data including 
radiographs, myelograms, lameness, and neurologic examinations and filed them 
for the study. Gene expression analysis using the equine-specific microarray, 
prepared as described elsewhere in this document, was performed on five DOD 
horses and five matched control horses. 

[0151] For these studies, cells from these blood cells were isolated by 
centrifugation (and manual buffy coat fractionation and subsequently batch 
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processed for ribonucleic acid (RNA) extraction, cDNA synthesis, in vitro 
transcription, RNA amplification and fragmentation, and RNA fluorolabeling as per 
the GeneChip Expression Analysis Technical Manual, Affymetrix, Inc., 2001. All 
equipment (Affymetrix hybridization chamber, fluidics station, and computer 
workstation and software) are publicly available. 

[0152] For blood samples, the RNA was extracted from the white blood 
cells in the buffy coat by the standard method already described for synoviocytes. 
Blood was collected as plasma in heparin tubes to prevent clotting and 
consumption of cells. After centrifugation of the blood for 10 minutes (4°C), the 
white buffy coat layer at the junction of plasma and packed red cells was removed 
carefully with a pipette and placed in RNAase free tubes and kept on ice. Buffy 
coat cell RNA was extracted by Trizol homogenization. Cells were suspended 
and homogenized/vortexed in 1ml cold Trizol reagent for 15 seconds. 100 uL of 
Chloroform was added and vortex-mixed until a creamy pink color. The 
preparation was spun at 14,000 RPM range can be 1 3,000-1 6,000G at 4°C for 15 
minutes. The aqueous phase (clear fluid on top) was removed in 100-uL aliquots 
and put in a new RNA free chilled tube (200-300 uL total). This was done 
carefully to not disturb the interface where DNA accumulates. 1 .5-2X isopropanol 
was added to aqueous phase, vortex mixed and RNA precipitated at -80°C for at 
least 30 minutes. After thawing to room temperature and tube inversion mixing, 
tubes were spun at 14.000G at 4°C for 30 minutes to localize the precipitated 
RNA at the bottom of the tube. Isopropanol was decanted and the tube towel 
dried for 15 minutes. The RNA pellet was redissolved in 15-25 uL of RNase-free 
water. The optical density concentration of RNA is measured using 2 or 4 uL of 
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sample to 1 ml water in cuvette and reading in a spectrophotometer at 260 nm 
wavelength. Reading is the concentration of RNA in pg/uL. 

[01 53] RNA was then assessed for purity by gel electrophoresis or a 
bioanalyzer analysis before processing for use on the microarray. It was 
important to have RNA of the highest integrity when using microarray to study 
gene expression. Even partial degradation of RNA can result in bias of 
quantification of different transcripts due to the variability of messenger RNA 
degradation. High quality RNA was also necessary for successful In Vitro 
Transcription (IVT) reaction during the microarray protocol to produce biotin- 
labeled RNA. Running total RNA in capillary electrophoresis (bioanalyzer 
analysis) was the most effective test for RNA quality. Capillary electrophoresis 
was performed using the Bioanalyzer 2100 (Agilent) and prominent 18S and 28S 
rRNA peaks showed high integrity of RNA (see Figure 4). High-quality total RNA 
was extracted using the Trizol technique. 

[0154] In some cases, the RNA was visualized for quality by 
electrophoresis in a 1.0% agarose gel stained with 3 ng/mL of ethidium bromide 
(Sigma). Gel electrophoresis was conducted at 100 volts for 30 minutes. RNA 
was visualized using ultraviolet transillumination (Spectroline® ultraviolet 
transilluminator, Spectronics Corporation, Westbury, NY) in a commercially 
available gel documentation system (Kodak EDAS 290, Eastman Kodak 
Company, Rochester, NY) and dedicated software (Kodak 1D Image Analysis 
Software, Version 3.6.0). 

[0155] Labeled RNA was hybridized to equine species-specific high density 
DNA probes and scanned for gene expression intensity using an Affymetrix Gene 
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Expression System and the equine custom microarray described in Example 1. 
Briefly, the resuspended total RNA was reverse transcribed into copy single stand 
DNA (cssDNA) using Superscript II reverse transcriptase (Invitrogen, Inc) and T7- 
(dT)24 primers (Affymetrix, Inc). Biotinylated copy RNA (cRNA) was formed using 
a Bioarray T-7 Polymerase Labelling Kit (Enzo, Inc) and then fragmented before 
hybridization on the GeneChip. An overnight hybridization was followed by 
washing and staining of the microarray with phyocerythrin. The phyocerythrin only 
fluoresces with cRNA that hybridized with the probe on the GeneChip. Signal 
intensity was then detected and measured by the microarray scanner and results 
were analyzed by bioinformatics software. 

[0156] This equine gene expression microarray represents 3,098 equine 
genes that contain a bias for musculoskeletal relevance. Over 360 genes 
represent cell signaling functions, 322 are enzymes, 1 54 in protein synthesis, 375 
in RNA/DNA binding including transcription factors, 193 in cell differentiation 
including developmental protein function, and 24 in apoptosis pathways. All 
known relevant genes to OCD in horses, such as PTHrP, Indian hedgehog, bone 

< 

morphogenetic proteins, and receptor-activated nuclear factor kappa p ligand 
(RANK L) are on the array. 

[0157] Bioinformatic analysis of gene intensity data by cluster analysis and 
comparisons among groups (OCD/CVM vs control; was performed using, initially, 
Affymetrix Microarray Suite Software packages, Microarray Suite (MAS) 5.0, 
MicroDB, and Data Mining Tool (DMT) 3.0. Probe level data was further analyzed 
using dChip software Li, C, and W. H. Wong. 2003. DNA-Chip Analyzer (dChip). 
In The analysis of gene expression data: methods and software. G. Parmigiani, E. 
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S. Garrett, R. lrizarry, and S. L. Zeger. Springer-Verlag. Array normalization was 
performed using the invariant set procedure. Then, model-based expression 
indices (MBEI) were computed using the perfect match only model. 

[01 58] Genes that were significantly up- or down-regulated in DOD are 
listed below from the most sensitive genes to least sensitive genes to represent 
equine DOD. These genes, individually or in subsets of 5, 10, or 13 genes, can 
represent DOD to a greater or lesser accuracy and sensitivity. Due to the tight 
selection of control horses, these represent a direct marker of DOD. 
Table 9 

Parametric p-value Norm OCD Fold Unique id Gene Name 

Change 



1 


9.21e-05 


1567.2 542.9 


2.887 


GBEQ1361 Interferon -induced 










protein 


2 


0.0001637 


1339 858.5 


1.56 


GBEQ3012 NFAT-activation 










molecule 


3 


0.0003515 


1051.4 734.1 


1.432 


GBEQ2386 tumor differentially 










expressed gene 


4 


0.0008141 


1297.1 847.4 


1.531 


GBEQ3111 


5 


0.0008758 


1532.3 982 


1.56 


GBEQ0534 Receptor retinoic acid 


6 


0.001096 


286.9 169.5 


1.693 


GBEQ3177 


7 


0.0013346 


532.8 306.5 


1.738 


GBEQ3110 


8 


0.0014709 


1173.2 1645.1 0.713 


GBEQ1535 Dendritic cell protein 


9 


0.0015773 


1345.8 845 


1.593 


GBEQ0169 Horse serpin M91 161 


10 


0.0015997 


2145.5 1525.9 1.406 


GBEQ3006 


11 


0.0018568 


1296.4 890.8 


1.455 


GBEQ0033 Natural resistence 










macrophage associated protein 


12 


0.0019245 


256.1 182.8 


1.401 


GBEQ1928 retinoid inducible 



serine carboxypeptidase 
[0159] In summary, the use of the microarray has created a method to 

evaluate blood of horses and identify the presence of DOD. 

[01 60] Example 6 - Identification of Gene Expression Profiles for 

Equine Osteoarthritis 

[0161] The goal of this Example was to determine a gene expression 

profile to identify osteoarthritis (OA), and therefore produce a gene expression 
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signature for OA using horse samples. Osteoarthritis is one of the most 
significant causes of locomotor morbidity in horses and humans, with an 
increasing prevalence in an ageing society. To date, inflammatory and 
degradative pathways associated with OA have been studied in isolation. Current 
microarray technology permits identification and classification of cartilage 
molecular phenotype in large scale and can be used to unveil the complexities of 
the degradative pathways and discover potential intervention points for disease- 
curtailing therapy. 

[0162] Briefly, horses were screened for OA by clinical inclusion criteria 
and placed into normal or OA groups. Articular cartilage of the distal metacarpal 
condyle was digitally photographed and harvested for mRNA analysis and 
histological grading. Total RNA was processed and placed on the equine gene 
expression microarray (Example 1). Genes with significant increases and 
decreases in gene expression in OA as compared to normal articular cartilage 
were identified as profile gene candidates. Genes were identified that changed in 
accordance with OA and represent an OA gene expression signature. See 
Tables below. 

[01 63] Specific Aims: 

[0164] Large-scale gene expression profiling has not been applied to the 
study of equine osteoarthritis (OA). Although molecular pathways in OA have 
been studied in isolation, large scale bioinformatic analysis of gene expression 
has not been used to unveil the complexities of the degradative pathways. Our 
hypothesis is that there will be a sub-set of genes with significant up- and down- 
regulation in osteoarthritic cartilage as compared to disease-free cartilage. The 
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experimental and specific aims of this Example are: 1 . to grade the histological 
extent of cartilage degeneration in OA and matched normal equine 
metacarpophalangeal (MCP) joints; and 2. to identify genes with significant 
changes in gene expression in OA as compared to age and site matched normal 
cartilage. 

[0165] Significance: 

[0166] OA is a significant cause of morbidity in a multitude of equine sports 
disciplines and has been cited as the most economically important 
musculoskeletal disease in performance and pleasure horses (Mcllwraith CW. 
General pathobiology of the joint and response to injury. In Joint disease in the 
horse (1996) Eds Mcllwraith CW, Trotter GW. Pub: W. B. Saunders Company; 
Frisbie DD, Mcllwraith CW. Evaluation of gene therapy as a treatment for equine 
traumatic arthritis and osteoarthritis. (2000) Clinical Orthopaedics and Related 
Research. 379 (S); S273-S287). Treatment of OA in humans is a billion-dollar 
industry. OA affects more than 70% of people over 65 years of age in the United 
States. (American Academy of Orthopedic Surgeons, 2002; www.aaos.org ) 
Therapeutic intervention in any species is impeded by the inability to target 
agents directly to the joint with the majority of treatments being directed toward 
reducing the pain associated with OA. The symptomatic relief afforded by 
protocols such as non-steroidal and steroidal therapy is often associated with 
undesirable side effects (Mcllwraith CW. General pathobiology of the joint and 
response to injury. In Joint disease in the horse (1996) Eds Mcllwraith CW, 
Trotter GW. Pub: W. B. Saunders Company; Murray RC, DeBowes RM, Gaughan 
EM, Zhu CF, Athanasiou KA. The effects of intra-articular methylprednisolone and 
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exercise on the mechanical properties of articular cartilage in the horse. (1998) 
Osteoarthritis and Cartilage. 6; 106-1 14), most notably suppression of cartilage 
metabolism and healing. 

[0167] To facilitate the development of more effective treatment regimens 
and selection of new therapeutic targets, it is imperative that a greater 
understanding of the pathophysiology of OA is obtained. Although the disease 
process affects the entire joint structure, including the synovial membrane, 
subchondral bone, ligaments and periarticular muscles, the hallmark of 
destruction, and the irreversible changes, occur in the articular cartilage 
(Malemud CJ et al. (2003) Ceils Tissues Organs 174: 34-48). Many of the 
etiological factors responsible for the initiation of disease, such as trauma and 
wear, is related to the breakdown of the extracellular macromolecules and 
release of breakdown products from articular cartilage into the synovial fluid. 
Cartilage macromolecules have been demonstrated to have significant 
immunogenic properties (Pelletier JP et al. (2001) Arthritis & Rheumatism 44: 6; 
1237-1247). Furthermore, it is increasingly appreciated that chondrocytes have 
the capacity to produce a variety of cytokines and mediators associated with 
inflammation, such as prostaglandins, nitric oxide, interleukin-1 B, -6 and -8, the 
matrix metalloproteinases and tumor necrosis factor li. Some of the extracellular 
matrix genes of particular interest include Types I, II, III, IX, XI, XII and XIV 
collagens, proteoglycans, aggrecan, decorin, biglycan, Cartilage Oligomeric 
Protein and Cartilage Matrix Protein, all of which are on the equine microarray 
(Sandell LJ (2000) Clinical Orthopaedics and Related Research 379(S); S9-S16). 
A limited number of these genes have been studied extensively. However, 
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methods previously available, including reverse transcriptase polymerase chain 
reaction (Dumond H et al. (2004) Osteoarthritis and Cartilage Apr: 12(4); 284 - 
295; Gelse K et al. (2003) Osteoarthritis and Cartilage Feb: 1 1(2); 141-148) and 
in-situ hybridization (Gehrsitz A et al. (2001) Journal of Orthopaedic Research 19; 
478-481 ), have resulted in limitations of the number of genes investigated. The 
simultaneous analysis of thousands of genes under identical conditions using 
microarray technology will provide the initial opportunity to explore the mRNA 
expression profile for equine OA cartilage. 

[0168] Radiography and histology have historically been the standard 
methods of identifying the syndrome of OA in affected joints. Radiographic 
assessment of articular pathology, including osteophytes and enthesopathy, is an 
established method for the verification of osteoarthritis (Gelse K et al. (2003) 
Osteoarthritis and Cartilage Feb:11(2); 141-148). This is a relatively poor 
modality as sensitivity to articular degeneration is limited to detection of bony 
pathology, not cartilaginous change. Histological grading systems of articular 
cartilage are the "gold standard" for classifying OA and have been extensively 
used throughout human and veterinary literature to document the severity of 
disease in affected cartilage (Mankin HJ (1971) Journal of Bone and Joint 
Surgery Apr:53(3); 523-537). We will use these established gold standards to 
clarify our genes of relevance to OA. 

[0169] DNA microarray technology has been recently employed to identify 
the expression profiles in human derived chondrocytes (Aigner T. et a.. (2003) 
Journal of Bone and Joint Surgery 85(A): 2; 1 1 7-123; Ochi K. (2003) Journal of 
Human Genetics 48: 1 77-1 82; Aigner T. et al. (2001 ) Arthritis and Rheumatism 
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44: 12; 2777-2789), and OA affected chondrocytes (Ochi K. et al. (2003) Journal 
of Human Genetics 48: 1 77-1 82; Aigner T. et al. (2001 ) Arthritis and Rheumatism 
44: 1 2; 2777-2789). Improved understanding of the cellular events are obtained 
by mapping larger scale gene expression changes that take place with the natural 
OA condition. Expression profiling permits the classification of genes by 
biological function, allowing the researcher to analyze the transcriptome. 
Transcriptome analysis has been shown to be beneficial in human rheumatology 
by identifying genes with statistically significant changes of expression, thereby 
allowing the identification of novel proteins in the intracellular cascade typified in 
OA (Lequerre T. et al. (2003) Joint Bone Spine Aug:70(4); 248 - 256; Evans CH 
et al. (2004) Gene Therapy Feb;1 1 (4):379-89). The potential for the discovery of 
novel biomarkers of disease, and thus new therapeutic targets, is an attractive 
goal for all researchers. Simultaneous investigations involving human and equine 
gene expression profiles are mutually advantageous providing shared knowledge 
of technical tools and interpretation approaches. 

[0170] Until recently it has not been possible to produce an expression 
profile of equine cells because a species-specific large scale microarray was not 
available. Our equine DNA gene expression microarray permits the quantification 
of the simultaneous response of 3,098 equine genes to a disease, therapy, or 
experimental manipulation (Gu W, Bertone AL. Curation, pruning and annotation 
of the public equine nucleotide database to generate an equine gene expression 
microarray. (2004) American Journal of Veterinary Research Manuscript In 
Press). This equine gene expression microarray offers an unprecedented 
opportunity to identify new cytokines active in the disease process, facilitating the 
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understanding of the pathologic mechanisms of fundamental importance to the 
human and animal medical communities. 

[0171] Increasing knowledge of the pathogenesis of OA has focused on 
alterations at the molecular level, leading to the advancement of intra-articular 
gene therapies. The emphasis has been predominantly on the transfer of genes 
whose products enhance synthesis of the cartilaginous matrix, or inhibit its 
breakdown (Evans CH (2004) Gene Therapy Feb; 11 (4):379-89). 

[01 72] In the field of rheumatic diseases, cellular modification by over- 
expressing anabolic factors, such as insulin-like growth factor-l or transforming 
growth factor beta, or inhibitors of catabolic cytokines or proteolytic enzymes has 
been shown to protect tissues form further destruction and stimulate tissue repair 
(van der Pouw Kraan TC et al. (2003) Genes and Immunity 4; 187-196). Studies 
in rabbit models have shown indicate that the intra-articular delivery of genetically 
modified synoviocytes incorporating the interleukin-1 receptor antagonist gene 
(IL-1RA) and interleukin-1 0 gene effectively targeted multiple inflammatory 
effectors, thereby reducing cartilage breakdown (Zhang X et al. (2004) Journal of 
Orthopaedic Research Jul;22(4):742-50). The use of IL-1RA gene transfer in an 
equine model of OA was found to result in clinical improvement and have 
beneficial effect on the histological appearance of articular cartilage (Frisbie DD 
etal. (2002) Gene Tfrerapy Jan;9(1): 12-20). 

[0173] The affectivity of transgenes on tissue engineering relies on 
adequate test systems being available. It is essential that animal models used to 
study gene therapy and tissue engineering respond similarly to human tissue 
undergoing the same disease process (van der Kraan PM et al. (2004) 
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Biomaterials Apr;25(9):1497-504). The use of animal models to be reliably 
representative of human OA would be supported by verifying similar alterations in 
gene expression. Large-scale analysis of gene expression afforded by 
microarray technology will provide the opportunity to validate the use of equine 
models for future gene therapy investigations and potentially identify novel 
pathways that may be susceptible to modification in the treatment of OA in both 
human and animal patients. 

[0174] Species Relevance: 

[0175] The research is purposely oriented to the investigation of equine 
degenerative joint disease due to its prevalence and significance in both the 
equine athlete and companion horse. The equine species is chosen for the study 
to provide data that will be most representative of the population in question, 
thereby maximizing validity as no assumptions are made regarding cross-species 
genetic sequencing or biology. The gene expression technology utilizes 
equipment that is species specific, dedicated to facilitate the collection of accurate 
profiles. The identification of novel biomarkers of OA will be relevant to paralleled 
research in the human and canine fields. 

[0176] Experimental Design: 

[0177] a. Rationale : The equine metacarpophalangeal (MCP) joint has the 
largest number of traumatic and degenerative lesions of all joints of the 
appendicular skeleton (Mcllwraith CW. General,pathobiology of the joint and 
response to injury. In Joint disease in the horse (1996) Eds Mcllwraith CW, 
Trotter GW. Pub: W. B. Saunders Company) and was selected due to the high 
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degree of morbidity affecting horses of all types and disciplines. The clinical signs 
and histologic signs of OA are classical for any species. 
[0 1 78] b. Experimental design : 

[01 79] Two MCP groups were identified: Group 1: unaffected joints (n=9) 
consisting of normal, healthy cartilage (control) of similar age horses as OA 
horses and Group 2: OA affected MCP joints (n=8). Inclusion criteria for the two 
groups were based on parameters of joint disease validated in previously 
described work (Ochi K et al. (2003) Journal of Human Genetics 48: 177-182; 
Aigner T et al. (2001 ) Arthritis and Rheumatism 44: 12; 2777-2789). In summary, 
control cartilage was grossly normal and harvested from sound horses with 
normal joint palpation and radiographs. OA cartilage was grossly abnormal and 
harvested from lame (grade 2/5) horses with abnormal radiographs, including 
osteophytes and joint space irregularity. All horses underwent lameness 
examination, MCP joint angle and circumference measurement and radiography. 

[0 1 80] Pre-Mortem Data : 

[0181] Horses underwent a routine physical examination and basic 
hematology (packed cell volume, total protein). Horses with parameters outside of 
established normal ranges were not included. 

[0182] Lameness scores were based on a scale of 1 - 5 (American 
Association of Equine Practitioners grading scale) 0. Lameness not detectable. 1. 
Lameness intermittent, detectable after distal limb flexion at the trot. 2. Lameness 
consistent when trotting. 3. Lameness detectable at the walk. 4. Severe lameness 
at the trot and walk. 5. Non-weight bearing at the walk. 
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[0183] Goniometry Pain-free range of motion was measured by use of a 
goniometer placed on the lateral aspect of the MCP joint. The mid portion was 
centrally located along the MCP joint, with one arm extending along the first 
phalanx and the other arm extending along the third metacarpal. The joint was 
flexed until resistance was met, evidenced by elevation of the horses head above 
the initial neutral starting position. 

[0184] Radiographic Examination A standard series of radiographs (5 
views) in the standing horse was assessed for presence of radiographic signs of 
OA by determining the prevalence of osteophytes, subchondral sclerosis and joint 
space narrowing (van der Kraan PM et al. (2004) Biomaterials Apr;25(9):1497- 
504). 

[0185] Circumferential Measurement The circumference of each fetlock 
was measured using a flexible measuring tape placed around the widest aspect 
of the joint, with the tape passing palmar to the basal aspect of the sesamoids. 

[0186] Euthanasia and Digital Photography : 

[0187] Horses were euthanized with an intravenous overdose of 
pentobarbital. The MCP joint was opened and the distal aspect of MC3 was 
assessed grossly for cartilage quality. Close high resolution digital photography 
with set focal distance of 150mm documented the condition of the articular 
cartilage for erosions, score lines, osteophytes and surface fibrillations (Kirker- 
Head CA et al. (2000) American Journal of Veterinary Research 61 (6):714-71 8). 
See Figure 5, which shows exemplary articular cartilage. 

[0188] Histology Cartilage biopsy specimens were harvested from 
representative dorsai and palmar halves and fixed immediately in neutral-buffered 
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10% formalin, dehydrated, and embedded in paraffin wax. Sections were cut at 
6nm, followed by HE and toluidine blue stainings as routinely described (Gelse K 
et al. (2003) Osteoarthritis and Cartilage Feb:l1(2); 141-148). Slides were 
assessed blindly by 3 qualified individuals and allocated grades according to the 
descriptions below, adapted from the Mankin scoring system (Mankin HJ et al. 
(1971) Journal of Bone and Joint Surgery Apr:53(3); 523-537), and mean scores 
documented. 

a. Structure of articular cartilage through the radiate zone (0 - 4; 0= 0% surface 
irregularities; 1= 1-25% depth of surface irregularities; 2 - 26-50% depth of surface 
irregularities; 3 - 51-75% depth of surface irregularities; 4 - 76-100% depth of 
surface irregularities; 

b. Cells (0 - normal; 1 - 1-25% less cells; 2 - 26-50% less cells; 3 - 51-75% less 
cells; 4- 76-100% less cells) 

c. Matrix staining intensity (0 - normal intense staining; 1 - minimal reduction of 
staining; 2 - mild reduction of staining; 3 - moderate reduction of staining; 4 - 
marked reduction of staining) 



Table 10 







Evaluator 1 






Evaluator 2 




Sample Structure 


Hypo- 
cellularity 


Matrix 
Stain 


Structure 


Hypo- 
cellularity 


Matrix 
Stain 


N9LD 


0 


0 


0 


0 


0 


0 


N9RD 


0 


0 


0 


0 


0 


0 


N11RD 


0 


0 


0 


0 


0 


0 


N11RP 


0 


0 


0 


0 


0 


0 


N13LD 


0 


0 


0 


0 


0 


0 


N13LP 


0 


0 


0 


0 


0 


0 


N14LD 


0 


0 


0 


1 


1 


0 


N14LP 


2 


1 


2 


0 


0 


0 


N14RD 


0 


0 


0 


0 


0 


0 


N14RP 


0 


0 


0 


0 


0 


0 


N15LD 


0 


0 


0 


0 


0 


0 


N15LP 


2 


1 


2 


2 


3 


3 


N15RD 


0 


0 


0 


0 


0 


0 


N15RP 


2 


1 


1 


1 


1 


1 


N16LD 


0 


0 


0 


0 


0 


0 


N16LP 


0 


0 


1 


0 


0 


0 


N16RD 


0 


0 


0 


0 


0 


0 


N16RP 


2 


1 


0 


2 


1 


1 


OA1RP 


4 


4 


3 


4 


4 


3 


OA2LP 


3 


2 


4 


3 


3 


4 


OA2RD 


1 


1 


1 


1 


1 


1 


OA2RP 


2 


3 


3 


4 


3 


4 


OA3LD 


0 


3 


1 


0 


1 


0 
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Evaluator 1 



Sample Structure 


Hypo- 
cellularity 


Matrix 

olcall 1 


Struct 


OA3RD 


1 


2 


1 


1 


OA3RP 


2 


1 


2 


2 


OA4LD 


1 


1 


1 


1 


OA4LP 


1 


2 


2 


1 


OA4RD 


1 


1 


1 


2 


OA4RP 


3 


4 


3 


1 


OA5LP 


2 


4 


4 


4 


OA5RD 


2 


1 


1 


2 


OA5RP 


4 


3 


3 


3 



Evaluator 2 
Hypo- 
ellularity 

2 

1 

3 

2 

3 

3 

4 

1 

4 



Matrix 
Stain 

1 

3 

0 

1 

3 

2 

3 

2 

3 



Structure 
0 



Evaluator 3 

hypocellularity 
0 



matrix stain 
0 



0 



0 



o 0 o 

o o o 

o o o 

o 0 o 

0 o o 

1 1 n 

o oo 

o o o 

o oo 

2 2 2 

o 0 o 

2 1 n 

o o o 

o oo 

0 1 0 

2 1 1 



4 4 2 

3 3 4 

1 1 1 

3 3 3 

0 1 ^ 



0 
2 



0 1 

3 3 

69 

SUBSTITUTE SHEET (RULE 26) 



WO 2005/067649 



PCT/US2005/000517 



Evaluator 3 

Structure hypocellularity matrix stain 

0 1 o 

0 1 -j 

1 1 1 

3 4 2 

2 43 

2 1 2 

3 3 3 



Code: N=normal, OA= osteoarthritic; R=right, L=left, D=dorsal, P=palmar 
numeral = horse number 

[01 89] Cartilage Harvesting For Array Analysis 

[0190] The articular cartilage from distal MC3 was successfully harvested 
and processed completely from 6 normal and 5 OA joints. The surface was split 
frontally into dorsal and palmar halves and aseptically harvested using sharp 
curettage for snap freezing in liquid nitrogen prior to storage (-80°C). 

[0191] RNA Isolation, Amplified, Fragmentation and Labeling 
[0192] Cartilage shavings were stored at -80°C until required for RNA 
isolation. Cartilage was ground under liquid nitrogen using a mortar and pestle as 
a novel method to avoid sample thawing as has been recommended (Simmons 
EJ et al., (1999) American Journal of Veterinary Research 60(1 ); 7-13). Each 1 
mg of milled cartilage powder is mixed with 10 ml_ TRIZOL reagent (Life 
Technologies, Gaithersburg, MD) and homogenized with a rotor-stator tissue 
homogenizer for 1 minute prior to centrifugation (Baelde HJ et al. (2001) Journal 
of Clinical Pathology Oct;54(10):778-82). The liquid phase was incubated with 
chloroform for phase separation. RNA was then extracted using isopropanol 
precipitation and one step of ethanol washing. The RNA pellet was diluted in 
RNase and DNase free water and amount of nucleotide calculated by measuring 
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UV absorbance at 260/280 nm. The absorbance ratios at the different 
wavelengths identified if there was sufficient RNA yield or excessive sample 
contamination. 

[0193] RNA analysis was assessed for quantity and integrity using the 
Agilent Bioanalyzer 2100 capillary electrophoresis unit to measure fluorescence 
bound to polynulceotides, ie high molecular weight RNA (OSU CCC Microarray 
Unit, http://www.dnaarrays.org/rna_quality.php). The degree of fluorescence 
provided information on DNA or salt contamination sustained during extraction, 
and chondrocyte apoptosis as indicated by signal intensities of 28S and 18S 
rRNA. 

Table 1 1 : Sample of RNA extraction data 



Harvest Site 


A260/28 
Onm 


RNA total 
yield 
M<3 




Harvest Site 


A260/280 
nm 


RNA total 
yield 
PG 


OA-01-RD 


1.956 


13.97 


OA-03-LP 


2.01 


10.70 


OA-01-RP 


1.82 


22.46 


OA-03-RD 


2.23 


8.54 


OA-02-LD 


2.05 


18.88 


OA-03-RP 


2.21 


20.42 


OA-02-LP 


2.17 


16.04 


OA-04-LD 


1.98 


18.47 


OA-02-RD 


2.24 


22.43 


OA-04-LP 


2.20 


8.02 


OA-02-RP 


1.89 


7.93 


NO-09-LD 


1.88 


10.03 


OA-03-LD 


1.81 


8.04 


NO-09-LP 


2.19 


11.24 



[0194] Subsequent RNA preparation was as detailed in the literature 
(Higgins MA et al. (2003) Toxicological Sciences Aug; 74(2): 470-84). Total RNA 
was reverse transcribed into double standed cDNA using Superscript II 
(Invitrogen, Carlsbad, CA). Biotinylated cRNA is synthesized using Bioarray T-7 
polymerase labeling kit (Enzo, Farmingdale, NY) and fragmented prior to 
overnight hybridization with the equine microarray GeneChip, followed by 
washing and staining with Phycoerythrin. Light is emitted from the fluorescent 
reporter group, the bound phycoerythrin, only when it is bound to the probe. Light 
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emitted from the perfect match oligoprobe, as compared to the single base pair 
mismatched oligoprobe, is detected in a scanner, which is in turn analysed by 
bioinformatics software (Gu W, Bertone AL Curation, pruning and annotation of 
the public equine nucleotide database to generate an equine gene expression 
microarray. (2004) American Journal of Veterinary Research Manuscript In 
Press). ( http://www.affymetrix,com ). 

[0195] Data Analysis and Results of gene expression data for OA: 
[0196] Data analysis was initially performed by Affymetrix Microarray Suite 
Software packages (Affymetrix Custom Expression Array Design Guide. 
http://www.affvmetrix.com ), Microarray Suite (MAS) 5.0, MicroDB, and Data 
Mining Tool (DMT) 3.0. Probe level data was further analyzed using dChip 
software (Li, C, and W. H. Wong. 2003. DNA-Chip Analyzer (dChip). In The 
analysis of gene expression data: methods and software. G. Parmigiani, E. S. 
Garrett, R. Irizarry, and S. L. Zeger. Springer- Verlag). Array normalization was 
performed using the invariant set procedure. Then, model-based expression 
indices (MBEI) were computed using the perfect match only model. Probe-set 
level data that was called an "array outlier" by dChip was omitted and considered 
to be missing data in subsequent analyses. Array quality characteristics 
(including % array outliers and % present calls) are shown below in Table 12. 
Table 12 

Median 





Intensity 




% Array 


% Single 


GAPDH 


Array 


(unnormalized) P call % 


outlier 


outlier 


375' 


N11RD 


59 


33.10 


0.00 


0.02 


3.60 


N11RP 


81 


20.40 


0.05 


0.19 


5.38 


N13LD 


60 


27.10 


0.00 


0.05 


6.06 


N13LP 


57 


28.50 


0.00 


0.04 


5.29 


N14LD 


64 


26.90 


0.13 


0.06 


14.64 


N14L.P 


65 


36.60 


0.00 


0.02 


6.10 
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OA3LD 


95 


25.70 


n nn 
U.UU 


n no 
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95 


11.80 


8.79 


1.44 


1.90 


OA4LD 


101 


25.80 


0.11 


0.10 


6.10 


OA4LP 


74 


29.20 


0.03 


0.09 


7.04 


OA4RD 


257 


13.50 


3.17 


0.61 


7.68 


OA4RP 


187 


22.80 


3.68 


0.83 




OA5LP 


56 


28.30 


0.00 


0.04 


5.74 


OA5RD 


69 


15.30 


3.58 


1.12 


4.16 


OA5RP 


73 


14.40 


4.73 


1.14 


3.71 



[0197] After MBEI computation and log -transformation of the values, data 
were imported into BRB ArrayTools for statistical comparisons. Only probe sets 
that displayed a significant amount of variation in expression among specimens 
were considered for further analysis. Furthermore, probe sets receiving an 
"Absent" call for more than 75% of the specimens were omitted. These filtering 
criteria resulted in a set of 521 probe sets for inclusion in the statistical 
comparisons. 
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[0198] Specimens were clustered using hierarchical clustering with 
average linkage and one minus Pearson correlation as the distance 
measurement (see Figure 6). One of the two main clusters consists almost 
entirely of normal specimens. 

[0199] As demonstrated the samples identified as normal based on clinical 
and gross examination correlated and clustered in gene expression patterns. 
Samples classified at OA significantly clustered with OA gene expression 
patterns. Not all cartilage initially classified as clinically and grossly normal was 
completely normal on histology or as identified above in gene expression pattern. 
This demonstrated a continuum of cartilage expression change and that age 
matched controls are critical to pick up differences that are due to actual OA 
disease and not just aging of joints. 

[0200] Statistical tests were performed at a nominal 0.002 significance 
level. Examining 521 probe sets at this significance level results in roughly one 
expected false positive claim (i.e., a probe set determined to be differentially 
expressed that in truth is not) under the null hypothesis of no differential 
expression of probe sets. Tighter control of multiple comparisons using 
permutation methods was also performed (Korn EL, Troendle JF, McShane LM 
and Simon R. Journal of Statistical Planning and Inference. 2003. 124:379-398). 
Permutation methods allow confidence statements to be made about the actual 
(as opposed to expected) number of false positive claims. 

[0201] First, an interaction between aspect of joint (palmar and dorsal) and 
disease status (normal and OA) was tested for. For each horse's joint that 
included both a palmar and dorsal specimen (8 normal joints and 5 osteoarthritic 
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joints), the difference in gene expression between the palmar and dorsal aspects 
was computed. A univariate t-test on each probe set was then performed, 
comparing normal to osteoarthritic. Many differentially expressed probe sets in 
this comparison would be evidence of an aspect-disease interaction. However, 
no differentially expressed genes resulted from this comparison. 

[0202] Since there was no evidence of an aspect-disease interaction, the 
dorsal and palmar gene expression profiles were averaged within a particular joint 
and tested for differences in expression between normal and osteoarthritic joints 
(10 normal joints and 9 osteoarthritic joints were included in this comparison). 
Three probe sets were significantly differentially expressed (Table 13 below). 
Based on the permutation analysis, we were 90% confident that these three 
probe sets contained at most one false positive. Annotation of these genes, 
using the methodology described earlier in this document, reveals that BGEQ 
0070 is Type II collagen, and GBCA0190 is Type IIA procollagen. 



Table 13 - Gene Expression Siqnature for OA, Regard 


ess of Severil 


y 


Unique id 


Parametric p-value 


signal intensity 
normal 


signal intensity 
OA 


Fold difference 


GBEQ0070 s at 


0.0002271 


91.4 


203.9 


0.448 


GBEQ3104 at 


0.0003064 


40.6 


26.3 


1.544 


GBCA0190_at 


0.00184 


36.1 


79 


0.457 



[0203] More appropriately, since there were no aspect/disease 
interactions, analyses were performed for the normal vs. osteoarthritic 
comparisons within palmar and dorsal aspects. These results disregarded the 
lack of a detectable aspect-disease interaction and results included the genes 
identified above. For the comparison involving palmar aspects (severe OA), eight 
normal and eight osteoarthritic specimens were considered. Five probe sets 
were significantly differentially expressed, and we were 90% confident that these 

75 

SUBSTITUTE SHEET (RULE 26) 



WO 2005/067649 



PCT/US2005/000517 



five probe sets contain at most one false positive. (Table 14 below) Annotation 
of these genes in similar fashion to above reveal these genes represent NSF1- 
BP, eukaryotic translation initiation factor, beta cell CLL/lymphoma 2 gene, and 
heparan sulfate (glucosamine) 3-0 sulfatransferase. These genes are important in 
cell division and aggrecan matrix production of chondrocytes and cartilage, 
respectively. Down-regulation of these genes that we detected in more severe 
OA are signals of cell arrest in growth and matrix production. 



Table 14 



Probe set 


Parametric p-value 


signal intensity 
normal 


signal intensity 
OA 


Fold difference 


GBEQ3104 at 


0.0003445 


44.6 


27.5 


1.622 


GBEQ1029 at 


0.0003829 


74.1 


43.3 


1.711 


GBEQ1212 at 


0.0005054 


123.9 


54.2 


2.286 


GBEQ1854 at 


0.0010417 


64.2 


33.2 


1.934 


GBEQ2019 at 


0.0013562 


27.1 


13.1 


2.069 



[0204] For the comparison involving dorsal aspects (mild OA), ten normal 
and six osteoarthritis specimens were considered. Four probe sets were 
significantly differentially expressed, and we are 90% confident that these 4 probe 
sets contain at most 1 false positive (Table below). 
Table 15 



Probe set 


Parametric p-value 


signal intensity normal 


signal intensity OA 


Fold difference 


GBCA0190 at 


0.0001425 


34.6 


89.8 


0.385 


GBEQ0070 s at 


0.0004725 


92.7 


261.8 


0.354 


GBEQ0255 at 


0.0010854 


9 


22.7 


0.396 


GBEQ0255 x at 


0.0017371 


39 


113.2 


0.345 



Annotation of these genes by methodology described in this document revealed 
that GBCA0190 is Type II A procollagen, GBEQ0070 is Type II collagen and 
GBEQ0255 is Type 1A2 collagen. 
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[0205] Histology scores were examined for an association with gene 
expression- The structure, hypocellularity, and matrix stain scores were summed 
for each scorer to obtain an overall histology index for each specimen for each 
scorer, then the median overall index was computed for each specimen. Three 
groupings of overall scores were apparent: a group consisting solely of normal 
specimens that had median overall scores of 0 (termed "low"), a group consisting 
of 8 osteoarthritic specimens and 4 normal specimens that ranged in score from 2 
to 6 (termed "medium") and a group consisting solely of osteoarthritic specimens 
that ranged in score from 9 to 1 1 (termed "high"). Differences in intensity of 
expression between the osteoarthritic joints with medium histology and high 
histology indices were not identified. 

[0206] The annotation of differentially expressed genes was performed as 
described above, briefly by Blast analyses against combined human and mouse 
databases. (See Table 33.) 

[0207] As seen in the rigorous and stringent statistical analyses performed 
above, several genes are up-regulated and statistically represent earlier OA 
(dorsal OA; less severe lesions). The upregulation of GBCA0190, GBEQ0070, 
and GBEQ0255 represent a signature for early OA at a statistical significance of 
P<0.001 . Additional genes listed below were also highly associated with OA and 
represent a profile of less severe (dorsal) OA with less accuracy. If these genes 
were present in addition to the genes in table 15, this would add power to the 
accuracy of the gene signature. 
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Table 16 



Probe set 


Parametric 

p- value? 


signal 
intensity 
normal 


signal 
intensity 
OA 


Fold 
uiTTBrence 


GBCA0190 at 


0.0001425 


34.6 


89.8 


0.385 


GBEQ0070 s at 


0.0004725 


92.7 


261.8 


0.354 


GBEQ0255 at 


0.0010854 


9 


22.7 


0.396 


GBEQ0255 x at 


0.0017371 


39 


113.2 


0.345 


GBEQ0255 s at 


0.0024778 


10.7 


19.6 


0.546 


GBEQ3035 at 


0.0036182 


32 


64.1 


0.499 


GBEQ3104 at 


0.0039462 


39.9 


25.1 


1.59 


GBEQ1633 at 


0.0060233 


26.4 


18.5 


1.427 


GBCA0189 s at 


0.0069451 


22.5 


37 


0.608 


GBEQ0916 at 


0.0103856 


81.8 


38.3 


2.136 


GBEQ1009 at 


0.0108189 


57 


93.9 


0.607 


GBEQ1928 at 


0.0115205 


65 


93.3 


0.697 


GBEQ0069 at 


0.012457 


17.6 


28 


0.629 


GBEQ2816 at 


0.0126772 


66.9 


133.2 


0.502 


GBEQ1692 s at 


0.0138907 


33.3 


56.5 


0.589 


GBEQ1779 s at 


0.0179735 


95 


72.5 


1.31 



[0208] Several genes are up-regulated in early (less severe) OA 2-fold or 
greater which is considered significant in biologic systems, by convention. It is 
important to distinguish statistical and biological significance. If the genes 
showing biologic significance and the genes showing statistical significance are 
combined in smaller subsets, a greater association with OA is predicted. 
Evaluation of fold changes produced additional genes that represent OA in the 
Table below. If these genes are present in addition to the genes listed in Table 
1 5, it may enhance the accuracy of the call of the presence of OA. 
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Table 17 



Probe set 


r ararnecrtc p- 
value 


signal 
intensity 
normal 


signal 
intensity 
OA 


TOIQ 

difference 


GBEQ0255 x at 


0.0017371 


39 


113.2 


0.345 


GBEQ0070 s at 


0.0004725 


92.7 


261.8 


0.354 


GBCA0190 at 


0.0001425 


34.6 


89.8 


0.385 


GBEQ0255 at 


0.0010854 


9 


22.7 


0.396 


GBEQ0052 at 


0.0530537 


33.7 


71,1 


0.474 


GBEQ3035 at 


0.0036182 


32 


64.1 


0.499 



[0209] Only two genes were down regulated in dorsal (less severe) OA 2- 
fold or greater (GBEQ0776 and GBEQ0916) which is considered biologically 
significant. GBEQ0916 is an anti-death gene and if down regulated would result 
in cell death as occurs insidiously in OA. If these gene changes were present 
along with genes from tables 15 and 17, these might add accuracy to the call of 
early OA. 

[0210] Additionally, several genes were up-regulated > 2-fold in later more 
severe (palmar) OA and if these gene expression changes were present in 
addition to the 5 genes down-regulated that represent the signature for severe 
OA, Table 14, they would add power to the call of late stage OA. 



Table 18 



Probe set 


Parametric p- 
value 


signal 
intensity 
normal 


signal 
intensity 
OA 


Fold 
difference 


GBEQ0070 s at 


0.0032033 


86.5 


199.5 


0.434 


GBCA0155 at 


0.1416793 


16.7 


36.8 


0.454 


GBCA0190 at 


0.0261547 


40.5 


83.3 


0.486 


GBEQ0092 at 


0.1570649 


14.4 


29 


0.497 


GBEQ0255 s at 


0.0247576 


9 


18 


0.5 



[021 1] Several genes were down regulated > 2-fold in more severe 
(palmar) OA and if these gene expression changes are present in addition to the 



79 

SUBSTITUTE SHEET (RULE 26) 



WO 2005/067649 



PCT/US2005/000517 



5 genes down-regulated that represent the signature, they may add power to the 
call of late stage, severe OA. 



Table 19 



Probe set 


Parametric p- 
value 


signal 
intensity 
normal 


signal 
intensity 
OA 


Fold 
difference 


GBEQ2135 at 


0.1354844 


611.8 


250 


2.447 


GBEQ1151 at 


0.0427891 


117.2 


48.2 


2.432 


GBEQ1240 at 


0.0031178 


129.9 


54.5 


2.383 


GBEQ0140 at 


0.0790122 


147.6 


62 


2.381 


GBEQ0918 at 


0.0334057 


55.8 


23.8 


2.345 


GBEQ2493 at 


0.0089043 


132.3 


56.5 


2.342 


oDEQz4yy at 


0.1190244 


562 


241.6 


2.326 


GBEQ1212 at 


0.0005054 


123.9 


54.2 


2.286 


GBEQ2623 at 


0.0134986 


323.9 


141.9 


2.283 


GBEQ2008 at 


0.0097757 


190.9 


85.6 


2.23 


GBEQ1622 at 


0.0698789 


371.2 


168.4 


2.204 


GBEQ1883 at 


0.0093816 


103 


47.4 


2.173 


GBEQ2698 at 


0.038729 


168.3 


78.8 


2.136 


GBEQ0574 s at 


0.002315 


107,5 


51.7 


2.079 


GBEQ2019 at 


0.0013562 


27.1 


13.1 


2.069 


GBEQ0916 at 


0.0071843 


95.8 


47 


2.038 


GBEQ2697 s at 


0.0589158 


159 


78.2 


2.033 


GBEQ1330 at 


0.0052024 


56.2 


27.9 


2.014 



[0212] In Summary, our methodology has been applied to a disease 
condition of osteoarthritis and identified gene signatures that represent this 
disease state. 

[021 3] Example 7 - Selection of Viral and Protozoal Sequences for 
Inclusion on Microarrav 

[0214] Equine viral and protozoal diseases were identified for use in a 
diagnostic microarray. The selected organisms included equine herpesvirus 1, 
equine herpesvirus 2, equine herpesvirus 3, equine herpesvirus 4, equine 
herpesvirus 5, equine morbiliivirus, Neospora hughesi, Sarcocystis neurona, and 
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West Nile virus. Nucleic acid sequences were selected based on the following 
procedure. 

[0215] Briefly, the herpesviruses 1 , 2, and 4, and West Nile had complete 
genome data available in the public database. Therefore, for these, the 
sequences encoding capsid, membrane, envelope, or virus package proteins 
were specifically selected. Other viruses did not have complete genome data, so 
all of the available sequences were selected for those species. Table 37 lists an 
annotation of equine viral and protozoal sequences identified in accordance with 
the invention; Table 38 shows the actual sequences (SEQ ID NOS 3798-3859). 

[0216] The sequences can be used as is, as the basis for a microarray, or 
can be separated based on pathogen and then used for generation of a 
microarray. 

[021 7] Example 8 - Equine-specific Large-Scale Gene Expression 
Analysis of Equine Protozoal Myelitis 

[0218] Equine protozoal myelitis represents an infectious disease with 
protozoan organisms, sarcocystis neurona, canis neospora, and maybe others, 
that encyst in neuronal ceil bodies in the central nervous system resulting in 
neurologic disorders in horses. The horse is a dead-end host and not a host in 
the primary life cycle of the organisms. Well-described clinical signs include 
spinal ataxia and weakness as well as muscle atrophy, peripheral nerve 
dysfunction, and possibly any other lower motor neuron dysfunction. Diagnosis is 
usually inconclusive and limited because organisms are hard to find on histology 
due to lesion rarity in the CNS and obviously requires death of the animal to 
retrieve the brain and spinal cord. Blood and cerebral spina! fluid assays to date 
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are inconclusive because they have depended on antibody titers or staining that 
does not effectively distinguish exposure to organisms and pathologic invasion by 
the organism. Other diagnostic approaches to identify organisms have been 
limited by oversensitivity (high false positives) and failure to assess the biologic 
response to the organism as part of the cause of the development and severity of 
the disease. 

[0219] The use of a species-specific large-scale gene expression 
microarray permits the simultaneous measurement of the biologic response to the 
organisms, which may include increased inflammatory and immunologic 
responses. Cells from spinal cord fluid or blood could be processed for use on 
the array to identify these changes and monitor response to treatment. RNA 
placed on the microarray provides a signature gene expression typical of the 
disease as compared to other neurologic diseases such as CVM previously 
described. 

[0220] Example 9 - Protozoan-Specific Gene Expression Microarray 
Analysis for Equine Protozoal Myelitis 

* 

[0221] Sequences have been placed on the array, which are genes 
expressed by Sarcocystis neurona and Canis neospora, similarly obtained from 
the public database as the sequences in Example 4 above. These S. neurona 
and C. neospora RNA sequences were selected to identify as high sensitivity as 
can be obtained on a microarray the presence of the organism and its infection in 
cells of the horse or other species for that matter. Since these sequences were 
generated from the organisms, the species from which infected tissue was 
obtained would not be required to be only horse. 
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[0222] The equine species has a significant prevalence of this disease and 
therefore would be a logical animal to inspect tissues. The sequences on the 
microarray are specific to these organisms and these organisms must have 
infected cells to make this RNA that would be detected on the array. 

[0223] Other diagnostic tests for the presence of these organisms have 
attempted to detect DNA from the organisms, by PGR or other techniques. DNA 
is highly stable and can represent dead or silently encysted organisms. DNA- 
based techniques are also known for a high false positive rate due their extreme 
sensitivity and ease of laboratory or processing contamination. RNA, on the other 
hand, is labile and to be present, must be from active organisms. It does not 
contaminate laboratories as it is readily degraded at room temperatures. 

[0224] For this study, eight adult healthy horses were used. Six horses 
were dosed orally with Sarcocystic neurona organisms to induce equine protozoal 
myelitis disease and two horses were undosed and served as controls. Horses 
were subsequently euthanized when clinical signs developed or at the same time 
period (controls). Tissues were harvested from the spinal cord, snap frozen in 
liquid nitrogen, stored at -80°C and transferred to Dr. Bertone's laboratory for 
RNA extraction and microarray processing. RNA extraction and processing was 
performed precisely as outlined in the Example of stress (Example 1 1 , below) and 
microarrays scanned at the Cancer Microarray Core facilities The Ohio State 
University. 

[0225] RESULTS: Adequate quantity and quality of RNA was obtained in 
these samples. Statistical analysis performed by Dr. Alan Bakaletz in a similar 
manner as outlined in Example 1 1 , below. Twenty-three genes had significant 
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up- or down-regulation in the experimental horses as compared to the control 
horses. (Table 20.) The greatest fold change (1 3.4) was in gene GBEQ0486, 
Major histocompatibility class II. GBEQ2412 and GBEQ0393 also repesent the 
upregulation of the important immunomodulatory genes, integrin alpha L and 
leukocyte immunoglobulin- like receptor 3, respectively. We postulate that the 
disease is actually caused by an immune reaction to the Sarcocystls organism 
rather than direct destruction by the organism. This is the first documentation of 
this and represents a signature for the disease in horses absolutely known to 
have the disease. 

Table 20 - Mean Signal Intensities of Genes That Were Significantly Different 
(PO.01) Between Control and Experimental Horses 



iGBEQ0445_x_at 
; GBEQ0322 at • 



l GBEQ2055_at 
GBEQ0528 at 



GBEQ0469_at 
GBEQ2731 at 



GBEQ0803_at 
GBEQ2977 at 



"GBEQ0368_at 
GBEQ0551 at 



GBCA0196_at 
IGBEQ0683 at 



'GBEQ1852__at 
-GBEQ0996 at 



|GBCA0317_at 
IGBEQ0486 s at 



lGBEQ1295_at 
jGBEQ0941 at 



!GBEQ2412_at 
IGBEQ2860 at 



!GBCA0393_at 
iGBEQ311 1__at 
IGBCA0466 at" 



224 


75 


-148 


0.00045390 


241 


100 


-141 


0.00047655 


82 


267 


184 


0.00249491 


1,318 


925 


-393 


0.00337740 


452 


228 


-223 


0.00344998 


142 


727 


584 


0.00518644 


1,937 


3,393 


1,455 


0.00554004 


76 


228 


152 


0.00605627 


2,297 


3,852 


1,555 


0.00685735 


58 


364 


307 


0.00719710 


57 


520 


463 


0.00726521 


45 


539 


495 


0.00807589 


344 


1,168 


824 


0.00840475 


229 


132 


-98 


0.00840518 


40 


167 


127 


0.00873921 


405 


5,429 


5,025 


0.00880188 


5,395 


3,966 


-1 ,428 


0.00895785 


887 


1,913 


1,026 


0.00902847 


324 


1,041 


717 


0.00906464 


21 


123 


102 


0.00915093 


14 


211 


197 


0.00946307 


50 


136 


86 


0.00975737 


181 


831 


650 


0.00993219 
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[0226] The presence of the sarcocystis organism was detected by the 
microarray in the experimental horses. (Table 21.) Most experimental horses 
had increased sarcocystic RNA detection on the microarray over background in 
the control horse, with five often genes showing a 2-fold positive change ranging 
from 2.2 to 22.2. These data confirmed the ability of the method and the 
microarray to detect the presence of sarcocystis organism. Importantly, our 
selection of RNA confirms active infection of organism and is a unique feature of 
this method. We also have used a unique model that defines the presence of 
organism in the animal with certainty. 



Table 21 - Signal Intensity (Raw, Mean, and Fold-Change) for Control and 
Experimental (Equine Protozoal Myelitis) Horses for the Ten Genes that Identify 
the Equine Protozoal Organism 





Ctrl 


Ctrl 


Exp 


Exp 


Exp 


Exp 


Exp 


Exp 


Ctrl 


Exp 


FoldChn 


Genes 


6617 


742 


744 


6451 


6453 


6459 


6460 


6570 


Mean 


Mean 




GBEV0042 


77.9 


161.3 


552.5 


128 


16.1 


400 


406 


105 


119.6 


267.9 


2.2 


GBEV0Q43 


7.7 


53.8 


73.6 


39.9 


26.4 


124 


68.5 


9.6 


30.8 


57.0 


1.9 


GBEV0044 


130.9 


160.5 


1531.8 


315 


537 


1057 


709 


128 


145.7 


712.96 


4.9 


GBEV0045 


8.8 


35.4 


105.6 


13.9 


49.3 


53 


80,6 


7.2 


22.1 


51.6 


2.3 


GBEV0046 


42.3 


162.8 


210.5 


82.6 


168 


317 


298 


40 


102.6 


186.0 


1.8 


GBEV0047 


141.4 


231.9 


1254.9 


444 


371 


494 


875 


154 


186.7 


598.8 


3.2 


GBEV004B 


1.2 


2.6 


9.1 


17.4 


12.5 


157 


25.7 


29 


1.9 


41.8 


22.0 


GBEV0049 


57.5 


574.2 


1502.1 


300 


572 


844 


547 


69,3 


315.9 


639.1 


2.0 


GBEV0050 


5.2 


360.6 


638.1 


71.6 


24.6 


104 


430 


11.7 


182.9 


213.3 


1.2 


GBEV0051 


23.6 


242.6 


252.4 


73.8 


121 


143 


159 


30 


133.1 


129.9 


1.0 
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[0227] Example 10 - Equine Viral-specific Gene Expression Analysis 
of Herpes Virus-1 Infection in Horses 

[0228] Equine Herpes Infection is classically characterized by fever, nasal 
discharge (i.e., an upper respiratory tract infection) and malaise. This disease, 
however, can be particularly virulent with some strains, such as occurred in 2003 
at Finley College Equestrian Program herd in Central Ohio. The Ohio State 
University was integrally involved in containment of this outbreak and in the 
diagnostics. 

[0229] Of 132 horses, the majority developed clinical signs >75%, and this 
is an exceptionally high virulence rate. Typically, most exposed horses will not 
develop clinical signs, but fight off the invading organism before clinical signs 
occur. Of these, a high percent (>10%) developed the complicating neurologic 
disease that is associated with this virus, documenting it as a neurotrophic strain. 
Diagnosis is currently dependent on serum antibody titer and viral culture from 
nasal swabs. The former is limited by representing past exposure only, not 
current disease. Therefore, serial titers are necessary to demonstrate expected 
increases in titers. 

[0230] In all regards, these results can be influenced by previous 
vaccination status as most horses are vaccinated for equine herpes-1 . The viral 
culture requires a minimum of 2 weeks and typically longer to complete. It is 
fraught with false positives from organisms harboring in the laboratory and 
contaminating long-standing culture plates. This was a problem in the diagnostic 
testing of this outbreak. Use of Herpes virus- 1 RNA sequences on a microarray 
for testing offers increased sensitivity, bulk analysis, and rapid turnaround. 
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[0231] RNA from cells from or any other tissue suspected of containing 
organisms, such as spinal cord, cerebral spinal fluid cells, blood, discharges, etc. 
is isolated and placed on the microarray of Example 4, with appropriate control 
samples. The presence -of herpes virus-1 RNA means that the organism is not 
only present but has infected cells, inserted its DNA into the cell nucleus and is 
using the cell machinery to make the virus's own RNA to make the virus's own 
proteins necessary for it to invade and replicate. In other words, the virus has 
infected the host, and is not just present. It currently takes three days to 
complete the processing for this microarray and obtain results, a substantial 
savings in time as compared to several weeks. The same tests can be run on 
equine morbillivirus, Neospora hughesi, Sarcocystis neurona, and West Nile 
virus. 

[0232] This microarray diagnostic test also can detect infection before 
clinical signs even become apparent and/or carriers of the virus that are not yet 
clinical. Using our invention, we have demonstrated the ability of microarray to 
detect activation of latent herpes virus infection in horse cells. This is an example 
of a powerful diagnostic application for herpes infection, latent or subclinical. To 
demonstrate this, a normal horse, normal on physical examination without signs 
of Herpes virus infection, had cells submitted for culture. The RNA was extracted 
and put on the array. There was no expression of any of the Herpes virus genes 
in the initial cell cultures. However, the importance of early diagnosis includes 
rapid isolation of infected animals, release of uninfected animals from expensive 
quarantine, identification of outbreaks, and moving animals at high risk for the 
complications like neurologic disease and abortion. 
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[0233] In the case of these cells in culture from an asymptomatic horse, 

challenge of the cells in culture with a nonreplicating, inactivated E-1 defective 

human Adenovirus-5 (Bertone et al. J Orthop Res 2004;22:1261-1270) 

incorporated the adenovirus DNA and transgenes into the horses cells (bone 

marrow derived mesenchymal stem cells) and was confirmed by ELISA 

measurement of gene product carried by the adenovirus. (Zachos and Bertone, 

Trans Orthop Res Soc Abstract No. 398; 2005.) Significant up-regulation of many 

genes occurred by day 2 in these cells associated with the adenoviral infection 

(including the transgenes carried by the virus and subsequent signaling genes, 

but not Herpes virus. These data confirm that initially these cells were not 

expressing Herpes-2 genes (Table 22 below). Data in the Table is shown as the 

Herpesvirus gene expression in three different adenovirus construct treated cells 

(Ad-BMP2; AdBMP6 and AdLacZ) expressed as a ratio to the same cells at the 

same day of culture without adenovirus infection. 

Table 22 - Sequences with three-fold or Greater upregulation of gene 
expression in equine mesenchymal stem cells cultured for 2 days and 
associated with Adenoviral transduction as compared to the same cells without 
adenoviral transduction 



Gene 


Biological Process 




62 
AdBMP2 
vs. 62 
NoAd 


d2 
AdBMP6 
vs. 62 
NoAd 


62 
AdLuc 
vs. 62 
No Ad 


Smad6 


Regulation of transcription 
of bone morphogenetic 
proteins 


381.14 


4.59 




Bone morphogenetic 
protein (BMP6) precursor 


Embryonic development 




362.04 




ALK5 for TGF beta 
receptor type I 


Embryonic development; 
signal transduction 






18.38 


Exostoses (multiple) 1 
(EXT1)* 


Cell growth/maintenance; 
glycosaminoglycan 
biosynthesis; skeletal 
development 




3.03 




Inhibin beta A subunit 


Cell growth/maintenance; 
signal transduction; skeletal 
development; apoptosis 


3.48 
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Gene 


Biological Process 




62 
AdBMP2 
vs. d2 
NoAd 


d2 
AdBMP6 
vs. 62 
NoAd 


d2 
AdLuc 
vs. 62 
No Ad 


Tumor necrosis factor- 
alpha 


Regulation of transcription; 
signal transduction; anti- 
apoptosis; apoptosis; 
necrosis 


3.48 


— 


— 


p53-responsive gene 1 
(PRG1)* 


Anti-apoptosis; apoptosis; 
cell growth/maintenance 


6.96 


12.13 




NFKBIA (nuclear factor of 
kappa light polypeptide 
gene enhancer in B-cells 
inhibitor, alpha)* 


Apoptosis 


3.48 


5.66 




Interleukin 8 (IL8)* 


Inflammation; signal 
transduction 




3.25 




CXCL2 (Alias: GR02)* 


Signal transduction; 
inflammation 




3.25 


3.73 


Matrix metalloproteinase 3 


Collagen catabolism 


3.24 


3.48 





*Denotes annotated expressed sequence tag (EST) 
TGF a transforming growth factor 



[0234] Within 12 days of culture, massive upregulation of Herpesvirus 2 
gene expression indicated active infection and was detected by our microarray, in 
some cases with several hundred fold increases in Herpes gene expression from 
these horse cells. Control cells from the same horse and original mesenchymal 
stem cells were cultured simultaneously for the same duration in directly adjacent 
wells without adenovirus infection to serve as tight controls and eliminate 
Herpesvirus contamination concerns. None of the control wells showed this 
increase in Herpesvirus gene expression. 



Table 23 Sequences with 3-fold or greater upregulation of gene expression in 
equine mesenchymal stem cells cultured for 12 days 



Sequence 


Fold Change 




d12 


d12 


d12 


d12 




AdBMP2 


AdBMP2 


AdBMP6 


AdBMP6 




vs. dO 


vs. 62 


vs. dO 


vs. d2 




NoAd 


NoAd 


NoAd 


NoAd 


Equine herpesvirus 2 


315.2 


11.3 


18.4 


16 


Cartilage oligomeric 


55.7 


14.9 


55.7 


12.1 


matrix protein (COMP)" 










Gelsoiin 00 


4.9 




3.5 




Angiomodulin (AGMT 


3.7 




4.3 


3.2 



89 



SUBSTITUTE SHEET (RULE 26) 



WO 2005/067649 



PCT/US2005/000517 



Sequence 


Fold Change 


d12 

AdBMP2 
vs. dO 
NoAd 


d12 

AdBMP2 
vs. d2 
NoAd 


d12 

AdBMP6 
vs. dO 
NoAd 


d12 

AdBMP6 
vs. d2 
NoAd 


Plasminogen activator 
inhibitor- 1 (PAl-1) 




O.o 




O.O 


rTocoiiagen aipna i \\) 
(COL1A1) 00 


— 


4.6 


5.3 


8.6 


Inhibin, beta A subunif 




3.0 




4.3 


Ronp morDhooenetic 
protein 6 precursor 
(BMPS) 00 


— 




59.7 


78.8 


Smad6°° 






19.7 


5.6 




— 


— 




18.4 


Procollagen alpha-1 type 
III precursor (COL3A1) 








4.9 


Parathyroid hormone- 
related peptide 00 








4.3 


Keratinocyte growth 
factor (fgf-7r 








3.2 


Tissue inhibitor of 
metalloproteinase-l 00 








3.0 



[0235] These data confirm that our microarray can detect Herpesvirus 2 
infection, changes in Herpesvirus 2 infection and serve as a diagnostic indicator 
for Herpesvirus 2 infection. Additionally our data demonstrate that culture of cells 
latently infected with Herpesvirus can activate the infection and, furthermore, 
challenge of cells with inactivated Adenovirus, may serve as a method to rapidly 
diagnose carriers of Herpes infections. The challenge with Adenovirus 
accelerated and amplified the expression of Herpesvirus-2 in these cells. 

[0236] Example 11 - Gene Expression Patterns to Detect Potentially 
Compromising Stress in Horses 

[0237] The present invention can be used to detect conditions in horses, 
not simply diseases in horses, such as the condition of stress, which is known to 
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make animals and humans predisposed to disease. Using a model of stress in 
horses (Sofaly C. J Parasitol. 2002 Dec;88(6):1 164-70), known to predispose 
horses to the disease of equine protozoal myelitis, we used the microarray to 
determine gene expression pattern signatures for stress. Detection of a stress 
profile that predisposes horses to disease could affect recommended treatments, 
such as immunostimulants or immunoprotectants, such as antibiotics. 

[0238] Stress induces many changes in the neuroendocrine, immune, and 
hormonal systems that alters blood and tissue concentrations of corticosteroids, 
immunoglobulins, cytokines and other mediators of pathways associated with the 
fright-or-flight, inflammatory, and other body defense mechanisms. "Stress" is a 
relatively ill-defined syndrome, but one consequence of stress can be increased 
susceptibility to disease, presumably due to immunosuppression. One known 
initiator of stress in horses is shipping, such that respiratory sickness following 
shipping is so common as to receive a name called "shipping fever." Some 
parameters, such as beta-endorphins, norepinephrine, corticosteroids, and 
pituitary hormones (ACTH) have been known to rise after shipping and other 
presumably stressful events such as exercise. 

[0239] We examined large scale gene expression in blood cells of stressed 
and matched unstressed horses to identify an expression phenotype associated 
with stress. Twenty relatively unhandled yearling healthy horses, selected for 
inclusion in an equine protozoal study had stress induced by shipping the horses 
from Canada to Columbus, Ohio over an -16 hour time period. On arrival and 
prior to inoculation with sarcocystis to induce disease, 60 mLs of whole blood was 
drawn and placed in three 20-mL heparin tubes and shipped on ice, overnight to 
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Dr Bertone's laboratory at The Ohio State University for processing. Stress was 
confirmed by the successful induced susceptibility to an infectious disease 
(Equine Protozoal Myelitis) in all of these horses. This confirmed a compromising 
stress state in these shipped horses. Five matched horses were identified in 
Ohio and had blood drawn at their home environment (no shipping) and blood 
processed in the same manner as the stressed horses. 
[0240] RESULTS: 

[0241] On arrival of the blood in the laboratory, the buffy coat was 
withdrawn, snap frozen in liquid nitrogen, and frozen at -80°C. Buffy coats were 
systematically thawed and the RNA extracted. 

[0242] The first protocol applied was the QIAamp® RNA Blood Mini 
Handbook for total RNA isolation from whole blood, which yielded moderate to 
poor RNA. These samples were not of sufficient quality or quantity to put on the 
microarray. The protocol was as follows: 

1) Blood was centrifuged at 1200 rpm for 10 minutes. 

2) Serum was drawn off and then the buffy coat was isolated. 

3) Mixed 1 volume of blood with 5 volumes of Buffer EL in an appropriately 
sized tube. 

4) Incubated for 10-15 minutes on ice. Mixed by yortexing briefly 2 times 
during incubation. 

5) Centrifuged at 400 x g for 10 minutes at 4°C, and completely removed 
and discarded the supernatant. 

6) Added Buffer EL to the cell pellet (used 2 volumes of Buffer EL per 
volume of whole blood used in step 3). Resuspended cells by vortexing 
briefly. 

7) Centrifuged at 400 x g for 10 minutes at 4°G, and completely removed 
and discarded supernatant. 

8) Added Buffer RLT to pelleted leukocytes according to the table below. 
Vortexed or pipetted to mix. 
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Table 24 



Buffer RLT (^1) 


Healthy whole blood 
(ml) 


No. of leukocytes 


350 


Up to 0.5 


Up to 2x10° 


600 1 


0.5-1 .5 


2x10° to 1 x10' 



9) Pipetted lysate directly into a QIAshredder spin column sitting in a 2-mi 
collection tube and centrifuged for 2 minutes at maximum speed to 
homogenize. Discarded QIAshredder spin column and saved 
homogenized lysate. 

10) Added 1 volume (350^1 or 600jJ) of 70% ethanol to the homogenized 
lysate and mixed by pipetting. 

11) Pipetted sample, including precipitate into new QIAamp spin column 
sitting in a 2ml collection tube. Centrifuged for 15 seconds at > 8,000 x 

g. 

12) Transfered the QIAamp spin column into a new 2-ml collection tube. 
Applied 700fil Buffer RW1 to the QIAamp spin column and centrifuged 
for 1 5 seconds at > 8,000 x g to wash. 

13) Placed QIAamp spin column in a new 2-ml collection tube. Pipetted 
500(^1 of buffer RPE into the QIAamp spin column and centrifuged for 15 
seconds at > 8,000 x g. 

14) Add SOOjlxI of Buffer RPE. Centrifuged at full speed for 3 minutes. 

15) Piaced the QIAamp spin column in a new 2 ml collection tube. 
Centrifuged at full speed for 1 minute. 

16) Transfered the QIAamp spin column into a 1.5ml microcentrifuge tube 
and pipeted 30-50|nl of Rnase-free water directly onto the QIAamp 
membrane. Centrifuged for 1 minute at > 8,000 x g to elute. 

[0243] The second protocol used was the TRIzol® Bodily Fluids Protocol, 

which yielded moderate to good RNA. This resulted in sufficient quality and 

quantity of RNA from the five horses that were successfully processed on the 

microarray. The protocol was as follows: 

1) Blood was centrifuged at 1200 rpm for 10 minutes. 

2) Serum was drawn off and then the buffy coat was isolated. 

3) HOMOGENIZATION 

The samples were homogenized with the addition of 0.75ml TRIzol 
Reagent per 0.25ml buffy coat. 

4) PHASE SEPARATION 

Incubated the homogenized samples for 5 minutes at 15 to 30°C. Added 
0.2 ml of chloroform per 1 ml of TRIzol Reagent Capped tubes securely. 
Shook tubes vigorously by hand for 15 seconds and incubated them at 
15 to 30°C for 2-3 minutes. Centrifuged samples at no more than 12,000 
x g for 1 5 minutes. 
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5) RNA PRECIPITATION 

Transferred the aqueous phase to a fresh tube. Precipitated the RNA 
from the aqueous phase by mixing with isopropyl alcohol. Used 0.5ml of 
isopropyl alcohol per 1 ml of TRIzol Reagent used for the initial 
homogenization. Incubated the samples at 15 to 30°C for 10 minutes 
and centrifuged at no more than 12,000 x g for 10 minutes. 

6) RNA WASH 

Removed the supernatant. Washed the RNA pellet once with 75% 
ethanol, adding at least 1 ml of 75% ethanol per 1 ml TRIzol Reagent 
used in the initial homogenization. Mixed the sample by vortexing and 
centrifuging at no more than 7,500 x g for 5 minutes. 

7) REDISSOLVING THE RNA 

At the end of the procedure, removed supernatant (leaving only the 
pellet) and briefly air dried the RNA pellet. The RNA pellets were 
redissolved in 30p.l of Rnase free water. 

[0244] RNA from the top 5 samples in quantity and quality of RNA from 
stressed (n=5) and unstressed (n=4) were further processed for the study. 
Quality of RNA was further checked with a bioanalyzer (Agilent Technologies) 
and 1% agarose gels in a subset of samples. Horse and sample characteristics 
are listed in Table 25 below. 



Table 25 - Signalment and RNA characteristics of blood buffy coat used for the 
microarray analysis. 



Horse 


Treatment 


Sex 


Breed 


Age (yrs) tRNA (ug) 


260/280 R 


2B 


Control 


M 


Belgian 


1 39 


2.138 


3C 


Control 


M 


Belgian 


1 45.12 


2.212 


5C 


Control 


M 


Belgian 


1 8.28 


1.971 


6B 


Control 


M 


Belgian 


1 6.6 


6.6 


41A 


Stressed 


M 


Belgian 


1 7.44 


1.632 


42B 


Stressed 


M 


Belgian 


1 4.8 


1.818 


52B 


Stressed 


M 


Belgian 


1 5.04 


1.75 


69A 


Stressed 


M 


Belgian 


1 4.08 


1.7 


70A 


Stressed 


M 


Belgian 


1 5.52 


1.643 



[0245] All protocols were conducted in accordance with the manufacturer's 
instructions. (Affymetrix, Inc.) Total RNA (5 ug) was reverse transcribed into 
double-stranded cDNA by use of a polymerase (Superscript II, Invitrogen) and the 
T7-(dT)24 primer (Operon). Biotinylated cRNA was synthesized by in vitro 
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transcription. The cRNA products were fragmented prior to hybridization 
overnight at 45°C for 16 hours- Microarrays were washed at low- and high- 
stringent conditions and stained with streptavidin-phycoerythrin in accordance 
with an established protocol (EukGE-WS2). 

[0246] A cluster point graph of the combined data for expressed genes is 
shown in Figure 7. Drift patterns are visually obvious showing a selection of 
genes that are upregulated in stress and a mass down regulation of gene 
expression in stressed horses. Data analysis was initially performed by use of a 
commercially available software package. (GCOS, Affymetrix, Inc.) Variables for 
performance of the microarray, such as signal intensity, were determined by use 
of statistical algorithms. 

[0247] For the initial analysis from the Absolute CHP files, all Affymetrix 
control probes, and any probes which did not have at least 4 present calls among 
the 10 total chips were removed. For the remaining 2047 probe sets a t-test 
comparing unstressed control samples to stressed samples and a Bonferroni 
correction to adjust the p values for the number of multiple comparisons (2047) 
was performed. Fifteen probe sets had significant changes in gene expression 
and represent a statistically significant signature for stress. See Table 26. 
Table 26 

ProbeSet Name 



























mm 






















mm 



p-Value 



Adj. p-Val 



Sign if. 



GBEQ1777_at 
GBEQ0114_at 
GBEQ2399_at 
GBEQ2478_at 
GBEQ0988 — at 
GBEQ2583_at 
GBEQ2443 at 



0.00659961 
0.01110550 
0.01158762 
0.02741655 
0.01264942 
0.01867494 
0.00856610 



0.09899422 
0.16658248 
0.17381426 
0.41124827 
0.18974129 
0.28012417 
0.12849149 



Up 

Up 

Up 
Down. 
Down 
Down 
Down 
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0.08714101 Down 

0.21448661 Down 

0.12275569 Down 

0.13990990 Down 

0.05912185 Down 

0.29724222 Down 

0.12970679 Down 

0.00851662 Down 

[0248] Further analysis of the Comparative CHP files evaluates the count 
of number of chips for each of the call changes for each gene (Increased, 
Decreased, and No Change) made by the Affymetrix software. This'corresponds 
to the number of possible comparisons of the stressed microarrays (5 arrays) to 
the unstressed microarrays (4 arrays), or 20 comparisons for this study. These 
probe sets were not filtered. Stressed was compared as a ratio to control - one 
sorted for decreases and the other for increases. Considering that 16 out of 20 
chips (80% agreement) a reliable change, then there were 60 increased and 150 
decreased genes that may be biologically significant based on probability. In 
Table 27 below, of 20 total gene chip comparisons, i.e., experimental (stressed) 
to control (unstressed), there was 1 gene that was always increased in every 
stressed to unstressed comparison, 7 genes were increased in 95% of the 
stressed to unstressed comparison, 15 genes were increased in 90% of the 
stressed to unstressed comparison, 13 genes were increased in 85% of the 
stressed to unstressed comparison and 24 genes were increased in 80% of the 
stressed to unstressed comparison. The addition of subsets of these genes to 
the gene signature in sets of 10 would improve the accuracy of identifying stress 
in horses. 



GBEQ0123_at 
GBEQ0390_s_at 
GBEQ0562_s_at 

GBEQ1136_s_at 
GBEQ1179_at 
GBEQ0736_ at 
GBEQ2291_at 
GBEQ2329_at 



MftHHI 




Sill 












msm 




llilllii 


mm 


mm* 










■mm 








mm* 


mm 





0.00580940 
0.01429911 
0.00818371 
0.00932733 
0.00394146 
0.01981615 
0.00864712 
0.00056777 
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Table 27 

ProbeSetName 



Ratio 



Total 
comparisons 



I 



Marg Inc NoChange 



GBEQ2890_at 
GBEQ2817_at 
GBEQ0693_at 
GBEQ2366_at 
GBEQ2697_s_at 
GBEQ2730_at 
GBEQ3018_x_at 
GBEQ3187_at 
GBCA0302_at 
GBCA0390_at 
GBEQ1830_at 
GBEQ1 930_at 
GBEQ1989_at 
GBEQ2216_at 
GBEQ2328_at 
GBEQ2392_at 
GBEQ2738_at 
GBEQ2897_at 
GBEQ2967_at 
GBEQ3034_at 
GBEQ3069_at 
GBEQ3095_at 
GBEQ3162_at 
GBCA0066_at 
GBCA0119_at 
GBCA0149_at 
GBCA0255_at 
GBEQ0001-5_s_at 
GBEQ0042_at 
GBEQ0058_at 
GBEQ0208_at 
GBEQ0924_at 
GBEQ3077_at 
GBEQ3145_at 
GBEQ3172_at 
GBEQ3217_at 
GBCA0141_at 
GBCA0154_at 
GBCA0199_at 
GBCA0284_at 
GBCA0462_at 
GBEQ0011_at 
GBEQ0036_at 



Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 

Exp/Ctl 



20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 



20 

19 

19 

19 

19 

19 

19 

19 

18 

18 

18 

18 

18 

18 

18 

18 

18 

18 

18 

18 

18 

18 

18 

17 

17 

17 

I 7 
17 

17 

17 

17 

17 

17 

17 

17 

17 

16 

16 

16 

16 

16 

16 

16 



2 

2 

2 

2 

2 

2 

2 

2 

1 

2 

2 

2 

3 

3 

3 

3 

3 

2 

3 

3 

3 

3 

3 

2 

2 

4 

4 

4 

3 

3 

3 

4 



97 



SUBSTITUTE SHEET (RULE 26) 



WO 2005/067649 



PCT/US2005/000517 



ProbeSetName 


Ratio 


Total 
comparisons 


l 


Marg Inc 


NoChanae 


GBEQ0145_at 


Exp/Ctl 


20 


16 




4 


GBEQ0153_at 


Exp/Ct! 


20 


A r* 

16 




4 


GBEQ0205_at 


Exp/Ctl 


20 


a y» 

16 




A 

4 


GBEQ021Q__at 


Exp/Ctl 


20 


16 




4 


GBbQ0310_at 


Exp/Ctl 


20 


a r* 

16 




4 


GBEQ0391_at 


Exp/Ctl 


20 


16 


1 


3 


GBEQ1665__at 


Exp/Ctl 


20 


16 


A 
1 


3 


GBEQ2088_s_at 


Exp/Ctl 


Aft 

20 


a r* 

16 




A 

4 


vjotvj^oZ/ at 


fcXp/L»tl 




lb 


A 
\ 


o 


GBEQ2801 at 


Exp/Ctl 


20 


16 




4 


GBEQ2816 at 


Exp/Ctl 


20 


16 




4 


GBEQ2891 at 


Exp/Ctl 


20 


16 




4 


GBEQ2911 at 


Exp/Ctl 


20 


16 




4 


GBEQ3038 at 


Exp/Ctl 


20 


16 




4 


GBEQ3085 at 


Exp/Ctl 


20 


16 




4 


GBEV0062 at 


Exp/Ctl 


20 


16 




4 



[0249] In Table 28 below, of 20 total gene chip comparisons, i.e., 
experimental (stressed) to control (unstressed), there was 1 gene that was 
always increased in every stressed to unstressed comparison, 7 genes were 
increased in 95% of the stressed to unstressed comparison, 15 genes were 
increased in 90% of the stressed to unstressed comparison, 13 genes were 
increased in 85% of the stressed to unstressed comparison and 24 genes were 
increased in 80% of the stressed to unstressed comparison. The addition of 
subsets of these genes to the gene signature in sets of 10 would improve the 
accuracy of identifying stress in horses. 



Table 28 



ProbeSetName 


Ratio 


Total 
Comparisons 


Decreased 


GBEQ0048-3 at 


Exp/Ctl 


20 


20 


GBEQ0123 at 


Exp/Ctl 


20 


20 


GBEQ0296 at 


Exp/Ctl 


20 


20 


GBEQ0330 at 


Exp/Ctl 


20 


20 


GBEQ0355_at 


Exp/Ctl 


20 


20 


GBEQ0390 s at 


Exp/Ctl 


20 


20 


GBEQ0501 at 


Exp/Ctl 


20 


20 



MarDecr 



Nn Change 
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rrODBoeiPiafTIo 


Ratio 


Total 
Comparisons 




G B EQ0634_s_at 


Exp/Ctl 


20 


20 


GBEQ0736_at 


Exp/Ctl 


20 


20 


GBEQ0820_at 


Exp/Ctl 


20 


20 


GBEQ0894__at 


Exp/Ctl 


20 


20 


GBEQ0980_at 


Exp/Ctl 


20 


20 


GBEQ1044_at 


r~ . //"Natl 

Exp/Ctl 


20 


20 


GBEQ1071_at 


Exp/Ctl 


20 


20 


GBEQ1165_at 


Exp/Ctl 


20 


20 


GBEQ1179_at 


Exp/Ctl 


20 


20 


GBEQ1207_at 


Exp/Ctl 


20 


20 


GBEQ1245_at 


Exp/Ctl 


20 


20 


GBEQ1310_at 


Exp/Ctl 


20 


20 


GBEQ1327_at 


Exp/Ctl 


20 


20 


GBEQ1330_at 


Exp/Ctl 


20 


20 


GBEQ1387_at 


Exp/Ctl 


20 


20 


GBEQ1454_at 


Exp/Ctl 


20 


20 


GBEQ1503_at 


Exp/Ctl 


20 


20 


GBEQ1634_at 


Exp/Ctl 


20 


20 


GBEQ1706_at 


Exp/Ctl 


20 


20 


GBEQ1771_at 


Exp/Ctl 


20 


20 


GBEQ1788_at 


Exp/Ctl 


20 


20 


GBEQ1813_at 


Exp/Ctl 


20 


20 


GBEQ1814_at 


Exp/Ctl 


20 


20 


GBEQ1836_at 


Exp/Ctl 


20 


20 


GBEQ1912__s_at 


Exp/Ctl 


20 


20 


GBEQ1993_at 


f— //-ill 

Exp/Ctl 


20 


20 


GBEQ1997_s_at 


Exp/Ctl 


20 


20 


GBEQ2202_at 


Exp/Ctl 


20 


20 


GBEQ2226_at 


Exp/Ctl 


20 


20 


GBEQ2238_at 


Exp/Ctl 


20 


20 


GBEQ2291_at 


Exp/Ctl 


20 


20 


GBEQ2329_at 


Exp/Ctl 


20 


20 


GBEQ2372_at 


Exp/Ctl 


20 


20 


GBEQ2452_at 


Exp/Ctl 


20 


20 


GBEQ2576_at 


Exp/Ctl 


20 


20 


GBEQ2752_at 


Exp/Ctl 


20 


20 


bDtUUt)D2 s at 


hXp/Ctl 


on 


1» 1 


GBEQ0659 at 


Exp/Ctl 


20 


19 1 


GBEQ0685 at 


Exp/Ctl 


20 


19 1 


GBEQ0872_at 


Exp/Ctl 


20 


19 1 


GBEQ0938 at 


Exp/Ctl 


20 


19 1 


GBEQ1176 at 


Exp/Ctl 


20 


19 1 


GBEQ1205 at 


Exp/Ctl 


20 


19 1 


GBEQ1266 s at 


Exp/Ctl 


20 


19 1 
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ProbeSetName 


Katio 


Total 
Comparisons 


Decreased 


MarDecr 


Nn Change 


GBEQ1298_at 


Exp/Ctl 


20 


19 




1 


GBEQ1358_at 


Exp/Ctl 


20 


19 


1 




GBEQ1438_at 


Exp/Ctl 


20 


19 




1 


GBEQ1495_at 


Exp/Ctl 


20 


19 




1 


GBEQ1588_at 


Exp/Ctl 


20 


19 




1 


GBEQ1916_at 


Exp/Ctl 


20 


19 




1 


GBEQ1988_at 


Exp/Ctl 


20 


19 




1 


GBEQ2000_at 


Exp/Ctl 


20 


19 




1 


GBEQ2173_s_at 


Exp/Ctl 


20 


19 




1 


GBEQ2227_at 


Exp/Ctl 


20 


19 




1 


GBEQ2294_at 


Exp/Ctl 


20 


19 




1 


GBEQ2481_at 


Exp/Ctl 


20 


19 




1 


GBEQ2637_at 


Exp/Ctl 


20 


19 




1 


GBEQ2767_at 


Exp/Ctl 


20 


19 




1 


GBEQ2895_at 


Exp/Ctl 


20 


19 




1 


GBEQ3079_at 


Exp/Ctl 


20 


19 




1 


GBEQ3218_at 


Exp/Ctl 


20 


19 




1 


GBEQ0056_s_at 


Exp/Ctl 


20 


18 




2 


GBEQ0395_at 


Exp/Ctl 


20 


18 


i 


2 


GBEQ0440_s_at 


Exp/Ctl 


20 


18 


1 


1 


GBEQ0448_s_at 


Exp/Ctl 


20 


18 




2 


GBEQ0516_at 


Exp/Ctl 


20 


18 




2 


GBEQ0578_at 


Exp/Ctl 


20 


18 


1 


1 


GBEQ0694_s_at 


Exp/Ctl 


20 


18 




2 


GBEQ0862_s_at 


Exp/Ctl 


20 


18 




2 


GBEQ0887_s_at 


Exp/Ctl 


20 


18 


1 


1 


GBEQ1275_at 


Exp/Ctl 


20 


18 




2 


GBEQ1360_at 


Exp/Ctl 


20 


18 




2 


GBEQ1 395_at 


Exp/Ctl 


20 


18 




2 


GBEQ1457_at 


Exp/Ctl 


20 


18 




2 


GBEQ1 582_at 


Exp/Ctl 


20 


18 




2 


GBEQ1609_at 


Exp/Ctl 


20 


18 




2 


GBEQ2041_at 


Exp/Ctl 


20 


18 




2 


GBEQ2063_at 


Exp/Ctl 


20 


18 




2 


GBEQ2284_at 


Exp/Ctl 


20 


18 




2 


GBEQ2338_at 


Exp/Ctl 


20 


18 




2 


GBEQ2406 at 


Exp/Ctl 


20 


18 




2 


GBEQ2437 at 


Exp/Ctl 


20 


18 




2 


GBEQ2483 at 


Exp/Ctl 


20 


18 




2 


GBEQ2583 at 


Exp/Ctl 


20 


18 




2 


GBEQ2632 at 


Exp/Ctl 


20 


18 


1 


1 


GBEQ2671 at 


Exp/Ctl 


20 


18 




2 


GBEQ0048-5 at 


Exp/Ctl 


20 


17 




3 


GBEQ0531 at 


Exp/Ctl 


20 


17 




3 
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ProbeSetName 



Ratio 



GBEQ0576_at Exp/Ctl 
GBEQ0632__x_at Exp/Ctl 
GBEQ0877_s_at Exp/Ctl 
GBEQ0947_s_at Exp/Ctl 
GBEQ0997_at Exp/Ctl 
GBEQ1136_s_at Exp/Ctl 
GBEQ1144_at Exp/Ctl 
GBEQ1 1 68_s_at Exp/Ctl 
GBEQ1426_at Exp/Ctl 
GBEQ1631_at Exp/Ctl 
GBEQ1662_at Exp/Ctl 
GBEQ1881_at Exp/Ctl 
GBEQ1914_at Exp/Ctl 
GBEQ1977_at Exp/Ctl 
GBEQ2265_at Exp/Ctl 
GBEQ2318_at Exp/Ctl 
GBEQ2341_s_at Exp/Ctl 
GBEQ2616_at Exp/Ctl 
GBEQ2646_at Exp/Ctl 
GBEQ3002_at Exp/Ctl 
GBEQ0650_s_at Exp/Ctl 
GBEQ1249_s_at Exp/Ctl 
GBEQ2288_at Exp/Ctl 
GBEQ0527_at Exp/Ctl 
GBEQ0618_s_at Exp/Ctl 
GBEQ0728_at Exp/Ctl 
GBEQ0824_at Exp/Ctl 
GBEQ0886_s_at Exp/Ctl 
GBEQ1070_at Exp/Ctl 
GBEQ1107_at Exp/Ctl 
GBEQ1124_at Exp/Ctl 
GBEQ1151_at Exp/Ctl 
GBEQ1263_s_at Exp/Ctl 
GBEQ1566_at Exp/Ctl 
GBEQ1568_at Exp/Ctl 
GBEQ1630_at Exp/Ctl 
GBEQ1638_at Exp/Ctl 
GBEQ1686_at Exp/Ctl 
GBEQ1694_at Exp/Ctl 
GBEQ1 762_at Exp/Ctl 
GBEQ1792_s_at Exp/Ctl 
GBEQ1809_at Exp/Ctl 
GBEQ1832_at Exp/Ctl 
GBEQ1876_at Exp/Ctl 



Total 
Comparisons 


Decreased 


Maruecr 


iiii vi mi iyc 


20 


17 


1 


2 


20 


17 




3 


20 


17 




3 


20 


17 




3 


20 


17 




3 


20 


17 


1 


2 


20 


17 




3 


20 


17 


1 


2 


20 


17 




3 


20 


17 


1 


2 


20 


17 




o 
O 


20 


17 


1 


2 


20 


17 




o 

6 


20 


17 




o 
O 


20 


17 


2 


A 
1 


20 


17 


1 


2 


20 


17 




3 


20 


17 




o 

3 


20 


17 




o 
o 


20 


17 




o 
o 


20 


16 




o 


20 


16 




Q 

o 


20 


16 






20 


16 




A 

4 


20 


16 




4 


20 


16 




A 
4 


20 


16 




A 

4 


20 


16 




A 

4 


20 


16 




A 

4 


20 


16 




A 

4 


20 


16 




A 
4 


20 


16 




A 

4 


20 


16 


1 


o 
o 


20 


16 




A 
4 


20 


16 


1 


o 
O 


20 


16 


A 

1 


o 


20 


16 




4 


20 


16 




4 


20 


16 




4 


20 


16 




4 


20 


16 




4 


20 


16 




4 


20 


16 




4 


20 


16 


1 


3 
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ProboSetName 



Ratio 



Total 



Decreased 



MarDecr 



Nn Change 



Comparisons 



GBEQ1969_at 
GBEQ2115_at 
GBEQ2153_at 

GBEQ2334_s_at 
GBEQ2368_at 

GBEQ2455_s_at 
GBEQ2511_at 
GBEQ2655_at 
GBEQ2973_at 
GBEQ3020_at 
GBEQ3099 at 



Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 
Exp/CtI 



20 
20 
20 
20 
20 
20 
20 
20 
20 
20 
20 



16 
16 
16 
16 
16 
16 
16 
16 
16 
16 
16 



1 
2 



1 



4 
3 
2 
4 
4 
3 
4 
4 
4 
4 
4 



[0250] Example 12 - Gene Expression Patterns to Detect Laminitis in 
Horses 

[0251] Laminitis is a major cause of lameness in both cattle and horses 
resulting in loss of use and production in both species. The disease is 
characterized by the loss of the laminar structure within the hoof wall of horses 
and cattle. This destruction leaves the coffin bone without support, causing 
rotation and sinking of the bone within the hoof. Once the disease has begun, it 
can lead to a chronic debilitating lameness of which there is little that can be 
done. Although the disease is common, not much is known of its etiology and 
to date there are no therapies available for treatment or prevention of the 
disease. Currently, there are three theories on the pathogenesis of laminitis; 
the metabolic/toxic hypothesis, the vascular/ischemia, and the inflammatory 
hypothesis. This Example seeks to examine the role of inflammatory cytokines 
on the pathogenesis of equine laminitis. 

[0252] Central inflammatory cytokines, such as, are highly expressed by 
monocytes and macrophages after infection, tissue damage and during 
systemic inflammation. Proinflammatory cytokines, IL-1 and TNF, have 
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numerous overlapping biological functions such as inducing other inflammatory 
cytokines. Microarray studies on human endothelial cells have shown 25 out of 
66 genes are up-regulated in common by both IL-1 and TNF inflammatory 
cytokines. Some of the genes expressed by both IL-1 and TNF include, but are 
not limited to, chemokines, matrix metalloproteinase, inflammatory cytokines, 
signal transduction proteins, and metabolic proteins. Previous attempts at 
blocking systemic inflammation using IL-1 or TNF receptor antagonists and 
soluble receptors have proven in most cases to be ineffectual. This failure to 
produce a biological effect maybe due to the degree of overlapping between 
these two cytokines, not the effectiveness of the individual blocking methods. It 
is commonly observed that clinical laminitis is closely associated with systemic 
inflammatory disease, sepsis, and endotoxemia. 

[0253] Normal horses euthanized for unrelated reasons had digital 
vessels freshly removed and the endothelium stripped from the inside surface. 
Clinical cases of horses with naturally occurring laminitis that were euthanized 
in the acute phase of the disease (<72 hours of clinical signs), had similar tissue 
harvest. The tissue was homogenized and RNA extracted and processed on 
the microarray in the same manner as described in Example 11. 

[0254] Specifically, genes identified as up- and down-regulated in 

laminitis and representing potential markers of laminitis are graphically 

represented in the cluster diagram below and are listed in Table 29 below. 

Table 29 - Genes that are up regulated 3-fold or down regulated 5-fold in 
laminitis endothelium and represent a profile of gene expression for laminitis 
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10255] Example 13 - Construction of Canine Nucleic Acid Database 
and Microarrav 

[0256] Example 1 was repeated to create a canine database, with some 
alterations made in the procedure. First, due to the limitation of the microarray 
size and the very large number of canine sequences publicly available, only the 
fully annotated 3 '-complete mRNA canine coding sequences were selected. No 
canine ESTs were included in the processing. Otherwise, the steps were similar 
as in Example 1: GetCanine -> GetCDS --> CheckMRNA --> 
GetThreePrimeCompleteCDS --> FastaG -> ClusterG. 

[0257] Example 14 - Use of the Canine Microarrav and Gene 
Expression Patterns to Detect Osteoarthritis in Dogs 

[0258] Articular cartilage was harvested from freshly removed 
osteoarthritic hip joints at joint replacement surgery and compared to age and 
size matched, freshly euthanized normal dogs from the humane society. 
Cartilage was digested in 0.2% collagenase to release the chondrocytes. Cells 
were allowed to grow in medium for 3 days before harvested for RNA extraction. 
RNA extraction was performed in the same manner as described for equine 
synovial cells in Example 3 and processed on the microarray. Data analysis 
was performed by use of commercially available software packages (Microarray 
suite 5.0, Affymetrix Inc, Santa Clara, CA; Micro DB, Affymetrix inc. Santa Clara, 
CA; Data Mining Tool 3.0, Affymetrix Inc, Santa Clara, CA). 

[0259] Expression of genes on the array was excellent for cartilage genes, 
approximately 47% with mean signal intensities of ~ 4,000 (See Table 30 below). 
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Table 30 





Detection call 


Present 


Absent 


Marginal 


Dog 


Sign 

al 
Mean 


Intensity 
Maximu 
m 


Mean 
signal 
intensit 

y 


#gene 
(%) 


Mean 
signal 
intensit 

y 


#gene 
(%) 


signa" #gene 
intensit x 
y ( /o > 


Contr 
ol 


1997 


35235 


4240 


254 
(45) 


85 


299 
(53) 


9 

488 (2) 


OA 


1947 


30851 


3910 


273 
(49) 


85 


275 
(49) 


14 

226 (2) 



[0260] Use of this microarray on canine tissue samples has identified 
genes important in canine osteoarthritis (OA). Table 31 below generally shows 
how genes are up- and down-regulated in osteoarthritis. 



Table 3' 






Genes Changed 




# Up-Regulated 


# Down-Regulated 


Group 


Total # 


> 2-fold 


Total # 


> 2-fold 


Control 










OA 


56 


25 


52 


11 



[0261] Specifically, genes identified as up and down regulated in OA and 
representing markers of OA are graphically represented in the cluster diagram 
shown in Figure 9 and are listed in Table 32 below. 
Table 32 - Up-regulated and down-regulated genes in OA dog 



Accession no 


Fold- 
Change 


Description 


U 12234 
U32086 
U29653 


30 
26 
26 


Cam's familiaris interleukin-6 (IL-6) 
mRNA, complete cds. 
Cam's familiaris vascular cell adhesion 
molecule- 1 mRNA, complete cds. 
Canis familiaris monocyte 
chemoattractant protein-1 mRNA, 
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Fold- 
Change 


Descriotion 






complete cds. 


L23087 




Canis familiaris E-selectin mRNA, 


12 


complete cds. 


AB098562 




Canis familiaris RANTES mRNA for 


11 


RANTES protein, complete cds. 


AB054642 




Canis familiaris mRNA for chemokine, 


10 


complete cds. 


AY262732 




Canis familiaris 1 8S ribosomal RNA 


10 


gene, partial sequence. 


U 1 UoUc> 




Canis familiaris interIeukin-8 mRNA, 


9 


complete cds. 






Canis familiaris mRNA for 


6.5 


metallothionein-1 , complete cds. 


I If/ I *+ 




Canis familiaris hematopoietic antigen 


5 


CD38 mRNA, complete cds. 


AF077821 




Canis familiaris inducible nitric oxide 


4.3 


synthase mRNA, complete cds. 
Canis familiaris matrix 


AF177217 




metalloproteinase-2 (MMP-2) mRNA, 




partial cds. 






C.familiaris mRNA for VIP 1 7/MAL 


3.5 


proteolipid. 


S49738 




Granulocyte-macrophage colony- 


3 


stimulating factor (dogs, mRNA, 809 nt). 
Canis familiaris tissue inhibitor of 


AF077817 




metalloproteinases TIMP-1 mRNA, 




3 


complete cds. 


S42999 


2.6 


K-ras (dogs, spleen, mRNA Partial, 212 
nt). 


Proprietary 


2.6 


LIB4005-007-Q6-K1 -A6 




Canis familiaris mRNA for Rad51 , 




2.6 


complete cds. 

Canis familiaris prostaglandin E2 


AF 177934 


2.5 


receptor EP4 subtype mRNA, complete 




cds. 


AY044905 




Canis familiaris prostaglandin G/H 


2.3 


synthase-2 mRNA, complete cds. 


X05297 




Dog kidney mRNA for (Na+/K+)- 


2.3 


ATPase Deta-suDunit. 


Proprietary 


2.3 


LIB421 7-040-R1 -K1 -G8 




Canis familiaris thiopurine 


AY057077 




methyltransferase (TPMT) mRNA, 




2.1 


complete cds, alternatively spliced. 


AJ388535 




Canis familiaris mRNA for partial 


2.1 


ubiquitin carrier protein (E2-EPF gene). 


AF212974 




Canis familiaris gamma tubulin (TUBG) 
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Accession no 


Fold- 
Change 


LsGscnp u on 




2.1 


mRNA, complete cds. 




-4.3 


Canis familiaris type IIA procollagen 


mRNA, complete cds. 

Canis familiaris articular cartilage 


U65989 




aggrecan precursor, mRNA, complete 




cds. 


A CC\A C77Q 

ArU4o/ / o 




Canis familiaris adrenomedullin 


-4 


precursor, mRNA, complete cds. 




-3.5 


Canis familiaris H11 kinase mRNA, 


complete cds. 


UOO l^fu 




Canis familiaris biglycan mRNA, 


-3.5 


complete cds. 

Canis familiaris protein phosphatase 


AF525129 




type 1 beta isoform mRNA, complete 




cds. 


Aroooloo 


-2.5 


Canis familiaris cyclooxygenase mRNA, 


complete cds. 


M35520 




C.familiaris GTP-binding protein (rab5) 


-2.3 


mRNA, complete cds. 


Proprietary 


-2.3 


LIB4003-010-Q6-K1-H11 


AB075027 




Canis familiaris hsp70 mRNA for heat 


-2.1 


shock protein 70, complete cds. 
Canis familiaris vascular endothelial 


AF 133250 


-2.1 


growth factor 188 (VEGF) mRNA, 




complete cds. 



[0262] Example 15 - Canine Microarrav Gene Expression Analysis for 
Molecular Therapy of Hip Disease 

[0263] Dogs are human's best friends. There are about 300 different dog 
breeds in the world as a result of a long history of gene pool selection and mixing. 
The modern domestic dog is unique for the study of human genetic diseases in 
that it has a larger pedigree than that of the small, outbred human families. 
Moreover, many of the -360 known canine genetic diseases are homologs of the 
human disorders, including osteoarthritis secondary to hip dysplasia. These 
genetically complicated disorders are not fully controlled by a single gene and are 
suited for large-scale gene expression profiling to gain insight into the cross-talk 
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associated with the abnormal phenotype. The use of microarrays for gene 
expression studies and diagnostics is becoming well established. The use of a 
species-specific microarray is of critical importance for accurate biomarker 
identification and monitoring of highly specific markers. In cross-species 
hybridization on microarrays, even single nucleotide mismatches can alter the 
detectable gene expression and relative intensities resulting in erroneous 
conclusions. 

[0264] Canine disease gene cloning and characterization is the major 
limiting step in understanding the canine diseases at the gene level. In our 
preliminary analyses, the current public nucleotide database (GenBank) has 
stored close to 2 million canine related genetic records, while only 0.1% have 
been annotated with genetic function. Most nucleotide entries are unknown 
chromosomal sequences and expressed sequence tags of unknown function. 
With the maturation of primarily the human and mouse databases, tens of 
thousands of gene sequences have been functionally identified and mapped. 
Such information can be used to decipher the canine sequences through 
comparative analysis. 

[0265] In this example, we describe the design and use of a canine 
database, similar to that described for equine in Example 1 . The design 
annotates sequences by Blast to a human/mouse coding sequence database, 
trims for high quality sequence, substantially reduces duplication, and selects for 
3' complete sequencing to permit high resolution probe design critical for 
ribonucleic acid (RNA) detection by current technology that involves 3' 
amplification. 



109 

SUBSTITUTE SHEET (RULE 26) 



WO 2005/067649 



PCT/US2005/000517 



[0266] Osteoarthritis (OA) is a debilitating disease affecting both canine 
and human patients. It is one of the most common sources of chronic pain 
treated by veterinarians, estimated to affect one in five of 68 million adult dogs 
and commonly affects the hip joint secondary to hip dysplasia. Accordingly, the 
incidence of musculoskeletal pathology in dogs less than one year of age has 
been estimated at 22%, often related to hip dysplasia. Use of large-scale gene 
expression profiling of osteoarthritic cartilage to assess phenotype and alterations 
with experimental manipulation are beginning to appear in the literature, including 
IL-1 . 

[0267] This example describes the generation of an exhaustive canine 
database for gene expression and applies this information to large-scale 
microarray analysis to assess the ability of molecular therapy to promote a 
regenerative phenotype in canine osteoarthritic (OA) cartilage. This example 
captures current state of the art technology made possible from the recent canine 
genome sequencing projects for both public academic use and the use in profiling 
inducible cellular dedifferentiation pathways of OA chondrocytes. 

[0268] The current > 1.5 million canine sequences on the public database 
will likely condense to < 40,000 high quality, unique annotated canine sequences 
most of which will contain the criteria necessary for inclusion on a microarray, 
such as 3 '-bias, and also, the bone morphogenetic protein-2 (BMP-2) in 
combination with interleukin-1 receptor antagonist (IL-1ra) will induce gene 
expression patterns involving hundreds of genes that profile a healthier 
chondrocyte phenotype, including aggrecan and type II collagen up-regulation 
and metalloproteinase down-regulation. 
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[0269] This example describes the curation, pruning, and annotation of the 
public canine nucleotide database so it can be used for further canine genomic 
functional analysis or for generating canine species-specific large-scale gene 
expression microarrays. These data may complement the recent commercial 
canine high-density microarrays (Affymetrix), and allow for comparison of gene 
expression patterns of OA hip cartilage from dysplasic dogs that have been 
genetically engineered to express BMP-2 and/or IL-1ra as a measure of an 
induced de-differentiation gene expression profile typical of more healthy 
chondrocytes. This example proves initial efficacy of novel molecular therapies 
for hip dysplasia that can be delivered by joint injection, offering a pain-relieving 
and disease-modifying therapy. 

[0270] The approach used to obtain the equine database was through 
queries to NCBI, and downloaded the result to the desktop computer. For equine 
sequences (-20,000 records), this is acceptable. However, for dog, it may be 
difficult to download ~ 2 million records in GenBank format from the web to the 
local computer (PC) by query. Thus, for canine genomic sequences, a file 
transfer protocol can be used instead to directly transfer the file from NCBI. 

[0271] In detail, a canine nucleotide sequence database is obtained from 
GenBank through file transfer protocol (ftp://ftp.ncbi.nih.gov). As described in 
Example 1, Java-based software programs are used to sequentially: 1) curate 
sequences specific to canis familiaris, 2)select coding sequences, 3)select high- 
quality, vector-trimmed regions of expressed sequence tags (ESTs), 4)convert to 
FASTA format, 5) prune by cluster analysis to eliminate duplication, and 6)select 
sequences with complete 3' sequencing. For annotation and sense orientation 
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confirmation, the canine ESTs are blasted against a similarly generated 
Human/MouseCDS using the BlastN algorithm at the Ohio Supercomputer 
Center facility. Sequences below the threshold E value (< 10' 8 ) are selected for 
further annotation. Annotated sequences are blasted against the fully annotated 
SwissProt protein database to further confirm annotation and sequence 
orientation. Table 35 lists an annotation of the canine sequences identified in 
accordance with the invention; Table 36 shows the canine sequences (SEQ ID 
NOS 3290-3797). 

[0272] Other embodiments of the invention will be apparent to those skilled 
in the art from consideration of the specification and practice of the invention 
disclosed herein. It is intended that the specification and examples be considered 
as exemplary only, with a true scope and spirit of the invention being indicated by 
the following claims. 
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APPENDIX A 
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/** 

* Title: CheckMRNA Class<p> 

* Description: This program reads an input sequence file that is in 
GenBank format. 

* It checks the feature of the input sequences. If the 
sequence is mRNA, 

* then the sequence in GenBank format is stored in the 
mRNA output file. 

* If it is DNA, then the sequence in GenBank format is 
stored in the DNA output file. 

*/ 

import j ava . lang . * ; 
import j ava . io . IOExcept ion ; 
import j ava . io . * ; 
import java.util.*; 

public class CheckMRNA 
{ 

public static void main ( String [] args) 
{ 

boolean write = falser- 
boolean stop — false; 
String record = ""; 
String Locus = ""; 
String Version - ""; 

String GI = ""; String Accession = ""; 

String Definition = ""; 

String Source = ""; 

String filenamel - ""; 

String filename 2 = ""; 

String filename3 = ""; 

Buf feredReader in = new Buf f eredReader (new Input StreamReader 

(System. in) ) ; 

• if (args. length < 0) 
{ 

System. out .println{ "Please provide a file name"); 
. System. exit (0) ; 

} 

try 

System. out .println( "Description: This program reads an input 
sequence file that is in "); 

System. out. println ("GenBank format. It checks the feature of the 
input sequences."); 

System. out .println ("If the sequence is mRNA, then the sequence in 
GenBank format") ; 

System. out. println ("is stored in the mRNA output file. If it is 
DNA, then the") ; 

System. out. println ( "sequence in GenBank format is stored in the 
DNA output file."); 

System. out. println ( "\nPlease enter the original file name: ") ; 

filenamel = in. readLine ( ) ; 

System. out.println( "Please enter the mRNA file name to write: ") ; 
filename2 = in. readLine () ; 

System. out .println ("Please enter the DNA file name to write: ") ; 
filename 3 = in. readLine () ; 

} 

catch (IOExcept ion ie) 
{ 

System. out. println(ie) ; 
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} 

try 
{ 

Buff eredReader reader = new Buff eredReader (new FileReader 
(filenamel) ) ; 

File logFile = new File (f ilename2 ) ; 
LogWriter lw = new LogWriter (logFile) ; 
File logFilel = new File (filenames) ; 
LogWriter lwl = new LogWriter (logFilel) ; 
int i=0; 
int a = 0 ; 
int b = 0; 
int c — 0; 
int d = 0; 

int m = 0; int M = 0 ; 

String input= ,f "; String rec=""; String temp — " ,f ; 

while ( (input = reader . readLine () ) !- null ) 

{ 

if ( stop == false && input . length ( ) > 5 ) 
{ 

if ( input. char At (0) == , L I && input . charAt ( 1 ) = 'O' && 
input . charAt (2) == ! C f && input • charAt ( 3 ) === 'U 1 && 
input . charAt ( 4 ) = 'S 1 ) 
{ 

stop = true; 

Locus = input . substring ( 12 ) ; 

for ( int e = 0; e < Locus . length () -3; e++ ) 
{ 

if ( Locus. charAt (e) == 'm 1 && Locus . charAt (e-fl) == ' R 1 
&& Locus. charAt (e+2) — 'N 1 && Locus . charAt (e+ 3) == 

T A T ) 

{ 

write = true; 
break; 

} 

} 

} 

. } 

if ( write = true ) 
{ 

lw. writeToFile (input + "\n"); 

} 

else 

{ 

lwl. writeToFile (input+"\n") ; 

} 

if ( input. equals ("//") ) 
{ 

if ( write == true ) 

m++; 
else 

i++; 
stop - false; 
write = false; 

} 

} 

System, out . print In ( "\n\nThe number of mRNA sequences is: " + m + 

"\n"); 

System. out .print In ( "\n\nThe number of DNA sequences is: " + i + 

"\n") ; 
} 
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catch (Exception e) 
{ 

System. out . println ( "CANNOT OPEN ! n ) } 

} 

} 

) 
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* Title: CheckThreePrimeCompleteCDS Class<p> 

* Description: This program reads an input cds sequence file that is 
originated from the 

* CheckCDS program. If the sequence contains stop codon 
at the 3' end, 

* the sequence in GenBank format is stored in the 3" 
complete output file; otherwise 

* the sequence is stored in the 5 T partial output file. 

*/ 

import java.lang.*; 
import java. io. IOException; 
import java.io.*; 
import java.util.*; 

public class CheckThreePrimeCompleteCDS 
{ 

public static void main ( String [] args) 
{ 

boolean writel = false; boolean write2 - false; 
String record = ""; 
String Version = ""; 

String GI = ""; String Accessions ""; 
String Definition = ""; • 
String Source = ""; 
String filenamel = 
String f ilename2 . - ""; 
String filename3 = ""; 
. Buf f eredReader in = new Buff eredReader (new InputStreamReader 

(System. in) ) ; 

if (args. length < 0) 
{ 

System. out .println( "Please provide a file name"); . 
System. exit (0) ; 

} 

try 
{ 

System. out .println ( "Description: This program reads an input cds 
sequence") ; 

System. out. print In ("file that is originated from the CheckCDS 
program. ") ; 

System. out.println( "If the sequence contains stop codon at the 3 1 
end, "); 

System. out. println ( "the sequence in GenBank format is stored in 
the 3 f ") ; 

System. out. print In ( "complete output file; otherwise the sequence 
is stored"); 

System. out. println("in the 5 f partial output file."); 

System. out. println ("\nPlease enter the original file name: ") ; 

filenamel = in. readLine ( ) ; 

System. out .println ("Please enter the complete CDS file name to 
write : " ) ; 

filename2 = in. readLine () ; 

System. out. println ("Please enter the 5 f partial CDS file name to 
write: " ) ; 

filename3 = in. readLine () ; 

} 

catch (IOException ie) 
{ 

System. out .println (ie) ; 
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} 

try 
{ 

Buf feredReader reader = new Buf f eredReader (new FileReader 
(filenamel) ) ; 

File logFile = new File ( f ilename2 ) ; 
LogWriter lw = new LogWriter (logFile) ; 
File logFilel — new File ( f ilename3 ) ; 
LogWriter lwl — new LogWriter (logFilel) ; 
int i=*0; 
int a = 0; 
int b = 0; 
int c = 0 ; 
int d = 0; 
int m = 0; 

int n = 0; int M - 0; int N — 0 ; 

String input=""; String rec= n "; String temp = String tern - 

while ( (input = reader . readLine () ) != null ) 

{ 

rec — rec + input + "\n"; 
if (input .length () > 18) 
{ 

temp = input . substring (5, 17); 
if (temp. equals ("CDS ") ) 

{ 

M++; 

tern — input . trim {) ; 

for ( N = 0; N < tern. length () ; N++ ) 
{ 

if ( tern, char At (N) == f >" ) 
{ 

write2 = true; // write partial cds file 
break; 

}' 

} 

} 

} 

if (input .equals ("//") ) 
{ 

record = rec; 
rec = ""; 

if ( write2 — false ) 
{ 

if ( record. length ( ) > 1 ) 
{ 

lw.writeToFile (record+"\n" + f, \n"); 
m++; 

} 

} 

else 
{ 

if (record. length ( ) > 1 ) 
{ 

lwl. writ eToFile (record + "\n" + "\n") ; 
n++; 

} 

} 

writel - false; write2 = false; 
i++; 

} 

> 
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System. out .println ( "\n\nThe number of 3 f CDS sequences is: " + m + 

"\n w ); 

System. out -println { "\n\nThe number of 5 T partial CDS sequences is: 
" + n + "\n") ; 

System. out .println { "\n\nThe number of total sequences is: " + i + 

"\n"); 

System. out. println ("\n\nThe number of total CDS is: " + M + V); 

} 

catch (Exception e) 

{ ■ 
System. out .println ( "CANNOT OPEN!") ; 

} 

} 

} 
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* Title: ClusterG Class<p> 

* Description,: This program reads an input sequence file that is in 
FASTA format. 

* It compares the similarity between sequences. If the 
sequences are found >90% 

* identical match, only- the longest sequence is kept in 
the output file. 

*/ 

import j ava . lang . * ; 
import java. io. IOException; 
import java.io.*; 
import java.util.*; 

public class ClusterG 
{ 

public static void main ( String [] args) 
{ 

boolean stop = true; 

String [] recordl = new String [40000] ; 
String [] Accessionl = new String [40000] ; 
for ( int r = 0; r < 40000; r ++ ) 
{ 

recordl [r] - ""; 
Accessionl [r] - ""; 

} 

String record - ""; 
String Version = ""; 

String GI = ""; String Accession - ""; 

String Definition = ""; 

String Source = ""; 

String filenamel = ""; 

String filename2 = ""; 

String filename3 = ""; 

Buf f eredReader in = new Buff eredReader (new Input St reamReader 

(System. in) ) ; 

if (args .length < 0) 
{ 

System. out.println( "Please provide a file name") ; 
System. exit (0 ) ; 

} 

try 
{ 

System. out .println { "Description: This program reads an input 
sequence file that") ; 

System. out. println ( "is in FASTA format. It compares the 
similarity") ; 

System. out .println ( "between sequences. If the sequences are found 
>90%"); 

System. out .println ("identical match, only the longest sequence is 
kept") ; 

System. out .println ( "in the output file."); 

Sys tern. out. println ("\nPlease enter the first file name: ") ; 
filenamel = in . readLine ( ) ; 

System. out. println ("Please -enter the file name to write: ") ; 
filename3 = in. readLine () ; 

} 

catch (IOException ie) 
{ 

System. out .println (ie) ; 

} 
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try 
{ 

Buf feredReader readerl = new Buf f eredReader (new FileReader 
( f ilenamel) ) ; 

File logFile = new File (filenames ) ; 
LogWriter lw » new LogWriter (logFile) ; 
int i=0; 
int a — 0; 

int b - 0; int A = 0; 
int c - 0; 
int d = 0; 
int m « 0; 
int count = 0; 
int length = 0; 
int lengthl =0; 
int length2 = 0; 
char chl; char ch2; 

String input=""; String rec=""; String temp = ""; String reel = 

ff Tf . 

/ 

System, out „ println ( "Start ..."); 

while ( (input = readerl . readLine () ) != null ) 

{ 

if ( input. charAt(O) — »>' ) 
{ 

Accessionl [a] = input; 
a++; 

} 

else 
{ 

recordl[b] = input; 
b++; 

} 

} 

System. out .println ("A: " + a) ; 

for (c=0; c<a; C++ ) 

{ 

lengthl - recordl [c] . length () ; 
if (lengthl < 100 ) 

continue; 
else 
{ 

count =0; 

for ( d =0; d < a; d++ ) 
{ 

if ( count == 99999999 ) 
{ 

count ■» 0; 
break; 

} 

if { d — c 0 

continue; 
length2 = recordl [d] . length ( ) ; 
if ( length2 < 100 ) 

continue; 
if ( length.2 >= lengthl ) 
{ 

reel = recordl [c] . substring (lengthl/4, 3*lengthl/4 ) ; 
length = reel . length () ; 

for ( int w «= 0; w < length2 - length + 1; w++ ) 
{ 

A = 0; 
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count = 0 ; 

temp = recordl [d] ..substring (w, w + length ); 

for { int e = 0; e < length; e++ ) 

{ 

A++; 

chl = reel . charAt (e) ; 
ch2 « temp . charAt (e) ; 
if ( chl ch2' ) 
count++; 

if ( A > length/3 && (A-count) > (0 . l*length+l) ) 
break; 

} 

if ( count > {0.9 * length) > 
{ 

Accessionl [d] =* Accessionl [d] + "//" + Accessionl [c] ; 

recordl [c] «= "0"; 

Accessionl [c] = "0"; 

count = 99999999; 

break; 

} 

else 

count =0; 



} 



} 



} 

System . out . println ( "Done ! " ) ; 
i = 0; 

for ( int M = 0; M < a; M++ ) 
{ 

if ( recordl [M] .length () < 100 ) 
{} 

else 
{ 

lw.writeToFile (Accessionl [M] + "\n") ; 
lw.writeToFile (recordl [M] + "\n") ; 
i++; 

} 

} 

System. out .println ( "Total cluster is " + i) ; 

} 

catch (Exception e) 
{ 

System. out .println ( "CANNOT OPEN!") ; 

} 
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/** 

* Title: FastaG Class<p> 

* Description: This program reads an input sequence file that is in 
GenBank format. 

* It extracts the features of Definition, Accession 
number and Version number 

* which are put in the header line of the FAST A format, 
followed by the sequence 

* itself and stored in an output file. 
*/ 

import java.lang.*; 
import java . io. IOException; 
import java.io.*; 
import j ava . util . * ; 

public class FastaG 
{ 

public static void main ( String [] args) 
{ 

char ch; 

boolean stop 2 = true; 
boolean stopl = false; 
String recordl = ""; 
String record2 = ""; 
String Version = ""; 

String GI = ""; String Accession = ""; 
String Definition - ""; 
String Source = ""; 
String filenamel = ""; . 
String filename2 = ""; 

BufferedReader in = new Buff eredReader (new InputStreamReader 

(System. in) ) ; 

if (args . length < 0) 

System. out ,println( "Please provide a file name"); 
System. exit (0) ; 

} 

try 
{ 

System. out .println( "Description: This program reads an input 
sequence file that is") ; 

System. out . println ( "in GenBank format. It extracts the" features of 
Definition,"); 

System. out .println ("Accession number and Version number which are 
put in the header"); 

System. out. println ( "line of the FAST A format, followed by the 
sequence itself and"); 

System. out .println ("stored in an output file."); 

System. out .println ("\nPlease enter the original file name: "); 

filenamel = in . readLine ( ) ; 

System. out .println ("Please enter the file name to write: ") ; 
filename2 = in . readLine () ; 

} 

catch (IOException ie) 
{ 

System. out .println (ie) ; 

} 

try 

BufferedReader reader = new Buff eredReader (new FileReader 
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(f ilenamel) ) ; 

File logFile = new File { f ilename2 ) ; 
LogWriter Iw — new LogWriter (logFile) ; 
int i=0 ; 
int a — 0; 
int b = 0; 
int c = 0; 
int d = 0; 
int m - 0; 

String input=""; String sequence^ ""; String reel-'"; String rec2 
- ""; String temp = ,,w ; 

while ( (input = reader . readLine () ) != null ) 
{ 

if (input. length () > 11) 
{ 

temp = input . substring (0, 10); 
if { temp. equals ("DEFINITION") ) 

Definition = input . substring (12 ) ; 
a++; 

else if ( a >= 1 && temp. equals (" ") ) 

Definition +- " " + input . substring (12 ) ; 

else if ( temp. equals ("ACCESSION ") ) 

Accession = input . substring ( 12) ; 
a = 0; 

else if ( temp. equals ("VERSION ") ) 

Version = input . substring ( 12 ) ; 

else if (temp. equals ("ORIGIN ") ) 

recordl = reel; 
reel = ""; 
stop2 = false; 
input = ""; 

} 

} 

if ( stop2 «= false ) 
{ 

rec2 = rec2 + input + "\n"; 

} 

if (input. equals ("//") && rec2 . length ( ) > 0 ) 
{ 

record2 = rec2; 
rec2 = ""; 
reel - ""; 
stop2 = true; 
stopl = false; 

for (int f = 0; f < record2 . length () ; f++) 
{ 

ch = Character. toLowerCase (record2 . charAt (f) ) ; 
if (ch == 'a' j | ch == ' g T - j I ch == 'n 1 

II ch — T c f || ch == 't' || ch == 'u f 

|| ch == 1 r T j| ch — ? y T I 1 ch =='k' 

i | ch = r -' || ch — T m f || ch == , s f 

II ch == 'd' || ch — 'b' . | j ch ='w' 
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|| ch — f h* || ch — 'v') 

{ 

sequence — sequence + ch; 

} 

} 

System. out .println(">" + " | Acc | "+Accession + "|Ver|" + Version 
+ "|" +Definition + "\n" + sequence + "\n"); 

lw. writeToFile ( + " | Acc |" +Accession + "|Ver|" + Version + 
"|" + Definition 4- "\n" + sequence + "\n") ; 
. i++; 

sequence - ""; 

} 

. } 

lw. writeToFile ("Total files are: " + i + "\n" ); 

} 

catch (Exception e) 
{ 

System. out . println ( "CANNOT OPEN ! " ) ; 

} 

} 

} 
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/** 

* Title: GetCDS Class<p> 

GenBank r fo^at! Pr ° gram reads an in P ut sequence file that is in 

features. If yes," CheCkS ±f ^ inPUt se< ^ ences have coding sequence 
cds output file. then Sequence in GenBank format is stored in the 

the non-cds output ^ SeqUence in GenB * nk ^rra,t is stored in 
*/ 

import java.lang.*; 
import java.io.IOException; 
import j ava . io . * ; 
import java.util.*; 

public class GetCDS 
{ 

public static void main (String [] args) 

• boolean write = false; 

• String record = ""; 
String Version = ""; 

String GI = ""; String Accession = nn ; 
String Definition = ""; 
String Source = ""; 
String fil enamel = ""; 
String filename2 = ""; 

BufferedReader in = new Buff eredReader (new Input StreamReader 
if (args. length < .0) (System. in) ) ; 

System. out. print In ("Please provide a file name"); 
System. exit (0) ; 

try 
{ 

sequencf SiS-Si^Sff ( ^ SCrlpt±0nS ThiS progrm ^ ^ 
m^^^^^^ 1 '^ fOHBat - Zt ChSCkS « ^ ***** 

in oenBS*^^^'" - ^" 06 f " tOE -' " CdS ' then «^~ce 
the seqScT^^ St ° red in the cds - ° UtpUt file ' otherwise, 

output g^^- out 'p rint ln( "GenBank format is stored in the non-cds 

System. out. println ( "\nPlease enter the original file name: ») ; 
filenamel - in. readLine ( ) ; " 

System. out. println ("Please enter the file name to write- ")• 
filename2 - in. readLine () ; 

> 

catch (IOException ie) 
System. out. println (ie) ; 

try 
{ 

( filenamel f^ edReader reader * neW Buf f ere ^Reader (new FileReader 
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File logFile = new File (f ilename2 ) ; 
LogWriter Iw = new LogWriter (logFile) ; 
int i=0; 
int a = 0; 
int b = 0; 
int c =0; 
int d = 0; 
int m = 0; 

String input=""; String rec=""; String temp = ""; 
while { (input = reader . readLine () ) != null ) 

rec = rec + input + "\n M ; 
if (input.length() > 23) 

{ 

temp = input. substring (5, 17); 
if (temp. equals ("CDS ") ) 

{ 

write = true; 

} 

} 

if (input .equals ("//") ) 
{ 

record — rec; 
rec - ""; 

if ( write — true && record. length ( ) > 1 ) 

lw.writeToFile (record+"\n" + V); 
m++;// number of sequences; 

write = false; 
i+-f; 

} 

} 

lw.writeToFile ("\n\nThe number of sequences is: " + m + "\n") ; 

catch (Exception e) 
{ 

System. out . println ( "CANNOT OPEN ! " ) ; 

} 

} 

} 
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* Title: GetEquine Class<p> 

* Description: This program reads an input sequence file that is in 
GenBank format. 

* It checks the source of the input sequences. If the 
sequence is from equus caballus, 

* then the sequence in GenBank format" is stored in the 

output file. 
*/ 

import java.lang.*; 
import j ava. io . IOException; 
import j ava . io . * ; 
import java.util.*; 

public class GetEquine 
{ 

public static void main ( String [] args) 
{ 

boolean stop = false; 
String Locus = ""; 
String record — ""; 
String Version - ""; 

String GI = ""; String Accession = ""; 
String Definition = " " ; 
String Source = ""; 
String filenamel = ""; 
String filename 2 = ""; 

BufferedReader in = new Buf f eredReader (new InputStreamReader 

(System, in) ) ; 

if (args . length < 0) 
{ 

System. out. print In ("Please provide a file name"); 
System. exit (0) ; 

} 

try 
{ 

System, out. println ("Description: This program reads an input 
sequence file that"); 

System. out .println ("is in GenBank format. It checks the source of 
the input sequences . " ) ; 

System. out .println ("If the sequence is from equus caballus, then 
the sequence in GenBank"); 

System. out .println ( "format is stored in the output file."); 

System. out .println { "\nPlease enter the original file name: ") ; 

filenamel =' in.readLine { ) ; 

System. out .println ("Please enter the file name to write: ") ; 
filename2 « in. readLine ( ) ; 

" } 

catch (IOException ie) 
{ 

' System. out .println(ie) ; 

} 

try 
{ 

BufferedReader reader - new Buf f eredReader (new FileReader 
(filenamel) ) ; 

File logFile = new File (filename2) ; 
LogWriter Iw - new LogWriter (logFile) ; 
int i=0; 
int a = 0; 
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int b = 0; 
int c = 0; 
int d = 0; 
int m = 0; 

String input=""; String rec=""; String temp = ""; 
while( (input — reader . readLine () ) != null ) 

• { 

if ( input. length () > 10) 

{ 

temp - input . substring ( 0, 10); 
if ( temp. equals ("LOCUS " ) ) 

{ 

Locus = input . substring ( 12 ) ; 

} 

else if ( temp. equals ("DEFINITION") ) 
{ 

Definition = input . substring ( 12 ) ; 

System. out. println ("DEFINITION: " + Definition) ; 
a++; 

} 

else if ( a >= 1 && temp . equals ( " ") ) 

{ 

Definition = Definition + " " + input . substring ( 12 ) ; 

} 

else if ( temp. equals ("ACCESSION ") ) 
{ 

Accession = input . substring ( 12 ) ; 

System. out .println ("ACCESSION: " + Accession); 

b++; 

a = 0; 

} 

else if ( temp. equals ("VERSION ") ) 
{ 

Version = input . substring ( 12 ) ; 

System. out .println ("VERSION: " + Version) ; 

C++; 

} 

else if (temp. equals ("SOURCE ") ) 
{ 

Source = input . substring ( 12) ; 
System. out .println ( "SOURCE: " + Source) ; 
if ( Source. equals ("Equus caballus") | | Source . equals 
("Equus caballus (horse)") ) 
{ 

stop = false; 
rec = ""; 

} 

} 

if (stop == false) 
{ 

rec — rec + input + "\n"; 
if (rec.length() > 10000000) 
{ 

stop = true; 
rec - ""; 

} 

} 

} 

if (input. equals {"//") ) 
{ 

stop = true; 
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record = rec; 
rec — ""; 

if ( Source. equals ("Equus caballus") || Source . equals ( "Ecu 
caballus (horse) " ) ) 
{ 

lw. writ eToFile ("LOCUS " + Locus +"\n"); 

Iw. writ eToFile ("DEFINITION " + Def inition+"\n" ) ; 
lw. writ eToFile ("ACCESSION " + Accession+"\n") ; 
lw. writ eToFile ("VERSION " + Version+"\n" ) ; 

lw. writeToFile (record+"\n" + "//" + "\n"); 
m++;// number of sequences; 

} 

i++; 

} 

} 

lw. writeToFile ( "\n\nThe number of sequences is: " + m + "\n"); 

catch (Exception e) 

. { 

System. out .print In ( "CANNOT OPEN!") ; 

} 

} 

} 
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* Title: GetPolyAEST Class<p> 

* Description: This program reads an input sequence file that is in 
GenBank format . 

* It checks the polyA features in the sequence file. If 
the sequence with "PolyA^Yes" 

* or "PolyA=No", that sequence in GenBank format is 
stored in the output file. 

*/ 

import java.lang.*; 
import java.io.IOException; 
import j ava . io . * ; 
import j ava . util . * ; 

public class GetPolyAEST 
{ 

public static void main { String [] args) 
{ 

boolean stop = true; 
boolean write = false; 
String Locus = ""; 
String record — ""; 
String' Version = ""; 

String GI = ""; String Accession - ""; 
String Definition = ""; 
String Source — 
String filenamel — ""; 
String filename 2 = ""; 
. String filename3 = ""; 
Buf f eredReader in = new Buff eredReader (new Input StreamReader 

(System. in) ) ; 

if (args . length < 0) 
{ 

System. out .print In ( "Please provide a file name"); 
System . exit ( 0 ) ; 

} 

try 
{ 

System. out .println ( "Description: This program reads an input 
sequence file") ; 

System. out .println ( "that is in GenBank format. It checks the 
polyA features"); 

System. out .println ( "in the sequence file. If the sequence has 
feature of PolyA=Yes"); 

System. out .println ( "or PolyA=No, that sequence iri GenBank format 

is"); 

System. out .println ( "stored in the output file."); . 

System. out .println ( "\nPlease enter the original file name: "); 

filenamel — in. readLine ( ) ; 

System. out .println ( "\nPlease enter the PlyA file name to write: 

"); 

filename2 = in. readLine () ; 

System. out .println ( "Please enter the NonPolyA file name to write: 

"); 

filename3 = in. readLine () ; 

} 

catch (IOException ie) 
{ 

System, out .println (ie) ; 

} 
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try 
{ 

Buf feredReader reader = new Buff eredReader (new FileReader 
(filenamel) ) ; 

File logFile = new File (f ilename2 ) ; 
LogWriter lw = new LogWriter (logFile) ; 
File logFilel = new File ( f ilename3) ; 
LogWriter lwl = new LogWriter (logFilel ) ; 
int i=0; 
int a — 0; 
int b = 0; 
int c = 0; 
int d = 0; 

int m — 0; int n = 0; 

String input=""; String rec=""; String temp = ""; 

while ( {input = reader . readLine () ) !- null ) 

{ 

if. (input. length ( ) > 10) 

{ 

temp = input. substring (0, 10); 
if ( temp. equals ("LOCUS " ) ) 

{ 

Locus - input . substring (12) ; 

} 

else if (temp. equals ("DEFINITION") ) 
{ 

Definition = input . substring (12) ; 

System. out. println ("DEFINITION: " + Definition); 
a++; 

} 

else if ( a >= 1 && temp. equals ( " ") ) 

{ 

Definition = Definition + " " + input . substring (12) ; 

} 

else if ( temp. equals ("ACCESSION ") ) 
{ 

Accession « input . substring (12) ; 

System. out .print In ("ACCESSION: " + Accession) ; 

b++; 

a = 0; 

} 

else if ( temp . equals ( "VERSION ") ) 
{ 

Version = input . substring (12) ; 

System. out .println( "VERSION: " + Version); 

C++; 

} 

else if (temp. equals ("SOURCE ") ) 
{ 

Source = input . substring (12) ; 
System. out .println( "SOURCE: " + .Source) ; 
if ( Source. equals ("Equus caballus") || Source . equals 
("Equus caballus (horse)") ) 
{ 

stop — false; 
rec = ""; 

} 

} 

if (stop == false) 
{ 

rec « rec + input + "\n"; 
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V); 



if (rec. length () > 1000000) 
{ 

stop = true; 
rec = ""; 

} 

} 

} 

for ( int w = 0; w < input . length () -5; w++ ) 

if ( input. charAt(w) == f P» && input . char At (w+1) == '0' && 

input. char At (w+ 2) = 1 L 1 && input . char At (w+ 3) — f Y f && 
input. charAt (w-i-4) — 'A' && input . char At (w+ 5 ) — ) 

write - true; 
break; 

} 

} 

if (input. equals ("//") ) 
{ 

stop - true; 
record = rec; 
rec = ""; 

System. out. println ("DEFINITION: " +Definition) ; 
System. out. print In ( "ACCESSION: " + Accession); 
•System. out .println { "VERSION : " + Version) ; 
System. out. print In (record) ; 
if ( write — true ) 
{ 

lw.writeToFile ("LOCUS " + Locus +"\n") ; 

Iw.writeToFile ( "DEFINITION " + Def inition+"\n" ) ; 
lw.writeToFile ( "ACCESSION " + Accession+"\n" ) ; 
Iw.writeToFile ("VERSION " + Version+"\n") ; 

lw.writeToFile ( record* "\n" + "//" + "\n") ; 
m++;// number of sequences; 

} 

else 
{ 

.lwl. writ eToFile ("LOCUS " + Locus +"\n") ; 

lwl.writeToFile ("DEFINITION " + Def inition+"\n" ) ; 
lwl. writeToFile ("ACCESSION " + Accession+"\n") ; 
lwl.writeToFile ("VERSION " + Version+"\n" ) ; 

lwl.writeToFile (record+"\n" + "//" + "\n") ; 
n++; 

} 

write - false; ■ 

} 

} 

System. out. println ( "The number of PolyA sequences is: " + m + 



^ System. out. println { "The number of NonPolyA sequences is: " + n) ; 
catch (Exception e) 

System, out .println ( "CANNOT* OPEN ! " ) ; 

} 

} 
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/** 

* Title: GetRC Class<p> 

* Description: This program reads an input sequence file that is in 
FAST A format. 

* It converts the sequence to its reverse complementary 
sequence and stores in the output file. 

*/ 

import java.lang.*; 
import java. io. IOException; 
import j ava . io . * ; 
import java.util.*; 

public class GetRC 
{ 

public static void main ( String [ 3 args) 
{ 

boolean stop — true; 
String record = ""; 
String Version = ""; 

String GI = ""; String Accession — ""; 

String Definition ■» ""; 

String Source — ""; 

String filenamel — ""; 

String filename2 - ""; 

String filename3 = ""; 

Buf feredReader in — new Buff eredReader (new InputStreamReader 

(System. in) ) ; 

if (args. length < 0) 
{ 

System. out .print In ( "Please provide a file name"); 
System. exit (0) ; 

} 

try 
{ 

System. out .print In ("Description: This program reads an input 
sequence file that"); 

System. out .println( "is in FAST A format. It converts the sequence 
to its reverse") ; 

System. out .println ("complementary sequence and stores in the 
output file . " ) ; 

System. out .println ("\nPlease enter the first file name: ") ; 
filenamel - in . readLine ( ) ; 

System. out .println ("Please enter the file name to write: ") ; 
filename3 = in. readLine () ; 

} 

catch (IOException ie) 
{ 

System. out. println (ie) ; 

} 

try 
t 

Buf feredReader readerl = new Buf feredReader (new FileReader 
(filenamel) ) ; 

File logFile new File ( f ilename3) ; 
-LogWriter lw = new LogWriter (logFile) ; 
int 1=0; 
int a = 0; 
int b =• 0; 
int c = 0; 
int d = 0; 
int m = 0; 
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int count =0; 
int lengthl — 0; 
int length2 = 0; 
char chl; char ch2; 

String input=""; String rec=""; String temp = ""; 

System. out.println( "Start . . . ") ; 

while ( (input = readerl . readLine ( ) ) !- null ) 

{ 

if ( input . charAt ( 0 ) — f > T ) 
{ 

Accession = input . substring (1) ; 
lw.writeToFile (">jRC" + Accession + "\n") ; 

} 

else 
{ 

temp = input; 

for ( int f = 0; f < temp . length {) ; f++ ) 
{ 

chl = Character . toLowerCase (temp. charAt (f ) ) ; 
if ( chl == -a" ) 

chl - T t'; 
else if ( chl == 1 t ' ) ■ 

chl - 'a 1 ; 
else if ( chl == T g ! ) 

chl = T c'; 
else if ( chl ===== 'c' ) 

chl - f g'; 
rec = rec + chl; 

} 

for { int fl = rec. length ()-l; fl > -1; fl — ) 
• { 

ch2 = Character . toLowerCase (rec. charAt (fl) ) ; 
record = record + ch2; 

> 

temp = ""; rec = ""; 
lw.writeToFile (record + "\n") ; 
record — ""; 

} 

a++; 

Sy st em. out .print In ("open. . . " + a); 

} 

Syst em. out. print In ( "OPEN. . . " + a); 

} 

catch (Exception e) 
{ 

System. out .println ( "CANNOT OPEN ! " ) ; 

} 

} 

} 
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* Title: HighQualityEST Class<p> 

* Description: This Program selects the high quality region of the 
equine ESTs 

* based on the start and stop features in the GenBank 
format 

*/ 

import java-lang.*; 
.import java. io. IOException; 
import java.io.*; 
import java.util.*; 
// trim number adn blanks 

public class HighQualityEST 
{ 

public static void main ( String [] args) 
{ 

char ch; 

boolean stop2 = true; 
boolean add = true; 
boolean stopl = falser- 
String recordl = ""; 
String record2 = ""; 
String Version = ""; 

String GI = ""; String Accession = ""; 
String Definition = ""; 
String Source = ""; 
String filenamel = ""; 
String filename 2 - ""; 

Buf feredReader in = new Buf feredReader (new Input StreamReader 

(System. in) ) ; 

if (args . length < 0) 
{ 

System. out. println ("Please provide a file name") ; 
System. exit ( 0) ; 

} 

try 
{ 

System. out. println( "Description: This Program selects the high 
quality") ; 

System. out. print In ( "region of the equine ESTs based on the start 

and"); 

System. out. println ("stop features in the GenBank format."); 
System. out. print In ("\nPlease enter the original file name: ") ; 
filenamel = in. readLine () ; 

System. out. println ("Please enter the file name to write: "); 
filename2 = in. readLine () ; 

} 

catch (IOException ie) 
{} 

try 
{ 

Buf feredReader reader = new Buf f eredReadeij- (new FileReader 
(filenamel) ) ; 

File logFile = new File (f ilename2 ) ; 
LogWriter lw = new LogWriter (logFile) ; 
int i=0; 
int a — 0; 
int b = 0; 
int c = 0; 
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int d = 0; 

int m =0; String teml - ""; 

String input="" ; String sequence^ ""; String reel-""- 

String rec2 - ""; String temp - ""; String tern = ""•' 

String T = "«; String start = ""; String stop = '»»; 

Strrng Sequence - ""; in t Start = 0; int Stop = 0; String seq = 

while( (input = reader.readLineO) null ) 

if ( input. length () > 11) 

temp « input. substring (0, 10); 
if ( temp. equals ("DEFINITION") ) 

Definition = input . substring (12) ; 
a++; 

} 

else if ( a >= 1 && temp . equals ( " ") ) 

^ Definition += « " + input . substring ( 12) ; 

else if ( temp. equals ("ACCESSION ") ) 

Accession = input . substring (12 ) ; 
a = 0; 

} 

else if ( temp. equals ("VERSION ") ) 

Version = input . substring (12) ; 
else if (temp. equals ("ORIGIN ") ) 

recordl - reel; 
reel = ""; 
stop2 = falser- 
input = ""; 

} 

} 

if ( input . length ( ) > 12 ) 

tern = input. substring ( 12 ) ; 

if ( tem.charAt (tem. length ( ) -1) =='.») 

teml - tem. substring (0, tem. length () -1) ; 
else 

teml = tem; 
if ( teml. length () > 28 ) 

T = teml. subs tring(0, 28); 

if ( T. equals ("High quality sequence start:")) 

start = teml. substring (29 ) ; 
^ System. out .print In ( "START: " + start); 

else if ( T . equals ( "High quality sequence stop: ") ) 

stop = teml. substring (28) ; 
stop = stop.trim(); 
^ System. out. println ("STOP: " + stop +"II") ; 

} 

} 
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if ( stop2 — false ) 
{ 

rec2 = rec2 + input + "\n"; 
if ( rec2. length () > 100000 ) 

stop2 = true; 
rec2 = ""; 

} 

} 

if (input. equals ("//") && rec2 . length { ) > 0 ) 

if ( start .equals (""} ) 

start = "1"; 
//if (stop. equals ("") ) 

// stop = "0"; 
record2 = rec2; 
rec2 = 
reel = ""; 
stop2 = true; 
stopl = false; 

for (int f = 0; f < record2 . length () ; f++) 



== 'a' 


I 1 


ch = 




1 I 


ch 




'n' 


ch « 


'c' 


1 I ch 




»f 


1 1 


ch 


=='u' 


ch == 




1 1 ch 




f y f 


! 1 


ch 




ch == 


* — * 


1 1 ch 




f m T 


I i 
1 1 


ch 


=='s' 


ch = 




1 1 ch 




•b f 


ch 


-='w r 


ch — 


'h 1 


1 1 ch 




f v') 







{ 

sequence = sequence + ch; 

} 

if (stop. equals ("") ) 

Stop = sequence. length ( ) ; 
else 
{ 

Stop = Integer. par selnt (stop) ; 
if ( Stop > sequence. length () ) 
Stop = sequence. length () ; 

Start = Integer. parselnt (start) ; 

Sequence = sequence . substring (Start-1, Stop); 

for (int F = 0; F < Sequence . length (); F++) 

ch - Character. toLowerCase (Sequence. charAt(F) ); 
xf(ch 'a' || ch == 'g- || ch — 'n- 

^ | j ch — » c » | | ch — ' t ' ) 

seq = seq + ch; 

} 

} 

.7 ■ • ■ System. out. println(">" + »|Acc| "+Accession + "IVerl" + 
lt*T*\n»"l +Def±nition + -«atart:- + start + - :sto P U stll A\n« + 

«i» ^ r, ^: wri teToFile(»>» + ."!Acc|"+Accession + "IVerl" + Version + 
Deflnitl ° n + "'Start:- + start + »:Stop:« + Stop I-'n" + seqT 

i++; 

sequence = ""; 
start = ""; 
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Stop = ""; 

Sequence = ,r "; 
Start = 0; 
Stop = 0; 
seq = ""; 

} 

} 

^lw.writeToFile( "Total files are: " + ± + »\n» 
catch (Exception e) 

System. out . print In ( "CANNOT OPEN i " j ; 

} 

}//end of cla 



t 



t 



139 



WO 2005/067649 



PCT/US2005/000517 



import java.io.*; 
/** 

* Title: LogWriter Class<p> 

^Description: This class provides tool to write String to a file 

public class LogWriter 

private Writer w; 
/** 

* Constructor 

* @param File printFile 

* ©throws IOException 
*/ 

public LogWriter (File printFile) throws IOException 

^ w = new OutputStreamWriter (new FileOutputStream (printFile) ) ; 

* Method to write a String to file 

* ©param String message 

* ©return void 
*/ 

public synchronized void writeToFile (String message) 

try 
{ 

w. write (message) ; 
w. flush () ; 
} catch (IOException e) 

^ System. out. println ("Error in writing the message - + message); 

} 

/** 

* Method to close a file 

* ©param void 

* ©return void 
*/ 

public synchronized void closeFile() throws IOException 
w. close () ; 

} 
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name database description 

GBEQ0001 GenBank Acc | AJ311673 | Ver | AJ311673 , 
caballus partial 18S rRNA gene. 



GI:18369730 | Equus 



GBEQ0002 GenBank Acc|AF134233 REGION: <6 . . 2 67 | Ver | AF134233 . 1 
GI : 7416875 | Equus caballus parathyroid hormone (PTH) gene, partial 
cds. 

GBEQ0005 GenBank Acc | AJ318334 | Ver | AJ318334 . 1 GI : 14530095 | Equus 
caballus partial mRNA for high affinity IgE receptor gamma subunit 
(fceRlg gene) . 

GBEQ0006 GenBank Acc | AJ318332 \ Ver | AJ318332 . 1 GI:14530093 I Equus 
caballus partial mRNA for high affinity IgE receptor beta subunit 
(fceRlb gene) . 

GBEQ0007 GenBank Acc J AJ555215 | Ver | AJ555215 . 1 GI : 3034 8 604 | Equus 
caballus mRNA for GLUTS fructose transporter (slc2A5 gene) . 

GBEQ0008 GenBank Acc | AY225156 | Ver | AY225156 . 1 GI: 298 8 8041 (Equus 
caballus clone 7-7 putative MHC class I antigen pseudogene mRNA, 
partial sequence. 



GBEQ0009 GenBank Acc | AY0408 63 | Ver | AY0408 63 . 1 
caballus kappa casein mRNA, complete cds. 

GBEQ0 010 GenBank Acc | AY0 4 0 8 62 J Ver | AYO 4 0 8 62 . 1 
caballus alpha si casein mRNA, complete cds. 



GI: 19031196 | Equus 



GI: 19031194 | Equus 



GBEQ0 011 GenBank Acc | AF2 14526 | Ver | AF2 14526.2 GI:14456686| Equus 
.caballus beta-casein precursor, mRNA, complete cds. 

GBEQ0012 GenBank Acc|D30688 D13818 | Ver | D3068 8 . 1 

GI: 113247 6 | Equus caballus mRNA for cytochrome P-450 17 alpha- 
hydroxylase/C17 , 20-lyase, complete cds . 

GBEQ0013 GenBank Acc | AF538056 | Ver | AF538056 . 2 GI : 29570809 | Equus 
caballus antimicrobial peptide NK-lysin (NKL) mRNA, complete cds. 



GBEQ0 014 GenBank Acc | AY2 29893 | Ver | AY22 98 93.1 
•caballus ' calbindin-D9k mRNA, complete cds. 



GI : 29423752 [Equus 



GBEQ0015 GenBank Acc | AF257470 | Ver | AF25747 0 . 1 GI:7804968 |Equus 
caballus calcitonin gene related peptide II precursor, mRNA, 
complete cds. 



GBEQ0016 GenBank Acc |AF24 9307 | Ver | AF24 9307 
caballus calcitonin mRNA, complete cds. 



GI: 8101033 | Equus 



142 



WO 2005/067649 



PCT/US2005/000517 



GBEQ00 17 GenBank Acc | AF2 5 7 4 7 1 1 Ver | AF2 57471.1 GI:7804970| Equus 
caballus calcitonin gene related peptide I precursor, mRNA, 
complete cds. 

GBEQ0018 GenBank Acc | AJ312379 | Ver | AJ312379 . 1 GI : 18 996192 | Equus 
caballus partial mRNA for immunoglobulin gamma 3 heavy chain 
constant region (IGHG3 gene) , exon 1-4. 

GBEQ0019 GenBank Acc | AJ300 67 5 I Ver | AJ300 675 . 1 GI : 15020815 i Equus 
caballus partial mRNA for immunogobulin gamma 1 heavy chain 
constant region ■ (IGHC1 gene) . 

GBEQ0020 GenBank AcclAB088683 IVer | AB08 8 683 . 1 GI : 28557062 | Equus 
caballus PFKM mRNA for muscle-type phosphof ructokinase, complete 
cds. 

GBEQ0021 GenBank Acc | AJ012610 | Ver | AJ012610 . 1 GI : 4469170 | Equus 
caballus mRNA for aromatase. 

GBEQ0022 GenBank Acc|AY184957 | Ver | AY184957 . 1 GI : 28300295 | Equus 
caballus retinoblastoma binding protein 6 mRNA, complete cds. 

GBEQ0 023 GenBank Acc | AY184 956 | Ver | AY184 956 . 1 GI : 28300293 | Equus 
caballus interleukin 8 (IL8) mRNA, complete cds. 

GBEQ0024 GenBank Acc | D14523 I Ver | D14523 .1 GI : 406208 | Equus 

caballus mRNA for ferritin light chain, complete cds. 

GBEQ0025 GenBank Acc | AB100030 | Ver | AB100030 .1 GI : 27807633 | Equus 
caballus EPO mRNA for erythropoietin, complete cds. 

GBEQ0026 GenBank Acc | AB079136 | Ver | AB079136 . 1 GI : 27544234 | Equus 
caballus EDN2 mRNA for preproendothelin-2 , complete cds. 

GBEQ0027 GenBank Acc | AY177142 | Ver | AY177142 .1 GI : 27543372 | Equus 
caballus smoothened (SMO) mRNA, partial cds. 

GBEQ0028 GenBank Acc | AJ459964 | Ver | AJ459964 . 1 GI : 2618 9921 | Equus 
caballus mRNA for acidic epididymal glycoprotein 2 (AEG2 gene) . 

GBEQ0029 GenBank Acc | AJ459963 | Ver | AJ459963 . 1 GI : 2618 9919 | Equus 
caballus mRNA for testis specific protein 1 (TPX1 gene) . 

GBEQ0030 GenBank Acc I AY056582 | Ver | AY056582 .1 GI : 2342848 6 1 Equus 

caballus hyaluronan synthase 2 mRNA, complete cds. 

•GBEQ0031 GenBank Acc | AF508309 | Ver 1 AF508309 . 1 GI : 21070333 | Equus 

caballus ribosomal protein L7a mRNA, partial cds. 
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GBEQ0032 GenBank Acc | AY082802 | Ver | AY082802 .1 GI : 24110902 I Equus 
caballus laminin 5 gamma 2 subunit mRNA, complete cds. 

GBEQ0033 GenBank Acc | AF354445 | Ver | AF354445 . 1 GI: 13811398 | Equus 
caballus natural resistance associated macrophage protein . 1 
(NRAMP1) mRNA, complete cds. 

GBEQ0034 GenBank Acc | AF544227 | Ver | AF544227 . 1 GI : 23477705 | Equus 
caballus lipocortin-1 mRNA, complete cds. 

GBEQ0035 GenBank Acc | AY057 096 | Ver | AY0570 96 . 1 GI : 23428520 | Equus 

caballus prostaglandin E synthase mRNA, complete cds. 

GBEQ0036 GenBank Acc | BK000021 | Ver | BK000021 . 1 GI: 23395751 | TPA: 
Equus caballus tyrosinase-related protein 1 (TYRP1) mRNA, complete 
cds . 

GBEQ0037 GenBank Acc | AF541975 | Ver | AF541975 .1 GI : 23305888 | Equus 
caballus metalloproteinase (ADAMTS-1) mRNA, partial cds. 

GBEQ0038 GenBank Acc | AB059407 | Ver | AB059407 .2 GI : 2320057 6 | Equus 
caballus TNMD mRNA for tenomodulin, complete cds. 

GBEQ0039 GenBank Acc|AY049939 | Ver | AY049939 . 1 GI:15723737 | Equus 
caballus alphaSl-casein mRNA, complete cds. 

GBEQ0040 GenBank Acc | AF531753 | Ver | AF531753 .1 GI : 22347677 | Equus 
caballus glucose transporter type 4 (GLOT4) mRNA, complete cds. 

GBEQ0041 GenBank Acc | AY081138 | Ver | AY081138 . 1 GI : 22331937 | Equus 
caballus interleukin-4 receptor alpha-chain mRNA, complete cds. 

GBEQ0042 GenBank Acc | AJ315379 | Ver | AJ31537 9 . 1 GI : 21732248 | Equus 
caballus mRNA for acidic epididymal glycoprotein 1 (AEG1 gene) . 

GBEQ0043 GenBank Acc | AB088367 | Ver | AB088367 .1 GI : 21907901 1 Equus 
caballus MyHC-slow mRNA for myosin heavy chain slow, complete cds. 

GBEQ0044 GenBank Acc | AB088366 | Ver | AB0883 66 . 1 GI : 219078 99 | Equus 
caballus MyHC-2x mRNA for myosin heavy chain 2x, complete cds. 

GBEQ0045 GenBank Acc | AB088365 | Ver | AB088365 . 1 GI: 21907897 (Equus 
caballus MyHC-2a mRNA for myosin heavy chain 2a, complete cds. 

GBEQ004 6 GenBank Acc I AY114351 | Ver | AY114351 .1 GI : 21747886 | Equus 
caballus granulocyte chemotactic protein 2 (GCP2) mRNA, complete 
cds . 
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GBEQ0047 GenBank Acc | AY113683 | Ver | AY113683 . 1 GI: 214 83853 | Equus 
caballus Ras GTPase-activating protein (NGAP) mRNA, partial cds. 

GBEQ004 8 GenBank Acc | AY113682 | Ver | AY113682 . 1 GI : 214 83851 | Equus 
caballus ribosomal protein L5 (RPL5) mRNA, complete cds. 



GBEQ0049 GenBank Acc | AY112742 | Ver | AY112742 . 1 
caballus ferritin heavy chain mRNA, complete cds. 



GI:21435815 [Equus 



GBEQ0050 GenBank Acc | AF5087 91 | Ver | AF508 7 91 . 1 GI: 21070348 | Equus 
caballus glucose-regulated protein (GRP94) mRNA, partial cds and 
3'UTR, partial sequence. 



GBEQ 0 0 5 1 GenBank Acc | AF5 0 6 9 7 4 | Ver | AF5 06974.1 
caballus galactocerebrosidase mRNA, partial cds. 

GBEQ0052 GenBank Acc | AF506973 | Ver | AF50 6973 . 1 
caballus thymosin beta 10 mRNA, . complete cds. 

GBEQ0053 GenBank Acc | AF506972 | Ver | AF506972 . 1 
caballus mcp~2 mRNA, complete cds . 

GBEQ0054 GenBank Acc | AF506971 | Ver | AF506971 . 1 
caballus phosphoprotein C8FW mRNA, partial cds. 



GI:21070224 | Equus 



GI : 21070222 | Equus 



GI: 21070220 | Equus 



GI: 21070218 (Equus 



GBEQ0055 GenBank Acc | AF506970 | Ver | AF506970 .1 GI : 21070216 | Equus 
caballus small inducible cytokine A5 RANTES mRNA, complete cds. 



GBEQ0056 GenBank Acc I AF506969 | Ver | AF506969 . 1 
caballus ubiquitin mRNA, complete cds. 



GI: 21070214 | Equus 



GBEQ0057 GenBank Acc ) AF503366 | Ver [ AF503366. 1 GI: 21070124 | Equus 
caballus LPS-induced TNF-alpha factor (LITAF) mRNA, complete cds. 

GBEQ0058 GenBank Acc | AF503365 | Ver | AF503365 . 1 GI : 21070122 | Equus 
caballus granulocyte colony stimulating factor (G-CSF) mRNA, 
complete cds. 

GBEQ0059 GenBank Acc | AF35938 6 | Ver | AF359386. 1 GI : 13751869 | Equus 
caballus pancreatic lipase-related protein type 2 precursor 
(PLRP2) mRNA, partial cds. 



GBEQ0060 GenBank AcclAF448228 
caballus DNA-dependent protein 
partial cds. 



Ver | AF448228 .1 GI : 17 64 6640 | Equus 
kinase catalytic subunit mRNA, 



GBEQ00 6 1 GenBank Acc | A Jl 3 3 4 6 9 | Ver | A Jl 33469.1 
caballus mRNA for prostaglandin D2 synthase. 



GI: 4468172 | Equus 
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GBEQO 0 62 GenBank Acc | AF4 912 8 8 | Ver | AF4912 88.2 GI : 20 1 4 3 97 6 | Equus 
caballus latherin mRNA, complete cds . 

GBEQ0063 GenBank Acc | AF035404 AF459024 | Ver 1 AF035404 . 1 

GI: 2654199 1 Equus caballus interleukin-4 precursor (IL-4) mRNA, 
complete cds. 

GBEQ0064 GenBank Acc | U64794 | Ver | U64794 . 1 • GI: 2654387 | Equus 

caballus interleukin-6 (IL-6) mRNA, complete cds. 

GBEQ0065 GenBank Acc | AY040203 | Ver | AY040203 . 2 GI:16740524 | Equus 
caballus granulocyte-macrophage colony-stimulating-factor (GM-CSF) 
mRNA, partial cds. 

GBEQ0066 GenBank Acc | AF307972 | Ver | AF307972 . 1 GI: 13898379 | Equus 
caballus E-selectin mRNA, complete cds. 

GBEQ0067 GenBank Acc | AF411802 | Ver | AF411802 .1 GI : 15553779 I Equus 
caballus heat shock protein 70 cognate mRNA, partial cds. 

GBEQ00 68 GenBank Acc | U95039 | Ver J U95039 . 1 GI : 207224 6 | Equus 

caballus tissue inhibitor of metalloproteinase-1 (TIMP-1) mRNA, 
complete cds . 

GBEQ0069 GenBank Acc | U62529 | Ver | U62529 . 1 GI : 1480745 | Equus 

caballus matrix metalloproteinase 3 mRNA, complete cds. 

GBEQ0070 GenBank Acc | U62528 | Ver | U62528 .1 GI : 1480743 1 Equus 

caballus type II collagen mRNA, complete cds. 

GBEQ0071 GenBank Acc | AF40162 6 | Ver | AF40162 6 . 1 GI : 15282043 | Equus 
caballus microphthalmia transcription factor mRNA, partial cds. 

GBEQ0072 GenBank Acc | X98459 | Ver | X98 459 . 1 GI : 140330 91 E . caballus 
mRNA for PI 9 lipocalin protein. 

GBEQ0073 GenBank Acc | Y18204 | Ver | Y18204 . 1 GI : 4583556 | Equus 

caballus mRNA for high affinity immunoglobulin E receptor alpha 
subunit . 

GBEQ0074 GenBank Acc | AF092539 | Ver | AF092539 . 1 GI : 3 661605 | Equus 
caballus cytosolic phospholipase A2 (PLA2) mRNA, complete cds. 

GBEQ0075 GenBank Acc | AB053350 | Ver | AB053350 . 1 GI : 12082342 | Equus 
caballus mRNA for vascular endothelial growth factor 164, complete 
cds . 
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GBEQ0076 GenBank Acc | AJ292081 | Ver | AJ292081 . 1 GI : 13539196 | Equus 

caballus mRNA for intestinal Na+/glucose co-transporter (sgltl 
gene) . 

GBEQ0077 GenBank Acc | AF162703 | Ver | AF162703 .1 GI : 5690384 | Equus 

caballus phosducin (PHD) mRNA, alternatively spliced, complete 
cds . 

GBEQ0078 GenBank Acc | AY027883 | Ver | AY027883 . 1 GI: 13376982 | Equus 

caballus inducible nitric oxide synthase mRNA, complete cds. 

GBEQ0079 GenBank Acc | AB032193 | Ver | AB032193 . 1 GI:5869568 | Equus 
caballus AMELX mRNA for amelogenin, complete cds. 

GBEQ0080 GenBank Acc | AB004572 j Ver | AB004572 .1 GI : 2443358 | Equus 
caballus mRNA for sex-determining protein, complete cds. 

GBEQ0081 GenBank Acc | AF325 902 [ Ver | AF325902 . 1 GI : 12584 923 | Equus 
caballus cartilage oligomeric matrix protein (COMP) mRNA, complete 
cds . 

GBEQ0082 GenBank Acc I AF203913 | Ver | AF203913 . 1 GI: 11493782 | Equus 
caballus steroidogenic factor 2 (SF-2) mRNA, complete cds. 

GBEQ008 3 GenBank Acc I AF203911 | Ver | AF203911 . 1 GI : 11493780 | Equus 
caballus steroidogenic factor 1 (SF-1) mRNA, complete cds. 

GBEQ00 8 4 GenBank Acc | A J2 5 1 1 8 9 | Ver | A J2 51189.1 GI:6468532| Equus 
caballus mRNA for monocyte chemoattractant protein-1 (mcp-1 gene) . 

GBEQ0 08 5 GenBank Acc | A J2 5 1 1 8 8 | Ver | A J2 51188.1 GI:6468530| Equus 
caballus mRNA for eotaxin. 

GBEQ0086 GenBank Acc|AF305617 | Ver | AF305617 . 1 GI : 10716183 | Equus 
caballus interleukin 4 (IL-4) mRNA, complete cds. 

GBEQ0087 GenBank Acc | AB033541 | Ver | AB033541 . 1 GI : 10566943 | Equus 
caballus MSTN mRNA for myostatin, complete cds. 

GBEQ0088 GenBank Acc | AB049188 | Ver | AB049188 . 1 GI : 10336505 | Equus 
caballus PGP9.5 mRNA for ubiquitin C-terminal hydrolase, complete 
cds . 

GBEQ008 9 GenBank Acc | AB025570 | Ver | AB025570 . 1 GI : 4589405 | Equus 
caballus CgA mRNA for chromogranin A, complete cds. 

GBEQ0090 GenBank Acc | AY005821 | Ver | AY005821 . 1 GI : 9858374 | Equus 
caballus parathyroid hormone-related peptide mRNA, partial cds. 
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GBEQ0091 GenBank Acc | AY005808 | Ver | AY005808 . 1 GI: 9717252 | Equus' 
caballus Toll-like receptor 4 mRNA, complete cds. 

GBEQ0092 GenBank Acc | AB032166 | Ver | AB032166 . 1 GI:7209848 | Equus 
caballus mRNA for MHC class II associated invariant chain, 
complete cds . 

GBEQ0093 GenBank Acc | AF031696 | Ver | AF031696 . 1 GI : 2921287 | Equus 
caballus steroidogenic acute regulatory protein (StAR) mRNA, long 
form, complete cds. 

GBEQ0094 GenBank Acc | AF018072 | Ver | AF018072 . 2 GI : 8277420 | Equus 
caballus pituitary gonadotropin-releasing hormone receptor mRNA, 
complete cds. 

GBEQ0095 GenBank Acc | AF141931 | Ver | AF141931 . 1 GI : 7 95994 6 | Equus 
caballus low-affinity IgE receptor (CD23) mRNA, complete cds. 

GBEQ0096 GenBank Acc | AB033415 | Ver | AB033415 . 1 GI : 7592741 | Equus 
caballus IL-1RII mRNA for interleukin-1 receptor type II, complete 
cds . 

GBEQ0097 GenBank Acc | AF121140 | Ver | AF121140 . 1 GI : 68 41025 | Equus 
caballus double minute 2 protein mRNA, complete cds. 

GBEQ0098 GenBank Acc | AF03577 4 | Ver | AF035774 . 1 GI : 2661135 | Equus 
caballus beta actin mRNA, complete cds. 

GBEQ0099 GenBank Acc | AF178685 | Ver | AF178685 . 1 GI : 7381417 | Equus 
caballus butyrylcholinesterase (BCHE) mRNA, complete cds. 

GBEQ0100 GenBank Acc | AF23035 9 | Ver | AF230359 .1 GI : 6970098 | Equus 
caballus urokinase plaminogen activator receptor mRNA, partial 
cds . 

GBEQ0101 GenBank Acc | D29625 | Ver | D29625 . 1 GI : 473710 | Equine mRNA 
for peptidylglycine monooxygenase and peptidylamidoglycolate 
lyase. 

GBEQ0102 GenBank Acc | AB029157 | Ver | AB029157 .1 GI : 6633965 | Equus 
caballus .mRNA for follicle-stimulating hormone beta-subunit , 
complete cds. 

GBEQ0103 GenBank Acc | AB001693 | Ver | AB001693 . 1 GI: 4 58 9877 | Equus 
caballus Mn-SOD mRNA for manganese superoxide dismutase, complete 
cds . 



148 



WO 2005/067649 



PCT/US2005/000517 



GBEQ0104 GenBank Acc | AB001692 | Ver | AB001692 . 1- GI : 4589875 | Equus 
caballus Cu/Zn-SOD mRNA for Cu/Zn superoxide dismutase, complete 
cds . 



GBEQ0105 GenBank Acc | AF200416 | Ver | AF200416 . 1 
caballus lipopolysaccharide receptor (CD14) mRNA, 

GBEQ0106 GenBank Acc | Y11130 | Ver | Y11130 . 1 
caballus mRNA for interleukin 12 p35 subunit. 

GBEQ0107 GenBank Acc | Y11129 | Ver | Y1112 9 . 1 
caballus mRNA for interleukin 12 p40 subunit. 



GI: 6449386 | Equus 
complete cds. 

GI:5441624 1 Equus 



GI: 5441622 | Equus 



GBEQ0108 GenBank Acc | Y11131 | Ver | Y11131 . 1 GI : 5441616 | Equus 

caballus mRNA for interferon gamma inducing factor (IL-18). 



GBEQ 0109 GenBan k Acc | AJ2 24929 |Ver| A J2 24 929.1 
caballus mRNA for cathelicidin eCATH-3 . 

GBEQ01 1 0 GenBank Acc | AJ224 928 | Ver | AJ22 4 928.1 
caballus mRNA for cathelicidin eCATH-2 . 

GBEQ01 1 1 GenBank Acc I AF1 3 2 0 4 3 | Ver | AF1 32043.1 
caballus green opsin mRNA, complete cds. 

GBEQ0112 GenBank Acc | AB034731 1 Ver | AB034731 . 1 
caballus c-ski mRNA, complete cds. 



GI: 3021370 | Equus 



GI: 3021368 | Equus 



GI: 4836693 | Equus 



GI: 6277385 | Equus 



GBEQ0113 GenBank Acc | AB020338 | Ver |AB020338 . 1 GI : 5821230 | Equus 
caballus mRNA for interleukin-1 receptor type I, complete cds. 

GBEQ0114 GenBank Acc | AF175709 | Ver | AF175709 . 1 GI : 5733113 | Equus 
caballus transforming growth factor beta 1 (TGFbl) mRNA, complete 
cds . 



GBEQ0115 GenBank Acc | AJ243283 | Ver | AJ243283 . 1 GI : 5689753 | Equus 
caballus mRNA for tissue inhibitor of metalloproteinase 3, (TIMP-3 
gene) . 



GBEQ01 1 6 GenBank Acc | AF0 9 0 1 1 9 | Ver | AF0 90119.1 
caballus caspase-1 mRNA, complete cds. 

GBEQ0117 GenBank Acc | AF137509 | Ver | AF137509 . 1 
caballus cyclin Tl (cycTl) mRNA, complete cds. 



GI: 5669606 | Equus 



GI: 5052354 | Equus 



GBEQ0118 GenBank Acc | AB02 9430 | Ver | AB02 9430 . 1 GI : 5381206 | Equus 
caballus DBH mRNA for dopamine beta-hydroxylase, complete cds. 
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GBEQ0119 GenBank Acc | D5032 6 I Ver | D50326. 1 GI : 78 6170 | Equus 

caballus mRNA for inhibin beta A subunit, complete cds. 



GBEQ0120 GenBank 
caballus matrix 
complete cds. 



AcciAF148882 | Ver | AF14 8 8 82 . 1 GI : 5020115 | Equus 
metalloproteinase 1 precursor (MMP1) mRNA, 



GBEQ0121 GenBank Acc | AF143950 | Ver | AF143950 .1 GI : 4887177 | Equus 
caballus heart-type fatty acid-binding protein (FABP3) mRNA, 
partial cds. 



GBEQ0 12 2 GenBank Acc | AF12 67 4 4 | Ver | AF12 6 744.1 
caballus 11 beta-hydroxysteroid dehydrogenase 
mRNA, complete cds. 

GBEQ0123 GenBank Acc | AB022431 | Ver | AB022431 . 1 
caballus mRNA for thioredoxin, complete cds. 



GI: 4868160 | Equus 
type 2 (11-HSD2) 

GI: 4176391 (Equus 



GBEQ0124 GenBank Acc|D89666 

GI: 3550972 | Equus caballus mRNA 

dehydrogenase, complete cds. 



for 



D89665|Ver (D89666.1 
beta-hydroxysteroid 



GBEQ0125 GenBank Acc | AF124093 | Ver | AF124093 .1 GI : 432528 9 | Equus 
caballus estrogen receptor alpha mRNA, complete cds. 

GBEQ0126 GenBank Acc | AFQ53497 | Ver | AF053497 . 1 GI : 3033532 | Equus 
caballus melanoma growth stimulatory activity homolog (MGSA) mRNA, 
partial cds . 



GBEQ0 12 7 GenBank Acc | A JO 1 0 9 3 0 | Ver | A JO 10 930.1 
Caballus mRNA for lactoferrin, partial. 

GBEQ0128 GenBank Acc | U70823 | Ver | U70823 . 1 
caballus Equ cl mRNA, complete cds. 



GI: 3581958 | Equus 



GI: 1575777 | Equus 



GBEQ0129 
caballus 
cds . 



GenBank Acc | U21208 | Ver | U21208 . 1 GI : 706955 | Equus 

equine retinol binding protein precursor mRNA, complete 



GBEQ0130 GenBank Acc | U92482 | Ver | U92482 .1 GI : 3211710 | Equus 

caballus interleukin-1 receptor antagonist (EqlL-IRA) mRNA, 
complete cds. 



GBEQ0131 GenBank Acc | U92481 | Ver | U92481 . 1 
caballus interleukin-1 beta mRNA, complete cds. 

GBEQ0132 GenBank Acc | U92480 | Ver I U92480 . 1 
caballus interleukin-1 alpha mRNA, complete cds. 



GI: 3211708 | Equus 



GI: 3211706 | Equus. 
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GBEQ0133 GenBank Acc | L49414 | Ver | L49414 .1 GI : 1477385 | Equus 

caballus IgM constant region mRNA, 3 1 end. 

GBEQ0134 GenBank Acc | AF083065 | Ver | AF08 3065 . 1 GI: 3493134 | Equus 
caballus calcyclin (CACY) mRNA, complete cds . 

GBEQ0135 GenBank Acc | Y09440 | Ver | Y09440 . 1 GI : 3445273 | Equus 

caballus mRNA for preprogastrin. 

GBEQ0136 GenBank Acc | AF019072 | Ver | AF019072 .1 GI : 3299893 | Equus 
caballus endothelin-B receptor (EDNRB) mRNA, complete cds. 

GBEQ0137 GenBank Acc | U55216 | Ver | U55216 . 1 GI : 1305528 | Equus 

caballus Mx protein homo log. mRNA, complete cds. 

GBEQ0138 GenBank Acc | L38511 | Ver | L38511 .1 GI : 601911 | Equus 

caballus pregnancy-associated glycoprotein (PAG) mRNA, complete 
cds . 

GBEQ0139 GenBank Acc | AB010829 | Ver | AB010829 . 1 GI : 3062844 | Equus 
caballus mRNA for f ollistatin, complete cds. 

GBEQ0140 GenBank Ace | U31699 | Ver | U31699 . 1 GI : 1592834 | Equus 

caballus gelsolin mRNA, complete cds . 

GBEQ0141 GenBank Acc | AF047520 | Ver | AF047520 . 1 GI: 2906239 | Equus 
caballus motilin precursor, mRNA, partial cds. 

GBEQ0142 GenBank Acc | AJ001400 | Ver | AJ001400 .1 GI : 2388784 | Equus 
caballus mRNA for cysteine-rich secretory protein-3. 

GBEQ0143 GenBank Acc | AF041069 | Ver | AF041069 . 1 • GI : 2773350 | Equus 
caballus fibronectin mRNA, partial cds. 

GBEQ0144 GenBank Acc | AF038127 | Ver | AF038127 . 1 GI : 272394 6 | Equus 
caballus dermatan sulfate proteoglycan II mRNA, complete cds. 

GBEQ0145 GenBank AcclAF035934 | Ver | AF035934 . 1 GI : 2662530 | Equus 
caballus biglycan mRNA, complete cds. N 

GBEQ 014 6 GenBank Acc | AF0 3 4 0 8 7 | Ve r I AFG 34087.1 GI:2641647| Equus 
caballus matrix metalloproteinase 13 (MMP13) mRNA, complete cds. 

GBEQ0147 GenBank Acc | D42165 | Ver | D42165 . 1 GI : 246354 9 | Equus 

caballus mRNA for interleukin-lb, complete cds. 

GBEQ0148 GenBank Acc | AB000201 | Ver | AB000201 . 1 GI : 1777302 | Equus 
caballus mRNA for equine preprorelaxin, complete cds. 
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GBEQ0149 GenBank Acc | D50327 TVer | D50327 . 1 GI : 7 90961 | Horse mRNA 
for inhibin alpha subunit precursor, complete cds . 

GBEQ0150 GenBank Acc | U91947 | Ver | U91947 .1 GI : 1928883 | Equus 

caballus interleukin-5 (IL-5) mRNA, complete cds. 



GBEQ0151 GenBank Acc | U85272 | Ver | U85272 . 1 
caballus prepro IGF-Ia mRNA, complete cds. 



GI: 1815684 | Equus 



GBEQ0152 GenBank Acc | S73527 | Ver | S73527 .1 GI : 688071 | epidermal 

growth factor [Equus caballus=horses , kidney, mRNA Partial, 274 
nt] . 

GBEQ0153 GenBank Acc | U19381 | Ver | U19381 . 1 GI : 625087 | Equus 

caballus complement protein C9 precursor mRNA, complete cds. 

GBEQ0154 GenBank Acc | U60978 | Ver | U60978 . 1 GI : 1407823 | Equus 

caballus beta-lactoglobulin II mRNA, complete cds. 



GBEQ0155 GenBank . Acc | U6035 6 | Ver | U60356 . 1 
caballus be.ta-lactoglobulin I mRNA, complete cds 



GBEQ015 6 GenBank 
EQMHCC1 mRNA. 

GBEQ0157 GenBank 
MHCB3 mRNA. 

GBEQ0158 GenBank 
mRNA for colipase B 



Acc |X798 93 I Ver 1X7 98 93. 1 
Acc 1X80018 I Ver 1X80018.1 
Acc 1X74344 | Ver 1X74344.1 



GBEQ0159 GenBank Acc|X75612 I Ver | X75612 . 1 
mRNA for .immunoglobulin kappa light chain. 



GBEQ0160 GenBank 
mRNA CRTL1. 



Acc 1X78077 I Ver (X7 8077.1 



GBEQ0 161 GenBank Acc | X7 4 0 4 5 | Ver 1X74045. 1 
mRNA for serum albumin. 

GBEQ0162 GenBank Acc | X718 09 | Ver | X71809 . 1 
mRNA for MHC class I heavy chain. 

GBEQ0163 GenBank Acc | X69393 | Ver | X69393 . 1 
mRNA for interleukin-2 precursor. 

GBEQ0164 GenBank Acc | X66218 | Ver | X66218 . 1 
mRNA for pancreatic lipase. 



GI:1405398 | Equus 
GI: 728551 |E. caballus 
GI: 728547 |E. caballus 
GI: 572 67 8 |E. caballus 
GI:488145|E. caballus 
GI : 459438 | E . caballus 
GI : 399671 | E . caballus 
GI: 2978 95 IE. caballus 
GI:1076|E. caballus 
GI: 1063 |E. caballus 
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GBEQ0165 GenBank Acc | X668 62 | Ver | X668 62 . 1 GI : 1059 | E . caballus 

mRNA for lymphocyte surface antigen precursor CD4 4. 

GBEQ0166 GenBank Acc 1X6988 4 | Ver | X698 8 4 . 1 GI:1057 |E. caballus 

mRNA for T-lymphocyte surface antigen precursor CD2 . 



GBEQ0167 GenBank Acc | X69083 | Ver | X69083 . 1 
mRNA for beta 2 -microglobulin. 



GI : 1055 | E . caballus 



GBEQ0168 GenBank Acc | X58 5 63 | Ver | X585 63 . 1 GI : 1008 | E. caballus 

mRNA for atrial natriuretic polypeptide (ANP) , (also known as: 
atrial natriuretic factor, cardiodilatin, cardionatrin and 
atriopeptin) . 



GBEQ0169 GenBank Acc | M91161 | Ver | M91161 . 1 
serpin mRNA, complete cds . 



GI:164240|Horse 



GBEQ0170 GenBank Acc | U51789 | Ver | U51789 . 1 GI : 1262915 | Equus 

caballus thyrotropin beta chain (TSH-beta) mRNA, complete cds. 

GBEQ0171 GenBank Acc | M95410 | Ver | M95410 . 1 GI : 435020 | Equus 

caballus thoroughbred pcDNAl-1/29 (#08 34) major histocompatibility 
complex class I alpha chain mRNA, complete cds. 



GBEQ0172 GenBank Acc | U15150 | Ver | U15150 . 1 
caballus IgE heavy chain mRNA, partial cds . 



GBEQ0173 
caballus 

GBEQ0174 
caballus 
region. 

GBEQ0175 
caballus 

GBEQ017 6 
caballus 

GBEQ0177 
callabus 

GBEQ0178 
caballus 

GBEQ017 9 
caballus 



GenBank Acc | L38393 | Ver | L38393 . 1 
(clone GI) T cell receptor gamma (TCRG) 



GI: 555992 | Equus 



GI: 1041062 | Equus 
mRNA, C region. 



GenBank Acc | L38392 | Ver | L38392 .1 GI : 104067 6 | Equus 

(clone Gorig) T cell receptor gamma (TCRG) mRNA,' VDJ 

GenBank Acc | L38383 | Ver | L38383 . 1 GI : 1040663 | Equus 

(clone A55) T-cell receptor alpha chain mRNA, C-region. 



GenBank Acc|L46797 | Ver | L46797 . 1 
clusterin mRNA, complete cds. 

GenBank Acc | U38200 | Ver | U38200 . 1 
interleukin-10 (IL-10) mRNA, complete cds. 



GI: 1048720 | Equus 
GI: 1041788 | Equus 



GenBank Acc|U28947 | Ver | U28947 . 1 GI : 887 97 6 | Equus 

alpha-fetoprotein precursor mRNA, complete cds. 

GenBank Acc | L42623 | Ver | L42623 . 1 GI : 848 982 | Equus 

(clone pcDNACG2) MHC class I mRNA, complete cds. 
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GBEQ0180 GenBank Acc|U25990 | Ver | U25990 . 1 GI: 829614 | Equus 

caballus skeletal muscle sodium channel alpha-subunit mRNA> 
complete cds. 

GBEQ0181 GenBank Acc | L33910 | Ver | L33 910 . 1 GI: 53 012 8 | Equus 

caballus MHC class II DQ-beta chain (DQbeta) mRNA, complete cds. 

GBEQ0182 GenBank Acc | L33909 | Ver | L33909 . 1 GI : 53012 6 | Equus 

caballus MHC class II DQ-alpha chain (DQalpha) mRNA, complete cds. 

GBEQ0183 GenBank Acc | U04050 | Ver | U04 050 .1 GI : 435025 | Equus 

caballus interf eron-gamma precursor mRNA, complete cds. 

GBEQ0184 GenBank Acc | M274 62 | Ver | M274 62 . 1 GI : 60-244 7 | Equus 

caballus chorionic gonadotropin alpha-subunit (CG) mRNA, 3 T end. 

GBEQ0185 GenBank Acc | U1704 1 | Ver | U17041 . 1 GI : 57 664 6 | Equus 

caballus Ig epsilon heavy chain mRNA, partial cds. 

GBEQ0186 GenBank Acc | L07571 | Ver | L07571 . 1 GI : 291479 | Equus 

caballus (clone pHLll) productively rearranged Ig lambda chain 
mRNA, V3- J-Cl region, complete cds. 

GBEQ0187 GenBank Acc | L07565 | Ver | L07565 . 1 GI : 291467 | Equus 

caballus (clone pHL5) productively rearranged Ig lambda chain 
mRNA, V3- J-Cl region, complete cds. 

GBEQ018 8 GenBank Acc j M69020 | Ver | M69020 . 1 GI : 164242 | E . caballus 
transferrin mRNA, complete cds. 

GBEQ0189 GenBank Acc | M64865 | Ver | M64865 .1 GI : 164177 | Horse 

alcohol dehydrogenase-S- isoenzyme mRNA, complete cds. 

GBEQ0190 GenBank Acc | U0292 9 | Ver | U02929 . 1 GI : 409962 | Equus 

caballus growth hormone (ecGH) mRNA, complete cds. 

GBEQ0191 GenBank Acc | AY083516 | Ver | AY083516 . 1 GI : 20146867 | Equus 
caballus somatostatin gene, 3'OTR and partial cds. 

GBEQ0192 GenBank Acc | AY011676 | Ver | AY01167 6 . 1 GI : 12699951 | Equus 
caballus cAMP responsive element moderator (CREM) gene, partial 
cds . 

GBEQ0 193 GenBank Acc | AF3 67*7 0 6 | Ver | AF3 67706.1 GI:14486710| Equus 
caballus mast cell growth factor (MGF) gene, exons 7, 8, and 9 and 
partial cds. 

GBEQ0194 GenBank Acc | AF372660 | Ver | AF372660 . 1 GI : 20385505 | Equus 
caballus uteroglobin precursor, gene, complete cds. 
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GBEQ0195 GenBank Acc|AF400580 REGION • 

jo±n(l. .228,506. .626,1344. .1421,1915. .2410) | Ver | AF400580 . 1 
GI: 15788235 | Equus caballus pulmonary surfactant-associated protein 
A gene, complete cds . 



REGION: 



GBEQ0196 GenBank AcclAF288358 

join(<683. . 842, 2144 . . 2208, 4508 . . >4 684 ) | Ver | AF288358 . 1 
GI: 14599451 | Equus caballus agouti-signaling protein (ASIP) qene 
ASIP-A allele, complete cds. ~ " 

GBEQ0197 GenBank Acc|AF288357 REGION- 
<654 . . XL607 | Ver | AF288357 .1 GI : 14599449 1 Equus caballus 

melanocortin 1 receptor (MC1R) gene, MC1R-E allele, complete cds. 



GBEQ0198 GenBank 
GI: 5706737 | Equus 
complete cds . 



Acc|AF034077 REGION: I Ver | AF034 077 . 2 

caballus alpha-l-antitrypsin (Spi2) gene, 



GBEQ0199 GenBank Acc|AF027335 

GI : 258 60 68 | Equus caballus prostaglandin 

promoter and complete cds . 



REGION: I Ver | AF027335 . 1 
G/H synthase-2 gene, 



GBEQ0200 GenBank Acc | AF031664 | Ver | AF031664 . 1 GI : 2921281 | Equus 
caballus cytochrome P450 cholesterol side-chain cleavage (P450scc) 
gene, complete cds. . 



GBEQ0201 GenBank 
gene for I FN II. 



Acc I A15987 | Ver | A15987 . 1 GI : 640891 | E . caballus 



GBEQ0202 GenBank Acc|X07051 

join (605. .699,1329. .1533,1682. .1810) | Ver | X07051 . 1 
gene for zeta globin (BI allele) . 

GBEQ0203 GenBank Acc 1X07053 

join (3481. .3575,3854. .4058,4208. .4336) | Ver | X07053 . 1 
psi zeta and alpha 2 globin genes (BI allele) . 

GBEQ0204 GenBank Acc|Y00284 

join (268. .362,452. . 656, 749. . 877) | Ver | Y00284 . 1 
pseudo alpha globin (psi alpha) gene. 



REGION : 
GI:1069|Horse 



REGION: 
GI: 1065 | Horse 



REGION: 
GI: 1061 | Horse 



GBEQ02 05 GenBank Acc|M64087 REGION- 
join (296. .481,1070. .1118,1306. .1353,1678. .2099) | Ver | M64087 . 1 
GI.: 164244 | Equus caballus tumor necrosis factor-alpha 
complete cds. (CDS -b 3'UTR) 



gene, 
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GBEQ0206 GenBank Acc|L10654 REGION: 
join (616. .721,800. .84 6) | Ver | L10654 . 1 GI : 164238 | Horse protamine 1 
(PRM-1) gene, complete cds . 

GBEQ0207 GenBank Acc|M60100 REGION: 
join (496. .741, 1182. .>1618) | Ver | M60100 . 1 GI : 164236 | E . caballus MHC 
class II DR alpha chain (A2 haplotype) gene, 3' end. 

GBEQ0208 GenBank AcclM14544 REGION: 1421 .. 2008 | Ver | M14544 . 1 
GI : 164230 | Horse interf eron-omega-1 gene, complete cds. 

GBEQ0209 GenBank Acc|M14546- REGION: 697 . . 1257 | Ver | M1454 6 . 1 

GI : 164228 | Horse interf eron-beta gene, complete cds. 

GBEQ0210 GenBank Acc|M14545 REGION: 129. . 716 | Ver | M14545 . 1 

GI : 164217 | Horse interf eron-omega-2 gene, complete cds. 

GBEQ0211 GenBank Acc|AY196483 | Ver | AY196483 . 1 GI: 28628570 | Equus 
caballus INSL3/relaxin receptor LGR8 mRNA, partial cds. 

GBEQ0212 GenBank Acc | AY237113 | Ver I AY237113 . 1 GI : 29826065 | Equus 
caballus elongation factor la (EF-la) mRNA, partial cds. 

GBEQ0213 GenBank Acc | AJ551396J Ver 1 AJ551396 . 1 GI : 29335684 [ Equus 
caballus partial mRNA for glial fibrillary acidic protein (GFAP 
gene) . 

GBEQ0214 GenBank Acc | AB106279 | Ver | AB106279 . 1 GI: 29126056 | Equus 
caballus DCN mRNA for decorin, partial cds. 

GBEQ0215 GenBank Acc|AB106278 | Ver 1 AB106278 . 1 GI: 29126054 | Equus 
caballus BGN mRNA for biglycan, partial cds.' 

GBEQ0216 GenBank Acc | AB106119 | Ver | AB106119 . 1 GI : 29122664 | Equus 
caballus Tbeta-RII mRNA for TGF beta receptor type II, partial 
cds. 

GBEQ0217 GenBank Acc|AB106118 | Ver | AB106118 . 1 GI : 29122662 | Equus 
caballus ALK5 mRNA for TGF beta receptor type I, partial cds. 

GBEQ0218 GenBank Acc | AB106116 | Ver | AB106116. 1 GI:29122658 I Equus 
caballus SMAD7 mRNA for Smad7, partial cds. 

GBEQ0219 GenBank Acc | AB10 6115 | Ver | AB10 6115 . 1 GI : 29122 65 6 | Equus 
caballus SMAD6 mRNA for Smad6, partial cds. 

GBEQ0220 GenBank Acc |AB106114 | Ver |AB10 6114 . 1 GI : 29122654 | Equus 
caballus SMAD5 mRNA for Smad5, partial cds. 
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GBEQ0221 GenBank Acc | AB106113 | Ver | AB106113 . 1 
caballus SMAD1 mRNA for Smadl, partial cds. 



GI:29122652 |Equus 



GBEQ0222 GenBank Acc | AJ539224 | Ver | AJ539224 . 1 GI : 28193094 |Equus 
caballus partial mRNA for sodium/potassium dependent ATPase beta-1 
subunit . 

GBEQ0223 GenBank Acc | AJ519535 | Ver | AJ519535 . 1 GI : 2 618 9985 | Equus 
caballus partial mRNA for mu-opioid receptor (oprml gene) . 

GBEQ0224 GenBank Acc | AF547432 | Ver | AF547432 . 1 GI : 23957577 1 Equus 
caballus Golgi apparatus protein mRNA, partial cds. 

GBEQ0225 GenBank Acc | AF547431 1 Ver | AF547431 . 1 GI: 23957575 | Equiis 
caballus cell division cycle 2 protein mRNA, partial cds* 

GBEQ022 6 GenBank Acc I AF348 966 | Ver | AF348 966 . 1 GI : 1354 9106 | Equus 
caballus clone RTAR12 MHC class II antigen (ELA-DQB) mRNA, partial 
cds . 



GBEQ0227 GenBank Acc | AY032721 | Ver | AY032721 . 1 
caballus androgen receptor mRNA, partial cds, 

GBEQ0228 GenBank Acc | AY114350 | Ver | AY114350 . 1 GI: 
caballus leukocyte common antigen mRNA, partial cds. 

GBEQ0229 -GenBank Acc | AF520988 | Ver | AF520988 . 1 GI : 
caballus dopamine Dl-like receptor' mRNA, partial cds 

GBEQ0230 GenBank Acc | AY112896 | Ver | AY112896 . 1 
caballus Indian hedgehog (IHH) mRNA, partial cds, 

GBEQ0 2 3 1 GenBank Acc | AF5 1 0 6 6 6 | Ver | AF5 10 666.1 
caballus noggin mRNA, partial cds. 



GI: 22073871 | Equus 
21747884 I Equus 
21702702 | Equus 
GI:21360570|Equus 
GI: 21105760 | Equus 



GBEQ0232 GenBank Acc | AF510 665 | Ver | AF510665 . 1 GI: 
caballus bone morphogenetic protein 6 precursor 
partial cds. 



21105758 | Equus 
(BMP 6) mRNA, 



GBEQ0233 
caballus 
cds . 



GenBank Acc | AF508 034 | Ver | AF508034 . 1 GI : 21070317 | Equus 
plasminogen activator inhibitor-1 (PAI-1) mRNA, partial 



GBEQ0234 GenBank Acc | AF508032 | Ver | AF508032 . 1 GI:21070313 | Equus 
caballus AT-rich binding protein-1 (SATB1) mRNA, partial cds. 

GBEQ0235 GenBank Acc | AJ439894 | Ver | AJ439894 . 1 GI : 20338733 | Equus 
caballus partial mRNA for estradiol receptor beta (er ss gene) . 
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GBEQ023 6 GenBank Acc | AJ439893 | Ver | AJ439893 . 1 GI : 20338731 | Equus 
caballus partial mRNA for FGF-2 receptor IIIc (fgfr2IIIc gene) . 

GBEQ0237 GenBank Acc | AJ439892 | Ver | AJ439892 .1 GI : 20338729 I Equus 
caballus partial mRNA for FGF-7 receptor 2IIIb (fgfr2IIIb gene) . 

GBEQ0238 GenBank Acc | AJ439891 | Ver | AJ4398 91 . 1 GI:20338727 | Equus 
caballus partial mRNA for keratinocyte growth factor (fgf-7 gene) . 

GBEQ0 2 3 9 GenBank Acc | A J4 3 9 8 9 0 | Ver | A J4 39890.1 GI:20338725] Equus 
caballus partial mRNA for fibroblast growth factor 1 (fgf-1 gene) . 

GBEQ0240 GenBank Acc | AJ4398 8 6 | Ver | AJ43988 6 . 1 GI: 20338717 | Equus 
caballus partial mRNA for endothelia NO synthase (enos gene) . 

GBEQ02 4 1 GenBank Acc | A J3 1 9 9 0 7 | Ver | A J3 19907.1 GI:18073989| Equus 
caballus partial mRNA for fibroblast growth factor receptor (fgfr 
gene) . 

GBEQ0 2 4 2 GenBank Acc | AF0 7 67 8 2 | Ver | AF0 7 67 82.1 GI : 4 0 2 8 97 5 | Equus 
caballus cycl in-dependent kinase 2A inhibitor (CDKN2A) mRNA, 
partial cds . 

GBEQ024 3 GenBank Acc | AF07 6780 | Ver | AF07 67 80 . 1 GI : 4 028 971 1 Equus 
caballus melanocyte protein 17 precursor (PMEL17) mRNA, partial 
cds . 

GBEQ0244 GenBank Acc | AJ319910 | Ver | AJ319910 .1 GI : 18073995 | Equus 
caballus partial mRNA for connexin 43 (cx43 gene) . 

GBEQ0 2 4 5 GenBank Acc | A J3 1 9 9 0 9 | Ver | A J3 19909.1 GI:18073993| Equus 
caballus partial mRNA for connexin 32 (cx32 gene) . 

GBEQ024 6 GenBank Acc | AJ319908 | Ver | AJ319908 . 1 GI : 18073991 1 Equus 
caballus partial mRNA for VEGF receptor fit (fit gene) . 

GBEQ024 7 GenBank Acc | AJ319906 | Ver | AJ319906 . 1 GI : 18073987 | Equus 
caballus partial mRNA for fibroblast growth factor 2 (fgf2 gene) . 

GBEQ0248 GenBank Acc | AB07 6030 | Ver I AB07 6030 .1 GI : 17736831 1 Equus 
caballus mRNA for Smad4, partial cds. 

GBEQ0249 GenBank Acc |AB07 6029 | Ver |AB07 602 9. 1 GI : 17736829 I Equus 
caballus mRNA for Smad3, partial cds. 

GBEQ0250 GenBank Acc | AF397192 | Ver | AF397192 . 1 GI : 15011536 | Equus 
caballus heat-shock protein 70 mRNA, partial cds. 
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GBEQ0251 GenBank Acc| AF432178 | Ver | AF4 32178 . 1 GI : 1661219 6 | Equus 
caballus heat shock transcription factor 2 mRNA, partial cds . 



GBEQ0252 GenBank Acc | AB072934 | Ver | AB072934 . 1 
caballus AGM mRNA for angiomodulin, partial cds. 



GI:16151816|Equus 



GBEQ0253 GenBank Acc| AB071422 | Ver | AB071422 . 1 GI : 15636922 | Equus 
caballus PNMT mRNA for phenylethanolamine N-methyltransf erase, 
partial cds. 

GBEQ0254 GenBank Acc | AB071421 | Ver | AB071421 . 1 GI : 15 63 6920 | Equus 
caballus TH mRNA for tyrosine hydroxylase, partial cds. 

GBEQ0255 GenBank Acc | AB070839 | Ver | AB070839 . 1 GI : 15408576 | Equus 
caballus COL1A2 mRNA for type I collagen alpha 2 chain, partial 
cds . 

GBEQ0256 GenBank Acc | AF4 01625 | Ver | AF401625 . 1 GI : 15282041 | Equus 
caballus mast cell growth factor mRNA, partial cds . 

GBEQ0257 GenBank Acc | AF368322 | Ver | AF368322 .1 GI : 14039923 | Equus 
caballus aggrecanase-2 mRNA, partial cds. 

GBEQ0258 GenBank Acc | AF3 68321 | Ver | AF3 68321 . 1 GI: 14 039920 | Equus 
caballus aggrecanase-1 mRNA, partial cds. 

GBEQ0 2 5 9 GenBank Acc | AF1 67 1 5 8 | Ver | AFl 67 1 58.1 GI:9621997| Equus 
caballus orphan nuclear receptor DAX-1 mRNA, partial cds. 

GBEQ0260 GenBank Acc | AF157 62 6 | Ver | AF157 62 6 . 1 GI : 516348 9 | Equus 

caballus glyceraldehyde-3-phosphate dehydrogenase mRNA, partial 
cds . 

GBEQ0261 GenBank Acc 1 AB043677 | Ver | AB043677 .1 GI : 12082135 | Equus 

caballus Hsp90 alpha mRNA for heat shock protein 90 alpha, partial 
cds . 

GBEQ0262 GenBank Acc | AB04367 6 | Ver | AB04367 6. 1 GI: 12082133 | Equus 

caballus Hsp90beta mRNA for heat shock protein 90 beta, partial 
cds . 

GBEQ0263 GenBank Acc | AF288214 | Ver | AF288214 .1 GI : 9858134 | Equus 

caballus immunoglobulin G heavy chain mRNA, partial cds . 

GBEQ0264 GenBank Acc | AF288213 | Ver | AF288213 , 1 GI : 9858 132 | Equus 
caballus immunoglobulin G light chain mRNA, partial cds. 

GBEQ0265 GenBank Acc | AB035518 | Ver | AB035518 .1 GI : 8307713 | Equus 
caballus AMPP mRNA for adrenomedullin, partial cds. 
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GBEQ0266 GenBank Acc|AF265207 | Ver | AF2 65207.1 GI: 8072314 | Equus 
caballus transcription factor SOX-9 mRNA, partial cds . 

GBEQ0267 GenBank Acc | AB04 0095 | Ver | AB040095 .1 GI : 7262514 | Equus 
caballus GPX1 itiRNA for glutathione peroxidase, partial cds. 

GBEQ0268 GenBank Acc | AB0398 65 | Ver | AB039865 . 1 GI:7229094 | Equus 
caballus COX-1 mRNA for cyclooxygenase-1, partial cds. 

GBEQ0269 GenBank Acc | AJ010315 | Ver | AJ010315 .1 GI : 3426086 | Equus 

caballus mRNA for tissue inhibitor of metalloproteinase-2 , 
partial. 

GBEQ0270 GenBank Acc|AF076673 | Ver | AF07 6673 . 1 GI: 3341802 | Equus 

caballus oxytocin-neurophysin I (OXT) mRNA, partial cds. 

GBEQ0271 . GenBank Acc | AF17 9275 | Ver | AF17 9275 . 1 GI : 5815452 | Equus 

caballus leptin mRNA, partial cds. 

GBEQ0272 GenBank . Acc |AJ2 43311 | Ver | AJ24 3311 . 1 GI: 5420368 | Equus 

caballus mRNA for matrix metalloproteinase-2 (gene mmp-2) , 
partial . 

GBEQ0273 GenBank Acc|AF139663 | Ver | AF139663 . 1 GI: 48 68372 | Equus 

caballus leptin receptor mRNA, partial cds. 

GBEQ0274 GenBank Acc|AF113507 | Ver | AF113507 . 1 GI: 4588604 | Equus 

caballus core binding factor alpha 1 suburiit mRNA, partial cds. 

GBEQ0275 GenBank Acc|AF117954 | Ver | AF117 954 . 1 GI: 4235113 | Equus 
caballus procollagen alpha- 1 type III precursor (C0L3A1) mRNA, 
partial cds. 

GBEQ027 6 GenBank Acc|AF0077 98 | Ver I AF0077 98 . 1 GI : 224 6695 | Equus 
caballus progesterone receptor mRNA, partial cds. 

GBEQ0277 GenBank Acc|U52364 | Ver | U52364 . 1 GI: 1871157 | Equus 

caballus SMCY mRNA, partial cds. 

GBEQ0278 GenBank Acc | U52363 | Ver | U52363 . 1 GI : 1871155 | Equus 

caballus SMCX mRNA, partial cds. 

GBEQ0279 GenBank Acc|U52108 | Ver | U52108 . 1 GI: 1272417 | Equus 

caballus fibronectin mRNA, partial cds. 

GBEQ0280 GenBank Acc | U37313 | Ver | U37313 . 1 • GI : 1244535 I Equus 

caballus cytochrome P450 aromatase mRNA,' partial cds. 
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GBEQ0281 GeriBank Acc | AJ010121 | Ver | AJ010121 . 1 GI ; 3421014 | Equus 
caballus mRNA for sperm-membrane associated protein P47, partial, 

GBEQ0282 GenBank Acc | AF042352 | Ver | AF042352 . 1 GI : 2792524 | Equus 

caballus connexin 4 3 (CX43) mRNA, partial cds . 

GBEQ0283 GenBank Acc | AF040637 | Ver | AF040637 . 1 GI : 2773303 | Equus 

caballus aggrecan core protein mRNA, partial cds. 

GBEQ0284 GenBank Acc | AF034 691 | Ver | AF034 691 . 1 GI : 2653642 | Equus 

caballus procollagen alpha 1 (I) (COL1A1) mRNA, partial cds. 

GBEQ0285 GenBank Acc | L81159 | Ver | L81159 . 1 GI : 2231154 | Equus 

caballus clone 118 immunoglobulin mu (IgM) mRNA, partial cds. 

GBEQ028 6 GenBank Acc | L81158 | Ver | L81158 .1 GI : 2231153 | Equus 

caballus clone 116 immunoglobulin mu (IgM) mRNA, partial cds. 

GBEQ0287 GenBank Acc | L81157 | Ver | L81157 .1 GI : 2231152 | Equus 

caballus clone 114 immunoglobulin mu (IgM) mRNA, partial cds. 

GBEQ0288 GenBank Acc | U11241 | Ver | U11241 . 1 GI : 508703 | Equus 
caballus insulin-like growth factor II precursor (IGF-II) mRNA, 
partial cds. 

GBEQ0289 GenBank Acc | L07570 | Ver | L07570 . 1 GI : 291477 | Equus 

caballus (clone pHLlO) productively rearranged Ig lambda chain 
mRNA, V2-J-C2 region, partial cds. 

GBEQ0290 GenBank Acc | L07567 | Ver | L07567 .1 GI : 291471 | Equus 

-caballus (clone pHL7) productively rearranged Ig lambda chain 
mRNA, Vl-J-Cl region, 3' end. 

GBEQ0291 GenBank Acc | M96552 | Ver | M96552 .1 GI : 164205 | Equus 

caballus 5-lipoxygenase-activating protein (FLAP) mRNA, 5' end. 

GBEQ0292 GenBank Acc | CD536802 | Ver | CD536802 . 1 

GI : 3157 9217 | LeukoN6_6_E03 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__6jE03 A028 3', 
mRNA sequence. : Start: 1: Stop: 561 

GBEQ0293 GenBank Acc | CD536798 | Ver | CD536798 . 1 

GI : 31579213 | LeukoN6_6_A09 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_6_A0 9_A028 3', 
mRNA sequence. : Start :l:.Stop: 641 

GBEQ0294 GenBank Acc | CD5367 92 | Ver | CD536792 . 1 

GI:31579207 |LeukoN6_6_A01.bl_A028 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN6__6_A0 1_A028 3' , 
mRNA sequence. : Start :1: Stop: 4 97 

GBEQ0295 GenBank Acc | CD5367 90 | Ver | CD53 67 90 . 1 

GI : 3157 9205 I LeukoN 6_6_C 05 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_6_C 0 5_A0 2 8 3', 
mRNA sequence. : Start : 1: Stop: 566 

GBEQ0296 GenBank Acc | CD536783 | Ver | CD536783 . 1 

GI : 31579198 | LeukoN6__6_H07 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_6_H0 7_A0 2 8 3', 
mRNA sequence .: Start : 1 : Stop: 30 6 

GBEQ0297 GenBank Acc | CD536770 | Ver | CD536770 . 1 

GI: 31579185 | LeukoN6_6_C03 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__6__C03__A028 3', 
mRNA sequence .: Start : 1 : Stop: 4 65 

GBEQ0298 GenBank Acc | CD5367 64 | Ver | CD536764 . 1 

GI: 3157 917 9 1 LeukoN 6__6_H05 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_6_H05_A028 3 1 , 
mRNA sequence. : Start : 1: Stop: 577 

GBEQ0299 GenBank Acc | CD5367 63 | Ver | CD5367 63 . 1 

GI : 3157 9178 1 LeukoN6__6_C02 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6__6__C0?_A028 3', 
mRNA sequence. : Start: 1: Stop: 632 

GBEQ0300 GenBank Acc | CD536756 | Ver | CD536756 . 1 

GI: 3157 9171 | LeukoN 6_6_G02 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 'Equus caballus cDNA clone LeukoN 6_6_G0 2_A0 2 8 3', 
mRNA sequence. : Start: 1: Stop: 552 

GBEQ0301 GenBank Acc | CD536755 | Ver | CD536755 . 1 

GI : 3157 9170 I LeukoN 6_6_H04 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6__6_H04_A028 3', 
mRNA sequence. : Start: 1: Stop: 672 

GBEQ0302 . GenBank Acc | CD536750 | Ver | CD536750 . 1 

GI : 3157 9165 | LeukoN 6_6_A0 4 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus' cDNA clone LeukoN6__6_A04__A028 3 1 , 
mRNA sequence .: Start : 1 : Stop: 583 

GBEQ0303 GenBank Acc | CD53674 6 | Ver j CD536746 . 1 

GI:31579161| LeukoN 6_6__D0 2 . bl_A0 2 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_6_D02_A028 3', 
mRNA sequence .: Start : 1 : Stop: 68 5 
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GBEQ0304 GenBank Acc | CD536743 | Ver | CD536743 . 1 

GI: 3157 9158 | LeukoN6_6_G08 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_6_G0 8__A02 8 3', 
mRNA sequence . : Start : 1 : Stop: 685 

GBEQ0305 GenBank Acc | CD536667 | Ver | CD536667 . 1 

GI: 31579082 | LeukoN6_5__A06 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__5_A06_A028 3', 
mRNA sequence .: Start : 1 : Stop : 562 

GBEQ0306 GenBank Acc | CD536665 | Ver | CD536665 . 1 

GI: 3157 9080 | LeukoN6_5__H05 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5__H05_A028 3 1 , 
mRNA sequence .: Start : 1 : Stop: 553 

GBEQ0307 GenBank Acc | CD536664 | Ver | CD536664 . 1 

GI : 3157 907 9 | LeukoN 6_5_D11 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5__D 1 1_A0 2 8 3',- 
mRNA sequence. :Start:l: Stop: 621 

GBEQ0308 GenBank Acc | CD536663 | Ver | CD536663 . 1 

GI : 31579078 | LeukoN6_5_C02 .bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_C 02_A0 2 8 3', 
mRNA sequence . : Start : 1 : Stop : 674 

GBEQ0309 GenBank Acc | CD536662 | Ver | CD536662 . 1 

GI: 3157 9077 | LeukoN6_5_D04 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_D0 4_A0 2 8 3', 
mRNA sequence. : Start: 1: Stop: 475 

GBEQ0310 GenBank Acc | CD53 6661 | Ver | CD536661 . 1 

GI: 31579076 | LeukoN6_5_F08.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5__F08_A028 3 1 , 
mRNA sequence .: Start : 1 : Stop: 735 

GBEQ0311 GenBank Acc | CD536660 I Ver | CD536660 .1 

GI: 31579075 I LeukoN6_5_A05.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_A0 5__A0 2 8 3', 
mRNA sequence. : Start: 1 : Stop: 417 

GBEQ0312 GenBank Acc I-CD536658 | Ver | CD536658 . 1 

GI: 31579073 | LeukoN6_5_C09 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_C09_A028 3', 
mRNA sequence. : Start: 1: Stop: 631 

GBEQ0313 GenBank Acc | CD536657 | Ver | CD536657 . 1 

GI: 31579072 | LeukoN 6_5_H 11 . bl_A028 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone Leu koN 6_5_H 1 1_A0 2 8 3', 
mRNA sequence. : Start: 1: Stop: 629 

GBEQ0314 GenBank Acc | CD536655 | Ver | CD536655. 1 

GI : 3157 9070 | LeukoN 6_5_D1 0 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__5_D10_A028 3 1 , 
mRNA sequence. : Start: 1: Stop: 2 59 

GBEQ0315 ( GenBank Acc | CD536651 1 Ver t CD536651 . 1 

GI : 31579066 | LeukoN 6_5__E0 5 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5__E05_A028 3 1 , 
mRNA sequence .: Start : 1 : Stop: 575 

GBEQ0316 GenBank Acc | CD536650 | Ver | CD536650 . 1 

GI : 31579065 | LeukoN6_5_F07 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_F07_A028 3', 
mRNA sequence. : Start : 1 : Stop: 45 6 

GBEQ0317 GenBank Acc | CD536649 | Ver | CD53664 9 . 1 

GI: 3157 9064 | LeukoN6_5_G0 9 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_G0 9_A02 8 3' , 
mRNA sequence. : Start : 1 : Stop: 600 

GBEQ0318 GenBank Acc | CD536641 | Ver | CD536641 . 1 

GI: 3157 9056 I LeukoN 6_5_E 11 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_Ell_A028 3 1 , 
mRNA sequence. : Start: 1: Stop: 596 

GBEQ0319 GenBank Acc | CD536631 | Ver | CD536631 . 1 

GI : 3157 904 6 | LeukoN 6_5_F12 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_F12_A028 3", 
mRNA sequence. : Start : 1 : Stop: 477 

GBEQ0320 GenBank Acc | CD536630 | Ver I CD536630 . 1 

GI : 31579045 | LeukoN 6_5_D0 1 . bl_A0 2 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_D0 1_A0 2 8 3 T , 
mRNA sequence .: Start : 1 : Stop: 637 

GBEQ0321 GenBank Acc | CD536624 | Ver | CD536624". 1 

GI : 31579039 | LeukoN6_5_A02.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_A02_A028 3', 
mRNA sequence. : Start : 1 : Stop: 64 9 

GBEQ0322 GenBank Acc | CD536620 | Ver | CD536620 . 1 

GI : 315790351 LeukoN 6_5_F11 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_Fll_A028 3',, 
mRNA sequence. : Start: 1: Stop: 619 
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GBEQ0323 GenBank Acc | CD536618 | Ver | CD536618 - 1 

GI : 31579033 |LeukoN6_5_G06.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__5__G0 6__A028 3 1 , 
mRNA sequence . : Start : 1 : Stop : 440 

GBEQ0324 GenBank Acc | CD536610 | Ver | CD536610 . 1 

GI : 31579025 I LeukoN6_5_G0 5 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_G0 5_A02 8 3 T , 
mRNA sequence .: Start : 1 : Stop : 312 

GBEQ0325 GenBank Acc | CD536605 | Ver | CD536605 . 1 

GI : 31579020 | LeukoN 6__5__D0 6 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_D0 6_AQ28 3', 
mRNA sequence. : Start: 1: Stop: 524 

GBEQ0326 GenBank Acc | CD536604 | Ver | CD536604 . 1 

GI : 31579019 |LeukoN6_5jE08.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone Leu koN 6_5_E 0 8_A0 2 8 3 f , 
mRNA sequence. : Start : 1: Stop: 54 6 

GBEQ0327 GenBank Acc | CD536603 | Ver | CD536603 . 1 

GI : 3157 9018 |LeukoN6_5_A07.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_A07_A028 3', 
mRNA sequence .: Start : 1 : Stop: 247 

GBEQ0328 GenBank Acc | CD536599 | Ver 1 CD536599 . 1 

GI: 3157 9014 | LeukoN 6_5_C10 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_C 1 0_A0 2 8 3', 
mRNA sequence .: Start : 1 : Stop: 554 

GBEQ0329 GenBank Acc | CD536521 | Ver | CD536521 . 1 

GI: 31578936 | LeukoN6_8_G08 .bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_G0 8_A0 2 8 3', 
mRNA sequence .: Start : 1 : Stop: 602 

•GBEQ0330 GenBank Acc | CD536512 | Ver | CD536512 . 1 

GI:31578927 | LeukoN6_8_Bll . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_B 1 1_A0 2 8 3', 
mRNA sequence. : Start : 1 : Stop: 558 

GBEQ0331 GenBank Acc | CD536508 | Ver | CD536508 . 1 

GI : 31578923 | LeukoN6__8_H01 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_H 0 1_A0 2 8 3 f f 
mRNA sequence. : Start: 1: Stop: 510 

GBEQ0332 GenBank Acc | CD536504 | Ver | CD536504 . 1 

GI : 3157 8 919 | LeukoN 6_8_G0 6 . bl_A02 8 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN6__8__G06_A02 8 3', 
mRNA sequence. : Start : 1: Stop: 238 

GBEQ0333 GenBank Acc | CD536503 | Ver | CD536503 - 1 

GI: 3157 8 918 | LeukoN 6_8_H08 .bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_8__H08__A02 8 3', 
mRNA sequence. :Start:l: Stop: 64 6 

GBEQ0334 GenBank Acc | CD536497 | Ver | CD536497 . 1 

GI: 3157 8 912 | LeukoN6_8_F10 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_F1 0_A0 2 8 3 f , 
mRNA sequence . : Start : 1 : Stop : 570 

GBEQ0335 GenBank Acc | CD536488 | Ver | CD536488 . 1 

GI: 31578903 | LeukoN6_8__G04. bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_8__G0 4_A0 2 8 3\ 
mRNA sequence .: Start : 1 : Stop : 642 

GBEQ0336 GenBank Acc | CD536473 | Ver 1 CD536473 . 1 

GI: 31578888 | LeukoN6_8__D04 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__8__D04__A028 3 1 , 
mRNA sequence. : Start :1: Stop: 622 

GBEQ0337 ' GenBank Acc I CD536468 | Ver | CD536468 . 1 

GI : 31578883 | LeukoN 6_8__H 04 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_8_H04_A028 3' , 
mRNA sequence. : Start:!: Stop: 592 

GBEQ0338 GenBank Acc | CD5364 67 | Ver I CD536467 . 1 

GI : 3157 8882 | LeukoN 6_8_E12 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_8__E12_A028 3', 
mRNA sequence .: Start : 1 : Stop: 555 

GBEQ0339 GenBank Acc | CD536396 | Ver | CD536396 . 1 

GI : 31578811 | LeukoN6_7_B09 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA* clone LeukoN6_7_B09__A028 3 1 , 
mRNA sequence . : Start : 1 : Stop : 614 

GBEQ0340 GenBank Acc | CD53638 6 | Ver | CD53638 6 . 1 

GI: 31578801 | LeukoN6_7_B08 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__7_B08_A028 3', 
mRNA sequence .: Start : 1 : Stop : 540 

GBEQ0341 GenBank Acc | CD536382 | Ver | CD536382 . 1 

GI: 31578797 | LeukoN 6_7_D0 4 b 1_A0 2 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D04_A028 
mRNA sequence. : Start: 1: Stop: 608 
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GBEQ0342 GenBank Acc | CD536373 | Ver | CD536373 . 1 

GI: 31578788 | LeukoN6_7_D03 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7__D03__A028 3', 
mRNA sequence. : Start : 1 : Stop: 5 64 

GBEQ0343 GenBank Acc | CD536372 | Ver | CD536372 . 1 

GI: 31578787 | LeukoN6_7_E05 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_E05__A028 3 ! , 
mRNA sequence. : Start : 1 : Stop: 662 

GBEQ0344 GenBank Acc|CD536368 | Ver | CD536368 . 1 

GI: 31578783 | LeukoN6_7_B06 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus* caballus cDNA clone LeukoN6_7_B0 6_A028 3 1 , 
mRNA sequence. : Start : 1: Stop: 5 61 

GBEQ0345 GenBank Acc | CD536365 | Ver | CD536365 . 1 

GI: 31578780 | LeukoN6_7_Ell . bl_A028 Unstimulated ' peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_Ell_A028 3", 
mRNA sequence. : Start : 1 : Stop: 54 9 

GBEQ0346 GenBank Acc | CD536360 | Ver | CD536360 . 1 

GI: 31578775 | LeukoN 6 J7_A0 3. bl__A02 8 Unstimulated peripheral blood 
.leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_A0 3_A0 2 8 3 T , 
mRNA sequence . : Start: 1 : Stop: 585 

GBEQ0347 GenBank Acc|CD536358 | Ver | CD536358 . 1 

GI : 31578773 | LeukoN 6_7_C0 7 .bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_C07__A028 3', 
mRNA sequence .: Start : 1 : Stop : 572 

GBEQ034 8 GenBank Acc|CD536354 |Ver I.CD536354.1 

GI: 3157 87 69 | LeukoN 6__7_D01.bl_A028 Unstimulated .peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D01_A028 3', 
mRNA sequence. : Start: 1: Stop: 711 

GBEQ034 9 GenBank Acc | CD536352 | Ver | CD536352 . 1 

GI : 315787 67 | LeukoN 6_7_G07 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_G07_A02 8 3', 
mRNA sequence. : Start : 1 : Stop: 634 

GBEQ035 0 GenBank Acc | CD53 634 9 | Ver | CD53 634 9 . 1 

GI : 3157 8764 | LeukoN 6_7_A02 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_A02_A02 8 3 ■ , 
mRNA sequence. : Start: 1: Stop: 514 

GBEQ0351 GenBank Acc | CD536343 | Ver I CD536343 . 1 

GI : 31578758 | LeukoN6J7_F04 .bl_A028 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_F0 4_A0 2 8 3', 
mRNA sequence. : Start : 1 : Stop: 165 

GBEQ0352 GenBank Acc | CD536341 | Ver | CD536341 . 1 

GI : 315787561 LeukoN 6_7_jB 10 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__7__B10_A028 3', 
mRNA sequence. : Start: 1: Stop: 545 

GBEQ0353 GenBank Acc | CD536335 | Ver 1 CD536335 . 1 

GI: 31578750 | LeukoN 6_7_F10 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7__F10_A028 3 f , 
mRNA sequence. : Start : 1 : Stop : 416 

GBEQ0354 GenBank ■ Acc | CD536331 | Ver | CD53 6331 . 1 

GI : 31578746 1 LeukoN6_7_Cll . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6__7_C11__A02 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 584 

GBEQ0355 GenBank Acc | CD536268 | Ver | CD536268 . 1 

GI : 31578683 | LeukoN 6__4_G 10 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA . clone LeukoN6_4_G10_A02 8 3', 
mRNA sequence. : Start : 1: Stop: 478 

GBEQ0356 GenBank Acc | CD536257 | Ver | CD536257 . 1 

GI : 31578672 | LeukoN6_4_F04 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_4_F04_A028 3', 
mRNA sequence . : Start : 1 : Stop : 363 

GBEQ0357 GenBank Acc | CD536247 | Ver | CD536247 . 1 

GI: 31578 662 | LeukoN 6_4JE05 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4_E0 5_A02 8 3 f , 
mRNA sequence. : Start: 1: Stop: 626 

GBEQ03 58 GenBank Acc | CDS 3 62 4 6 | Ver | CDS 3 6246.1 

GI : 31578 661 1 LeukoN 6__4__G0 9. bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4__G0 9_A0 2 8 3 T , 
mRNA sequence. : Start: 1: Stop: 693 

GBEQ0359 GenBank Acc | CD536244 | Ver | CD536244 . 1 

GI : 31578 659 | LeukoN6__4__Fl0 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4_F1 0_A0 2 8 3 ! f 
mRNA sequence. : Start : 1 : Stop: 554 

GBEQ0360 GenBank Acc | CD536240 | Ver | CD536240 . 1 

GI : 31578655 | LeukoN6_4_F03.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4_F0 3__A0 2 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 568 
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GBEQ0361 GenBank Acc | CD536238 | Ver | CD536238 . 1 

GI : 31578653 | LeukoN6_4_C08 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4_C08_A02 8 3 f , 
mRNA sequence. : Start: 1: Stop: 528 

GBEQ0362 GenBank Acc | CD536237 | Ver | CD536237 . 1 

GI : 3157 8 652 | LeukoN6_4_Cll .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone Leu koN 6_4_C 1 1_A0 2 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 611 

GBEQ0363 GenBank Acc | CD536235 | Ver | CD536235 . 1 

GI: 31578650 | LeukoN6_4_D02 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__4__D02_A02 8 3 f , 
mRNA sequence . : Start : 1 i Stop : 663 

GBEQ0364 GenBank Acc | CD536228 |.Ver | CD536228 . 1 

GI: 3157 8 643 | LeukoN6_4_B05 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_4_B05_A02 8 3 f , 
mRNA sequence .: Start : 1: Stop : 668 

GBEQ0365 GenBank Acc | CD536222 1 Ver | CD536222 . 1 

GI: 31578637 | LeukoN 6_4_C 0 3 . b 1_A0 2 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_4_C03_A028 3 1 , 
mRNA sequence. : Start : 1: Stop: 644 

GBEQ0366 GenBank Acc | CD536220 | Ver | CD536220 . 1 

GI : 3157 8 635 | LeukoN6__4_E07 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4__E 0 7_A0 2 8 3 f , 
mRNA sequence .: Start : 1 : Stop: 564 

GBEQ0367 GenBank Acc | CD536136 | Ver | CD536136 . 1 

GI : 31578551 | LeukoN6_3_D08 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3_D08__A028 3', 
mRNA sequence . : Start : 1 : Stop : 67 3 

GBEQ0368 GenBank Acc | CD536134 | Ver | CD536134 . 1 

GI : 31578549 | LeukoN 6_3_C02 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone Leu koN 6_3__C 0 2__A0 2 8 3 J , 
mRNA sequence. :Start:l: Stop: 529 

GBEQ0369 GenBank Acc | CD536128 | Ver | CD536128 . 1 

GI: 3157 8543 | LeukoN6_3__G0 6 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_G0 6__A02 8 3", 
mRNA sequence. : Start: 1: Stop: 4 65 

GBEQ0370 GenBank Acc | CD536127 1 Ver | CD536127 . 1 

GI: 31578542 i LeukoN6_3__H08. bl_A028 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN6_3_H0 8_A028 3 1 , 
mRNA sequence. : Start : 1: Stop: 647 

GBEQ0371 GenBank Acc | CD536125 | Ver | CD536125 . 1 

GI: 31578540 |LeukoN6_3_Hll.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone Leu koN 6_3_H 1 1_A0 2 8 3 ! , 
mRNA sequence. : Start: 1: Stop: 523 

GBEQ0372 GenBank Acc | CD536122 | Ver | CD536122 . 1 

GI: 31578537 | LeukoN 6_3_C12 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_C 1 2_A0 2 8 3 f , 
mRNA sequence. : Start: 1: Stop: 583 

GBEQ0373 GenBank Acc | CD536116 | Ver | CD536116. 1 

GI : 31578531 | LeukoN 6_3_G0 9 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3__G0 9__A0 2 8 3 f , 
mRNA sequence. : Start: 1: Stop: 449 

GBEQ0374 GenBank Acc | CD536115 | Ver | CD536115 . 1 

GI: 31578530 | LeukoN6_3_A08 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_A0 8_A0 2 8 3 1 , 
mRNA sequence. : Start : 1: Stop: 599 

GBEQ0375 GenBank Acc | CD536114 | Ver | CD536114 . 1 

GI : 31578529 | LeukoN6_3_FlO . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3__F10_A028 3\ 
mRNA sequence .: Start : 1 : Stop: 647 

GBEQ0 37 6 GenBank AccICD536099|Ver|CD536099.1 

GI : 3157 8514 | LeukoN 6_3_G08 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_G0 8_A02 8 3\ 
mRNA sequence. : Start: 1: Stop: 582 

GBEQ0377 GenBank Acc I CD536097 | Ver I CD536097 . 1 

GI : 31578512 | LeukoN 6_3_B0 9 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3_B09_A02 8 3', 
rtiRNA sequence. : Start : 1 : Stop: 567 

GBEQ0378 GenBank Acc | CD536090 | Ver | CD536090 . 1 

GI : 31578505 | LeukoN 6_3__B 0 5 . b 1_A0 2 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_B 0 5_A0 2 8 3 ! , 
mRNA sequence. : Start : 1: Stop: 536 

GBEQ037 9 GenBank Acc | CD536081 | Ver | CD53 6081 . 1 

GI:31578496| LeukoN 6_3__E 03 ,bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3_E03__A028 3', 
mRNA sequence .: Start : 1 : Stop: 577 
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GBEQ0380 GenBank Acc | CD536079 | Ver | CD536079 . 1 

GI: 31578 494 | LeukoN6_3_H0 9 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_H0 9_A0 2 8 3', 
mRNA sequence . : Start : 1 : Stop: 58 8 

GBEQ0381 GenBank Acc | CD536074 | Ver | CD536074 . 1 

GI : 3157 84 8 9 | LeukoN 6_3_H 05 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_HQ 5_A0 2 8 3 f , 
mRNA sequence .: Start : 1 : Stop: 623 

GBEQ0382 GenBank Acc | CD536073 | Ver | CD536073 . 1 

GI: 31578488 | LeukoN6__3_B0 4 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 . Equus caballus cDNA clone LeukoN6_3_B0 4_A028 3 1 , 
mRNA sequence - : Start : 1 : Stop: 600 

GBEQ0383 GenBank Acc | CD53598 6 | Ver | CD53598 6. 1 

GI : 31578401 | LeukoN6_2_B07 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2__B07_A028 3', 
mRNA sequence .: Start : 1 : Stop: 384 

GBEQ0384 GenBank Acc | CD535985 | Ver | CD535985 . 1 

GI: 31578400 |LeukoN6_2_C09.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_C09_A028 3 ! , 
mRNA sequence .: Start : 1 : Stop: 645 

GBEQ0385 GenBank Acc | CD535971 I Ver | CD53597 1 . 1 

GI : 3157838 6 | LeukoN6_2__F10 . bl_A02 8 Unstimulated' peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_F1 0_A02 8 3 1 , 
mRNA sequence .: Start : 1 : Stop: 618 

GBEQ0386 GenBank Acc | CD535963 | Ver | CD535963 . 1 

GI: 31578378 | LeukoN 6__2_C 11 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_C 1 1__A0 2 8 3 1 , 
mRNA sequence .: Start : 1 : Stop: 545 

GBEQ0387 GenBank Acc | CD535952 | Ver | CD535952 . 1 

GI: 31578367 | LeukoN6_2_H0 6 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__2__H0 6_A028 3 1 , 
mRNA sequence. : Start: 1: Stop: 654 

GBEQ0388 GenBank Acc | CD535948 | Ver t CD535948 . 1 

GI : 31578363 | LeukoN 6_2_H02 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_H02_A028 3', 
mRNA sequence. : Start: 1: Stop: 698 

GBEQ0389 GenBank Acc | CD535947 | Ver | CD535947 . 1 

GI : 3157 8362 | LeukoN 6_2_D12 . bl__A02 8 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN6__2_D12_A028 3 ! , 
mRNA sequence. : Start : 1 : Stop : 58 4 

GBEQ03 90 GenBank Acc I CD53594 6 | Ver | CD53594 6 . 1 

GI : 3157 8361 1 LeukoN6_2_C03 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_C03_A02 8 3 1 , 
mRNA sequence. :Start:l: Stop: 709 

GBEQ0391 GenBank Acc I CD535944 | Ver | CD535944 . 1 

GI : 3157 8 359 | LeukoN6__2_F0 9 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_F0 9_A0 2 8 3 1 , 
mRNA sequence. : Start : 1: Stop: 474 

GBEQ0392 GenBank Acc | CD535939 | Ver | CD535939 . 1 

GI: 31578354 | LeukoN6_2_H09.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_H 0 9_A0 2 8 3 f , 
mRNA sequence. : Start :1: Stop: 645 

GBEQ0393 GenBank Acc | CD535933 | Ver | CD535933 . 1 

GI: 31578348 | LeukoN 6_2_H0 5 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_H05_A02 8 3', 
mRNA sequence . : Start : 1 : Stop : 604 

GBEQ0394 GenBank Acc | CD535932 | Ver | CD535932 . 1 

GI: 31578347 | LeukoN6_2__C0 6 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2__C0 6_A0 2 8 3' , 
mRNA sequence .: Start : 1 : Stop: 69 9 

GBEQ0395 GenBank Acc I CD535927 | Ver | CD535927 . 1 

GI : 31578342 | LeukoN6_2_F08 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_F08_A02 8 3', 
mRNA sequence. -.Start: 1: Stop: 720 

GBEQ0396 GenBank Acc | CD535885 | Ver | CD535885 • 1 

GI: 31578300 I LeukoN 5_5__B11 .bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_Bll_A027 3', 
mRNA sequence. : Start: 1: Stop: 538 

GBEQ0397 GenBank Acc I CD535878 | Ver | CD535878 . 1 

GI: 31578293 |LeukoN5__5_G01.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_G01_A027 3 1 , 
mRNA sequence. :Start:l: Stop: 433 

GBEQ0398 GenBank Acc | CD535874 | Ver | CD535874 . 1 

GI: 3157 828 9 | LeukoN5_5_B03 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__5_B03_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 671 
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GBEQ0399 GenBank Acc | CD535871 | Ver | CD535871 . 1 

GI : 31578286 | LeukoN5_5_D12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone Leu koN 5_5_D1 2_A0 2 7 3 1 , 
mRNA sequence .: Start : 1 : Stop : 64 6 

GBEQ0400 GenBank Acc I CD535862 | Ver | CD5358 62 . 1 

GI: 3157 8277 | LeukoN5_5_C02 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_C02_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 740 

GBEQ0401 GenBank Acc | CD5358 61 | Ver | CD5358 61 . 1 

GI : 3157 827 6 | LeukoN5_5_F09 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_F09__A027 3\ 
mRNA sequence .: Start : 1 : Stop : 604 

GBEQ0402 GenBank Acc | CD535856 | Ver | CD5358 56 . 1 

GI : 31578271 1 LeukoN5_5_E10 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_E10_A027 3", 
mRNA sequence. : Start : 1 : Stop : 702 

GBEQ0403 GenBank Acc | CD535855 | Ver | CD535855 . 1 

GI : 31578270 | LeukoN5_5_F07 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_F07_A027 3', 
mRNA sequence. : Start : 1: Stop: 301 

GBEQ0404 GenBank Acc | CD535852 | Ver | CD535852 . 1 

GI : 31578267 | LeukoN5__5_E04 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5__E04__A027 3\ 
mRNA sequence. : Start : 1 : Stop : 489 

GBEQ0405 GenBank Acc | CD535851 | Ver | CD535851 . 1 

GI : 315782 66 | LeukoN5_5__F0 6 . bl_A02 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_F0 6_A027 3 1 , 
mRNA sequence . : Start : 1 : Stop : 635 

GBEQ0406 GenBank Acc | CD535844 | Ver | CD535844 . 1 

GI : 31578259 | LeukoN5__5__G12 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_Gl2__A027 3', 
mRNA sequence .: Start : 1 : Stop: 609 

GBEQ04 07 GenBank Acc | CD535842 | Ver | CD535842 . 1 

GI: 31578257 | LeukoN5_5_A12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_A12_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 573 

GBEQ04 08 GenBank Acc I CD535838 | Ver I CD535838 . 1 

GI: 3157 8253 | LeukoN5_5__Gll .bl_A027 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN5_5_Gll__A027 3', 
mRNA sequence. : Start :1: Stop: 590 

GBEQ04 09 GenBank Acc | CD5358 30 | Ver | CD535830 . 1 

GI : 31578245 | LeukoN5_5_H12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_H12_A027 3', 
mRNA sequence. : Start : 1: Stop: 622 

GBEQ0410 GenBank Acc 1 CD535781 | Ver | CD535781 . 1 

GI : 3157 8196 | LeukoN5_8_B08 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__8_B08__A027 3', 
mRNA sequence. : Start: 1: Stop: 474 

GBEQ0411 GenBank Acc | CD535767 | Ver | CD535767 . 1 

GI: 3157 8182 | LeukoN5__8_All.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__8_Al 1__A0 2 7 3', 
mRNA sequence . : Start : 1 : Stop : 527 

GBEQ0412 GenBank Acc 1 CD5357 64 | Ver | CD5357 64 . 1 

GI : 3157 8179 | LeukoN5_8_G01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8__G0 1_A0 2 7 3', 
mRNA sequence. : Start: 1: Stop: 483 

GBEQ0413 GenBank Acc | CD535759 | Ver | CD535759 . 1 

GI: 31578174 | LeukoN5_8_E10 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8_E10_A027 3 1 , 
mRNA sequence. : St art : 1: Stop: 582 

GBEQ04 14 GenBank Acc | CD535754 I Ver | CD535754 . 1 

GI : 31578169 |LeukoN5_8_D08 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8_D0 8__A027 3 f , 
mRNA sequence. : Start: 1: Stop: 573 

GBEQ0415 GenBank Acc I CD535752 | Ver | CD535752 . 1 

GI: 31578167 |LeukoN5_8_A09.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN 5_8_A0 9__A0 2 7 3', 
mRNA sequence. : St art: 1: Stop: 540 

GBEQ0416 GenBank Acc | CD535750 | Ver | CD535750 . 1 

GI: 3157 8165 | LeukoN5__8_F04 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8__F04_A027 3', 
mRNA sequence. : Start : 1: Stop: 604 

GBEQ0417 GenBank Acc | CD535746 | Ver | CD53574 6 . 1 

GI : 31578161 | LeukoN5_8_A08 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8_A0 8_A0 2 7 3 1 r 
mRNA sequence .: Start : 1 : Stop : 598 
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GBEQ0418 GenBank Acc|CD535693 I Ver | CD535693 . 1 

GI : 31578108 | LeukoN5_7_F04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__7__F04_A02 7 3', 
mRNA sequence .: Start : 1 : Stop: 641 - 

GBEQ0419 GenBank Acc | CD535687 | Ver | CD535687 . 1 

GI: 31578102 | LeukoN5J7_E09 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_E0 9_A02 7 3", 
mRNA sequence. : Start : 1 : Stop : 609 

GBEQ0 420 GenBank Acc | CD53568 6 | Ver | CD53568 6. 1 

GI: 3157 8101 | LeukoN5_7__A08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_A08_A027 3 f , 
mRNA sequence. : Start: 1: Stop: 623 

GBEQ0421 GenBank Acc | CD535685 | Ver | CD535685 . 1 

GI : 3157 8100 | LeukoN5__7_G12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_G12_A027 3 1 , 
mRNA sequence. : Start : 1: Stop: 585 

GBEQ0422 GenBank Acc | CD535683 | Ver | CD535683 . 1 

GI:31578098| Leu koN 5_7_D 0 6 . b 1_A0 2 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_D06__A027 3', 
mRNA sequence. :Start:l: Stop: 559 

GBEQ0423 GenBank Acc | CD535681 | Ver | CD535681 . 1 

GI : 3157 8 096 | LeukoN5_7_A07 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_A07__A027 3', 
mRNA sequence . : Start : 1 : Stop : 2 4 0 

GBEQ0424 GenBank Acc | CD535664 | Ver | CD535664 . 1 

GI: 31578 079 | LeukoN5_7_C01.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__7__C0 1_A0 2 7 3', 
mRNA sequence .: Start : 1 : Stop: 563 

GBEQ0425 GenBank Acc | CD535 663 | Ver | CD535663 . 1 

GI : 31578078 | LeukoN5_7_E05 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_E05_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 4 83 

GBEQ042 6 GenBank Acc | CD535604 1 Ver | CD535604 . 1 

GI: 31578 019 I LeukoN5__6_A05 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__6_A0 5_A0 2 7 3 f , 
mRNA sequence . : Start : 1 : Stop : 7 05 

GBEQ0427 GenBank Acc | CD535603 | Ver | CD535603 . 1 

GI: 31578018 | LeukoN5__6_C0 9 .bl_A027 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN 5_6_C 0 9_A0 2 7 3', 
mRNA sequence. : Start: 1: Stop: 4 99 

GBEQ0428 GenBank Acc | CD535599 | Ver | CD535599 . 1 

GI: 31578014 | LeukoN5__6_C01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_C01_A027 3 1 , 
mRNA sequence . : Start : 1 : Stop: 291 

GBEQ0429 GenBank Acc | CD535597 | Ver | CD535597 . 1 

GI : 31578012 | LeukoN5_6_E05 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_E05_A027 3 1 , 
mRNA sequence. : Start : 1 : Stop: 305 

GBEQ0430 GenBank Acc | CD535594 | Ver | CD535594 . 1 

GI : 31578009 | LeukoN5_6_B0 6 . bl_A027 Unstimulated peripheral . blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_B06__A027 3', 
mRNA sequence. : Start : 1: Stop: 399 

GBEQ0431 GenBank Acc | CD535587 | Ver | CD535587 . 1 

GI : 31578002 | LeukoN 5_6__B 12 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__6__B12_A027 3', 
mRNA sequence .: Start : 1 : Stop: 602 

GBEQ0432 GenBank Acc | CD535583 | Ver | CD535583 . 1 

GI: 31577 998 | LeukoN5_6_F05 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_F05__A027 3', 
mRNA sequence. : Start : 1: Stop: 616 

GBEQ0433 GenBank Acc | CD535580 | Ver | CD535580 . 1 

GI: 31577995 | LeukoN5_6_A02 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_A02__A027 3', 
mRNA sequence. : Start : 1: Stop: 594 

GBEQ04 34 GenBank Acc | CD53557 9 | Ver | CD53557 9 . 1 

GI: 31577 994 | LeukoN5_6_B04 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_B04_A027 3', 
mRNA sequence .: Start : 1 : Stop: 380 

GBEQ0435 GenBank Acc | CD535578 | Ver | CD535578 . 1 

GI : 31577993 | LeukoN5_6_D08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_D08_A027 3', 
mRNA sequence. : Start : 1: Stop: 670 

GBEQ0436 GenBank Acc | CD535577 | Ver | CD535577 . 1 

GI: 31577992 |LeukoN5__6_H01.bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_H01__A027 3', 
mRNA sequence .: Start : 1: Stop: 607 
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GBEQ0437 GenBank Acc | CD53557 4 | Ver | CD535574 . 1 

GI: 31577989 | LeukoN 5_6_G0 6 . bl__A027. Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_G06_A027 3 1 , 
mRNA sequence. : Start :1: Stop: 639 

GBEQ0438 GenBank Acc | CD535568 | Ver | CD535568 . 1 

GI : 31577 983 | LeukoN5_6_F10 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_F10_A027 3', 
mRNA sequence, : Start : 1 : Stop: 573 

GBEQ0439 GenBank Acc | CD535555 | Ver | CD535555 . 1 

GI : 31577970 ) LeukoN5_6_H0 6 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_H0 6_A0 2 7 3 1 , 
mRNA sequence .: Start : 1 : Stop: 516 

GBEQ0440 GenBank Acc | CD535553 |Ver | CD535553 . 1 

GI : 31577968 | LeukoN5_6J312 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__6__D12_A027 3 1 , 
mRNA sequence. : Start : 1: Stop: 661 

GBEQ044 1 GenBank Acc | CD535550 | Ver | CD535550 . 1 

GI:31577965| LeukoN 5_6_F0 9 . b 1_A0 2 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_FG 9_A027 3', 
mRNA sequence .: Start : 1: Stop: 610 

GBEQ0442 GenBank Acc | CD53554 8 | Ver | CD535548 . 1 

GI : 31577963 | LeukoN5__6_H12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_H12_A027 3', 
mRNA sequence . : Start : 1 : Stop : 405 

GBEQ0443 GenBank Acc | CD535544 | Ver | CD535544 . 1 

GI : 31577959 | LeukoN5_6_D04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__6_D04_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 642 

GBEQ0 444 GenBank Acc | CD53'5 472 | Ver | CDS 35472.1 

GI : 31577887 | LeukoN5_4_C01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4__C01__A027 3 f f 
mRNA sequence .: Start : 1 : Stop: 5 66 

GBEQ0445 GenBank Acc | CD535471 | Ver | CD535471 . 1 

GI: 31577886 | LeukoN5_4_E05.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_E05_A027 3', 
mRNA sequence. : Start : 1: Stop: 123 

GBEQ044 6 GenBank Acc | CD535467 | Ver | CD535467 . 1 

GI : 31577882 1 LeukoN 5__4_G0 5 .bl__A027 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G05_A027 3', 
mRNA sequence. : Start :1: Stop: 703 

GBEQ0447 GenBank Acc | CD535464 | Ver | CD535464 . 1 

GI : 31577879 1 LeukoN5_4_Cll . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_Cll_A027 3 f , 
mRNA sequence. : Start : 1 : Stop: 664 

GBEQ0448 GenBank Acc I CD5354 63 | Ver | CD5354 63 . 1 

GI : 31577878 | LeukoN5_4_C04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_C04_A027 3 ! , 
mRNA sequence. : Start : 1 : Stop: 689 

GBEQ0449 GenBank Acc |CD535462 | Ver | CD5354 62 . 1 

GI: 31577877 | LeukoN5_4_E08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__4_E0 8_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 652 

GBEQ0450 GenBank Acc 1 CD535455 | Ver | CD535455 . 1 

GI: 31577870 | LeukoN5_4_B12.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4__B12_A027 3', 
mRNA sequence. : Start : 1: Stop: 636 

GBEQ0451 GenBank Acc | CD535452 | Ver | CD535452 . 1 

GI: 31577867 | LeukoN5_4_A03 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_A03_A027 3 1 , 
mRNA sequence. : Start:!: Stop: 2 65 

GBEQ0452 GenBank Acc | CD535450. | Ver | CD535450 . 1 

GI : 31577865 | LeukoN5_4_D09 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_D0 9_A0 2 7 3', 
mRNA sequence. : Start : 1 : Stop: 615 

GBEQ0453 GenBank Acc | CD535448 | Ver | CD535448 . 1 

GI : 31577863 | LeukoN5_4_C03 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA .clone LeukoN5_4_C03_A027 3', 
mRNA sequence. : Start : 1: Stop: 678 

GBEQ0454 GenBank Acc | CD535447 I Ver | CD535447 . 1 

GI: 315778 62 | LeukoN5_4_D05 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_D0 5_A0 2 7 3', 
mRNA sequence. : Start: 1: Stop: 661 

GBEQ0455 GenBank Acc | CD535443 | Ver | CD535443 . 1 

GI : 31577858 | LeukoN5_4_D01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5* Equus caballus cDNA clone LeukoN5_4_D01__A027 3 f r 
mRNA sequence. : Start: 1: Stop: 619 
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GBEQ0456 GenBank Acc | CD535442 | Ver 1 CD535442 . 1 

GI : 31577857 | LeukoN5_4__EG3 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_E03_A027 3 1 , 
mRNA sequence. : Start : 1 : Stop: 677 

GBEQO 457 GenBank Acc | CDS 3 5 4 4 0 | Ver I CDS 3 5440.1 

GI : 31577855 |LeukoN5_4__G07.bl_A027 Unstimulated peripheral blood 
leukocytes. N5 Equus caballus cDNA clone LeukoN5_4_G07__A027 3' r 
mRNA sequence. : Start : 1 : Stop: 60 9 

GBEQ0458 GenBank Acc | CD535439 | Ver | CD535439 . 1 

GI: 31577854 | LeukoN5__4_H0 9 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_H09__A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 687 

GBEQ0459 GenBank Acc | CD535438 | Ver | CD535438 . 1 

GI : 31577853 | LeukoN5__4__A0 6 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_A06__A027 3 f , 
mRNA sequence .: Start : 1 : Stop: 438 

GBEQ0460 GenBank Acc | CD535436 | Ver | CD535436. 1 

GI : 31577851 | LeukoN5_4_Gl0 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G10_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 674 

GBEQ0461 GenBank Acc | CD535432 | Ver | CD535432 . 1 

GI : 31577847 | LeukoN5_4_H0 5 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_H05_A027 3 1 , 
mRNA sequence . : Start : 1 : Stop: 654 

GBEQ0462 GenBank Acc|CD535428 | Ver | CD535428 . 1 

GI : 31577843 | LeukoN5_4_C02 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_C02_A027 3*, 
mRNA sequence. : Start: 1: Stop: 680 

GBEQO 4 63 GenBank Acc | CD535427 | Ver | CD535427 . 1 

GI : 31577842 | LeukoN5_4_D04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__4_D04_A027 3', 
mRNA sequence .: Start : 1 : Stop: 607 

GBEQO 4 6 4 GenBank Acc | CDS 3542 6 | Ver | CD5 3542 6.1 

GI: 31577841 |LeukoN5_4_E06.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4__E06_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 609 

GBEQ04 65 GenBank Acc | CD535425 | Ver | CD535425 . 1 

GI: 31577840 | LeukoN5_4__F08 . bl_A027 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN5_4__F0 8__A027 3', 
mRNA sequence . : Start : 1 : Stop: 562 

GBEQ0466 GenBank Acc | CD535423 | Ver | CD535423 . 1 

GI: 31577838 | LeukoN5_4__F04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4__F04_A027 3 ' , 
mRNA sequence . : Start : 1 : Stop: 664 

GBEQ04 67 GenBank Acc I CD535421 | Ver | CD535421 . 1 

GI : 315778361 LeukoN5__4_A0 5 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4__A0 5_A0 2 7 3', 
mRNA sequence. :Start:l: Stop: 713 

GBEQ0468 GenBank Acc 1 CD535414 | Ver | CD535414 . 1 

GI: 31577829 | LeukoN5_4_A01.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__4__A0 1__A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 613 

GBEQ04 69 GenBank Acc | CD535339 | Ver | CD535339 . 1 

GI : 31577754 | LeukoN5_2_G08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__2__G08_A027 3', 
mRNA sequence .: Start : 1 : Stop: 624 

GBEQ0470 GenBank Acc | CD535334 | Ver | CD535334 . 1 

GI : 31577749 | LeukoN5_2__B12 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2___B12_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 133 

GBEQ0471 GenBank Acc | CD535329 | Ver | CD535329 . 1 

GI : 31577744 | LeukoN5__2_C10 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_C10_A027 3', 
mRNA sequence. : Start: 1: Stop: 688 

GBEQ0472 GenBank Acc | CD535326 | Ver | CD53532 6. 1 

GI : 31577741 | LeukoN5_2_D05 . bl_A027 Unstimulated peripheral blood 
.leukocytes N5 Equus caballus cDNA clone LeukoN5_2_D05__A027 3', 
mRNA sequence .: Start : 1 : Stop: 755 

GBEQ0473 GenBank Acc | CD535320 | Ver | CD535320 . 1 

GI : 31577735 | LeukoN5_2_G07 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_G07_A027 3' r 
mRNA sequence .: Start : 1 : Stop: 545 , 

GBEQ0474 GenBank Acc I CD535316 | Ver | CD535316 . 1 

GI: 31577731 | LeukoN5_2_C0 6. bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_C0 6_A027 3\ 
mRNA sequence .: Start : 1 : Stop: 681 
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GBEQ0475 GenBank Acc | CD535312 | Ver | CD535312 . 1 

GI: 31577727 | LeukoN5_2_Fll . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__2_Fll__A027 3* r 
mRNA sequence. : Start: 1: Stop: 634 

GBEQ0476 GenBank Acc | CD535310 | Ver | CD535310 . 1 

GI : 31577 725 | LeukoN5_2_F0 4 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_F04__A027 3', 
mRNA sequence . : Start : 1 : Stop : 658 

GBEQ0477 GenBank Acc | CD535308 | Ver | CD535308 . 1 

GI : 31577723 | LeukoN5_2_C09 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone Leu koN 5_2_C 0 9__A0 2 7 3 1 , 
mRNA sequence. : Start : 1: Stop: 650 

GBEQ047 8 GenBank Acc | CD535306 | Ver | CD53530 6 . 1 

GI : 31577721 1 Leu koN5_2_Bl 0 . b 1_A0 2 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_B10_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 598 

GBEQ0479 GenBank Acc | CD535300 | Ver | CD535300 . 1 

GI : 31577715 I LeukoN5_2_D10 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN 5_2_D1 0_A0 2 7 3 1 , 
mRNA sequence. : Start:!: Stop: 601 

GBEQ0480 GenBank Acc | CD535297 I Ver | CD535297 . 1 

GI : 31577712 1 LeukoN5_2_F07 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_F07__A027 3 ? , 
mRNA sequence .: Start : 1 : Stop: 590 

GBEQ0481 GenBank Acc | CD535292 | Ver I CD535292 . 1 

GI: 31577707 | LeukoN5_2_A0 4 . bl_A0 2 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone. LeukoN5__2_A04_A027 3' f 
mRNA sequence. : Start: 1: Stop: 251 

GBEQ0482 GenBank Acc | CD535206 | Ver | CD535206 . 1 

GI: 31577 621 | LeukoN5_l_G0 4 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_G04_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 671 

GBEQ0483 GenBank Acc | CD535201 | Ver | CD535201 . 1 

GI: 31577616 1 LeukoN5__l__C10 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C10__A027 3 T , 
mRNA sequence. : Start: 1: Stop: 629 

GBEQ0484 GenBank Acc | CD535200 | Ver | CD535200 . 1 

GI: 31577 615 | LeukoN5_l_H02 . bl_A027 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN 5_1_H0 2_A0 2 7 3 ■ , 
mRNA sequence . : Start : 1 : Stop : 719 

GBEQ0485 GenBank Acc | CD535197 | Ver | CD535197 . 1 

GI : 31577 612 | LeukoN5_l_E10 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_E10_A027 3", 
mRNA sequence, : Start : 1 : Stop : 581 

GBEQ0486 GenBank Acc | CD535195 | Ver | CD535195 . 1 

GI: 31577 610 |LeukoN5_l_G07.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l__G07__A027 3 T , 
mRNA sequence. : Start : 1 : Stop: 651 

GBEQ0487 GenBank Acc | CD535193 | Ver | CD535193 . 1 

GI: 31577 608 | LeukoN5_l_G10 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus. cDNA clone LeukoN 5__1__G1 0_A0 2 7 3* , 
mRNA sequence .: Start : 1 : Stop: 551 

GBEQ0488 GenBank Acc | CD535192 | Ver | CD535192 . 1 

GI: 31577 607 | LeukoN 5_1_B11 . bl_A02 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_Bll__A027 3', 
mRNA sequence, : Start: 1: Stop: 677 

GBEQ0489 GenBank Acc | CD535191 | Ver | CD535191 . 1 

GI: 31577 606 I LeukoN5_l__G03 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_GQ3_A027 3', 
mRNA sequence .: Start : 1 : Stop: 665 

GBEQ0490 GenBank Acc | CD535185 | Ver | CD535185 . 1 

GI : 31577 600 | LeukoN5_l_C02 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN 5__1_C02__A02 7 3', 
mRNA sequence, : Start: 1 : Stop: 587 

GBEQ0491 GenBank Acc | CD535184 | Ver | CD535184 . 1 

GI : 31577599 | LeukoN5_l__D04 ,bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l__D04_A027 3', 
mRNA sequence. : Start: 1: Stop: 634 

GBEQ0492 GenBank Acc 1 CD535183 | Ver | CD535183 . 1 

GI: 31577598 | LeukoN5_l_F08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_F0 8_A0 2 7 3' f 
mRNA sequence. : Start : 1 : Stop: 67 4 

GBEQ0493 GenBank Acc | CD535177 | Ver | CD535177 . 1 

GI : 31577592 1 LeukoN5_l_C09 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C0 9_A027 3 1 , 
mRNA sequence. : Start : 1: Stop: 611 
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GBEQ0494 GenBank Acc | CD535176 | Ver | CD53517 6 . 1 

GI: 31577591 1 LeukoN5_l__B10 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__l_B10_A027 3', 
mRNA sequence .: Start : 1 : Stop: 595 

GBEQ0495 GenBank Acc | CD535175 | Ver | CD535175 . 1 

GI : 31577590 | LeukoN5__l_G02 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__l_G02_A027 3', 
mRNA sequence, : Start: 1: Stop: 599 

GBEQ0496 . GenBank Acc | CD535160 | Ver | CD535160 • 1 

GI : 31577575 | LeukoN5_l_H07 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__l_H07_A027 3', 
mRNA sequence. : Start : 1 : Stop: 672 

GBEQ049.7 GenBank Acc | CD535156 | Ver | CD535156 . 1 

GI : 31577571 | LeukoN5_l_H03 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_H0 3_A02 7 3', 
mRNA sequence. : Start :1: Stop: 7 15 

GBEQ0498 GenBank Acc | CD535152 | Ver | CD535152 . 1 

GI : 31577567 | LeukoN5_l_Ell . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_Ell_A027 3', 
mRNA sequence .: Start : 1 : Stop: 664 

GBEQ0499 GenBank Acc | CD53507 6 | Ver | CD53507 6. 1 

GI : 315774 91 | LeukoN5_3_E04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_E04_A027 3 ' , 
mRNA sequence. : Start: 1: Stop: 651 

GBEQ0500 GenBank Acc | CD535073 | Ver | CD535073 . 1 

GI: 31577488 | LeukoN5_3_Gll . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_Gll_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 512 

GBEQ0501 GenBank Acc | CD535067 | Ver | CD535067 . 1 

GI : 31577482 | LeukoN5_3_C10 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3__C10_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 752 

GBEQ0502 GenBank Acc | CD535066 | Ver | CD535066 . 1 

GI : 31577481 | LeukoN5_3_H02 .bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_H02_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 437 

GBEQ0503 GenBank Acc | CD535061 | Ver | CD535061 . 1 

GI : 3157747 6 | LeukoN5_3_B08 . bl_A027 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN5_3_B08__A027 3', 
mRNA sequence .: Start : 1 : Stop : 655 

GBEQ0504 GenBank Acc | CD535059 | Ver | CD535059 . 1 

GI : 31577474 | LeukoN5_3__H12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_H12__A027 3', 
mRNA sequence. : Start : 1: Stop: 597 

GBEQ0505 GenBank Acc | CD535055 | Ver | CD535055 . 1 

GI : 31577470 | LeukoN5_3_H01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_H01__A027 3', 
mRNA sequence .: Start : 1 : Stop : 729 

GBEQ0506 GenBank Acc | CD535053 | Ver | CD535053 . 1 

GI: 31577468 | LeukoN5_3__C02 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_C02_A027 3' , 
mRNA sequence. : Start : 1 : Stop: 521 

GBEQ0507 GenBank Acc | CD535051 | Ver I CD535051 . 1 

GI : 315774 66 | LeukoN5__3_A0 9 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_A0 9_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 67 6 

GBEQ0508 GenBank Acc I CD535047 | Ver | CD535047 . 1 

GI : 31577462 | LeukoN5_3_H0 8 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_H08_A027 3 f , 
mRNA sequence .: Start : 1 : Stop: 68 8 

GBEQ050 9 GenBank Acc | CD535041 | Ver | CD535041 . 1 

GI: 31577456 | LeukoN5_3__HQ4 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__3_H0 4_A02 7 3', 
mRNA sequence .: Start : 1 : Stop: 660 

GBEQ0510 GenBank Acc | CD535034 | Ver | CD535034 . 1 

GI : 31577449 | LeukoN5_3_A0 8 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_A08_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 494 

GBEQ0511 GenBank Acc I CD528909 | Ver | CD528909 . 1 

GI: 31567531 | LeukoN3_8_E07 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8JE07_A025 3 f f 
mRNA sequence. : Start : 1 : Stop: 708 

GBEQ0512 GenBank Acc | CD528 907 | Ver | CD528 907 . 1 

GI : 31567529 | LeukoN3_8__E03 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_E03_A025 3 1 , 
mRNA sequence. : Start: l:Stop: 362 
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GBEQ0513 GenBank Acc | CD528 905 | Ver | CD528 905 . 1 

GI : 31567 527 | LeukoN3_8__B08 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8__B08_A025 3 f , 
mRNA sequence . : Start : 1 : Stop : 67 6 

GBEQ0514 GenBank Acc | CD528 901 1 Ver | CD528 901 . 1 

GI: 31567523 | LeukoN3_8__DQ4 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3__8_D 0 4_A0 2 5 3', 
mRNA sequence, : Start: 1: Stop: 64 5 

GBEQ0515 GenBank Acc | CD528 8 98 | Ver | CD528 8 98 . 1 

GI: 31567520 |LeukoN3_8_A12.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone. LeukoN 3_8_A12_A02 5 3 f , 
mRNA sequence. : Start: 1: Stop: 699 

GBEQ0516 GenBank Acc | CD528 8 97 I Ver | CD528 8 97 . 1 

GI : 31567519 | LeukoN3_8_F04 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_F04_A025 3', 
mRNA sequence. :Start:l: Stop: 738 

GBEQ0517 GenBank Acc | CD528894 | Ver | CD528894 . 1 

GI : 31567516 I LeukoN3_8__C05 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_C05_A025 3', 
mRNA sequence .: Start : 1 : Stop: 604 

GBEQ0518 GenBank Acc | CD528 8 91 1 Ver | CD52 8 8 91.1 

GI: 31567513 |LeukoN3_8_F07.bl_A025- Unstimulated peripheral - blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__8_F07_A025 3', 
mRNA sequence .: Start : 1 : Stop: 147 

GBEQ0519 GenBank Acc | CD528888 | Ver | CD528888 . 1 

GI : 31567510 | LeukoN3_8_G05 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_G05__A025 3', 
mRNA sequence .: Start : 1 : Stop : 740 

GBEQ0520 GenBank Acc | CD528884 | Ver | CD528884 . 1 

GI : 31567506 | LeukoN3_8_D06 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8__D06_A025 3 f , 
mRNA sequence. : Start: 1: Stop: 584 

GBEQ0521 GenBank Acc | CD528881 | Ver | CD528881 . 1 

GI : 31567503 I LeukoN3__8_GG8 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_G08_A025 3', 
mRNA sequence .: Start : 1 : Stop: 677 

GBEQ0522 GenBank Acc | CD528880 | Ver | CD528880 . 1 

GI: 31567502 1 LeukoN3_8_B09.bl__A025 Unstimulated peripheral blood 
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leukocytes N3 Equus caballus cDNA clone LeukoN3_8_B0 9_A025 3 f , 
mRNA sequence. : Start : 1: Stop: 671 

GBEQ0523 GenBank Acc | CD528879 | Ver | CD528879 . 1 

GI: 315 67501 | LeukoN3_8_A10 . bl_A02 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_A10_A02 5 3', 
mRNA sequence. : Start: 1: Stop: 681 

GBEQ0524 GenBank Acc | CD52887 6 | Ver [ CD528 87 6. 1 

GI : 31567498 | LeukoN3_8_G0 4 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__8_G04__A025 3', 
mRNA sequence .: Start : 1 : Stop: 4 01 

GBEQ0 525 • GenBank Acc | CD528 8 60 | Ver | CD528 8 60 . 1 

GI : 31567482 | LeukoN3_5_BlQ . bl_A025 " Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone Leu koN 3_5_B 1 0_A0 2 5 3', 
mRNA sequence. : Start: 1: Stop: 222 

GBEQ0526 GenBank Acc | CD528854 | Ver | CD528854 . 1 

GI : 3156747 6 | LeukoN3_5_D10 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus- caballus cDNA clone LeukoN3_5_Dl 0_A0 2 5 3 1 , 
mRNA sequence .: Start : 1 : Stop: 628 

GBEQ0527 GenBank Acc | CD528853 | Ver | CD528853 . 1 

GI: 31567475 |LeukoN3_5_D03.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_D03_A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 68 0 

GBEQ0528 GenBank Acc | CD528852 | Ver | CD5288 52 . 1 

GI: 3156747*4 | LeukoN3__5_F07 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_F07_A025 3', 
mRNA sequence. : Start : 1 : Stop: 630 

GBEQ052 9 GenBank Acc | CD5288 49 | Ver | CD52884 9. 1 

GI : 31567471 | LeukoN3_5_G05 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone Leu koN 3_5_G 0 5_A0 2 5 3 1 , 
mRNA sequence. : Start : 1: Stop: 730 

GBEQ0530 GenBank Acc | CD528848 | Ver | CD528848 . 1 

GI : 31567470 I LeukoN3_5_G01 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3_5_G0 1_A0 2 5 3 1 , 
mRNA sequence. : Start: 1: Stop: 224 

GBEQ0531 GenBank Acc | CD528 84 6 | Ver | CD5288 4 6. 1 

GI: 31567468 | LeukoN3__5_B02 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_B02__A025 3', 
mRNA sequence. : Start: 1: Stop: 64 9 
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GBEQ0532 GenBank Acc | CD528845 | Ver | CD528845 . 1 

GI: 31567467 ) LeukoN3_5_C04 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_C04__A025 3', 
mRNA sequence .: Start: 1: Stop: 370 

GBEQ0533 GenBank Acc | CD528844 | Ver | CD528844 . 1 

Gl : 31567466 | LeukoN3_5_Ell . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_Ell_A025 3 f , 
mRNA sequence. : Start : 1 : Stop: 313 

GBEQ0534 GenBank Acc | CD528 8 4 1 | Ver | CD5288 41 . 1 

GI : 3 15 67 4 63 | LeukoN3_5_G0 8 . bl_A02 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3_5_G0 8_A0 2 5 3 1 , 
mRNA sequence . : Start : 1 : Stop: 491 

GBEQ0535 GenBank Acc | CD528838 | Ver | CD528838 . 1 

GI : 31567460 | LeukoN3_5_B12 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_B12_A025 3 1 , 
mRNA sequence. : Start : 1 : Stop: 64 7 

GBEQ0 536 GenBank Acc | CD52 8 8 3 1 1 Ver | CD5 2 8 8 3 1 . 1 

GI : 31567453 |LeukoN3_5_A06.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone Leu koN 3_5_A0 6__A0 2 5 3 1 , 
mRNA sequence. : Start: l:Stop: 67 6 

GBEQ0537 GenBank Acc | CD528 8 30 | Ver I CD528830 . 1 

GI: 31567452 | LeukoN3__5_B08 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_B0 8_A02 5 3 1 r 
mRNA sequence. : Start: l:Stop: 660 

GBEQ0538 GenBank Acc | CD528829 | Ver | CD528829 . 1 

GI : 31567451 | LeukoN3_5_G10 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_G10_A025 3', 
mRNA sequence. : Start :l:Stop: 719 

GBEQ0539 GenBank Acc | CD528783 | Ver | CD528783 . 1 

GI : 31567405 | LeukoN3_7__H02 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_H02_A025 3", 
mRNA sequence. :Start:l:Stop: 685 

GBEQ0540 GenBank Acc | CD528782 | Ver | CD528782 . 1 

GI : 31567404 | LeukoN3_7_B01 . b2__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_B01_A025 3', 
mRNA sequence. : Start : 1 : Stop: 408 

GBEQ0541 GenBank Acc | CD5287 81 | Ver | CD528781 . 1 

GI : 31567403 | LeukoN3_7_C03 • b2_A025 Unstimulated peripheral blood 



187 



WO 2005/067649 



PCT/US2005/000517 



leukocytes N3 Equus caballus cDNA clone LeukoN3_7__C03_A025 3', 
mRNA sequence . : Start : 1 : Stop : 674 

GBEQ0542 GenBank Acc | CD528779 | Ver | CD52877 9 . 1 

GI: 31567401 |LeukoN3_7_D10.b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_D10_A025 3 1 , 
mRNA sequence . : Start : 1 : Stop: 607 

GBEQ0543 GenBank Acc | CD52877 6 | Ver | CD5287 7 6 . 1 

GI: 31567398 | LeukoN3_7_C01 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_C01_A025 3', 
mRNA sequence. : Start: l:Stop: 4 87 

GBEQ0544 GenBank Acc | CD528773 | Ver | CD528773 . 1 

GI: 31567395 I LeukoN3_7_G09 . b2__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_G09_A025 3", 
mRNA sequence . : Start : 1 : Stop: 636 

GBEQ054 5 GenBank Acc ) CD5287 65 | Ver | CD5287 65 . 1 

GI: 31567387 | LeukoN3_7_A06 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone Leu koN 3_7_A0 6__A0 2 5 3 ' , 
mRNA sequence. : Start : 1: Stop: 732 

GBEQ054 6 GenBank Acc | CD528762 1 Ver | CD5287 62 . 1 

GI: 31567384 | LeukoN3_7_F03 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7__F03_A025 3 T , 
mRNA sequence. : Start : 1: Stop: 568 

GBEQ0547 GenBank Acc i CD528756 | Ver | CD528756 . 1 

GI: 31567378 | LeukoN3J7_A02 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_A02_A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 672 

GBEQ0548 GenBank Acc | CD528754 | Ver | CD528754 . 1 

GI : 31567376 | LeukoN3_7_C0 6 . b2_A02 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3_7_C 0 6_A0 2 5 3 f , 
mRNA sequence. : Start : 1: Stop: 54 5 

GBEQ054 9 GenBank Acc | CD52874 6 | Ver | CD52874 6 . 1 

GI: 31567368 | LeukoN3_7_C02 . b2_A02 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_C02_A025 3' f 
mRNA sequence. : Start : 1 : Stop: 500 

GBEQ0550 GenBank Acc | CD528745 | Ver | CD528745 . 1 

GI:31567367 | LeukoN3__7_D04 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_D04_A025 3', 
mRNA sequence. : Start : 1 : Stop : 628 
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GBEQ0551 GenBank Acc | CD528736 | Ver | CD528 7 36 . 1 

GI: 31567358 | LeukoN3_J7_B09 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7 JB09_A025 3', 
mRNA sequence. : Start: 1: Stop: 277 

GBEQ0552 GenBank Acc | CD528734 | Ver | CD528734 . 1 

GI : 31567356 | LeukoN3_7_H08 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_H08_A025 3', 
mRNA sequence. : Start: 1: Stop: 658 

GBEQ0553 GenBank Acc | CD528733 | Ver | CD528733 • 1 

GI : 31567355 | LeukoN3_7_A05 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3_7_A0 5_A0 2 5 3 f , 
mRNA sequence. : Start :l:Stop: 367 

GBEQ0554 GenBank Acc | CD528 634 | Ver J CD528 634 . 1 

GI : 31567256 | LeukoN3_3_F03 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_F03_A025 3', 
mRNA sequence. :Start:l: Stop: 543 

GBEQ0555 GenBank Acc | CD528 632 | Ver | CD528 632 . 1 

GI: 31567254 | LeukoN3_3 __H07 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_H07__A025 3', 
mRNA sequence. : Start : 1: Stop: 4 67 

GBEQ0556 GenBank Acc | CD528629 | Ver | CD528629 . 1 

GI : 31567251 | LeukoN3__3_E09 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_E0 9_A02 5 3', 
mRNA sequence. : Start: 1: Stop: 578 

GBEQ0557 GenBank Acc | CD528 623 | Ver | CD528 623 . 1 

GI : 31567245 | LeukoN3 J3_H12 -bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_H12_A025 3V, 
mRNA sequence. : Start: 1: Stop: 74 6 

GBEQ0558 GenBank Acc | CD528621 | Ver I CD528 621 . 1 

GI: 31567243 |LeukoN3_3_Bll.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_Bll__A025 3', 
mRNA sequence. : Start: 1: Stop: 693 

GBEQ0559 GenBank Acc | CD528 619 | Ver | CD528 619 . 1 

GI: 31567241 |LeukoN3_3_A02.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_A02_A025 3', 
mRNA sequence. : Start : 1 : Stop: 542 

GBEQ0560 GenBank Acc | CD528615 | Ver | CD528615 . 1 

GI : 31567237 | LeukoN3__3_C0 1 . bl_AQ 2 5 Unstimulated peripheral blood 
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leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C0 1__A0 2 5 3 l , 
mRNA sequence .: Start : 1 : Stop : 277 

GBEQ0561 GenBank Acc | CD528611 1 Ver | CD528 611 . 1 

GI : 31567233 | LeukoN3_3_C08 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C0 8__A0 2 5 3', 
mRNA sequence. : Start : 1 : Stop : 617 

GBEQ0562 GenBank Acc | CD528 604 | Ver | CD52 8*604 . 1 

GI : 31567226 | LeukoN3_3_G12 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_G12_A02 5 3 1 , 
mRNA sequence. : Start: 1: Stop: 694 

GBEQ0563 GenBank Acc | CD528 601 | Ver | CD528 601 . 1 

GI : 31567223 | LeukoN3__3_F05 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_F05__A025 3\ 
mRNA sequence . : Start : 1 : Stop : 592 

GBEQ0564 GenBank Acc | CD528600 | Ver | CD528600 . 1 

GI: 31567222 | LeukoN3_3_H0 9 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_H09_A025 3 f , 
mRNA sequence. : Start : 1: Stop: 697 

GBEQ0565 GenBank Acc I CD528599 | Ver | CD528599 . 1 

GI : 31567221 | LeukoN3_3_A06 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_A06__A025 3 1 , 
mRNA sequence. : Start : 1 : Stop: 533 

GBEQ0566 GenBank Acc | CD528593 | Ver | CD528593 . 1 

.GI : 31567215 | LeukoN3_3_E07 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_E07__A02 5 3', 
mRNA sequence. : Start: 1: Stop: 614 

GBEQ0567 GenBank Acc | CD528592 | Ver I CD528592 . 1 

GI: 31567214 | LeukoN3_3_F09 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__3_F0 9_A0 2 5 3' f 
mRNA sequence .: Start : 1 : Stop: 622 

GBEQ0568 GenBank Acc | CD528586 | Ver | CD528586 . 1 

GI : 31567208 | LeukoN3_3_C12 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C12_A025 3 f , 
mRNA sequence .: Start : 1 : Stop : 693 

GBEQ0569 GenBank Acc | CD528585 | Ver I CD528585 . 1 

GI: 31567207 | LeukoN3_3_H04 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_H04__A025 3' , 
mRNA sequence .: Start : 1 : Stop: 625 
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GBEQ0570 GenBank Acc | CD528583 | Ver | CD528583 • 1 

GI : 31567205 | LeukoN3_3_C10 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C10_A025 3', 
mRNA sequence. : Start : 1: Stop: 659 

GBEQ0571 GenBank Acc | CD528581 | Ver | CD528581 . 1 

GI: 31567203 | LeukoN3_3_Dll .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_Dl 1__A0 2 5 3', 
mRNA sequence. : Start: 1: Stop: 7 40 

GBEQ0572 GenBank Acc | CD528575 | Ver | CD52857 5 . 1 

GI: 31567197 |LeukoN3J3_B10.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_B10_A025 3', 
mRNA sequence. : Start: 1: Stop: 625 

GBEQ0573 GenBank Acc | CD528482 | Ver | CD528482 . 1 

GI : 31567104 | LeukoN3_2__D06 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_D06_A025 3 T , 
mRNA sequence. : Start : 1 : Stop: 688 

GBEQ0574 GenBank Acc | CD528480 | Ver | CD528480 . 1 

GI: 31567102 |LeukoN3_2_A08.bl_A025 Unstimulated peripheral . blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_A08_A025 3', 
mRNA sequence. : Start: 1: Stop: 606 

GBEQ0575 GenBank Acc | CD528 477 | Ver | CD528477 . 1 

GI : 31567099 | LeukoN3__2_E01 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_E01_A025 3', 
mRNA sequence. : Start: l:Stop: 431 

GBEQ0 57 6 GenBank Acc | CD52 8 47 61 Ver ICD528476.1 

GI: 31567098 | LeukoN3_2_All . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3_2_A1 1_A0 2 5 3' , 
mRNA sequence . : Start : 1 : Stop : 64 6 

GBEQ0577 GenBank Acc | CD528475 | Ver | CD528475 . 1 

GI: 31567097 | LeukoN3_2_B10 .bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_B10_A025 3', 
mRNA sequence. : Start : 1 : Stop: 518 

GBEQ0578 GenBank Acc | CD528459 | Ver | CD528459 . 1 

GI : 31567 081 | LeukoN3_2_H07 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H07_A025 3 1 ,. 
mRNA sequence. : Start: l:Stop: 663 

GBEQ057 9 GenBank Acc | CD528 455 | Ver | CD528455 . 1 

GI: 31567077 |LeukoN3_2_H10.bl_A025 Unstimulated peripheral blood 
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c 

leukocytes N3 Equus caballus cDNA clone LeukoN3_2_Hl 0_A0 2 5 3 ' , 
mRNA sequence .: Start : 1 : Stop: 655 

GBEQ0580 GenBank Acc | CD528 44 6 | Ver | CD528446 . 1 

GI: 315670 68 | LeukoN3_2_B04 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_B04_A025 3', 
mRNA sequence. : Start : 1 : Stop: 355 

GBEQ0581 GenBank Acc j CD528444 | Ver | CD528444 . 1 

GI: 31567066 | LeukoN3_2_H01 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H01_A025 3", 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ0582 GenBank Acc | CD528 44 3 | Ver | CD52844 3 . 1 

GI: 31567065 | LeukoN3__2_B07 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_B07_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 663 

GBEQ0 5 8 3 GenBank Acc | CD52 8 4 4 1 1 Ver | CD52 8 441.1 

GI : 31567063 | LeukoN3_2_H0 9 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2__H09_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 694 

GBEQ0584 GenBank Acc | CD528440 | Ver | CD528440 . 1 

GI: 31567062 | LeukoN3_2_B08 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2__B0 8_A02 5 3 1 , 
mRNA sequence. : Start: 1: Stop: 572 

GBEQ0585 GenBank Acc | CD528439 I Ver | CD528439 . 1 

GI : 315 67 0 61 1 LeukoN3__2__G10 . bl_A02 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_G10_A025 3 f , 
mRNA sequence. : Start: 1: Stop: 623 

GBEQ0586 GenBank Acc | CD528438 | Ver | CD528438 . 1 

GI: 31567060 | LeukoN3_2_D12 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus - caballus cDNA clone LeukoN3__2_D12_A025 3 1 , 
mRNA sequence. : Start : 1 : Stop: 666 

GBEQ0587 GenBank Acc | CD528434 | Ver | CD528434 . 1 

GI: 31567056 | LeukoN3_2jGll .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_Gll_A025 3' f 
mRNA sequence. : Start : 1: Stop: 687 

GBEQ0588 GenBank Acc | CD528430 | Ver | CD528430 . 1 

GI: 31567052 | LeukoN3_2_H0 6 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H0 6_A025 3 1 , 
mRNA sequence. : Start : 1 : Stop: 610 
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GBEQ058 9 GenBank Acc I CD528424 | Ver | CD528424 . 1 

GI : 31567046 | LeukoN3_2JE03 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_E03_A025 3', 
mRNA sequence. : Start : 1: Stop: 517 

GBEQ0590 GenBank Acc 1 CD528330 | Ver | CD528330 . 1 

GI : 31566952 | LeukoN3_l_A08 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_A08_A025 3 f , 
mRNA sequence. : Start: 1: Stop: 596 

GBEQ0591 GenBank Acc | CD528329 I Ver | CD528329 . 1 

GI : 31566951 | LeukoN3_l_E03 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_E03_A025 3', 
mRNA sequence. : Start: 1: Stop: 530 

GBEQ0 592 GenBank Acc | CD52 8 326 | Ver | CD52 8326.1 

GI: 315 66948 | LeukoN3_l_Fl 0 . b2_A0 2 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_JL_F10__A025 3', 
mRNA sequence .: Start : 1 : Stop: 58 6 

GBEQ0593 GenBank Acc | CD528325 | Ver ) CD528325 . 1 

GI : 31566947 | LeukoN3_l_H0 9 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_H0 9_A025 3', 
mRNA sequence. : Start : 1: Stop: 654 

. GBEQ0594 GenBank Acc | CD528 322 | Ver | CD528322 . 1 
GI: 31566944 | LeukoN3_l_All . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_All_A025 3', 
mRNA sequence .: Start : 1 : Stop: 563 

GBEQ0595 GenBank Acc | CD528318 | Ver | CD528318 . 1 

GI : 31566940 | LeukoN3_l_B06 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_B0 6__A025 3', 
mRNA sequence. : Start : 1: Stop: 54 0 

GBEQ0 5 9 6 GenBank Acc | CD52 8 3 0 6 | Ver | CD5 28306.1 

GI: 31566928 | LeukoN3_l_C02 . b2__AQ25 Unstimulated peripheral blood 
leukocytes N3 Equus caballus. cDNA clone LeukoN 3_1_C 0 2__A0 2 5 3', 
mRNA sequence . : Start : 1 : Stop : 614 

GBEQ0597 GenBank Acc | CD528303 | Ver | CD528303 . 1 

GI : 31566925 | LeukoN 3_1_A0 9 . b2__A0 2 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone Leu koN 3___1_A0 9_A0 2 5 3', 
mRNA sequence. : Start: l:Stop: 637 

GBEQ0598 GenBank Acc | CD528292 | Ver | CD528292 . 1 

GI: 31566914 | LeukoN3_l_B07 .b2_A025 Unstimulated peripheral blood 
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leukocytes N3 Equus caballus cDNA clone LeukoN3_l_B07_A025 3', 
mRNA sequence. : Start : 1: Stop: 535 

GBEQ0599 GenBank Acc | CD528291 1 Ver | CD5282 91 . 1 

GI : 315 66913 | LeukoN3_l_F02 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_F02_A025 3 1 , 
mRNA sequence. : Start :1: Stop: 219 

GBEQ0600 • GenBank Acc | CD528290 | Ver | CD5282 90 . 1 

GI: 31566912 | LeukoN3_l_C09 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_C0 9_A025 3\ 
mRNA sequence. : Start: 1: Stop: 645 

GBEQ0601 GenBank Acc | CD528288 | Ver | CD52828.8 . 1 

GI: 31566910 | LeukoN3_l_G04.b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_G04_AQ25 3', 
mRNA sequence .: Start : 1 : Stop: 573 

GBEQ0602 GenBank Acc [ CD528287 | Ver | CD528287 . 1 

GI : 31566909 I LeukoN3__l__H0 6 . b2__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_H06_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 641 

GBEQ0603 GenBank Acc | CD528285 | Ver | CD528285 . 1 

GI: 31566907 | LeukoN3_l__A03 . b2__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_A03__A025 3', 
mRNA sequence .: Start : 1 : Stop: 608 

GBEQ0604 GenBank Acc | CD528281 | Ver | CD528281 . 1 

GI : 31566903 | LeukoN3_l_H04 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_H04_A025 3', 
mRNA sequence. : Start : 1 : Stop: 653 

GBEQ0605 GenBank Acc j CD528280 | Ver | CD528280 . 1 

GI: 31566902 I LeukoN3_l_A01 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_A01_A025 3', 
mRNA sequence .: Start : 1 : Stop: 592 

GBEQ0606 GenBank Acc | CD528273 | Ver | CD528273 . 1 

GI: 315 668 95 |LeukoN3_l_C03.b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_C03_A025 3', 
mRNA sequence .: Start : 1 : Stop: 352 

GBEQ0 607 GenBank Acc | CD528265 | Ver | CD5282 65 . 1 

GI: 31566887 | LeukoN3_l_F07 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_F07_A025 3* , 
mRNA sequence. : Start: 1: Stop: 537 
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GBEQ0608 GenBank Acc | CD528172 | Ver ) CD528172 . 1 

GI: 31566794 | LeukoN3_4_E01 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__4_E01_A025 3', 
mRNA sequence. : Start: 1: Stop :5 65 

GBEQ0609 GenBank Acc|CD528168 | Ver | CD528168 . 1 

GI : 315 667 90 | LeukoN3_4_H07 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__4_H07_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 619 

GBEQ0610 GenBank Acc | CD528162 | Ver | CD528162 . 1 

GI : 31566784 | LeukoN3_4_H09 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_H0 9__A02 5 3 f , 
mRNA sequence. : Start : 1 : Stop: 682 

GBEQ0611 GenBank Acc I CD528159 | Ver | CD528159 . 1 

GI : 315667 81 | LeukoN3_4_A08 .bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_A0 8_A0 2 5 3', 
mRNA sequence. : Start : l:Stop: 67 8 

GBEQ0612 GenBank Acc | CD528158 | Ver | CD528158 . 1 

GI : 31566780 1 LeukoN3_4_B03 .bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__4 JB03_A025 3\ 
mRNA sequence. : Start : 1: Stop: 555 

GBEQ0613 GenBank Acc | CD528152 | Ver | CD528152 . 1 

GI: 31566774 | LeukoN3__4_D12 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_D12_A025 3 f , 
mRNA sequence .: Start : 1 : Stop: 653 

GBEQ0614 GenBank Acc I CD528151 | Ver | CD528151 . 1 

GI: 31566773 | LeukoN3_4_C03.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_C0 3__A0 2 5 3', 
mRNA sequence. : Start : 1: Stop: 4 65 

GBEQ0615 GqnBank Acc | CD528148 | Ver | CD52814 8 . 1 

GI : 31566770 | LeukoN3_4_F0 9 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__4_F0 9_A0 2 5 3' r 
mRNA sequence. : Start :1: Stop: 399 

GBEQ0 61 6 GenBank Acc | CD52 8 1 4 5 | Ver | CD52 8 145.1 

GI: 315 667 67 | LeukoN3__4_B04 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_B04_A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 498 

GBEQ0617 GenBank Acc I CD528142 | Ver | CD528142 . 1 

GI: 315 667 64 | LeukoN3_4_B12 . bl_A025 Unstimulated peripheral blood 
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leukocytes N3 Equus caballus cDNA clone LeukoN3_4_B12_A025 3 f , 
mRNA sequence. : Start : 1: Stop: 640 

GBEQ0618 GenBank Acc | CD528139 i Ver | CD528139 . 1 

GI: 31566761 |LeukoN3_4_A03.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4__A0 3_A0 2 5 3\, 
mRNA sequence. : Start : 1 : Stop: 4 65 

GBEQ0619 GenBank Acc | CD528136 1 Ver | CD528136 . 1 

GI: 31566758 | LeukoN3_4_Ell . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Ell_A02 5 3 f , 
mRNA sequence. : Start: 1: Stop: 687 

GBEQ0620 GenBank Acc | CD528133 | Ver | CD528133 . 1 

GI : 31566755 | LeukoN3_4_H10 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_H10_A025 3', 
mRNA sequence. : Start: 1: Stop: 693 

GBEQ0621 GenBank Acc | CD528128 | Ver | CD528128 . 1 

GI : 31566750 | LeukoN3_4_Gll . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Gll_A025 3', 
mRNA sequence. : Start : 1 : Stop: 629 

GBEQ0622 GenBank Acc | CD528127 | Ver | CD528127 . 1 

GI : 31566749 | LeukoN3_4_F02 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4__F02_A025 3', 
mRNA sequence. : Start: 1: Stop: 536 

GBEQ0623 GenBank Acc | CD528122 | Ver | CD528122 . 1 

GI: 31566744 |LeukoN3_4_B02 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_B02_A025 3\ 
mRNA sequence. : Start : 1 : Stop: 522 

GBEQ0624 GenBank Acc i CD528117 | Ver | CD528117 . 1 

GI : 31566739 | LeukoN3_4_E04 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4JE04_A025 3', 
mRNA sequence .: Start : 1 : Stop: 568 

GBEQ0625 GenBank Acc | CD528116 | Ver | CD528116 . 1 

GI: 31566738 | LeukoN3__4_F0 6 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_F0 6_A025 3', 
mRNA sequence. : Start : 1 : Stop: 68 0 

GBEQ0626 GenBank Acc | CD528111 | Ver | CD528111 . 1 

GI: 31566733 I LeukoN3_4_A09 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeiikoN3_4_A0 9_A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 629 
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GBEQ0627 GenBank Acc | CD472332 | Ver | CD472332 . 1 

GI: 31393600 | LeukoS6__5_Bll . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__5__B 1 1_A 0 2 8 3', 
mRNA sequence. : Start: 1: Stop: 4 90 

GBEQ0628 GenBank Acc | CD472327 | Ver | CD472327 . 1 

GI : 31393595 | LeukoS 6_5_H 10 .bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__5_H10_A02 8 3', 
mRNA sequence. : Start : 1: Stop: 3 66 

GBEQ0629 GenBank Acc | CD472316 | Ver j CD472316 . 1 

GI: 31393584 | LeukoS 6_5_C11 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_C1 1_A02 8 3 1 , 
mRNA sequence . : Start : 1 : Stop : 4 61 

GBEQ0630 GenBank Acc | CD472313 | Ver | CD472313 . 1 

GI:31393581| LeukoS 6_5_C1 0 . bl__A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_5_C10_A02 8 3', 
mRNA sequence. : Start :1: Stop: 577 

GBEQ0 631 GenBank Acc | CD472308 | Ver | CD472308 . 1 

GI : 31393576 | LeukoS6_5_C04 .bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_5__C04_A028 3 1 , 
mRNA sequence. : Start: 1: Stop: 143 

GBEQ0632 GenBank Acc | CD472304 | Ver | CD472304 . 1 

GI: 31393572 I LeukoS6_5 JD11 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_5_Dll_A028 3', 
mRNA sequence. : Start : 1: Stop: 57 9 

GBEQ0 633 GenBank' Acc | CD472295 | Ver | CD472295 . 1 

GI: 31393563 | LeukoS6_5_Ell.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_5_Ell_A028 3', 
mRNA sequence. : Start: i:Stop:321 

GBEQ0634 GenBank Acc | CD472279 | Ver | CD472279 . 1 

GI: 31393547 | LeukoS6_5_A07 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_A07_A028 3', 
mRNA sequence .: Start : 1 : Stop: 542 

GBEQ0635 GenBank Acc | CD472278 I Ver | CD472278 . 1 

GI : 31393546 | LeukoS6_5_G12 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_G12_A02 8 3 1 , 
mRNA sequence .: Start : 1 : Stop: 543 

GBEQ0636 GenBank Acc | CD472263 | Ver I CD472263 . 1 

GI: 31393531 | LeukoS6_5_C0 9 . bl_A028 Stimulated peripheral blood 
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leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_C0 9_A0 2 8 3', 
raRNA sequence .: Start : 1 : Stop : 190 

GBEQ0637 GenBank Acc | CD472170 | Ver | CD472170 . 1 

GI: 31393438 | LeukoS6_l_A05 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_l_A05_A028 3', 
mRNA sequence . : Start : 1 : Stop: 569 

GBEQ0638 GenBank Acc | CD4 72163 I Ver | CD472163 . 1 

GI: 31393431 [ LeukoS6__l_C0 1 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__1__C0 1__A02 8 3\ 
mRNA sequence. : Start : 1 : Stop: 67 6 

GBEQ0639 GenBank Acc | CD472156 | Ver | CD472156 . 1 

GI: 31393424 | LeukoS 6_1JB0 6 . bl__A02 8 • Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_B06__A02 8 3', 
mRNA sequence. : Start : 1 : Stop : 638 

GBEQ0640 GenBank Acc|CD472142 | Ver | CD472142 . 1 

GI : 31393410 | LeukoS 6_l_ElO-.bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone Leuko S 6_1_E 1 0_A0 2 8 3\ 
mRNA sequence. : Start: 1: Stop: 536 

GBEQ0641 GenBank Acc I CD472140 I Ver | CD472140 . 1 

GI : 313934 08 | LeukoS6__l_E03 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_E0 3_A02 8 3", 
mRNA sequence .: Start : 1 : Stop: 53 6 

GBEQ0642 GenBank Acc | CD472137 | Ver | CD472137 . 1 

GI : 31393405 | LeukoS 6__1_H0 9 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1__H0 9_A02 8 3 1 , 
mRNA sequence. : Start : 1: Stop: 458 

GBEQ0643 GenBank Acc | CD472115 | Ver | CD472115 . 1 

GI : 31393383 | LeukoS6_l__F03 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__1_F03_A02 8 3 1 , 
mRNA sequence .: Start : 1 : Stop: 624 

.GBEQ0644 GenBank Acc | CD472107 I Ver | CD472107 . 1 

GI : 31393375 | LeukoS6_l_B0 9 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_B0 9_A0 2 8 3 1 , 
mRNA sequence . : Start : 1 : Stop: 642 

GBEQ0645 GenBank Acc | CD472099 | Ver | CD472099 . 1 

GI: 31393367 | LeukoS6_l_E07 .bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_E07_A02 8 3' , 
mRNA sequence .: Start : 1 : Stop: 609 
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GBEQ0646 GenBank Acc I CD472098 | Ver I CD472098 . 1 

GI : 31393366 | LeukoS6_J__F0 9 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__1_F0 9_A0 2 8 3', 
mRNA sequence. : Start :l:Stop: 613 

GBEQ0647 GenBank Acc | CD472014 | Ver | CD472014 . 1 

GI: 31393282 |LeukoS6_3_H06.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_H0 6_A02 8 3 f , 
mRNA sequence. : Start: 1: Stop: 597 

GBEQ0648 GenBank Acc | CD472012 | Ver ! CD472012 . 1 

GI:31393280| LeukoS 6_3_D12 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_3__D12_A02 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 548 

GBEQ0649 GenBank Acc | CD472006 | Ver | CD472006 . 1 

GI: 3139327 4 | LeukoS6__3_A06 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus . caballus cDNA clone LeukoS 6_3_A0 6_A02 8 3', 
mRNA sequence. : Start :1: Stop: 604 

GBEQ0650 GenBank Acc | CD472004 | Ver | CD472004 . 1 

GI: 31393272 |LeukoS6_3_G10.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_3_G10__A028 3', 
mRNA sequence. : Start: 1: Stop: 68 9 

GBEQ0651 GenBank Acc | CD471998 | Ver | CD471998 . 1 

GI : 31393266 | LeukoS 6_3_D0 4 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_D0 4_A02 8 3 f , 
mRNA sequence. : Start :1: Stop: 578 

GBEQ0652 GenBank Acc | CD471993 | Ver | CD471993 . 1 

GI : 31393261 |LeukoS6_3_C09.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_3_C09_A028 3 1 , 
mRNA sequence. : Start: 1: Stop: 554 

GBEQ0653 GenBank Acc | CD471980 | Ver | CD471980 . 1 

GI : 31393248 | LeukoS 6_3_C0 8 . b 1_A0 2 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_C0 8_A0 2 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ0654 GenBank Acc | CD471977 | Ver \ CD471977 . 1 

GI : 31393245 | LeukoS 6_3_H03 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_3__H03_A028 3\ 
mRNA sequence. -.Start: 1: Stop: 704 

GBEQ0655 GenBank Acc | CD471972 I Ver | CD471972 . 1 

GI : 31393240 | LeukoS6_3_A10 .bl_A028 Stimulated peripheral blood 



199 



WO 2005/067649 



PCT/US2005/000517 



leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_A10A028 3', 
mRNA sequence . : Start : 1 : Stop : 572 

GBEQ0656 GenBank Acc ) CD471938 ] Ver ) CD471938 . 1 

GI : 31393206 | LeukoS 6_3_E01 . bl_A028 Stimulated . peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_3JE0 1_A0 2 8 3 f , 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ0657 GenBank Acc | CD471838 | Ver | CD471838 . 1 

GI : 31393106 | LeukoS6_2_F05 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2__F05_A02 8 3 1 , 
mRNA sequence. : Start :1: Stop: 593 

GBEQ0 658 GenBank Acc | CD47183 6 | Ver | CD471836 . 1 

GI : 31393104 | LeukoS 6_2_H0 9 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_H0 9_A0 2 8 3', 
mRNA sequence. : Start: 1: Stop: 604 

GBEQ0659 GenBank Acc | CD471832 | Ver | CD471832 . 1 

GI : 31393100 | LeukoS 6_2_C 0 6 . bl_A0 2 8 Stimulated peripheral blood 
leukocytes S6 Equus .caballus cDNA clone LeukoS6_2_C0 6_A028 3 T , 
mRNA sequence . : Start : 1 : Stop : 62 8 

GBEQ0660 GenBank Acc | CD471819 | Ver | CD471819 . 1 

GI : 31393087 | LeukoS6_2_E09 .bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__2_E09_A02 8 3\ 
mRNA sequence . : Start : 1 : St op : 57 6 

GBEQ0661 GenBank Acc | CD471812 | Ver | CD471812 . 1 

GI : 31393080 | LeukoS6_2__H07 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_H07_A02 8 3 f , 
mRNA sequence. : Start: 1: Stop: 627 

GBEQ0662 GenBank Acc | CD471810 | Ver | CD471810 . 1 

GI: 31393078 | LeukoS 6_2__B02 .bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone Leu ko S 6_2_B 0 2_A0 2 8 3' r 
mRNA sequence . : Start : 1 : Stop : 665 

GBEQ0663 GenBank Acc|CD4718 05 | Ver | CD471805 . 1 

GI: 31393073 | LeukoS6_2 JB09 .bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__2__B0 9__A02 8 3 ! , 
mRNA sequence. : Start: 1: Stop: 573 

GBEQ0 664 GenBank Acc | CD4 7 1 8 0 3 | Ver |-CD4 7 1 8 0 3 . 1 

GI : 31393071 1 LeukoS 6__2_F0 2 . b 1_A0 2 8 Stimulated peripheral blood 
leukocytes S 6- Equus caballus cDNA clone LeukoS6_2_F02_A028 3', 
mRNA sequence. : Start: 1: Stop: 542 
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GBEQ0665 GenBank Acc | CD471793 | Ver | CD471793 . 1 

•GI: 31393061 1 LeukoS 6_2__A0 6 . bl__A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_A0 6__A0 2 8 3', 
mRNA sequence. : Start : l:Stop: 60 6 

GBEQ0666 GenBank Acc | CD471792 | Ver | CD471792 . 1 

GI: 31393060 | LeukoS 6__2JB 08 .bl__A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_2_B08_A028 3', 
mRNA sequence. : Start : 1: Stop: 557 

GBEQ0667 GenBank Acc | CD471772 | Ver | CD471772 . 1 

GI : 31393040 | LeukoS 6__2_C0 1 .bl__A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_C01_A0 2 8 3' f 
mRNA sequence. : Start : 1: Stop: 636 

GBEQ0668 GenBank • Acc | CD4717 65 | Ver | CD4717 65 . 1 

GI: 31393033 | LeukoS 6_2_B0 6 . bl__A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_B0 6_A02 8 3 1 , 
mRNA sequence. : Start : 1: Stop: 570 

GBEQ0669 GenBank Acc|CD471764 | Ver | CD4717 64 . 1 

GI: 31393032 |LeukoS6_2_H10.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone Leuko S 6_2_H 1 0_A0 2 8 3 f , 
mRNA sequence. : Start: l:Stop: 611 

GBEQ0 670 GenBank Acc | CD4 717 60 1 Ver | CD4717 60 . 1 

GI : 31393028 | LeukoS6_2_D02 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_D02_A02 8 3 1 , 
mRNA sequence. : Start : 1: Stop: 645 

GBEQ0671 GenBank Acc|CD471754 | Ver I CD471754 . 1 

GI: 31393022 | LeukoS6_2_A03 .bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_2_A03_A028 3 T , 
mRNA sequence .: Start : 1 : Stop: 650 

GBEQ0672 GenBank Acc | CD471658 | Ver | CD471658 . 1 

GI: 3139292 6 | LeukoS 6_4_B12 .bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__4J312_A02 8 3 1 , 
mRNA sequence. : Start : 1: Stop: 560 

GBEQ0673 GenBank Acc | CD471657 | Ver | CD471657 . 1 

GI : 31392925 | LeukoS 6_4_A0 3 . bl_A0 2 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__4_A0 3_A0 2 8 3 ? , 
mRNA sequence. :Start:l: Stop: 571 

GBEQ0674 GenBank Acc | CD471653 1 Ver | CD471653 . 1 

GI : 31392921 | LeukoS6__4_E10 .bl_A028 Stimulated peripheral blood 
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leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_E10___A02 8 3 1 , 
mRNA sequence, : Start : 1 : Stop: 435 

GBEQ0675 GenBank Acc | CD471649 | Ver | CD471649 . 1 

GI : 31392917 | LeukoS 6_4__F0 5 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_F0 5__A02 8 3 1 , 
■mRNA sequence. : Start: 1: Stop: 647 

GBEQ0676 GenBank Acc |CD471648 | Ver | CD471648 . 1 

GI : 31392916 | LeukoS6__4_G07 . bl__A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_4_G07_A028 3 1 , 
mRNA sequence. : Start: 1: Stop: 607 

GBEQ0677 GenBank Acc | CD471644 | Ver | CD471644 . 1 

GI : 31392912 | LeukoS 6_4__C0 6 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_C0 6_A02 8 3 T , 
mRNA sequence. : Start: 1: Stop: 602 

GBEQ067 8 GenBank Acc | CD471642 | Ver | CD471642 . 1 

GI : 31392910 | LeukoS 6_4__A0 9 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__4__A0 9_A028 3', 
mRNA sequence. : Start: 1: Stop: 513 

GBEQ0679 GenBank Acc I CD471632 | Ver | CD471632 . 1 

GI : 31392900 | LeukoS6_4_D07 .bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA .clone LeukoS 6__4_D07_A028 3', 
mRNA sequence. : Start : 1: Stop: 650 

GBEQ0680 GenBank Acc | CD471629 | Ver | CD471629 . 1 

GI: 31392897 | LeukoS6__4__F10 . bl_AQ2 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_4__F10__A028 3 1 , 
mRNA sequence. : Start: 1: Stop: 674 

GBEQ0681 GenBank Acc | CD471623 | Ver | CD471623 . 1 

GI : 31392891 | LeukoS6_4_C04 .bl__A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_C0 4_A02 8 3 1 , . 
mRNA sequence. : Start : 1: Stop: 562 

GBEQ0682 GenBank Acc | CD471620 | Ver I CD471620 . 1 

GI : 31392888 | LeukoS 6_4_B 0 9 . b 1_A0 2 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_B0 9_A02 8 3', 
mRNA sequence. : Start: 1: Stop: 581 

GBEQ0683 GenBank Acc | CD471615 | Ver | CD471615 . 1 

GI : 3 13 92 8 8 3 I LeukoS 6_4_D12 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__4_D12_A0 2 8 3 f , 
mRNA sequence. : Start : 1: Stop: 620 
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GBEQ0684 GenBank Acc | CD471603 | Ver | CD471603 . 1 

GI: 31392871 lLeukoS6__4_H05.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_4_H05_A028 3', 
mRNA sequence .: Start : 1 : Stop : 626 

GBEQ0685 GenBank Acc | CD471600 | Ver | CD471600 . 1 

GI: 313928 68 | LeukoS 6_4_D04 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_D0 4__A0 2 8 3', 
mRNA sequence .: Start : 1 : Stop: 571 

GBEQ0686 GenBank Acc|CD471598 | Ver | CD471598 . 1 

Gl : 313928 66 | LeukoS6_4_F08 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_4_F08_A028 3 1 , 
mRNA sequence. .-Start: l:Stop: 590 

GBEQ0687 GenBank Acc | CD471597 | Ver | CD471597 . 1 

GI : 31392865 I LeukoS6_4_A05 .bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__4_A0 5_A0 2 8 3', 
mRNA sequence . : Start : 1 : Stop : 583 

GBEQ0688 GenBank Acc | CD471596 | Ver | CD471596. 1 

GI : 31392864 | LeukoS 6_4__C0 9 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone Leuko S 6_4_C 0 9__A0 2 8 3 1 , 
mRNA sequence . : Start : 1 : Stop : 4 8 3 

GBEQ0689 GenBank Acc | CD471594 | Ver | CD471594 . 1 

GI: 31392 8 62 | LeukoS 6_4_G02 . bl_A02 8 Stimulated ' peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_4_G02_A028 3 1 , 
mRNA sequence. .-Start :l:St op: 5 67 

GBEQ0690 GenBank Acc | CD471593 | Ver | CD471593 . 1 

GI: 31392861 |LeukoS6_4_H04.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_4_H04__A028 3', 
mRNA sequence. : Start: 1: Stop: 595 

GBEQ0691 GenBank Acc | CD471587 ) Ver | CD471587 . 1 

GI: 31392855 | LeukoS6_4__G09 .bl__A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone Leuko S 6__4__G0 9_A0 2 8 3', 
mRNA sequence. : Start: 1: Stop: 512 

GBEQ0692 GenBank Acc | CD471581 | Ver 1 CD471581 . 1 

GI : 31392849 | LeukoS6_4__G01 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_GQ1_A02 8 3 J , 
mRNA sequence. : Start :1: Stop: 50 6 

GBEQ0693 GenBank Acc | CD471514 | Ver | CD471514 . 1 

GI : 31392782 | LeukoS5__6_H02 .bl_A027 Stimulated peripheral blood 
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leukocytes S5 Equus caballus cDNA clone LeukoS5_6_H02_A027 3 1 , 
mRNA sequence. : Start: l:Stop: 4 69 

GBEQ0694 GenBank Acc | CD471512 | Ver | CD471512 . 1 

GI: 31392780 | LeukoS5_6_C03 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6_C03_A027 3 1 , 
mRNA sequence. : Start : 1 : Stop: 55 6 

GBEQ0695 GenBank Acc | CD471506 | Ver | CD471506. 1 

GI: 31392774 | LeukoS5_6_E03 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone Leuko S 5_6_E 0 3_A0 2 7 3 1 , 
mRNA sequence. : Start :1: Stop: 196 

GBEQ0696 GenBank Acc | CD471505 | Ver | CD471505 . 1 

GI : 31392773 | LeukoS 5_6_F0 5 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA- clone • LeukoS5_6__F05_A027 3 1 , 
mRNA sequence. : Start : 1 : Stop: 4 65 

GBEQ0697 GenBank Acc | CD471498 | Ver | CD4714 98 . 1 

GI: 313927 66 |LeukoS5_6_H05.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5__6_H 0 5_A0 2 7 3', 
mRNA sequence. : Start : 1 : Stop: 513 

GBEQ0698 GenBank Acc | CD471494 | Ver | CD471494 . 1 

GI:31392762 | LeukoS5__6_H01 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6_H01_A027 3 f , 
mRNA sequence. : Start:!: Stop: 57 6 

GBEQ0699 GenBank Acc | CD471487 | Ver | CD471487 . 1 

GI : 31392755 | LeukoS 5_6_A12 .bl__A02 7 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5__6_A12_A02 7 3', 
mRNA sequence. : Start : 1 : Stop: 551 

GBEQ0700 GenBank Acc | CD471485 | Ver | CD471485 . 1 

GI : 31392753 | LeukoS5_6_G0 6 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__6__G06_A027 3' , 
mRNA sequence. : Start :1: Stop: 582 

GBEQ0701 GenBank Acc I CD471478 | Ver | CD471478 . 1 

GI : 31392746 | LeukoS5_6_D07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6_D07__A02 7 3 f , 
mRNA sequence. : Start : 1 : Stop: 594 

GBEQ0702 GenBank Acc | CD471477 | Ver | CD471477 . 1 

GI: 31392745 | LeukoS5_6_E0 9 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5_6_E09_A02 7 3 1 , 
mRNA sequence. : Start : 1 : Stop: 48 0 
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GBEQ0703 GenBank Acc | CD471474 | Ver | CD471474 . 1 

GI : 31392742 | LeukoS5_6_F07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6__F07_A027 3', 
mRNA sequence. : Start: 1: Stop: 513 

GBEQ0704 GenBank Acc | CD471464 | Ver | CD471464 . 1 

GI : 31392732 | LeukoS5_6_H10 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6_H10_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 512 

GBEQ0705 GenBank Acc I CD4714 61 | Ver | CD4714 61 . 1 

GI: 31392729 1 LeukoS5_6_B02.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_$,_B02_A027 3', 
mRNA sequence. : Start :1: Stop: 4 62 

GBEQ0706 GenBank Acc | CD471456 | Ver | CD47145 6 . 1 

GI:31392724 | LeukoS5_6JE04 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6_EG4_A027 3", 
mRNA sequence. : Start: 1: Stop: 465 

GBEQ0707 GenBank Acc | CD471454 I Ver | CD471454 . 1 

GI : 31392722 | LeukoS5_6_A07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6_A07_A027 3\ 
mRNA sequence. : Start: 1: Stop: 555 

GBEQ0708 GenBank Acc | CD471449 | Ver | CD471449 . 1 

GI : 31392717 | LeukoS5_6_A03 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5_6__A0 3_A027 3 1 , 
mRNA sequence. : Start : 1: Stop: 581 

' GBEQ0709 GenBank Acc | CD471375 | Ver | CD471375 . 1 

GI:31392643 |LeukoS5_5JBll.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__5__Bll_A027 3' , 
mRNA sequence . : Start : 1 : Stop : 563 

GBEQO 710 GenBank Acc | CD4 7 1 3 60 | Ver | CD4 71360.1 

GI : 31392628 |LeukoS5_5_A05.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5_A05_A027 3', 
mRNA sequence . : Start : 1 : Stop : 518 

GBEQ0711 GenBank Acc | CD471359 | Ver | CD471359 . 1 

GI : 31392627 | LeukoS5_5_B07 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5_B07_A027 3', 
mRNA sequence.: St art: 1: Stop: 5 33 

GBEQ07 12 GenBank Acc | CD471357 | Ver | CD471357 . 1 

GI : 31392625 | LeukoS5_5_Hll .bl_A027 Stimulated peripheral blood 
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leukocytes S5 Equus caballus cDNA clone LeukoS 5_5_H1 1_A0 2 7 3 1 , 
mRNA sequence. : Start : 1 : Stop: 48 6 

GBEQ0713 GenBank Acc | CD471351 | Ver | CD471351 . 1 

GI : 31392619 | LeukoS5_5_D07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5JD07_A027 3 f , 
mRNA sequence, : Startrl: Stop: 501 

GBEQ0714 GenBank Acc I CD471350 | Ver | CD471350 . 1 

GI: 31392618 | LeukoS5_5_Dl0 . bl___A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5_5_D1 0_A0 2 7 3' , 
mRNA sequence. : Start: 1: Stop: 557 

GBEQ0715 GenBank Acc | CD471347 | Ver | CD471347 . 1 

GI:31392615 | LeukoS5_5__A08 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5_A08__A027 3', 
mRNA sequence. : Start: 1: Stop: 539 

GBEQ0716 GenBank Acc | CD471341 | Ver | CD471341 . 1 

GI : 31392609 |LeukoS5_5_C08 .bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5__C08_A027 3', 
mRNA sequence. : Start: 1: Stop: 602 

GBEQ0717 GenBank Acc | CD471335 | Ver | CD471335 • 1 ' 

GI : 31392603 | LeukoS5_5_C04 .bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5_C04_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 560 

GBEQ0718 GenBank Acc | CD471332 | Ver | CD471332 . 1 

GI : 31392 600 | LeukoS5_5_F06 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__5_F0 6__A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 527 

GBEQ0719 GenBank Acc | CD471328 | Ver | CD471328 . 1 

GI : 31392596 | LeukoS 5_5_A1 0 . bl_A0 2 7 Stimulated peripheral blood 
leukocytes S5 Equus caballus ♦ cDNA clone LeukoS5_5__A10_A027 3", 
mRNA sequence. : Start :1: Stop: 523 

GBEQ0720 GenBank Acc | CD471326 | Ver | CD471326 . 1 

GI : 31392594 | LeukoS5_5_G04 . bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__5_G04_A027 3', 
mRNA sequence. : Start: 1: Stop: 540 

GBEQ0721 GenBank Acc | CD471317 | Ver | CD471317 . 1 

GI : 31392585 | LeukoS5_5_D05 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5_D05_A027 3\ 
mRNA sequence. : Start : 1 : Stop: 603 
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GBEQ0722 GenBank Acc | CD471235 | Ver | CD471235 . 1 

GI : 31392503 | LeukoS5_l_E08 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l__E08_A027 3', 
mRNA sequence . : Start : 1 : Stop : 593 

GBEQ0723 GenBank Acc | CD471232 ) Ver | CD471232 . 1 

GI: 31392500 |LeukoS5_l_H06.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l__H0 6_A027 3', 
mRNA sequence . : Start : 1 : Stop : 610 

GBEQ0724 GenBank Acc | CD471224 | Ver | CD471224 . 1 

GI: 31392492 | LeukoS5_l_B08 . bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l__B08_A027 3', 
mRNA sequence. : Start : 1 : Stop: 577 

GBEQ0725 GenBank Acc | CD471211 | Ver | CD471211 . 1 

GI: 31392479 I LeukoS5JL_H04 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_H04_A027 3', 
mRNA sequence. : Start :l: v Stop: 654 

GBEQ0726 GenBank Acc | CD471208 | Ver | CD471208 . 1 

GI: 3139247-6 |LeukoS5_l_C01.bl_A02 7 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_C01_A027 3', 
mRNA sequence. : Start : 1 : Stop: 44 9 

GBEQ0727 GenBank Acc | CD471207 | Ver | CD471207 . 1 

GI : 31392475 | LeukoS5__l_D03 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_D03__A027 3', 
mRNA sequence. : Start: 1 : Stop: 611 

GBEQ0728 GenBank Acc | CD471200 | Ver | CD471200 . 1 

GI : 31392468 | LeukoS5__l_C08 .bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_C08_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 524 

GBEQ0729 GenBank Acc | CD471199 | Ver I CD471199 . 1 

GI : 313924 67 | LeukoS5_l_H10 ,bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_H10_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 50 6 

GBEQ0730 GenBank Acc | CD471196 | Ver | CD471196 . 1 

GI: 31392464 | LeukoS5_l_Ell . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l__Ell_A027 3 T , 
mRNA sequence. : Start : 1 : Stop: 602 

GBEQ0731 GenBank Acc | CD471184 | Ver | CD471184 . 1 

GI : 31392452 | LeukoS5_l_E03 .bl_A027 Stimulated peripheral blood 
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leukocytes S5 Equus caballus cDNA clone Leuko S 5_1_E 0 3_A0 2 7 3', 
mRNA sequence. : Start: 1: Stop: 648 

GBEQ0732 GenBank Acc | CD471174 | Ver | CD471174 . 1 

GI: 31392442 | LeukoS5_l_F04 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_F04_A02 7 3\ 
mRNA sequence,: Start: 1: Stop: 656 

GBEQ0733 GenBank Acc | CD471171 | Ver | CD471171 . 1 

Gl: 31392439 | LeukoS5_l JB10 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_B10_A027 3', 
mRNA sequence. : Start: 1: Stop: 523 

GBEQ0734 GenBank Acc | CD471081 | Ver | CD47108 1 . 1 

GI : 31392349 | LeukoS5_4_A12 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_A12_A027 3 1 , 
mRNA sequence. : Start : 1: Stop: 617 

GBEQ0735 GenBank Acc | CD471078 | Ver | CD471078 . 1 

GI:31392346|LeukoS5_4_C09.bl_A027 Stimulated peripheral . blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_C0 9_A027 3 r , 
mRNA sequence .: Start : 1 : Stop: 596 

GBEQ0736 GenBank Acc | CD471071 | Ver | CD471071 . 1 

GI : 31392339 | Leuko S5__4_F 07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_F07_A027 3\ 
mRNA sequence. : Start : 1: Stop: 711 

GBEQ07 3 7 GenBank Acc | CD47 10 66 | Ver | CD4 71066.1 

GI : 31392334 I LeukoS5_4_Ell .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__4_Ell__A027 3', 
mRNA sequence .: Start : 1 : Stop: 54 9 

GBEQ0738 GenBank Acc | CD471065 | Ver [ CD471065 . 1 

GI : 31392333 | LeukoS5_4 JD02 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__4_D02_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 354 

GBEQ07 39 GenBank Acc 1 CD471059 | Ver | CD471059. 1 

GI: 31392327 | LeukoS5_4_D09 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4__D09_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 459 

GBEQ0740 GenBank Acc | CD4710551 Ver | CD471055 . 1 

GI : 31392323 | LeukoS5_4 JE03 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4__E03_A027 3', 
mRNA sequence. : Start : 1 : Stop: 528 
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GBEQ0741 GenBank Acc | CD471051 | Ver | CD471051 . 1 

GI : 31392319 | LeukoS5_4_Bll .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_Bll_A027 3', 
mRNA sequence .: Start : 1 : Stop: 539 

GBEQ0742 GenBank Acc | CD471047 | Ver | CD471047 . 1 

GI : 31392315 | LeukoS5__4_D0 8 .bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_D08_A027 3', 
mRNA sequence .: Start : 1 : Stop: 600 

GBEQ0743 GenBank Acc | CD471046 | Ver | CD471046 . 1 

GI : 31392314 | LeukoS5_4_H01 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus calballus cDNA clone LeukoS5_4_H01_A027 3', 
mRNA sequence. : Start : 1: Stop: 622 

GBEQ0744 GenBank Acc | CD471044 | Ver | CD471044 . 1 

GI: 31392312 |LeukoS5_4_G06.bl_A027 Stimulated peripheral blood . 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_G0 6_A027 3', 
mRNA sequence .: Start : 1 : Stop: 654 

GBEQ0745 GenBank Acc | CD471028 | Ver | CD471028 . 1 

GI : 31392296 I LeukoS5_4__E08 .bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_E08__A027 3', 
mRNA sequence, : Start : 1 : Stop: 68 4 

GBEQ0746 GenBank Acc | CD471027 | Ver | CD471027 . 1 

GI : 31392295 | LeukoS5_4_A07 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_A07_A027 3', 
mRNA sequence. : Start: 1: Stop: 453 

GBEQ0747 GenBank Acc | CD471017 | Ver i CD471017 . 1 

GI : 31392285 | LeukoS5__4_E07 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__4_E07__A027 3', 
mRNA sequence. : Start: 1: Stop: 647 

GBEQ0748 GenBank Acc | CD470927 | Ver | CD470927 . 1 

GI : 31392195 | LeukoS5_3_E09 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3JE09_A027 3* r 
mRNA sequence, : Start: 1: Stop: 58 9 

GBEQ0749 GenBank Acc | CD470915 | Ver | CD470915 . 1 

GI: 31392183 | LeukoS5_3_G04.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5__3_G0 4_A0 2 7 3' r 
mRNA sequence. : Start: 1: Stop: 615 

GBEQ0750 GenBank Acc | CD470904 | Ver | CD470904 . 1 

GI : 31392172 | LeukoS5_3_F01.bl_A027 Stimulated peripheral blood 
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leukocytes S5 Equus caballus cDNA clone LeukoS5_3_F01__A027 3 T , 
mRNA sequence. : Start : 1: Stop: 641 

GBEQ0751 GenBank Acc | CD470903 | Ver | CD470903 . 1 

GI : 31392171 1 LeukoS5_3_Dll . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_Dll_A027 3 1 , 
mRNA sequence . : Start : 1 : Stop : 512 

GBEQ0752 GenBank Acc | CD47 0 90 0 | Ver |CD47 0 900 . 1 

GI : 31392168 | LeukoS5_3_E06 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_E0 6_A027 3', 
mRNA sequence. : Start : 1: Stop: 595 

GBEQ0753 GenBank Acc | CD4 708 9 6 | Ver | CD4708 96 . 1 

GI: 31392164 | LeukoS5_3_Hll . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_Hll_A027 3\ 
mRNA sequence .: Start : 1 : Stop: 503 

GBEQ0754 GenBank Acc | CD470895 | Ver | CD470895 . 1 

GI : 31392163 | LeukoS5_3_G02 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_G02_A027 3", 
mRNA sequence. : Start: 1: Stop: 569 

GBEQ0755 GenBank Acc | CD470894 | Ver | CD470894 . 1 

GI : 31392162 | LeukoS5__3__DlO . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_D10_A027 3', 
mRNA sequence. : Start: 1: Stop: 615 

GBEQ0756 GenBank Acc | CD470892 | Ver | CD470892 . 1 

GI : 31392160 | LeukoS5_3_C01 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__3_C01_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 4 05 

GBEQ0757 GenBank Acc | CD470891 | Ver | CD4708 91 . 1 

GI : 31392159 | Leuko S 5__3__D 0 3 . b 1_A0 2 7 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_D03_A027 3 1 , 
mRNA sequence. :Start:l: Stop: 578 

GBEQ0758 GenBank Acc | CD470878 | Ver | CD470878 . 1 

GI : 3139214 6 | LeukoS5_3_Fl2 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_F12__A027 3' r 
mRNA sequence .: Start : 1 : Stop: 4 54 

GBEQ0759 GenBank Acc | CD470877 | Ver | CD470877 . 1 

GI: 31392145 | LeukoS5_3_D01 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_D01_A027 3\ 
mRNA sequence. : Start: 1: Stop: 599 
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GBEQ07 60 GenBank Acc | CD470875 | Ver | CD470875 . 1 

GI : 31392143 | LeukcrS5_3 JF05 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__3 F05 A027 3' 
mRNA sequence. : Start :1: Stop: 521 ~ ~ "~ ~ ' 

GBEQ07 61 GenBank Acc | CD470870 | Ver | CD470870 . 1 

GI : 31392138 | LeukoS5_3_D08 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_D08 A027 3', 
mRNA sequence. :Start: l:Stop: 420 

GBEQ0762 GenBank Acc | CD470869 | Ver | CD470869 . 1 

GI:31392137|LeukoS5_3_H01.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone' LeukoSS 3 H01 A027 3 1 
mRNA sequence. : Start : 1 : Stop: 635 ~ ~~ 

GBEQ0763 GenBank Acc | CD47078 6 | Ver | CD47078 6 . 1 

GI : 31392054 | LeukoS5_2_E12 * bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoSS 2 E12 A027 3' 
mRNA sequence. :Start:l: Stop: 4 73 " ~ ' 

GBEQ07 64 GenBank Acc | CD470783 | Ver | CD470783 . 1 

GI : 31392051 | LeukoS5__2__E05 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoSS 2 E05 A027 3 f 
mRNA sequence. :Start:l: Stop: 606 "~ 

GBEQ0765 GenBank Acc | CD470780 | Ver | CD470780 . 1 

GI: 31392048 | LeukoS5_2_B06.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoSS 2 B06 A027 3' 
mRNA sequence. : Start :1: Stop: 628 ~~ 

GBEQ0 7 66 GenBank Acc | CD4 707 61) Ver | CD4 7 0761.1 

GI : 31392029 | LeukoS5_2 JS02 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoSS 2 E02 A027 3' 
mRNA sequence. :St art: 1: Stop: 458 " ~~ ~ ' 

GBEQ0767 GenBank Acc | CD470760 | Ver | CD470760 . 1 

GI : 31392028 fLeukoS5_2_H08.bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_2 H08 A027 3' 
mRNA sequence. : Start: 1: Stop: 572 ~ ~ 

GBEQ0768 GenBank Acc | CD470754 | Ver | CD470754 . 1 

GI: 31392022 |LeukoS5^JD07.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_2 D07 A027 3', 
mRNA sequence . : Start : 1 : Stop: 645 ~" 

GBEQ07 69 GenBank Acc | CD47 07 4 9 | Ver | CD47074 9 . 1 

GI: 31392017 |LeukoS5_2_Cll.bl_A027 Stimulated peripheral blood 
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leukocytes , S5 Equus caballus cDNA clone LeukoS5_2_Cll_A027 3 f , 
mRNA sequence. : Start: 1: Stop: 5 60 

GBEQ0770 GenBank Acc | CD470742 | Ver I CD470742 . 1 

GI : 31392010 | LeukoS5_2_G04 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_2_G04_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 563 

GBEQ0771 GenBank Acc | CD470733 | Ver | CD470733 . 1 

GI: 31392001 |LeukoS5_2_F01.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone Leuko S 5_2_F0 1_A0 2 7 3 ' , 
mRNA sequence .: Start : 1 : Stop: 637 

GBEQ0772 GenBank Acc 1 CD470732 | Ver | CD470732 . 1 

GI : 31392000 | LeukoS5_2__C02.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_2_C02__A027 3', 
mRNA sequence . : Start : 1 : Stop : 57 3 

GBEQ0773 GenBank Acc | CD470639 | Ver | CD470639 . 1 

GI: 31391907 | LeukoS4_6_D10 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_6__D10_A02 6 3', 
mRNA sequence. : Start :1: Stop: 577 

GBEQ0774 GenBank Acc I CD470637 | Ver | CD470637 . 1 

GI: 31391905 | LeukoS4__6_E12 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_6_E12_A026 3', 
mRNA sequence. : Start : 1: Stop: 163 

GBEQ0775 GenBank Acc | CD470633 | Ver | CD470633 . 1 

GI : 31391901 | LeukoS4_6_A08 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_6_A08_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 401 

GBEQ0776 GenBank Acc|CD470622 | Ver | CD470622 . 1 

GI: 31391890 | LeukoS4_6__G10 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_6__G10_A02 6 3 f , 
mRNA sequence. : Start : 1: Stop: 612 

GBEQ0777 GenBank Acc | CD470618 | Ver | CD470618 . 1 

GI:31391886| LeukoS4_6_C08 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_6_C08_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 514 

GBEQ0778 GenBank AccICD470521 | Ver | CD470521 . 1 

GI: 31391789 | LeukoS4_5_H02.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__5_H02_A02 6 3 f f 
mRNA sequence. : Start:!: Stop: 602 
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GBEQ0779 GenBank Acc | CD470514 | Ver | CD470514 . 1 

GI:31391782 1 LeukoS4_5jD03 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_D03_AQ2 6 3', 
mRNA sequence . : Start : 1 : Stop : 5 1 1 

GBEQ0780 GenBank Acc | CD470512 | Ver ) CD470512 . 1 

GI: 31391780 | LeukoS4_5_E10 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone Le u ko S 4_5_E 1 0_A0 2 6 3', 
mRNA sequence. : Start: 1: Stop: 530 

GBEQ0781 GenBank Acc | CD470508 | Ver | CD470508 . 1 

GI: 31391776 | LeukoS4_5_E03.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_E03_A02 6 3', 
mRNA sequence. : Start: l:Stop: 298 

GBEQ0782 GenBank Acc | CD470506 | Ver | CD470506 . 1 

GI:31391774 !LeukoS4_5_G12.bl__A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_G12_A026 3', 
mRNA sequence. : Start: 1: Stop: 280 

GBEQ0783 GenBank Acc | CD470495 ) Ver | CD470495 . 1 

GI : 313917 63 | LeukoS4_5_H05 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5 H05 A026 3 1 , 
mRNA sequence. :Start:l: Stop: 613 ~~ ~ " 

GBEQ0784 GenBank Acc | CD470493 | Ver | CD470493 . 1 

GI: 31391761 | LeukoS4_5_B04 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_B04_A02 6 3 % , 
mRNA sequence. : Start: l:Stop: 47 0 ~ 

GBEQ0785 GenBank Acc I CD470492 | Ver I CD470492 . 1 

GI:31391760|LeukoS4_5_C06.blJ\026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_C06_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 582- 

GBEQ0786 GenBank Acc | CD470483 ) Ver | CD470483 . 1 

GI:31391751|LeukoS4_5__E08.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_E08__A02 6 3', 
mRNA sequence. : Start:!: Stop: 513 

GBEQ07 87 GenBank Acc | CD4704 69 | Ver ( CD4 704 69 . 1 

GI:31391737(LeukoS4_5_F02.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_F02__A02 6 3', 
mRNA sequence . : Start : 1 : Stop : 642 

GBEQ078 8 GenBank Acc 1 CD4704 60 | Ver | CD4704 60 . 1 

GI: 31391728 | LeukoS4__5__B03 . bl_A026 Stimulated peripheral blood 
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leukocytes S4 Equus caballus cDNA clone Leuko S 4_5__B 0 3_A0 2 6 3\ 
mRNA sequence. : Start: 1: Stop: 54 6 

GBEQ0789 GenBank Acc | CD470396 | Ver | CD470396 . 1 

GI: 31391664 | LeukoS4_4_A0 8 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_A08_A026 3 1 , 
mRNA sequence. : Start : 1: Stop: 603 

GBEQ0790 GenBank Acc | CD470395 | Ver | CD470395 . 1 

GI : 31391663 | LeukoS4_4__F10 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_Fl0__A026 3", 
mRNA sequence .: Start : 1 : Stop : 5 64 

GBEQ0791 GenBank Acc | CD470393 | Ver | CD470393 . 1 

GI : 31391661 | LeukoS4__4_F03 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_F03_A026 3 1 , 
mRNA sequence .: Start : 1 : Stop: 518 

GBEQ0792 GenBank Acc | CD470390 | Ver | CD470390 . 1 

GI: 31391658 | Leuko S4_4__C 08 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_C08_A026 3', 
mRNA sequence . : Start : 1 : Stop: 629 

GBEQ0793 GenBank Acc | CD470388 | Ver | CD470388 . 1 

GI : 31391656 | LeukoS4_4_G0 1 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_G01_A02 6 3", 
mRNA sequence* : Start : 1 : Stop: 230 

GBEQ0794 GenBank Acc | CD470379 | Ver | CD470379 . 1 

GI : 31391647 | LeukoS4_4_E04 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__4__E04_A026 3 1 , 
mRNA sequence* : Start: 1: Stop: 616 

GBEQ0795 GenBank Acc | CD470374 | Ver | CD470374 . 1 

GI : 31391642 |LeukoS4_4_A10.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4__4_A1 0_A0 2 6 3', 
mRNA sequence. : Start : 1: Stop: 624 

GBEQ0796 GenBank Acc | CD470369 t Ver | CD470369 . 1 

GI: 31391637 | LeukoS4_4__A03 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_4__A03_A02 6 3', 
mRNA sequence .: Start : 1 : Stop : 58 9 

GBEQ0797 GenBank Acc | CD470364| Ver | CD470364 . 1 

GI : 313 91632 | LeukoS4_4_C03 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4__C03_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 655 ■ 
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GBEQ0798 GenBank Acc | CD470360 | Ver I CD470360 . 1 

GI: 31391628 | LeukoS4_4_E10 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4 JE10_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 58 9 

GBEQ07 99 GenBank Acc | CD47 0359 | Ver | CD47 0359 . 1 

GI: 31391627 | LeukoS4_4__F12 . bl_A026 Stimulated peripheral blood 
leukocytes - S4 .Equus caballus cDNA clone LeukoS4_4_F12_A02 6 3 1 , 
mRNA sequence .: Start : 1 : Stop: 472 

GBEQ0800 GenBank Acc | CD470357 | Ver | CD470357 . 1 

GI : 31391625 | LeukoS4_4_E03 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4__E03_A026 3', 
mRNA sequence. : Start : IrStop: 612 

GBEQ0801 GenBank Acc | CD470355 t Ver | CD470355 . 1 

GI: 31391623 | LeukoS4_4_H09 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4__H0 9__A02 6 3', 
mRNA sequence. : Start : 1 : Stop: 617 

GBEQ0802 GenBank Acc | CD470350 | Ver | CD470350 . 1 

GI: 31391618 | LeukoS4_4_H05 .bl__A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_H05__A02 6 3 ■ , 
mRNA sequence .: Start : 1 : Stop: 637 

GBEQ0803 GenBank Acc | CD470346 | Ver | CD470346. 1 

GI: 31391614 | LeukoS4_4__D0 4 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__4_D04__A02 6 3', 
mRNA sequence. : Start : 1 : Stop: 4 94 

GBEQ0804 GenBank Acc | CD470339 | Ver | CD470339 . 1 

GI: 31391607 | LeukoS4_4_G0 6 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4j306_A026 3 1 , 
mRNA sequence. : Start : 1 : Stop: 54 0 

GBEQ0805 GenBank Acc | CD470336 | Ver | CD470336 . 1 

GI: 31391604 |.LeukoS4_4_B07 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_B07__A02 6 3 1 , 
mRNA sequence. : Start : 1 : Stop: 597 

GBEQ0806 GenBank Acc | CD470334 | Ver | CD470334 . 1 

GI : 31391602 | LeukoS4_4_B10 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4__B10_A02 6 3 f f 
mRNA sequence. : Start :1: Stop: 454 

GBEQ0807 GenBank Acc I-CD470328 | Ver | CD470328 . 1 

GI : 31391596 | LeukoS4_4_E09 . bl_A02 6 Stimulated peripheral blood 
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leukocytes S4 Equus caballus cDNA clone LeukoS4_4_E09_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 601 

GBEQ0808 GenBank Acc | CD470326 | Ver | CD47032 6 . 1 

GI: 31391594 | LeukoS4_4_C01 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4__C01_A026 3 1 , 
mRNA sequence. : Start: 1: Stop: 313 

GBEQ08 09 GenBank Acc | CD470241 I Ver | CD470241 . 1 

GI : 31391509 | LeukoS4_3_Ell . bl__A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_Ell_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 598 

GBEQ0810 GenBank Acc | CD470231 | Ver | CD470231 . 1 

GI: 31391499 |LeukoS4_3_B05.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus . caballus cDNA clone LeukoS4_3_B05_A02 6 3', 
mRNA sequence. : Start:!: Stop: 307 

GBEQ0811 GenBank Acc | CD470201 | Ver [ CD470201 . 1 

GI : 313914 69 | LeukoS4_3_A12 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_A12_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 647 

GBEQ0812 GenBank Acc | CD470198 | Ver | CD470198 - 1 

GI: 31391466 | LeukoS4__3_H08 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__3__H08__A02 6 3 f , 
mRNA sequence. : Start :1: Stop: 615 

GBEQ0813 GenBank Acc | CD470191 | Ver | CD470191 . 1 

GI : 31391459 | LeukoS4_3_C12 . bl__A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_Cl2_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 493 

GBEQ0814 GenBank Acc | CD47 0190 | Ver | CD470190 . 1 

GI: 31391458 i LeukoS4_3_H04 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__3__H04_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 329 

GBEQ0815 GenBank Acc | CD470189 | Ver | CD470189 . 1 

GI: 31391457 | LeukoS4_3_A01 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus ^caballus cDNA clone LeukoS 4__3_A0 1_A0 2 6 3', 
mRNA sequence. : Start:!: Stop: 536 

GBEQ0816 GenBank Acc | CD470185 | Ver | CD470185 . 1 

GI: 31391453 | LeukoS4_3 JD10 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_D10_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 541 
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GBEQ0817 GenBank Acc | CD470175 | Ver | CD470175 . 1 

GI: 31391443 | LeukoS4__3__F03 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Eguus caballus cDNA clone LeukoS4_3_JF03_A02 6 3", 
mRNA sequence. : Start : 1 : Stop : 527 

GBEQ0818 GenBank Acc | CD470087 | Ver | CD470087 . 1 

GI : 31391355 | LeukoS4_l_A03 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_l_A03__A02 6 3', 
mRNA sequence .: Start : 1 : Stop : 4 52 

GBEQ0819 GenBank Acc | CD470075 | Ver | CD470075 . 1 

GI : 31391343 I LeukoS4_l_F12 . bl___A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_l_F12_A026 3 f , 
mRNA sequence . : Start : 1 : Stop :'58 3 

GBEQ0820 GenBank Acc | CD470073 | Ver | CD470073 . 1 

GI: 31391341 1 Leuko S 4_1_E 0 3 . b 1_A0 2 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4 J JL_E03_A026 3 ! , 
mRNA sequence .: Start : 1 : Stop: 455 

GBEQ0821 GenBank Acc | CD470065 I Ver | CD470065 . 1 

GI: 31391333 | LeukoS4__l__Bll . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__l__Bll_A02 6 3', 
mRNA sequence .: Start : 1 : Stop : 523 

GBEQ0822 GenBank Acc|CD470047 | Ver | CD470047 . 1 

GI: 31391315 I LeukoS4__l_A05 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_JL_A05_A02 6 3\ 
mRNA sequence. : Start: 1: Stop: 570 

GBEQ0823 GenBank Acc | CD470034 | Ver | CD470034 . 1 

GI : 31391302 |LeukoS4_l_El2 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_l_E12__A02 6 3 1 , 
mRNA sequence. : Start : 1 : Stop: 221 

GBEQ0824 GenBank Acc | CD470030 | Ver | CD470030 . 1 

GI: 31391298 | LeukoS4__l_F07 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_1_F0 7___A0 2 6 3 1 , 
mRNA sequence .: Start : 1 : Stop : 64 6 

GBEQ0825 GenBank Acc | CD470023 | Ver | CD470023 . 1 

GI : 31391291 | LeukoS4_l__A04 . bl_A026 . Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4__1_A0 4__A02 6 3 f , 
mRNA sequence. : Start: 1: Stop: 635 

GBEQ0 826 GenBank Acc | CD4 7 0 0 2 1 1 Ver | CD4 70021.1 

GI : 3139128 9 | LeukoS4_l__H10 . bl_A02 6 Stimulated peripheral blood 
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leukocytes S4 Equus caballus cDNA clone LeukoS4_l_HlO_A026 3 T , 
mRNA sequence. : Start: 1: Stop: 505 

GBEQ0827 GenBank Acc | CD469940 | Ver | CD469940 . 1 

GI: 31391208 | LeukoS4_2_Ell . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_Ell_A02 6 3' , 
mRNA sequence. : Start: 1: Stop: 48 8 

GBEQ0828 GenBank Acc | CD4 69935 | Ver | CD4 69935 . 1 

GI: 31391203 | LeukoS4__2__A07 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_A07_A02 6 3\ 
mRNA sequence. : Start : 1: Stop: 563 

GBEQ0829 GenBank Acc | CD469934 | Ver | CD469934 . 1 

GI : 31391202 | LeukoS4_2__B09 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__2_B09_A02 6 3 V, 
mRNA sequence. : Start: 1: Stop: 567 

GBEQ0830 GenBank Acc | CD4 69915 | Ver | CD469915 . 1 

GI : 31391183 | LeukoS4_2_H09 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_H09_A026 3' , 
mRNA sequence. : Start: l:Stop: 626 

GBEQ0831 GenBank Acc 1 CD4 698 99 j Ver | CD4 698 99 . 1 

GI: 31391167 | LeukoS4_2 JE02 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clpne LeukoS4_2_E02__A026 3 f , 
mRNA sequence. : Start: 1: Stop: 636 

GBEQ0832 GenBank Acc | CD469891 1 Ver | CD469891 . 1 

GI: 31391159 |LeukoS4_2__Hll.bl_A026 . Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_Hll_A02 6 3', 
mRNA sequence. : Start :1: Stop: 619 

GBEQ0833 GenBank Acc | CD469883 | Ver | CD469883 . 1 

GI : 31391151 |LeukoS4_2_E09.bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_E09_A02 6 3', 
mRNA sequence. : Start: l:Stop: 556 

GBEQ0 834 GenBank Acc | CD4 698 82 | Ver | CD4 69882 . 1 

GI : 31391150 | LeukoS4_2__E12 . bl__A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_E12_A026 3 1 , 
mRNA sequence .: Start : 1: Stop: 556 

GBEQ0 8 3 5 GenBank Acc | CD4 69 8 7 8 | Ver | CD4 69878.1 

GI : 31391146 | LeukoS4__2_A08 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_2_A0 8_A0 2 6 3', 
mRNA sequence. : Start : 1: Stop: 635 
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GBEQ0836 GenBank Acc I CD469874 | Ver | CD469874 . 1 

GI: 31391142 |LeukoS4_2_All.bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_2_A1 1_A0 2 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 571 

GBEQ0837 GenBank Acc | CD4 698 67 | Ver | CD4 698 67 . 1 

GI : 31391135 | LeukoS4_2_Cll .bl__A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_Cll_A026 3", 
mRNA sequence. : Start: 1: Stop: 58 6 

GBEQ0838 GenBank Acc | CD4 698 66 | Ver | CD4 698 66 . 1 

GI : 31391134 | LeukoS4_2_H03 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_2_H0 3_A02 6 3', 
•mRNA sequence. : Start: 1: Stop: 618 

GBEQ0839 GenBank Acc | CD4 698 65 | Ver | CD4 698 65 . 1 

GI : 31391133 | LeukoS4_2_C04 .bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone' LeukoS4_2_C04__A026 3 1 , 
mRNA sequence. : Start : 1 : Stop: 526 

GBEQ0840 GenBank Acc | CD4698 05 | Ver | CD469805 . 1 

GI : 31391073 | LeukoS2_5_F08 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_F08_A024 3', 
mRNA sequence .: Start : 1 : Stop: 692 

GBEQ0841 GenBank Acc | CD469803 | Ver | CD469803 . 1 

GI : 31391071 | LeukoS2_5_A12 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_Al2__A024 3', 
mRNA sequence. : Start: 1: Stop: 691 

GBEQ0842 GenBank Acc | CD469797 ! Ver | CD469797 . 1 

GI : 31391065 1 LeukoS2_5__B03.bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_B03_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 669 

GBEQ0843 GenBank Acc | CD469796 | Ver | CD469796. 1 

GI: 313910 64 | LeukoS2_5_C05 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__5_C05__A024 3', 
mRNA sequence. : Start: 1: Stop: 485 

GBEQ0 84 4 GenBank Acc I CD4 6 9 7 9 5 | Ver | CD4 6 97 9 5 . 1 

GI : 31391063 | LeukoS2__5_D07 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D07_A024 3 1 , 
mRNA sequence. :Start : 1: Stop: 752 

GBEQ0845 GenBank Acc | CD469792 | Ver | CD469792 . 1 

GI : 31391060 j LeukoS2_5_F07 . bl_A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_5_F07__A02 4 3 1 , 
mRNA sequence. : Start: 1: Stop: 515 

GBEQO 8 46 GenBank Acc | CD4 697 91 1 Ver | CD4 697 91 . 1 

GI : 31391059 | LeukoS2__5_A08 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_A08_A024 3', 
mRNA sequence. : Start : 1 : Stop : 7 43 

GBEQO 847 GenBank Acc | CD4 6 9 7 8 9 | Ver | CD4 6978 9.1 

GI: 31391057 | LeukoS2_5_G0 5 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5__G05_A024 3 1 , 
mRNA sequence .: Start : 1 : Stop : 595 

GBEQ084 8 GenBank Acc | CD4 69785 | Ver | CD4697 85 . 1 

GI : 31391053 | LeukoS2_5_D0 6 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__5_D06_A024 3 f , 
mRNA sequence. : Start : 1 : Stop: 693 

GBEQO 8 49 GenBank Acc | CD4 697 8 1 1 Ver | CD4 697 81.1 

GI: 31391049 | LeukoS2_5_B0 9 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_B0 9_A024 3', 
mRNA sequence .: Start : 1 : Stop: 338 

GBEQO 8 50 GenBank Acc | CD4697 80 | Ver | CD4 69780 . 1 

GI : 31391048 | LeukoS2__5__A10 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_A10_A024 3 ' , 
mRNA sequence. : Start: 1: Stop: 730 

GBEQ0851 GenBank Acc 1 CD469779 | Ver | CD469779 . 1 

GI : 31391047 | LeukoS2_5_F02 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_F02_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 438 

GBEQ0852 GenBank Acc | CD469775 | Ver | CD469775 . 1 

GI : 31391043 | LeukoS2_5_D0 9 . bl_A02 4 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone "LeukoS2_5_D09_A024 3", 
mRNA sequence. : Start:!: Stop: 7 03 

GBEQO 853 GenBank Acc |CD469771|Ver| CD4 69771.1 

GI : 31391039 | LeukoS2_5__F09 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_F09_A024 3 " , 
mRNA sequence. : Start : 1 : Stop: 738 

GBEQ0854 GenBank Acc | CD4 69770 | Ver | CD4 69770 . 1 

GI: 31391038 | LeukoS2_5_E03 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5JE03_A024 3 1 , 
mRNA sequence. : Start :1: Stop: 350 
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GBEQ0855 GenBank Acc | CD4 697 66 | Ver | CD4 697 66. 1 

GI : 31391034 | LeukoS2_5_G10 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_G10_A024 3 1 , 
mRNA sequence. : Start : 1 : Stop : 784 

GBEQ0856 GenBank Acc | CD4 69699 | Ver | CD4 69699 . 1 

GI : 31390967 | LeukoS2_8_E07 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8_E07_A024 3' , 
mRNA sequence .: Start : 1 : Stop: 7 55 

GBEQ0857 GenBank Acc j CD4 69696 | Ver | CD4 69696 . 1 

GI : 31390964 | LeukoS2_8_G07 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8_G07__A024 3 1 , 
mRNA sequence .: Start : 1: Stop: 775 

GBEQ0858 GenBank Acc | CD4 69694 | Ver | CD469694 . 1 

GI : 31390962 I LeukoS2__8_A0 6. bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8__A0 6_A02 4 3', 
mRNA sequence. : Start :1: Stop: 623 

GBEQ0859 GenBank Acc | CD469692 | Ver | CD469692 . 1 

GI : 31390960 |LeukoS2_8_G10 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS 2_8_G1 0__A0 2 4 3 1 , 
mRNA sequence. :Start:l: Stop: 687 

GBEQ08 60 GenBank Acc | CD4 69691 | Ver | CD4 69691 . 1 

GI : 31390959 | LeukoS2_8_F01 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8_F0 1_A02 4 3\ 
mRNA sequence. : Start : 1 : Stop: 408 * 

GBEQ08 61 GenBank Acc | CD4 69685 | Ver | CD469685 . 1 

GI : 31390953 | LeukoS2_8_H08 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__8_H08_A024 3', 
mRNA sequence. : Start: 1: Stop: 685 

GBEQ08 62 GenBank Acc | CD4 69681 | Ver | CD4 69681 . 1 

GI : 313 90 94 9 | LeukoS2_8_C12 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__8_C12_A024 3', 
mRNA sequence. : Start: 1: Stop: 7 66 

GBEQ0 8 63 GenBank Acc | CD4 69 67 6 | Ver | CD4 69676.1 

GI: 31390944 | LeukoS2_8_F07 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__8_F07__A024 3 f , 
mRNA sequence. : Start :1: Stop: 7 65 

GBEQ08 64 GenBank Acc | CD4 69674 | Ver | CD469674 . 1 

GI : 31390942 | LeukoS2_8_G05 . bl_A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_8__G05_A02 4 3', 
mRNA. sequence . : Start : 1 : Stop : 695 ~~ " " 

GBEQ0865 GenBank Acc | CD4 69672 | Ver | CD469672 . 1 

GI:31390940 |LeukoS2_8_Cll .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8_Cll_A02 4 3', 
mRNA sequence. : Start: 1: Stop: 429 

GBEQ08 66 GenBank Acc | CD469610 | Ver | CD4 69610 . 1 

GI:31390878 |LeukoS2_7_E01.b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_E01_A024 3', 
mRNA sequence . : Start : 1 : Stop : 1 9 6 

GBEQ0867 GenBank Acc | CD469607 | Ver.| CD469607 . 1 

GI: 31390875 |LeukoS2J7J308.b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_B08_A024 3 T , 
mRNA sequence. : Start : 1 : Stop: 447 

GBEQ0868 GenBank Acc | CD4 69605 | Ver | CD4 69605 . 1 

GI : 31390873 | LeukoS2_7__H07 . b2__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_H07_A024 3 f , 
mRNA sequence . : Start : 1 : Stop : 12 6 

GBEQ0869 GenBank Acc | CD4 69600 | Ver | CD4 69600 . 1 

GI:31390868 [LeukoS2J7_H06.b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_H06_A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 711 

GBEQ0870 GenBank Acc | CD469599 | Ver | CD469599 . 1 

GI : 31390867 | LeukoS2_7_B06 . b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_B0 6_A024 3', 
mRNA sequence. : Start : 1: Stop: 558 

GBEQ0 871 GenBank Acc | CD4 695 8 9 | Ver | CD4 69589.1 

GI: 31390857 | LeukoS2_7_C03.b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__7_C03_A024 3", 
mRNA sequence . : Start : 1 : Stop : 4 93 

GBEQ0872 GenBank Acc | CD469585 | Ver | CD469585 . 1 

GI: 31390853 | LeukoS2_7__C02.b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_C02_A02 4 3', 
mRNA sequence. : Start: 1: Stop: 425 

GBEQ0873 GenBank Acc | CD469497 | Ver | CD469497 . 1 

GI : 313907 65 I LeukoS2__4_D04 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D04_A02 4 3 1 , 
mRNA sequence. : Start : 1: Stop: 394 
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GBEQ08 74 GenBank Acc |CD4 694 94 | Ver | CD4 694 94 . 1 

GI : 313907 62 | LeukoS2__4_A12 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_A12_A024 3', 
mRNA sequence. : Start: 1: Stop: 534 

GBEQ0875 GenBank Acc | CD469487 | Ver | CD469487 . 1 

GI : 31390755 | LeukoS2_4_D05 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4__D05_A024 3 ! , 
mRNA sequence. : Start : 1 : Stop: 37 9 

GBEQ0 87 6 GenBank Acc | CD4 6 9 4 8 5 | Ver | CD4 69485.1 

GI : 31390753 I LeukoS2_4_F09 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_F09_A024 3\ 
mRNA sequence. -.Start : 1: Stop: 457 

GBEQ0877 GenBank Acc | CD469484 | Ver | CD469484 . 1 

GI: 31390752 | LeukoS2_4_F12 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Fl2_A024 3', 
mRNA sequence. : St art: 1: Stop: 594 

GBEQ0 8 7 8 GenBank Acc | CD4 6 9 4 8 3 | Ver | CD4 69483.1 

GI : 31390751 | LeukoS2_4_D01 . bl__A024 Stimulated peripheral blood 
•leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D01_A024 3", 
mRNA sequence. : Start: 1: Stop: 550 

GBEQ0 87 9 GenBank Acc | CD4 6 94 8 1 1 Ver | CD4 69 4 81.1 

GI : 3139074 9 | LeukoS2_4_JB07 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_B07_A024 3 f , 
mRNA sequence . : Start : 1 : Stop : 271 

GBEQ0880 GenBank Acc | CD469480 | Ver | CD4 69480 . 1 

GI : 31390748 | LeukoS2_4__C09 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_C0 9__A02 4 3 f , 
mRNA sequence. : Start: 1: Stop: 547 

GBEQ0881 GenBank Acc | CD469475 | Ver | CD46.9475 . 1 

GI : 31390743 | LeukoS2_4_D08 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D08_A024 3 1 , 
mRNA sequence .: Start : 1 : Stop: 551 

GBEQ08 82 GenBank Acc | CD4 6947 4 | Ver | CD469474 • 1 

GI: 31390742 | LeukoS2_4_H04 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_H04_A024 3', 
mRNA sequence. : Start: 1 : Stop: 438 

GBEQ0 8 83 GenBank Acc | CD4 694 64 | Ver | CD4 694 64 . 1 

GI: 31390732 | LeukoS2_4_B10.bl A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_4_B10_A024 3', 
mRNA sequence. : Start :1: Stop: 329 

GBEQ0884 GenBank Acc | CD4 694 63 | Ver | CD4 694 63 . 1 

GI: 31390731 | LeukoS2_4_C12 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_C12_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 527 

GBEQ0885 GenBank Acc | CD4 694 62 | Ver | CD4 694 62 . 1 

GI: 31390730 |LeukoS2_4JSll.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Ell_A024 3 1 , 
mRNA sequence. : Start :l:Stop: 530 

GBEQ0886 GenBank Acc | CD469460 | Ver | CD469460 ..1 

GI: 31390728 |LeukoS2_4_B05.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus ■ caballus cDNA clone LeukoS2_4_B05_AQ2 4 3 f , 
mRNA sequence. : Start :1: Stop: 418 

GBEQ0887 GenBank Acc|CD469454 | Ver | CD4 69454 . 1 

GI : 31390722 | LeukoS2_4_H10 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4__H10_A024 3', 
mRNA sequence. : Start: 1: Stop: 571 

GBEQ0888 GenBank Acc | CD469444 | Ver | CD469444 . 1 

GI : 31390712 | LeukoS2_4_Fll .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Fll_A024 3 ' , 
mRNA sequence. : Start :l:Stop: 532 

GBEQ0889 GenBank Acc | CD469353 | Ver I CD469353 . 1 

GI : 31390621 1 LeukoS2_3__D0 9 . bl__A0 2 4 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone Leuko S 2__3_D0 9_A0 24 3', 
mRNA sequence. : Start : 1: St op: 620 

GBEQ0890 GenBank Acc | CD469352 | Ver | CD4 69352 . 1 

GI : 31390620 | LeukoS2_3 J312 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_B12_A024 3', 
mRNA sequence. : Start: 1: Stop: 699 

GBEQ08 91 GenBank Acc | CD469341 | Ver | CD4 69341 . 1 

GI : 31390609 |LeukoS2_3jD08.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_D08_A024 3', 
mRNA sequence. : Start: 1: Stop: 698 

GBEQ0892 GenBank Acc | CD469340 | Ver | CD469340 . 1 

GI : 31390608 | LeukoS2__3_Bll .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__3J311_A024 3', 
mRNA sequence .: Start : 1 : Stop: 754 
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GBEQ0893 GenBank Acc | CD469338 | Ver | CD469338 . 1 

GI: 31390606 |LeukoS2_3_H09.bl_A024 Stimulated peripheral blood 
leukocytes S2 . Equus caballus cDNA clone LeukoS2_3_H09_A024 3?, 
mRNA sequence. : Start: 1: Stop: 695 

GBEQ08 94 GenBank Acc | CD4 69333 | Ver | CD4 69333 . 1 

GI:31390601| LeukoS2___3_B09 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__3_B09_A02 4 3', 
mRNA sequence. : Start : 1 :Stop : 678 

GBEQ0895 GenBank Acc | CD469327 | Ver | CD469327 . 1 

GI: 31390595 |LeukoS2_3_D10.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3__Dl 0_A0 2 4 3 ' , 
mRNA sequence .: Start : 1 : Stop: 701 

GBEQ0896 GenBank Acc | CD469324 | Ver | CD469324 . 1 

GI: 31390592 |LeukoS2_3_All.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_All__A024 3 1 , 
mRNA sequence. : Start : 1: Stop: 674 

GBEQ08 97 GenBank Acc | CD469312 | Ver | CD469312 . 1 

GI : 31390580 | LeukoS2__3__G08 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_G08_A024 3\ 
mRNA sequence. : Start: 1: Stop: 659 

GBEQ08 98 GenBank Acc | CD4 69311 1 Ver | CD469311 . 1 

GI : 3139057 9 | LeukoS2_3__D03 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__3_D03__A024 3', 
mRNA sequence. : Start: 1: Stop :53 6 

GBEQ0899 GenBank Acc 1 CD469308 | Ver | CD469308 . 1 

GI : 3139057 6 | LeukoS2_3_Cll.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_Cll_A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 652 

GBEQ0900 GenBank Acc | CD4 69300 | Ver | CD469300 . 1 

GI: 31390568 | LeukoS2_3_C08 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS 2_3_C 0 8_A0 2 4 3 f , 
mRNA sequence. : Start: 1: Stop: 623 

GBEQ0901 GenBank Acc | CD469298 | Ver | CD469298 . 1 

GI : 31390566 | LeukoS2__3__Ell . bl_A02 4 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_J3JEll_A024 3", 
mRNA sequence. : Start: 1: Stop: 655 

GBEQ0902 GenBank Acc | CD4 69297 | Ver | CD4 692 97 . 1 

GI : 31390565 | LeukoS2_3 F10 .bl__A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_3_F10_A024 3 1 , 
mRNA sequence . : St art : 1 : St op : 7 8 4 

GBEQ0903 GenBank Acc | CD4 692 96 | Ver | CD4 692 96. 1 

GI : 31390564 | LeukoS2_3__G12 .bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_G12_A024 3 T , 
mRNA sequence. : Start: 1: Stop: 659 

GBEQ0904 GenBank Acc I CD469290 | Ver I CD4 692 90 . 1 

GI: 31390558 | LeukoS2_3__B07 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_B07_A02 4 3 ? , 
mRNA sequence. : Start: 1: Stop: 638 

GBEQ0905 GenBank Acc 1 CD4 6928 9 | Ver | CD469289. 1 

GI: 31390557 | LeukoS2_3_C09 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_C0 9_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 435 

GBEQ0906 GenBank Acc|CD469197 | Ver | CD469197 . 1 

GI : 313904 65 | LeukoS2_2_G10 .bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G10_A024 3' , 
mRNA sequence. : Start: 1: Stop: 67 6 

GBEQ0907 GenBank Acc | CD4 69194 | Ver | CD469194 . 1 

GI: 313904 62 | LeukoS2_2_Hll.bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_Hll_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 696 

GBEQ0908 GenBank Acc I CD469193 | Ver | CD469193 . 1 

GI : 31390461 1 LeukoS2__2_D05 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS 2_2__D0 5_A02 4 3', 
mRNA sequence. :St art: 1: Stop: 401 

GBEQ0909 GenBank Acc | CD469192 | Ver | CD469192 . 1 

GI : 31390460 | LeukoS2__2 JE07 .bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_E07_A024 3', 
mRNA sequence. : Start: 1: Stop: 607 

GBEQ0910 GenBank Acc | CD469190 | Ver | CD469190 . 1 

GI: 31390458 | LeukoS2_2j309 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G09_A024 3', 
mRNA sequence. : Start: 1: Stop: 412 

GBEQ0911 GenBank Acc | CD469187 | Ver | CD469187 . 1 

GI : 31390455 | LeukoS2^2__Cl0 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_C10_A02 4 3 1 , 
mRNA sequence. : Start: 1: Stop: 633 
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GBEQ0912 GenBank Acc | CD46918 6 | Ver | CD4 6918 6. 1 

GI: 31390454 | LeukoS2_2_D12 . bl_A024 Stimulated peripheral blood 
leukocytes 32 Equus caballus cDNA clone LeukoS2__2_D12_A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 67 6 

GBEQ0913 GenBank Acc | CD4 69184 | Ver | CD4 6918 4 . 1 

GI : 31390452 I LeukoS2_2__F01.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_F01_A024 3 1 , 
mRNA sequence .: Start : 1 : Stop: 445 

GBEQ0914 GenBank Acc | CD469180 | Ver 1 CD469180 . 1 

GI : 31390448 | LeukoS2_2_F08 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_F0 8_A0 2 4 3 1 , 
mRNA sequence. : Start: 1: Stop: 4 82 

GBEQ0915 GenBank Acc | CD4 69179 | Ver | CD4 6917 9 . 1 

GI : 31390447 | LeukoS2_2_Dll . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_Dl 1_A02 4 3', 
mRNA sequence. : Start: 1: Stop: 7 02 

GBEQ0916 GenBank Acc | CD46917 6 | Ver | CD4 6917 6. 1 

GI: 31390444 | LeukoS2_2_E12 .bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_E12_A024 3 f , 
mRNA sequence .: Start : 1 : Stop: 692 

GBEQ0917 GenBank Acc | CD469174 | Ver | CD4 69174 . 1 

GI : 31390442 | LeukoS2_2_E05 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__2_E05__A024 3 T , 
mRNA sequence. : Start : 1 : Stop: 2 92 

GBEQ0918 GenBank Acc 1 CD469168 | Ver | CD4 69168 . 1 

GI : 31390436 | LeukoS2_2 J311 .bl___A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2JBll_A024 3', 
mRNA sequence .: Start : 1 : Stop: 711 

GBEQ0919 GenBank Acc | CD4 69165 | Ver I CD4 69165. 1 

GI : 31390433 | LeukoS2_2_G12 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G12__A024 3 1 , 
mRNA sequence .: Start : 1 : Stop : 744 

GBEQ0920 GenBank Acc | CD469153 | Ver | CD469153 . 1 

GI : 31390421 | LeukoS2_2_D01 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone Leuko S 2_2_D 0 1_A0 2 4 3 1 , 
mRNA sequence .: Start : 1 : Stop: 555 

GBEQ0 921 GenBank Acc | CD4 6914 6 | Ver | CD4 6914 6 . 1 

GI: 31390414 | LeukoS2_2_H09 . bl_A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_2_H0 9_A024 3», 
mRNA sequence* : Start : 1 : Stop : 536 

GBEQ0922 GenBank Acc | CD4 69140 | Ver | CD469140 . 1 

GI: 31390408 | LeukoS2_2_B12 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__2_Bl2_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 718 

GBEQ0923 GenBank Acc | CD4 69139 | Ver | CD469139 . 1 

GI : 31390407 | LeukoS2_2__E10 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2 JE10_A024 3 1 , 
mRNA sequence. : Start : 1 : Stop : 424 

GBEQ0924 GenBank Acc | CD469137 | Ver 1 CD469137 . 1 

GI : 31390405 | LeukoS2_2_A07 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_A07_A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 614 

GBEQ0925 GenBank Acc I CD4 69136 | Ver | CD469136 . 1 

GI : 31390404 | LeukoS2_2_B03 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_B0 3_A02 4 3 ' , 
mRNA sequence .: Start : 1 : Stop: 536 

GBEQ0926 GenBank Acc | CD469044 | Ver | CD469044 . 1 

GI : 31390312 | LeukoS2_J__F10 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_F10_A024 3 ' , 
mRNA sequence. : Start: 1: Stop: 7 63 

GBEQ0927 GenBank Acc | CD469043 | Ver | CD469043 . 1 

GI : 31390311 | LeukoS2__l_F12 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_F12_A024 3', 
mRNA sequence. : Start :l:Stop: 7 97 

GBEQ0928 GenBank Acc | CD469039 | Ver | CD469039 . 1 

GI: 31390307 | LeukoS2__l_G07 . bl_A024 Stimulated peripheral blood 
leukocytes S2 ' Equus caballus cDNA clone LeukoS2__l_G07_A024 3 1 , 
mRNA sequence. : Start :1: Stop: 652 

GBEQ0929 GenBank Acc | CD469038 | Ver | CD469038 . 1 

GI : 313903061 LeukoS2_l_H01 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_H01_A024 3', 
mRNA sequence. : Start : 1 : Stop: 685 

GBEQ0930 GenBank Acc | CD4 69032 | Ver | CD4 69032 . 1 

GI : 31390300 | LeukoS2_l_F04 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_F04_A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 533 
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GBEQ0931 GenBank Acc | CD469026 | Ver | CD469026 . 1 

GI : 31390294 |LeukoS2_JL_G05 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_G05_A024 3', 
mRNA sequence .: Start : 1 : Stop: 57 8 

GBEQ0932 GenBank Acc I CD4 69023 | Ver | CD4 69023 . 1 

GI: 313902 91 | LeukoS2__l_B07 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_B07_A024 3*, 
mRNA sequence. : Start: 1: Stop: 608 

GBEQ0933 GenBank Acc | CD469022 | Ver | CD469022 . 1 

GI: 31390290 | LeukoS2_l_Cll . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Cll_A024 3', 
mRNA sequence. : Start : 1 : Stop: 723 

GBEQ0934 GenBank Acc | CD469020 | Ver | CD469020 . 1 

GI: 3139028 8 | LeukoS2_l_E12 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_El2_A024 3' , 
mRNA sequence . : Start : 1 : Stop : 722 

GBEQ0935 GenBank Acc | CD469014 | Ver | CD469014 . 1 

GI : 31390282 | LeukoS2_l_E04 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_lJE04_A02 4 3', 
mRNA sequence. : Start : 1: Stop: 540 

GBEQ0936 ' GenBank Acc | CD469011 | Ver | CD469011 . 1 

GI : 31390279 | LeukoS2_l_H05 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_H05_A024 3 f , 
mRNA sequence .: Start : 1 : Stop : 654 

GBEQ0937 GenBank Acc | CD469010 | Ver | CD469010 . 1 

GI : 3139027 8 | LeukoS2_l__A04 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_A04_A024 3', 
mRNA sequence. : Start : 1 : Stop: 608 

GBEQ0938 GenBank Acc I CD469006 | Ver | CD469006 . 1 

GI: 3139027 4 | LeukoS2_l_Dll.bl_A024 i Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__l_Dll_A024 3 ! , 
mRNA sequence. : Start: 1: Stop: 727 

GBEQ0939 GenBank Acc | CD469005 | Ver | CD469005 . 1 

GI: 31390273 |LeukoS2_l_C09.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_C0 9__A0 2 4 3', 
mRNA sequence. : Start : 1 : Stop: 637 

GBEQ0940 GenBank Acc | CD469004 | Ver | CD469004 . 1 

GI: 31390272 | LeukoS2_l__Hll . bl_A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Hll_A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 627 

GBEQ0941 GenBank Acc | CD468998 | Ver | CD468 998 . 1 

GI: 313902 66 |LeukoS2_l_B01.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone Leuko S 2__1_B 0 1_A0 2 4 3 1 , 
mRNA sequence, : Start :1: Stop: 564 

GBEQ0942 GenBank Acc|CD4 68 988 | Ver | CD4 68 988 . 1 

GI : 31390256 | LeukoS2__l_B09 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_B09_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 610 

GBEQ0943 GenBank Acc | CD468987 | Ver | CD468987 . 1 

GI : 31390255 | LeukoS2_l_Gll . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Gll_A024 3', 
mRNA sequence. : Start : 1: Stop: 725 

GBEQ0944 GenBank Acc | CD468916 | Ver | CD468916. 1 

GI: 31390184 | LeukoS3__8_G01 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS 3_8_G0 1_A02 5 3', 
mRNA sequence. : Start: 1: Stop: 505 

GBEQ0945 GenBank Acc | CD468911 | Ver | CD468911 . 1 

GI: 31390179 |LeukoS3_8_G08.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G08__A025 3', 
mRNA sequence. : Start : 1 : Stop: 65 6 

GBEQ0946 GenBank Acc | CD468905 | Ver | CD468905 . 1 

GI : 31390173 | LeukoS3_8_D01 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_D01_A025 3', 
mRNA sequence. : Start: 1: Stop: 4 80 

GBEQ0947 GenBank Acc | CD468903 | Ver | CD468903 . 1 

GI : 31390171 | LeukoS3_8_G07 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G07_A025 3', 
mRNA sequence. : Start: 1: Stop: 734 

GBEQ0 94 8 GenBank Acc | CD4 68 8 97 | Ver | CD4 68 8 97 . 1 

GI : 31390165 1 LeukoS3__8 JH08 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_H08_A025 3', 
mRNA sequence. : Start: 1: Stop: 640 

GBEQ0 949 GenBank Acc | CD4 688 96 1 Ver | CD4 688 96.1 

GI: 31390164 |LeukoS3_8_C12 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_C12_A02 5 3', 
mRNA sequence. : Start: 1: Stop: 640 
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GBEQ0950 GenBank Acc | CD468893 | Ver | CD468893 . 1 

GI : 31390161 | LeukoS3_8_DQ7 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_DQ7_A025 3 f , 
mRNA sequence. : Start : l:Stop: 700 

GBEQ0 951 GenBank Acc | CD4 68 8 92 | Ver | CD4 68892.1 

GI : 31390160 | LeukoS3_8_E0 9 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_E09__A025 3 ! , 
mRNA sequence. : Start :1: Stop: 728 

GBEQ0952 GenBank Acc | CD4 68885 | Ver | CD4 68 8 85. 1 

GI: 31390153 | LeukoS3__8_B02 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_B02_A025 3', 
mRNA sequence. :Start:l: Stop: 656 

GBEQ0953 GenBank Acc | CD46887 9 | Ver | CD4 68879 . 1 

GI: 31390147 | LeukoS3_8__G04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__8_G04_A025 3 V, 
.mRNA sequence. : Start: 1: Stop: 720 

GBEQ0954 GenBank Acc | CD468877 | Ver | CD468877 . 1 

GI : 31390145 | LeukoS3_8_Dl2 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__8_D12_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 7 68 

GBEQ0 955 GenBank Acc | CD4 68 8 69 i Ver | CD4 68 8 69 . 1 

GI : 313 90137 | LeukoS3_8_A12 . bl_A02 5 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_A12_A025 3', 
mRNA sequence. : Start: 1: Stop: 739 

GBEQ0 956 GenBank Acc | CD4 688131 Ver ICD468813.1 

GI: 31390081 |LeukoS3_7JB09.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_B09_A025 3', 
mRNA sequence .: Start : 1 : Stop: 67 6 

GBEQ0957 GenBank Acc | CD4 68 811 1 Ver | CD468 811 . 1 

GI : 31390079 | LeukoS3__7_G04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__7_G0 4_A025 3', 
mRNA sequence. : Start : 1 : Stop: 496 

GBEQ0958 GenBank Acc | CD4 68805 | Ver | CD4 68805 . 1 

GI: 31390073 | LeukoS3_7_Gl0.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_G10__A025 3\ 
mRNA sequence. : Start : 1 : Stop: 664 

GBEQ0959 GenBank Acc | CD4 68802 | Ver | CD468 802 . 1 

GI : 31390070 | LeukoS3_7_D04 . bl_A025 Stimulated peripheral blood 
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leukocytes S3 Equus caballus cDNA clone LeukoS3_7_D04_A025 3', 
mRNA sequence, : Start: 1: Stop: 638 

GBEQ0960 GenBank Acc | CD468801 | Ver | CD468801 . 1 

GI: 31390069 I LeukoS3_7_A12.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_A12_A025 3', 
mRNA sequence. : Start: 1: Stop: 713 

GBEQ0961 GenBank Acc | CD468799 [ Ver | CD468799 . 1 

GI: 31390067 | LeukoS3_7_C09 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7__C09_A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 710 

GBEQ0962 GenBank Acc | CD468794 | Ver | CD468794 . 1 

GI : 31390062 | LeukoS3_7_A04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus. caballus cDNA clone LeukoS3_7_A04_A025 3', 
mRNA sequence. : Start: 1: Stop: 200 

GBEQ0963 GenBank Acc | CD4 687 8 9 | Ver | CD4 687 8 9 . 1 

GI : 31390057 | LeukoS3_7__E04 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_E04_A025 3', 
mRNA sequence .: Start : 1 : Stop: 680 

GBEQ0964 GenBank Acc | CD468787 | Ver | CD468787 . 1 

GI : 31390055 | LeukoS3_7_A10 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_A10_A025 3', 
mRNA sequence. : Start : 1 : Stop: 77 6 

GBEQ0965 GenBank Acc | CD4 6878 6 | Ver i CD4 6878 6. 1 

GI: 31390054 | LeukoS3_7_D09 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7__D09_A025 3', 
mRNA sequence .: Start: 1 : Stop: 661 

GBEQ0966 GenBank Acc | CD468779 | Ver | CD468779 . 1 - 

GI : 31390047 | LeukoS3_7_G0 6 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_G06_A025 3', 
mRNA sequence .: Start : 1 : Stop: 685 

GBEQ0967 GenBank Acc j CD468772 | Ver | CD468772 . 1 

GI : 31390040 | LeukoS3_7_F03 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7__F03_A025 3 f , 
mRNA sequence. : Start: l:Stop: 717 

GBEQ0968 GenBank Acc | CD4 68710 | Ver | CD4 68710 . 1 

GI:31389978 | LeukoS3_5_H06 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_H0 6_A025 3 1 , 
mRNA sequence . : Start : 1 : Stop : 614 
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GBEQ0969 GenBank Acc | CD4 68706 | Ver |CD4 68706.1 

GI : 31389974 | LeukoS3_5_F01 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_F01__A025 3 1 , 
mRNA sequence. :Start:l: Stop: 433 

GBEQ0970 GenBank Acc | CD468704 | Ver | CD468704 . 1 

GI : 3138 9972 | LeukoS3_5_D04 ,bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_D04_A025 3 f , 
mRNA sequence. : Start : 1 : Stop: 713 

GBEQ0971 GenBank Acc | CD468703 | Ver | CD468703 . 1 

GI : 31389971 1 LeukoS3__5_A05 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone Leuko S 3_5_A0 5_A0 2 5 3*, 
mRNA sequence. : Start: 1: Stop: 234 

.GBEQ0972 GenBank " Acc ICD468698 | Ver | CD468698 • 1 
GI : 31389966 | LeukoS3_5_A04 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS 3_5_A0 4_A0 2 5 3 1 , 
mRNA sequence. : Start : 1 : Stop: 340 

GBEQ0973 GenBank Acc | CD4 68 695 | Ver | CD4 68 695 . 1 

GI : 31389963 |LeukoS3_5_D02.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5JD02_A025 3', 
mRNA sequence. : Start: 1: Stop: 615 

GBEQ097 4 GenBank Acc | CD4 68 694 | Ver | CD4 68 694 . 1 

GI : 3138 9962 | LeukoS3_5_E04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_E04_A025 3', 
mRNA sequence. : Start: 1: Stop: 620 

GBEQ0 97 5 GenBank Acc | CD4 68 687 | Ver | CD4 68 687.1 

GI: 31389955 | LeukoS3_5_G07 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_G07_A025 3', 
mRNA sequence. : Start : 1 : Stop: 657 

GBEQ0 97 6 GenBank Acc | CD4 68 68 6 | Ver | CD4 68686.1 

GI: 31389954 |LeukoS3_5_H09.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_H09_A025 3 1 , 
mRNA sequence. : Start : 1 : Stop: 704 

GBEQ0977 GenBank Acc | CD468682 1 Ver | CD4 68682 . 1 

GI : 3138 9950 |LeukoS3_5_H08.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_H08_A025 3 f , 
mRNA sequence. : Start: 1: Stop: 625 

GBEQ0 97 8 GenBank Acc | CD4 68 681 1 Ver I CD4 68 68 1 . 1 

GI: 31389949 |LeukoS3_5J310.bl_A025 Stimulated peripheral blood 
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leukocytes S3 Equus caballus cDNA clone LeukoS3_5_B10_AQ25 3 r , 
mRNA sequence . : Start : 1 : Stop : 677 

GBEQ0979 GenBank Acc | CD4 68 65 0 | Ver | CD4 68 680 . 1 

GI : 31389948 | LeukoS3__5_C12 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_C12_A025 .3', 
mRNA sequence . : Start : 1 : Stop : 325 

GBEQ0 980 GenBank Acc | CD4 68 677 | Ver | CD4 68 677 . 1 

GI : 31389945 I LeukoS3_5_D07 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5_D07_A025 3', 
mRNA sequence. : Start: l:Stop: 717 

GBEQO 98 1 GenBank Acc | CD4 68 672 | Ver | CD4 68 672 . 1 

GI: 31389940 | LeukoS3_5JB02 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__5_B02_A025 3 f , 
mRNA sequence . : Start : 1 : Stop : 661 

GBEQ0982 GenBank Acc | CD4 68 671 | Ver ) CD4 68 671 . 1 

GI : 31389939 | LeukoS3_5_C04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_5__C04_A025 3 ■ , 
mRNA sequence . : Start : 1 : Stop: 350 

GBEQ0983 GenBank Acc | CD468578 | Ver | CD468578 . 1 

GI : 31389846 | LeukoS3_4_E>10 . bl_A025 Stimulated peripheral blood 
leukocytes S3 ■ Equus caballus cDNA clone LeukoS3_4_DlO_A025 3', 
mRNA sequence . : Start : 1 : Stop : 691 

GBEQO 98 4 GenBank Acc | CD4 6 8 5 7 3 | Ver | CD4 68 57 3 . 1 

GI: 31389841 | LeukoS3_4__H09.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_H0 9_A025 3 1 , 
mRNA sequence. :Start:l: Stop: 5 68 

GBEQ0985 GenBank Acc | CD468571 | Ver | CD468571 . 1 

GI: 31389839 | LeukoS3_4_H01.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_H01_A025 3 1 , 
mRNA sequence . : Start : 1 : Stop : 535 

GBEQ0986 GenBank Acc | CD468567 | Ver | CD468567 . 1 

GI: 3138 9835 | LeukoS3_4_E02.bl_A02 5 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_E02_A025 3", 
mRNA sequence. : Start: 1: Stop: 308 

GBEQ0987 GenBank Acc | CD4 68560 | Ver | CD4 68560 . 1 

GI : 3138 9828 I LeukoS3_4__Cll . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4__Cll__A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 674 
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GBEQ098 8 GenBank Acc | CD4 68559 | Ver | CD4 68559 . 1 

GI: 31389827 |LeukoS3_4J311.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_Dll_A02 5 3 f , 
mRNA sequence. : Start :l:Stop: 7 03 

GBEQ0989 GenBank Acc |CD468558 | Ver | CD4 68558 . 1 

Gl : 31389826 | Leuko S3__4_C 02 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_C02_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 514 

GBEQ0990 GenBank Acc | CD468555 | Ver | CD468555 . 1 

GI: 31389823 |LeukoS3_4_Gll.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_Gll_A025 3', 
mRNA sequence. : Start :1: Stop: 750 

GBEQ0991 GenBank Acc 1 CD4 68544 | Ver | CD4 6854 4 . 1 

GI: 31389812 | LeukoS3_4JE01.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone Leuko S 3_4_E0 1_A0 2 5 3' , 
mRNA sequence . : Start : 1 : Stop : 3 63 

GBEQ0 992 GenBank Acc | CD4 68 5 3 9 | Ver | CD4 68 53 9 . 1 

GI : 31389807 | LeukoS3__4_B02 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_B02_A025 3',, 
mRNA sequence. : Start: 1: Stop: 585 

GBEQ0993 GenBank Acc | CD4 68536 | Ver | CD4 6853 6 . 1 

GI: 31389804 | LeukoS3__4_F09 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_F09_A025 3', 
mRNA sequence .: Start : 1 : Stop: 673 

GBEQ0994 GenBank Acc | CD468453 | Ver | CD468453 . 1 

GI : 3138 97211 Leuko S3__3_C 03 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone Leuko S 3__3_C 0 3_A0 2 5 3 T , 
mRNA sequence .: Start : 1 : Stop: 535 

GBEQ0995 GenBank Acc | CD468452 | Ver | CD468452 . 1 

GI : 31389720 | LeukoS3_3__D05 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3__D05_A025 3', 
mRNA sequence . : Start: 1 : Stop: 738 

GBEQ0 996 GenBank Acc 1 CD4 6 8 4 4 8 | Ver | CD4 6844 8.1 

GI : 3138 9716 | LeukoS3_3_Gll . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_Gll_A025 3'", 
mRNA sequence. : Start :1: Stop: 648 

GBEQ0 997 GenBank Acc | CD4 684461 Ver | CD4 68446.1 

GI: 31389714 | LeukoS3_3_F03 . bl_A025 Stimulated peripheral blood 
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leukocytes S3 Equus caballus cDNA clone LeukoS3_3_F03_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 7 09 

GBEQ0998 GenBank Acc | CD468437 | Ver | CD468437 . 1 

GI : 31389705 | LeukoS3_3_C12 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3__C12_A025 3', 
mRNA sequence. : Start: 1: Stop: 664 

GBEQ0999 GenBank Acc | CD468424 | Ver | CD468424 . 1 

GI: 31389692 |LeukoS3_3_A06.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3__A0 6_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 4 85 

GBEQ1000 GenBank Acc | CD4 684211 Ver | CD4 68 421.1 

GI : 3138 968 9 | LeukoS3_3_H12 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_H12_A025 3', 
mRNA sequence. : Start :1: Stop: 7 50 

GBEQ1001 GenBank Acc | CD468415 | Ver | CD468415 . 1 

GI: 31389683 | LeukoS3_3_H08 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3__H08_A025 3', 
mRNA sequence. : Start :1: Stop: 628 

GBEQ1002 GenBank Acc | CD468409 | Ver | CD468409 . 1 

GI: 313896771 LeukoS3_3_C0 9 . bl_A02 5 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_C0 9_A025 3', 
mRNA sequence. : Start: 1: Stop: 695 

GBEQ1 003 GenBank Acc | CD4 684 061 Ver | CD4 68 40 6.1 

GI: 3138 9674 | LeukoS3__3_H0 4 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_H04_A025 3', 
mRNA sequence. : Start: 1: Stop: 568 

GBEQ1004 GenBank Acc | CD4 684 04 | Ver | CD4 68404 . 1 

GI: 31389672 | LeukoS3_3_Fll .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__3_Fll_A025 3 1 , 
mRNA sequence. : Start :1: Stop: 7 68 

GBEQ1005 GenBank Acc | CD4 68399 | Ver | CD4 68399 . 1 

GI: 3138 9667 | LeukoS3_3_B04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_B04_A025 3', 
mRNA sequence. : Start :1: Stop: 651 

GBEQ100 6 GenBank Acc | CD4 68391 | Ver | CD4 68391 . 1 

GI : 31389659 I LeukoS3_3_D09 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3__D09_A025 3», 
mRNA sequence. : Start : 1 : Stop: 567 
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GBEQ1007 GenBank Acc 1 CD4 6838 9 | Ver I CD4 68 38 9 . 1 

GI : 3138 9657 | LeukoS3__3_B0 6 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_B0 6_A025 3 1 , 
mRNA sequence . : Start : 1 : Stop : 641 

GBEQ1008 GenBank Acc | CD4 683 88 | Ver ! CD4 68 388. 1 

GI : 3138 9656 | LeukoS3_3_H0 9 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_H09_A025 3 1 , 
mRNA sequence* : Start: 1: Stop: 580 

GBEQ1009 GenBank Acc | CD468304 | Ver | CD4 68304 . 1 

GI: 31389572 | LeukoS3_2_A04 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_A04_A02 5 3\ 
mRNA sequence. : Start: 1: Stop: 547 

GBEQ1010 GenBank Acc | CD468303 | Ver | CD468303 . 1 

GI : 31389571 | LeukoS3_2__B05 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2__B05_A025 3 1 , 
mRNA sequence. : Start : 1 : Stop: 718 

GBEQ1011 GenBank Acc | CD4 68299 | Ver | CD4 682 99 . 1 

GI: 3138 9567 | LeukoS3_2_F12 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_F12_A025 3 ! , 
mRNA sequence. : Start : 1: Stop: 695 

GBEQ1012 GenBank Acc | CD468288 | Ver | CD468288 . 1 

GI: 31389556 | LeukoS3__2_G08 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2__G08_A02 5 3 f , 
mRNA sequence. : Start: 1: Stop: 68 0 

GBEQ1013 GenBank Acc | CD4 6828 6 | Ver | CD4 6828 6. 1 

GI: 3138 9554 | LeukoS3_2_A10 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_A10_A025 3', 
mRNA sequence. : Start : 1 : Stop: 582 

GBEQ1014 GenBank Acc | CD468281 | Ver | CD4 68281 . 1 

GI: 31389549 |LeukoS3_2_D03.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2__D03__A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 3 67 

GBEQ1015 GenBank Acc | CD4 68265 i Ver | CD4 68265 . 1 

GI : 31389533 | LeukoS3_2_H01 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_H01_A025 3', 
mRNA sequence. : Start: 1: Stop: 711 

GBEQ1016 GenBank Acc | CD468262 | Ver | CD4 68262 . 1 

GI: 3138 9530 | LeukoS3_2_F10 . bl_A025 Stimulated peripheral blood 
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leukocytes S3 Equus caballus cDNA clone LeukoS3_2_F10__A025 3', 
mRNA sequence- : Start : 1: Stop: 4 06 

GBEQ1017 GenBank Acc | CD4 682 61 1 Ver | CD4 682 61 . 1 

GI : 31389529 | LeukoS3._2_E01 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS 3_2_E0 1__A02 5 3', 
mRNA sequence. : Start : 1: Stop: 511 

GBEQ1018 GenBank Acc I CD468255 1 Ver | CD468255 . 1 

GI : 31389523 | LeukoS3_2_C09 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_C09_A025 3', 
mRNA sequence. : Start : 1: Stop: 7 05 

GBEQ1019 GenBank Acc | CD468247 | Ver | CD468247 . 1 

GI : 3138 9515 | LeukoS3_2JD12 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS 3__2_D 1 2_A0 2 5 3', 
mRNA sequence .: Start : 1 : Stop: 731 

GBEQ1020 GenBank Acc | CD468246 | Ver | CD468246. 1 

. GI : 3138 9514 | LeukoS3_2_C03 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_C03_A025 3\ 
mRNA sequence. : Start: 1: Stop: 4 53 

GBEQ1021 GenBank Acc | CD468244 | Ver | CD468244 . 1 

GI : 3138 9512 | LeukoS3_2_D10 . bl_A025 Stimulated peripheral , blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_Dl0_A025 3', 
mRNA sequence. : Start :1: Stop: 4 44 

GBEQ1022 GenBank Acc | CD4 6814 9 1 Ver I CD468149 • 1 

GI: 31389417 | LeukoS3__l__B02 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_JB02_A025 3 f , 
mRNA sequence. : Start: 1: Stop: 571 

GBEQ1023 GenBank Acc | CD468144 | Ver | CD468144 . 1 

GI: 31389412 | LeukoS3_l_F09 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l__F09__A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 555 

GBEQ1024 GenBank Acc | CD468143 | Ver | CD468143 . 1 

GI : 3138 9411 | LeukoS 3__1_H 12 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_JL_H12_A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 642 

GBEQ102 5 GenBank Acc | CD4 68 1 4 0 | Ver | CD4 68 14 0 . 1 

GI : 3138 9408 | LeukoS3_l_Gll . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_Gll_A025 3* r 
mRNA sequence .: Start : 1 : Stop: 636 
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GBEQ1026 GenBank Acc|CD468139 | Ver | CD4 68139 . 1 

GI : 31389407 | LeukoS3_l_F02 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_F02_A025 3 f , 
mRNA sequence . : Start : 1 : Stop : 602 

GBEQ1027 GenBank Acc | CD468138 | Ver | CD468138 . 1 

GI: 31389406 | LeukoS3_l_G04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_G04_A025 3 f , 
mRNA sequence* : Start : 1 : Stop: 500 

GBEQ1028 GenBank Acc | CD4 68134 | Ver | CD468134 . 1 

GI : 31389402 | LeukoS3__l__A07 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_A07_A025 3', 
mRNA sequence, : Start: 1: Stop: 673 

GBEQ1029 GenBank Acc | CD468130 I'Ver 1 CD4 68130 1 

GI : 31389398 | LeukoS3_l_D12 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_D12_A02 5 3', 
mRNA sequence. : Start :1: Stop: 694 

GBEQ1030 GenBank Acc | CD4 6812 0 | Ver | CD4 68120 . 1 

GI : 31389388 |LeukoS3_lJ310.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__l_D10_A025 3 f , 
mRNA sequence. : Start : 1 : Stop: 514 

GBEQ1031 GenBank Acc | CD468110 | Ver | CD4 68110 . 1 

GI : 31389378 |LeukoS3_J_JB04.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l__B04_A025 3 f , 
mRNA sequence. : Start: 1: Stop: 613 

GBEQ1032 GenBank Acc | CD468109 | Ver | CD468109 . 1 

GI : 31389377 |LeukoS3__l_C06.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_C06_A025 3 1 , 
mRNA sequence. : Start : 1 : Stop: 636 

GBEQ1033 GenBank Acc | CD468106 | Ver | CD468106. 1 

GI: 31389374 | LeukoS3_l_H02 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__l_H02_A025 3 T , 
mRNA sequence. : Start: 1: Stop: 548 

GBEQ1034 GenBank Acc I CD468105 | Ver | CD468105 . 1 

GI : 31389373 | LeukoS3_l_A10 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_A10_A025 3', 
mRNA sequence. : Start : 1: Stop: 650 

GBEQ1035 GenBank Acc|CD468104 | Ver | CD4 68104 . 1 

GI : 3138 9372 | LeukoS3_l_B12 .bl_A025 Stimulated peripheral blood 
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leukocytes S3 Equus caballus cDNA clone LeukoS3_l_B12_A02 5 3", 
mRNA sequence. : Start : 1 : Stop: 697 

GBEQ1036 GenBank Acc | CD468101 1 Ver | CD468101 . 1 

GI : 31389369 | LeukoS3_l__B03 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_R03_A025 3', 
mRNA sequence . : Start : 1 : Stop : 518 

GBEQ1037 GenBank Acc | CD468092 | Ver | CD468092 . 1 

GI : 31389360 | LeukoS3_l_H09 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_H0 9_A02 5 3 1 , 
mRNA sequence. : Start : 1 : Stop: 67 4 

GBEQ1038 GenBank Acc | CD468088 | Ver | CD468088 . 1 

GI : 3138 93561 LeukoS3_l_A08 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone Leuko S 3_1_A0 8_A0 2 5 3", 
mRNA sequence. : Start: 1: Stop: 730 "~ ! 

GBEQ1039 GenBank Acc | CD46808.7 | Ver | CD4 68087 . 1 

GI : 3138 9355 1 LeukoS3_l_F10 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l__F10_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 631 

GBEQ1040 GenBank Acc | CD468084 | Ver | CD468084 . 1 

GI : 3138 9352 | LeukoS3__l_F03 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_F03_A02 5 3', 
mRNA sequence. : Start : 1 : Stop: 478 

GBEQ1041 GenBank Acc| CD468081 | Ver | CD468081 . 1 

GI : 31389349 | LeukoS3_l__H04 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__l_H04_A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 564 

GBEQ1042 GenBank Acc | CD468079 | Ver | CD468079 . 1 

. GI : 31389347 | LeukoS3_l_F12 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_ljF12_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 599 

GBEQ1043 GenBank Acc | CD467996 | Ver | CD467996 . 1 

GI: 31389264 | LeukoSl__8_Hll . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_Hll_A023 3', 
mRNA sequence .: Start : 1 : Stop: 672 

GBEQ1044 GenBank Acc | CD467993 | Ver | CD467993 . 1 

GI: 3138 92 61 | LeukoSl_8_D07 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_D07_A023 3', 
mRNA sequence. : Start: 1: Stop: 690 
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GBEQ1045 GenBank Acc | CD467991 1 Ver I CD4 67991 . 1 

GI : 3138 9259 | LeukoSl_8_D10 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_D10_A023 3 f , 
mRNA sequence. ; Start: 1: Stop: 545 

GBEQ104 6 GenBank Acc I CD4 67990 | Ver | CD4 67 990 . 1 

GI: 3138 9258 | LeukoSl__8__E12 . bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8__E12_A023 3 ! , 
mRNA sequence . : Start : 1 : Stop : 68 6 

GBEQ104 7 GenBank Acc | CD4 67 987 | Ver | CD4 67 987 . 1 

GI : 3138 9255 |LeukoSl_8_G09.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1__8_G0 9_A02 3 3 ! , 
mRNA sequence.: Start: 1: Stop: 611 

GBEQ1048 GenBank Acc | CD467985 | Ver | CD467985 . 1 

GI: 31389253 I LeukoSl_8_F10 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_F10__A023 3', 
mRNA sequence. : Start : 1 : Stop: 716 

GBEQ1049 GenBank Acc | CD4 67982 | Ver | CD467982 . 1 

GI : 31389250 | LeukoSl_8_F03 • bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__8_F03_A023 3\ 
mRNA sequence. : Start: 1: Stop: 545 

GBEQ1050 GenBank Acc | CD467981 | Ver | CD467981 . 1 

GI:31389249 | LeukoSl_8_B0 6 . bl_A023 Stimulated peripheral blood 
leukocytes SI. Equus caballus cDNA clone LeukoSl_8_B0 6_A023 3', 
mRNA sequence. : Start: 1: Stop: 618 

GBEQ1051 GenBank Acc | CD467977 | Ver | CD467977 . 1 

GI : 31389245 | LeukoSl_8_C04 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_C04_A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 2 00 

GBEQ10 52 GenBank Acc | CD4 67 97 6 | Ver | CD4 67976.1 

GI:31389244 I LeukoSl__8_D0 6 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8__D0 6_A023 3', 
mRNA sequence. : Start: 1: Stop: 319 

GBEQ1053 GenBank Acc | CD467973 | Ver | CD467973 . 1 

GI : 3138 9241 | LeukoSl_8_E04 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_E04_A023 3', 
mRNA sequence . : Start : 1 : Stop : 651 

GBEQ1054 GenBank Acc | CD4 67965 | Ver | CD467965 . 1 

GI : 31389233 | LeukoSl_8_B05 .bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_8__B05_A023 3\ 
mRNA sequence- : Start: 1: Stop: 696 

GBEQ1055 GenBank Acc | CD4 67 960 | Ver | CD4 67 960 . 1 

GI : 31389228 | LeukoSl__8_D05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_D05_A02 3 3 1 , 
mRNA sequence .: Start : 1 : Stop: 507 

GBEQ1056, GenBank Acc | CD4 67959 | Ver | CD4 67 959. 1 

GI: 31389227 | LeukoSl_8_E07 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_E07__A023 3', 
mRNA sequence .: Start : 1 : Stop: 715 

GBEQ1057 GenBank Acc | CD467953 | Ver | CD467953 . 1 

GI : 31389221 | LeukoSl__8_H09 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__8_H0 9_A023 3', 
mRNA sequence . : Start : li Stop: 58 6 

GBEQ1058 GenBank Acc | CD467952 | Ver | CD467952 . 1 

GI : 31389220 | LeukoSl_8_A06 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_A0 6_A02 3 3", 
mRNA sequence. : Start : 1 : Stop: 535 

GBEQ1059 GenBank Acc | CD467949 | Ver | CD467949. 1 

GI : 3138 9217 | LeukoSl_8__H05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__8__H05_A02 3 3', 
mRNA sequence. : Start :1: Stop: 704 

GBEQ1060 GenBank Acc | CD4 67 94 8 | Ver | CD4 67 948 . 1 

GI : 31389216 ) LeukoSl_8_B04 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_J304_A023 3', 
mRNA sequence. : Start: 1: Stop: 687 

GBEQ1061 GenBank Acc I CD467946 | Ver | CD467946. 1 

GI : 3138 9214 | LeukoSl_8_D08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8__D08_A023 3 f , 
mRNA sequence. : Start : 1 : Stop : 659 

GBEQ1062 GenBank Acc | CD4 67945 | Ver | CD4 67 945 . 1 

GI: 31389213 | LeukoSl_8__H01 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_H01_A023 3 f , 
mRNA sequence. : Start : 1 : Stop: 604 

GBEQ10 63 GenBank Acc | CD4 67 943 | Ver | CD4 67 943.1 

GI : 31389211 | LeukoSl_8_D04 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_D04__A023 3 1 , 
mRNA sequence. : Start :1: Stop: 652 
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GBEQ1064 GenBank Acc | CD4 67 941 | Ver I CD4 67 941 . 1 

GI : 3138 9209 | LeukoSl_8_Fll . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8__Fll_A023 3', 
mRNA sequence. : Start : 1 : Stop: 726 

GBEQ1065 GenBank Acc | CD4 67 939 | Ver | CD4 67939 • 1 

GI: 31389207 | LeukoSl_8__A12 .bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__8__A12_A023 3', 
mRNA sequence. : Start :1: Stop: 691 

GBEQ1066 GenBank Acc|CD467938 | Ver | CD4 67938 . 1 

GI: 3138 920 6 |LeukoSl__8_F04 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_F04_A023 3', 
mRNA sequence. : Start: 1: Stop: 672 

GBEQ10 67 GenBank Acc I CD4 67 937 1 Ver | CD4 67 937.1 

GI: 3138 9205 | LeukoSl_8_H08 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_H08_A023 3 f , 
mRNA sequence .: Start : 1 : Stop: 655 

GBEQ10 68 GenBank Acc | CD4 678501 Ver | CD4 67850.1 

GI : 31389118 | LeukoSl_7_D03 .bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_D03_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 667 

GBEQ10 69 GenBank Acc | CD4 678 45 | Ver | CD4 67845 . 1 

GI : 3138 9113 | LeukoSl__7_G12 .bl_A023 Stimulated peripheral blood 
leukocytes Si Equus caballus cDNA clone LeukoSl_7_G12_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 699 

GBEQ1070 GenBank Acc | CD4 67843 | Ver | CD467843 . 1 

GI : 3138 9111 1 Leuko S l_7_Al 1 . b 1_A0 2 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__7_All_A023 3', 
mRNA sequence . : Start : 1 : Stop : 657 

GBEQ1071 GenBank Acc |CD4 67833 | Ver | CD4 67833 . 1 

GI : 3138 9101 | LeukoSl_7_Ell . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_Ell_A023 3 ! , 
mRNA sequence. : Start: 1: Stop: 68 6 

GBEQ1072 GenBank Acc | CD4 67831 | Ver | CD4 67831 . 1 

GI: 31389099 | LeukoSl__7_F06 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_F06_A023 3 f f 
mRNA sequence. : Start: 1: Stop: 662 

GBEQ1073 GenBank Acc I CD467830 | Ver | CD467830 . 1 

GI:31389098 1 LeukoSl_7__A07 ,bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_7_A07_A023 3', 
mRNA sequence Start : 1 : Stop: 677 

GBEQ1074 GenBank Acc | CD467829 | Ver | CD467829 . 1 

GI: 3138 9097 | LeukoSl_7_Gll .bl__A023 Stimulated peripheral blood 
leukocytes Si Equus caballus cDNA clone LeukoSl_7_Gll_A02 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 661 

GBEQ10 7 5 GenBank Acc | CD4 67 821 T Ver | CD4 67 821 ..1 

GI : 31389089) LeukoSl_7_D05 . bl_A023 Stimulated peripheral blood, 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_D05__A023 3", 
mRNA sequence. : Start: 1: Stop: 690 

GBEQ107 6 GenBank Acc | CD467820 | Ver | CD4 67820 . 1 

GI: 31389088 | LeukoSl_7__E07 ,bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_E07_A023 3', 
mRNA sequence. : Start :1: Stop: 686 

GBEQ1077 GenBank Acc | CD467815 1 Ver | CD467815 . 1 

GI: 31389083 | LeukoSl_7_F05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone Leuko S 1__7_F0 5_A0 2 3 3 f , 
mRNA sequence. : Start: 1: Stop: 731 

GBEQ1078 GenBank Acc | CD467811 | Ver | CD467811 . 1 

GI : 31389079 | LeukoSl_7_G10 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_G10_A023 3 1 , 
mRNA sequence .: Start : 1 : Stop: 652 

GBEQ107 9 GenBank Acc | CD4 67 808 | Ver | CD4 67808 . 1 

GI: 3138907 6 | LeukoS 1_7__B 1 1 . b 1_A0 2 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__7_JBll_A023 3', 
mRNA sequence. : Start: 1: Stop: 672 

GBEQ1080 GenBank Acc | CD4 678 07 | Ver | CD4 67807 . 1 

GI : 3138 9075 | LeukoSl_7_H05 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_H05_A023 3', 
mRNA sequence. : Start: 1: Stop: 623 

GBEQ1081 GenBank Acc | CD4 67801 1 Ver | CD4 678 01 . 1 

GI : 3138 9069 | LeukoS 1_7_C 02 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_C02__A023 3', 
mRNA sequence .: Start : 1 : Stop: 590 

GBEQ1 082 GenBank Acc | CD4 6 7 7 9 6 | Ver | CD4 67796.1 

GI : 3138 9064 | LeukoSl__7__H08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_H08_A023 3 1 , 
mRNA sequence. : Start :1: Stop: 7 07 
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GBEQ1083 GenBank Acc | CD467702 | Ver | CD467702 . 1 

GI : 31388970 | LeukoSl_6_F03 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_F03_A023 3', 
mRNA sequence .: Start : 1 : Stop : 584 

GBEQ1084 GenBank Acc | CD467698 | Ver | CD467698 . 1 

GI : 31388 966 | LeukoSl_6_C08 .bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_C08_A023 3 1 , 
mRNA sequence . : Start : 1 : Stop : 7 07 

GBEQ1085 GenBank Acc | CD4 67 693 | Ver | CD4 67 693 . 1 

GI: 3138 8 961 | LeukoSl__6_D0 6 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_D0 6_A02 3 3 1 , 
mRNA sequence. : Start : 1: Stop: 626 

GBEQ10 8 6 GenBank Acc | CD4 67 692 1 Ver | CD4 67 692.1 

GI: 31388960 | LeukoSl__6__E0 8 . bl_A02 3 Stimulated peripheral blood 
leukocytes - SI Equus caballus cDNA clone LeukoSl_6_E0 8__A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 626 

GBEQ10 87 GenBank Acc | CD4 67 691 | Ver | CD4 67 691 . 1 

GI : 31388959 | LeukoSl_6__Ell . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_Ell_A023 3 ! , 
mRNA sequence. : Start : 1: Stop: 581 

GBEQ1088 GenBank Acc | CD4 67 688 | Ver | CD4 67 688 . 1 

GI: 31388956 |LeukoSl_6__F06.bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_F0 6_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 650 

GBEQ10 8 9 GenBank Acc | CD4 67 68 6 | Ver I CD4 67686.1 

GI: 31388954 | LeukoSl_6_B0 9 . bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus .caballus cDNA clone LeukoSl_6_B0 9_A023 3', 
mRNA sequence .: Start : 1 : Stop : 685 

GBEQ1090 GenBank Acc | CD4 67684 | Ver | CD467684 . 1 

GI: 3138 8 952 | LeukoS 1_6__A1 0 . bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6__A10__A023 3 1 , 
mRNA sequence . : Start : 1 : Stop : 694 

GBEQ1091 GenBank Acc | CD4 67 683 | Ver | CD4 67683 . 1 

GI: 31388951 |LeukoSl_6_F02 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__6_F02_A023 3', 
mRNA sequence. : Start: 1: Stop: 192 

GBEQ1092 GenBank Acc | CD4 67 682 | Ver | CD4 67 682 . 1 

GI: 31388950 | LeukoSl_6JB12 . bl__A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_6_B12_A023 3 f , 
mRNA sequence. : Start :1: Stop: 706 

GBEQ1093 GenBank Acc | CD4 67 675 | Ver | CD4 67 675 . 1 

GI : 31388943 |LeukoSl_6_E07.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6__E07_A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 58 8 

GBEQ1094 GenBank Acc | CD467672 | Ver 1 CD467672 . 1 

GI : 3138 8 94 0 | LeukoSl_6_F12 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__6_F12_A023 3' , 
mRNA sequence. : Start: l:Stop: 275 

GBEQ1095 GenBank Acc | CD4 67 671 | Ver | CD4 67 671 . 1 

GI : 31388939 |LeukoSl_6jD01.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus' caballus cDNA clone LeukoSl_6_D01__A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 62 4 , 

GBEQ1096 GenBank Acc | CD4 67 668 | Ver f CD4 67 668 . 1 

GI : 31388936 | Leukosis 6_G07.bl_A023 Stimulated peripheral' blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_G07__A023 3', 
mRNA sequence. : Start: 1: Stop: 682 

GBEQ1097 GenBank Acc | CD467666 | Ver | CD467666. 1 

GI: 31388934 |LeukoSl_6_B08.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_B08__A023 3', 
mRNA sequence. :Start:l: Stop: 564 

GBEQ1098 GenBank Acc | CD4 67 659 | Ver | CD4 67 659 . 1 

GI: 31388927 | LeukoSl_6__D08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_D08_A023 3', 
mRNA sequence. : Start: 1: Stop: 629 

GBEQ1099 GenBank Acc | CD467657 | Ver | CD4 67657 . 1 

GI:31388925 )LeukoSl_6__Dll.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_Dll__A023 3 f , 
mRNA sequence. : Start: 1: Stop: 708 

GBEQ110 0 GenBank Acc 1 CD4 67 64 8 | Ver | CD4 67648.1 

GI : 3138 8 91 6 I LeukoSl_6__C0 9 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_C09_A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 702 

GBEQ1101 GenBank Acc | CD4 67 647 | Ver | CD4 67 647 . 1 

GI : 31388 915 | LeukoSl_6j310 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6__B10_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 700 
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GBEQ1102 GenBank Acc | CD467642 | Ver i CD4 67 642 . 1 

GI: 31388910 | LeukoSl_6_B03 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6 J303__A023 3 T , 
mRNA sequence. : Start : 1 : Stop: 730 

GBEQ1103 GenBank Acc | CD4 67 64 0 | Ver | CD4 67640.1 

GI: 31388 908 | LeukoSl_6_JE0 9 . bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_6__E09_A02 3 3', 
mRNA sequence. : Start: 1: Stop: 557 

GBEQ1 104 GenBank Acc | CD4 67 639] Ver | CD4 67639.1 

GI: 31388 907 | LeukoSl_6_D10 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_6_D1 0_A02 3 3', 
mRNA sequence. :Start:l: Stop: 587 

GBEQ11 05 GenBank Acc | CD4 67 63 6 1 Ver | CD4 67 636. 1 

GI: 31388904 | LeukoS 1_6_D0 3 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus ' cDNA clone LeukoS 1_6_D03_A02 3 3 f , 
mRNA sequence. : Start: 1: Stop: 659 

GBEQ110 6 GenBank Acc | CD4 67539 | Ver | CD4 67539 . 1 

GI: 31388807 | LeukoSl_5_G08 .bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_G08_A023 3 1 , 
mRNA sequence .: Start : 1 : Stop: 2 68 

GBEQ1107 GenBank Acc | CD4 67538 | Ver | CD4 67538 . 1 

GI : 31388806 | LeukoS 1_5__A0 7 ,bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_5__A07__A02 3 3 f , 
mRNA sequence. : Start : 1 : Stop: 619 

GBEQ1108 GenBank Acc | CD467534 | Ver | CD4 67534 . 1 

GI : 313 8 8 8 02 | LeukoSl_5_Bl2 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_B12_A023 3', 
mRNA sequence. : Start: 1: Stop: 401 

GBEQ1109 GenBank Acc | CD467533 | Ver | CD467533 . 1 

GI: 31388801 | LeukoSl_5JB05 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1__5_B0 5_A0 2 3 3 1 , 
mRNA sequence .: Start : 1 : Stop: 674 

GBEQ1110 GenBank Acc | CD4 67524 | Ver | CD4 67524 . 1 

GI : 31388792 | LeukoSl_5_G07 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_G07_A023 3', 
mRNA sequence. : Start: 1: Stop: 68 9 

GBEQ1111 GenBank Acc | CD467521 1 Ver | CD4 67521 . 1 

GI: 3138 8789 | LeukoS 1_5_G10 .bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_5_G10_A023 3 1 , 
mRNA sequence. : Start: l:Stop: 7 66 

GBEQ1112 GenBank Acc I CD467520 | Ver I CD467520 . 1 

GI: 31388788 | LeukoSl_5_F01 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl — 5_F01_A023 3 1 , 
mRNA sequence. : Start :1: Stop: 456 

GBEQ1113 GenBank Acc | CD4 67518 | Ver | CD4 67 518 . 1 

GI : 3138 8 7 8 6 | LeukoSl_5_H05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__5__H05_A023 3', 
mRNA sequence. : Start : 1: Stop: 694 

GBEQ1114 GenBank Acc | CD4 6750 6 | Ver | CD4 6750 6 . 1 

GI : 31388 774 | LeukoSl_5_H04 . bl_A023 Stimulated peripheral blood 
leukocytes Si Equus caballus cDNA clone LeukoSl__5_H04_A02 3 3', 
mRNA sequence. : Start : 1: Stop: 695 

GBEQ1115 GenBank Acc | CD467505 | Ver 1 CD467505 . 1 

GI : 31388773 | LeukoSl_5_D07 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__5JD07_A023 3', 
mRNA sequence. : Start: 1: Stop: 757 

GBEQ1 116 GenBank Acc | CD4 67413 1 Ver | CD4 67 4 13.1 

GI: 31388681 |LeukoSl_4JB02.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_B02_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 671 

GBEQ1 11 7 GenBank Acc | CD4 67 4 0 6 | Ver | CD4 67406.1 

GI: 31388 674 I LeukoSl_4_F10 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_F10__A023 3 ! , 
mRNA sequence. : Start :1: Stop: 4 64 

. GBEQ11 1 8 GenBank Acc | CD4 674011 Ver | CD4 67401.1 

GI: 3138 8 669 |LeukoSl_4_D07.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_D07__A023 3', 
mRNA sequence. : Start : 1: Stop: 556 

GBEQ1119 GenBank Acc | CD467399 | Ver | CD467399 . 1 

GI: 31388 667 | LeukoSl_4_A08 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone Leuko S 1_4_A0 8_A0 2 3 3", 
mRNA sequence. : Start : 1: Stop: 669 

GBEQ1120 GenBank Acc | CD467396 | Ver | CD467396. 1 

GI : 31388 664 | LeukoSl__4_F01 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__4__F01__A023 3', 
mRNA sequence . : Start : 1 : Stop: 628 
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GBEQ1121 GenBank Acc | CD4 67393 | Ver | CD4 67393 . 1 

GI: 31388661 |LeukoSl_4_E10.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_E10_A023 3 ■ , 
mRNA sequence. :Start:l:Stop: 482 

GBEQ1122 GenBank Acc | CD467392 | Ver | CD467392 . 1 

GI : 31388 660 | LeukoSl_4_F12 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_F12 A023 3 f , 
mRNA sequence. : Start: 1: Stop: 698 ~~ "~ - 

GBEQ1123 GenBank Acc | CD4 6738 6) Ver | CD4 6738 6 . 1 

GI:31388654|LeukoSl_4JDll.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_Dll A023 3', 
mRNA sequence . : Start : 1 : Stop : 621 " ~ 

GBEQ1124 GenBank Acc | CD467380 | Ver | CD467380 . 1 

GI:31388648 1LeukoSl_4_B05.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl 4 B05 A023 3' 
mRNA sequence. : Start: 1: Stop: 755 ~~ ~ 

GBEQ1125 GenBank Acc | CD4 67 37 9 | Ver | CD4 67379.1 

GI: 3138 8 647 I LeukoSl_4_C07 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_C07 A023 3', 
mRNA sequence. : Start: 1: Stop: 541 ~ ~ 

GBEQ1126 GenBank Acc I CD4 67367 | Ver ] CD467367 . 1 

GI:31388635|LeukoSl_4JB01.bl_A023 Stimulated . peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4 B01 A023 3 1 , 
mRNA sequence. : Start :1: Stop: 452 ' ~~ 

GBEQ1127 GenBank Acc | CD467365 | Ver | CD467365 . 1 

GI : 31388 633 | LeukoSl__4_E07 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4__E07 A023 3', 
mRNA sequence. : Start :1: Stop: 578 

GBEQ1128 GenBank Acc | CD467264 fver | CD467264 . 1 

GI:31388532|LeukoSl_3_Hll.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__3_Hll A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 735 ^ " ~ 

GBEQ1129 GenBank Acc | CD4 672 60 | Ver | CD4672 60 . 1 

GI: 31388528 | LeukoSl_3_A12.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_3__A12 A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 750 

GBEQ1130 GenBank Acc | CD4 67256 | Ver | CD4 67256 . 1 

GI : 31388524 lLeukoSl_3_G01.bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_3_G01_A023 3', 
mRNA sequence. : Start: 1: Stop: 350 

GBEQ1131 GenBank Acc | CD467253 | Ver | CD467253 . 1 

GI : 3138 8 521 | LeukoSlJ3_F07 • bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__3_F07_AQ23 3', 
mRNA sequence. : Start: 1: Stop: 569 

GBEQ1132 GenBank Acc | CD4 6724 6 | Ver | CD4 6724 6 . 1 

GI:31388514 | LeukoSl_3_A09 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_3_A09_A023 3', 
mRNA sequence. : Start: 1: Stop: 642 

GBEQ1133 GenBank Acc | CD4 67244 | Ver | CD4 6724 4.1 

GI: 31388512 |LeukoSl_3_A06.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_3_A0 6_A02 3 3*, 
mRNA sequence .: Start : 1 : Stop : 4 48 

GBEQ1134 GenBank Acc | CD467242 | Ver | CD467242 . 1 

GI: 31388510 | LeukoSl__3_Bll . bl_A023 Stimulated peripheral blood 
leukocytes Si Equus caballus cDNA clone LeukoSl_3_Bll_A023 3 f , 
mRNA sequence. : Start : 1: Stop: 54 6 

GBEQ1135 GenBank Acc | CD4 67239 | Ver | CD467239 . 1 

GI: 31388507 | LeukoSl_3_D01 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_3_D0 1_A023 3*, 
mRNA sequence. : Start: 1: Stop: 628 

GBEQ113 6 GenBank Acc | CD4 67231 1 Ver | CD4 67231.1 

GI: 31388499 | LeukoSl_3_A08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1__3__A0 8_A0 2 3 3', 
mRNA sequence. : Start : 1: Stop: 737 

GBEQ1137 GenBank Acc | CD467230 | Ver | CD467230 . 1 

GI: 31388498 | LeukoS 1_3_F1 0 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_3_F10_A023 3', 
mRNA sequence. :Start:l: Stop: 105 

GBEQ1138 GenBank Acc | CD4 67225 | Ver j CD467225 . 1 

GI : 31388493 | LeukoSl_3_HG8 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_3_H08_A02 3 3% 
mRNA sequence. : Start: 1 : Stop: 695 

GBEQ1139 GenBank Acc | CD467221 | Ver | CD467221. 1 

GI: 3138 848 9 |LeukoSl_3_B10.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__3_B10_A023 3 1 , 
mRNA sequence .: Start :.l : Stop: 652 
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GBEQ1140 GenBank Acc 1 CD4 67217 | Ver | CD4 67217 . 1 

GI: 313884 85 |LeukoSl_3_C06.bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_3_CQ 6_A02 3 3', 
mRNA sequence. : Start: 1: Stop: 577 

GBEQ1141 GenBank Acc | CD467213 | Ver | CD467213 . 1 

GI:31388481| LeukoS 1_3_H0 9 . bl_A0 2 3 St imulat ed peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_3_H09__A02 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 539 

GBEQ1142 GenBank Acc | CD4 67210 | Ver | CD4 67210 . 1 

GI : 3138 8478 ] LeukoSl_3_F03 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_3_F03A023 3', 
mRNA sequence. : Start: 1: Stop: 484 

GBEQ1143 GenBank Acc | CD4 67208 | Ver | CD4 67208 . 1 

GI : 3138847 6 | LeukoSl_3_Dll . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_3_D11_A02 3 3\ 
mRNA sequence. :Start:l: Stop: 721 

GBEQ1144 GenBank Acc | CD4 67207 | Ver | CD4 67207 . 1 

GI: 31388475 | LeukoSl_3_C10.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_3__C10_A02 3 3', 
mRNA sequence.: Start :1: Stop: 64 5 

GBEQ1145 GenBank Acc | CD4 67118 | Ver | CD467118 . 1 

GI: 3138838 6 |LeukoSl_2_A01.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_A01_A023 3', 
mRNA sequence. : Start: 1: Stop: 458 

GBEQ1146 GenBank Acc | CD4 67112 | Ver | CD4 67112 . 1 

GI: 31388380 I LeukoSl_2__E09 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_E09___A023 3', 
mRNA sequence. : Start :l:Stop: 520 

GBEQ1147 GenBank Acc | CD467105 | Ver | CD467105 . 1 

GI : 31388373 | LeukoSl_2_Hll.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_Hll_A023 3', 
mRNA sequence . : Start : 1 : Stop : 7 3 6 

GBEQ1148 GenBank Acc | CD4 67098 | Ver | CD4 67098 . 1 

GI : 31388366 |LeukoSl_2JH05.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__2_H05_A023 3', 
mRNA sequence . : Start : 1 : Stop : 607 

GBEQ1149 GenBank Acc | CD467097 | Ver | CD467097 . 1 

GI : 31388365 |LeukoSl_2_E07.bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_2_E07_A023 3', 
mRNA sequence. : Start: 1: Stop: 211 

GBEQ1150 GenBank Acc\CD461094 | Ver | CD4 67094 . 1 

GI: 31388362 | LeukoSl_2_F05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2jF05_A023 3', 
mRNA sequence . : Start : 1 : Stop : 5 62 

GBEQ1151 GenBank Acc | CD467090 | Ver | CD467090 . 1 

GI:31388358 1 LeukoSl_2_H03.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_H03_A023 3", 
mRNA sequence. : Start: l:Stop: 555 

GBEQ1152 GenBank Acc | CD467088 | Ver | CD467088 . 1 

GI : 313883561 LeukoSl_2_H04 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2__H04__A02 3 3«, 
mRNA sequence. : Start :1: Stop: 614 

GBEQ1153 GenBank Acc | CD4 67085 | Ver | CD4 67085 . 1 

GI : 31388353 | LeukoSl_2_G08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_G08_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 730 

GBEQ1154 GenBank Acc | CD4 67084 | Ver | CD4 6708 4 . 1 

GI : 31388352 | LeukoSl__2_C01 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_C01_A023 3", 
mRNA sequence. : Start : 1 : Stop : 593 

GBEQ1155 GenBank Acc | CD4 67083 | Ver | CD4 67083 . 1 
• GI : 31388351 |LeukoSl_2_D03.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__2___D03_A023 3', 
mRNA sequence. : Start: 1: Stop: 613 

GBEQ1156 GenBank Acc | CD467082 | Ver | CD467082 . 1 

GI : 31388350 | LeukoSl_2J305 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_2_E0 5_A0 2 3 3 f , 
mRNA sequence. : Start : 1: Stop: 515 

GBEQ1157 GenBank Acc | CD4 67080 | Ver | CD4 67080 . 1 

GI : 31388348 | LeukoSlJ2JE06.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_E0 6_A023 3", 
mRNA sequence. : Start : 1: Stop: 613 

GBEQ1158 GenBank Acc) CD467077 | Ver | CD467077 . 1 

GI : 31388345 ) LeukoSl_2_B12 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__2_Bl2_A023 3' , 
mRNA sequence. : Start: 1: Stop: 711 
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GBEQ1159 GenBank Acc | CD4 67072 | Ver | CD467072 . 1 

GI: 3138 8340 | LeukoSl_2_H12 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_H12_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 555 

GBEQ1160 GenBank Acc | CD4 66980 | Ver | CD4 6698 0 . 1 

GI: 31388248 | LeukoSl_l_Ell . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_Ell_A023 3', 
mRNA sequence. : Start : 1: Stop: 616 

GBEQ1161 GenBank Acc | CD4 6697 6 | Ver | CD4 6697 6 . 1 

GI: 31388244 | LeukoSl_l_All . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_All_A023 3 1 , 
mRNA sequence. : Start :1: Stop: 612 

GBEQ1162 GenBank Acc | CD4 66975 | Ver | CD4 66975 . 1 

GI : 3138 8243 | LeukoSl_l_C07 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__l_C07_A023 3', 
mRNA sequence. : Start: 1: Stop: 613 

GBEQ1163 GenBank Acc | CD466971 | Ver | CD466971 . 1 

GI : 31388239 | LeukoSl_l_E05 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_E05_A023 3*, 
mRNA sequence. : St art: 1: Stop: 427 

GBEQ1164 GenBank Acc | CD4 66957 | Ver I CD466957 . 1 

GI: 31388225 | LeukoSl_l_C12 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_C12_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 736 

GBEQ1165 GenBank Acc | CD466954 | Ver | CD466954 . 1 

GI : 31388222 | LeukoSl_l__D07 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l__D07_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 636 " 

GBEQ1166 GenBank Acc | CD4 66942 | Ver | CD466942 . 1 

GI : 31388210 j LeukoSl_l_A05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_A05_A023 3', 
mRNA sequence. : Start:!: Stop: 568 

GBEQ1167 GenBank Acc | CD466939 | Ver | CD466939 . 1 

GI: 3138 8207 | LeukoSl_l_Hll . bl_AQ23 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_Hll_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 452 

GBEQ1168 GenBank Acc | CD466933 | Ver | CD466933 . 1 

GI : 31388201 | LeukoSl_l_B08 . bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_l_B08_A023 3', 
mRNA sequence. : Start: 1: Stop: 70 6 

GBEQ1169 GenBank Acc | CD466926 | Ver | CD466926. 1 

GI : 31388194 | LeukoSl_l_H01 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_H01_A023 3', 
mRNA sequence. : Start : 1: Stop: 658 * 

GBEQ1170 GenBank Acc | CD466925 | Ver | CD466925 . 1 

GI : 31388193 | LeukoSl_l_G02 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l__G02__A023 3', 
mRNA sequence. : Start : 1 : Stop: 58 9 

GBEQ1171 GenBank Acc | CD466922 | Ver | CD466922 . 1 

GI : 31388190 | LeukoSl_l_G12 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l__G12_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 664 

GBEQ1172 GenBank Acc | CD466916 | Ver | CD466916 . 1 

GI: 31388184 | LeukoSl_l_Bll . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_Bll__A023 3 f f 
mRNA sequence. : Start: 1: Stop: 670 

GBEQ1173 GenBank Acc | CD466915 | Ver | CD466915 . 1 

GI : 31388183 | LeukoSl_l_B04 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__l_B04_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 625 

GBEQ1174 GenBank Acc | CD466914 | Ver | CD466914 . 1 

GI : 3138 8182 | LeukoSl_ 1JB01 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone Leu ko S 1__1_B 0 1_A0 2 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 535 

GBEQ1175 GenBank Acc | CD466828 | Ver | CD466828 . 1 

GI: 31388096 | LeukoN2_8_E06 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_E0 6__A024 3', 
mRNA sequence. : Start : 1: Stop: 669 

GBEQ1176 GenBank Acc | CD466827 | Ver | CD466827 . 1 

GI: 31388095 | LeukoN2__8_Ell . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_Ell_A024 3', 
mRNA sequence. : Start : 1: Stop: 4 68 

GBEQ1177 GenBank Acc | CD466825 | Ver |CD466825 . 1 

GI: 31388 093 1 LeukoN2_8_F06 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8_F06__A024 3', 
mRNA sequence. : Start : 1: Stop: 572 
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GBEQ1178 GenBank Acc | CD4 66824 | Ver | CD466824 . 1 

GI : 3138 8092 | LeukoN2__8_Fll . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_Fl 1_A0 2 4 3', 
mRNA sequence. : Start : 1: Stop: 64 0 

GBEQ1179 GenBank Acc I CD466822 | Ver | CD466822 . 1 

GI : 3138 8 090 | LeukoN2_8__E02 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone Leu koN2___8_E 0 2_A0 2 4 3', 
mRNA sequence. : Start : 1 : Stop : 550 

GBEQ1180 GenBank Acc | CD466816 | Ver | CD466816. 1 

GI : 31388084 | LeukoN2_8 JB07 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8_B07_A024 3 f , 
mRNA sequence. : Start :1: Stop: 615 

GBEQ1181 GenBank Acc | CD4 66815 1 Ver | CD4 66815 . 1 

GI : 3138 8083 | LeukoN2_8_A10 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_A10_A024 3', 
mRNA sequence. : Start :1: Stop: 574 

GBEQ1182 GenBank Acc | CD466805 | Ver | CD466805 . 1 

GI : 31388073 | LeukoN2_8_A01 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_A01_A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 621 

GBEQ1183 GenBank Acc | CD466804 | Ver t CD466804 . 1 

GI: 31388072 |LeukoN2_8_C05.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_C05_A024 3', 
mRNA sequence. : Start: 1: Stop: 626 

GBEQ1184 GenBank Acc | CD4 66800 | Ver | CD4 66800 . 1 

GI: 31388068 | LeukoN2_8_D05 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8__D0 5_A02 4 3', 
mRNA sequence. : Start: 1: Stop: 288 

GBEQ1185 GenBank Acc | CD4 66797 | Ver | CD4 667 97 . 1 

GI: 313 88065 |LeukoN2_8_C01.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_C01__A024 3', 
mRNA sequence. : Start : 1: Stop: 233 

GBEQ1 18 6 GenBank Acc | CD4 6 67 9 6 | Ver | CD4 66796.1 

GI: 31388064 | LeukoN2__8_E05 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_E05__A024 . 3 1 , 
mRNA sequence. : Start: 1: Stop: 592 

GBEQ1187 GenBank Acc | CD466795 | Ver | CD466795 . 1 

GI: 3138 80 63 | LeukoN2_8_F07 .b2_A024 Unstimulated peripheral blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2_8__F07_A024 3', 
mRNA sequence .: Start : 1 : Stop: 601 

GBEQ1188 GenBank Acc | CD4 6678 6 | Ver | CD46678 6 . 1 

GI: 31388054 1 LeukoN2__8_All . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_Al 1_A0 2 4 3 1 , 
mRNA sequence .: Start : 1 : Stop: 57 8 

GBEQ1189 GenBank Acc | CD466783 | Ver | CD466783 . 1 

GI : 31388051 | LeukoN2__8_A0 4 . b2_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8_A04_A024 3', 
mRNA sequence, : Start : 1 : Stop: 516 

GBEQ1190 -GenBank Acc | CD466781 | Ver | CD466781 . 1 

GI : 31388049 | LeukoN2__8__C08 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN 2_8__C 0 8__A0 2 4 3' f 
mRNA sequence .: Start : 1 : Stop: 598 

GBEQ1191 GenBank Acc I CD466779 | Ver | CD466779 . 1 

GI : 31388047 | LeukoN2_8_H05 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA .clone LeukoN2_8_H05_A024 3', 
mRNA sequence. : Start : 1 : Stop: 599 

GBEQ1192 GenBank Acc | CD466777 | Ver | CD466777 . 1 

GI: 31388045 | LeukoN2_8_B0 4 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8__B04_A024 -3', 
mRNA sequence .: Start : 1 : Stop: 364 

GBEQ1193 GenBank Acc | CD4 6677 6 | Ver | CD4 667 7 6. 1 

GI : 31388044 | LeukoN2_8_C0 6 . b2__A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8_C0 6_A024 3*, 
mRNA sequence. : Start : 1 : Stop: 671 

GBEQ1194 GenBank Acc | CD466773 | Ver | CD466773 . 1 

GI : 3138 8041 | LeukoN2_8_D08 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_D0 8__A02 4 3 1 , 
mRNA sequence. :Start:l: Stop: 30 6 

GBEQ1195 GenBank Acc | CD4 667 68 | Ver I CD4 667 68 . 1 

GI : 31388036 | LeukoN2___8_H01 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8_H01_A024 3 f , 
mRNA sequence. : Start : 1 : Stop: 616 

GBEQ1196 GenBank Acc | CD4667 67 | Ver I CD4 667 67 . 1 

GI : 3138 8035 | LeukoN2_8_E08 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_E08__A024 3' f 
mRNA sequence. : Start: l:Stop: 667 
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GBEQ1197 GenBank Acc | CD4667 66 | Ver | CD466766 . 1 

GI: 31388034 | LeukoN2_8_C02 . b2_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_C02__A024 3', 
mRNA sequence. : Start: 1: Stop: 4 93 

GBEQ1198 GenBank Acc | CD4 66706 | Ver | CD4 6670 6. 1 

GI : 31387974 | LeukoN2_5_D02 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_5__D02_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 473 

GBEQ1199 GenBank Acc | CD4667G4 | Ver | CD466704 . 1 

GI : 31387972 | LeukoN2_5__DQ 1 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_5_D01_A024 3 ■ , 
mRNA sequence . : Start : 1 : Stop : 322 

GBEQ1200 GenBank Acc | CD4 66699 | Ver | CD4 66699 . 1 

GI : 31387967 | LeukoN2_5_C02 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone Leu koN 2_5__C 0 2_A0 2 4 3 9 r 
mRNA sequence. : Start: 1: Stop: 689 

GBEQ1201 GenBank Acc | CD466618 | Ver | CD466618 . 1 

GI : 31387886 |LeukoN2J7_A05.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__7__A0 5_A0 2 4 3', 
mRNA sequence . : Start : 1 : Stop : 679 

GBEQ1202 GenBank Acc | CD466613J Ver | CD4 66613 . 1 

GI : 31387881 1 LeukoN2_7_Bl2 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7 JB12_A024 3 1 ,' 
mRNA sequence. : Start: 1: Stop: 348 

GBEQ1203 GenBank Acc | CD466611 | Ver | CD466611 . 1 

GI : 31387879 | LeukoN2_7_A03 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7__A03_A024 -3\ 
mRNA sequence. : Start : 1: Stop: 572 

GBEQ1204 GenBank Acc t CD466606 | Ver | CD466606. 1 

GI : 31387874 | LeukoN2_7_D0 9 . b2_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D0 9_A02 4 3\ 
mRNA sequence. : Start: 1: Stop: 636 

GBEQ1205 GenBank Acc|CD466603 | Ver | CD4 66603 . 1 

GI: 31387871 1 LeukoN2 J7_B03 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__7_B03_A024 3', 
mRNA sequence. : Start : 1 : Stop: 664 

GBEQ1206 GenBank Acc | CD466600 | Ver | CD466600 . 1 

GI:31387868 |LeukoN2J7_H02.b2_A024 Unstimulated peripheral blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2__7_H02_A024 3 f , 
mRNA sequence . : Start : 1 : Stop : 663 

GBEQ1207 GenBank Acc | CD4 66592 | Ver | CD4 66592 . 1 

GI: 313878 60 | LeukoN2__7__E0 5 . b2__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_E0 5_A0 2 4 3 T , 
mRNA sequence . : Start : 1 : Stop: 592 

GBEQ1208 GenBank Acc | CD466590 | Ver | CD466590 . 1 

GI: 31387858 | LeukoN2_7__D01 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D01_A024 3', 
mRNA sequence •: Start: 1: Stop: 387 

GBEQ120 9 GenBank Acc | CD4 6658 9 | Ver | CD4 6658 9 . 1 

GI : 31387857 | LeukoN2J7_A08 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_A08__A024 3", 
mRNA sequence. : Start: 1: Stop: 645 

GBEQ1210 GenBank Acc | CD466585 | Ver | CD466585 . 1 

GI : 31387853 | LeukoN2_7_F10 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F10__A024 3', 
mRNA sequence. : Start : 1 : Stop: 621 

GBEQ1211 GenBank Acc | CD466577 | Ver | CD466577 . 1 

GI : 31387845 | LeukoN2J7_H07 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_H0 7_A0 2 4 3'' , 
mRNA sequence. : Start: 1: Stop: 666 

GBEQ1212 GenBank Acc | CD46657 6 | Ver | CD4 6657 6 . 1 

GI : 31387844 |LeukoN2J7_A04.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_A04__A024 3', 
mRNA sequence. : Start : 1 : Stop: 664 

GBEQ1213 GenBank Acc|CD466564 | Ver | CD466564 . 1 

GI : 31387832 I LeukoN2_7_D0 6 . b2_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D0 6_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ1214 GenBank Acc I CD466561 | Ver | CD466561 . 1 

GI : 31387829 | LeukoN2_7__F08 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F08_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ1215 GenBank Acc | CD466558 | Ver | CD466558 . 1 

GI : 31387826 | LeukoN2_7_E04 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_E04_A024 3 1 , 
mRNA sequence .: Start : 1 : Stop: 595 
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GBEQ1216 GenBank Acc | CD466557 | Ver | CD466557 . 1 

GI:31387825 | LeukoN2_7_F0 6 . b2_A0 2 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F0 6_A024 3 f , 
mRNA sequence. : Start : 1 : Stop: 630 

GBEQ1217 GenBank Acc | CD4 664 65 | Ver | CD4 664 65 . 1 

GI : 31387733 | LeukoN2_4_D12 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_D12_A024 3' , 
mRNA sequence .: Start : 1 : Stop: 7 06 

GBEQ1218 GenBank Acc | CD466464 | Ver | CD466464 . 1 

GI : 31387732 | LeukoN2_4_A06 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_A0 6_A0 2 4 3 1 , 
mRNA sequence. -.Start: 1: Stop: 552 

GBEQ1219 GenBank Acc | CD4 66462 | Ver | CD4 664 62 . 1 

GI: 31387730 | LeukoN2__4_G10 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_Gl 0_A0 2 4 3 1 , 
mRNA sequence. : Start :1: Stop: 575 

GBEQ1220 GenBank Acc | CD4 664 61 | Ver | CD4 664 61 . 1 

GI: 31387729 | LeukoN2_4_A12 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_A12_A024 3", 
mRNA sequence. : Start : 1 : Stop: 68 8 

GBEQ1221 GenBank Acc | CD4 664 60 | Ver | CD4664 60 . 1 

GI: 31387728 | LeukoN2_4_A07 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_A07_A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 626 

GBEQ1222 GenBank Acc | CD466459 | Ver | CD466459 . 1 

GI: 31387727 | LeukoN2_4_B09 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4__B0 9__A02 4 3 1 , 
mRNA sequence. : Start: 1: Stop: 690 

GBEQ1223 GenBank Acc | CD466455 | Ver | CD466455 . 1 

GI : 31387723 | LeukoN2_4_A0 5 . bl_A0 2 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__4_A0 5__A0 2 4 3', 
mRNA sequence. : Start : 1 : Stop: 58 6 

GBEQ1224 GenBank Acc | CD466454 | Ver | CD466454 . 1 

GI: 31387722 | LeukoN2_4_B07 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_B0 7_A02 4 3', 
mRNA sequence. : Start : 1: Stop: 638 

GBEQ1225 GenBank Acc | CD4 66450 | Ver | CD4 66450 . 1 

GI: 31387718 | LeukoN2__4_C08 . bl_A02 4 Unstimulated peripheral' blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2_4_C08_A024 3 f , 
mRNA sequence. : Start : 1 : Stop: 586 

GBEQ1226 GenBank Acc | CD466442 | Ver | CD466442 . 1 

GI : 31387710 | LeukoN2_4_G06 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4__G0 6__A0 2 4 3', 
mRNA sequence . : Start : 1 : Stop : 64 6 

GBEQ1227 GenBank Acc | CD4 66440 | Ver | CD466440 . 1 

GI : 31387708 | LeukoN2_4_C04 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__4__C04_A02 4 3 T , 
mRNA sequence. : Start : l:Stop: 540 

GBEQ1228 GenBank Acc | CD466437 | Ver | CD466437 . 1 

GI : 31387705 |LeukoN2_4_E07.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__4_E07_A024 3\ 
mRNA sequence. : Start: l:Stop: 612 

GBEQ1229 GenBank Acc | CD466435 | Ver | CD466435 . 1 

GI : 31387703 | LeukoN2_4_Bll . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_Bl 1_A0 2 4 3', 
mRNA sequence. : Start : 1: Stop: 716 

GBEQ1230 GenBank Acc | CD4 6642 6 | Ver | CD4 6642 6. 1 

GI: 31387694 | LeukoN2_4_D08 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_D0 8_A02 4 3 1 , 
mRNA sequence. : Start: 1: Stop: 587 

GBEQ1231 GenBank Acc|CD466422 | Ver | CD4 66422 . 1 

GI : 31387690 | LeukoN2_4_G05 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__4_G05_A02 4 3 f , 
mRNA sequence. : Start: 1: Stop: 429 

GBEQ1232 GenBank Acc | CD466409 | Ver | CD466409 . 1 

GI : 31387677 |LeukoN2__4__D10.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__4__D10_A024 3 1 , 
mRNA sequence. : Start: l:Stop: 617 

GBEQ1233 GenBank Acc | CD466404 I Ver | CD466404 . 1 

GI : 313876721 LeukoN2_4__H12 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_H12__A024 3 f , 
mRNA sequence . : Start : 1 : Stop : 68 3 

GBEQ1234 GenBank, Acc | CD466402 | Ver I CD466402 . 1 

GI : 31387 670 | LeukoN2_4_E10 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__4_E10_A024 3', 
mRNA sequence. : Start : 1 : Stop: 290 
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GBEQ1235 GenBank Acc | CD466398 | Ver | CD466398 . 1 

GI : 31387 666 | LeukoN2_4_E05 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_E05_A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 4 8 6 

GBEQ12 36 GenBank Acc | CD4 66304 | Ver | CD4 66304 . 1 

GI : 31387572 | LeukoN2_3_F05 .bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_F05_A024 3' , 
mRNA sequence. : Start: 1: Stop: 571 

GBEQ1237 GenBank Acc I CD466303 | Ver | CD466303 . 1 

GI : 313.87571 1 LeukoN2_3_B04 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B04_A02 4 3', 
mRNA sequence. : Start: 1: Stop: 54 9 

GBEQ1238 GenBank Acc | CD466302 | Ver | CD466302 . 1 

GI : 31387570 |LeukoN2_3_C06.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_C0 6_A02 4 3* , 
mRNA sequence. : Start :1: Stop: 572 

GBEQ1239 GenBank Acc | CD466298 | Ver | CD466298 . 1 

GI : 31387566 | LeukoN2_3_A01 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_A01_A02 4 3', 
mRNA sequence. : Start : 1 : Stop: 528 

GBEQ1240 GenBank Acc | CD466296 | Ver | CD466296. 1 

GI : 31387564 |LeukoN2J3_B05.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B05_A024 3', 
mRNA sequence. : Start: l:Stop: 596 

GBEQ1241 GenBank Acc | CD466292 | Ver | CD466292 . 1 

GI: 31387560 |LeukoN2_3_C09.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_C0 9_A0 2 4 3', 
mRNA sequence,: Start: 1 : Stop: 686 

GBEQ1242 GenBank Acc | CD466291 | Ver | CD466291 . 1 

GI: 31387559 1 LeukoN2_3_G02 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3__G02__A024 3 1 , 
mRNA sequence. : St art: 1: Stop: 419 

GBEQ1243 GenBank Acc | CD466282 I Ver | CD466282 . 1 

GI-.31387550 | LeukoN2_3_F0 6 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_F0 6_A02 4 3 1 , 
mRNA sequence. :Start: 1: Stop: 694 

GBEQ124 4 GenBank Acc | CD4 6627 9 1 Ver | CD4 66279 . 1 

GI:31387547 I LeukoN2_3_C02 . bl_A024 Unstimulated peripheral blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2_3_C02_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 343 

GBEQ1245 GenBank Acc | CD466275 | Ver | CD466275 . 1 

GI: 31387543 |LeukoN2__3_H02.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_H02_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 452 

GBEQ1246 GenBank Acc | CD466265 | Ver | CD466265 . 1 

GI : 31387533 | LeukoN2_3_H10 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_H10__A024 3', 
mRNA s equence . : Start : 1 : S t op : 5 8 5 

GBEQ1247 GenBank Acc | CD466263 | Ver | CD466263. 1 

GI : 31387531 | LeukoN2_3_B01 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B0 1__A02 4 3 f , 
mRNA sequence. : Start: 1: Stop: 619 

GBEQ1248 GenBank Acc | CD466255 | Ver | CD466255. 1 

GI: 31387523 |LeukoN2_3_Bll.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_Bll__A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 58 9 

GBEQ124 9 GenBank Acc | CD4 6 62 4 9 | Ver | CD4662 4 9.1 

GI: 31387517 | LeukoN2_3_Ell . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_Ell__A024 3' , 
mRNA sequence .: Start : 1 : Stop: 699 

GBEQ1250 GenBank Acc | CD466244 | Ver | CD466244 . 1 

GI: 31387512 |LeukoN2__3_A09.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__3_A09_A024 3", 
mRNA sequence. : Start: 1: Stop: 127 

GBEQ1251 GenBank Acc | CD466242 | Ver | CD466242 . 1 

GI : 31387510 | LeukoN2_3_Cll . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_Cll__A024 3', 
mRNA sequence. : Start: 1: Stop: 662 

GBEQ1252 GenBank Acc | CD466240 | Ver | CD466240 . 1 

GI:31387508| LeukoN2_3__B0 8 . b 1_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B08_A024 3', 
mRNA sequence. : Start: 1: Stop: 568 

GBEQ1253 GenBank Acc | CD466236 1 Ver | CD466236 . 1 

GI: 31387504 | LeukoN2_3_G03 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3__G03_A024 3", 
mRNA sequence. : Start: 1: Stop: 508 
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GBEQ1254 GenBank Acc | CD4 66145 | Ver | CD4 66145 . 1 

GI: 31387413 |LeukoN2_2_F07 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_F07__A024 3 f , 
mRNA sequence, : Start: 1: Stop: 592 

GBEQ12 55 GenBank Acc | CD4 66138 | Ver | CD4 66138 . 1 

GI: 31387406 |LeukoN2_2_C0 6.bl_A024 Unstimulated • peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_C 0 6_A02 4 3 ' , 
mRNA sequence. : Start: 1: Stop: 574 

GBEQ1256 GenBank Acc | CD466136 | Ver | CD466136. 1 

GI.-31387404 |LeukoN2_2_F10,bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2__F10_A02 4 3", 
mRNA sequence. : Start: 1: Stop: 285 

GBEQ1257 GenBank Acc | CD466131 | Ver | CD466131 . 1 

GI : 31387399 | LeukoN2_2__B12 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_B12_A024 3', 
mRNA sequence. : Start: 1: Stop: 786 

GBEQ1258 GenBank Acc ICD466117 | Ver | CD466117 . 1 

GI : 3138738 5 | LeukoN2_2_C05 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_C05_A024 3 ' , 
mRNA sequence . : Start : 1 : Stop : 5 12 "'" ~ " 

GBEQ1259 GenBank Acc | CD466107 | Ver | CD466107 . 1 

GI:31387375 I LeukoN2_2_A04 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_A0 4__A0 2 4 3', 
mRNA sequence. : Start: 1: Stop: 537 

GBEQ1260 GenBank Acc | CD466106 | Ver | CD466106 . 1 

GI:31387374 |LeukoN2_2jB06.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_B0 6_A024 3", 
mRNA sequence. : Start: 1: Stop: 597 

GBEQ1261 GenBank Acc | CD4 66103 | Ver | CD4 66103 . 1 

GI: 31387371 |LeukoN2__2_D04 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_D0 4__A02 4 3 1 , 
mRNA sequence. : Start :\1 : Stop: 562 

GBEQ1262 GenBank Acc | CD466100 | Ver | CD466100 . 1 

GI:31387368 I LeukoN2_2_B08 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2jB08 A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 617 

GBEQ1263 GenBank Acc | CD466099 | Ver | CD466099 . 1 

GI: 31387367 | LeukoN2_2_G10 . bl__A024 Unstimulated peripheral blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2_2_Gl 0_A0 2 4 3 f , 
mRNA sequence. : Start : 1 : Stop: 690 

GBEQ1264 GenBank Acc | CD466098 | Ver | CD466098 . 1 

GI : 31387366 | LeukoN2_2_H12 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_H12_A02 4 3 f , 
mRNA sequence.: Start :1: Stop: 38 6 

GBEQ1265 GenBank Acc | CD466092 | Ver | CD466092 . 1 

GI : 31387360 | LeukoN2__2_E02 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus . cDNA clone LeukoN2_2__E02_A024 3', 
mRNA sequence. : Start :l:Stop: 384 

GBEQ1266 GenBank Acc | CD4 6608 6 | Ver | CD4 6608 6 . 1 

GI : 31387 354 | LeukoN2_2_B07 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_B07__A024 3 ' , 
mRNA sequence . : Start : 1 : Stop: 672 

GBEQ12 67 GenBank Acc | CD4 6598 61 Ver I CD4 65986.1 

GI : 31387254 | LeukoN2_l_D04 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l__D04__A024 3' , 
mRNA sequence. : Start: 1: Stop :,524 

GBEQ1268 GenBank Acc | CD4 65982 | Ver 1 CD465982 . 1 

GI : 31387250 | LeukoN2_l__Cll . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_Cl 1_A02 4 3', 
mRNA sequence. :St art: 1: Stop: 740 

GBEQ1269 GenBank Acc | CD4 65974 | Ver | CD465974 . 1 

GI: 31387242 |LeukoN2_l_E10.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_E10_A024 3 1 , 
mRNA sequence. .-Start :1: Stop: 60 9 

GBEQ1270 GenBank Acc | CD465972 | Ver | CD465972 . 1 

GI : 31387240 ) LeukoN2_l_A02 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_A02__A024 3 f , 
mRNA sequence. : Start : 1 : Stop: 482 

GBEQ1271 GenBank Acc | CD465970 | Ver | CD465970 . 1 

GI : 31387238 | LeukoN2_l_D02 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l__D02_A024 3', 
rr!RNA sequence. : Start : 1 : Stop: 404 

GBEQ1272 GenBank Acc | CD4 65969 (Ver | CD4 65969 . 1 

GI : 31387237 | LeukoN2_l_E04 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_E04__A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 4 8 0 
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GBEQ1273 GenBank Acc | CD4 65964 | Ver | CD465964 . 1 

GI: 31387232 I LeukoN2_l_G09 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__l_G0 9_A024 3', 
mRNA sequence. J Start : 1 : Stop: 451 

GBEQ1274 GenBank Acc | CD465963 | Ver | CD465963 . 1 

GI : 31387231 ) LeukoN2_l_ F10 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l__F10_A024 3 f , 
mRNA sequence. : Start : 1: Stop: 740 

GBEQ1275 GenBank Acc | CD465960 | Ver | CD465960 . 1 

GI: 31387228 | LeukoN2_l_D09 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus. caballus cDNA clone LeukoN2__l_D0 9_A024 3', 
mRNA sequence. : Start: 1: Stop: 642 

GBEQ1276 GenBank Acc | CD4 65952 | Ver | CD4 65952 . 1 

GI: 31387220 | LeukoN2_l_B08 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_B0 8_A0 2 4 3', 
mRNA sequence. : Start :1: Stop: 648 

GBEQ1277 GenBank Acc | CD465951 | Ver | CD465951 . 1 

GI : 31387219 | LeukoN2_l_G10 .bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_G10_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 588 

GBEQ1278 GenBank Acc | CD465947 I Ver | CD465947. 1 

GI : 31387215 | LeukoN2_l_H05 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__l_H05__A02 4 3', 
mRNA sequence. : Start : 1: Stop: 451 

GBEQ1279 GenBank Acc 1 CD465945 | Ver | CD465945 . 1 

GI: 31387213 | LeukoN2_l_G0 6. bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_G0 6_A024 3', 
mRNA sequence. : Start: 1: Stop: 693 

GBEQ1280 GenBank Acc | CD465937 I Ver | CD465937 . 1 

GI: 31387205 | LeukoN2_l_A0 6 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_A06_A024 3', 
mRNA sequence. : Start: 1: Stop: 628 

GBEQ1281 GenBank Acc | CD4 65935 | Ver | CD465935 . 1 

GI: 31387203 | LeukoN2_lJB03 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__l_B0 3_A0 2 4 3' r 
mRNA sequence. : Start:!: Stop: 602 

GBEQ1282 GenBank Acc | CD465929 | Ver | CD465929 . 1 

GI: 31387197 | LeukoN2 1_G07 . bl_A024 Unstimulated peripheral blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2_l__G07__A024 3 f , 
mRNA sequence . : Start : 1 : St op : 3 8 4 

GBEQ1283 GenBank Acc | CD465927 | Ver | CD465927 . 1 

GI : 31387195 | LeukoN2_l_Gll . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__l__Gll A024 3\ 
mRNA sequence . : Start : 1 : Stop : 7 4 8 

GBEQ1284 GenBank Acc | CD465923 | Ver | CD465923 . 1 

GI : 31387191 1 LeukoN2_l_B0 9 . bl__A0 2 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_B09_A024 3 ' , 
mRNA sequence. : Start: 1: Stop: 652 " 

GBEQ1285 GenBank Acc | CD4 6587 6 | Ver | CD4 65876.1 

GI : 31387144 | LeukoNl_8_B09 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__8_B09__A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 683 

GBEQ1286 GenBank Acc | CD465874 | Ver | CD465874 . 1 

GI : 31387142 | LeukoNl_8_F02 . bl___A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__8_F02__A023 3 f , 
mRNA sequence. :Start:l: Stop: 597 

GBEQ1287 GenBank Acc | CD465854 | Ver | OD465854 . 1 

GI : 31387122 | LeukoNl__8_All . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_All A023 3', 
mRNA sequence . : Start : 1 : Stop : 633 

GBEQ128 8 GenBank Acc | CD4 65842 | Ver | CD4 658 42 . 1 

GI: 31387110 I LeukoNl_8_D09.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_D0 9_A023 3', 
mRNA sequence . : Start : 1 : Stop : 62 6 

GBEQ1289 GenBank Acc | CD4 65833 | Ver | CD4 65833 . 1 

GI : 31387101 1 LeukoNl_8_Fll .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl 8 Fll A023 3', 
mRNA sequence. :Start:l: Stop: 680 " 

GBEQ1290 GenBank Acc | CD4 65829 | Ver | CD4 6582 9 . 1 

GI : 31387097 | LeukoNl_8_B03 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8__B03_A023 3», 
mRNA sequence . : Start : 1 : Stop : 642 

GBEQ1291 GenBank Acc | CD4 65827 | Ver | CD4 65827 . 1 

GI : 31387095 | LeukoNl_8_D07 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl 8 D07 A023 3', 
mRNA sequence. : Start : 1 : Stop : 702 
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GBEQ12 92 GenBank Acc | CD4 65825 I Ver | CD4 65825 . 1 

GI : 31387093 | LeukoNl_8_A08 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_A08_A023 3', 
mRNA sequence. : Start : 1 : Stop: 633 

GBEQ1293 GenBank Acc | CD4 657 68 | Ver | CD4 657 68 . 1 

GI : 31387036 | LeukoNl_7_B05 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_B05_A023 3', 
mRNA sequence. : Start : 1 : Stop: 554 

GBEQ1294 GenBank Acc | CD4 657 66 | Ver | CD4 657 66 . 1 

GI: 31387034 | LeukoNl_7_E10 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7__E10_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 425 

GBEQ1295 GenBank Acc | CD465754 | Ver | CD465754 . 1 

GI : 31387022 | LeukoNl_7_B03 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7___B03_A023 3', 
mRNA sequence. : Start : 1 : Stop : 5 67 

GBEQ1296 GenBank Acc | CD465752 | Ver | CD465752 . 1 

GI: 31387020 | LeukoNl_7_E09 . bl_A02 3 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_E09_A023 3', 
mRNA sequence. : Start : 1 : Stop: 622 

GBEQ1297 GenBank Acc | CD465748 | Ver | CD4 65748 . 1 

GI : 31387016 | LeukoNl_7 JB02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7__B02_A023 3', 
mRNA sequence . : Start : 1 : Stop: 283 

GBEQ1298 GenBank Acc | CD465747 | Ver | CD465747 . 1 

GI : 31387015 | LeukoNl__7_C04 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_C04_A023 3', 
mRNA sequence. : Start : 1 : Stop: 562 

GBEQ1299 GenBank Acc | CD4 65739 | Ver | CD465739 . 1 

GI: 31387 007 | LeukoNlJ7__D05 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7__D05__A023 3", 
mRNA sequence. : Start :1: Stop: 571 

GBEQ1300 .GenBank Acc | CD465738 | Ver | CD465738 . 1 

GI : 31387006 | LeukoNlJ7_E07 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_E07_A023 3 1 , 
mRNA sequence. : Start : 1 : Stop: 502 

GBEQ1301 GenBank Acc | CD4 65737 | Ver | CD4 65737 . 1 

GI: 31387005 | LeukoNl_7_F09 . bl_A023 Unstimulated peripheral blood 
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leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F09_A02 3 3\ 
mRNA sequence. : Start: 1: Stop: 524 

GBEQ1302 GenBank Acc | CD465734 | Ver | CD465734 . 1 

GI : 31387002 | LeukoNl_7_D04 . bl_A02 3 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_D04_A023 3', 
mRNA sequence. : Start : 1 : Stop: 561 

GBEQ1303 GenBank Acc I CD4 65731 ) Ver | CD4 65731 . 1 

GI : 3138 6999 | LeukoNl_7_A12 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7__A12__A023 3', 
mRNA sequence. : Start:!: Stop: 428 

GBEQ1304 GenBank Acc | CD465730 | Ver | CD465730 . 1 

GI : 3138 6998 | LeukoNl J7_A05 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__7_A05_A023 3', 
mRNA sequence .: Start : 1 : Stop: 4 62 

GBEQ1305 GenBank Acc I CD465729 | Ver | CD465729 . 1 

GI: 3138 6997 | LeukoNl_7_Hll . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_7_H1 1_A0 2 3 3 1 , 
mRNA sequence. : Start : 1: Stop: 407 

GBEQ1306 GenBank Acc | CD4 65723 | Ver | CD465723 . 1 

GI : 3138.6991 1 LeukoNl_7_F07 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F07_A023 3', 
mRNA sequence .: Start : 1 : Stop: 62 0 

GBEQ1307 GenBank Acc | CD465715 | Ver | CD465715 . 1 

GI:31386983 |LeukoNlJ7_F06.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F06_A023 3\ 
mRNA sequence. : Start : 1 : Stop: 560 

GBEQ1308 GenBank Acc | CD4 65641 | Ver | CD4 65641 . 1 

GI : 3138 6909 | LeukoNl_6_E04 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_E04_A023 3", 
mRNA sequence .: Start : 1 : Stop: 58 4 

GBEQ1309 GenBank Acc | CD465632 | Ver | CD465632 . 1 

GI: 3138 6900 | LeukoN 1_6_G 07 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_G07_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 538 

GBEQ1310 GenBank Acc | CD4 65628 | Ver I CD465628 . 1 

GI : 3138 6896 | LeukoNl_6_Fll .bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__6_Fl 1_A0 2 3 3', 
mRNA sequence. : Start: 1: Stop: 68 6 
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GBEQ1311 GenBank Acc | CD4 65624 | Ver | CD465624 . 1 

GI:31386892 | LeukoNl__6_B10 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_B10_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 582 

GBEQ1312 GenBank Acc | CD4 65623 | Ver | CD4 65623 . 1 

GI: 31386891 | LeukoNl_6_C12 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_6_C1 2__A0 2 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 603 

GBEQ1313 GenBank Acc |CD4 65 621 | Ver | CD4 65621 . 1 

GI : 3138 6889 I LeukoNl_6__D07 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_D07__A023 3 f , 
mRNA sequence. : Start: 1 : Stop: 564 

GBEQ1314 GenBank Acc | CD465619 I Ver | CD465619 . 1 

GI: 3138 6887 | LeukoNl_6__A08 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_A08__A023 3', 
mRNA sequence. : St art: 1: Stop: 575 

GBEQ1315 GenBank Acc | CD4 65615 | Ver | CD465615 . 1 

GI: 3138 6883 | LeukoNl_6_Cll.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_Cll_A023 3 1 , 
mRNA sequence. : Start :1: Stop: 598 

GBEQ1316 GenBank Acc | CD465609 | Ver | CD465609 . 1 

GI: 31386877 | LeukoNl_6_F02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus ♦ cDNA clone LeukoNl_6_F02__A023 3 f , 
mRNA sequence. : Start: 1: Stop: 536 

GBEQ1317 GenBank Acc 1 CD465608 | Ver | CD465608 . 1 

GI: 31386876 | LeukoNl_6__G04 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_G04_A023 3', 
mRNA sequence. : Start: 1: Stop: 477 

GBEQ1318 GenBank Acc 1 CD4 65538 1 Ver | CD4 65538 . 1 

GI: 3138 6806 | LeukoNl__5_F05 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_5_F0 5_A0 2 3 3', 
mRNA sequence. : Start: 1: Stop: 689 

GBEQ1319 GenBank Acc | CD4 65525 | Ver | CD4 65525 . 1 

GI: 31386793 | LeukoNl_5_E09 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_E09_A023 3 f f 
mRNA sequence .: Start : 1 : Stop: 623 

GBEQ1320 GenBank Acc I CD465522 | Ver | CD465522 . 1 

GI: 3138 67 90 | LeukoNl_5_G05.bl_A023 Unstimulated peripheral blood 
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leukocytes Nl Equus caballus cDNA clone LeukoN 1__5_G0 5_A0 2 3 3', 
mRNA sequence. : Start: 1: Stop: 593 

GBEQ1321 GenBank Acc [ CD4 65511 1 Ver | CD4 65511 . 1 

GI : 3138 677 9 | LeukoNl_5_G10 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone Leu koN 1_5_G 1 0__A 0 2 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 661 

GBEQ1322 GenBank Acc | CD465507 | Ver | CD465507 . 1 

GI: 3138 6775 | LeukoNl_5_H05 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5jK05_A023 3', 
mRNA sequence. : Start: l:Stop: 557 

GBEQ1323 GenBank Acc | CD465502 \ Ver | CD465502 . 1 

GI: 3138 6770 | LeukoNl_5_, A12 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_A12_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 644 

GBEQ1324 GenBank Acc | CD465491 | Ver 1 CD465491 . 1 

GI : 3138 6759 | LeukoNl_5JB06.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_B06__A023 3 r , 
mRNA sequence. : Start: 1: Stop: 673 

GBEQ1325 GenBank Acc I CD4 65490 I Ver | CD465490 . 1 

GI : 3138 6758 I LeukoNl_5__C08 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl___5_C08_A023 3', 
mRNA sequence. : Start: 1: Stop: 47 6 

GBEQ1326 GenBank Acc | CD4 6548 61 Ver | CD4 6548 6 . 1 

GI: 31386754 | LeukoNl_5_F06 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__5_F06_A023 3', 
mRNA sequence. : Start: 1: Stop: 645 

GBEQ1327 GenBank Acc | CD465482 | Ver | CD465482 . 1 

GI : 3138 6750 | LeukoNl_5_H02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_H02_A023 3 1 , 
mRNA sequence. : Start: l:Stop: 592 

GBEQ1328 GenBank Acc | CD465434 | Ver | CD465434 . 1 

GI: 31386702 I LeukoNl_4_Cll . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__4_Cll__A023 3', 
mRNA sequence. : Start : 1 : Stop: 655 

GBEQ1329 GenBank Acc | CD4 65432 ) Ver | CD4 65432 . 1 

GI: 31386700 1 LeukoNl_4_G05 .bl"_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_G05__A023 3 1 , 
mRNA sequence. : Start :1: Stop: 2 59 
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GBEQ1330 GenBank Acc | CD465430 | Ver | CD4 65430 . 1 

GI: 3138 6698 | LeukoNl__4_B01 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4__B01_A02 3 3 1 , 
mRNA sequence .: Start : 1: Stop: 569 

GBEQ1331' GenBank Acc | CD465423 | Ver | CD4 65423 . 1 

GI : 3138 6691 | LeukoNl_4_B09 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_B09_A023 3', 
mRNA sequence .: Start : 1 : Stop : 685 

GBEQ1332 GenBank Acc | CD465422 i Ver | CD465422 . 1 

GI : 313 8 6690 | LeukoNl_4_Gll . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_Gll_A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 17 0 

GBEQ1333 GenBank Acc | CD4 65420 I'Ver | CD4 65420 . 1 

GI : 3138 6688 | LeukoNl_4_D07 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__4_D07__A023 3 T , 
mRNA sequence . : Start : 1 : Stop : 627 

GBEQ1334 GenBank Acc | CD465416 | Ver | CD4 65416 . 1 

GI : 3138 6684 | LeukoNl_4_B12 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone. LeukoNl_4__B12_A023 3", 
mRNA sequence. : Start: 1: Stop: 715 

GBEQ1335 GenBank Acc | CD465410 | Ver I CD4 65410 . 1 

GI : 31386678 | LeukoNl_4_C06 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_C06_A023 3 ' , 
mRNA sequence. : Start: 1: Stop: 508 

GBEQ1336 GenBank Acc | CD465406 | Ver | CD465406, 1 

GI: 3138 6674 | LeukoNl_4_G07 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_G07_A023 3', 
mRNA sequence . : Start : 1 : Stop : 647 

GBEQ1337 GenBank Acc | CD465403 | Ver | CD4 65403 . 1 

GI: 31386671 |LeukoNl_4JF04.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_F04_A023 3', 
mRNA sequence. : Start: 1: Stop: 135 

GBEQ1338 GenBank Acc | CD465402 | Ver | CD465402 . 1 

GI: 31386670 ] LeukoNl_4_G0 6 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_G0 6_A0 2 3 3\ 
mRNA sequence. : Start: 1: Stop: 635 

GBEQ1339 GenBank Acc | CD465399 | Ver | CD465399 • 1 

GI : 3138 6667 | LeukoNl_4_B05 . bl_A023 Unstimulated peripheral blood 
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leukocytes Nl Equus caballus cDNA clone LeukoNl_4_B05_A023 3 1 , 
mRNA sequence. :Start:l: Stop: 699 

GBEQ1340 GenBank Acc | CD465387 | Ver | CD465387 . 1 

GI: 3138 6655 I LeukoNl_4_Ell . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__4_Ell__A023 3 r , 
mRNA sequence. : Start: 1: Stop: 733 

GBEQ1341 GenBank Acc | CD4 65384 | Ver | CD465384 . 1 

GI: 3138 6652 | LeukoNl_4_Dll . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_JDll_A023 3 1 , 
mRNA sequence . : Start : 1 : Stop : 68 4 

GBEQ1342 GenBank Acc | CD465378 | Ver | CD465378 . 1 

GI : 3138 664 6 | LeukoNl_4_A12 . bl_A023 Unstimulated peripheral blood 
leukocytes. Nl Equus caballus cDNA clone LeukoNl_4_A12__A023 3', 
mRNA sequence . : Start : 1 : Stop : 613 

GBEQ1343 GenBank Acc | CD465377 | Ver | CD465377 . 1 

GI: 3138 6645 | LeukoNl__4_A05 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_A05_A023 3', 
mRNA sequence. :Start:l: Stop: 545 

GBEQ134 4 GenBank Acc | CD4 65375 | Ver | CD4 65375 . 1 

GI : 3138 6643 I LeukoNl_4_F08 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_F0 8_A0 2 3 3', 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ1345 GenBank Acc | CD465324 | Ver | CD465324 . 1 

GI : 3138 6592 | LeukoNl_3_H10.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_3__H10_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 643 

GBEQ134 6 GenBank Acc | CD4 65323 | Ver | CD4 65323 . 1 

GI : 3138 6591 | LeukoNlJ3_G01.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_3_G01__A023 3 f , 
mRNA sequence. :Start:l: Stop: 262 

GBEQ1347 GenBank Acc | CD4 65311 1 Ver | CD4 65311 . 1 

GI : 3138 657 9 | LeukoNl_3_Hll . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_3__Hll_A023 3 1 , 
mRNA sequence. .-Start: 1: Stop: 751 

GBEQ1348 GenBank Acc | CD4 65310 | Ver | CD4 65310 . 1 

GI : 3138 6578 | LeukoNl_3_G02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus' caballus cDNA clone LeukoNl_J3_G02_A023 3 T , 
mRNA sequence. : Start: 1: Stop: 416 
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GBEQ134 9 GenBank Acc | CD4 6529 6 | Ver | CD465296 . 1 

GI : 31386564 | LeukoNl_J3_D0 5 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_3_D05_A023 3', 
mRNA sequence. : Start : 1 : Stop: 538 

GBEQ1350 GenBank Acc | CD4 65291 ! Ver | CD4 652 91 . 1 

GI : 3138 6559 1 LeukoNl_J3jftl2 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_3_H1 2_A0 2 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 705 

GBEQ1351 GenBank Acc | CD4 6528 3 | Ver | CD4 65283 . 1 

GI : 3138 6551 | LeukoNl_3_G12 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_3_G12_A023 3 1 , 
mRNA sequence .: Start : 1 : Stop: 7 00 

GBEQ1352 GenBank Acc | CD4 6517 6 | Ver | CD46517 6 . 1 

GI: 31386444 | LeukoNl_2_H12 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_H12__A023 3', 
mRNA sequence. : Start: 1: Stop: 662 

GBEQ1353 GenBank Acc | CD4 65170 | Ver | CD4 65170 . 1 

GI: 31386438 | LeukoN 1_2_B0 9 . bl_A02 3 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_B09_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ1354 GenBank Acc | CD465163 | Ver | CD4 65163 . 1 

GI: 31386431 |LeukoNl_2j310.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2j310_A023 3 1 , 
mRNA sequence. : Start : 1 : Stop: 631 

GBEQ1355 GenBank Acc | CD465150 | Ver | CD4 65150 . 1 

GI: 31386418 | LeukoNl_2_B10 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2__B10_A023 3% 
mRNA sequence .: Start : 1 : Stop: 527 

GBEQ135 6 GenBank Acc | CD4 6514 9 | Ver | CD4 6514 9.1 

GI: 31386417 1 LeukoNl_2_E10 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_E10_A023 3' , 
mRNA sequence. : Start: 1: Stop: 519 

GBEQ1357 GenBank Acc | CD4 65142 | Ver | CD465142 . 1 

GI: 31386410 | LeukoNl_2_G12 . bl_A023 Unstimulated peripheral blood 
leukocytes' Nl Equus caballus cDNA clone LeukoNl_2_G12_A023 3", 
mRNA sequence .: Start : 1 : Stop: 631 

GBEQ1358 GenBank Acc | CD465141 1 Ver | CD4 65141 . 1 

GI: 3138 6409 1 LeukoNl_2_EQl .bl_A023 Unstimulated peripheral blood 
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leukocytes Nl Equus caballus cDNA clone LeukoNl_2_E01__A023 3', 
mRNA sequence. : Start : 1: Stop: 569 

GBEQ1359 GenBank Acc | CD4 65135 | Ver | CD465135 . 1 

GI: 31386403 |LeukoNl_2_H01.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_H01_A023 3', 
mRNA sequence. : Start : 1: Stop: 47 9 

GBEQ1360 GenBank Acc | CD4 65134 | Ver | CD4 65134 . 1 

GI : 3138 6402 |LeukoNl_2_G08 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2__G08_A023 3', 
mRNA sequence. : Start :1: Stop: 668 

GBEQ1361 GenBank Acc | CD4 65132 | Ver | CD4 65132 . 1 

GI: 3138 6400 |LeukoNl_2_G0 6. bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_G0 6_A023 3 f , 
mRNA sequence. : Start :1: Stop: 605 

GBEQ1362 GenBank Acc | CD4 65127 | Ver | CD4 65127 . 1 

GI: 31386395 | LeukoNl_2_B0 6 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_B06_A023 3 f , 
mRNA sequence- : Start :1: Stop: 631 

GBEQ13 63 GenBank Acc | CD4 65125 | Ver | CD4 65125.1 

GI: 3138 6393 | LeukoNl_2_H10 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_H10__A023 3', 
mRNA sequence. : Start :1: Stop: 363 

GBEQ13 64 • GenBank Acc | CD4 65122 | Ver | CD4 65122 . 1 

GI : 3138 6390 | LeukoNl_2_E12 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_E12_A023 3', 
mRNA sequence. : Start: 1: Stop: 678 

GBEQ1365 GenBank Acc | CD465116 | Ver | CD465116. 1 

GI : 31386384 | LeukoNl_2_B07 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2__B07_A023 3', 
mRNA sequence . : Start : 1 : Stop : 601 

GBEQ1366 GenBank Acc | CD465025 | Ver | CD465025 . 1 

GI: 31386293 |LeukoNl_l_B10.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l__B10_A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 611 

GBEQ1367 GenBank Acc | CD465019 | Ver | CD4 65019 . 1 

GI : 3138 6287 | LeukoNl_l_JB05 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_B05_A023 3 f , 
mRNA sequence. : Start : 1: Stop: 671 
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GBEQ1368 GenBank Acc | CD465012 | Ver | CD4 65012 . 1 

GI : 3138 62 80 | LeukoNl_l_F12 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__l_F12_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 722 

GBEQ1369 GenBank Acc | CD465010 | Ver | CD465010 . 1 

GI : 3138 6278 | LeukoNl_l_E03 . bl_A023 Unstimulated ' peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_E03__A023 3', 
mRNA sequence. : Start: 1: Stop: 5 66 

GBEQ1370 GenBank Acc | CD465005 | Ver | CD465005 . 1 

GI: 3138 6273 | LeukoNl_l_Ell . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__l_Ell__A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 571 

GBEQ1371 GenBank Acc | CD4 64994 | Ver | CD4 64 994 . 1 

GI : 313 8 62 62 | LeukoNl_l_B01 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_B01_A023 3', 
mRNA sequence. : Start: 1: Stop: 34 0 

GBEQ1372 GenBank Acc | CD4 64 9911 Ver | CD4 64 991.1 

GI : 3138 6259 | LeukoNl_l_E07 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_E07_A023 3\ 
mRNA sequence. : Start: 1: Stop: 619 

GBEQ1373 GenBank Acc | CD4 64 98 9 ( Ver | CD4 64 989. 1 

GI : 3138 62 57 | LeukoNl_l_E12 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_E12_A023 3', 
mRNA sequence . : Start : 1 : Stop : 690 

GBEQ1374 GenBank Acc | CD4 64 981 | Ver | CD4 64 981. 1 

GI : 3138 62 4 9 | LeukoNl_l_B0 6 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__l_B0 6__A02 3 3', 
mRNA sequence. : Start: l:Stop: 615 

GBEQ1375 GenBank Acc | CD4 64 977 | Ver | CD4 64 977 . 1 

GI:31386245|LeukoN 1_1_D 0 3 . b 1__A 023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D03___A023 3', 
mRNA sequence. : Start :1: Stop: 551 

GBEQ1376 GenBank Acc (CD464972 | Ver | CD464972. 1 

GI: 31386240 | LeukoNl_l_D06.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D0 6_A023 3', 
mRNA sequence. : Start: 1: Stop: 615 

GBEQ13.77 GenBank Acc | CD4 64 9 69 I Ver | CD4 64 969 . 1 

GI: 31386237 I LeukoNl_l__E01 . bl_A023 Unstimulated peripheral blood 
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leukocytes Nl Equus caballus cDNA clone LeukoNl__l_E01_A023 3', 
mRNA sequence. : Start: 1: Stop: 647 

GBEQ1378 GenBank Acc | CD464893 | Ver | CD464893 . 1 

GI : 31386161 1 LeukoN4_5_B0 9 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_B0 9__A02 6 3', 
mRNA sequence. : Start : 1 : Stop : 530 

GBEQ1379 GenBank Acc | CD464892 | Ver | CD464892 . 1 

GI : 313 8 61 60 | LeukoN4_5_Gll . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_Gll_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 535 

GBEQ1380 GenBank Acc | CD464891 | Ver | CD464891 . 1 

GI : 31386159 | LeukoN4__5_A10 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5__A10__A02 6 3', 
mRNA sequence. : Start : 1: Stop: 593 

GBEQ1381 GenBank Acc | CD464883 | Ver | CD464883 . 1 

GI : 3138 6151 | LeukoN4_5_H02 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__5__H02_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 328 

GBEQ13 82 GenBank Acc | CD4 64 88 1 1 Ver | CD4 64881.1 

GI : 3138 614 9 | LeukoN4_5__B01 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_B01_A02 6 3', 
mRNA sequence. : Start : 1: Stop: 518 

GBEQ1383 GenBank Acc | CD464878 | Ver | CD464878 . 1 

GI : 3138 614 6 | LeukoN4_5_E10 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_El0_A02 6 3', 
mRNA sequence. : Start :1: Stop: 536 

GBEQ1384 GenBank Acc | CD464877 | Ver | CD464877 . 1 

GI : 31386145 | LeukoN4_5__F12 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_F12_A02 6 3 1 , 
mRNA sequence. : Start :1: Stop: 340 

GBEQ1385 GenBank Acc | CD4 64 875 | Ver | CD4 64875 . 1 

GI: 31386143 | LeukoN4__5 JS03 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_E03_A02 6 3', 
mRNA sequence. : Start :1: Stop: 561 

GBEQ138 6 GenBank Acc | CD4 648701 Ver | CD4 64870.1 

GI : 31386138 | LeukoN4_5__Bll .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_Bll_A02 6 3", 
mRNA sequence. : Start: 1: Stop: 560 
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GBEQ1 3 8 7 GenBank Acc | CD4 648661 Ver | CD4 64866.1 

GI : 3138 6134 | LeukoN4__5_B04 . bl__A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone Leuko'N4_5_B0 4_A02 6 3' f 
mRNA sequence. : Start: 1: Stop: 4 55 

GBEQ1388 GenBank Acc | CD4 64 8 64 | Ver | CD4 648 64 . 1 

GI: 3138 6132 | LeukoN4__5_Dll . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__5_Dll_A02 6 3 1 , 
mRNA sequence. : Start : 1 : Stop: 547 

GBEQ138 9 GenBank Acc|CD4 64 8 60 | Ver | CD4 64 8 60 . 1 

GI : 3138 6128 | LeukoN4_5_F08 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__5_F08_A026 3', 
mRNA sequence. : Start :1: Stop: 595 

GBEQ1390 GenBank Acc | CD4 64 852 | Ver | CD4 64 852 . 1 

GI : 3138 6120 | LeukoN4__5_Hll . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_Hll_A026 3', 
mRNA sequence. : Start: 1: Stop: 317 

GBEQ139 1 GenBank Acc | CD4 64848) Ver | CD4 64 8 4 8 . 1 

GI : 3138 6116 | LeukoN4J5jD07 .bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_D07_A026 3 f , 
mRNA sequence . : Start : 1 : Stop : 47 8 

GBEQ13 92 GenBank Acc | CD4 648431 Ver | CD4 64843.1 

GI : 3138 6111 | LeukoN4_5_A08 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5__A08__A02 6 3', 
mRNA sequence . : Start : 1 : Stop : 4 4 7 

GBEQ1393 GenBank Acc | CD4 64841 | Ver | CD464841 . 1 

GI: 31386109 |LeukoN4_5_All.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5__All_A02 6 3' , 
mRNA sequence. : Start: 1: Stop: 359 

GBEQ1394 GenBank Acc | CD4 64831 1 Ver | CD4 64831 . 1 

GI: 3138 6099 | LeukoN4_5_E08 .bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_E08_A026 3 f , 
mRNA sequence. : Start :l:Stop: 357 

GBEQ1395 GenBank Acc | CD4 64757 | Ver | CD4 64757 . 1 

GI : 3i38 6025 | LeukoN4_6_B02 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6jB02_A026 3 f , 
mRNA sequence. : Start: 1: Stop: 590 

GBEQ1 396 GenBank Acc | CD4 6 4 7 4 6 | Ver ICD464746.1 

GI: 31386014 | LeukoN4_6_A10 . bl_A026 Unstimulated peripheral blood 
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leukocytes N4 Equus caballus cDNA clone LeukoN4__6_A10__A02 6 3 f , 
mRNA sequence. : Start: l:Stop: 4 99 

GBEQ1397 GenBank Acc | CD4 64741 | Ver | CD4 647 41 . 1 

GI : 3138 60 09 | LeukoN4_6_B05 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_B05__A02 6 3', 
mRNA sequence. -.Start: 1: Stop: 459 

GBEQ1398 GenBank Acc | CD464732 | Ver | CD464732 . 1 

Gl : 3138 6000 | LeukoN4_6JE03 . bl_A02 6 Unstimulated peripheral blood 
^leukocytes N4 Equus caballus cDNA clone LeukoN4_6_E03_A026 3', 
mRNA sequence. : Start: 1: Stop: 608 

GBEQ139 9 GenBank Acc | CD4 64720 | Ver | CD4 64720 . 1 

GI: 31385988 | LeukoN4_6_F08 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_F08_A02 6 3 1 , 
mRNA sequence . : Start : 1 : Stop : 522 

GBEQ1400 GenBank Acc | CD464718 | Ver | CD464718 . 1 

GI: 31385986 ) LeukoN4_6_A12 .bl_A02 6 • Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_A12__AQ26 3 1 , 
mRNA sequence. : Start :1: Stop: 420 

GBEQ1401 GenBank Acc | CD4 64717 | Ver | CD4647 17 . 1 

GI: 31385.985 |LeukoN4__6_G06.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_G0 6_A026 3 1 , 
mRNA sequence .: Start : 1 : Stop: 4 91 

GBEQ1402 GenBank Acc | CD4 64712 | Ver ) CD4 64712 . 1 

GI : 31385980 | LeukoN4_6_C12 . bl__A026 Unstimulated peripheral . blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_C12_A02 6 3 T , 
mRNA sequence. : Start: 1: Stop: 528 

GBEQ1403 GenBank Acc | CD464703 I Ver | CD464703 . 1 

GI : 31385971 | LeukoN4__6_F07 . bl_A02 6 . Unstimulated peripheral blood 
leukocytes N4 Equus caballus . cDNA clone LeukoN4_6__F0 7__A02 6 3', 
mRNA sequence . : Start : 1 : Stop : 4 62 

GBEQ1 404 GenBank Acc |CD464702|Ver|CD464702.1 

GI : 31385970 | LeukoN4_6_G0 9 . bl_A0 2 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN 4_6_G0 9_A0 2 6 3', 
mRNA sequence. : Start :1: Stop: 534 

GBEQ1405 GenBank Acc) CD464595 | Ver | CD464595 . 1 

GI : 3138 5863 | LeukoN 4 _1_F10 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_F10_A02 6 3 1 , 
mRNA sequence. : Start :1: Stop: 638 
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GBEQ1406 GenBank Acc | CD464594 | Ver | CD464594 . 1 

GI : 313858 62 | LeukoN4_l_F0 3 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__l__F03_A02 6 3 T , 
mRNA sequence. : Start: 1: Stop: 493 

GBEQ1 407 GenBank Acc!CD464588|Ver|CD464588.1 

GI : 313858561 LeukoN4_l_Cll . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l__Cll__A02 6 3', 
mRNA sequence. : Start: 1: Stop: 556 

GBEQ1408 GenBank Acc | CD4 64587 | Ver | CD4 64587 . 1 

GI : 31385855 | LeukoN4_l_H03 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_H03_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 693 

GBEQ1409 GenBank Acc | CD4 64581 | Ver | CD4 64581 . 1 

GI : 31385849 | LeukoN4_l_G08 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_G08_A02 6 3 T , 
mRNA sequence. : Start : 1 : Stop: 563 

GBEQ14 10 GenBank Acc | CD4 64 57 9 | Ver | CD4 64579.1 

GI: 31385847 | LeukoN4_l_B0 9 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_lJ309_A02 6 3',' 
mRNA sequence. : Start : 1 : Stop: 57 6 

GBEQ1411 GenBank Acc | CD464577 | Ver | CD4 64577 . 1 

GI : 313858 45 | LeukoN4_l_F02 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_F02__A02 6 3 f , 
mRNA sequence. : Start :1: Stop: 442 

GBEQ1412 GenBank Acc | CD464576 [ Ver | CD464576. 1 

GI : 31385844 | LeukoN4_l_B12 .bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l__B12_A026 3', 
mRNA sequence. : Start: l:Stop: 234 

GBEQ1413 GenBank Acc | CD464573 | Ver | CD464573 . 1 

GI: 31385841 | LeukoN4_lJ307 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN 4_1_C 0 7_A0 2 6 3\ 
mRNA sequence. : Start : 1: Stop: 550 

GBEQ1414 GenBank Acc | CD4 64568 | Ver | CD4 64568 . 1 

GI : 31385836 | LeukoN4_l_B01 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l__B01_A02 6 3\ 
mRNA sequence. : Start: 1: Stop: 181 

•GBEQ14 15 GenBank Acc | CD4 64 5 64 | Ver | CD4 64564 . 1 

GI: 31385832 | LeukoN4_l__D01 . bl_A026 Unstimulated peripheral blood 
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leukocytes N4 Equus caballus cDNA clone LeukoN4_l__D01_A026 3 1 , 
mRNA sequence. : Start :1: Stop: 462 

GBEQ1416 GenBank Acc | CD4 64554 | Ver | CD4 64554 . 1 

GI : 31385822 | LeukoN4_l_G03 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_G03_A026 3', 
mRNA sequence, : Start: 1: Stop: 629 

GBEQ1417 GenBank Acc 1 CD4 64551 | Ver | CD4 64 551 . 1 

GI : 31385819 | LeukoN4_l_D08 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__l_D08_A026 3 1 , 
mRNA sequence. : Start: 1: Stop: 607 

GBEQ1 418 GenBank Acc | CD4 64 4 8 8 | Ver ! CD4 64488,1 

GI : 31385756 | LeukoN4_4_B01 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_B01_A026 3', 
mRNA sequence. : Start: 1: Stop: 261 

GBEQ1419 GenBank Acc | CD464487 | Ver | CD464487 . 1 

GI : 31385755 | LeukoN4_4_C03 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_C03_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 681 

GBEQ14 2 0 GenBank Acc |CD464485|Ver|CD464485.1 

GI: 31385753 I LeukoN4_4_F0 9 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_F09_A026 3', 
mRNA sequence .: Start : 1 : Stop: 417 

GBEQ1421 GenBank Acc | CD464478 | Ver | CD464478 . 1 

GI: 31385746 I LeukoN4_4_B08 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4__B08_A026 3', 
mRNA sequence . : Start : 1 : Stop : 67 3 

GBEQ1422 GenBank Acc | CD464474 | Ver | CD464474 . 1 - 

GI : 31385742 | LeukoN4__4_H05 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_H05_A026 3' r 
mRNA sequence. : Start: 1: Stop: 67 6 

GBEQ1423 GenBank Acc | CD4 64472 | Ver | CD4 64 472 . 1 

GI: 31385740 | LeukoN4_4_B0 4 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN 4_4_B0 4_AQ 2 6 3\ 
mRNA sequence. : Start: 1: Stop: 68 8 

GBEQ1424 GenBank Acc \ CD464458 | Ver | CD464458 . 1 

GI : 31385726 1 LeukoN4_4_C12 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_C12_A02 6 3' f 
mRNA sequence. : Start : 1: Stop: 575 
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GBEQ1425 GenBank Acc | CD464453 | Ver | CD464453 . 1 

GI : 31385721 | LeukoN4_4_E05 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4JE05 A02 6 3 1 , 
mRNA sequence . : Start : 1 : Stop : 7 0 0 

GBEQ142 6 GenBank Acc | CD4 64 441 | Ver | CD4 64441 . 1 

GI : 31385709 | LeukoN4_4_D0 6 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_D0 6 A026 3 f , 
mRNA sequence . : Start : 1 : Stop : 556 

GBEQ1427 GenBank Acc | CD464440 | Ver | CD4 64440 . 1 

GI : 31385708 | LeukoN4_4__E08 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_E08_A02 6 3 1 , 
mRNA sequence. : Start : 1: Stop: 552 

GBEQ1428 GenBank Acc | CD4 64438 | Ver | CD4 64438 . 1 

GI: 31385706 | LeukoN4__4_A07 .bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4__A0 7_A0 2 6 3', 
mRNA sequence. : Start : 1: Stop: 608 

GBEQ1 429 GenBank Acc | CD4 6 4 4 3 6 | Ver | CD4 64436.1 

GI : 31385704 | LeukoN4_4__Gll . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_Gll_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 436 

GBEQ1430 GenBank Acc | CD4 64 4 33 ) Ver | CD4 64 433 . 1 

GI: 31385701 |LeukoN4_4__G04.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_G04_A02 6 3', 
mRNA sequence. -.Start: 1: Stop: 661 

GBEQ1431 GenBank Acc | CD4 643 66 | Ver | CD4 64366 . 1 

GI: 31385634 | LeukoN4__3_F05 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_F0 5__A0 2 6 3 1 , 
mRNA sequence. :Start: 1: Stop: 635 

GBEQ1432 GenBank Acc | CD464361 | Ver | CD464361 . 1 

GI : 31385629 | LeukoN4_J3_G10 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_G10__A02 6 3', 
mRNA sequence. : Start: 1: Stop: 635 

GBEQ1433 GenBank Acc | CD464357 | Ver | CD4 64357 . 1 

GI:31385625 I LeukoN4_3_G03 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_G03_A026 3', 
mRNA sequence. :Start:l: Stop: 602 

GBEQ1434 GenBank Acc | CD464354 | Ver | CD464354 . 1 

GI: 31385622 I LeukoN4_3_C06 .bl_A026 Unstimulated peripheral blood 
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leukocytes N4 Equus caballus cDNA clone LeukoN4_3_C0 6_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 582 

GBEQ1435 GenBank Acc | CD464350 | Ver | CD464350 . 1 

GI : 31385618 | LeukoN4_3_D04 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3__D04_A02 6 3», 
mRNA sequence. : Start :1: Stop: 610 

GBEQ1436 GenBank Acc | CD4 64343 | Ver | CD4 64343 . 1 

GI: 31385611 i LeukoN4_3_C09 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caba-llus cDNA clone LeukoN4_3_C09_A02 6 3', 
mRNA sequence . : Start : 1 : Stop : 556 

GBEQ1437 GenBank Acc | CD4 64341 | Ver | CD4 64341 . 1 

GI : 31385609 | LeukoN4_3__C12 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3__C12_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 4 65 

GBEQ1438 GenBank Acc | CD4 64337 | Ver | CD4 64337 . 1 

GI: 31385605 |LeukoN4_3_E09.bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_E09 A02 6 3 1 , 
mRNA sequence . : Start : 1 : Stop : 62 7 

GBEQ1439 GenBank Acc ! CD464336 | Ver | CD464336. 1 

GI:31385604 I LeukoN4_3_E12 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_E12 A026 3 ! f 
mRNA sequence.: Start :1: Stop: 57 9 

GBEQ14 40 GenBank Acc | CD4 64335 I Ver I CD4 64335 . 1 

GI: 31385603 |LeukoN4_3_D03.bl__A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_D03__A026 3 1 , 
mRNA sequence. : Start :1: Stop: 4 96 

GBEQ1441 GenBank Acc | CD464332 | Ver | CD464332 . 1 

GI : 31385600 | LeukoN4_3_G0 9 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3__G09__A026 3', 
mRNA sequence. :Start:l: Stop: 594 

GBEQ1442 GenBank Acc | CD464327 | Ver | CD464327 . 1 

GI: 31385595 | LeukoN4_3_H07.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_H07_A026 3', 
mRNA sequence. : Start: l:Stop: 4 95 

GBEQ1443 GenBank Acc | CD4 64326 | Ver | CD4 64326 . 1 

GI:31385594 I LeukoN4_3__B06 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_B0 6_A02 6 3\ 
mRNA sequence. : Start: l:Stop: 58 9 
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GBEQ1444 GenBank Acc | CD464322 | Ver | CD464322 . 1 

GI : 31385590 | LeukoN4__3_H03 . bl__AG26 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_H03__A026 3 f , 
mRNA sequence .: Start : 1 : Stop: 684 

GBEQ1445 GenBank Acc|CD464317 | Ver | CD4 64317 . 1 

GI: 31385585 | LeukoN4_3__D02 .bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__3__D02_A02 6 3', 
mRNA sequence. : Start : 1: Stop: 544 

GBEQ144 6 GenBank Acc | CD4 64221 | Ver | CD4 64221 . 1 

GI: 31385489 |LeukoN4_2_B08 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2__B08__A02 6 3' r 
mRNA sequence. : Start : 1 : Stop: 714 

GBEQ1447 GenBank Acc | CD4 64210 1 Ver | CD4 64210 . 1 

GI: 31385478 | LeukoN4__2_H01 . bl__A026 Unstimulated peripheral blood 
leukocytes N4 Equus- caballus cDNA clone LeukoN 4__2_H0 1_A02 6 3', 
mRNA sequence. : Start :1: Stop: 613 

GBEQ14 4 8 GenBank Acc | CD4 64209 | Ver | CD464209 . 1 

GI: 31385477 | LeukoN4_2_Dll .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_Dll__A026 3', 
mRNA sequence. : Start: 1: Stop: 563 

GBEQ1449 GenBank Acc | CD464206 | Ver | CD464206. 1 

GI: 31385474 | LeukoN4_2_E0 6 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_E06_A026 3', 
mRNA sequence. : Start: 1: Stop: 504 , 

GBEQ1450 GenBank Acc | CD464194 ) Ver | CD464194 . 1 

GI : 31385462 | LeukoN 4_2_D 10 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4J2J310_A026 3* , 
mRNA sequence. : Start: 1: Stop: 54 6 

GBEQ1451 GenBank Acc | CD4 64185 | Ver | CD464185 . 1 

GI: 31385453 |LeukoN4_2_G05.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__2_G05_A026 3', 
mRNA sequence. : Start: 1: Stop: 664 

GBEQ1452 GenBank AccICD464183 | Ver | CD464183 . 1 

GI: 31385451 |LeukoN4_2_B06.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_B06_A026 3 1 , 
mRNA sequence . : Start : 1 : Stop : 523 

GBEQ1453 GenBank Acc | CD4 64181 1 Ver | CD464181 . 1 

GI: 31385449 | LeukoN4_2_H10 . bl__A026 Unstimulated peripheral blood 
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leukocytes N4 Equus caballus cDNA clone LeukoN 4__2_H1 0_A0 2 6 3', 
mRNA sequence . : Start : 1 : Stop : 322 

GBEQ1454 GenBank Acc | CD4 6417 8 | Ver | CD4 64178 . 1 

GI: 3138544 6 I LeukoN4_2_H03 .bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN 4_2_H0 3_A0 2 6 3 1 , 
mRNA sequence. : Start :1: Stop: 642 

GBEQ1455 GenBank Acc | CD4 64177 | Ver | CD4 64177 • 1 

GI : 31385445 | LeukoN4_2_B02 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_B02__A02 6 3', 
mRNA sequence. : Start :1: Stop: 410 

GBEQ1456 GenBank Acc | CD464154 ] Ver i CD464154 . 1 

GI: 31385422 |LeukoN4__2__H09.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_H09_A026 3', 
mRNA sequence. : Start: 1: Stop: 608 

GBEQ1 4 5 7 GenBank Acc | BM7 8 1 4 3 7 1 Ver | BM7 81437.1 

GI: 19129669 |MLNl_8_All.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 638 

GBEQ1458 GenBank Acc I BM781430 I Ver | BM7 81430 . 1 

GI: 19129662 |MLNl_8_B07.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 59 : Stop: 635 

GBEQ1459 GenBank Acc | BM781410 | Ver | BM781410 . 1 

GI : 19129642 | MLNl_8_D08 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 617 

GBEQ14 60 GenBank Acc | BM7 81402 | Ver 1 BM7 81402 . 1 

GI : 19129634 | MLN1_8_F05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 8 : Stop : 652 

GBEQ14 61 GenBank Acc | BM7 8 13 9 9 | Ver I BM7 81399.1 

GI : 19129631 | MLN1_8_F02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 43 : Stop: 611 

GBEQ1 4 62 GenBank Acc | BM7 8 13 9 7 I Ver | BM7 81397.1 

GI : 19129629 | MLN1__8_E12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop: 653 

GBEQ1 4 63 GenBank Acc | BM7 8 1 3 9 4 | Ve r | BM7 81394.1 

GI:19129626|MLNl_8_F08.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 64 : Stop: 621 
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GBEQ1464 GenBank Acc | BM781381 | Ver | BM78138 1 . 1 

GI: 19129613 |MLNl_8_H02.gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 11 : Stop : 605 



(MLN1) Equus 



GBEQ14 65 GenBank Acc | BM7 8 137 9 | Ver | BM7 81379.1 

GI : 19129611 1 MLN1_8_H12 . gl_A005 Mesenteric lymph node (MLNl) Equus 
mRNA sequence. : Start : 1 : Stop: 636 



caballus cDNA 



GBEQ1466 GenBank Acc | BM781374 | Ver | BM781374 . 1 

GI: 19129606 | MLN1J7_A05 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 109 : Stop : 645 

GBEQ1467 GenBank Acc | BM781373 | Ver | BM781373 . 1 

GI : 19129605 | MLN1_7_A04 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 4 51 

GBEQ1 4 6 8 GenBan k Acc | BM7 81371) Ve r | BM7 8 1 3 7 1 . 1 

GI: 19129603 1 MLNl_7_B04.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 102 : Stop : 672 



GBEQ1469 GenBank Acc | BM781359 | Ver | BM7 8135 9 . 1 

GI : 19129591 1 MLN1__7_C02 . gl_A005 Mesenteric lymph node (MLNl) Equus 
mRNA sequence. : Start : 10 : Stop: 53 8 



caballus cDNA 



GBEQ1470 GenBank Acc | BM781358 | Ver | BM781358 . 1 

GI: 19129590 |MLNlJ7_C09.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 542 

GBEQ1471 GenBank Acc|BM781357 | Ver | BM781357 . 1 

GI : 19129589 | MLNl_7_C08.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA f mRNA sequence .: Start : 3 : Stop : 577 



GBEQ1472 GenBank Acc | BM781352 | Ver | BM781352 . 1 

GI : 19129584 | MLN1_7_C03 . gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 1 : Stop : 590 



(MLNl) Equus 



GBEQ1473 GenBank Acc | BM781350 | Ver | BM781350 . 1 

GI : 19129582 I MLN1_7_C11 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 14 : Stop : 635 



GBEQ1 4 7 4 GenBank Acc |BM781343|Ver| BM7 81343.1 

GI : 19129575 | MLN1_7_D08 . gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 11 : Stop: 144 



(MLNl) Equus 



GBEQ1475 GenBank Acc | BM781340 | Ver | BM7 8134 0 . 1 

GI : 19129572 | MLN1_7_D11 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 614 
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GBEQ1476 GenBank Acc | BM781331 | Ver | BM781331 . 1 

GI : 19129563 | MLN1_7___E05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 644 

GBEQ1477 GenBank Acc | BM781330 | Ver | BM781330 . 1 

GI : 19129562 |MLNl_7_F01.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 20 : Stop : 625 

GBEQ14 78 GenBank Acc | BM781327 | Ver | BM7 81327 . 1 

GI: 19129559 |MLNl_7_F06.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 43 : Stop : 624 

GBEQ1479 GenBank Acc|BM781320 | Ver | BM781320. 1 

GI : 19129552 |MLNl_7_G03.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 6 : Stop : 641 

GBEQ1480 GenBank Acc | BM781317 | Ver | BM781317 . 1 

GI: 19129549 |MLNl_7_F12.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 78 : Stop : 647 

GBEQ1481 GenBank Acc | BM781310 I Ver | BM781310 . 1 

GI : 19129542 | MLN1_7__G07 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 651 

GBEQ1482 GenBank Acc | BM781308 | Ver | BM781308 . 1 

GI: 1912 954 0 | MLN1_7__H10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 12 : Stop : 621 

GBEQ1483 GenBank Acc | BM781301 | Ver | BM781301 . 1 

GI : 19129533 | MLN1_6_A07 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA f mRNA sequence .: Start : 2 : Stop : 640 

GBEQ1484 GenBank Acc | BM781299 | Ver | BM781299 . 1 

GI : 19129531 1 MLN1_6_A05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 38 : Stop : 626 

GBEQ1485 GenBank Acc | BM7 81298 | Ver | BM7 812 98 . 1 

GI : 19129530 I MLNl_6_A04.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 315 

GBEQ14 8 6 GenBank Acc | BM781291 1 Ver | BM781291 . 1 

GI : 19129523 |MLNl_6__B06.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 654 

GBEQ148 7 GenBank Acc | BM7 812811 Ver | BM7 81281.1 

GI : 19129513 | MLN1_6_C07 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 436 
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GBEQ1 4 88 GenBarik Acc | BM7 8 12 67 | Ver | BM7 812 67.1 

GI: 19129499 |MLNl_6_D10.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 25 : Stop : 653 

GBEQ1489 GenBank Acc | BM781261 | Ver | BM7812 61 . 1 

GI: 19129493 | MLNl_6_E04.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 344 

GBEQ14 90 GenBank Acc | BM781257 | Ver | BM7 81257 . 1 

GI: 19129489 |MLN1_6_F04 .gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 47 6 

GBEQ1 4 91 GenBank Acc | BM7 8 12 5 5 | Ver | BM7 81255,1 

GI: 19129487 |MLN1_6_F01 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 654 

GBEQ14 92 GenBank Acc | BM7 81253 | Ver | BM781253 . 1 

GI: 19129485 |MLNl_6_Ell.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 655 

GBEQ14 93 GenBank Acc | BM781251 | Ver | BM781251. 1 

GI : 1912 94 83 |MLN1_6__F12 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 585 

GBEQ14 94 GenBank Acc | BM781250 | Ver | BM781250 . 1 

GI: 19129482 | MLNl_6_Fll.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 31 : Stop: 64 9 

GBEQ1 4 95 GenBank Acc | BM7 8 1 2 3 3 | Ver | BM7 81233.1 

GI: 19129465 | MLN1_6_H06 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 524 

GBEQ1496 GenBank Acc | BM781230 | Ver 1 BM781230 . 1 

GI:191294 62 |MLNl_6_H08.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 663 

GBEQ14 97 GenBank Acc | BM7 81223 | Ver | BM78 1223 . 1 

GI: 19129455 |MLNl_5_F07 .gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 20 : Stop: 594 

GBEQ1498 GenBank Acc | BM781218 | Ver | BM781218 . 1 

GI: 191294 50 | MLN1_5_G0 5. gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 531 

GBEQ14 99 GenBank Acc | BM781217 I Ver ] BM781217 . 1 

GI:19129449| MLN 1_5_G 0 4 . g 1_A0 0 5 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 56 : Stop : 527 
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GBEQ1500 GenBank Acc | BM781215 | Ver | BM781215 . 1 

GI: 19129447 | MLN1_5___G02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop: 500 

GBEQ1501 GenBank Acc | BM781199 | Ver | BM781199 . 1 

GI: 19129431 |MLNl_5_A05.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 29 : Stop : 619 

GBEQ1 5 0 2 GenBank Acc | BM7 8 1 1 9 6 j Ve r | BM7 81196.1 

GI: 19129428 |MLNl_5_A01.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus c.DNA , mRNA sequence .: Start : 7 : Stop : 505 

GBEQ1503 GenBank Acc | BM781192 | Ver | BM781192 . 1 

GI: 19129424 | MLN1_5_A12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 28 : Stop : 662 

GBEQ1 5 0 4 GenBank Acc | BM7 8 1 1 8 6 | Ve r | BM7 8118 6.1 

GI : 19129418 | MLN1_5_B10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop: 656 

GBEQ1505 GenBank Acc | BM781180 | Ver | BM781180 . 1 

GI: 19129412 | MLNl_5_C07.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 4 : Stop: 64 6 ( 

GBEQ1506 GenBank Acc | BM781179 | Ver | BM781179 . 1 

GI: 19129411 |MLNl_5_C05.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 42 : Stop : 656 

GBEQ1507 GenBank Acc|BM781177 | Ver | BM781177 . 1 

GI : 19129409 |MLNl_5_C03.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 11 : Stop : 423 

GBEQ1508 GenBank Acc|BM781174 | Ver | BM781174 . 1 

GI: 19129406 | MLNl_5_C08.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 628 

GBEQ1509 GenBank Acc | BM781173 I Ver | BM7 81173 . 1 ■ 

GI: 19129405 |MLNl_5_D03.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 11 : Stop : 498 

GBEQ1510 GenBank Acc | BM781163 | Ver | BM781163 . 1 

GI: 19129395 |MLNl_5_D09.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 58 : Stop : 596 

GBEQ1511 GenBank Acc | BM781162 | Ver | BM781162 . 1 

GI : 19129394 | MLN1_5_D08 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 642 
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GBEQ1512 GenBank Acc I BM781155 I Ver | BM781155 . 1 

GI : 19129387 |MLNl_5_E04.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 12 : Stop: 553 

GBEQ1513 GenBank Acc|BM781154 | Ver | BM781154. 1 

GI: 1912938 6 |MLNl__5JE03.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 21 : Stop : 562 

GBEQ1514 GenBank Acc | BM781150 | Ver | BM78 1150 . 1 

GI: 19129382 |MLNl_5_F01.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 392 

GBEQ1 5 1 5 GenBan k Acc | BM7 81148 1 Ver | BM7 8 1 1 4 8 . 1 

GI: 19129380 | MLN1__5 JE10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 641 

GBEQ1516 GenBank Acc | BM781147 | Ver | BM781147 . 1 

GI: 19129379 | MLN1_5_E0 9 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 8 : Stop: 64 6 

GBEQ1 5 1 7 GenBank Acc | BM7 8 1 1 4 1 1 Ver | BM7 81141.1 

GI: 19129373 | MLN1_4__A02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 111 : Stop : 4 94 

GBEQ1 518 GenBank Acc | BM7 8 1 13 6 | Ver | BM7 81136.1 

GI : 19129368 | MLNl_4__A12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 134 : Stop : 538 

GBEQ1519 GenBank Acc | BM781128 | Ver | BM781128 . 1 

GI: 1912 9360 |MLN1_4_B12 . gl_A005 Mesenteric lymph ■ node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 43 : Stop : 636 

GBEQ1520 GenBank Acc | BM781125 | Ver | BM781125 . 1 

GI: 19129357 | MLN1_4_C03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 578 

GBEQ1521 GenBank Acc | BM781124 | Ver | BM781124 . 1 

GI : 1912 9356 | MLN1_4_C01 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 61 : Stop: 574 

GBEQ1522 GenBank Acc | BM781123 | Ver | BM781123 . 1 

GI : 19129355 |MLNl_4_C08.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 11 : Stop: 639 

GBEQ1523 GenBank Acc | BM7 81120 | Ver | BM781120 . 1 

GI : 19129352 | MLN1_4_C12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 28 : Stop: 663 
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GBEQ1524 GenBank Acc | BM781118 | Ver | BM7 81118 . 1 

GI : 19129350 |MLNl_4_C09.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 647 

GBEQ1525 GenBank Acc | BM7 81115 | Ver | BM7 81115 . 1 

GI : 19129347 | MLN1_4_D09 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 112 : Stop : 608 

GBEQ1526 GenBank Acc 1 BM781110 | Ver | BM781110 . 1 

GI : 19129342 |MLNl_4_D12.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 660 

GBEQ1527 GenBank Acc | BM781104 | Ver | BM781104 . 1 

GI: 19129336 | MLN1_4_F03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 93 : Stop : 610 

GBEQ1 52 8 GenBank Acc | BM7 8 1 0 9 9 | Ver I BM7 81099.1 

GI: 19129331 | MLN1_4_E10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA T mRNA sequence .: Start : 1 : Stop: 637 

GBEQ1 52 9 GenBank Acc | BM7 8 1 0 9 8 I Ver | BM7 81098.1 

GI: 19129330 | MLN1_4_E0 9 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 9 : Stop: 650 

GBEQ1530 GenBank Acc | BM781081 1 Ver | BM781081 . 1 

GI: 19129313 | MLN1_4_H03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 50 : Stop : 535 

GBEQ1531 GenBank Acc | BM781077 | Ver | BM781077 . 1 

GI: 19129309 |MLNl_4_G10.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 668 

GBEQ1532 GenBank Acc | BM781075 | Ver | BM781075 . 1 

GI : 19129307 | MLNl__4__H04.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop: 583 

GBEQ1533 GenBank Acc|BM781073 | Ver | BM781073 . 1 

GI: 19129305 |MLN1_4_H0 8 .gl_A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop: 122 

GBEQ1534 GenBank Acc | BM781064 | Ver | BM781064 . 1 

GI: 19129296 | MLN1_3_F07 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA f mRNA sequence. : Start : 59 : Stop : 279 

GBEQ1535 GenBank Acc | BM781051 | Ver | BM781051 . 1 

GI : 19129283 | MLN1__3__H10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 658 
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GBEQ1536 GenBank Acc | BM781050 | Ver | BM781050 . 1 

GI: 19129282 | MLN1_3_H0 8 . gl_A0 0 5 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 664 

GBEQ1 5 3 7 GenBank Acc | BM7 8 1 0 4 5 | Ve r | BM7 81045.1 

GI.: 1912 9277 | MLN1__3_A03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence . : Start : 12 : Stop : 593 

GBEQ1538 GenBank Acc | BM781043 | Ver | BM781043 . 1 

GI: 19129275 | MLN1__3_A0 9 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 665 

GBEQ1 539 GenBank Acc j BM7 8 1 0 4 2 | Ve r | BM7 81042.1 

GI: 19129274 | MLN1_3__A07 .gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 650 

GBEQ1540 GenBank Acc | BM781030 | Ver | BM781030 . 1 

•GI: 19129262 | MLN1_3_B12 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 2 9 : Stop : 657 

GBEQ1541 GenBank Acc | BM781029 | Ver | BM781029 . 1 

GI: 1912 9261 | MLN1_3__B11. gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 82 : Stop : 645 

GBEQ1542 GenBank Acc | BM781028 | Ver | BM781028 . 1 

GI : 19129260 | MLN1_3__B10 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence Start : 2 : Stop : 655 

GBEQ1543 GenBank Acc|BM781027 | Ver | BM781027 . 1 

GI.: 19129259 1 MLNl__3_B09.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 630 

GBEQ1544 GenBank Acc | BM781023 | Ver | BM7 81023 . 1 

GI: 19129255 |MLN1__3_C08 .gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop: 643 

GBEQ154 5 GenBank Acc | BM781021 I Ver I BM781021 . 1 

GI: 19129253 | MLN1_3_C06 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 20 : Stop : 654 

GBEQ154 6 GenBank Acc | BM7 81019 | Ver | BM781019 . 1 

GI: 19129251 | MLN1_3_C04 .gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 80 : Stop : 592 

GBEQ1547 GenBank Acc | BM781018 | Ver | BM781018 . 1 

GI: 19129250 | MLN1_3__C11 . gl_A0 05 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 64 : Stop : 671 
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GBEQ1548 GenBank Acc | BM781017 | Ver | BM781017 . 1 

GI: 19129249 |MLNl_3_D06.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 9 : Stop : 658 

GBEQ1 549 GenBank Acc | BM7 8 1 0 1 6 | Ve r | BM7 81016.1 

GI:19129248 | MLN1_3_D05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 32 : Stop : 671 

GBEQ1550 GenBank Acc | BM781010 | Ver | BM781010 . 1 

GI: 19129242 |MLNl_3_D12.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 8 : Stop : 656 

GBEQ1551 GenBank Acc | BM780999 | Ver | BM780999 . 1 

GI: 19129231 |MLN1_2_B02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence . : Start : 66 : Stop : 658 

GBEQ1 5 5 2 GenBank Acc | BM7 8 0 9 9 3 1 Ver | BM7 8 0993,1 

.GI: 19129225 |MLN1_2_B04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 53 : Stop : 598 

GBEQ1553 GenBank Acc | BM780975 | Ver | BM780 975 . 1 

GI: 19129207 |MLN1_2_D09 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 11 : Stop: 609 

GBEQ1 5 5 4 GenBank Acc | BM7 80973] Ver ! BM7 8 0 9 7 3 . 1 

GI : 19129205 | MLN1_2__E09 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 8 : Stop : 650 

GBEQ1 5 5 5 GenBank Acc | BM7 8 09721 Ver | BM7 80972.1 

GI : 19129204 | MLN1_2_E08 .gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 25 : Stop : 565 

GBEQ1556 GenBank Acc | BM780967 | Ver | BM780967 . 1 

GI : 19129199 | MLNl_2 i _E02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop r471 

GBEQ1557 GenBank Acc | BM780965 | Ver | BM780965 . 1 

GI: 19129197 |MLNl_2_F03.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 14 : Stop : 138 

GBEQ1 5 5 8 GenBank Acc | BM7 80964) Ver | BM7 80964.1 

GI : 19129196 |MLNl_2_F01.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 49 : Stop: 647 

GBEQ1 5 5 9 GenBank Acc | BM7 8 0 9 5 9 | Ver | BM7 80959.1 

GI : 19129191 |MLN1_2_G09 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence. : Start : 8 : Stop: 592 
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GBEQ15 60 GenBank Acc | BM7 8 0957 | Ver | BM7 80957 . 1 

GI: 1912918 9 |MLNl_2_G05.gl_A005 Mesenteric lymph node (MLN1) 

caballus cDNA , mRNA sequence .: Start : 137 : Stop : 277 



Equus 



GBEQ1 5 6 1 GenBank Acc f BM7 8 0 9 4 8 | Ver 1 BM7 80948.1 

GI: 19129180 |MLNl_2_Hll.gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence . : Start : 190 : Stop : 594 



(MLN1) Equus 



GBEQ15 62 GenBank Acc | BM7 8 0 934 | Ver | BM7 8 0 934 . 1 

GI:19129166| MLN1__1_B04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence Start : 14 : Stop : 423 



GBEQ15 63 GenBank Acc | BM7 8 09261 Ver | BM7 80926.1 

GI: 19129158 |MLNl_l_C03.gl__A005 Mesenteric lymph node (MLN1) 

caballus cDNA , mRNA sequence .: Start : 18 : Stop: 50 6 



Equus 



GBEQ1564 GenBank Acc | BM780925 I Ver | BM780925 . 1 

GI: 19129157 | MLN1_1_C10 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 9 : Stop : 398 



GBEQ15 65- GenBank Acc | BM7 8 0923 I Ver | BM7 80 923 . 1 

GI: 19129155 | MLNl_l_C07.gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 75 : Stop : 485 



(MLNl) Equus 



GBEQ15 66 GenBank Acc | BM7 8 0916 | Ver | BM7 8 0916 .1 

GI: 19129148 | MLN1_1_D02 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 40 : Stop : 442 

GBEQ1 5 67 GenBank Acc | BM7 8 0 9 0 6 | Ver | BM7 80906.1 

GI: 19129138 | MLN1_1_E06 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 55 : Stop: 496 



GBEQ1 5 68 GenBank Acc | BM7 8 08951 Ver | BM7 80895.1 

GI : 19129127 | MLN1_1_F07 . gl__A005 Mesenteric lymph node (MLNl) 

caballus cDNA , mRNA sequence .: Start : 2 : Stop : 442 



Equus 



GBEQ1 569 GenBank Acc | BM7 8 0 8 92 | Ver | BM7 8 08 92.1 

GI: 19129124 | MLN1_1_G04 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 31 : Stop : 4 64 



GBEQ1 5 7 0 GenBank Acc | BM7 8 0 8 8 7 | Ver | BM7 808 87.1 

GI: 19129119 | MLN1_JL_G08 . gl__A005 Mesenteric lymph node (MLNl) 

caballus cDNA , mRNA sequence .: Start : 9 : Stop: 414 



Equus 



GBEQ1 5 7 1 GenBank Acc | BM7 8 0 8 7 8 | Ver | BM7 8 0878.1 

GI: 19129110 | MLN1_1_H09 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 9 : Stop: 407 
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GBEQ1572 GenBank Acc I BM780870 | Ver | BM780870. 1 

GI : 19129102 | APL1__9__E09 . gl_A0 05 Liver (APL1) Equus 

mRNA sequence .: Start : 1 : Stop: 555 

GBEQ1 57 3 GenBank Acc ) BM7 80869 I Ver | BM7 808 69.1 
GI: 19129101 ) APL1_9_F04 . gl_A005 Liver (APLl) Equus 
mRNA sequence. : Start: 35: Stop: 586 

GBEQ1 5 7 4 GenBank Acc I BM7 8 0 8 65 | Ver | BM7 8 08 65.1 
GI: 19129097 | APL1__9__E12 . gl_A005 Liver (APL1) Equus 
mRNA sequence .: Start : 1 : Stop: 456 

GBEQ1 57 5 GenBank Acc | BM7 8 08 621 Ver | BM7 80862.1 
GI: 19129094 | APLl_9_F06.gl_A005 Liver (APL1) Equus 
mRNA sequence. : Start: 5: Stop: 589. 

GBEQ1576 GenBank Acc | BM780858 | Ver | BM780858 . 1 

GI : 19129090 | APL1_9__F10 . gl__A005 Liver (APLl) Equus 

mRNA sequence. : Start: 1: Stop: 422 

GBEQ1 5 7 7 GenBank Acc ! BM7 8 0 8 5 2 | Ver ) BM7 80852.1 
GI:19129084 |APLl_9_G10.gl_A005 Liver (APLl) Equus 
mRNA sequence. : Start : 5 : Stop: 647 

GBEQ1 5 7 8 GenBank Acc | BM7 8 0 8 4 8 j Ver | BM7 8 0848.1 

GI : 19129080 |APLl_9__G06.gl_A005 Liver (APLl) Equus 

mRNA sequence .: Start : 11 : Stop: 603. 

GBEQ1 5 7 9 GenBank Acc | BM7 8 0 8 4 7 | Ver | BM7 808 47.1 
GI:19129079| APL1_9_G0 5 . gl_A0 0 5 Live r ( APL 1 ) Equus 
mRNA sequence. : Start: 10: Stop: 650 

GBEQ158 0 GenBank Acc | BM7 8 0 8 4 4 | Ver | BM7 8084 4.1 

GI : 19129076 | APL1_9_H08 .gl_A005 Liver (APLl) Equus 

mRNA sequence. : Start: 11: Stop: 628 

GBEQ1 581 GenBank Acc | BM7 8 0 8 3 9 | Ver | BM7 80839.1 
GI: 19129071 |APLl_9_H03.gl_A005 Liver (APLl) Equus 
mRNA sequence .: Start : 1 : Stop: 241 

GBEQ1582 GenBank Acc I BM780834 | Ver | BM780834 . 1 
GI: 19129066 | APLl_9_Hll.gl_A005 Liver (APLl) Equus 
mRNA sequence. : St art :2: Stop: 643 

GBEQ1 583 GenBank Acc | BM7 8 0 8 3 0 | Ve r I BM7 80830.1 
GI:191290 62| APL1__9_A0 7 . gl_A0 0 5 Liver ( APLl ) Equus 
mRNA sequence. : Start: 29: Stop: 645 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA f 



caballus cDNA, 



caballus cDNA f 
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GBEQ1584 GenBank Acc | BM780827 | Ver | BM780827 . 1 

GI: 19129059 1 APL1_9_A05 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 281 

GBEQ1585 GenBank Acc | BM780825 | Ver | BM780825 . 1 

GI: 19129057 | APL1_9_B01 . gl__A0Q5 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 4 : Stop: 515 

GBEQ1586 GenBank AcclBM780824 | Ver | BM780824 . 1 

GI: 19129056 |APLl_9_A12.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 294 

GBEQ1587 GenBank Acc | BM780817 | Ver | BM780817 . 1 

GI: 19129049 | APL1_9J305 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start :1: Stop: 353 

GBEQ1.5 8 8 GenBank Acc | BM7 8 0 8 0 8 I Ver | BM7 8 0808.1 

GI: 19129040 | APL1_9_C04 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 42: Stop: 615 

GBEQ1 5 8 9 GenBank Acc | BM7 8 0 8 0 4 | Ver | BM7 8 0804.1 

GI: 19129036 |APLl_9_Cll.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 352 

GBEQ1590 GenBank Acc | BM780799 | Ver | BM780799. 1 

GI: 19129031 |APLl_9_C07.gl_ J A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 18 : Stop: 620 

GBEQ1591 GenBank Acc|BM780797 | Ver | BM780797 . 1 

GI: 19129029 |APLl_9_D03.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 27 : Stop: 527 

GBEQ1592 GenBank Acc | BM780793 | Ver | BM780793 . 1 

GI : 19129025 |APLl_9_D10.gi_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 3: Stop: 540 

GBEQ1593 GenBank Acc | BM780792 | Ver | BM780792 . 1 

GI: 19129024 | APLl__9_D09.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start :1: Stop: 434 

GBEQ1594 GenBank Acc | BM780791 | Ver | BM780791. 1 

GI: 19129023 1APL1_9__D0 8. gl_A0 05 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 44 : Stop: 633 

GBEQ1 595 GenBank Acc | BM7 80787 1 Ver | BM7 8 0787.1 

GI: 19129019 | APL1_9_E02 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence . : Start : 2 : Stop: 465 
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GBEQ1 5 9 6 GenBank Acc | BM7 8 0 7 8 6 | Ve r | BM7 8078 6.1 
GI: 19129018 |APLl_9_Dll.gl_A005 Liver (APL1) Equus 
mRNA sequence .: Start : 11 : Stop : 643 

GBEQ1597 GenBank Acc | BM7 8 07 7 9 | Ver | BM7 8 0779.1 

GI : 19129011 | APL1_8_A08 . gl_A0 05 Liver (APLl) Equus 

mRNA sequence. : Start: 1: Stop: 635 

GBEQ1 5 9 8 GenBank Acc | BM7 8 0 7 7 6 | Ver | BM7 8077 6.1 
GI: 19129008 1 APL1_8_A06 . gl__A005 Liver (APLl) Equus 
mRNA sequence .: Start : 1 : Stop : 4 34 

GBEQ1599 GenBank Acc | BM7 8 07 68 | Ver | BM78 07 68 . 1 
GI: 19129000 | APL1_8 J305 . gl_A005 Liver (APLl) Equus 
mRNA sequence. :. Start : 41 : Stop : 619 

GBEQ1 60 0 GenBank Acc | BM7 807661 Ver | BM7 80766.1 

GI : 19128998 |APLl_8_B08.gl_A005 Liver (APLl) Equus 

mRNA sequence .: Start : 1 : Stop: 167 

GBEQ1601 GenBank Acc | BM780756 | Ver | BM780756 . 1 
GI: 19128 98 8 | APL1_8_C08 . gl_A005 Liver (APLl) Equus 
mRNA sequence. : Start: 1: Stop: 630 

GBEQ1602 GenBank Acc | BM7 80752 | Ver | BM780752 . 1 
GI: 19128984 | APL1_8_C12 . gl_A005 Liver (APLl) Equus 
mRNA sequence. : Start : 170 : Stop: 434 

GBEQ1 603 GenBank Acc | BM7 8 0 7 4 9 | Ve r | BM7 8074 9.1 
GI: 19128981 | APL1_8JD01. gl_A005 Liver (APLl) Equus 
mRNA sequence. : Start :7: Stop: 548 

GBEQ1 604 GenBank Acc | BM7 8 0 7 4 6 | Ver | BM7 8074 6.1 
GI: 19128978 |APLl_8_D09.gl_A005 Liver (APLl) Equus 
mRNA sequence .: Start : 4 : Stop: 636 

GBEQ1 60 5 GenBank Acc | BM7 8 0 7 4 4 | Ver | BM7 8 0744.1 
GI: 19128976 |APLl_8_D07.gl_A005 Liver (APLl) Equus 
mRNA sequence. : Start :7:Stop: 635 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



caballus cDNA, 



, GBEQ1606 GenBank Acc | BM780743 | Ver | BM780743 . 1 
GI : 19128975 | APL1_8J303 . gl__A005 Liver (APLl) Equus 
mRNA sequence. : Start : 27 : Stop: 587 

GBEQ1 60 7 GenBank Acc | BM7 8 0 7 4 2 | Ver | BM7 8 0742.1 

GI : 19128 974 | APL1_8_D11 . gl_AQ05 Liver (APLl) Equus 

mRNA sequence .: Start : 1 : Stop : 642 



caballus cDNA, 



caballus cDNA, 
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GBEQ1 608 GenBank Acc | BM7 8 0 7 4 1 | Ver | BM7 80741.1 

GI: 19128973 | APLl_8_E02.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 26: Stop: 437 

GBEQ1609 GenBank Acc | BM780730 | Ver | BM780730 . 1 

GI: 19128 962 | APL1_8_F06 . gl_A0 05 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1: Stop: 533 

GBEQ1 610 GenBank Acc I BM7 80729 | Ver | BM7 8072 9.1 

GI : 19128961 1 APL1_8_F02 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 60 : Stop: 642 

GBEQ1611 GenBank Acc | BM780722 | Ver | BM780722 . 1 

GI : 19128954 I APL1___8_F08 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 62 6 

GBEQ1612 GenBank Acc | BM780712 | Ver | BM7 80712 . 1 

GI : 19128944 | APL1_8_G07 . gl_A005 Liver (APL1.) Equus caballus cDNA, 
mRNA sequence. : St art: 1: St op: 314 

GBEQ1 613 GenBank Acc | BM7 8 0709 1 Ver | BM7 80709.1 

GI: 19128941 | APL1_8_H02 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 500 

GBEQ1614 GenBank Acc | BM780708 | Ver | BM780708 . 1 

GI: 19128 940 |APLl_8__H01.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 477 

GBEQ1615 GenBank Acc | BM780704 | Ver | BM7 807 04 . 1 

GI:19128 93 6|APLl_8_H07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 4 :Stop: 560 

GBEQ1616 GenBank Acc | BM780703 | Ver | BM780703 . 1 

GI: 19128935 |APLl_8_H06.gl_A005 Liver (APL1) Equus caballus cDNA, 
rriRNA sequence .: Start : 1 : Stop: 452 

GBEQ1617 GenBank Acc | BM780699 | Ver | BM780699. 1 

GI : 19128931 1 APL1_8_H10 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 6: Stop: 629 

GBEQ1 618 GenBank Acc | BM7 8 0 6 8 4 | Ver | BM7 80 684.1 

GI : 19128916 |APLl_6_B03.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 10 : Stop: 557 

GBEQ1619 GenBank Acc | BM780672 | Ver | BM780 672 . 1 

GI:19128904 |APLl_6_C06.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 9 : Stop: 625 
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GBEQ1 62 0 GenBank Acc | BM7 8 0 67 1 1 Ver | BM7 80 671.1 

GI: 19128 903 |APL1_6_C10 .gl_A0 05 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 34 : Stop: 534 

GBEQ1 621 GenBank Acc | BM7 8 0 6 6 3 | Ver | BM7 8 0 663.1 

GI: 19128895 ) APL1_6_C12 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 11 : Stop: 623 

GBEQ1 62 2 GenBank Acc | BM7 8 0 6 6 1 | Ver I BM7 8 0661.1 

GI: 19128 8 93 1 APL1_6__D0 8 .gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 9: Stop: 471 

GBEQ1 62 3 GenBank Acc | BM7 8 0 6 5 8 I Ver | BM7 8 0 658.1 

GI: 19128 8 90 | APL1_6JD09 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence . : Start : 5 : Stop : 625 

GBEQ1624 GenBank Acc | BM780650 | Ver | BM780650 . 1 

GI: 19128882 | APL1__6_E10 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1: Stop: 626 

•GBEQ1625 GenBank Acc | BM78064 9 | Ver | BM78 064 9 . 1 

GI: 191288 81 | APL1_6_E09 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 7 :Stop: 638 

GBEQ1 62 6 GenBank Acc | BM7 806481 Ver | BM7 80648.1 

GI: 19128880 |APL1_6__E08 .gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 3 : Stop: 57 9 

GBEQ1 62 7 GenBank Acc | BM7 8 0 63 6 | Ver | BM7 80636.1 

GI: 191288 68 | APL1_6__F12 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence . : Start : 2 : Stop : 642 

GBEQ1628 GenBank Acc.| BM780634 | Ver | BM780634 . 1 

GI: 19128866 | APL1_6_F10 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 22: Stop: 640 

GBEQ1629 GenBank Acc | BM780631 |Ver | BM78 0631 . 1 

GI: 191288 63 | APLl_6_G05.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 2: Stop: 615 

GBEQ1 63 0 GenBank Acc | BM7 8 0 62 8 I Ver | BM7 8 0628.1 

GI : 191288 60 |APLl_6_G07.gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. :Start: 92:Stop:225 

GBEQ1 63 1 GenBank Acc | BM7 8 0 6 1 1 1 Ver | BM7 80611.1 

GI : 19128843 | APL1_6__H11 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 555 
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GBEQ1632 GenBank Acc | BM780602 ) Ver | BM7 80 602 . 1 

GI: 19128834 |APLl__4_B09.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 655 

GBEQ1633 GenBank Acc I BM780597 | Ver | BM780597 . 1 

GI: 19128 829 |APLl_4__B04.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence . : Start : 52 : Stop : 622 

GBEQ1 634 GenBank Acc I BM7 8 0 5 9 3 | Ve r i BM7 80593.1 

GI: 19128825 |APLl_4__C05.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 531 

GBEQ1635 GenBank Acc | BM780592 | Ver | BM780592 . 1 

GI: 19128 824 ]APL1_4__C0 4. gl_A0 05 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 91: Stop: 666 

GBEQ1 63 6 GenBank Acc | BM7 8 0 5 8 8 | Ve r I BM7 8 0 5 8 8 . 1 

GI: 19128820 |APLl_4_Bl2.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence . : Start : 8 : Stop : 655 

GBEQ1 637 GenBank Acc | BM7 8 0 5 8 5 | Ver | BM7 8 0585.1 

GI : 19128817 | APL1_4 JD03 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 45 : Stop: 556 

GBEQ1 638 GenBank Acc | BM7 8 0 5 8 3 [ Ver | BM7 80583.1 

GI: 19128815 |APLl_4_D01.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 2: Stop: 514 

GBEQ1 639 GenBank Acc | BM7 8 0 5 8 2 | Ver | BM7 8 0582.1 

GI: 19128814 | APL1_4_C12 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence . : Start : 4 : Stop : 644 

GBEQ1 64 0 GenBank Acc|BM7 80580|Ver|BM780580.1 

GI: 19128812 I APL1_4_C10 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 24: Stop: 601 

GBEQ1 641 GenBank Acc | BMl 8 0 57 5 | Ver | BM7 8 0575.1 

GI -.19128807 I APLl_4_D10.gl_A005 Liver (APLl) . Equus caballus cDNA, 
mRNA sequence. :Start: 13: Stop: 629 

GBEQ1642 GenBank Acc | BM780574 | Ver | BM780574 . 1 

GI: 19128806 |APLl_4_D09.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 39: Stop: 585 

GBEQ1643 GenBank Acc | BM780573 | Ver | BM780573 . 1 

GI: 191288 05 1 APLl_4_D08 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 2: Stop: 605 



299 



WO 2005/067649 



PCT/US2005/000517 



GBEQ1644 GenBank Acc | BM780572 | Ver | BM780572 . 1 

GI : 19128804 | APL1_4_E>07 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 20: Stop: 629 

GBEQ1645 GenBank Acc | BM780570 | Ver | BM780570 . 1 

GI: 19128802 |APLl_4_D05.gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 28 : Stop: 632 

GBEQ1646 GenBank Acc|BM780568 | Ver | BM780568 . 1 

GI : 19128800 |APLl_4__E08.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 5 : Stop: 608 

GBEQ1 64 7 GenBank Acc | BM7 8 0567 1 Ver | BM7 8 05 67.1 

GI: 19128799 | APLl_4_E07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 27 : Stop: 654 

GBEQ1648 GenBank Acc | BM780566 | Ver | BM780566. 1 

GI: 19128798 | APL1__4__E06 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 9 : Stop: 555 

GBEQ1649 GenBank Acc | BM780565 | Ver | BM780565 . 1 

GI : 19128797 I APL1_4_E04 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 4 62 

GBEQ1 65 0 GenBank Acc | BM7 8 0 5 6 1 1 Ver I BM7 80561.1 

GI : 19128793 |APLl__4_F03.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 68 : Stop: 541 

GBEQ1651 GenBank Acc | BM78 0560 | Ver | BM780560 . 1 

GI: 19128792 |APLl_4__F02.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 62: Stop: 647 

GBEQ1652 GenBank Acc | BM780552 | Ver | BM780552 . 1 

GI: 19128784 |APLl_4__F12.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 48 9 

GBEQ1653 GenBank Acc | BM780549 | Ver | BM78054 9 . 1 

GI: 19128781 | APL1__4_F0 9 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 3 : Stop: 622 

GBEQ1 65 4 GenBank Acc | BM7 8 0 5 4 8 | Ver | BM7 80548.1 

GI: 19128780 | APL1_4_F08 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 501 

GBEQ1655 GenBank Acc I BM780547 | Ver | BM780547 . 1 

GI: 19128779 | APLl_4_F07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 15: Stop: 548 



300 



WO 2005/067649 



PCT/US2005/000517 



GBEQ1 656 GenBank Acc | BM7 8 0 5 4 6 | Ver | BM7 8054 6.1 

GI: 19128778 [ APL1_4_G03 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 4: Stop: 468 

GBEQ1657 GenBank Acc I BM780538 | Ver | BM780538 . 1 

GI: 19128770 |APLl__4_H07.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 413 

GBEQ 1658 GenBan k Acc I BM7 80533 | Ver | BM780533 . 1 

GI : 191287 65 I APL1_4__H02 . gl__A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 74: Stop: 589 

GBEQ1659 GenBank Acc | BM7 80519 | Ver I BM780519 . 1 

GI : 19128751 | APL1_3_A07 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 8: Stop: 623 

GBEQ1 660 GenBank Acc | BM7 8 0 5 1 8 | Ver | BM7 80518.1 

GI:19128750| APL1_3_A0 6 . gl_A0 0 5 Liver (APLl ) Equus cabal lus cDNA, 
mRNA sequence. : Start: 46: Stop: 621 

GBEQ1661 GenBank Acc | BM7 80513 | Ver | BM780513 . 1 

GI: 19128745 |APLl_3_B04.gl__A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 4: Stop: 522 

. GBEQ1662 GenBank Acc | BM780511 | Ver | BM780511 . 1 
GI: 19128743 |APLl_3_B02.gl_A00 5 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 441 

GBEQ1 663 GenBank Acc | BM7 8 0 4 9 5 | Ver | BM7 804 95.1 

GI : 19128727 |APLl_3_C05.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 2: Stop: 548 

GBEQ1 664 GenBank Acc | BM7 8 0 4 7 5 I Ve r | BM7 8 0475.1 

GI: 19128722 1 APLl_3_D03.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 101 : Stop: 620 

GBEQ 1665 GenBank Acc | BM7 8 0 4 6 9 | Ver | BM7 804 69.1 

GI : 19128716 I APL1_3_E01 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 60: Stop: 540 

GBEQ1 666 GenBank Acc | BM7 804 66 1 Ver | BM7 804 66.1 

GI : 19128713 |APLl_3JD10.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 71: Stop: 662 

GBEQ1 667 GenBank Acc | BM7 8 0 4 9 3 | Ver | BM7 8 0 4 93 . 1 

GI: 19128710 | APLl__3_Ell.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 2 : Stop : 616 
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GBEQ1 668 GenBank Acc | BM7 8 0 4 92 | Ver | BM7 804 92.1 

GI: 19128709 i APL1_3__E0 9.. gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 73 : Stop : 642 

GBEQ1 669 GenBank Acc | BM7 8 0 4 9 1 1 Ver | BM7 804 91.1 

GI: 19128708 | APL1_3_E08 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 9 : Stop: 597 

GBEQ1 67 0 GenBank Acc | BM7 8 0 4 8 7 | Ver | BM7 8 04 8 7.1 

GI: 19128704 |APLl_3_E12.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 79: Stop: 67 6 

GBEQ1 671 GenBank Acc | BM7 8 0 4 8 5 | Ver | BM7 80485.1 

GI: 19128 702 | APL1_3_F0 6 . gl_A0 0 5 Liver .(APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 10: Stop: 672 

GBEQ1672 GenBank Acc | BM780483 | Ver | BM7 80483 . 1 

GI: 19128700 | APL1_3_F04 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 37 : Stop: 447 

GBEQ1 67 3 GenBank Acc | BM7 804 8 0 1 Ver | BM7 804 80.1 

GI: 19128697 |APLl_3_F01.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 39: Stop: 613 

GBEQ1674 GenBank Acc | BM7804 63 | Ver | BM7804 63 . 1 

GI:19128695 | APL1_3_G03 .gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 6: Stop: 58 9 

GBEQ1 675 GenBank Acc | BM7 8 0 4 62 | Ver | BM7 804 62.1 

GI: 19128694 | APLl_3_G02.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 35: Stop: 583 

GBEQ1 67 6 GenBank Acc | BM7 804 61] Ver | BM7 804 61.1 

GI: 19128 693 | APLl_3_G01.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 29: Stop: 617 

GBEQ1 677 GenBank Acc | BM7 8 0 4 5 9 | Ver | BM7 80459.1 

GI: 19128 691 1 APL1_3_F11 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 81: Stop: 673 

GBEQ1 67 8 GenBank Acc i BM7 8 0 4 5 5 | Ver | BM7 804 55.1 

GI: 19128687 | APLl_3_Gll.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start :2: Stop: 653 

GBEQ1 67 9 GenBan k Acc | BM7 8 0 4 4 9 | Ver | BM7 80449.1 

GI: 19128681 |APLl__3_G05.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 142 : Stop : 658 
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GBEQ1 6 8 0 GenBank Acc | BM7 80 44 8] Ver | BM7 80448.1 

GI: 19128680 |APLl_3_H07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 10 : Stop: 64 3 

GBEQ1 68 1 GenBank Acc | BM7 8 044 7 1 Ver | BM7 804 47.1 

GI: 1912 8 67 9 |APL1_3___H0 6. gl_A00 5 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 3 : Stop: 653 

GBEQ1 6 8 2 GenBank Acc | BM7 8 0 4 4 4 | Ver | BM7 80444.1 

GI: 19128676 | APL1_3_H03 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 29 : Stop: 530 

GBEQ1683 GenBank Acc | BM780440 I Ver | BM780440 . 1 

GI : 19128672 |APLl_3_Hll.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 16: Stop: 670 

GBEQ1 684 GenBank Acc | BM7 8 0 4 3 9 | Ver | BM7 80439.1 

GI: 19128671 |APLl_3_H10.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 2 : Stop : 515 

GBEQ1 68 5 GenBank Acc | BM7 80438 1 Ver | BM7'8 0438.1 

GI: 19128 670 |APLl_3_H09.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 450 

GBEQ1 68 6 GenBank Acc | BM7 8 0 4 3 5 | Ver | BM7 80435.1 

GI: 19128667 |APLl_2_A04.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 1 : Stop: 447 

GBEQ1 687 GenBank Acc I BM7 8 0 4 3 4 | Ver | BM7 80434.1 

GI: 19128 666 |APL1__2_A0 3 .gl_A00 5 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 27: Stop: 641 

GBEQ1 6 8 8 GenBank Acc | BM7 8 0 4 3 2 I Ver | BM7 80432.1 

GI: 19128664 |APLl_2_A01.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 79: Stop: 544 

GBEQ1 689 GenBank Acc | BM7 8 0 4 2 6 | Ver | BM7 8042 6.1 

GI: 19128 658 |APL1_2_A10 .gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 6: Stop: 614 

GBEQ1 690 GenBank Acc | BM7 8 0 4 2 4 | Ver | BM7 80424.1 

GI: 19128656 |APLl_2_A08.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 44 : Stop: 704 

GBEQ1 691 GenBank Acc | BM7 8 0 4 2 1 1 Ver | BM7 8 0421.1 

GI: 19128 653 | APL1_2_B0 9. gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 87: Stop: 662 



303 



WO 2005/067649 



PCT/US2005/000517 



GBEQ1 692 GenBank Acc | BM7 8 0 4 1 6 | Ver | BM7 8 0416.1 

GI : 19128648 |APLl_2__C05.gl_A005 Liver (APL1) Equus caballus cDNA, * 
mRNA sequence. : Start : 161 : Stop : 4 91 

GBEQ1693 GenBank Acc | BM780412 | Ver | BM7 8 0412 . 1 

GI: 19128 644 | APL1_2_C01 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence Start : 1 : Stop : 205 

GBEQ1694 GenBank Acc ] BM780407 | Ver | BM780407 . 1 

GI : 19128639 | APL1_2_C11 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 29: Stop: 627 

GBEQ1695 GenBank Acc | BM780404 | Ver ] BM78 04 04 . 1 

GI: 19128636 |APLl_2J303.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 86: Stop: 583 

GBEQ1696 GenBank Acc | BM780398 | Ver | BM780398 . 1 

GI: 19128 630 |APL1_2__D04 .gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 78 : Stop: 420 

GBEQ1697 GenBank Acc | BM780397 | Ver | BM780397 . 1 

GI : 19128 629 | APL1_2_D11 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 8 : Stop: 620 

GBEQ1 698 GenBank Acc | BM7 8 0 3 8 9 [ Ve r | BM7 80389.1 

GI : 19128 621 |APLl_2_F02.gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 57 : Stop: 346 

GBEQ1699 GenBank Acc | BM780387 | Ver | BM7 80387 . 1 

GI: 191286191 APL1_2JE12 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 4 : Stop: 67 4 

GBEQ1700 GenBank Acc | BM780384 | Ver | BM780384 . 1 

GI: 19128616 |APLl_2_E09.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 334 

GBEQ1701 GenBank Acc t BM780383 | Ver | BM780383 . 1 

GI : 19128 615 | APL1_2_E08 .gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 132: Stop: 645 

GBEQ1702 GenBank Acc i BM780372 | Ver | BM780372 . 1 

GI : 19128604 | APLl_2_G02.gl_A005 Liver (APLI) Equus caballus cDNA, 
mRNA sequence . : Start : 5 : Stop: 581 

GBEQ1703 GenBank Acc | BM780371 1 Ver | BM7 80371 . 1 

GI: 19128603 |APLl_2_G01.gl__A005 Liver (APLI) Equus caballus cDNA, 
mRNA sequence. : Start : 48 : Stop: 424 
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GBEQ1704 GenBank Acc | BM780368 | Ver | BM7 8 0368 . 1 

GI : 19128 600 | APL1_2__H02 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 1 : Stop: 4 60 

GBEQ1705 GenBank Acc | BM780367 | Ver | BM780367 . 1 

GI: 19128599 1 APL1__2_H01 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 7 : Stop: 470 

GBEQ1706 GenBank Acc | BM780358 | Ver | BM780358 . 1 

GI: 19128590 |APLl_2_H08.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop : 511 

GBEQ17 07 GenBank Acc | BM78 0353 | Ver | BM7 8 0353 . 1 

GI: 19128585 |APLl_2_Hll.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 2: Stop: 663 

GBEQ1708 GenBank Acc I BM780352 | Ver | BM780352 . 1 

GI: 19128584 | APLl_2_H12.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 38 : Stop: 651 

GBEQ1 7 0 9 GenBank Acc | BM7 8034 91 Ver | BM7 8 034 9.1 

GI: 19128581 | APL1_1_B08 .gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence . : Start : 1 : Stop: 661 

GBEQ1 710 GenBank Acc | BM7 8 0 3 4 8 | Ver | BM7 80348.1 

GI: 19128580 |APLl_l_B07.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 59 : Stop: 54 6 

GBEQ1711 GenBank Acc | BM780346 | Ver | BM780346 . 1 

GI: 19128578 | APL1JLJ305 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 3 68 

GBEQ1712 GenBank Acc | BM78 0344 | Ver | BM780344 . 1 

.GI: 1912857 6 | APLl JLJB03.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : St art: 1: Stop: 171 

GBEQ1713 GenBank Acc | BM780342 | Ver | BM780342 . 1 

GI: 19128574 | APLl__l_B01.gl_A005 Liver (APLl) Equus caballus .cDNA, 
mRNA sequence .: Start : 2 : Stop: 515 

GBEQ17 1 4 GenBank Acc | BM7 8 0 3 3 6 | Ver | BM7 80336.1 

GI : 19128568 |APLl_l_A07.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 10: Stop: 669 

GBEQ1715 GenBank Acc | BM780333 | Ver | BM780333 . 1 

GI: 19128565 |APLl_l_A04-.gl_AQ05 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 84 : Stop: 321 
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GBEQ1716 GenBank Acc | BM780328 | Ver | BM780328 . 1 

GI : 1912 8 560 | APL1_1__C02 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence . : Start : 3 : Stop: 57 6 

GBEQ1717 GenBank Acc | BM780327 | Ver | BM780327 . 1 

GI: 19128 559 |APL1__1_C01 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop : 57 4 

GBEQ1718 GenBank Acc | BM780323 | Ver | BM780323 . 1 

GI : 19128555 | APL1_1_C0 8 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start :2: Stop: 58 6 

GBEQ1719 GenBank Acc | BM780316 | Ver | BM78 0316. 1 

GI: 19128548 | APL1_1_D04 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 42 6 

GBEQ172 0 GenBank Acc | BM7 8 0 3 0 6 | Ver | BM7 8030 6.1 

GI: 19128538 | APL1_1_D11 .gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 7 : Stop: 617 

GBEQ1 7 2 1 GenBank Acc | BM7 8 0 3 0 1 1 Ver | BM7 80301.1 

GI : 19128533 | APL1_1_E12 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 47 : Stop: 659 

GBEQ1722 GenBank Acc | BM7 80291 | Ver | BM780291 . 1 

GI: 19128523 | APL1__1__F07 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 89: Stop: 642 

GBEQ1723 GenBank Acc | BM780290 | Ver | BM78 0290 . 1 

GI : 19128522 | APL1_1_F0 6 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 4 : Stop: 602 

GBEQ1724 .GenBank Acc | BM78028 9 | Ver | BM78028 9 . 1 

GI: 19128521 1 APLl_JLJT05 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 4 : Stop: 565 

GBEQ1725 GenBank Acc | BM780285 | Ver | BM780285 . 1 

GI:19128517 | APL1_1_F09 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 7 : Stop: 583 

GBEQ1 72 6 GenBank Acc | BM7 8 0 2 8 4 | Ver I BM7 80284.1 

GI : 19128516 | APL1_1_G05 . gl_A005 Liver (APLl) Equus caballus cDNA,. 
mRNA sequence. : Start :7:Stop:2 66 

GBEQ1727 GenBank Acc | BM780283 | Ver | BM780283 . 1 

GI: 19128515 1 APLl_l_G04.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence .: Start : 9 : Stop: 445 
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GBEQ1728 GenBank Acc | BM780280 | Ver | BM780280 . 1 

GI: 19128512 | APL1_1JF11 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 2 : Stop: 631 

GBEQ1729 GenBank Acc | BM7 80273 | Ver I BM7 8 027 3 . 1 

GI: 19128505 |APL1_1__G08 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 426 

GBEQ1730 GenBank Acc | BM780272 | Ver | BM780272 . 1 

GI : 19128504 |APLl_l_G07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 73 : Stop: 531 

GBEQ1731 GenBank Acc | BM735616 | Ver | BM735616 . 1 

GI: 19056949 |MONOl_21__A01.gl_A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 545 

GBEQ1732 GenBank Acc | BM735613 | Ver | BM735613 . 1 

GI : 1905694 61 MONOl_21_A10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 12 : Stop : 651 

GBEQ1733 GenBank Acc | BM735612 | Ver [ BM735612 . 1 

GI: 19056945 | MONOl_21_A09.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 7 00 

GBEQ1734 GenBank Acc | BM735599 | Ver | BM735599. 1 

GI: 19056932 | M0N01_21_B11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop : 572 

GBEQ1735 GenBank Acc | BM735594 | Ver | BM735594 . 1 

GI: 19056927 | MONOl_21_C03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 9 : Stop : 565 

GBEQ1736 GenBank Acc | BM735590 | Ver | BM735590 . 1 

GI: 19056923 | MONOl_21_C0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 58 6 

GBEQ1737 GenBank Acc | BM735587 | Ver | BM735587 . 1 

GI: 1905 6920 | MONOl_21_D0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 42 6 

GBEQ1738 GenBank Acc 1 BM735584 | Ver | BM735584 . 1 

GI : 19056917 | MONOl_21_D03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 65 : Stop : 563 

GBEQ1739 GenBank Acc | BM735582 | Ver | BM735582 . 1 

GI: 19056915 | MON01_21_D01 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop : 530 
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GBEQ17 4 0 GenBank Acc | BM7 3 5 5 7 6 | Ver | BM7 35576.1 

GI: 19056909 I MON01_21_Dll . gl_A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence Start : 74 : Stop : 633 

GBEQ1741 GenBank Acc | BM735575 ] Ver | BM735575 . 1 

GI : 19056908 | MONOl__21JD10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 663 

GBEQ1 7 4 2 GenBank Acc [BM735572 | Ver | BM7 35572.1 

GI : 19056905 | MONOl_21_E10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 617 

GBEQ1743 GenBank Acc I BM735564 | Ver | BM735564 . 1 

GI : 19056897 ) MONOl_21_F05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 404 

GBEQ1744 GenBank Acc 1 BM735552 | Ver | BM735552 . 1 

GI : 19056885 |MONOl_21__G10.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 13 : Stop : 641 

GBEQ1 745 GenBank Acc | BM7 3 5 5 5 1 1 Ver I BM7 35551.1 

GI: 19056884 | MONOl_21__G09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 9 : Stop: 652 

GBEQ1746 GenBank Acc | BM7 35543 | Ver | BM735543 . 1 

GI: 19056876 | MONOl_21_H05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 74 : Stop : 665 

GBEQ1 7 4 7 GenBank Acc | BM7 3 5 5 3 6 | Ve r | BM7 35536.1 

GI : 19056869 | MONOl_21_H07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 104 : Stop : 645 

GBEQ1748 GenBank Acc | BM735534 | Ver | BM735534 . 1 

GI : 19056867 |MONOl_21_Hl0.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 512 

GBEQ17 4 9 GenBank Acc | BM7 3 5 5 3 3 | Ver | BM7 35533.1 

GI: 190568 66 |MONOl_21_H08.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 57 3 

GBEQ1750 GenBank Acc | BM735527 | Ver | BM735527 . 1 

GI: 19056860 |MONOl_19_All-gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 1 : Stop : 58 0 

GBEQ1 7 51 GenBank Acc 1 BM7 3 5 5 2 5 | Ver | BM7 35525.1 

GI: 19056858 [ MONOl_19_A09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 26 : Stop : 648 
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GBEQ1752 GenBank Acc | BM735518 | Ver | BM735518 . 1 

GI: 19056851 | MONOl_19_B0 6 . gl_A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 266 

GBEQ1753 GenBank Acc | BM735512 | Ver | BM735512 . 1 

GI : 19056845 |MONOl_19__C03.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 29 : Stop : 597 

GBEQ1754 GenBank Acc | BM735511 | Ver | BM735511 . 1 

GI : 19056844 | MONOl_19_C02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 636 

GBEQ1755 GenBank Acc I BM735508 | Ver | BM735508 . 1 

GI: 19056841 |MONOl_19_Bll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 40 : Stop : 404 

GBEQ1756 GenBank Acc|BM735504 | Ver | BM735504 . 1 

GI: 19056837 |MONOl_19_C12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 1 : Stop : 388 

GBEQ1757 GenBank Acc | BM7354 98 | Ver | BM7 354 98 . 1 

GI: 19056831 | MONOl_19_D0 9 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 43 : Stop : 636 

GBEQ1758 GenBank Acc | BM735497 | Ver | BM735497 . 1 

GI : 19056830 | MONOl_19_D08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 645 

GBEQ1 7 5 9 GenBank Acc | BM7 3 5 4 9 4 | Ver | B.M7 354 94.1 

GI: 19056827 |MONOl_19JD05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 620 

GBEQ17 60 GenBank Acc | BM7354 91 | Ver | BM7354 91 . 1 

GI : 19056824 | MONOl_19_E05 • gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 41 : Stop : 663 

GBEQ1761 GenBank Acc | BM73547 9 | Ver | BM735479 . 1 

GI: 19056812 | MONOl__19__E0 8 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 604 

GBEQ1762 GenBank Acc | BM735473 | Ver | BM735473 . 1 

GI: 19056806 | MONOl_19_F07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 62 

GBEQ1 7 63 GenBank Acc | BM7 3 5 4 7 1 1 Ver | BM7 35471.1 

GI: 19056804 | MONOl_19_F05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 28 : Stop : 645 
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GBEQ1764 GenBank Acc | BM735469 | Ver \ BM735469 . 1 

GI: 19056802 | MON01__19__Fll . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 1: Stop: 355 

GBEQ17 65 GenBank Acc | BM7354 65 | Ver | BM7354 65 . 1 

GI: 19056798 | MONOl_19_G02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 433 

GBEQ1766 GenBank Acc | BM735460 | Ver | BM735460 . 1 

GI: 19056793 | MON01_19_G12 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 96 : Stop : 237 

GBEQ17 67 GenBank Acc | BM7 3 54 5 9 | Ver | BM7 3545 9.1 

GI: 19056792 | MONOl_19_G10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 654 

GBEQ17 68 GenBank Acc | BM7354 54 | Ver | BM735454 . 1 

GI: 19056787 | MONOl_19_H09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 17 : Stop : 478 

GBEQ1769 GenBank Acc | BM735452 | Ver | BM735452 . 1 

GI: 19056785 | MONOl_19_H07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 337 

GBEQ1770 GenBank Acc | BM7354 48 | Ver | BM735448 . 1 

GI: 19056781 |MONOl_19_Hll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 43 : Stop : 653 

GBEQ1771 GenBank Acc | BM735447 | Ver | BM735447 . 1 

GI : 19056780 | MONOl_20_E04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 52 

GBEQ1772 GenBank Acc | BM735441 | Ver | BM735441 . 1 

GI: 19056774 1 MONOl_20_E05.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 121: Stop: 525 

GBEQ1773 GenBank Acc | BM735440 I Ver | BM735440 . 1 

GI: 19056773 1 MONOl_20_F07.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 255 

GBEQ1774 GenBank Acc | BM735438 I Ver | BM735438 . 1 

GI: 19056771 | MONOl_2 0_F06 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 65 

GBEQ1775 GenBank Acc | BM735432 | Ver | BM735432 . 1 

GI: 19056765 |MONOl_20_G02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 536 
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GBEQ17 7 6 GenBank Acc | BM735430 | Ver | BM735430 . 1 

GI: 19056763 | MONOl_20_F12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 12 : Stop : 615 

GBEQ1777 GenBank Acc I BM735424 | Ver | BM735424 . 1 

GI : 19056757 ] MONOl__2Q_G10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 3: Stop: 660 

GBEQ1778 GenBank Acc | BM735419 | Ver | BM735419 . 1 

GI: 19056752 | MONOl_20__G05 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 65 : Stop : 602 

GBEQ1 77 9 GenBank Acc ) BM735418 | Ver ) BM7 35418.1 

GI: 19056751 |MONOl__20__H07 .gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 3 : Stop : 62 4 

GBEQ1780 GenBank Acc | BM735416 | Ver | BM735416 . 1 

GI: 1905674 9 | MONO l_20__Gl2.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 4 11 

GBEQ17 8 1 GenBank Acc I BM7 3 5 4 0 9 | Ver | BM7 35409.1 

GI: 190567 42 |MONOl_20_H10.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 4 : Stop : 581 

GBEQ1 7 8 2 GenBank Acc | BM7 3 5 4 0 7 | Ver | BM7 354 07.1 

GI: 19056740 | MONO l_20_A05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 29 : Stop : 655 

GBEQ17 8 3 GenBank Acc | BM7 3 5 4 0 0 | Ver | BM7 35400.1 

GI: 19056733 | MONOl_20_A12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA f mRNA sequence .: Start : 39 : Stop : 58 9 

GBEQ1784 GenBank Acc | BM735399 | Ver | BM735399 . 1 

GI: 19056732 | MONOl_20__All . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 338 

GBEQ1 785 GenBank Acc | BM7 3 5 3 9 8 i Ver | BM7 35398.1 

GI: 19056731 1 MONO 1_20_A10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop : 624 

GBEQ1786 GenBank Acc | BM735392 | Ver | BM735392 . 1 

GI: 19056725 1 MONO'1_20JB02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 23 : Stop: 573 

GBEQ1787 GenBank Acc | BM7 35391 1 Ver | BM735391 . 1 

GI : 19056724 | MONOl__20_B07 . gl_A0Q5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 590 
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GBEQ1788 GenBank Acc | BM735387 | Ver | BM735387 . 1 

GI: 19056720 |MONOl_20J310.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 4 62 

GBEQ1 7 8 9 GenBank Acc | BM7 3 5 3 8 6 | Ver | BM7 3538 6.1 

GI: 19056719 |MONOl_20_C05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 12 : Stop : 599 

GBEQ1790 GenBank Acc | BM735385 | Ver | BM735385 . 1 

GI: 19056718 | MON01_2 0_C04 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start.: 4 : Stop : 549 

GBEQ1791 GenBank Acc | BM735384 | Ver | BM735384 . 1 

GI: 19056717 | MON01_2 0_C03 . gl_A005 Monocytes (MONOl)' Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 222 

GBEQ1792 GenBank Acc | BM735371 | Ver | BM735371 . 1 

GI: 19056704 |MONOl_20_D02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 48 : Stop : 582 

GBEQ1793 GenBank Acc | BM735370 | Ver | BM735370. 1 

GI: 19056703 |MONOl_20_D09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 7 : Stop : 612 

GBEQ1794 GenBank Acc | BM735368 | Ver | BM735368 . 1 

GI: 19056701 |MONOl_20_D06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 13 : Stop : 591 



GBEQ1 7 95 GenBan k Acc | BM7 3 5 3 6 0 | Ve r | BM7 35360.1 

GI: 19056693 |MONOl_20_Dll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1: Stop : 581 

GBEQ1796 GenBank Acc | BM735359 | Ver | BM735359 . 1 

GI: 19056692 | MONOl_20_Dl0 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 18 : Stop: 621 

GBEQ1797 GenBank Acc I BM735358 | Ver | BM735358 . 1 

GI: 19056691 | MONOl_18_A07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 578 

GBEQ1798 GenBank Acc I BM735348 | Ver | BM735348 . 1 

GI: 19056681 | MON01_18_A12 .gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 20 : Stop : 645 

GBEQ17 99 GenBank Acc | BM73534 6 | Ver | BM735346. 1 

GI: 1905667 9 | MONO 1_18__A10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 613 
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GBEQ1800 GenBank Acc | BM735342 ( Ver | BM735342 . 1 

GI: 19056675 |MONOl_18__Bll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 12 : Stop : 527 

GBEQ1801 GenBank Acc | BM735339 1 Ver t BM735339 . 1 

GI : 19056672 | MON01_18 JB08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 56 : Stop: 648 

GBEQ1802 GenBank Acc | BM735330 | Ver | BM735330 . 1 

GI: 19056663 |MONOl_18_C09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 6 : Stop : 639 

GBEQ1 8 0 3 GenBank Acc | BM7 3 5 32 6 | Ver ) BM7 35326.1 

GI: 19056659 | MON01_18 J301 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 285 

GBEQ1804 GenBank Acc | BM735324 | Ver | BM735324 . 1 

GI: 19056657 | MONOl_18_Cll . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 594 

GBEQ1805 GenBank Acc I BM7 35319 | Ver | BM7 35319 . 1 

GI : 19056652 | MONOl_18__D12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 659 

GBEQ1806 GenBank Acc I BM735318 1 Ver | BM735318 . 1 

GI: 19056651 | M0N01_18_D11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 501 

GBEQ1807 GenBank Acc | BM735312 | Ver | BM735312 . 1 

GI: 19056645 [ MONOl_18_E10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 18 8 

GBEQ1808 GenBank Acc | BM735310 | Ver t BM735310 . 1 

GI: 19056643 | MONOl__18_E08 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 9 : Stop: 581 

GBEQ1 809 GenBank Acc | BM7 3 5 3 0 6 | Ve r | BM7 35306.1 

GI : 19056639 |MONOl_18JE04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 93 

GBEQ1810 GenBank Acc | BM735305 | Ver | BM735305 . 1 

GI : 19056638 | M0N01_18_E12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 654 

GBEQ1 8 1 1 GenBank Acc t BM7 3 5 2 9 1 1 Ver | BM7 35291.1 

GI: 19056624 lMONOl_18_Fll.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 5: Stop: 647 
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GBEQ1 812 GenBank Acc | BM7 3 5 2 8 5 | Ver | BM7 35285.1 

GI: 19056618 | MONOl_18_G0 9 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop: 581 

GBEQ1813 GenBank Acc | BM735280 | Ver | BM735280 . 1 

GI : 1905 6613 |MONOl_18__H01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 25 : Stop : 571 

GBEQ1814 GenBank Acc | BM735278 | Ver | BM735278 . 1 

GI: 19056611 | MONOl_18_H0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 47 6 

GBEQ1815 GenBank Acc | BM735275 | Ver | BM735275 . 1 ^ ' 

GI : 19056608 | MONOl_18_H03 . gl_A005 Monocytes (MONOl) Equus caballus 

cDNA, mRNA sequence .: Start : 19 : Stop : 4 94 

GBEQ1816 GenBank Acc | BM735274 | Ver | BM735274 . 1 

GI: 19056607 lMONOl_.18_H02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 2 : Stop : 4 81 

GBEQ1817 GenBank Acc ) BM735272 ] Ver | BM735272 . 1 

GI: 19056605 |MONOlJL8JEil2 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 17 : Stop : 612 

GBEQ 1818 GenBank Acc | BM7 3 52 7 1 1 Ver | BM7 35271.1 

GI : 19056604 |MONOl_18_H10.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 25 : Stop : 640 

GBEQ1819 GenBank Acc | BM73527 0 i Ver | BM735270 . 1 

GI : 19056603 1 MONOl_17_A02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 25 : Stop : 48 6 

GBEQ1820 GenBank Acc | BM735264 | Ver | BM735264 . 1 

GI: 19056597 | MONOl_17_A08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, rriRNA sequence .: Start : 6 : Stop : 605 

GBEQ1 821 GenBank Acc | BM7 35258|Ver|BM7 35258.1 

GI: 19056591 1 MONOl_17_B07.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA f mRNA sequence Start : 4 : Stop : 633 

GBEQ1822 GenBank Acc | BM735255 | Ver | BM735255 . 1 

GI: 19056588 | MONOl_17_B04.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 177 

GBEQ1823 GenBank Acc | BM735254 | Ver | BM735254 . 1 

GI: 19056587 | MONOl_17_B03.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 43 : Stop : 621 
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GBEQ1824 GenBank Acc | BM735252 | Ver | BM735252 . 1 

GI: 19056585 | MON01_17_BQl . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 619 

GBEQ1825 GenBank Acc | BM735238 | Ver | BM735238 . 1 

GI: 19056571 ] MON01JL7 _C0 8 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 442 

GBEQ1826 GenBank Acc | BM735237 | Ver | BM735237 . 1 

GI: 19056570 |MONOl_17_C07.gl_A005 Monocytes (MONOl) Equus caballus 
cDftA, mRNA sequence . : Start : 1 : Stop : 334 

GBEQ1827 GenBank Acc | BM735235 | Ver | BM735235 . 1 

GI : 19056568 lMONOl_17__D08,gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 50 6 

GBEQ1828 GenBank Acc | BM735215 | Ver | BM735215 . 1 

GI: 19056548 |MONOl_17_F03.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 530 

GBEQ1829 GenBank Acc ) BM735212 | Ver | BM735212 . 1 

GI: 19056545 |MONOl_17_F0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 50 : Stop : 241 

GBEQ1830 GenBank Acc | BM735208 | Ver | BM735208 . 1 

GI: 19056541 | MONOl_17_G0 4 * gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 34 8 

GBEQ1831 GenBank Acc \ BM735205 | Ver | BM735205 . 1 

GI : 19056538 |MONOl_17_G07.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 28 : Stop : 67 3 

GBEQ1832 GenBank Acc | BM735203 | Ver | BM735203 . 1 

GI:19056536|MONOl_17_H01.gI_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 181 

GBEQ1833 GenBank Acc | BM735193 | Ver | BM735193 . 1 

GI: 19056526 | MONOl_JL7__H08 , gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 66 : Stop : 647 

GBEQ1834 GenBank Acc | BM735186 | Ver | BM73518 6 . 1 

GI: 19056519 | MON01_l 6__A01 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 20 : Stop : 519 

GBEQ1 835 GenBank Acc | BM7 3 5 1 8 3 | Ver | BM7 35183-1 

GI : 19056516 I MON01_16_A10.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA f mRNA sequence .: Start : 1 : Stop : 637 
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GBEQ1836 GenBank Acc | BM735182 1 Ver 1 BM735182 . 1 

GI: 19056515 |MONOl_16_A09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop: 481 

GBEQ1837 GenBank Acc | BM735181 | Ver | BM735181 . 1 

GI : 19056514 |MONOl_16_A08.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 8 7 : Stop : 651 

GBEQ1838 GenBank Acc | BM735180 | Ver | BM735180 . 1 

GI: 19056513 | MONOl_16_A07 . gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 44: Stop: 646 

GBEQ1 8 3 9 GenBank Acc | BM7 3 5 1 6 4 | Ver | BM7 35164.1 

GI : 19056497 | MONOl_16_C01 . gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 69 : Stop : 335 

GBEQ184 0 GenBank Acc 1 BM735163 | Ver | BM735163 . 1 

GI: 19056496 |MONOl_16_Bll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 116 : Stop : 601 

GBEQ1 841 GenBank Acc | BM7 3 5 15 5 | Ver | BM7 35155.1 

GI: 19056488 |MONOl_16_C09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 1: Stop: 648 

GBEQ1 8 4 2 GenBank Acc | BM7 3 5 1 4 9 | Ver | BM7 3514 9.1 

GI: 19056482] MONOl_16_D0 8 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 617 

GBEQ1843 GenBank Acc | BM735147 | Ver | BM735147 . 1 

GI: 190564 80 | MONOl_16_D07.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 27 : Stop : 635 

GBEQ1844 GenBank Acc I BM735144 | Ver | BM735144 . 1 

GI: 19056477 | MONOl_16_D03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 17 : Stop : 607 

GBEQ1845 GenBank Acc | BM735143 | Ver | BM73514 3 . 1 

GI: 19056476 | M0N01_16_D11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 23 : Stop : 662 

GBEQ1846 GenBank Acc | BM735142 | Ver | BM735142 . 1 

GI: 19056475 | MONOl_16_E06 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 604 

GBEQ1847 GenBank Acc | BM735138 | Ver 1 BM735138 . 1 

GI: 19056471 | MONOl_16__E02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 32 : Stop : 661 



316 



WO 2005/067649 



PCT/US2005/000517 



GBEQ1848 ' GenBank Acc | BM735137 | Ver | BM735137 . 1 

GI : 19056470 |MONOl_16JE01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 89: Stop: 235 

GBEQ1849 GenBank Acc | BM735132 | Ver | BM735132 . 1 

GI: 190564 65 |MONOl__16_F01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 41 : Stop : 602 

GBEQ1 8 50 GenBank Acc | BM7 35129 1 Ver | BM7 3 5 1 2 9 . 1 

GI: 190564 62 |MONOl_16_El0 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 9 : Stop : 632 

GBEQ1851 GenBank Acc | BM735127 | Ver | BM735127 . 1 

GI: 19056460 |MONOl_16_E08 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 604 

GBEQ1852 GenBank Acc | BM735123 | Ver | BM735123 . 1 

GI: 19056456 | MONOl_16__F10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 374 

GBEQ1853 GenBank Acc | BM735121 | Ver | BM735121 . 1 

GI: 19056454 | MON01_l 6_F08 .gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 621 

GBEQ1854 GenBank Acc | BM735117 | Ver | BM735117 . 1 

GI: 19056450 | MON01_16_G09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 91 

GBEQ1855 GenBank Acc | BM735115 | Ver | BM735115 . 1 

GI: 19056448 I MONOl_16_G07.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 65 : Stop : 42 6 

GBEQ1856 GenBank Acc | BM735113 | Ver | BM735113 . 1 

GI-.19056446 | MONOl_16_G04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 9 : Stop : 527 

GBEQ1857 GenBank Acc | BM735102 I Ver | BM735102 . 1 

GI: 19056435 |MONOl_16_H06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 601 

GBEQ1 8 5 8 GenBank Acc | BM7 3 5 0 9 8 | Ver | BM7 35098.1 

GI: 19056431 1 MON01_16_H09. gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 252 

GBEQ1 8 5 9 GenBank Acc I BM7 3 5 0 9 1 1 Ver | BM7 35091.1 

GI : 19056424 | MONOl__23_A03 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 57 : Stop : 647 
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GBEQ1860 GenBank Acc | BM735084 | Ver | BM735084 . 1 

GI: 19056417 | MONOl_23_B0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 11 : Stop : 614 

GBEQ1 8 61 GenBan k Acc | BM7 3 5 0 6 5 i Ve r | BM7 35065-1 

GI : 19056398 | MONOl_23_C07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 65 : Stop : 57 0 

GBEQ18 62 GenBank Acc | BM7 350 64 | Ver | BM7 35064 . 1 

GI: 19056397 | MONOl_2 3__D11 . gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop: 64 5 

GBEQ18 63 GenBank Acc | BM7350 62 | Ver | BM735062 . 1 

GI: 19056395 |MONOl_23_D09.gl_A005 Monocytes (MONOl ) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 58 6 • 

GBEQ18 64 GenBank Acc I BM7 35057 | Ver | BM735057 . 1 

GI: 19056390 | MONOl__23_D04 .gl__A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 15 : Stop : 610 

GBEQ18 65 GenBank Acc | BM7 35054 | Ver | BM735054 . 1 

GI: 19056387 | MONOl_23__E0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 135 : Stop : 636 

GBEQ1866 GenBank Acc | BM735035 | Ver | BM735035 . 1 

GI : 19056368 | MONOl_23_F09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 302 

GBEQ1 8 6 7 GenBank Acc | BM7 3 5 0 2 9 | Ve r | BM7 35029.1 

GI: 19056362 |MONOl_23_G06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 571 

GBEQ18 68 GenBank Acc | BM7 35018 | Ver | BM7 35018 . 1 

GI: 19.056351 1 MONOl_23__H01 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 585 

GBEQ1869 GenBank Acc | BM735017 | Ver | BM735017 . 1 

GI: 19056350 |MON01_23_G12 .gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 603 

GBEQ1870 GenBank Acc | BM735016 | Ver | BM735016 . 1 

GI: 19056349 | MONOl__23_H08 . gl_A005 Monocytes (MONOl) Equus caballus , 
cDNA, mRNA sequence .: Start : 6 : Stop : 582 

GBEQ1871 GenBank Acc | BM735011 | Ver | BM735011 . 1 

GI: 19056344 | MONOl_15__A03 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 602 
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GBEQ1872 GenBank Acc | BM735002 | Ver | BM735G02 . 1 

GI: 19056335 |MONOl_15__B04.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 296 

GBEQ1 8 7 3 GenBank Acc | BM7 3 5 0 01 1 Ver | BM7 35001.1 

GI: 1905 6334 | MONOl_15_B08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 572 

GBEQ1 874 GenBank Acc | BM7 3 4 9 9 6 | Ver | BM7 34 996.1 

GI : 19056329 | M0N01_JL5_B11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 39 : Stop : 507 

GBEQ1875 GenBank . Acc | BM734 995 | Ver | BM734 995 . 1 

GI : 19056328 | MONOl_15_B10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 120 : Stop : 642 

GBEQ1 8 7 6 GenBank Acc | BM7 3 4 9 8 8 | Ver 1 BM7 34 988.1 

GI: 19056321 | MONOl_15_C09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 9 : Stop : 654 

GBEQ187 7 GenBank Acc | BM7 3 4 9 7 5 | Ver | BM7 34 975.1 

GI : 19056308 | MONOl_15__D10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 54 : Stop : 630 

GBEQ1878 GenBank Acc | BM734972 | Ver | BM734972 . 1 

GI : 19056305 | MONOl_15_E07.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 659 

GBEQ1 8 7 9 GenBank Acc | BM7 3 4 9 6 9 | Ver | BM7 34 969.1 

GI: 19056302 | MONOl_15_F06 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 416 

GBEQ18 8 0 GenBank Acc | BM7 3 4 9 62 | Ver | BM7 34 962.1 

GI: 19056295 | MONOl_15__G03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 37 : Stop : 532 

GBEQ1881 GenBank Acc | BM734952 | Ver | BM734952 . 1 

GI : 19056285 | MONOl_15_H07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 64 9 

GBEQ1 8 8 2 GenBank Acc | BM7 3 4 9 4 8 | Ver | BM7 34 94 8.1 

GI: 19056281 1 M0N01_15_H11. gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 14 : Stop : 540 

GBEQ1883 GenBank Acc | BM734946 | Ver | BM734946 . 1 

GI: 1905627 9 | MONOl_14__A01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 34 : Stop : 597 
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GBEQ1 8 8 4 GenBank Acc | BM7 34942 | Ver | BM7 34 942.1 

GI: 19056275 |MONOl_14_A04.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 484 

GBEQ1 8 8 5 GenBank Acc | BM7 3 4 9 4 0 | Ver | BM7 34 94 0.1 

GI: 19056273 | MONOl_14__A10 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 11 : Stop : 57 5 

GBEQ1 8 8 6 GenBank Acc | BM7 3 4 9 3 6 | Ver | BM7 34 936.1 

GI: 190562 69 | MON01_14_A12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 99 

GBEQ1887 GenBank Acc | BM734933 | Ver | BM734933 . 1 

GI: 19056266 | MONOl_14__B0'5 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 507 

GBEQ1888 GenBank Acc | BM734932 | Ver | BM734 932 . 1 

GI: 19056265 1 MONOl_14_B09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 650 

GBEQ1 8 89 GenBank Acc | BM7 3 4 92 9 | Ver | BM7 34 929.1 

GI: 19056262 | MONOl_14_B10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop : 615 

GBEQ18 90 GenBank Acc | BM7 34 926) Ver | BM7 34926.1 

GI: 19056259 | MON01_14_B12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 430 

GBEQ1891 GenBank Acc | BM734 924 | Ver | BM734 924 . 1 

GI: 19056257 | MONOl_14__C03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 12 : Stop : 595 

GBEQ18 92 GenBank Acc | BM734923 | Ver | BM734 923 . 1 

GI: 19056256 |MONOl_14_C07 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 12 : Stop : 654 

GBEQ18 93 GenBank Acc | BM734919 I Ver | BM734 919 . 1 

GI: 19056252 |MONOl_14_C08.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 573 

GBEQ1894 GenBank Acc | BM734918 | Ver | BM734918 . 1 

GI: 19056251 ) MONOl_14_C12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 7 : Stop : 663 

GBEQ18 95 GenBank Acc | BM734 911 | Ver | BM734 911 . 1 

GI : 19056244 | MONOl _14__D 02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 15 : Stop : 612 
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GBEQ1 8 9 6 GenBank Acc I BM7 3 4 9 0 7 | Ver | BM7 34907.1 

GI: 19056240 | MONOl_14_D07 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop: 614 

GBEQ1897 GenBank Acc | BM734901 | Ver | BM734901. 1 

GI : 1905 6234 |MONOl_14_E08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 33 : Stop : 64 5 

GBEQ1 8 98 GenBank Acc | BM7 3 4 9 0 0 | Ver | BM7 34 900.1 

GI : 19056233 | MONOl_14_E07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 102 : Stop : 665 

GBEQ 18 99 GenBank Acc | BM7 3 4 8 9 6 | Ve r | BM7 348 96.1 

GI : 1 9 0 5 622 9 | M0NOl_l 4_E12 . gl_A0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 121 : Stop : 67 0 

GBEQ1900 GenBank Acc | BM734890 | Ver | BM734890 . 1 

GI : 19056223 | MONOl_14_F04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 55 : Stop : 592 

GBEQ1 901 GenBank Acc I BM7 3 4 8 8 3 | Ver | BM7 348 83.1 

GI: 19056216 | MONOl__14_G03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 52 : Stop : 642 

GBEQ1 9 0 2 GenBank Acc | BM7 348 80 1 Ver | BM7 34880.1 

GI: 19056213 | MONOl__14__G09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 6 : Stop : 63 6 

GBEQ1903 GenBank Acc | BM734874 | Ver | BM734874 . 1 

GI : 19056207 | MON01_14_G12 . gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 101 : Stop : 554 

GBEQ1 904 GenBank Acc | BM7 3 4 8 7 3 | Ver | BM7 34 873.1 

GI: 19056206 |MONOl__14_Gll.gl___A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence*. : Start : 17 : Stop : 64 5 

GBEQ1 905 GenBank Acc 1 BM7 3 4 8 6 6 | Ver | BM7 34 8 66.1 

GI: 19056199 | M0N01_14_H12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 99 

GBEQ1906 GenBank Acc | BM734862 | Ver | BM734 8 62 . 1 

GI : 19056195 |MONOl_13_A03.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 6 : Stop : 663 

GBEQ1907 GenBank Acc | BM734857 | Ver | BM734857 . 1 

GI: 19056190 | MONOl_13_A0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 401 
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GBEQ1 9 0 8 GenBank Acc | BM7 3 4 8 5 6 | Ver | BM7 34 856.1 

GI: 19056189 | MONOl_13_A05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 547 

GBEQ1909 GenBank Acc | BM734855 | Ver | BM734855 . 1 

GI : 19056188 | MON01_13_AO 9 . gl_A005 Monocytes (MONOl ) Equus caballus 
cDNA, mRNA sequence .: Start : 29 : Stop : 639 

GBEQ1 910 GenBank Acc | BM7 3 4 8 5 0 | Ver | BM7 34850.1 

GI: 19056183 | MONOl_13__B0 4 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 474 

GBEQ1 911 GenBank Acc lBM734848|Ver|BM734848.1 

GI : 19056181 1 MONOl_13_B02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 77 : Stop : 681 

GBEQ1912 GenBank Acc | BM734845 | Ver | BM734845 . 1 

GI : 1905617 8 | MONOl_13_B08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 500 

GBEQ1913 GenBank Acc | BM734843 | Ver | BM734843 . 1 

GI: 19056176 | MON01_13 J303 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 531 

GBEQ1 914 GenBank Acc | BM7 3 4 8 3 9 | Ver | BM7 34 839.1 

GI : 19056172 | MONOl_13_C08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 26 : Stop : 621 

GBEQ1915 GenBank Acc | BM734 837 | Ver | BM734 837 . 1 

GI : 19056170 | MONOl_13_C0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 45 : Stop : 394 

GBEQ1916 GenBank Acc | BM734834 | Ver ] BM734834 . 1 

GI : 19056167 |MONOl_13_C12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 575 

GBEQ1917 GenBank Acc | BM734 832 | Ver | BM734 832 . 1 

GI : 19056165 | MONOl_13_D05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 474 

GBEQ1918 GenBank Acc | BM734829 | Ver | BM734829 . 1 

GI : 19056162 | MONOl__13_D07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 30 : Stop : 602 

GBEQ1919 GenBank Acc | BM734828 | Ver | BM734828 . 1 

GI : 19056161 | MONOl_13_Dll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 79 : Stop : 583 
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GBEQ1 92 0 GenBank Acc | BM7 3 4 8 2 5 | Ver | BM7 34 825.1 

GI: 19056158 | MONOl_13_D08 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 642 

GBEQ1 92 1 GenBank Acc | BM7 3 4 8 1 7 | Ver | BM7 3 4 8 1 7 . 1 

GI : 19056150 |MONOl_13_El0.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 92 

GBEQ1 922 GenBank Acc | BM7 3 4 8 1 2 | Ver | BM7 3 4 8 12 . 1 

GI: 19056145 |MONOl_13_F03.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 532 

GBEQ1 923 GenBank Acc i BM7 3 4 8 0 4 | Ver | BM7 348 04.1 

GI : 19056137 |MONOl_13_G05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 678 

GBEQ1 924 GenBank Acc | BM7 3 4 8 0 0 | Ve r | BM7 34 8 00.1 

GI : 19056133 | MONOl_13_G02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 30 : Stop : 550 

GBEQ1 925 GenBank Acc i BM7 3 4 7 9 5 | Ver | BM7 34795.1 

GI: 19056128 |MONOl_13_H03.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 603 

GBEQ192 6 GenBank Acc | BM7347 93 | Ver | BM7347 93 . 1 

GI: 19056126 | MONOl_13_H02 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 38 6 

GBEQ1 927 GenBank Acc | BM7 3 4 7 8 0 | Ver | BM7 3 4 7 8 0 . 1 

GI: 1905 6113 |MONOl_12_A02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 11 : Stop : 645 

GBEQ1 928 GenBank Acc I BM7 3 4 7 7 7 | Ver | BM7 3 4 7 7.7 . 1 

GI : 19056110 |MONOl_12_A12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 21 : Stop : 652 

GBEQ1 9 2 9 GenBank Atic | BM7 3 4 7 7 0 | Ve r | BM7 3 4 7 7 0 . 1 

GI:19056103|MONOl_12_B01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 72 : Stop : 54 6 

GBEQ1 930 GenBank Acc | BM7 3 4 7 6 6 | Ver | BM7 347 66.1. 

GI: 19056099 |MONOl_12_B05.gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 514 

GBEQ1 931 GenBank Acc | BM7 3 4 7 6 0 | Ver | BM7 347 60.1 

GI: 19056093 |MONOl_12_C02.gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 590 
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GBEQ1932 GenBank Acc | BM734756 | Ver | BM734756 . 1 

GI: 19056089 | MONOl_12_Bl0 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 559 

GBEQ1933 GenBank Acc | BM734751 I Ver | BM734751 . 1 

GI : 19056084 | MONOl_12_C07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 69 : Stop : 660 

GBEQ1934 GenBank Acc | BM734745 | Ver | BM734745 . 1 

GI: 19056078 | MONOl_12_D05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 8 : Stop : 122 

GBEQ1 935 GenBank Acc | BM7 3 4 7 4 4 | Ver | BM7 34744.1 

GI: 1905607 7 | MONOl_12_D0 4 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 47 9 

GBEQ1936 GenBank Acc | BM734742 | Ver | BM734742 . 1 

GI: 19056075 | MONOl_12__D02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 499 

GBEQ1937 GenBank Acc | BM734719 | Ver | BM734719 . 1 

GI: 19056052 |MONOl_12_Fl2.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 28 : Stop : 640 

GBEQ1 938 GenBank Acc | BM7 3 4 7 1 8 | Ver | BM7 34718.1 

GI: 19056051 |MONOl_12__Fll.gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA f mRNA sequence .: Start : 3 : Stop : 477 

GBEQ1939 GenBank Acc | BM734713 | Ver | BM734713 . 1 

GI:19056046| MONOl_12_G0 8 . gl_A0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 11 : Stop : 517 

GBEQ1 94 0 GenBank Acc | BM7 3 4 7 0 5 | Ver | BM7 34705.1 

GI: 1905 6038 | MONOl_12_H05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop : 631 

GBEQ1 941 GenBank Acc | BM7 3 4 7 0 0 | Ver | BM7 34700.1 

GI : 19056033 | M0N0l_12_H12 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 35 : Stop : 630 

GBEQ1942 GenBank Acc | BM734697 I Ver | BM734697 . 1 

GI : 19056030 | M0N01_11_H11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 25 : Stop : 625 

GBEQ1 943 GenBank Acc | BM7 3 4 6 9 6 | Ver | BM7 34696.1 

GI : 19056029 | MONOl_ll_H10 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 54 : Stop : 640 
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GBEQ194 4 GenBank Acc | BM7 34 694 | Ver | BM734 694 . 1 

GI: 19056027 |MONOl_ll_H07.gl_A005 Monocytes' (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 8 8 : Stop : 645 

GBEQ1945 GenBank Acc | BM734 692 | Ver I BM734 692 . 1 

GI : 19056025 | MONOl_ll_H05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 30 : Stop : 611 

GBEQ194 6 GenBank Acc | BM734 690 | Ver | BM7 34 690 . 1 

GI : 19056023 | MONOl_ll_H03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 57 : Stop : 54 8 

GBEQ1947 GenBank Acc I BM7 34 68 1 | Ver | BM734 681 . 1 

GI: 19056014 | MON01_11__G01 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 78 : Stop : 542 

GBEQ1 948 GenBank Acc | BM7 3 4 6 7 8 I Ver | BM7 34 678.1 

GI : 19056011 | MONOl_ll_F08 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 551 

■ GBEQ1949 GenBank Acc | BM734676 | Ver | BM734676 . 1 
GI : 19056009 | MONOl_ll_F05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 517 

GBEQ1 950 GenBank Acc | BM7 34 67 1 1 Ver | BM7 34 671.1 

GI: 19056004 | MONOl_ll_E12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 19 : Stop : 592 

GBEQ1951 GenBank Acc | BM734 666 | Ver | BM734 666 . 1 

GI: 19055999 | MONOl_JLl_E07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 14 : Stop : 501 

GBEQ1952 GenBank Acc | BM734661 | Ver | BM734661 . 1 

GI: 19055994 | MONOl_ll__Dll.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 8 : Stop : 54 6 

GBEQ1953 GenBank Acc | BM734 658 | Ver | BM734 658 . 1 

GI : 19055991 | MONOl_ll__D08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 45 : Stop : 647 

GBEQ1954 GenBank Acc | BM734 656 | Ver | BM734 65 6. 1 

GI: 1905598 9 |MON01_llJD05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 539 

GBEQ1 955 GenBank Acc | BM7 3 4 6 5 3 | Ver | BM7 34 653.1 

GI : 1905598 6 | MONOl_ll_D02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA- sequence. : Start: 98 : Stop: 505 
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GBEQ1956 GenBank Acc | BM734647 | Ver | BM734647 . 1 

GI : 190559.80 | MONOl_ll_C06 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 395 

GBEQ1957 GenBank Acc | BM73464 6 | Ver | BM734 64 6 . 1 

GI : 1905597 9 | MONOl_ll_C05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 9 : Stop : 588 

GBEQ1 958 GenBank Acc 1 BM7 3 4 6 4 5 | Ve r | BM7 34645.1 

GI: 19055978 |MONOl_ll_C04.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 540 

GBEQ1 9 5 9 GenBank Acc | BM7 3 4 6 3 9 | Ver | BM7 34 639.1 

GI: 19055972 | MONOl_ll_B0 9 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 11 : Stop : 585 

GBEQ1960 GenBank Acc I BM734638 | Ver | BM734638 . 1 

GI: 19055971 | MONOl_ll_B08 . gl__A0Q5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop : 387 

GBEQ1961 GenBank Acc | BM734634 | Ver | BM734634 .1 

GI : 19055967 | MONOl__ll_B02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 315 

GBEQ1962 GenBank Acc | BM734 614 | Ver | BM734 614 . 1 

GI: 19055947 |MONOl_10_H02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 7 : Stop : 57 9 

GBEQ1963 GenBank Acc | BM734«607 | Ver | BM734607 . 1 

GI: 19055940 |MONOl_10_G06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 1 : Stop: 543 

GBEQ1964 GenBank Acc | BM734604 | Ver | BM734604 . 1 

GI: 19055937 |MONOl_10_G03.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop : 555 

GBEQ1965 GenBank . Acc | BM734 602 | Ver | BM734 602 . 1 

GI: 19055935 | MONOl_10_F12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 7 : Stop : 67 1 

GBEQ1 966 GenBank Acc | BM7 3 4 5 9 9 | Ver | BM7 34599.1 

GI: 19055932 | MONOl_JL0_F07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop : 62 8 

GBEQ1967 GenBank Acc | BM734596 | Ver | BM734596 . 1 

GI: 19055929 |MONOl_10_F03.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1: Stop : 219 
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GBEQ1 968 GenBank Acc | BM7 3 4 5 9 3 | Ver | BM7 34593.1 

GI:19055926| MON01__l 0_E 1 1 . gl_A0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 12 : Stop : 643 

GBEQ1969 GenBank Acc | BM734591 | Ver | BM734591 . 1 

GI:19055924 | MONOl_10_E07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 4 96 

GBEQ1 970 GenBank Acc 1 BM7 3457 8 1 Ver | BM7 3 4 57 8 . 1 

GI:19055911|MONOl_10JD05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 516 

GBEQ1 971 GenBank Acc | BM7 3 4 5 7 3 | Ver | BM7 34 573.1 

GI: 19055906 | MONOl_10_Cll . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 37 : Stop : 641 

GBEQ1972 GenBank Acc | BM734567 | Ver | BM734567 . 1 

GI: 19055900 | MONOl_10_C04 .gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 550 

GBEQ197 3 GenBank Acc | BM734 5 64 | Ver | BM734564 . 1 

GI: 19055897 |MONOl_10___C01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 519 

GBEQ1974 GenBank Acc | BM734559 | Ver | BM734559 . 1 

GI: 19055892 | MONOl_10_B07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 24 6 

GBEQ1975 GenBank Acc | BM734556 | Ver | BM7 34556 . 1 

GI: 1905588 9 | MON01_10_B03 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 362 

GBEQ197 6 GenBank Acc | BM734553 | Ver | BM734553 . 1 

GI: 19055886 | MONOl_10_All . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 128 : Stop : 525 

GBEQ1977 GenBank Acc | BM734545 i Ver | BM734545 . 1 

GI: 19055878 |MONOl_9_H12.gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 124 

GBEQ1978 GenBank Acc | BM734540 | Ver | BM734540 . 1 

GI: 19055873 | MONOl__9_H05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 603 

GBEQ1 97 9 GenBank Acc | BM7 3 4 5 3 4 | Ver | BM7 34534.1 

GI: 190558 67 (MONO l_9_G10.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 557 
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GBEQ1980 GenBank Acc | BM734515 | Ver | BM734515 . 1 
GI:19055848| MON01_9 JE11 . gl_A0 0 5 Monocytes (MON01 ) 
cDNA, mRNA sequence. : Start :l:Stop: 319 

GBEQ1981 GenBank Acc | BM734513 | Ver | BM734513 . 1 
GI:19055846| MONOl_9JE09. gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 8 : Stop : 634 

GBEQ1982 GenBank Acc | BM734511 | Ver | BM734511 . 1 
GI : 19055844 | MONOl_9_E07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 8 : Stop : 557 

GBEQ1983 GenBank Acc | BM734510 | Ver | BM734510 . 1 
GI:19055843| MONO 1_9_E 0 6 . gl_A0 0 5 Monocy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 452 

GBEQ 198 4 GenBank Acc | BM7 3 4 5 0 8 | Ver | BM7 34508.1 
GI : 19055841 |MONOl_9_E04 .gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 8 : Stop : 522 

GBEQ1985 GenBank Acc | BM73450 6 | Ver | BM734506 . 1 
GI : 19055839 | MONOl_9_E02 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 47 : Stop : 604 

GBEQ1986 GenBank Acc | BM734501 | Ver | BM734501 . 1 
GI : 190558 34 | MONOl_9_D09 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 5 : Stop : 622 

GBEQ1 9 8 7 GenBank Acc | BM7 344 64 1 Ver | BM7 344 64.1 
GI : 19055811 |MONOl_9JB08 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 24 9 

GBEQ1988 GenBank Acc | BM734463 | Ver | BM734463 . 1 
GI:19055810| MONOl_9J307 . gl_A0 0 5 Monocyte s ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 673 

GBEQ1989 GenBank Acc | BM734475 | Ver | BM734475 . 1 
GI : 190557 93 I MONOl_8_D03 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence . : Start : 2 : Stop : 652 

GBEQ1990 GenBank Acc | BM734453 | Ver | BM734453 . 1 
GI:19055786| M0N01_6__G11 . gl_A0 0 5 Monocyte s (MONOl ) 
cDNA, mRNA sequence .: Start : 9 : Stop : 620 

GBEQ1991 GenBank Acc | BM734452 | Ver I BM734452 . 1 
GI : 19055785 |MONOl_6_G07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 7 : Stop : 554 
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GBEQ1992 GenBank Acc | BM734442 | Ver | BM734442 . 1 

GI : 19055775 |MONOl_6_G07.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 4 63 

GBEQ1993 GenBank Acc | BI961950 | Ver | BI961950 . 1 

GI: 16320153 |MONOl_8_H04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 530 

GBEQ1994 GenBank Acc | BI961945 | Ver | BI961945 . 1 

GI: 16320148 [ M0N01_8__G11 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 78 : Stop : 725 

GBEQ1995 GenBank Acc | BI961940 | Ver | BI961940 . 1 

GI: 16320143 |MONOl_8_G02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 423 

GBEQ1996 GenBank Acc I BI961938 | Ver | BI961938 . 1 

GI: 16320141 | MONOl_8_Fll . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 107 : Stop : 666 

GBEQ1997 GenBank Acc | BI961931 | Ver | BI961931 . 1 

GI: 16320134 | MONOl_8_F04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 62 : Stop : 17 9 

GBEQ1998 GenBank Acc | BI961930 | Ver | BI961930 . 1 

GI : 16320133 |MONOl_8_F03 . gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 657 

GBEQ1999 GenBank Acc | BI961924.| Ver | BI961924 . 1 

GI: 16320127 | MONOl_8_E04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 575 

GBEQ2000 GenBank Acc | BI961923 | Ver 1 BI961923 . 1 

GI: 16320126 | MONOl_8__E02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 54 4 

GBEQ2001 GenBank Acc | BI961922 | Ver I BI 961922 . 1 

GI: 16320125 | M0N01_8_D12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop : 735 

GBEQ2002 GenBank Acc | BI961916 | Ver | BI 96191 6 . 1 

GI: 16320119 | MONOl_8_D06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 557 

GBEQ2003 GenBank Acc | BI961913 | Ver | BI961913 . 1 

GI : 16320116 | MON01_8_C12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 707 
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GBEQ2004 GenBank Acc | BI961910 | Ver 1 BI961910 . 1 
GI:16320113| MONOl__8_C07 . gl_A0 05 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 520 

GBEQ2005 GenBank Acc|BI961907 | Ver | BI961907 . 1 
GI: 16320110 | MON01_8_CO 3 . gl__A0 0 5 Monocytes (MON01) 
cDNA, mRNA sequence . : Start : 91 : Stop : 602 

GBEQ2006 GenBank Acc | BI961904 | Ver | BI961904 . 1 
GI: 16320107 j MONOl_8_B10 . gl_A005 Monocytes (MON01) 
cDNA, mRNA sequence . : Start : 82 : Stop : 714 

GBEQ2007 GenBank Acc | BI961900 | Ver | BI961900 . 1 
GI: 16320103 | MONOl_8_B05 . gl_A005 Monocytes (M0N01) 
cDNA, mRNA sequence .: Start : 59 : Stop : 697 

GBEQ2008 GenBank Acc | BI961891 | Ver | BI961891 . 1 
GI: 163200.94 | MONOl_8_A02 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 7 : Stop : 555 

GBEQ2009 GenBank Acc | BI961890 | Ver | BI9618 90 . 1 
GI: 163200 93 | MONO!_7_Hll . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 122 : Stop : 717 

GBEQ2010 GenBank Acc | BI961879 | Ver | BI96187 9 . 1 
GI: 16320082 | MONOl_7_G09 . gl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence . : Start : 63 : Stop : 608 

GBEQ2011 GenBank Acc | BI96187 6 | Ver | BI96187 6 . 1 
GI: 16320079 | MONOl_7_G05 • gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 100 : Stop : 557 

GBEQ2012 GenBank Acc | BI961871 | Ver | BI961871 . 1 
GI: 16320074 | M0N01_7_F11 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 42 : Stop : 693 

GBEQ2013 GenBank Acc | BI961870 | Ver | BI961870 . 1 
GI:16320073 | MONO 1__7__F1 0 . gl_A0 0 5 Monocy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 23 : Stop: 640 

GBEQ2014 GenBank Acc | BI9618 69 | Ver | BI961869 . 1 
GI: 16320072 | MONOl__7_F09.gl_A005 Monocytes (MONOl) 
cDNA f mRNA sequence .: Start : 56 : Stop : 652 

GBEQ2015 GenBank Acc | BI961865 | Ver | BI961865 . 1 
GI : 16320068 | MONOl_7_F05 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 64 9 
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GBEQ2016 GenBank Acc | BI9618 64 | Ver 1 BI 961864. 1 
GI : 16320067 ) MONOl_7_F04 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start: 65: Stop: 673 

GBEQ2017 GenBank Acc | BI9618 62 | Ver | BI9618 62 . 1 
GI : 16320065 | M0N01J7 JF01 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 30 : Stop : 558 

GBEQ2018 GenBank Acc | BI961860 | Ver | BI961860 . 1 
GI : 16320063 | M0N01_7_E1 1 . g 1_A0 0 5 Monocyte s (MONOl ) 
cDNA, mRNA sequence .: Start : 3 : Stop : 653 

GBEQ2019 GenBank Acc | BI961854 | Ver | BI961854 . 1 
GI : 16320057 | MONOl_7_E01 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 56 : Stop : 575 

GBEQ2020 GenBank Acc | BI961853 | Ver | BI961853 . 1 
GI : 16320056 | M0N01_7_D1 2 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start : 1 : Stop : 583 

GBEQ2021 GenBank Acc | BI961850 | Ver | BI961850 . 1 
GI: 16320053 | MONO 1_7__D0 9. gl_A005 Monocytes (MONOl) 
cDNA f mRNA sequence .: Start : 123 : Stop : 703 

GBEQ2022 GenBank Acc | BI961849 | Ver | BI96184 9 . 1 
GI : 16320052 | MONOl_7_D08 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 28 : Stop : 548 

GBEQ2023 GenBank Acc | BI961842 | Ver | BI961842 . 1 
GI:16320045| MON01_7__DO 1 . gl__A0 0 5 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 96 : Stop : 631 

GBEQ202 4 GenBank Acc | BI96184 0 | Ver | BI96184 0 . 1 
GI : 16320043 | M0N01_7_C11 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 10 : Stop : 708 

GBEQ2025 GenBank Acc | BI961838 | Ver | BI961838 . 1 
GI : 16320041 |MON01J7_CO 9 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 4 : Stop : 519 

GBEQ202 6 GenBank Acc | BI961835 | Ver | BI961835 . 1 
GI : 16320038 | MONOl__7_C05 . gl_A005 Monocytes • (MONOl) 
cDNA, mRNA sequence .: Start : 83 : Stop : 543 

GBEQ2027 GenBank Acc | BI961825 | Ver | BI961825 . 1 
GI: 16320028 | MONOl_7_B01.gl_A005 Monocytes (MONOl ) 
.cDNA, mRNA sequence .: Start : 2 : Stop : 521 
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GBEQ2028 GenBank Acc | BI961824 | Ver | BI961824 . 1 
GI: 16320027 | MON01_7_A12 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 5 : Stop : 669 

GBEQ2029 GenBank Acc | BI961823 | Ver | BI961823 . 1 
GI : 1632002 6 | M0N01_7_A1 1 . gl__A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 105 : Stop : 662 

GBEQ2030 GenBank Acc | BI961820 | Ver | BI961820 . 1 
GI: 16320023 | MON01_7_AO 6 . g 1_A0 0 5 Mono cy t e s ( MONOl ) 
cDNA, mRNA sequence .: Start : 31 : Stop : 545 

GBEQ2031 GenBank Acc | BI961818 | Ver | BI961818 . 1 
GI : 16320021 1 MONOl__7_A03 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 5 : Stop : 451 

GBEQ2032 GenBank Acc | BI961817 | Ver | BI961817 . 1 
GI : 16320020 | MONOl_7__A01 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 61 : Stop : 573 

GBEQ2033 GenBank Acc | BI961805 | Ver | BI961805 . 1 
GI: 16320008 | MON01_4_G12 . gl__A005 Monocytes (MONOl) 
cDNA, ■ mRNA sequence. : Start : 86: Stop: 703 

GBEQ2034 GenBank Acc | BI961803 | Ver | BI9618 03 . 1 
GI: 16320006 | MONO 1_4_G0 9. gl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 72 : Stop : 627 

GBEQ2035 GenBank Acc | BI961799 | Ver | BI961799 . 1 
GI : 16320002 | MONOl_4_G02 . gl_A005 Monocytes (MONOl) 
cDNA f mRNA sequence .: Start : 69 : Stop : 610 

GBEQ203 6 GenBank Acc | BI961798 | Ver i BI9617 98 . 1 
GI : 1 632 0 0 0 1 1 MONOl__4_G0 1 • gl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence . : Start : 35 : Stop : 554 

GBEQ2037 GenBank Acc | BI961795 | Ver | BI9617 95 . 1 
GI: 16319998 | MONOl_4_F10 . gl_A005 Monocytes (MONOl) 
cDNA f mRNA sequence. : Start: 35: Stop: 652 

GBEQ2038 GenBank Acc | BI961792 | Ver | BI9617 92 . 1 
GI : 16319995 | MONOl_4_F07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 6 : Stop : 547 

GBEQ2039 GenBank Acc | BI96178 9 | Ver | BI9617 89 . 1 
GI: 16319992 | MONOl__4_F03 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start: 9': Stop: 67 6 
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GBEQ2 040 GenBank Acc | BI 9617 8 61 Ver | BI 9 617 8 6 . 1 
GI : 16319989 | MON01_4JE12 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 14 : Stop : 608 

GBEQ2041 GenBank Acc | BI961774 | Ver | BI961774 . 1 
GI: 16319977 | MONOl_4_D10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 500 

GBEQ2042 GenBank Acc | BI9617 61 1 Ver | BI961761 . 1 
GI: 16319964 | MON01_4_CO 6 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 6 : Stop : 600 

GBEQ2043 GenBank Acc | BI 9617 59 | Ver | BI961759 . 1 
GI : 16319962 I MON01__4_C04 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 68 : Stop : 572 

GBEQ2044 GenBank Acc | BI961750 | Ver | BI961750 . 1 
GI: 163199531 MON01_4_BO 5 . gl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 43 

GBEQ2045 GenBank Acc | BI961745 1 Ver 1 BI961745 . 1 
GI:16319948| M0N01_4_A11 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 57 : Stop : 57 5 

GBEQ2046 GenBank Acc | BI961743 i Ver | BI961743 . 1 
GI : 1631994 6 | MONOl__4_A08 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 2 : Stop : 451 

GBEQ2047 GenBank Acc 1 BI961742 | Ver | BI961742 . 1 
GI : 16319945 | MONOl_4_A07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 62 : Stop : 4 8 0 

GBEQ2048 GenBank Acc | BI961739 | Ver | BI961739 . 1 
GI : 16319942 | MONOl_4_A03 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 443 

GBEQ2049 GenBank Acc | BI961735 | Ver | BI961735 . 1 
GI : 16319938 |MON01_3_H10 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 8 8 : Stop : 250 

GBEQ2050 GenBank Acc | BI961732 I Ver | BI961732 . 1 
GI : 16319935 | MONOl_3_H03 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence •: Start : 22 : Stop : 365 

GBEQ2051 GenBank Acc | BI961731 | Ver | BI961731 . 1 
GI : 16319934 | MONOl_3_H02 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 1 : Stop : 4 47 
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GBEQ2052 GenBank Acc 1 BI 961725 | Ver | BI9 61725 . 1 
GI: 16319928 | MONOl_3_G05 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 34 : Stop : 272 

GBEQ2053 GenBank Acc | BI961722 | Ver | BI961722 . 1 
GI : 16319925 | MONOl_3_G02 . gl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 3 : Stop : 109 

GBEQ2054 GenBank Acc | BI961719 | Ver | BI961719 . 1 
GI:16319922| M0N01_J3_F1 1 . gl_A0 0 5 Monocyte s (MONOl ) 
cDNA, mRNA sequence Start : 28 : Stop : 655 

GBEQ2055 GenBank Acc | BI961718 | Ver | BI961718 . 1 
GI: 16319921 |MONOl_3_F10 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 487 

GBEQ2056 GenBank Acc | BI961715 | Ver | BI961715 . 1 
GI : 16319918 | MONOl_3__F07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 23 : Stop : 612 

GBEQ2057 GenBank Acc | BI961709 | Ver | BI961709 . 1 
GI : 16319912 | MONOl_3_F01 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 29 : Stop : 593 

GBEQ2058 GenBank Acc|BI961708 | Ver ) BI961708 . 1 
GI:16319911| MON01_3_E 1 2 . g 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence Start : 4 : Stop : 58 9 

GBEQ2059 GenBank Acc | BI961683 | Ver | BI961683 . 1 
GI:16319886| MONO!_3_Bl 1 . gl_A0 0 5 Monocyte s (MONOl ) 
cDNA, mRNA sequence .: Start : 9 : Stop : 698 

GBEQ2060 GenBank Acc | BI961682 | Ver | BI961682 . 1 
GI:16319885.| MONO 1_3_B 0 8 . gl_A0 0 5 Monocy t e s ( MONO 1 ) 
cDNA, mRNA sequence . : Start : 4 : Stop : 455 

GBEQ2061 GenBank Acc | BI961678 | Ver | BI961678 . 1 
GI:16319881| MONOl__3_B0 3 . gl_A0 0 5 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 34 : Stop : 660 

GBEQ2062 GenBank Acc | BI961674 | Ver | BI961674 . 1 
GI: 16319877 | MONOl_3_A10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 2 : Stop : 492 

GBEQ2063 GenBank Acc | BI961673 | Ver | BI961673 . 1 
GI:16319876I MONOl_3__A0 9 . gl_A0 0 5 Monocy te s (MONOl ) 
cDNA, mRNA sequence .: Start : 3 : Stop : 547 
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GBEQ20 64 GenBank Acc | BI 961671 | Ver | BI 961 671 . 1 
GI : 16319874 | MONOl_3_A06 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 1 : Stop : 665 

GBEQ2065 GenBank Acc | BI961664 | Ver | BI961664 . 1 
GI : 163198 67 | MONOl_2_H07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 4 : Stop : 4 63 

GBEQ2066 GenBank Acc | BI961661 | Ver | BI961661 . 1 
GI:16319864| MONO 1_2_G 1 2 . g 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence Start : 2 : Stop : 690 

GBEQ20 67 GenBank Acc | BI 96165 1 | Ver | BI961651 . 1 
GI : 16319854 | MONOl_2_F08 • gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 11 : Stop : 501 

GBEQ2068 GenBank Acc | BI961635 | Ver | BI961635 . 1 
GI : 16319838 | M0N01__2_D11 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 68 : Stop : 68 6 

GBEQ2069 GenBank Acc | BI961633 | Ver | BI961633 . 1 
GI : 16319836 | MONOl__2_D08 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 4 8 : Stop : 594 

GBEQ2070 GenBank . Acc | BI961 612 | Ver | BI9 61612 . 1 
GI:16319815| MONO 1__2_A 1 1 . g 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA f mRNA sequence .: Start : 38 : Stop : 653 

GBEQ2071 GenBank Acc | BI961608 | Ver | BI961608 . 1 
GI : 16319811 | MONOl_2__A07 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 194 : Stop : 4 61 

GBEQ2072 GenBank Acc | BI961607 | Ver | BI961607 . 1 
GI:16319810| MONOl_2_A0 6 . gl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence Start : 63 : Stop : 619 
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GBEQ2074 GenBank Acc | BI961600 | Ver | BI961600 . 1 
GI : 16319803 | MONOl_l_H08 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 6 : Stop : 561 

GBEQ2075 GenBank Acc | BI961594 | Ver | BI961594 . 1 
GI : 1 63 1 97 97 | M0N01_1_G1 1 . gl_A0 0 5 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 7 6 : Stop : 743 
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GBEQ2076 GenBank Acc | BI961590 | Ver | BI961590 . 1 

GI : 16319793 |MONOl_l_G06.gl_A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence .: Start : 33 : Stop : 729 

GBEQ2077 GenBank Acc | BI961575J Ver | BI961575 . 1 

GI : 16319778 |MONOl_lJE08 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 33 : Stop : 619 

GBEQ2078 GenBank Acc | BI961571 | Ver | BI961571 . 1 

GI: 16319774 |MONOl_l_E02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 3 : Stop : 5 61 

GBEQ2079 GenBank Acc | BI961570 | Ver | BI961570 . 1 

GI: 16319773 I MON01_l__D12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 629 

GBEQ2080 GenBank Acc | BI961567 | Ver | BI961567 . 1 

GI: 16319770 | MONOl_l_D08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 45 : Stop : 632 . 

GBEQ2081 GenBank Acc | BI961566 | Ver | BI961566 . 1 

GI:16319769 | MONOl_l_D07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop: 52 9 

GBEQ2082 GenBank Acc | BI961564 | Ver | BI961564 . 1 

GI: 16319767 |MONOl_l_D05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 714 

GBEQ2083 GenBank Acc | BI961561 | Ver | BI961561 . 1 

GI: 16319764 | MONOl__l_D01 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 621 

GBEQ2084 GenBank Acc | BI961560 | Ver 1 BI961560 . 1 

GI: 16319763 | M0N01___1_C11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 691 

GBEQ2085 GenBank Acc | BI961559 | Ver | BI961559 . 1 

GI: 16319762 | MONOl_l_C10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 148 : Stop : 695 

GBEQ2086 GenBank Acc | BI961557 | Ver | BI961557 . 1 

GI: 16319760 | MONOl_l_C08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 58 6 

GBEQ2087 GenBank Acc | BI961555 | Ver | BI961555 . 1 

GI: 16319758 | MONOl__l_C06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 705 
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GBEQ2088 GenBank Acc | BI961518 | Ver | BI961518 . 1 
GI: 16319735 | MONOl__6_H04 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 2 : Stop : 17 9 

GBEQ2089 GenBank Acc | BI961516 | Ver | BI961516. 1 
GI : 16319733 | MONOl_6_H02 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 7 6 : Stop : 569 

GBEQ2090 GenBank Acc | BI961513 | Ver | BI961513 . 1 
GI: 16319730 |MONOl_6_G10.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 4 0 : Stop : 659 

GBEQ2091 GenBank Acc | BI961538 | Ver | BI961538 . 1 
GI: 16319727 | MON01_6_G06 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 8 : Stop : 647 

GBEQ2092 GenBank Acc | BI961535 | Ver | BI961535 . 1 
GI : 1 6 31 9724| MON01_6_GO 3 . gl_A0 0 5 Monocyte s ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop: 629 

GBEQ2093 GenBank Acc | BI961532 I Ver | BI961532 . 1 
GI: 16319721 |MONOl_6_F10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 4 : Stop : 647 

GBEQ2094 GenBank Acc j BI961508 | Ver | BI961508 . 1 
GI: 16319711 |MONOl_6_E08 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 11 : Stop : 545 

GBEQ2095 GenBank Acc | BI 961500 | Ver | BI 961500 . 1 
GI:16319703| MON01_6__DO 9 . gl_A0 0 5 Monocyt es ( MONOl ) 
cDNA, . mRNA sequence. : Start : 31 : Stop : 630 

GBEQ2096 GenBank Acc | BI961494 | Ver | BI961494 . 1 
GI : 16319697 | MONOl_6_D02 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 12 : Stop : 503 

GBEQ2097 GenBank Acc fBI961491 1 Ver | BI961491 . 1 
GI : 16319694 | MON01_6_Cll . gl_A005 Monocytes (MONOl ) 
cDNA r mRNA sequence .: Start : 36 : Stop : 716 

GBEQ2098 GenBank Acc | BI961486 | Ver | BI961486 . 1 
GI : 1631968 9 | MONOl__6__C02 . gl_A005° Monocytes (MONOl) 
cDNA f mRNA sequence .: Start : 4 : Stop : 572 

GBEQ2099 GenBank Acc | BI961470 | Ver | BI961470 . 1 
GI : 1 63 1 9 67 3 | MON01_6_AO 6 . gl_A0 05 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 4 : Stop : 57 9 
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GBEQ2100 GenBank Acc | BI9614 67 | Ver | BI9614 67 . 1 
GI: 16319670 |MONOl_5_H12.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start: 105: Stop: 694 

GBEQ2101 GenBank Acc | BI961466 | Ver I BI9614 66 . 1 
GI : 16319669 | M0N01_5__H11 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence - : Start : 5 : Stop : 67 8 

GBEQ2102 GenBank Acc | BI9614 65 | Ver [ BI9614 65 . 1 
GI: 16319668 | MONOl__5_H10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 5 : Stop : 611 

GBEQ2103 GenBank Acc | BI9614 60 | Ver | BI9614 60 . 1 
GI : 16319663 | MONOl_5_H01 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence . : Start : 6 : Stop : 594 

GBEQ2104 GenBank Acc | BI961459 | Ver | BI961459 . 1 
GI : 16319662 | MONO 1_5_G 12. g 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 50 : Stop : 675 

GBEQ2105 GenBank Acc | BI961458 | Ver | BI961458 . 1 
GI : 16319661 |MONOl_5_Gll.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 13 : Stop : 669 

GBEQ2106 GenBank Acc 1 BI961456 | Ver | BI961456. 1 
GI:16319659| MON01_5_G 0 9 . g 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence . : Start : 9 : Stop : 699 

GBEQ2107 GenBank Acc | BI961455 | Ver | BI961455 . 1 
GI : 16319658 | MONOl_5_G07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 264 : Stop: 581 

GBEQ2108 GenBank Acc | BI961453 | Ver | BI961453 . 1 
GI : 16319656 | MONOl_5__G05. gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 3 : Stop: 660 

GBEQ2109 GenBank Acc | BI961451 1 Ver | BI961451 . 1 
GI : 16319654 | MONOl_5_G02.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 8 : Stop : 599 

GBEQ2110 GenBank Acc | BI961447 | Ver | BI961447 . 1 
GI : 16319650 | MONOl_5_F07 . gl_A005 Monocytes (MONOl) 
cDNA f mRNA sequence .: Start : 9 : Stop : 304 

GBEQ2111 GenBank Acc | BI961443 | Ver | BI961443 . 1 
GI:16319646| MONOl_5_F0 2 . gl_A0 0 5 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 31 : Stop : 611 
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GBEQ2112 GenBank Acc | BI9614 40 | Ver | BI961440 . 1 
GI: 16319643 | MON01_5_JEll . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start : 120 : Stop : 624 

GBEQ2113 GenBank Acc | BI961439 | Ver | BI961439 . 1 
GI : 16319642 | MONOl_5JE10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 11 : Stop : 600 

GBEQ2114 GenBank Acc | BI961426 | Ver | BI96142 6 . 1 
GI : 16319629 | MONOl_5JD05 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 30 : Stop : 738 

GBEQ2115 GenBank Acc | BI961422 | Ver | BI961422 . 1 
GI : 16319625 | MON01_5__C12 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start: 63: Stop: 737 

GBEQ2116 GenBank Acc | BI961418 | Ver | BI961418 . 1 
GI : 16319621 |MONOl__5_C08 .gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 43 : Stop : 616 

GBEQ2117 GenBank Acc | BI961414 | Ver | BI961414 . 1 
GI:16319617 | MONOl_5__C03 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 17 : Stop : 499 

GBEQ2118 GenBank Acc | BI961413 | Ver 1 BI961413 . 1 
GI : 16319616 | MONOl_5_C02 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 46 : Stop : 628 ■ 

GBEQ2119 GenBank Acc | BI961412 | Ver | BI961412 . 1 
GI : 16319615 | MONO!_5_B12 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 3 : Stop : 547 

GBEQ2120 GenBank Acc | BI961411 | Ver | BI961411 . 1 
GI: 16319614 | M0N01_5_B11 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 4 : Stop : 571 

GBEQ2121 GenBank Acc | BI961410 | Ver | BI961410 . 1 
GI : 16319613 | MONOl_5_B10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 42 : Stop : 656 

GBEQ2122 GenBank Acc I BI961408 | Ver | BI961408 . 1 
GI : 16319611 1 MONOl_5_B08 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 11 : Stop : 547 

GBEQ2123 GenBank Acc | BI961403 | Ver | BI961403 . 1 
GI : 16319606 | MONOl_5_B01.gl_A005 Monocytes (MONOl) 
cDNA f mRNA sequence .: Start : 1 : Stop : 432 
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GBEQ2124 GenBank Acc | BI961400 | Ver | BI961400 . 1 

GI : 16319603 1 MONOl_5___A0 9 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start : 3 : Stop : 525 

GBEQ2125 GenBank Acc I BI96138 9 | Ver | BI96138 9 • 1 

GI: 16319592 | MON01_4_H04 .bl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 4 7 0 

GBEQ2126 GenBank Acc | BI961386 | Ver | BI961386. 1 

GI: 1631958 9 |MONOl__4_G12.bl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 99 

GBEQ2127 GenBank Acc I BI 96137 6 | Ver | BI96137 6 . 1 

GI : 16319579 | MONOl_4_F10.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 432 

GBEQ2128 GenBank Acc | BI961370 | Ver | BI961370 . 1 

GI : 16319573 |MONOl_4_F03.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 41 

GBEQ2129 GenBank Acc | BI961367 | Ver | BI961367 . 1 

GI : 16319570 | MON01__4_E12 . bl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 520 

GBEQ2130 GenBank Acc I BI961361 | Ver | BI961361 . 1 

GI : 16319564 | MON01_4__E05 .bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 382 

GBEQ2131 GenBank Acc | BI961352 | Ver | BI961352 . 1 

GI: 16319555 |MONOl_4_D07 .bl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 63 

GBEQ2132 GenBank Acc | BI961347 | Ver | BI961347 . 1 

GI : 16319550 | MONOl__4__D02 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 336 

GBEQ2133 GenBank Acc | BI961340 | Ver | BI961340 • 1 

GI: 16319543 |MONOl_4_C06.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 47 8 

GBEQ2134 GenBank Acc | BI 961323 | Ver | BI 961323 . 1 

GI: 16319526 | MONOl_4_A08.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 448 

GBEQ2135 GenBank Acc | BI961317 | Ver | BI961317 . 1 

GI : 16319520 1 MON01_8_HO 6 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 593 
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GBEQ2136 GenBank Acc | BI961312 | Ver | BI961312 . 1 

GI:16319515| MONO 1__8_G 1 2 . b 1_A0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 258 

GBEQ2137 GenBank Acc | BI961310 | Ver | BI961310 . 1 

GI : 16319513 | MONOl_8_G08 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 4 8 6 

GBEQ2138 GenBank Acc | BI961307 | Ver | BI961307 . 1 

GI: 16319510 |MONOl_8_G04 .bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 5.23 

GBEQ2139 GenBank Acc | BI961305 | Ver | BI961305 . 1 

GI: 16319508 | MONOl_8_G01 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 403 

GBEQ2140 GenBank Acc | BI961304 | Ver | BI961304 . 1 

GI : 16319507 | M0N01_8__F11 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start :1 : Stop : 551 

GBEQ2141 GenBank Acc | BI961294 | Ver | BI961294 . 1 

GI : 16319497 | MONOl_8__E12,bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 528 

GBEQ2142 GenBank Acc | BI 96128 6 | Ver | BI96128 6 . 1 

GI : 1631948 9 | MONOl_8_E02 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 513 

GBEQ2143 GenBank Acc I BI961284 | Ver | BI961284 . 1 

GI: 16319487 |MONOl__8_D12.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 57 9 

GBEQ2144 GenBank Acc I BI961283 | Ver |'BI961283 . 1 

GI : 1631948 6 | M0N01__8_D11 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 566 

GBEQ2145 GenBank Acc | BI961282 | Ver | BI96-1282 . 1 

GI:16319485 | MON01_8_DlO . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 512 

GBEQ2146 GenBank Acc | BI961269 | Ver | BI961269 . 1 

GI : 16319472 | MONOl_8_C06 .bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 513 

GBEQ2147 GenBank Acc | BI961259 | Ver | BI961259 • 1 

GI : 1 631 94 62 | MONOl_8_B0 5 . bl__A0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 216 
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GBEQ2148 GenBank Acc | BI9 61258 | Ver | BI9 61258 . 1 
GI: 16319461 | MONO 1_8_B 0 3 . b 1_A0 0 5 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 428 

GBEQ214 9 GenBank Acc | BI96125 6 | Ver | BI961256 . 1 
GI:16319459| MONO 1_8_A1 2 . b 1_A0 0 5 Monocyte s ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 536 

GBEQ2150 GenBank Acc | BI961251 | Ver | BI961251 . 1 
GI: 16319454 | MONOl_8_A07 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 54 6 

GBEQ2151 GenBank Acc | BI961250 | Ver | BI961250 . 1 
GI : 16319453 | MON01__8__AO 3 . b 1__A0 0 5 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 90 : Stop : 202 

GBEQ2152 GenBank Acc | BI961242 | Ver I BI961242 . 1 
GI : 16319445 I MON01_7_G12 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 1 : Stop : 541 

GBEQ2153 GenBank Acc | BI961238 | Ver | BI961238 . 1 
GI : 16319441 | MONO1J7J308 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 512 

GBEQ2154 GenBank Acc | BI961237 | Ver | BI961237 . 1 
GI : 16319440 | MONOl_7_G07 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 37 9 

GBEQ2155 GenBank Acc | BI961236 | Ver | BI961236 . 1 
GI: 16319439 | MONOl_7_G06.bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 562 

GBEQ2156 GenBank Acc | BI961235 | Ver | BI961235 . 1 
GI: 16319438 | MONOl_7_G05 .bl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 445 

GBEQ2157 GenBank Acc | BI961233 | Ver | BI9 61233 . 1 
GI : 16319436 |MONOlJ7_G03.bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 82 

GBEQ2158 GenBank Acc | BI961227 | Ver | BI961227 . 1 
GI:163194301 MONO 1__7_F0 9 . b 1__A0 0 5 Monocy t e s ( MONOl ) 
cDNA, mRNA sequence •: Start : 1 : Stop : 569 

GBEQ2159 GenBank Acc | BI961220 | Ver | BI961220 . 1 
GI:16319423| MONOl_7_F01 . b 1_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 373 
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GBEQ2160 GenBank Acc | BI961218 | Ver | BI961218 . 1 
GI:16319421 1 MONO 1_7_E 1 1 . b 1_A0 0 5 Monocyt e s ( MONO 1 ) 
cDNA, mRNA sequence Start : 1 : Stop : 544 

GBEQ2161 GenBank Acc | BI961217 | Ver | BI961217 . 1 
GI : 16319420 | MONOl_7_E10 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 1 : Stop : 538 

GBEQ2162 GenBank Acc | BI961208 ) Ver | BI961208 . 1 
GI: 16319411 1 MON01__7_DO 9 . bl__A0 0 5 Monocyte s (MONOl ) 
cDNA, mRNA sequence • : Start : 1 : Stop : 54 1 

GBEQ2163 GenBank Acc | BI961207 | Ver | BI961207 . 1 
GI: 16319410 I MONOl_7_D08 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 526 

GBEQ2164 GenBank Acc | BI961206 | Ver | BI961206 . 1 
GI: 16319409 |MONOl_7_D07 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 511 
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GBEQ2165 GenBank 
GI : 16319402 | MON01_J7_ 
cDNA, mRNA sequence, 

GBEQ2166 GenBank 
GI: 16319401 ]MON01_7_ 
cDNA, mRNA sequence. 

GBEQ2167 GenBank 
GI: 16319399 |MON01_7_ 
cDNA, mRNA sequence, 

GBEQ2168 GenBank 
GI : 16319386 | MON01_7_ 
cDNA, mRNA sequence. 

GBEQ2169 GenBank 
GI : 16319384 | MON01_7_ 
dDNA, mRNA sequence. 

GBEQ2170 GenBank 
GI : 16319375 | MON01_7_ 
cDNA, mRNA sequence, 

GBEQ2171 GenBank 
GI : 16319371 |MON01_6_ 
cDNA, mRNA sequence, 



Acc | BI9 61199 | Ver IBI961199. 1 
Cll.bl_A005 Monocytes (MONOl) 
: Start : 1 : Stop: 525 

Acc|BI961198 tVer IBI961198.1 
C09.bl_A005 Monocytes (MONOl) 
Start: 12: Stop: 493 

Acc|BI961196|Ver IBI961196.1 
C07 .bl__A005 Monocytes (MONOl) 
: Start : 1 : Stop : 54 0 

Acc | BI961183I Ver IBI961183.1 
_B02.bl__A005 Monocytes (MONOl) 
:Start:l:Stop:450 

Acc|BI961181|Ver IBI961181. 1 
_A12*bl_A005 Monocytes (MONOl) 
Start: 1: Stop: 571 

AccIBI961172 | Ver | BI961172 • 1 
_A03.bl__A005 Monocytes (MONOl) 
:Start:l:Stop:399 

Acc | BI961168|Ver IBI961168, 1 
_H10.bl_A005 Monocytes (MONOl) 
: Start: 1: Stop: 34 6 
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GBEQ2172 GenBank Acc | BI961167 | Ver | BI961167 . 1 

GI: 1631937 0 |MONOl__6_H07 .bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 38 : Stop : 503 

GBEQ217 3 GenBank Acc | BI9611 66 | Ver | BI961166. 1 

GI: 16319369 |MONOl_6_H06.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 547 

GBEQ2174 GenBank Acc | BI961165 | Ver | BI961165 . 1 

GI: 16319368 | MONOl_6_H03 . bl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 1 : Stop: 529 

GBEQ2175 GenBank Acc | BI961159 | Ver | BI961159 - 1 

GI : 16319362 | MON01_6_GO 6 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 44 9 

GBEQ217 6 GenBank Acc | BI961158 | Ver | BI961158 . 1 

GI : 16319361 | MONOl__6__G04 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 15 : Stop : 501 

GBEQ2177 GenBank Acc | BI961156 | Ver | BI961156 . 1 

GI: 16319359 |MONOl_6_G02.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 47 6 

GBEQ2178 GenBank Acc | BI961152 | Ver | BI961152 . 1 

GI : 16319355 | MONOl__6_F10 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 556 

GBEQ217 9 GenBank Acc | BI96114 6 | Ver | BI96114 6 . 1 

GI: 1631934 9 | MONOl_6_F04 .bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 521 

GBEQ2180 GenBank Acc | BI961126 | Ver | BI961126. 1 

GI : 16319329 | MONOl__6_D02 . bl_A005 Monocytes (MONOl) Equus. caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 431 

GBEQ2181 .GenBank Acc | BI961121 | Ver | BI961121 . 1 

GI : 16319324 | MONOl_6_C09 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 319 

GBEQ2182 GenBank Acc I BI961117 | Ver | BI961117 . 1 

GI : 16319320 | MONOl_6_C04 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 443 

GBEQ2183 GenBank Acc | BI961114 | Ver | BI961114 . 1 

GI : 16319317 | MONOl_6_C01.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 124 
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GBEQ2184 GenBank Acc | BI961112 | Ver | BI961112 . 1 
GI : 16319315 |MONOl_6JBll.bl_A005 Monocytes (MON01) 
cDNA, mRNA sequence Start : 1 : Stop : 571 

GBEQ2185 GenBank Acc | BI961109 | Ver | BI961109. 1 
GI: 16319312 |MONOl_6_B07 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 590 

GBEQ2;18 6 GenBank Acc | BI96110 6 | Ver | BI961106. 1 
GI: 16319309 |MONOl_6_B04 . bl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 50 

GBEQ2187 GenBank Acc I BI961105 | Ver | BI961105 . 1 
GI:16319308 | MONOl_6__B03 . bl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 47 

GBEQ2188 GenBank Acc | BI961101 I Ver | BI961101 . 1 
GI : 16319304 | MONQ1_6_A10 . bl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence Start : 1 : Stop : 545 

GBEQ218 9 GenBank Acc | BI961095 | Ver | BI961095 . 1 
GI : 16319298 | MONOl_6_A04 . bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 517 

GBEQ2190 GenBank Acc | BI961094 I Ver | BI961094 . 1 
GI : 16319297 |MONOl_6_A03 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 11 

GBEQ2191 GenBank Acc | BI961093 | Ver | BI961093 . 1 
GI : 1 63 1 9 2 9 6 | MON01__6_AO 2 . b 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 321 

GBEQ2192 GenBank Acc | BI961090 | Ver | BI961090 . 1 
GI:16319293| MONO 1_5_H 1 1 . b 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence Start : 1 : Stop : 605 

GBEQ2193 GenBank Acc | BI961084 | Ver | BI961084 . 1 
GI : 16319287 |MONOl_5_H03.bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 525 

GBEQ2194 GenBank Acc | BI961081 | Ver | BI961081 . 1 
GI: 16319284 | MON01_5_G12 - bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start : 1 : Stop : 484 

GBEQ2195 GenBank Acc I BI 9 610 80 | Ver |BI 961080. 1 
GI:16319283| MONO 1___5__G 1 1 . b 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 599 
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GBEQ2196 GenBank Acc | BI961078 | Ver | BI961078 . 1 
GI: 16319281 |MONOl_5j309.bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 511 

GBEQ2197 GenBank Acc | BI961076 | Ver | BI961076. 1 
GI:16319279| MON01_5_GO 7 . bl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 47 9 

GBEQ2198 GenBank Acc | BI961074 | Ver | BI961074 . 1 
GI: 16319277 | MONOl_5_G05 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 501 

GBEQ2199 GenBank Acc | BI961069 | Ver | BI961069 . 1 
GI: 16319272 |MONOl_5_Fl0 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence • : Start : 1 : Stop : 360 

GBEQ2200 GenBank Acc | BI961063 | Ver | BI961063 . 1 
.GI:16319266| MONO 1_5_F0 2 . b 1_A 0 05 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence Start : 1 : Stop : 47 0 

GBEQ2201 GenBank Acc | BI961062 | Ver | BI961062 . 1 
GI: 16319265 |MONOl__5_F01 .bl_AQ05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 394 

GBEQ2202 GenBank Acc | BI9610 61 | Ver I BI961061 . 1 
GI:16319264| MONO 1_5_E 1 2 . b 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop: 520 

GBEQ2203 GenBank Acc I BI961054 | Ver I BI961054 . 1 
GI: 16319257 |MONOl_5_E04 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 564 

GBEQ2204 GenBank Acc | BI961045 | Ver | BI961045 . 1 
GI:16319248| MON01_5_DO 5 . bl_A0 0 5 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 54 8 

GBEQ2205 GenBank Acc|BI961038 | Ver | BI961038 . 1 
GI:16319241| MONO 1_5_C 0 9 • b 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 65 

GBEQ2206 GenBank Acc | BI961037 | Ver | BI961037 . 1 
GI : 16319240 | MON01_5_C08 .bl_A005 Monocytes (MONOl) 
cDNA A mRNA sequence .: Start : 1 : Stop : 602 

GBEQ2207 GenBank Acc | BI961033 | Ver | BI961033 . 1 
GI:16319236| MONO 1_5_C 0 4 . b 1_A0 05 Mono c y t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 44 6 
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GBEQ2208 GenBank Acc | BI961032 | Ver | BI961032 . 1 
GI: 16319235 | MONOl_5_C03 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 497 

GBEQ2209 GenBank Acc | BI961030 | Ver | BI961030 . 1 
GI : 16319233 | MONOl_5_C01 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start: l:Stop: 307 

GBEQ2210 GenBank Acc [ BI961029 | Ver | BI961029 . 1 
GI: 16319232 | MONO 1_5_B 1 2 . b 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 522 

GBEQ2211 GenBank Acc | BI961025 | Ver | BI 961025 . 1 
GI : 16319228 | MONOl_5_B08 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 482 

GBEQ2212 GenBank Acc | BI961024 | Ver | BI961024 . 1 
GI: 16319227 |MONOl_5_B06.bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 58 3 

GBEQ2213 GenBank Acc | BI961018 i Ver | BI961018 . 1 
GI:16319221| MONO 1_5_A1 1 . b 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence. : Start : 1 : Stop: 556 

GBEQ2214 GenBank Acc | BI961016 | Ver | BI961016. 1 
GI : 16319219 | MONOl_5_A09 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 557 

GBEQ2215 GenBank Acc | BI961015 | Ver | BI961015 . 1 
GI: 16319218 | MONOl_5__A08 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 96 

GBEQ2216 GenBank Acc | BI961012 | Ver | BI961012 . 1 
GI : 16319215 | MONOl_5_A05 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 484 

GBEQ2217 GenBank Acc | BI960997 | Ver | BI960997 . 1 
GI : 16319200 | MONOl_3_G04 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 545 

GBEQ2218 GenBank Acc | BI960980 | Ver | BI960980 . 1 
GI : 16319183 | MONOl_3_E05 . bl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence . : Start : 1 : Stop : 532 

GBEQ2219 GenBank Acc | BI960960 | Ver | BI960960 . 1 
GI : 16319163 | MONOl__3_B09 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 57 6 
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GBEQ2220 GenBank Acc | BI960953 | Ver | BI960953 . 1 
GI : 16319156 | MON01_3_A12 .bl_A005 Monocytes (M0N01) 
cDNA, mRNA sequence .: Start : 1 : Stop : 542 

GBEQ2221 GenBank Acc | BI960951 | Ver | BI960 951 . 1 
GI: 16319154 | MON01_3_Al 0 . b 1_A0 0 5 Monocytes ( MON01 ) 
cDNA, mRNA sequence . : Start : 1 : Stop : 44 5 

GBEQ2222 GenBank Acc | BI960942 | Ver | BI960942 . 1 
GI:16319145| MON01_2_HO 5 . bl_A0 0 5 Monocyte s ( MONOl ) 
cDNA, mRNA sequence .: Start : 40 : Stop : 43*8 

GBEQ2223 GenBank Acc | BI960939 | Ver | BI960939 . 1 
GI:16319142| MON01_2_G12 . b 1_A0 0 5 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 530 
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GBEQ2224 GenBank 
GI : 16319141 |MON01_2_ 
cDNA, mRNA sequence, 

GBEQ2225 GenBank 
GI:16319136| MON01_2_ 
cDNA, mRNA sequence, 

GBEQ2226 GenBank 
GI : 16319125 | M0N01_2_ 
cDNA, mRNA sequence, 

GBEQ2227 GenBank 
GI : 16319122 |MON01_2_ 
cDNA, mRNA sequence, 

GBEQ2228 GenBank 
GI:16319109| MON01_2_ 
cDNA, mRNA sequence, 

GBEQ2229 GenBank 
GI : 16319104 |MON01_2_ 
cDNA, mRNA sequence, 

GBEQ2230 GenBank 
GI : 16319102 | MON01_2_ 
cDNA, mRNA sequence. 

GBEQ2231 GenBank 
GI : 16319097 | MON01_2_ 
cDNA, mRNA sequence, 



Acc|BI960938 iVer IBI960938. 1 
_Gll.bl__A005 Monocytes (MONOl) 
. : Start : 1 : Stop : 532 

Acc |BI960933| Ver |BI 960933.1 
_G04 .bl_A005 Monocytes (MONOl) 
. : Start : l:Stop: 485 

Acc|BI960922 | Ver| BI960922 . 1 
_F03 .bl_A005 Monocytes (MONOl) 
. : Start: 1: Stop: 360 

Acc | BI 9 60 91 9 | Ver |BI 960919.1 
_E12.bl_A005 Monocytes (MONOl) 
. : Start : 1 : Stop : 52 6 

Acc | BI 9 60 90 6 | Ver |BI 960906. 1 
_D05.bl_A005 Monocytes (MONOl) 
. : Start : 1 : Stop: 54 3 

Acc|BI960901 |Ver IBI960901.1 
_C07 .bl_A005 Monocytes (MONOl) 
. : Start: 1: Stop: 611 

Acc | BI9608 99 | Ver |BI 960899.1 
_C04 .bl_A005 Monocytes (MONOl) 
. : Start : 1 : Stop : 314 

Acc|BI9608 94 | Ver | BI9608 94 . 1 
^B08.bl_A005 Monocytes (MONOl) 
. : Start: l:Stop: 509 
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GBEQ2232 GenBank Acc | BI960891 | Ver | BI960891 . 1 
GI: 16319094 | MONOl__2_B05 . bl_A005 Monocytes (MONOl) 
cDNA, inRNA sequence .: Start : 1 : Stop : 158 

GBEQ2233 GenBank Acc | BI960886 | Ver | BI960886 . 1 
GI: 16319089 |MONOl_2_All.bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 58 9 

GBEQ2234 GenBank Acc | BI960883 | Ver | BI960883 . 1 
GI:16319086| MON01_2_AO 7 . b 1_A0 0 5 Monocy t e s ( MONOl ) 
cDNA, mRNA sequence .: Start : 132 : Stop : 453 

GBEQ2235 GenBank Acc | BI960882 | Ver | BI960882 . 1 
GI: 16319085 | MON01__2_A06 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 279 

GBEQ2236 GenBank Acc | BI960878 | Ver | BI960878 . 1 
GI:16319081| MONOl_2_A0 2 . bl_A0 0 5 Monocyte s ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 205 

GBEQ2237 GenBank Acc | BI960872 | Ver | BI960872 . 1 
GI : 16319075 | MON01_1__H08 . bl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 500 

GBEQ2238 GenBank Acc | BI960871 | Ver | BI960871 . 1 
GI: 16319074 | MONOl_l_H07 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 422 

GBEQ2239 GenBank Acc | BI9608 65 | Ver | BI9608 65 . 1 
GI: 16319068 | MONOl_l_H01 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 426 

GBEQ2240 GenBank Acc | BI9608 63 | Ver | BI960863 . 1 
GI:16319066| MONO 1_1_G 1 1 . b 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence. : Start : 1 : Stop : 552 

GBEQ2241 GenBank Acc | BI960860 | Ver | BI960860 . 1 
GI: 16319063 |MONOl_l_G08 .bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 513 

GBEQ2242 GenBank Acc | BI960858 | Ver | BI960858 . 1 
GI: 16319061 1 MONOl__l_G0 6 . bl_A0 0 5 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 93 

GBEQ2243 GenBank Acc | BI960856 | Ver | BI960856. 1 
GI: 16319059 |MONOl_l_G04 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 557 
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GBEQ2244 GenBank Acc | BI960854 | Ver | BI960854 . 1 
GI : 16319057 | MONOl_l_G02 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 415 

GBEQ2245 GenBank Acc | BI96084 9 | Ver | BI96084 9 . 1 
GI : 16319052 | MON01_1_F07 . bl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 493 

GBEQ224 6 GenBank Acc | BI96084 6 | Ver | BI960846. 1 
GI : 16319049 | MONOl_l_F04 .bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 445 

GBEQ2247 GenBank Acc | BI960840 | Ver | BI960840 . 1 
GI : 1 63 1 90 4 3 | MONOl_l_E0 9 . bl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 555 

GBEQ2248 GenBank Acc | BI960839 | Ver | BI960839 . 1 
GI : 16319042 | MONOl_l_E08 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 523 

GBEQ2249 GenBank Acc | BI960834 | Ver | BI960834 . 1 
GI: 16319037 | MON01__1_E02 . bl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 425 

GBEQ2250 GenBank Acc | BI960833 | Ver | BI960833 . 1 
GI: 16319036 |MON01JL_E01.bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 1 : Stop : 323 

GBEQ2251 GenBank Acc | BI960832 | Ver I BI960832 . 1 
GI : 16319035 | M0N01_1_D12 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 587 

GBEQ2252 GenBank Acc | BI960830 | Ver i BI960830 . 1 
GI:16319033| MONO 1__1_D 1 0 . b 1_A 0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 512 

GBEQ2253 GenBank Acc | BI960826 | Ver | BI960826. 1 
GI:1631902.9| MONO 1__1_D 0 6 . b 1_A0 05 Monocytes ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 542 

GBEQ2254 GenBank Acc | BI960824 | Ver | BI960824 . 1 
GI : 16319027 | MONOl_l_D04 . bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 551 

GBEQ2255 GenBank Acc | BI960821 | Ver I BI960821 . 1 
GI : 16319024 | MONOl_l__C09 . bl_A005 Monocytes (MONOl) 
cDNA f mRNA sequence . : Start : 1 : Stop : 510 
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GBEQ2256 GenBank Acc I BI960819 i Ver i BI960819 . 1 

GI : 16319022 | MONOl_l_C07 . bl_A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 57 0 

GBEQ2257 GenBank Acc | BI960809 1 Ver | BI960809 . 1 

Gl: 16319012 | MONOl_l_B05 . bl_A0 05 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 551 

GBEQ2258 GenBank Acc | BI9608 08 | Ver | BI960808 . 1 

GI: 16319011 |MONOl_l_B04.bl__A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 503 

GBEQ2259 GenBank Acc | BI960804 | Ver | BI9608.04 . 1 

GI : 16319007 |MONOl_l_All.bl_A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 528 

GBEQ2260 GenBank Acc | BI9608 03 | Ver | BI960803 . 1 

GI: 16319006) MONOl JL_A09.bl_A005 Monocytes .(MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 570 

GBEQ2261 GenBank Acc ) BI960802 1 Ver | BI960802 . 1 

GI: 16319005 |MONOl_l_A08 .bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop: 534 

GBEQ2262 GenBank Acc | BI960800 | Ver | BI960800 . 1 

GI : 16319003 |MONOl_l_A05.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 533 

GBEQ22 63 GenBank Acc ] AW7 357 4 0 | Ver ) AW7 357 4 0.1 

GI : 12000952 | HEST012 Horse INRA cDNA Library Equus caballus cDNA, 
mRNA sequence. -.Start: 1: Stop: 464 

GBEQ2264 GenBank Acc | AW735737 | Ver | AW7357 37 . 1 

GI: 12000949 1 HESTG07 Horse INRA cDNA Library Equus caballus cDNA, 
mRNA sequence. : Start :1: Stop: 491 

GBEQ22 65 GenBank Acc | CD53 6613 | Ver | CD536613 . 1 

GI: 31579028 | LeukoN6J5_E09 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_E09_A028 3', 
mRNA sequence. : Start: 1: Stop: 673 

GBEQ22 66 GenBank Acc | CD536607 | Ver | CD53 6607 . 1 

GI : 31579022 [ LeukoN6_5JB02 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_B02_A02 8 3', 
mRNA sequence. : Start: 1: Stop: 480 

GBEQ2267 GenBank Acc | CD536482 I Ver | CD536482 . 1 

GI : 31578897 | LeukoN6_8_E07.bl_A028 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_E07__A02 8 3 f , 
mRNA sequence. : Start : 1: Stop: 537 

GBEQ2268 GenBank Acc | CD53647 6 | Ver | CD53647 6. 1 

GI: 31578891 | LeukoN 6__8__G 03 .bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6__8__G 0 3_A0 2 8 3', 
mRNA sequence, : Start: 1: Stop: 477 

GBEQ2269 GenBank Acc | CD536337 | Ver | CD536337 . 1 

GI: 31578752 | LeukoN6J7_E>07 . bl_A028 Unstimulated peripheral blood- 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D07_A02 8 3', 
mRNA sequence .: Start : 1 : Stop : 54 3 

GBEQ2270 GenBank Acc | CD536216 1 Ver | CD536216 . 1 

GI : 31578 631 |LeukoN6_4_E03 .bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_4_E03_A02 8 3 f , 
mRNA sequence, : Start : 1 : Stop: 68 5 

GBEQ2271 GenBank Acc | CD536121 | Ver | CD536121 . 1 

GI : 315785361 LeukoN 6_3_H04 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3_H04_A02 8 3 f , 
mRNA sequence. : Start : 1: Stop: 622 

GBEQ2272 GenBank Acc | CD536101 | Ver | CD536101 . 1 

GI : 31578516 | LeukoN6_3_D02 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__3_D02_A02 8 3 T , 
mRNA sequence. : Start: 1: Stop: 64 5 

GBEQ227 3 GenBank Acc | CD53608 6 | Ver | CD53608 6. 1 

GI: 31578501 | LeukoN6_3_D05 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3__D05_A02 8 3', 
mRNA sequence. : Start: 1: Stop: 563 

GBEQ2274 GenBank Acc | CD536075 | Ver | CD536075 . 1 

GI: 31578490 | LeukoN6_3__G03 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3_G03_A02 8 3', 
mRNA sequence. : Start: 1: Stop: 643 

GBEQ2275 GenBank Acc | CD535967 | Ver | CD535967 . 1 

GI : 3157 8 382 | LeukoN6_2_G05 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus ' cDNA clone LeukoN 6__2_G0 5__A0 2 8 3', 
mRNA sequence. : Start : 1: Stop: 651 

GBEQ227 6 GenBank Acc | CD535935 | Ver I CD535935 . 1 

GI: 3157 8350 | LeukoN 6_2_Bll.bl_A028" Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__2__Bll_A028 3', 
mRNA sequence. : Start: 1: Stop: 529 
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GBEQ2277 GenBank Acc | CD535869 I Ver | CD535869 . 1 

GI : 31578284 | LeukoN5_5_C04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_C04_A027 3 f , 
mRNA sequence. : Start : 1 : Stop: 606 

GBEQ227 8 GenBank Acc | CD535860 | Ver | CD5358 60 . 1 

GI : 31578275 ) LeukoN5_5_D04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5__D0 4_A02 7 3 f , 
mRNA sequence. : Starts 1: Stop: 508 

GBEQ2279 GenBank Acc | CD535760 | Ver | CD535760 . 1 

GI : 31578175 | LeukoN5_8_A03 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8_A03__A027 3', 
mRNA sequence. :Start:l: Stop: 425 

GBEQ2280 GenBank Acc | CD535582 | Ver | CD535582 . 1 

GI : 31577997 | LeukoN5_6__G07 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_G07_A027 3 f , 
mRNA sequence. : Start: 1: Stop: 58 9 

GBEQ2281 GenBank Acc | CD535172 I Ver | CD535172 . 1 

GI : 31577587 | LeukoN5_l_B03 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_B03_A027 3", 
mRNA sequence. :Start:l: Stop: 647 

GBEQ2282 GenBank Acc | CD535167 | Ver | CD535167 . 1 

GI : 31577582 | LeukoN5_l_E05 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_lJE05_A027 3', 
mRNA sequence. : Start : 1 : Stop: 643 

GBEQ2283 GenBank Acc|CD535164 | Ver | CD535164 . 1 

GI : 3157757 9 I LeukoN 5_1_A0 8 . b 1_A0 2 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l__A08_A027 3', 
mRNA sequence .: Start : 1 : Stop: 415 

GBEQ2284 GenBank Acc | CD535158 | Ver | CD535158 . 1 

GI : 31577573 | LeukoN5_l_C08 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C08_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 716 

GBEQ2285 GenBank Acc | CD535154 | Ver | CD535154 . 1 

GI : 31577569 | LeukoN5_l_C04 .bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C0 4__A0 2 7 3 ! , 
mRNA sequence. : Start : 1 : Stop: 644 

GBEQ2286 GenBank Acc | CD535072 | Ver | CD535072 . 1 

GI: 31577487 | LeukoN5_3__A10.bl_A027 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN5__3_A10_A027 3', 
mRNA sequence. : Start :1: Stop: 47 5 

GBEQ2287 GenBank Acc | CD528 910 | Ver | CD528910 . 1 

GI : 31567532 | LeukoN3_8_C03 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_C03_A025 3', 
mRNA sequence. : Start: 1: Stop: 633 

GBEQ2288 GenBank Acc | CD528850 | Ver | CD528850 . 1 

GI : 31567472 | LeukoN3_5_F03 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_F03_A025 3', 
mRNA sequence. : Start: 1: Stop: 811 

GBEQ2289 GenBank Acc|CD528774 | Ver | CD528774 . 1 

GI : 31567396 | LeukoN3_7_F07 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7__F07_A025 3', 
mRNA sequence .: Start : 1 : Stop: 597 

GBEQ2290 GenBank Acc | CD528759 | Ver | CD528759 . 1 

GI:31567381| LeukoN 3_7_C 0 8 . b2__A0 2 5 Unstimulated peripheral blood ■ 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_C08_A025 3', 
mRNA sequence. : Start :1: Stop: 639 

GBEQ22 91 GenBank Acc | CD528723 | Ver | CD528723 . 1 

GI : 31567345 |LeukoN3_7J310.b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7__B10_A025 3", 
mRNA sequence. : Start :1: Stop: 584 

GBEQ2292 GenBank Acc | CD528608 | Ver | CD528608 . 1 

GI : 315 67230 | LeukoN3_3_Cll . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__3__Cll_A025 3 1 , 
mRNA sequence. : Start :1: Stop: 663 

GBEQ2293 GenBank Acc | CD528 606 | Ver | CD528 606 . 1 

GI: 31567228 | LeukoN3__3_G09 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_G09_A025 3', 
mRNA sequence. : Start: 1: Stop: 682 

GBEQ2 2 94 GenBank Acc | CD52 8 5 9 6 | Ver | CDS 28 596.1 

GI : 31567218 | LeukoN3__3_Fll . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_Fl 1_A02 5 3', 
mRNA sequence . : Start : 1 : Stop : 7 5 9 

GBEQ2 2 95 GenBank Acc | CD52 8 582 1 Ver | CDS 28582.1 

GI: 31567204 | LeukoN3_3_D12.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_D12_A025 3', 
mRNA sequence. : Start : 1: Stop: 58 6 
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GBEQ22 96 GenBank Acc | CD52857 6 | Ver | CD52857 6. 1 

GI: 31567198 | LeukoN3_3_B0 9 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_B09_A025 3', 
mRNA sequence .: Start : 1 : Stop: 551 

GBEQ2297 GenBank Acc | CD528422 | Ver | CD528422 . 1 

GI: 31567044 | LeukoN3__2__F04 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F04 — A025 3', 
mRNA sequence. : Start :1: Stop: 601 

GBEQ2298 GenBank Acc | CD528418 | Ver | CD528418 . 1 

GI : 31567040 | LeukoN3_2_D09 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_ D09_A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 4 67 

GBEQ2299 GenBank Acc | CD528324 | Ver | CD528324 . 1 

GI: 31566946 | LeukoN3_l_A06 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_A0 6_A0 2 5 3 1 , 
mRNA sequence .: Start : 1 : Stop: 631 

GBEQ2300 GenBank Acc | CD528304 | Ver | CD528304 . 1 

GI: 3156692 6*1 LeukoN3_l_F08 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_F0 8__A02 5 3 1 , 
mRNA sequence. : Start : 1: Stop: 633 

GBEQ2301 GenBank Acc | CD528300 | Ver 1 CD528300 . 1 

GI : 31566922 | LeukoN3_l_Fll . b2__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_Fll__A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 554 

GBEQ2302 GenBank Acc 1 CD528299 | Ver | CD528299 . 1 

GI : 31566921 1 LeukoN3__l__G08 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_G0 8_A0 2 5 3 1 , 
mRNA sequence. : Start:!: Stop: 504 

GBEQ2303 GenBank Acc | CD528294 | Ver | CD528294 . 1 

GI : 31566916 | LeukoN3_l_H08 .b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l_H08_A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 557 

GBEQ2304 GenBank Acc | CD52828 9 | Ver | CD528289 . 1 

GI : 31566911 | LeukoN3_l__B12 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_B12_A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 4 93 

GBEQ2305 GenBank Acc | CD528275 ! Ver | CD528275 . 1 

GI: 31566897 | LeukoN3_l_D12 .b2_A025 Unstimulated peripheral blood 
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leukocytes N3 Equus caballus cDNA clone LeukoN3_l_D12_A025 3', 
mRNA sequence. : Start : 1 : Stop: 645 

GBEQ2306 GenBank Acc ICD528173 I Ver | CD528173 . 1 

GI : 31566795 | LeukoN3_4 JD11 . bl_A02 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Dll_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 812 

GBEQ2307 GenBank Acc | CD528147 | Ver | CD528147 . 1 

GI : 315667 69 | LeukoN3__4_H05 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_H05__A025 3 f , 
mRNA sequence .: Start : 1 : Stop: 716 

GBEQ2308 GenBank Acc | CD528131 1 V } er | CD528131 . 1 

GI : 31566753 | LeukoN3_4_Cll . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Cll___A025 3*, 
mRNA sequence .: Start : 1 : Stop: 360 

GBEQ2309 GenBank Acc | CD472301 | Ver | CD472301. 1 

GI : 313 93569 | LeukoS 6_5_E 07 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6__5_E07_A028 3', 
mRNA sequence. : Start : 1 : Stop: 430 

GBEQ2310 GenBank Acc | CD472176 | Ver | CD472176. 1 

GI : 31393444 | LeukoS6_l_H05 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_H05__A02 8 3 1 , 
mRNA sequence. : Start : 1 : Stop: 633 

GBEQ2311 GenBank Acc 1 CD472147 | Ver | CD472147 . 1 

GI : 31393415 | LeukoS6_l_B12 . bl__A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_l_B12_A028 3', 
mRNA sequence. : Start :1: Stop: 527 

GBEQ2312 GenBank Acc | CD472121 | Ver | CD472121 . 1 

GI : 31393389 | LeukoS6_l_D07 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__1__D07__A028 3', 
mRNA sequence. : Start : 1 : Stop: 535 

GBEQ2313 GenBank Acc | CD471986 | Ver | CD471986 . 1 

GI : 313 93254 | LeukoS 6_3 JE0 5 . bl__A02 8 Stimulated peripheral blood 
leukocytes S6 Equus -caballus cDNA clone LeukoS 6_3_E0 5_A02 8 3 ! , 
mRNA sequence. : Start : l:Stop: 570 

GBEQ2314 GenBank Acc | CD471791 | Ver | CD4717 91 . 1 

GI : 31393059 | LeukoS 6__2_G10 . bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2__G1 0_A0 2 8 3' f 
mRNA sequence .: Start : 1 : Stop: 477 
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GBEQ2315 GenBank Acc | CD471790 | Ver | CD471790 . 1 

GI: 31393058 | LeukoS6_2_H12 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6__2_H12_A02 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 416 

GBEQ2316 GenBank Acc | CD47148 6 | Ver | CD471486 . 1 

GI : 31392754 | LeukoS5_6_F04 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5__6__F0 4__A02 7 3 f , 
mRNA sequence .: Start : 1: Stop : 425 

GBEQ2317 GenBank Acc | CD471074 | Ver | CD471074 . 1 

GI : 31392342 | LeukoS5_4_C01 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_C01_A027 3', 
mRNA sequence . : Start : 1 : Stop : 371 

GBEQ2318 GenBank Acc | CD471031 | Ver | CD471031 . 1 

GI : 31392299 | LeukoS5_4_H07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5_4_H 0 7_A0 2 7 3', 
mRNA sequence. : Start : 1: Stop: 624 

GBEQ2319 GenBank Acc | CD470888 | Ver | CD470888 . 1 

GI : 31392156 | LeukoS5_3_C08 . bl_AQ27 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_C0 8___A027 3* , 
mRNA sequence .: Start : 1: Stop: 572 

GBEQ2320 GenBank Acc | CD470744 | Ver | CD470744 . 1 

GI : 31392012 I LeukoS5_2_B09 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_2_B09_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 609 

GBEQ2321 GenBank Acc | CD470616 | Ver | CD470616. 1 

GI: 31391884 | LeukoS 4_6__B 04 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_6_B04_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 475 

GBEQ2322 GenBank Acc | CD470614 | Ver | CD470614 . 1 

GI : 313918 82 | LeukoS4_6_Cll . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4__6_C11_A02 6 3 1 , 
mRNA sequence .: Start : 1 : Stop: 543 

GBEQ2323 GenBank Acc | CD470603 | Ver | CD470603 . 1 

GI: 31391871 | LeukoS4_6_B0 9 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4__6_B0 9_A0 2 6 3 f , 
mRNA sequence .: Start : 1 : Stop: 4 83 

GBEQ2324 GenBank Acc | CD470602 | Ver | CD470602 . 1 

GI : 31391870 | LeukoS4_6_G0 6 .bl_A02 6 Stimulated peripheral blood 
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leukocytes S4 Equus caballus cDNA clone LeukoS4_6__G06__A02 6 3', 
mRNA sequence. : Start :1: Stop: 624 

GBEQ2325 GenBank Acc | CD470382 | Ver | CD470382 . 1 

GI : 31391650 | LeukoS4__4_E08 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_E08_A02 6 3 1 , 
mRNA sequence .: Start : 1 : Stop: 623 

GBEQ2326 GenBank Acc | CD470381 | Ver | CD470381 . 1 

GI : 313 91 64 9 j LeukoS4_4_Ell . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_Ell_A02 6 3', 
mRNA sequence. : Start : 1: Stop: 581 

GBEQ2327 GenBank Acc|CD470352 | Ver | CD470352 . 1 

GI : 31391620 | LeukoS4_4_H12 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4__H12_A02 6 3 ! , 
mRNA sequence .: Start : 1 : Stop: 58 9 

GBEQ2328 GenBank Acc | CD470216 | Ver | CD470216. 1 

GI : 31391484 | LeukoS4_3_H12 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__3_H12__A02 6 3 f , 
mRNA sequence .: Start : 1 : Stop: 58 8 

GBEQ2329 GenBank Acc | CD470200 | Ver | CD470200 . 1 

GI : 313 914 68 | LeukoS4_3_F04 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_F04_A02 6 3', 
mRNA sequence .: Start : 1 : Stop: 438 

GBEQ2330 GenBank Acc | CD470192 | Ver | CD470192 . 1 

GI: 31391460 |LeukoS4_3_G02.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_G02_A026 3 1 , 
mRNA sequence. : Start :1: Stop: 507 

GBEQ2331 GenBank Acc | CD470074 | Ver | CD470074 . 1 

GI : 31391342 |LeukoS4_l_D01.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_l_D01_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 47 6 

GBEQ2332 GenBank Acc | CD470071 | Ver | CD470071 . 1 

GI : 31391339 | LeukoS4__l_G07 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_l_G07_A02 6 3", 
mRNA sequence. : Start: 1: Stop: 47 9 

GBEQ2333 GenBank Acc | CD470031 | Ver | CD470031 . 1 

GI: 31391299 1 LeukoS4_l_E05.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__l_JE05__A02 6 3', 
mRNA sequence. : Start :1: Stop: 648 
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GBEQ2334 GenBank Acc | CD470013 j Ver ) CD470013 . 1 

GI : 31391281 | LeukoS 4_1_G0 8 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_1_G0 8__A0 2 6 3 ! , 
mRNA sequence. -.Start: 1: Stop: 551 

GBEQ2 335 GenBank Acc | CD46992 9 | Ver | CD469929 . 1 

GI: 31391197 | LeukoS4_2_H06 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_H0 6_A02 6 3', 
mRNA sequence. : Start :l:Stop: 350 

GBEQ2336 GenBank Acc | CD4 69901 | Ver | CD4 69901 . 1 

GI: 31391169 I LeukoS4_2_A09 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2__A0 9_A02 6 3 1 , 
mRNA sequence. : Start: 1: Stop: 513 

GBEQ2337 GenBank Acc ) CD4 69893 | Ver | CD469893 . 1 

GI: 31391161 | LeukoS4_2_B07.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_B07_A02 6 3', 
mRNA sequence. : Start :1: Stop: 558 

GBEQ2338 GenBank Acc | CD469787 | Ver | CD469787 . 1 

GI : 31391055 | LeukoS 2_5_H0 3 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_H03_A024 3 1 , 
mRNA sequence. : Start :l:Stop:'627 

GBEQ2339 GenBank Acc | CD469591 | Ver | CD4 69591 . 1 

GI : 31390859 | LeukoS2 J7_H02 . b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_H02_A024 3', 
mRNA sequence . : Start : 1 : Stop : 4 4 5 

GBEQ2340 GenBank Acc | CD469492 | Ver | CD469492 . 1 

GI : 3 13 907 60 | LeukoS2_4_D12 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__4__D12_A02 4 3*, 
mRNA sequence. : Start : 1 : Stop: 562 

GBEQ2341 GenBank Acc | CD4 69472 | Ver | CD4 69472 . 1 

GI: 31390740 I LeukoS2_4_B12.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__4J312_A024 3', 
mRNA sequence . : Start : 1 : Stop : 5 1 6 

GBEQ2 342 GenBank Acc | CD4 6 9 4 5 1 1 Ver | CD4 6 9 4 5 1 . 1 

GI: 31390719 |LeukoS2_4_G08.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_G08_A02 4 3 f , 
mRNA sequence. : Start: 1: Stop: 52 6 

GBEQ2343 GenBank Acc | CD4 694 45 | Ver | CD4 69445 . 1 

GI : 31390713 | LeukoS2_4_G09 . bl_A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_4_G09__A024 3', 
mRNA sequence .: Start : 1 : Stop: 456 

GBEQ234 4 GenBank Acc | CD4 69335 | Ver | CD4 69335 . 1 

GI : 31390603 | LeukoS2__3_H05 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__3JH05_A024 3'/ 
mRNA sequence. : Start : 1: Stop: 676 

GBEQ2345 GenBank Acc | CD469330 | Ver | CD4 69330 . 1 

GI : 31390598 | LeukoS2_3_C04 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3__C0 4_A02 4 3 1 , 
mRNA sequence . : Start : 1 : Stop: 528 

GBEQ234 6 GenBank Acc | CD4 69326 | Ver | CD4 6932 6. 1 

GI : 31390594 I LeukoS2_3_E12 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone Leu ko S 2__3__E 1 2_A0 2 4 3 1 , 
mRNA sequence. : Start : 1 : Stop: 684 

GBEQ2347 GenBank Acc | CD4 69189 | Ver | CD4 6918 9 . 1 

GI : 31390457 | LeukoS2_2_G02 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G02__A024 3", 
mRNA sequence .: Start : 1 : Stop: 377 

GBEQ2348 GenBank Acc | CD469040 | Ver | CD469040 . 1 

GI : 31390308 | LeukoS2_l_F05 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_F05_A024 3', 
mRNA sequence. : Start : 1 : Stop: 699 

GBEQ2349 GenBank Acc | CD4 68 990 | Ver | CD4 68 990 . 1 

GI: 31390258 | LeukoS2_l_H12 . bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l__H12_A024 3', 
mRNA sequence .: Start : 1 : Stop: 537 

GBEQ2350 GenBank Acc | CD468907 | Ver | CD468907 . 1 

GI: 31390175 |LeukoS3_8_H02.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_H02_A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 645 

GBEQ2351 GenBank Acc | CD468887 | Ver | CD468887 . 1 

GI : 31390155 | LeukoS3_8_G05 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G05__A025 3 f , 
mRNA sequence. : Start :1: Stop: 757 

GBEQ2352 GenBank Acc | CD468800 | Ver | CD468800 . 1 

GI: 31390068 | LeukoS3_7__A05 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_A05___A025 3 f , 
mRNA sequence. : Start : 1: Stop: 696 
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GBEQ2353 GenBank Acc | CD4 68570 | Ver | CD4 68570.. 1 

GI: 31389838 | LeukoS3__4_C10 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_C10_A025 3', 
mRNA sequence. : Start : 1 : Stop: 34 4 

GBEQ2354 GenBank Acc | CD4 68561 1 Ver | CD4 68561 . 1 

GI : 31389829 | LeukoS3_4_F12 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__4_F12__A025 3', 
mRNA sequence. : Start :1: Stop: 774 

GBEQ2355 GenBank Acc I CD4 68548 | Ver | CD4 68 54 8 . 1 

GI : 3138 9816 ) LeukoS3_4_G05 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4__G05_A025 3 ' , 
mRNA sequence. : Start : 1 : Stop : 736 

GBEQ2356 GenBank Acc | CD468420 | Ver | CD468420 . 1 

GI: 31389688 | LeukoS3_3_F01 .bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone Leu koS 3_3_F0 1_A0 2 5 3', 
mRNA sequence. : Start : 1 : Stop: 559 

GBEQ2357 GenBank Acc | CD468394 | Ver | CD468394 . 1 

GI : 3138 9662 | LeukoS3_3_A03 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_A03__A025 3', 
mRNA sequence. -.Start: 1: Stop: 37 6 

GBEQ2358 GenBank Acc | CD468301 | Ver | CD468301 . 1 

GI: 3138 9569 | LeukoS3_2JD09 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__2_D0 9_A025 3 T , 
mRNA sequence. : Start : 1: Stop: 622 

GBEQ2359 GenBank Acc I CD4 6824 5 | Ver | CD4 6824 5 . 1 

GI : 3138 9513 | LeukoS3_2_C0 6..bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__2__C0 6__A025 3", 
mRNA sequence. : Start: 1: Stop: 602 

GBEQ2360 GenBank Acc | CD4 68135 | Ver | CD4 68135 . 1 

GI : 3138 9403 | LeukoS3_l_G10 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS 3_1_G1 0_A02 5 3 f , 
mRNA sequence. : Start: 1: Stop: 673 

GBEQ23 61 GenBank Acc | CD4 679711 Ver | CD4 67971.1 

GI : 3138 9239 | LeukoSl_8_G08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_G08__A023 3 1 , 
mRNA sequence .: Start : 1 : Stop : 657 

GBEQ2 3 62 GenBank Acc | CD4 67 9 63 | Ver | CD4 67963.1 

GI : 3138 9231 | LeukoSl_8_H02 . bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_8_H02_A023 3\ 
mRNA sequence. : Start :1: Stop: 436 

GBEQ2363 GenBank Acc | CD467 961 | Ver | CD4 67 961 . 1 

GI : 31389229 |LeukoSl_8_C03.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_C03_A023 3', 
mRNA sequence. : Start : 1: Stop: 510 

GBEQ2364 GenBank Acc | CD467839 | Ver | CD467839 . 1 

GI:31389107 I LeukoSl_7_B06 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_B06_A023 3 ! , 
mRNA sequence . : Start : 1 : Stop: 668 

GBEQ2365 .GenBank Acc | CD467832 I Ver | CD467832 . 1 

GI: 31389100 | LeukoSl_7_D02 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_D02_A023 3', 
mRNA sequence. : Start : 1: Stop: 62 9 

GBEQ2366 GenBank Acc | CD467828 | Ver | CD467828 . 1 

GI : 31389096 ) LeukoSl_7_F02 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__7_F02_A023 3', 
mRNA sequence. : Start :1: Stop: 734 

GBEQ2367 GenBank Acc | CD467819 | Ver | CD467819 . 1 

GI: 31389087 | LeukoSl_7_F09 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7__F09__A023 3 l , 
mRNA sequence. : Start :1: Stop: 57 4 

GBEQ2 368 GenBank Acc | CD4 677001 Ver I CD4 67700.1 

GI: 3138 8 968 | LeukoSl_j5_A04 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_A04__A023 3', 
mRNA sequence. : Start: 1: Stop: 601 

.GBEQ2369 GenBank Acc | CD467 64 6 ) Ver ] CD467 64 6. 1 

GI: 31388 914 | LeukoSl_6_G02 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_G02_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 308 

GBEQ2370 GenBank Acc | CD4 67522 | Ver | CD467522 . 1 

GI : 31388790 | LeukoSl_5_B08.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_B08_A023 3», 
mRNA sequence. : Start : 1 : Stop : 606 

GBEQ2371 GenBank Acc | CD467519 | Ver | CD467519 . 1 

GI : 31388787 |LeukoSl_5_G03.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__5_G03_A023 3', 
mRNA sequence. : Start : 1: Stop: 392 
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GBEQ2372 GenBank Acc | CD467500 | Ver | CD467500 . 1 

GI : 3138 87 68 | LeukoSl_5_B0 6 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_B0 6_A023 3', 
mRNA sequence .: Start : 1 : Stop: 693 

GBEQ2373 GenBank Acc | CD467409 | Ver | CD4 67409 . 1 

GI: 31388677 | LeukoSl_4_H01 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_H01_A023 3', 
mRNA sequence. : Start: 1: Stop: 4 85 

GBEQ2374 GenBank Acc | CD467407 I Ver | CD467407 . 1 

GI:31388675| LeukoSl_4_C0 6 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_C06__A02'3 3', 
mRNA sequence. : Start : 1 : Stop: 269 

. GBEQ2375 GenBank Acc | CD467397 | Ver | CD467397 • 1 
GI: 31388 665 |LeukoSl_4_H12.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_H12__A023 3', 
mRNA sequence. : Start :1: Stop: 660 

GBEQ2376 GenBank Acc | CD467395 | Ver | CD467395 . 1 

GI : 31388 663 | LeukoSl__4_G03 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_G03_A023 3', 
mRNA sequence. : Start: 1: Stop: 414 

GBEQ2377 GenBank Acc | CD467382 | Ver 1 CD467382 . 1 

GI : 31388650 | LeukoSl__4_G07 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__4_G07__A02 3 3', 
mRNA sequence. : Start :1: Stop: 604 

GBEQ2378 GenBank Acc | CD467238 | Ver | CD467238 . 1 

GI: 31388 50 6 | LeukoSl_3_F05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__3_F05_A023 3", 
mRNA sequence. : Start :1: Stop: 593 

GBEQ237 9 GenBank Acc | CD4 67209 | Ver | CD467209 . 1 

GI: 31388477 | LeukoSl_3_G05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_3_G05_A023 3', 
mRNA sequence. : Start : 1: Stop: 614 

GBEQ2380 GenBank Acc | CD467114 | Ver | CD467114 . 1 

GI : 31388382 | LeukoSl_2_C05 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2__C05_A023 3', 
mRNA sequence . : Start : 1 : Stop: 4 33 

GBEQ2381 GenBank Acc|CD467107 | Ver | CD467107 . 1 

GI : 31388375 | LeukoSl_2_F10 .bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoS 1_2_F1 0_A0 2 3 3 f , 
mRNA sequence, : Start : 1: Stop: 663 

GBEQ2382 GenBank Acc | CD4 67068 | Ver | CD4 67 0 68 . 1 

GI: 3138 833 6 | LeukoSl_2_D10 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_D10_A023 3', 
mRNA sequence. : Start: 1: Stop: 339 

GBEQ238 3 GenBank Acc | CD4 66929 | Ver ] CD4 66929 . 1 

GI: 31388197 | LeukoSl_l_EQ 8 . bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_E08_A023 3", 
mRNA sequence. : Start : 1: Stop: 628 

GBEQ2384 GenBank Acc | CD466820 | Ver | CD466820 . 1 

GI: 3138 808 8 | LeukoN2_8_F04 . b2__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__8_F04_A024 3 1 , 
mRNA sequence .: Start : 1 : Stop: 503 

GBEQ2385 GenBank Acc | CD466696 | Ver | CD466696. 1 

GI: 31387964 | LeukoN2_5_D03 . bl_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_5_D03__A024 3' , 
mRNA sequence .: Start : 1 : Stop: 183 

GBEQ238 6 GenBank Acc | CD466594 | Ver | CD4 66594 . 1 

GI: 31387862 | LeukoN2_7_El2 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_E12__A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 597 

GBEQ2387 GenBank Acc | CD466581 | Ver | CD466581 . 1 

GI : 31387849 | LeukoN2_7_B08 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7 J308_A024 3 1 , 
mRNA sequence. : Start : 1: Stop: 683 

GBEQ2388 GenBank Acc | CD466560 | Ver | CD466560 . 1 

GI: 31387828 | LeukoN2_7_D02 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D02_A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 598 

GBEQ2389 GenBank Acc | CD466551 | Ver | CD4 66551 . 1 

GI : 31387819 | LeukoN2_7__H0 8 ,b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7__H08_A024 3', 
mRNA sequence. : Start : 1: Stop: 54 6 

GBEQ2 3 90 GenBank Acc | CD4 6644 6 | Ver | CD4 664 4 6 . 1 

GI: 31387714 | LeukoN2_4_F05 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_F05__A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 551 
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GBEQ2391 GenBank Acc | CD466277 | Ver | CD466277 . 1 

GI : 31387545 | LeukoN2_3_E0 6 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_E 0 6_A0 2 4 3 1 , 
mRNA sequence . : Start : 1 : Stop: 520 

GBEQ2392 GenBank Acc | CD466237 | Ver | CD4 66237 . 1 

GI : 31387505 | LeukoN2_3_F01 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__3_JF01_A024 3 1 , 
mRNA sequence* : Start: 1: Stop: 525 

GBEQ2393 GenBank Acc [ CD466078 | Ver | CD466078 . 1 

GI : 3138 734 6 | LeukoN2_2_H01 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__2_H01_A024 3 1 , 
mRNA sequence .: Start : 1 : Stop : 333 

GBEQ2394 GenBank Acc | CD4 65959 | Ver | CD4 65959 . 1 

GI : 31387227 | LeukoN2_l_A10 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_A10__A024 3' r 
mRNA sequence. : Start : 1: Stop: 3 99 

GBEQ2395 GenBank Acc | CD4 65944 | Ver | CD4 65944 . 1 

GI : 31387212 | LeukoN2_l_H08 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_H0 8__A0 2 4 3 1 , 
mRNA sequence. : Start : 1: Stop: 690 

.GBEQ2396 GenBank Acc 1 CD4 65942 | Ver | CD4 65942 . 1 

GI : 31387210 | LeukoN2_JL_H01 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_JL_H01_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 667 

GBEQ2397 GenBank Acc | CD4 65932 | Ver | CD4 65932 . 1 ' 

GI : 31387200 | LeukoN2_l_F12 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__l_F12_A024 3', 
mRNA sequence. : Start :1: Stop: 718 

GBEQ2398 GenBank Acc | CD4 658 69 | Ver | CD4 658 69 . 1 

GI: 31387137 | LeukoNl_8_D05 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_D0 5_A0 2 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 587 

GBEQ2399 GenBank Acc | CD4 65851 | Ver | CD4 65851 . 1 

GI : 31387119 | LeukoNl_8_H03 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8__H03_A023 3' , 
mRNA sequence. : Start: 1: Stop: 67 6 

GBEQ2 400 GenBank Acc | CD4 65 8 4 5 | Ver | CD4 65845.1 

GI : 31387113 | LeukoNl_8_B12 . bl__A023 Unstimulated peripheral blood 
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leukocytes Nl Equus caballus cDNA clone LeukoNl_8_B12_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 564 

GBEQ2401 GenBank Acc | CD465749 | Ver | CD465749 . 1 

GI : 31387017 | LeukoNl_7_H07 . bl_A02 3 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_H07_A023 3 f , 
mRNA sequence. : Start : 1: Stop: 54 7 

GBEQ2402 GenBank Acc | CD465744 | Ver | CD465744 . 1 

GI : 31387012 | LeukoN 1_.7_F0 2 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7__F02_A023 3', 
mRNA sequence. : Start : 1 : Stop: 545 

GBEQ2403 GenBank " Acc | CD465736 | Ver | CD465736 . 1 

GI: 31387004 | LeukoNl_7__H05 . bl_A023 Unstimulated peripheral blood 
leukocytes ' Nl Equus caballus cDNA clone LeukoNl_7_H05_A023 3', 
mRNA sequence. : Start :1: Stop: 48 9 

GBEQ2404 GenBank Acc 1 CD465725 | Ver | CD465725. 1 

GI: 3138 6993 |LeukoNl_7_D03.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_D03_A023 3 1 , 
mRNA sequence. : Start : 1 : Stop: 581 

GBEQ2405 GenBank Acc | CD465651 | Ver | CD465651 . 1 

GI: 31386919 [ LeukoNl_6_Hll . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_Hll_A023 3', 
mRNA sequence. : Start :1: Stop: 524 

GBEQ2406 GenBank Acc | CD465650 | Ver | CD465650 . 1 

GI: 31386918 | LeukoNl_6_D03 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__6_D03_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 505 

GBEQ24 07 GenBank Acc | CD4 65428 | Ver | CD4 65428 . 1 

GI: 31386696 |LeukoNl_4_E07 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_E07_A023 3 1 , 
mRNA sequence. : Start :l:Stop: 571 

GBEQ2408 GenBank Acc | CD465392 | Ver | CD465392 . 1 

GI : 3138 6660 | LeukoNl_4__E10 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1__4__E 1 0__A0 2 3 3', 
mRNA sequence. : Start :1: Stop: 4 66 

GBEQ2409 GenBank Acc | CD465277 | Ver | CD465277 . 1 

GI: 31386545 | LeukoNl_3_B10 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_3__B 1 0___A0 2 3 3 1 , 
mRNA sequence. : Start: 1: Stop: 442 
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GBEQ2410 GenBank Acc | CD4 65157 | Ver | CD4 65157 . 1 

GI : 31386425 | LeukoNl_2_E02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_E02_A023 3 1 , 
mRNA sequence. : Start : 1 : Stop: 527 

GBEQ2411 GenBank Acc | CD464874 | Ver | CD464874 . 1 

GI : 3138 6142 | LeukoN4_5_F05 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__5__F05_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 58 0 

GBEQ2412 GenBank Acc | CD464201 | Ver | CD464201. 1 

GI: 31385469 |LeukoN4_2_H08 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_H08_A026 3 1 , 
mRNA sequence. : Start: 1: Stop: 590 

GBEQ2413 GenBank Acc | BM7 8138 9 | Ver | BM781389 . 1 

GI : 19129621 |MLNl_8_G06.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 599 

GBEQ2414 GenBank Acc | BM781385 | Ver | BM781385 . 1 

GI : 19129617 |MLNl_8_H07.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 9 : Stop : 647 



GBEQ2415 GenBank Acc | BM781212 | Ver | BM781212 . 1 

GI: 19129444 | MLNl_5_G09.gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 4 : Stop: 588 

GBEQ2 416 GenBank Acc | BM7 8 1 0 2 6 | Ver | BM7 81026.1 

GI : 19129258 | MLN1_3_B08 . gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 58 : Stop : 664 

GBEQ2417 GenBank Acc | BM781022 | Ver | BM781022 . 1 

GI: 19129254 | MLNl_3_C07.gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 74 : Stop : 666 

GBEQ2418 GenBank Acc | BM78 1007 | Ver | BM781007 . 1 

GI : 19129239 | MLN1_3_D08 . gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 8 : Stop : 641 

GBEQ2 419 GenBank Acc | BM7 8 0 9 8 6 | Ve r | BM7 8098 6.1 

GI: 19129218 | MLN1_2_C04 . gl__A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 37 : Stop : 639' 

GBEQ2420 GenBank Acc | BM780935 | Ver | BM78 0935 . 1 

GI : 19129167 | MLN1_1_B05 . gl_A005 Mesenteric lymph node 

caballus cDNA , mRNA sequence .: Start : 84 : Stop : 454 
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GBEQ2 421 GenBank Acc | BM7 8 0 9 1 1 1 Ver | BM7 8 0911.1 

GI:19129143|MLNl_lJ)ll.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 42 : Stop : 363 

GBEQ2 422 GenBank Acc | BM7 8 0 8 8 3 | Ver | BM7 808 8 3.1 

GI : 19129115 |MLNl_l__H02.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 38 : Stop : 499 

GBEQ2 423 GenBank Acc | BM7 8 0 8 5 4 | Ver | BM7 8 08 54.1 

GI : 19129086 | APL1_9__G03 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 18: Stop: 600 

GBEQ2 424 GenBank Acc | BM7 8 0 8 4 1 1 Ve r | BM7 8 08 41.1 

GI:19129073 | APL1_9_H05 . gl_A00 5 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 19 : Stop: 532 

GBEQ2 425 GenBank Acc | BM7 8 0 8 1 3 | Ver | BM7 8 0813.1 

GI: 19129045 | APL1_9_B10 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start: 108 : Stop: 602 

GBEQ2 426 GenBank Acc | BM7 8 0 7 8 4 | Ver |.BM7 80784.1 

GI: 19129016 |APL1__9JD12 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 52: Stop: 644 

GBEQ2427 GenBank Acc I BM7807 69 I Ver | BM7 8 0769.1 

GI : 19129001 | APL1_8_B03 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 536 

GBEQ2428 GenBank Acc | BM780750 | Ver | BM780750 . 1 

GI: 19128982 |APLl_8_D02.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 412 

GBEQ2 429 GenBank Acc | BM7 8 0 7 2 8 | Ver | BM7 8 0728.1 

GI: 19128960 |APLl_8_F05.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 58 6 

GBEQ2430 GenBank Acc | BM780696 | Ver | BM780696. 1 

GI: 19128928 | APL1_6_A03 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. .-Start: 88: Stop: 633 

GBEQ2 431 GenBank Acc | BM7 8 0 6 6 4 | Ver | BM7 80664.1 

GI:19128896|APLl_6JD01.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 37 : Stop: 60 6 

GBEQ2 4 32 GenBank Acc | BM7 8 0 63 9 | Ver | BM7 80639.1 

GI: 19128871 | APL1_6_F07 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. .-Start: 8 :Stop: 647 
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GBEQ2 433 GenBank Acc | BM7 8 0 62 5 | Ver | BM7 80 625.1 

GI: 19128857 | APL1_6_G09 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start :1: Stop: 54 9 

GBEQ24 34 GenBank Acc | BM780 623 | Ver | BM780623 . 1 

GI : 19128855 | APL1__6_H04 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 35 : Stop: 652 

GBEQ2435 GenBank Acc | BM7 8 0 622 | Ver | BM78 0 622 . 1 

GI : 19128854 | A PL 1_ 6_G 12 . gl__A0 05 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 86: Stop: 563 

GBEQ2436 GenBank Acc | BM780616 | Ver | BM780616 . 1 

GI: 19128848 | APL1_6__H08 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 27 : Stop: 631 

GBEQ2437 GenBank Acc | BM780596 | Ver | BM780596. 1 

GI : 19128828 | APLl_4_B02.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 1 : Stop : 172 

GBEQ2 438 GenBank Acc |BM780571|Ver| BM7 8 0571.1 

GI: 19128 803 | APL1_4_D0 6 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 72 : Stop: 4 67 

GBEQ2439 GenBank Acc|BM780557 | Ver | BM78 0557 . 1 

GI: 1912878 9 |APLl_4__Ell.gl_A0 05 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 16: Stop: 612 

GBEQ2440 GenBank Acc | BM780539 | Ver | BM780539 . 1 

GI : 19128771 |APLl_4_G12.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 610 

GBEQ2 441 GenBank Acc | BM7 8 0 5 2 3 | Ver | BM7 80523.1 

GI: 19128755 lAPLl__3_All.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 50 : Stop: 657 

GBEQ2442 GenBank Acc|BM780514 | Ver | BM780514 . 1 

GI: 1912874 6 | APL1_3_B05 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 2 : Stop: 2 65 

GBEQ2443 GenBank Acc | BM780507 I Ver | BM780507 . 1 

GI : 19128739 |APLl_3_C02.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 3 : Stop: 588 

GBEQ2 444 GenBank Acc | BM7 8 0 4 67 | Ver | BM7 80467.1 

GI: 19128714 I APL1_3_D11 . gl_A005 -Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 17 : Stop: 58 6 
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GBEQ2445 GenBank Acc | BM780427 | Ver | BM780427 . 1 

GI: 19128 659 |APLl_2_All.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 3: Stop: 669 

GBEQ2 4 4 6 GenBank Acc | BM7 8 0420 1 Ver | BM7 80420.1 

GI: 19128 652 |APLl_2_B07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 92: Stop: 677 

GBEQ2447 GenBank Acc | BM780419 | Ver | BM780419 . 1 

GI: 19128651 1 APL1__2__B06 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 99: Stop: 616 

GBEQ24 4 8 GenBan k Acc | BM7 8 0 4 1 8 | Ver | BM7 80418.1 

GI: 19128650 | APL1_2_B05 . gl_A0 05 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 10 : Stop: 520 

GBEQ2449 GenBank Acc | BM780411 | Ver | BM780411 . 1 

GI: 19128 643 |APLl_2_B12.gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 112 : Stop : 217 

GBEQ2450 GenBank Acc | BM780410 | Ver | BM780410 . 1 

GI: 19128 642 | APLl_2_D02.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 6: Stop: 571 

GBEQ2451 GenBank Acc | BM780405 | Ver | BM780405 . 1 

GI: 19128637 | APL1_2_C08 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 302 

GBEQ2452 GenBank Acc | BM780402 | Ver | BM780402 . 1 

GI: 19128634 I APLl_2_D09.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 26: Stop: 247 

GBEQ2 453 GenBank Acc | BM7 8039 9] Ver | BM7 80399.1 

GI: 19128 631 | APLl_2_D05.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence .: Start : 1 : Stop: 451 

GBEQ2 4 54 GenBank Acc | BM7 8 0 3 8 2 | Ver | BM7 80382.1 

GI: 19128614 | APL1_2_F10 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 543 

GBEQ2455 GenBank Acc | BM780361 1 Ver | BM780361 . 1 

GI: 19128593 | APL1_2_H03 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 9: Stop: 310 

GBEQ2456 GenBank Acc | BM78034 0 | Ver | BM780340 . 1 

GI : 19128572 | APL1_1_A11 . gl__A0 05 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 34: Stop: 569 
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GBEQ2457 GenBank Acc | BM780331 | Ver | BM780331 . 1 

GI: 19128563 |APLl_l_A02.gl__A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 11: Stop: 281 

GBEQ2458 GenBank Acc|BM780320 | Ver | BM780320 . 1 

GI: 19128552 | APL1_1_C05 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start : 123 : Stop : 626 

GBEQ2459 GenBank Acc I BM735487 1 Ver I BM735487 . 1 

GI: 1905 682 0 | MONOl_19_E01 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 375 

GBEQ2 4 60 GenBank Acc | BM7 3 5 4 5 5 | .Ve r | BM7 35455.1 

GI: 19056788 | MONOl_19_H03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 60 : Stop : 614 

GBEQ2 4 61 GenBan k Acc | BM7 3 5 4 3 9 | Ve r 1 BM7 3543 9.1 

GI: 19056772 |MONOl_20_E12.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 105 : Stop : 678 

* 

GBEQ2 462 GenBank Acc ) BM7 3 5 3 3 6 | Ve r | BM7 35336.1 

GI : 19056669 1 MONO l_18JB05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA f mRNA sequence Start : 10 : Stop : 598 

GBEQ24 63 GenBank Acc | BM735331 1 Ver | BM735331 . 1 

GI: 1905 6664 | MONOl_18_C03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 99 : Stop : 595 

GBEQ24 64 GenBank Acc | BM7 35329 | Ver | BM735329. 1 

GI: 19056662 |MONOl_18_D04 ,gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 28 : Stop : 508 

GBEQ2465 GenBank Acc | BM735323 | Ver | BM735323 . 1 

GI: 19056656 |MONOl_18_ClO . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 2 63 

GBEQ2466 GenBank Acc | BM735282 | Ver | BM735282 . 1 

GI: 19056615 | MONOl_18_G0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 7 : Stop : 657 

GBEQ2467 GenBank Acc | BM735202 | Ver | BM735202 . 1 

GI: 1905 6535 ] MON01_17_G12 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 685 

GBEQ24 68 GenBank Acc | BM7 35162 | Ver | BM735162 . 1 

GI : 19056495 | MONOl_16__Bl0 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 627 
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GBEQ2469 GenBank Acc | BM735109 | Ver | BM735109 . 1 

GI: 19056442 |MONOl_16_H05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 496 

GBEQ2470 GenBank Acc | BM735100 | Ver | BM735100 . 1 

GI: 19056433 |MONOl_16_Hll.gl___A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 24 8 

GBEQ24 71 GenBank Acc | BM735096 | Ver | BM735096 • 1 

GI: 19056429 I MONOl_16JB07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 9 : Stop : 64 3 

GBEQ2472 GenBank Acc | BM735094 | Ver | BM735094 . 1 

GI: 19056427 |MONOl_23_A01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 21 : Stop : 569 

GBEQ2 473 GenBank Acc | BM7 3 5 0 8 9 | Ver | BM7 35089.1 

GI : 19056422 | MONOl__23_A0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 327 

GBEQ2474 GenBank Acc | BM735081 | Ver | BM735081 . 1 

GI: 19056414 |MONOl_23JB04.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 27 0 

GBEQ2 475 GenBank Acc | BM7 3 5 0 5 6 | Ver | BM7 35056.1 

GI: 19056389 |MONOl_23_E08.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 57 : Stop : 64 1 

GBEQ2 47 6 GenBank Acc | BM7 3 5 02 4 | Ver | BM7 35024.1 

GI: 19056357 | MONOl_23_H06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 24 : Stop : 635 

GBEQ2477 GenBank Acc | BM735019 | Ver | BM735019 . 1 

GI : 19056352 I MONOl_23_H02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA. sequence .: Start :34 : Stop : 565 

GBEQ2478 GenBank Acc | BM734928 | Ver | BM734 928 . 1 

GI: 19056261 | MONOl_14_C02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 475 

GBEQ2479 GenBank Acc | BM734870 | Ver | BM734870 . 1 

GI: 19056203 | MON01_14__HO 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 516 

GBEQ2480 GenBank Acc | BM7348 64 | Ver | BM7348 64 . 1 

GI: 19056197 | MONOl_14_H10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 641 
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GBEQ2481 GenBank Acc | BM734836 i Ver | BM734836 . 1 

GI: 19056169 |MONOl_13__C09.gl__A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 496 

GBEQ2 482 GenBank Acc | BM7 3 4 8 1 4 | Ver | BM7 34 814,1 

GI : 19056147 | MON01_13__E12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 657 

GBEQ2483 • GenBank Acc | BM734754 | Ver | BM734754 . 1 

GI: 19056087 |MONOl_12_Cl2.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 451 

GBEQ2484 GenBank Acc | BM734677 | Ver | BM734 677 . 1 

GI : 19056010 |MONOl_ll_F07.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop: 653 

GBEQ2485 GenBank Acc | BM734615 | Ver | BM734615 . 1 

GI : 19055948 | MONOl_10_H03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 393 

GBEQ2 4 8 6 GenBank Acc | BM7 3 4 5 2 8 | Ver | BM7 34528.1 

GI : 190558 61 1 MONOl_9__G03 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop : 57 6 

GBEQ2 4 87 GenBank Acc | BM7 3 4 5 1 6 | Ver | BM7 34516.1 

GI: 19055849 |MONOl_9_E12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 121 : Stop : 657 

GBEQ2488 GenBank Acc | BM7344 61 | Ver [ BM7344 61 . 1 

GI : 19055808 | MON01_9_B05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 4 64 

GBEQ24 8 9 GenBank Acc | BI 9 61 9 4 9 | Ver | BI 9 6 1 9 4 9 . 1 

GI : 16320152 | MONOl__8_H03.gl_A005 Monocytes' (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 568 

GBEQ24 90 GenBank Acc | BI9618 97 | Ver | BI9618 97 . 1 

GI: 16320100 | MONOl_8_Al2.gl_A005 Monocytes (MONOl). Equus caballus 
cDNA, mRNA sequence .: Start : 42 : Stop : 64 6 

GBEQ2491" GenBank Acc | BI961737 | Ver | BI961737 . 1 

GI : 16319940 | MONOl_4_A01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 14 : Stop : 544 

GBEQ2492 GenBank Acc | BI961689 | Ver | BI961689. 1 

GI: 163198 92 | MONOl_3__C0 6 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 509 
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GBEQ2493 GenBank Acc | BI961670 | Ver | BI961670 . 1 
GI:16319873| MONOl_3_A0 5 . gl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence. : Start: 33: Stop: 614 

GBEQ2494 GenBank Acc | BI961665 | Ver | BI961665 . 1 
GI : 1 63 1 9 8 6 8 | MONOl_2_H0 8 . gl_A0 0 5 Monocyte s ( MONOl ) 
cDNA, mRNA sequence .: Start : 38 : Stop : 581 

GBEQ2495 GenBank Acc I BI961658 | Ver | BI961658 . 1 
GI : 163198 61 | MONOl_2_G08 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 601 

GBEQ24 96 GenBank Acc | BI961652 | Ver | BI961652 . 1 
GI : 163198 55 | MONO1J2JF10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 170 

GBEQ2497 GenBank Acc | BI961649 | Ver | BI961649 . 1 
GI: 16319852 | MONOl_2_F0 6 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 65 : Stop : 541 

GBEQ2498 GenBank Acc | BI961647 | Ver | BI961647 . 1 
GI:16319850| MONO 1_2_F0 4 . gl_A0 05 Mono cy t e s ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 573 

GBEQ2499 GenBank Acc | BI961621 | Ver | BI961621 . 1 
GI: 16319824 | MON01_2 JB11 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 7 : Stop : 658 

GBEQ2500 GenBank Acc | BI961616 | Ver I BI9 61616 . 1 
GI : 16319819 |MONOl_2JB03 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 34 : Stop : 4 95 

GBEQ2501 GenBank Acc | BI961587 | Ver I BI961587 . 1 
GI : 16319790 |MONOl_l_G02.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 59 : Stop : 628 

GBEQ2S02 GenBank Acc | BI961580 | Ver | BI961580 . 1 
GI:16319783| MONO 1_1_F0 3 . g 1_A0 0 5 Monocy t e s ( MONOl ) 
cDNA, mRNA sequence .: Start : 4 : Stop : 57 6 

GBEQ2503 GenBank Acc | BI961578 | Ver | BI961578 . 1 
GI : 1 631 97 8 1 | MONOl_l_F0 1 . gl__A0 0 5 Monocytes ( MONOl ) 
cDNA, mRNA sequence .: Start : 16 : Stop : 536 

GBEQ2504 GenBank Acc | BI9 61526 | Ver | BI961526 . 1 
GI : 1 63 1 97 4 3 | MONOl_l_A0 7 • gl__A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 7 : Stop : 569 
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GBEQ2505 GenBank Acc | BI961520 | Ver | BI961520 . 1 
GI : 16319737 |MONOl_6_H07 .gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 7 5 : Stop : 600 

GBEQ250 6 GenBank Acc | BI961406 | Ver | BI 96140 6. 1 
GI: 16319609 I MONO 1_5_B 0 5 . g 1_A 0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence . : Start : 1 : Stop : 507 

GBEQ2507 GenBank Acc | BI961341 | Ver | BI961341 . 1 
GI: 16319544 | MONOl_4_C07 , bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 28 3 

GBEQ2508 GenBank Acc | BI961319 | Ver | BI961319 . 1 
GI: 16319522 | MONOl_8_H08 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 507 

GBEQ2509 GenBank Acc | BI961271 | Ver | BI961271. 1 
GI: 16319474 |MONOl_8__C08 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence •: Start : 1 : Stop : 512 

GBEQ2510 GenBank Acc | BI961270 | Ver | BI96127 0 . 1 
GI: 16319473 |MON01_8_C07 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 594 

GBEQ2511 GenBank Acc | BI961120 I Ver | BI961120 . 1 
GI: 16319323 |MONOl_6_C07 .bl_A005 Monocytes . (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 522 

GBEQ2512 GenBank Acc | BI961111 | Ver | BI961111 . 1 
GI: 16319314 | MONOl__6_B10 . bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 314 

GBEQ2513 GenBank Acc | BI961023 | Ver | BI961023 . 1 
GI:163192261 MONOl_5__B0 5 . bl_A0 05 Monocytes (MONOl ) 
cDNA, mRNA sequence . : Start : 1 : Stop : 553 

GBEQ2514 GenBank Acc | BI960956 | Ver | BI960956 . 1 
GI:16319159| MON01_3_B 0 4 . bl_A0 0 5 Monocy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 65 

GBEQ2515 GenBank Acc | BI960945 1 Ver | BI960 945 . 1 
GI : 1 631 914 8 1 MONOl_3_A03 • bl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 480 

GBEQ2516 GenBank Acc | BI960903 | Ver | BI960903 . 1 
GI : 1631910 6 | MON01_2_C12 . bl_A0Q5 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 588 
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GBEQ2517 GenBank Acc | BI960801 | Ver | BI960801 . 1 

GI: 16319004 | MONOl_l_A0 6 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 164 

GBEQ2518 GenBank RC | Acc | CD536611 | Ver | CD536611 . 1 

GI: 31579026 | LeukoN6_5_E01 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_E 0 1__A0 2 8 3', 
mRNA sequence .: Start : 1 : Stop: 112 

GBEQ2519 GenBank RC | Acc | CD536093 | Ver | CD536093 . 1 

GI : 31578508 | LeukoN 6__3_B 12 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_3_B12_A02 8 3\ 
mRNA sequence .: Start : 1 : Stop: 64 5 

GBEQ2520 GenBank RC | Acc | CD535984 | Ver | CD535984 . 1 

GI: 3157 8399 | LeukoN6_2_Hll . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_Hll_A028 3', 
mRNA sequence, : Start: 1: Stop: 527 

GBEQ2521 GenBank RC | Acc | CD535936 | Ver | CD535936 . 1 

GI : 3157 8351 | LeukoN6_2__F01 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2__F0 1_A0 2 8 3', 
mRNA sequence . : Start : 1 : Stop : 524 

GBEQ2522 GenBank RC | Acc | CD535875 | Ver | CD535875 . 1 

GI : 3157 8290 | LeukoN 5_5_H 0 3 . b 1_A 0 2 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5__H0 3_A02 7 3', 
mRNA sequence .: Start : 1 : Stop: 440 

GBEQ2523 GenBank RC | Acc | CD535857 | Ver | CD535857 . 1 

GI: 31578272 | LeukoN5_5_Ell . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__5__Ell_A027 3', 
mRNA sequence . : Start : 1 : Stop: 533 

GBEQ2524' GenBank RC | Acc | CD535695 | Ver | CD535695 . 1 

GI : 31578110 | LeukoNS J7_H01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_H0 1_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 572 

GBEQ2525 GenBank RC | Acc | CD535674 | Ver | CD535674 . 1 

GI : 31578089 | LeukoN5_7_B08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_B08_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 542 

GBEQ252 6 GenBank RC | Acc I CD535456 | Ver | CD535456 . 1 

GI : 31577871 | LeukoN5_4_F02 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_F02_A027 3 ! f 
mRNA sequence. : Start : 1 : Stop: 573 



376 



WO 2005/067649 



PCT/US2005/000517 



GBEQ2527 GenBank RC | Acc | CD535336 | Ver | CD535336 . 1 

GI: 31577751 |LeukoN5_2__A10.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN 5_2_A1 0_A0 2 7 3 * , 
mRNA sequence. : Start : 1: Stop: 643 

GBEQ2528 GenBank RC | Acc | CD535330 | Ver | CD535330 . 1 

GI : 315777 45 | LeukoN5_2_B05 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_B05_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 684 

GBEQ252 9 GenBank RC | Acc | CD528911 | Ver | CD528911 . 1 

GI : 31567533 | LeukoN 3_8_D1 2 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__8__D12_A025 3', 
mRNA sequence .: Start : 1 : Stop: 717 

GBEQ2530 GenBank RC | Acc | CD5287 63 | Ver | CD5287 63 . 1 

GI: 31567385 1 LeukoN3_7_All . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_All_A025 3', 
mRNA sequence .: Start : 1 : Stop : 587 

GBEQ2531 GenBank RC | Acc | CD5287 4 9 | Ver | CD52874 9 . 1 

GI : 31567371 | LeukoN3_7_H01 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_H01_A025 3* , 
mRNA sequence .: Start : 1 : Stop: 398 

GBEQ2532 GenBank RC | Acc | CD52 8 479 | Ver | CD52 8 47 9.1 

GI : 31567101 | LeukoN3__2_F10 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F10_A025 3', 
mRNA sequence. : Start: 1: Stop: 68 9 

GBEQ2533 GenBank RC | Acc | CD5284 69 | Ver | CD5284 69 . 1 

GI : 31567091 | LeukoN3_2_A07 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3_2_A0 7_A0 2 5 3', 
mRNA sequence. : Start : 1: Stop: 560 

GBEQ2534 GenBank RC | Acc | CD528317 | Ver | CD528317 . 1 

GI : 31566939 | LeukoN3_l_Bll . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_Bll_A025 3', 
mRNA sequence. : Start: 1: Stop: 50 9 

GBEQ2535 GenBank RC | Acc | CD528279 | Ver | CD528279 . 1 

GI : 31566901 | LeukoN3_l_B03 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__l_B03_A025 3' f 
mRNA sequence .: Start : 1 : Stop: 60 9 

GBEQ2536 GenBank RC | Acc | CD472120 | Ver | CD472120 . 1 

GI : 3139338 8 | LeukoS6_l_E0 9. bl_A028 Stimulated peripheral blood 
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leukocytes S6 Equus caballus cDNA clone LeukoS6_l_E09__A028 3 1 , 
mRNA sequence. : Start : 1 : Stop: 247 

GBEQ2537 GenBank RC | Acc | CD471073 | Ver | CD471073 . 1 

GI : 313 92341 | LeukoS5_4_D03 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_D03_A027 3', 
mRNA sequence. : Start: 1: Stop: 643 

GBEQ2538 GenBank RC | Acc | CD470032 | Ver | CD470032. 1 

GI: 31391300 | LeukoS4_l_D03 . bl__A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4___l_D03_A026 3 1 , 
mRNA sequence. : Start: 1: Stop: 64 9 

GBEQ253 9 GenBank RC | Acc | CD4 67 67 9) Ver 1 CD4 67 67 9 . 1 

GI: 31388947 | LeukoSl_6_C07.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6__C07__A023 3 J , 
mRNA sequence. : Start: 1: Stop: 661 

GBEQ2540 GenBank RC | Acc | CD4 67211 | Ver | CD4 67211 . 1 

GI : 31388479 | LeukoSl_3_C05 . bl_A023 Stimulated peripheral blood 
leukocytes S3, Equus caballus cDNA clone LeukoSl_3_C05_A023 3 ! , 
mRNA sequence. : Start: 1: Stop: 563 

GBEQ2541 GenBank RC | Acc | CD466937 | Ver | CD466937 . 1 

GI : 3138 8205 | LeukoSl_l__C02 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l__C02_A023 3', 
mRNA' sequence. : Start : 1 : Stop: 703 

GBEQ2542 GenBank RC | Acc | CD466601 | Ver | CD466601 . 1 

GI: 31387869 |LeukoN2_7_D07 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D07_A024 3\ 
mRNA sequence .: Start : 1 : Stop: 553 

GBEQ2543 GenBank RC | Acc | CD4 65648 | Ver I CD4 65648 . 1 

GI : 31386916 | LeukoNl_6_G09 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_G0 9_A0 2 3 3', 
mRNA sequence. : Start : 1 : Stop: 551 

GBEQ2544 GenBank RC | Acc | CD4 6552 6 | Ver | CD4 6552 6.1 

GI: 31386794 | LeukoNl_5_C05 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__5_C05_A023 3 ! , 
mRNA sequence. : Start : 1: Stop: 672 

GBEQ2545 GenBank RC | Acc | CD465427 | Ver | CD465427 . 1 

GI : 3138 6695 | LeukoNl_4_F09 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__4_F09_A023 3', 
mRNA sequence. : Start : 1 : Stop: 584 
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GBEQ2546 GenBank RC | Acc | CD465397 | Ver | CD465397 . 1 

GI: 3138 6665 |LeukoNl_4_C01.blJ\023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4__C01_A02 3 3', 
mRNA sequence . : Start : 1 : Stop : 510 

GBEQ2547 GenBank RC | Acc | CD464 982 | Ver | CD4 64 982 . 1 

GI : 3138 6250 | LeukoNl_l_A04 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1__1_A0 4_A0 2 3 3' , 
mRNA sequence. : Start: 1: Stop: 4 64 

GBEQ2548 GenBank RC | Acc | CD464842 | Ver | CD464842 . 1 

GI: 31386110 |LeukoN4_5_Fl0.bl__A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN 4__5_F10_A02 6 3 f , 
mRNA sequence. : Start: 1: Stop: 541 

' GBEQ254 9 GenBank RC | Acc | CD464 699 | Ver | CD4 64 699 . 1 

GI : 31385967 | LeukoN4_6_G12 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN 4_6__G12_A02 6 3' , 
mRNA sequence. : Start: 1: Stop: 625 

GBEQ2 550 GenBank RC | Acc | CD4 64 6161 Ver | CD4 64 616.1 

GI: 31385884 | LeukoN4_l_D04 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_D04_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 660 

GBEQ2551 GenBank RC | Acc | CD464475 | Ver | CD464475 . 1 

GI: 31385743 |LeukoN4_4_G03.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_G03_A026 3', 
mRNA sequence. : Start: 1: Stop: 656 

GBEQ2552 GenBank RC | Acc | CD4 64 4 69 | Ver | CD4 64 4 69 . 1 

GI : 31385737 | LeukoN4_4__H01 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_H01_A026 3', 
mRNA sequence. : Start: l:Stop: 603 

GBEQ2 553 GenBank RC | Acc | C D4 64 3 4 0 | Ver | CD4 6 4 3 4 0 . 1 

GI : 31385608 | LeukoN4__3_H04 .bl__A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_H04_A026 3 f , 
mRNA sequence. : Start: 1: Stop: 572 

GBEQ2554 GenBank RC | Acc | CD464307 | Ver | CD464307 . 1 

GI : 31385575 | LeukoN4_3_A03 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_A03_A026 3 1 , 
mRNA sequence. : Start: 1: Stop: 384 

GBEQ2555 GenBank RC | Acc | BM781439 | Ver | BM78 1439 . 1 

GI: 19129671 | MLNl_8_B02.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 10 : Stop : 641 
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GBEQ2 55 6 GenBank RC | Acc | BM7 8 1 4 3 8 | Ver | BM7 81438.1 

GI: 19129670 |MLNl_8_B01.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 29 : Stop : 652 

GBEQ2557 GenBank RC | Acc | BM7 81436 | Ver | BM7 81436 . 1 

GI : 19129668 | MLN1_8JB12 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 565 

GBEQ2558 GenBank RC | Acc | BM781435 | Ver | BM781435 . 1 

GI : 19129667 |MLNl_8_B04.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start.: 5 : Stop : 517 

GBEQ2 559 GenBan k RC | Acc | BM7 81429 |Ver| BM7 8142 9.1 

GI : 19129661 |MLN1_8_B05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 645 

GBEQ2560 GenBank RC | Acc | BM781422 | Ver | BM781422 . 1 

GI : 19129654 |MLNl__8_C02.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 6 : Stop : 641 

GBEQ2 561 GenBank RC 1 Acc | BM7 8 14 1 8 | Ver | BM7 81418.1 

GI: 19129650 ] MLN1_8_D02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 570 

GBEQ2 562 GenBank RC | Acc | BM7 8 1 4 1 3 | Ver | BM7 81413.1 

GI: 19129645 | MLN1_8_D12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 634 

GBEQ2 563 GenBank RC | Acc | BM7 8 1 4 0 9 | Ver | BM7 81409.1 

GI: 1912 9641 |MLNl_8JE02. gl_A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 24 : Stop : 618 

GBEQ2564 GenBank RC | Acc | BM781408 | Ver | BM7814 08 . 1 

GI : 19129640 | MLN1_8_E0 9 . gl__A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 641 

GBEQ2 565 GenBank RC | Acc j BM7 8 1 4 0 4 | Ver | BM7 81404.1 

GI: 1912 9636 |MLN1_8_F0 6. gl_A00 5 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 654 

GBEQ2566 GenBank RC | Acc | BM781400 | Ver | BM781400 . 1 

GI : 19129632 |MLNl_8_F03.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 73 : Stop : 616 

GBEQ2 567 GenBank RC | Acc | BM7 8 1 3 9 6 | Ve r | BM7 813 96.1 

GI: 19129628 | MLN1_8_G02 . gl__A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 12 : Stop : 299 
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GBEQ2 568 GenBank RC | Acc | BM7 81391 1 Ver | BM7 813 91 . 1 

GI: 19129623 | MLN1_8__G08 . gl_ A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 1 : Stop : 64 8 

GBEQ2 569 GenBank RC | Acc | BM7 8 1 3 8 8 | Ver | BM7 8 1 3 8 8 . 1 

GI : 19129620 | MLN1_8_G05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 636 

GBEQ2 570 GenBank RC | Acc | BM7 8 1 3 8 7 | Ver | BM7 8 1 3 8 7 . 1 

GI : 19129619 |MLNl_8__G04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 57 4 

GBEQ2 571 GenBank RC | Acc | BM7 8 1 3 8 6 1 Ver | BM7 8138 6.1 

GI : 19129618 | MLN1_8__G12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence . : Start : 1 : Stop : 292 

GBEQ2 572 GenBank RC | Acc | BM7 8 1 3 7 8 | Ver | BM7 8 1 3 7 8 . 1 

GI : 19129610 | MLN1_8_H11 . gl_A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 150 : Stop : 614 

GBEQ2 573 GenBank RC | Acc | BM7 8 1 3 7 6 | Ve r | BM7 8 1 3 7 6 • 1 

GI: 19129608 | MLN1_8_H09 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 542 

GBEQ2 57 4 GenBank RC I Acc | BM7 8 1 3 7 2 | Ver | BM7 81372.1 

GI: 19129604 | MLNl J7_A09 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 57 8 

GBEQ2 5 7 5 , GenBan k RC | Acc |BM7 813691 Ver|BM781369.1 

GI : 19129601 | MLN1_7__B01 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 6 : Stop: 614 

GBEQ2576 GenBank RC | Acc 1 BM781365 | Ver | BM7 813 65 . 1 

GI : 19129597 | MLN1_7_B10 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 57 9 

GBEQ2 577 GenBank RC | Acc | BM7 8 1 3 63 | Ver | BM7 81363.1 

GI : 19129595 | MLN1_7_JB08 . gl_A005 Mesenteric lymph node (MLNl) • Equus 
caballus cDNA , mRNA sequence .: Start : 6: Stop : 557 

GBEQ2 578 GenBank RC | Acc | BM7 8 1 3 62 | Ver | BM7 8 1 3 62 1 

GI: 1912 9594 | MLN1J7 JB07 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 17 : Stop: 659 

GBEQ2579 GenBank RC | Acc | BM781351 | Ver | BM7 81351 . 1 

GI : 19129583 | MLN1_7___D07 .gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 577 
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GBEQ2 580 GenBank RC | Acc | BM7 8 1 3 4 7 | Ver | BM7 81347.1 

GI : 1912957 9 | MLN1_7_D04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 28 : Stop: 651 

GBEQ2581 GenBank RC | Acc | BM781335 I Ver | BM781335 . 1 

GI: 19129567 | MLN1J7JE10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 395 

GBEQ2 582 GenB ank RC | Acc I BM7 8 1 3 3 4 | Ver | BM7 81334.1 

GI: 19129566 | MLN1_7_E09 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 553 

GBEQ2583 GenBank RC | Acc | BM781332 | Ver | BM781332 . 1 

GI: 19129564 |MLNlJ7__E07.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 13 : Stop : 647 

GBEQ2 584 GenBank RC | Acc | BM7 8 1 32 9 | Ver | BM7 81329.1 

GI: 19129561 | MLNl_7_F08.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 619 

GBEQ2585 GenBank RC | Acc | BM781326 | Ver | BM781326 . 1 

GI : 19129558 | MLN1__7_F05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 473 

GBEQ258 6 GenBank RC | Ac.c | BM7 81319 | Ver | BM7 81319 . 1 

GI: 19129551 |MLNl_7__G02.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 603 

GBEQ2587 GenBank RC | Acc | BM781318 | Ver | BM781318 . 1 

GI: 19129550 | MLNl_7_G01.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop: 611 

GBEQ2588 GenBank RC | Acc | BM781314 ) Ver | BM781314 . 1 

GI: 1912954 6 | MLN1_7__G0 6. gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 38 : Stop : 649 

GBEQ2 58 9 GenBank RC | Acc | BM7 8 1 3 1 1 1 Ver | BM7 81311.1 

GI: 19129543 | MLN1_7__G11 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 514 

GBEQ2590 GenBank RC | Acc | BM781303 | Ver | BM7 81303 . 1 

GI: 19129535 |MLNl_6_A02.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 58 : Stop : 60 9 

GBEQ2591 . GenBank RC I Acc | BM78 1297 | Ver | BM781297 . 1 

GI: 19129529 | MLN1_6_B05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start :7 8 : Stop: 670 
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GBEQ2 592 GenBank RC | Acc | BM7 8 1 2 9 5 | Ver | BM7 81295.1 

GI: 19129527 |MLNl__6_B03.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence *: Start : 73 : Stop : 571 

GBEQ2593 GenBank RC | Acc | BM7 812 93 | Ver | BM781293 . 1 

GI: 19129525 | MLN1__6_A11 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 653 

GBEQ2 594 GenBan k RC | Acc | BM7 8 1 2 8 7 | Ver | BM7 81287.1 

GI: 19129519 |MLNl__6_B09.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop: 535 

GBEQ2 595 GenBank RC | Acc | BM7 8 1 2 8 5 | Ver | BM7 81285.1 

GI: 19129517 | MLN1_6JB07 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 109 : Stop : 510 

GBEQ2 59 6 GenBank RC | Acc | BM7 8 1 2.8 4 | Ver | BM7 81284.1 

GI: 19129516 | MLN1_6_C09 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 655 

GBEQ2597 GenBank RC | Acc | BM781282 | Ver | BM781282 . 1 

GI : 19129514 | MLN1_6_C08 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 6 : Stop : 640 

GBEQ2598 GenBank RC | Acc | BM78128 0 | Ver | BM781280 . 1 

GI: 19129512 | MLN1_6_C0 6 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 107 : Stop : 647 

GBEQ2599 GenBank RC | Acc | BM781278 | Ver | BM7 81278 . 1 

GI : 19129510 | MLN1_6_C04 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 66 : Stop : 595 

GBEQ2600 GenBank RC | Acc | BM781277 | Ver | BM781277 . 1 

GI : 19129509 | MLN1_6_C03 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 4.2 : Stop : 607 

GBEQ2 601 GenBank RC | Acc | BM7 81275 | Ver | BM781275 . 1 

GI : 19129507 |MLN1_6__D04 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 47 : Stop : 555 

GBEQ2 602 GenBank RC | Acc | BM7 8 12 7 4 | Ver | BM7 81274.1 

GI: 19129506 | MLN1_6_C10 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop: 612 

GBEQ2 603 GenBank RC | Acc | BM781272 | Ver | BM7 81272 . 1 

GI : 19129504 | MLN1_6_D02 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 42 : Stop : 630 
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GBEQ2 604 GenBank RC | Acc | BM781265 | Ver | BM7812 65 . 1 

GI : 19129497 | MLN1_6_E0 9 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 8 : Stop: 651 

GBEQ2 605 GenBank RC | Acc | BM781263 | Ver | BM781263 . 1 

GI : 19129495 | MLN1_6_E08 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start: 1 : Stop: 297 

GBEQ2 60 6 GenBank RC | Acc | BM7 8 12 60 | Ver | BM7 812 60.1 

GI : 19129492 |MLN1_6_E03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 66 : Stop : 62 6 

GBEQ2 607 GenBank RC | Acc | BM7 81256 1 Ver | BM7 81256.1 

GI : 19129488 | MLN1_6_F03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 61 : Stop : 582 

GBEQ2 608 GenBank RC | Acc | BM781252 | Ver | BM781252 . 1 

GI: 191294.84 | MLN1_6_F06 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 38 : Stop : 64 8 

GBEQ2 609 GenBank RC | Acc | BM7 8 12 4 4 | Ver | BM7 81244.1 

GI: 19129476 |MLNl_6_G07.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 669 

GBEQ2 610 GenBank RC | Acc | BM7 8 12 4 0 [ Ver | BM7 8124 0.1 

GI : 19129472 |MLN1_6_G10 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 656 

GBEQ2 611 GenBank RC i Acc | BM7 8 1 2 3 6 | Ver | BM7 8123 6.1 

GI: 19129468 |MLNl_6_Gll.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 11 : Stop : 658 

GBEQ2612 GenBank RC | Acc | BM7 81232 | Ver | BM781232 . 1 

GI : 19129464 | MLN1_6_H10 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 627 

GBEQ2 613 GenBank RC | Acc | BM7 8 1 2 2 6 | Ver | BM7 8122 6.1 

GI: 19129458 | MLN1_5_F10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 581 

GBEQ2 614 GenBank RC | Acc | BM781224 | Ver | BM781224 . 1 

GI: 19129456 |MLNl_5JF08.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA r mRNA sequence .: Start : 35 : Stop : 634 

GBEQ2615 GenBank RC | Acc | BM781221 | Ver | BM781221 . 1 

GI: 191294 53 | MLN1_5_F05 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 15 : Stop : 614 
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GBEQ2616 GenBank RC | Acc | BM7 81219 I Ver | BM781219. 1 

GI: 19129451 |MLNl_5_G07.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence . : Start : 61 : Stop : 665 

GBEQ2 617 GenBank RC | Acc | BM7 8 12 1 6 | Ver | BM7 81216.1 

GI: 19129448 |MLNl_5_G03.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 25 : Stop: 538 

GBEQ2618 GenBank RC | Acc | BM781207 | Ver | BM781207 . 1 

GI: 19129439 I MLNl_5_H05.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 503 

GBEQ2 619 GenBank RC | Acc | BM781203 | Ver | BM781203 . 1 

GI: 19129435 | MLN1___5_H09 . gl_A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 59 : Stop: 547 

GBEQ2 62 0 GenBank RC | Acc | BM7 812011 Ver | BM7 81201,1 

GI: 19129433 1 MLNl_5_H07.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 6: Stop: 628 

GBEQ2 621 GenBank RC | Acc | BM7 8 1 1 9 7 | Ver I BM7 81197.1 

GI : 19129429 | MLN1_5_A02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 547 

GBEQ2 622 GenBank RC | Acc | BM7 8 1 1 9 3 | Ver | BM7 81193.1 

GI: 19129425 |MLNl_5_B01.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 556 

GBEQ2 623 GenBank RC | Acc | BM7 8 1 1 8 9 | Ve r | BM7 81189.1 

GI: 19129421 | MLN1_5_A0 9 . gl_A0 0 5 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 365 

GBEQ2624 GenBank RC | Acc | BM781181 | Ver | BM781181 . 1 

GI: 19129413 | MLNl_5JB12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 13 : Stop: 625 

GBEQ2 625 GenBank RC | Acc | BM7 8 1 1 6 8 | Ver | BM7 81168.1 

GI: 19129400 |MLNl_5_C10.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 641 

GBEQ2 62 6 GenBank RC | Acc | BM7 8 1 1 6 6 | Ver | BM7 81166.1 

GI: 19129398 | MLN1_5_D04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 517 

GBEQ2 62 7 GenBank RC 1 Acc | BM7 8 1 1 6 5 | Ver | BM7 81165.1 

GI: 19129397 |MLNl_5JDll.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 617 ■ 
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GBEQ2628 GenBank RC | Acc | BM7 81164 | Ver | BM7 81164 . 1 

GI : 19129396 | MLN1_5_D10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA r mRNA sequence . : Start : 1 : Stop: 619 

GBEQ2629 GenBank RC | Acc | BM781158 | Ver | BM781158 . 1 

GI: 19129390 |MLNl__5_D12.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 658 

GBEQ2630 GenBank RC | Acc | BM781157 | Ver | BM7 81157 . 1 

GI : 1912938 9 |MLN1_5_E0 6. gl_A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 50 : Stop : 652 

GBEQ2631 GenBank RC | Acc | BM781145 | Ver | BM781145 . 1 

GI: 19129377 |MLNl_4_A06.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 26 : Stop : 622 

GBEQ2632 GenBank RC | Acc | BM781143 | Ver | BM781143 . 1 

GI: 19129375 | MLN1_4_A04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 4 99 

GBEQ2633 GenBank RC | Acc | BM7 81142 | Ver | BM7 81142 . 1 

GI: 19129374 | MLN1_4_A03 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 557 

GBEQ2 634 GenBank RC | Acc | BM7 8 1 1 3 9 | Ver | BM7 81139.1 

GI: 19129371 |MLN1_4_A08 .gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 12 : Stop : 671 

GBEQ2 635 GenBan k RC | Ac c | BM7 8 1 1 3 1 1 Ve r | BM7 81131.1 

GI : 19129363 | MLN1_4_B07 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 604 

GBEQ2636 GenBank RC | Acc | BM781127 | Ver | BM781127 . 1 

GI: 19129359 |MLN1_4_C07 .gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 63 : Stop : 666 

GBEQ2 637 GenBank RC | Acc | BM7 8 1 12 6 I Ver I BM7 81126.1 

GI: 19129358 | MLN1_4_C06 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 24 : Stop : 58 4 

GBEQ2638 GenBank RC | Acc 1 BM781108 | Ver | BM7 81108 . 1 

GI: 19129340 | MLN1_4_E05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 66 : Stop : 632 

GBEQ2639 GenBank RC | Acc | BM781102 | Ver | BM781102 . 1 

GI: 19129334 | MLN1__4_F01 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 27 : Stop : 654 
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GBEQ2 64 0 GenBank RC | Acc | BM7 8 1 0 97 | Ver | BM7 81097.1 

GI : 19129329 |MLNl_4JE08.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA r mRNA sequence .: Start : 2 : Stop : 570 

GBEQ2 641 GenBank RC | Acc | BM7 8 1 0 9 5 | Ver | BM7 81095.1 

GI : 19129327 | MLN1__4_F10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 433 

GBEQ2 642 GenBank RC j Acc | BM7 8 1 0 9 4 | Ver | BM7 81094.1 

GI : 1912932 6 | MLN1_4_F09 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 660 

GBEQ2 643 GenBan k RC | Acc | BM7 8 1 0 9 2 | Ve r | BM7 81092.1 

GI: 19129324 | MLN1_4__F07 . gl_A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 8 : Stop : 64 6 

GBEQ2 644 GenBan k RC | Acc | BM7 8 1 0 9 1 | Ve r | BM7 81091.1 

GI: 19129323 1MLNl_4_F06.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence Start : 2 : Stop : 624 

GBEQ2 645 GenBank RC | Acc | BM7 8 1 0 8 9 | Ver | BM7 8108 9.1 

GI: 19129321 1 MLNl_4__Fl2.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 653 

GBEQ2 64 6 GenBank RC | Acc | BM7 81085] Ver ) BM7 81085.1 

GI: 19129317 | MLN1__4_G03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 62 : Stop: 627 

GBEQ2 64 7 GenBank RC | Acc | BM7 8 1 0 8 2 | Ver | BM7 81082.1 

GI: 19129314 | MLNl_4__G08.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 638 

GBEQ2 64 8 ' GenBank RC | Acc | BM7 8 1 0 6 9 | Ver | BM7 81069.1 

GI:19129301|MLNl_3_F01.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 643 

GBEQ2 64 9 GenBank RC | Acc | BM7 8 1 0 67 | Ver | BM7 810 67.1 

GI : 19129299 I MLNl_3_E10.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 5 62 

GBEQ2 65 0 GenBank RC I Acc I BM7 8 1 0 6 6 | Ver | BM7 81066.1 

GI : 19129298 | MLN1_3_F11 . gl__A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop : 602 

GBEQ2 651 GenBan k RC | Acc | BM7 8 1 0 6 1 1 Ve r | BM7 81061.1 

GI : 19129293 I MLNl_3__G07.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 4 9 : Stop : 670 
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GBEQ2 652 GenBank RC | Acc | BM7 8 1 0 4 9 | Ver | BM7 8104 9.1 

GI : 19129281 | MLN1_3_H07 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 640 

GBEQ2 653 GenBank RC | Acc | BM7 81048) Ver | BM7 81048.1 

GI: 1912928 0 | MLN1_3__H05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 13 : Stop : 663 

GBEQ2 654 GenBank RC | Acc | BM7 8 1 0 4 1 1 Ver | BM7 81041.1 

GI: 19129273 |MLNl__3_A06.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 630 

GBEQ2655 GenBank RC | Acc 1 BM781037 | Ver | BM781037 . 1 

GI: 19129269 | MLN1_3_B05 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop: 599 

GBEQ2 656 GenBank RC | Acc | BM781033 | Ver | BM7 81033 . 1 

GI : 19129265 |MLNl_J3_A12.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA r mRNA sequence. -.Start: 12: Stop: 655 

GBEQ2657 GenBank RC | Acc | BM781032 | Ver | BM781032 . 1 

GI: 19129264 | MLNl_3_B07.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 538 

GBEQ2658 GenBank RC | Acc | BM781025 | Ver | BM7 81025 . 1 

GI: 19129257 | MLN1_3_C03. gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 12 : Stop : 519 

GBEQ2659 GenBank RC | Acc | BM781014 | Ver | BM781014 . 1 

GI : 1912924 6 | MLN1_3__D01 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 6 : Stop : 565 

GBEQ2 660 GenBank RC | Acc | BM7 8 1 0 1 3 | Ver | BM7 81013.1 

GI : 1912 9245 | MLN1_3_C12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 671 

GBEQ2661 GenBank RC | Acc | BM7 81005 | Ver | BM7 81005 . 1 

GI: 19129237 |MLNl_3_E06.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start': 46 : Stop: 654 

GBEQ2 6 62 GenBank RC | Acc | BM7 8 1 0 0 4 | Ver | BM7 81004.1 

GI: 19129236 | MLN1_3_E05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 93 : Stop : 659 

GBEQ2 663 GenBank RC | Acc | BM7 8 0 9 8 7 1 Ver | BM7 80987.1 

GI : 19129219 |MLNl_2_B10.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 144 : Stop: 435 
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GBEQ2 664 GenBank RC | Acc | BM7 8 0 9 8 4 | Ver | BM7 80984.1 

GI: 19129216 |MLN1_2_C08 .gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA ' sequence .: Start : 21 : Stop : 635 

GBEQ2 665 GenBank RC | Acc | BM78 0978 | Ver | BM78097 8 . 1 

GI: 19129210 |MLN1_2JS01 . gl_A005 Mesenteric lymph node (MLN1) Equus 
•caballus cDNA , rnRNA sequence .: Start : 4 : Stop : 573 

GBEQ2666 GenBank RC | Acc | BM780977 | Ver | BM780977 . 1 

GI: 19129209 |MLNl_2_Dll.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 24 : Stop : 64 5 

GBEQ2 667 GenBank RC | Acc J BM7 8 0 9 7 1 1 Ve r | BM7 8 0 9 7 1 . 1 

GI: 1912920-3 | MLN1_2_E07 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence . : Start : 46 : Stop: 604 

GBEQ2668 GenBank RC | Acc | BM78 0968 | Ver | BM780968 . 1 

GI: 1912 9200 | MLNl_2_E03.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 29 : Stop: 58 6 

GBEQ2 669 GenBank RC | Acc | BM780 950 | Ver | BM780950 . 1 

GI:.19129182 |MLNl_2_H01.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 3 : Stop : 551 

GBEQ2 67 0 GenBank RC | Acc | BM7 8 0 9 4 9 I Ver | BM7 8094 9.1 

GI: 19129181 |MLNl_2__G12.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 8 : Stop : 554 

GBEQ2 67 1 GenBank RC | Acc I BM7 8 0 9 4 7 | Ver | BM7 80947.1 

GI: 19129179 | MLN1_2_H09 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 9 : Stop : 548 

GBEQ2672 GenBank RC | Acc | BM780946 | Ver | BM780946 . 1 

GI: 19129178 | MLN1_1__A03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 2 : Stop: 515 

GBEQ267 3 GenBank RC | Acc | BM7 8 0 9 4 0 | Ver | BM7 80940.1 

GI : 19129172 |MLNl_l_A07.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 2 : Stop : 345 

GBEQ2 67 4 GenBank RC | Acc | BM7 80932 | Ver | BM7 80932.1 

GI : 19129164 | MLN1_1_C01. gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 31 : Stop: 418 

GBEQ2675 GenBank RC | Acc | BM78 0928 | Ver | BM780928 . 1 

GI: 19129160 |MLNl_l_B09.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , rnRNA sequence .: Start : 33 : Stop: 4 64 



389 



WO 2005/067649 



PCT/US2005/000517 



GBEQ267 6 GenBank RC | Acc | BM7 80921 1 Ver | BM7 80 921 . 1 

GI: 19129153 | MLN1__1_C04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence, : Start : 1: Stop: 473 

GBEQ2 67 7 GenBank RC | Acc | BM78 0917 | Ver | BM780 917 . 1 

GI : 19129149 | MLN1_1_D03 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 2 : Stop: 476 

GBEQ2 678 GenBank RC | Acc | BM7 8 0 9 1 5 | Ver | BM7 80 915,1 

GI: 19129147 | MLN1_1 J30 1 . gl_A0 05 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence . : Start : 14 : Stop: 454 

GBEQ2 67 9 GenBank RC | Acc | BM78 0912 | Ver | BM7 8 0 91 2 . 1 

GI: 19129144 | MLN1_1__D12 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence. : Start : 65 : Stop: 401 

GBEQ2 680 GenBank RC | Acc | BM7 8 0 90 5 | Ver | BM7 80905.1 

GI : 19129137 (MLN1JLJE04 . gl_A0Q5 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence . : Start : 65 : Stop : 494 

GBEQ2 681 GenBank RC | Acc | BM7 8 0 9 0 4 | Ver \ BM7 8 0904.1 

GI : 19129136 1 MLNl_l_E03.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence. : Start: 4 : Stop: 48 6 

GBEQ2 682 GenBank RC | Acc | BM7 8 0 9 0 2 | Ve r | BM7 80902.1 

GI : 19129134 | MLN1_1_F01 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 27 : Stop : 488 

GBEQ2 683 GenBank RC I Acc | BM7 8 0 8 9 8 i Ver | BM7 808 98.1 

GI: 19129130 | MLN1__1_F11 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 102 : Stop: 399 

GBEQ2 684 GenBank RC | Acc | BM7808 97 | Ver | BM7 808 97 . 1 

GI : 19129129 |MLN1_1_F10 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 65 : Stop : 402 

GBEQ2 685 GenBank RC | Acc | BM7 8 088 61 Ver | BM7 8088 6.1 

GI: 19129118 |MLN1_1_H06 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence. : Start : 4 : Stop: 421 

GBEQ2 68 6 GenBank RC | Acc | BM7 8 0 8 8 2 | Ver I BM7 80882.1 

GI: 19129114 | MLNl_l_H07.gl_A005 Mesenteric lymph node (MLNl) Equus 

caballus cDNA , mRNA sequence .: Start : 116 : Stop : 431 

i 

GBEQ2687 GenBank RC I Acc | BM735592 | Ver | BM735592 . 1 

GI: 19056925 |MONOl_21_C08.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 25 : Stop : 696 
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GBEQ268 8 GenBank RC | Acc | BM73557 0 | Ver | BM7 3557 0 . 1 

GI : 19056903 |MONOl_21_E07 .gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. : Start: 10: Stop: 535 

GBEQ2689 GenBank RC | Acc | BM735528 | Ver | BM735528 . 1 

GI: 19056861 |MONOl_19_A05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 536 

GBEQ2690 GenBank RC I Acc | BM735474 | Ver | BM735474 . 1 

GI:19056807| M0N01_1 9__F0 8 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 483 

GBEQ2691 GenBank RC | Acc | BM735394 | Ver | BM735394 . 1 

GI: 19056727 | MONO l_20__B09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 2 : Stop : 68 5 

GBEQ2692 GenBank RC | Acc | BM735373 | Ver | BM735373 . 1 

GI:19056706| M0N01__2 0_C08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 533 

GBEQ2693 GenBank RC | Acc | BM735295 | Ver | BM7352 95 . 1 

GI : 19056628 | MONOl_18_G03 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 10 : Stop : 653 

GBEQ2 694 GenBank RC 1 Acc | BM7 3 52 0 9 | Ver | BM7 35209.1 

GI : 19056542 | MONOl_17__G06 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 645 

GBEQ2695 GenBank RC | Acc | BM735195 | Ver I BM735195 . 1 

GI : 19056528 | MONOl__17__H10 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 8 : Stop : 621 

GBEQ2 696 GenBank RC | Acc | BM735111 | Ver | BM7 35111 . 1 

GI: 19056444 |MONOl_16_G02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 10 : Stop : 64 6 

GBEQ2697 GenBank RC | Acc | BM734994 | Ver | BM734 994 . 1 

GI: 19056327 |MONOl_15_C02.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop: 601 

GBEQ2 698 GenBank RC | Acc | BM7 3 4 9 7 1 1 Ve r | BM7 34971.1 

GI: 19056304 | MONOl_15_E06 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 661 

GBEQ2 699 GenBank RC | Acc | BM734 968 | Ver | BM734 968 . 1 

GI: 19056301 1 MONOl__15_F05.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop : 154 
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GBEQ2700 GenBank RC | Acc I BM734902 | Ver | BM734902 . 1 
GI : 19056235 | MONOl_14_E04 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 33 : Stop : 68 6 

GBEQ2 701 GenBank RC | Acc | BM7 3 4 8 7 6 | Ve r | BM7 3487 6.1 
GI: 19056209 | MONOl_14_G10 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 10 : Stop : 673 

GBEQ27 02 GenBank RC | Acc | BM7348 68 | Ver | BM734 8 68 . 1 
GI : 19056201 | MONOl_14_H04 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start: 1: Stop: 585 

GBEQ2 7 03 GenBank RC | Acc | BM7 3 4 8 5 1 1 Ver | BM7 34 851.1 
GI : 19056184 j MONOl_13__B05 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 4 0 : Stop : 682 

GBEQ2 7 04 GenBank RC | Acc | BM7 3 4 8 4 4 | Ver | BM7 34844.1 
GI : 19056177 | MONOl_13JB07 . gl_A005 Monocytes (MONOl) 
•cDNA, mRNA sequence .: Start : 3 : Stop : 697 

GBEQ2 705 GenBank RC 1 Acc | BM7 3 4 8 0 7 | Ver | BM7 34807.1 
GI : 19056140 | M0NOl_13_Fll . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 700 

GBEQ2 706 GenBank RC ! Acc | BM7 3 4 8 0 3 | Ver | BM7 34 8 03.1 
GI : 19056136 | MONOl_13_G01 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 266 

GBEQ2 707 GenBan k RC | Acc | BM7 34736|Ver|BM734736.1 
GI: 19056069 | MONOl_12_E05.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 1 : Stop : 68 6 

GBEQ2 708 GenBank RC | Acc | BM7 3 4 7 2 9 | Ver | BM7 34729.1 
GI : 190560 62 | MONOl_12_F03 . gl_A005 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 3 : Stop : 617 

GBEQ2709 GenBank RC | Acc | BM734708 | Ver | BM734708 . 1 
GI : 19056041 1 MONOl_12_H01 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 10 : Stop : 607 

GBEQ2 710 GenBank RC I Acc | BM7 3 4 7 0 2 | Ver | BM7 34702.1 
GI: 19056035 | MONOl_12_H07 .gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 673 

GBEQ2 711 GenBank RC | Acc | BM7 3 4 7 0 1 1 Ver | BM7 34701.1 
GI: 19056034 | MON01__l 2_H10 . gl_A0 0 5 Mono cy t e s ( MONOl ) 
cDNA, mRNA sequence .: Start : 4 : Stop : 651 



Equus caballus 



Equus caballus 



Equus caballus 



Equus caballus 



Equus caballus 



Equus . caballus 



Equus caballus 
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GBEQ27 1 2 GenBank RC | Acc | BM7 34543 |Ver| BM7 3454 3.1 

GI : 19055876 |MONOl_9_H08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 28 : Stop : 647 

GBEQ2713 GenBank RC | Acc | BM7344 65 | Ver | BM734 4 65 . 1 

GI : 19055812 | MONOl_9__B09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 650 

GBEQ2714 GenBank RC | Acc | BM734474 | Ver | BM734474 . 1 

GI: 19055792 | MONOl_8_A04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop : 4 67 

GBEQ2 715 GenBank RC | Acc | BI 9 6 1 8 8 8 | Ver | BI 9 6 1 8 8 8 . 1 

GI: 16320091 |MONOl_7_H0 9. gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 539 

GBEQ2716 GenBank RC | Acc | BI961814 | Ver | BI961814 . 1 

GI: 16320017 | MONOl_4_H09 • gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : St op : 4 7 5 

GBEQ2717 GenBank RC | Acc | BI961810 | Ver | BI961810 . 1 

GI : 16320013 | MONOl_4_H05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 4 : Stop : 316 

GBEQ2718 GenBank RC | Acc | BI961723 I Ver | BI961723 . 1 

GI: 16319926 | MONOl_3_G03 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 127 : Stop : 643 

GBEQ2719 GenBank RC | Acc | BI961326 | Ver | BI961326. 1 

GI : 16319529 |MONOl_4_A12.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 454 

GBEQ2720 GenBank RC | Acc | BI961248 | Ver | BI961248 . 1 

GI : 16319451 |MONOlJ7_H09.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 426 

GBEQ2721 GenBank RC | Acc | AW735739 | Ver | AW735739 . 1 

GI:12000951 IHEST007 Horse INRA cDNA Library Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 573 

GBEQ2 722 GenBank RC | Acc | AW 7 3 5 7 3 6 | Ve r | AW 7 35736.1 

GI : 12000948 | HESTG05 Horse INRA cDNA Library Equus caballus cDNA, 
mRNA sequence. : Start : 1: Stop: 516 

GBEQ2 723 GenBank RC | Acc | AW 7 3 5 7 3 5 | Ver | AW 7 35735.1 

GI : 12000947 | HESTG03 Horse INRA cDNA Library Equus caballus cDNA, 
mRNA sequence. : Start : 1 : Stop: 4 91 
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GBEQ2724 GenBank RC I Acc | CD536500 | Ver | CD53 6500 . 1 

GI : 31578915 [ LeukoN6_8_D07 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_8__D07__A028 3', 
mRNA sequence. : Start: l:Stop: 590 

GBEQ2725 GenBank RC | Acc | CD536392 j Ver I CD536392 . 1 

GI: 31578807 | LeukoN6_7_D12 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone Leu koN 6_7 JD1 2__A0 2 8 3*, 
mRNA sequence . : Start : 1 : Stop : 62 9 

GBEQ272 6 GenBank RC | Acc | CD5354 66 | Ver | CD5354 66. 1 

GI : 31577881 | LeukoN5_4_H07 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4__H07__A027 3', 
mRNA sequence. : Start: 1: Stop: 621 

GBEQ2727 GenBank RC | Acc | CD535454 | Ver | CD5354 54 . 1 

GI: 315778 69 I LeukoN5_4_G04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__4_G04_A027 3', 
mRNA sequence . : Start : 1 : Stop : 50 6 

GBEQ2728 GenBank RC | Acc | CD535333 | Ver I CD535333 . 1 

GI : 31577748 | LeukoN5_2_G04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2__G04__A027 3 T , 
mRNA sequence . : Start : 1 : Stop : 7 3 6 

GBEQ2729 GenBank RC | Acc | CD535173 | Ver | CD535173 . 1 

GI: 31577588 | LeukoN5_l_A01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_A01_A027 3', 
mRNA sequence . : Start : 1 : Stop : 4 08 

GBEQ2730 GenBank RC | Acc | CD535170 | Ver | CD535170 . 1 

GI : 31577585 | LeukoN5_JL_D07 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__l_D0 7_A02 7 3 f , 
mRNA sequence .: Start : 1 : Stop: 602 

GBEQ2731 GenBank RC | Acc | CD472153 | Ver i CD472153 . 1 

GI : 31393421 | LeukoS6__l_G01 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_l_G01__A028 3 f , 
mRNA sequence. : Start : 1: Stop: 609 

GBEQ27 32 GenBank RC | Acc | CD4 68 9961 Ver | CD4 68996.1 

GI : 31390264 | LeukoS2_l_D05 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l__DQ5_A024 3 f , 
mRNA sequence. : Start :1: Stop: 675 

GBEQ2733 GenBank RC | Acc | CD468284 | Ver | CD468284 . 1 

GI : 31389552 | LeukoS3_2_C08.bl_A025 Stimulated peripheral blood 
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leukocytes S3 Equus caballus cDNA 
mRNA sequence* : Start: 1: Stop: 643 



clone LeukoS3 2 C08 A025 3' 



GBEQ2734 GenBank RC | Acc | CD467673 | Ver I CD467673 . 1 

GI: 313889411 LeukoSl_6_E10 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_E10_A023 3', 
mRNA sequence, : Start : 1: Stop: 630 

GBEQ2735 GenBank RC | Acc | CD4 67536 | Ver i CD4 67 53 6 . 1 

GI: 3138 88 04 [ LeukoSl_5__A10 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone Leu ko S 1_5_A1 0__A0 2 3 3', 
mRNA sequence . : Start : 1 : Stop : 633 

GBEQ2736 GenBank RC ) Acc | CD467507 | Ver | CD467507 . 1 

GI : 31388775 | LeukoSl_5_C12 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5__C12_A023 3 1 , 
mRNA sequence . : Start : 1: Stop: 603 

GBEQ2737 GenBank RC | Acc | CD467361 | Ver | CD467361 . 1 

GI: 31388629 | LeukoSl_4_C09 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_C09__A023 3' f 
mRNA sequence. : Start: 1: Stop: 609 

GBEQ2738 GenBank RC | Acc | CD465294 | Ver | CD465294 . 1 

GI : 3138 6562 | LeukoNl_3_A0 6 . b 1__AQ 2 3 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_3_A0 6__A0 2 3 3 T , 
mRNA sequence. : Start :1: Stop: 4 67 



GBEQ2739 GenBank RC I Acc | BM781440 | Ver | BM781440 . 1 
GI: 19129672 | MLNl_8_B03.gl_A005 Mesenteric lymph node 
caballus cDNA , mRNA sequence .: Start : 1 : Stop: 4 52 

GBEQ274 0 GenBank RC I Acc I BM781403 | Ver | BM781403 . 1 
GI: 19129635 | MLNl_8_Ell.gl_A005 Mesenteric lymph node 
caballus cDNA , mRNA sequence .: Start : 4 : Stop : 633 

GBEQ27 41 GenBank RC | Acc | BM781382 | Ver | BM781382 . 1 
GI: 19129614 I MLN1_8_H03 . gl_A005 Mesenteric lymph node 
caballus cDNA , mRNA sequence .: Start : 26 : Stop: 637 

GBEQ2742 GenBank RC | Acc | BM781375 | Ver | BM78137 5 . 1 
GI: 19129607 | MLN1_7_A01 . gl_A005 Mesenteric lymph node 
caballus cDNA , mRNA sequence .: Start : 8 : Stop : 620 

GBEQ2 743 GenBank RC | Acc | BM7 8 1 3 2 3 | Ve r | BM7 81323.1 
GI : 19129555 | MLN1_7_G05 . gl__A005 Mesenteric lymph node 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 60 9 



(MLN1) Equus 



(MLN1) Equus 



(MLN1) Equus 



(MLN1) Equus 



(MLN1) Equus 
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GBEQ2 7 4 4 GenBank RC | Acc | BM7 8 1 2 8 8 | Ver | BM7 8 1 2 8 8 . 1 

GI: 19129520 |MLNl_6J310.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 4 : Stop: 67 0 

GBEQ2 745 GenBank RC | Acc [ BM7 81286 I Ver | BM7 8128 6.1 

GI: 19129518 |MLNl_6_B08.gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 22 : Stop: 668 

GBEQ2 7 4 6 GenBank RC | Acc | BM7 8124 6) Ver | BM7 81246.1 

GI: 19129478 |MLN1_6_F07 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 73 : Stop: 460 

GBEQ2747 GenBank RC | Acc | BM781235 | Ver | BM781235 . 1 

GI: 19129467 | MLN1_6_H12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 635 

GBEQ2748 GenBank RC | Acc | BM781210 | Ver | BM7 81210 . 1 

GI: 19129442 | MLN1_5__G12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence . : Start: 2 -. Stop: 523 

GBEQ274 9 GenBank RC | Acc | BM781116 | Ver | BM781116 . 1 

GI: 19129348 | MLN1_4__D10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 6: Stop: 60 6 

GBEQ2750 GenBank RC | Acc 1 BM7 81003 | Ver | BM7 81003 . 1 

GI: 19129235 | MLN1_3JE04 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 22 : Stop : 632 

GBEQ2 751 GenBank RC | Acc | BM7 8097 9 1 Ver | BM7 8 0 9 7 9 . 1 

GI : 19129211 1 MLN1_2_D01. gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 37 : Stop : 425 

GBEQ2752 GenBank RC | Acc | BM780896 | Ver | BM7 80896 . 1 

GI: 19129128 I MLN1_1_F08 . gl__A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA mRNA sequence .: Start : 29 : Stop: 456 

GBEQ2753 GenBank RC | Acc | BM780889 | Ver | BM780889 . 1 { 

GI : 19129121 1 MLN1_1__G11 . gl_A005 Mesenteric lymph node (MLN1) Equus 

caballus cDNA , mRNA sequence .: Start : 11 : Stop : 359 

GBEQ2754 GenBank RC | Acc | BM780535 | Ver | BM780535 . 1 

GI: 19128767 | APL1_4_H04 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 32: Stop: 569 

GBEQ27 5 5 GenBank RC | Acc | BM7 8 0 4 1 5 I Ver | BM7 8 0415.1 

GI: 19128647 | APL1_2_C04 . gl_A005 Liver (APL1) Equus caballus cDNA f 
mRNA sequence. : Start : 68 : Stop: 57 6 
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GBEQ2 7 56 GenBank RC ) Acc ) BM7 3 5 5 0 5 ] Ver ) BM7 35505.1 

GI: 19056838 |MONOl_19__D01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 52 : Stop : 658 

GBEQ2757 GenBank RC | Acc | BM73528 9 | Ver | BM73528 9 . 1 

GI: 19056622 | MONOl_18JT09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 64 9 

GBEQ2758 GenBank RC | Acc | BM735023 ] Ver | BM735023 . 1 

GI: 19056356 | MONOl_23_H05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 2 : Stop : 672 

GBEQ2 759 GenBank RC | Acc | BM7 3 4 5 6 0 | Ver | BM7 34560.1 

GI : 19055893 | MONOl_10JB09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 23 : Stop : 640 

GBEQ2760 GenBank RC | Acc ] BI961438 | Ver | BI961438 . 1 

GI: 16319641 | MONO 1_5_E0 9. gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 48 : Stop : 562 

GBEQ2761 GenBank Acc | CD536744 | Ver | CD536744 . 1 

GI : 31579159 | LeukoN6_6_F0 6 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_6_F0 6_A028 3 ' , 
mRNA sequence . : Start : 1 : Stop : 622 

GBEQ2762 GenBank Acc | CD536656 | Ver | CD536656 . 1 

GI: 31579071 | LeukoN6_5_H04 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_5_H04_A028 3', 
mRNA sequence. : Start :1: Stop: 660 

GBEQ2763 GenBank Acc | CD536388 | Ver I CD536388 . 1 

GI : 31578803 | LeukoN6_7__E07 .bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_E07_A028 3\ 
mRNA sequence. : Start : 1: Stop: 529 

GBEQ2764 GenBank Acc I CD536095 | Ver | CD536095 . 1 

GI: 31578510 | LeukoN6_3_AlO . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_A1 0_A0 2 8 3' r 
mRNA sequence. :Start:l: Stop: 67 8 



GBEQ2765 GenBank Acc | CD535980 | Ver | CD535980 . 1 

GI : 31578395 | LeukoN6__2_H04 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_H04__A028 3 1 r 
mRNA sequence. : Start: 1: Stop: 621 

GBEQ27 66 GenBank Acc | CD535972 | Ver | CD535972 . 1 

GI: 31578387 | LeukoN6_2_A08 . bl_A028 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN6_2_A08_A02 8 3 T , 
mRNA sequence. : Start :l:Stop: 637 

GBEQ2767 GenBank Acc | CD535682 | Ver | CD535 682 . 1 

GI: 31578097 | LeukoN5_7_E08 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7 JE08_A027 3", 
mRNA sequence. : Start: 1: Stop: 612 

GBEQ2768 GenBank Acc | CD535670 | Ver | CD535670 . 1 

GI:31578085 I LeukoNS J7_H05 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_H05_A027 3', 
mRNA sequence . : Start : 1 : Stop : 662 

GBEQ2769 GenBank -Acc ! CD535647 | Ver | CD535647 . 1 

GI:31578062 I LeukoN5_7_H09 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_H09 A027 3\ 
mRNA sequence. : Start: 1: Stop: 548 

GBEQ2770 GenBank Acc | CD535459 | Ver | CD535459 . 1 

GI : 31577874 |LeukoN5_4_G08.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G08_A027 3', 
mRNA sequence. : Start: 1: Stop: 622 

GBEQ2771 GenBank Acc | CD535441 | Ver | CD5354 41 . 1 

GI : 31577856 | LeukoN5_4_F05 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_F05_A027 3 f , 
mRNA sequence. : Start: 1: Stop: 602 " 

GBEQ2772 GenBank Acc 1 CD535082 | Ver 1 CD535082 . 1 

GI:31577497 I LeukoN5_3__A04 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_A04 A027 3', 
mRNA sequence. : Start: 1: Stop: 502 ~ 

GBEQ2773 GenBank Acc I CD528771 | Ver | CD528771 . 1 

GI : 31567393 | LeukoN3J7_A08 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_A0 8_A0 2 5 3', 
mRNA sequence. : Start: 1: Stop: 638 ~~ " ~ 

GBEQ2774 GenBank Acc | CD528752 I Ver | CD528752 . 1 

GI: 31567374 | LeukoN3_7_H03.b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_7_H03_A025 3 1 , 
mRNA sequence. : Start :1: Stop: 678 

GBEQ2775 GenBank Acc | CD528 633 | Ver | CD528 633 . 1 

GI : 31567255 | LeukoN3_3_G05 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__3_G05_A025 3^ 
mRNA sequence . : Start : 1 : Stop : 653 
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GBEQ2776 GenBank Acc | CD528570 | Ver | CD528570 . 1 

GI : 31567192 | LeukoN3_3_Hll . bl_A02 5 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_J3_Hll__A02 5 3 f , 
mRNA sequence . : Start : 1 : Stop : 69 9 

GBEQ2777 GenBank Acc | CD528302 | Ver | CD528302 . 1 

GI : 31566924 | LeukoN3_lJE04 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_l J£04_A025 3', 
mRNA sequence. : Start : 1 : Stop: 509 

GBEQ2778 GenBank Acc | CD528129 | Ver | CD528129 . 1 

GI : 31566751 | LeukoN3_4_G06 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_G0 6_A025 3 f , 
mRNA sequence. : Start :1: Stop: 494 

GBEQ2779 GenBank Acc | CD472299 | Ver | CD472299 . 1 

GI: 31393567 | LeukoS6_5_E12 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_5__E12_A02 8 3\ 
mRNA sequence. : Start : 1: Stop: 4 64 

GBEQ2780 GenBank Acc | CD471234 | Ver | CD471234 . 1 

GI : 31392502 | LeukoS5_l_A07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_A07_A027 3\ 
mRNA sequence. : Start : 1: Stop: 57 9 

GBEQ2781 GenBank Acc | CD471214 | Ver ! CD471214 . 1 

GI : 31392482 | LeukoS 5_1__A12 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l__A12_A027 3*, 
mRNA sequence. : Start : 1 : Stop: 405 

GBEQ2782 GenBank Acc | CD471191 | Ver | CD471191 . 1 

GI : 31392459 | LeukoS5__l__B12 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_B12_A027 3', 
mRNA sequence . : Start : 1 : Stop : 593 

GBEQ2783 GenBank Acc | CD471180 | Ver | CD471180 . 1 

GI : 313924 4 8 | LeukoS 5_1__A0 2 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_A02_A02 7 3', 
mRNA sequence. : Start: 1: Stop: 638 

GBEQ278 4 GenBank Acc | CD47088 6 | Ver | CD47088 6 . 1 

GI : 31392154 | LeukoS5_3_Ell . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_Ell_A027 3', 
mRNA sequence. : Start: 1: Stop: 654 

GBEQ2785 GenBank Acc | CD470751 | Ver | CD470751 . 1 

GI : 31392019 | LeukoS5_2_F03 . bl__A027 Stimulated peripheral blood 
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leukocytes S5 Equus caballus cDNA clone LeukoS5_2_F03_A027 3 1 , 
mRNA sequence. : Start : 1 : Stop: 593 

GBEQ278 6 GenBank Acc | CD470737 | Ver | CD4 70737 . 1 

GI : 31392005 | LeukoS5_2_E07 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__2_E07_A027 3 1 , 
mRNA sequence . : Start : 1 : Stop : 614 

GBEQ2787 GenBank Acc | CD470227 | Ver | CD470227 . 1 

GI: 313914 95 | LeukoS4_3_B01 . bl__A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_B01_A02 6 3', 
mRNA sequence . : Start : 1 : Stop : 5 62 

GBEQ2788 GenBank Acc | CD469456 | Ver | CD4 69456 . 1 

GI : 31390724 | LeukoS2_4_F10 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_F10__A024 3' , 
mRNA sequence. :Start:l: Stop: 550 

GBEQ2789 GenBank Acc | CD468882 | Ver | CD468882 . 1 

GI : 31390150 | LeukoS3_8__E08 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_E0 8_A025 3', 
mRNA sequence. : Start: 1: Stop: 742 

GBEQ2790 GenBank Acc | CD468878 | Ver | CD468878 . 1 

GI : 3139014 6 | LeukoS3__8_H06 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_H0 6_A025 3', 
mRNA sequence .: Start : 1 : Stop: 701 

GBEQ2791 GenBank Acc | CD468782 | Ver | CD468782 . 1 

GI: 31390050 I LeukoS3 J7_H09 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS 3__7__H0 9___A0 2 5 3', 
mRNA sequence. : Start :l:Stop:772 

GBEQ2792 GenBank Acc | CD4 68568 | Ver | CD4 68568 . 1 

GI : 31389836 | LeukoS3_4_B01 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_B01_A025 3 T , 
mRNA sequence. : Start: l:Stop: 578 

GBEQ27 93 GenBank Acc I CD4 68 4 4 1 1 Ver | CD4 68 4 41.1 

GI: 31389709 | LeukoS3_3_C04.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_C04__A025 3 1 , 
mRNA sequence .: Start : 1 : Stop: 58 4 

GBEQ2794 GenBank Acc | CD4 68431 | Ver | CD4 68431 . 1 

GI: 31389699 |LeukoS3_3_D01.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3_D01_A025 3 1 , 
mRNA sequence. : Start : 1 : Stop : 38 6 
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GBEQ2795 GenBank Acc | CD4 68273 | Ver | CD4 68273 . 1 

GI : 3138 9541 | LeukoS3_2_B02 .bl_A02 5 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__2__B02_A025 3', 
mRNA sequence. : Start :1: Stop: 552 

GBEQ2796 GenBank Acc | CD468095 | Ver | CD4 68095 . 1 

GI : 3138 9363 | LeukoS3_l_E03 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_lJE03_A025 3 ' , 
mRNA sequence, : Start: 1: Stop: 548 ~ 

GBEQ2797 GenBank Acc | CD467641 | Ver | CD467641 . 1 

GI : 31388909 | LeukoSl_6_D07 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_D07_A023 3 T , 
mRNA sequence. : Start :1: Stop: 743 

GBEQ2798 GenBank Acc | CD467414 | Ver | CD467414 . 1 

GI : 31388 682 ] LeukoSl_4_C12 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_C12_A023 3 f , 
mRNA sequence . : Start : 1 : Stop : 717 

GBEQ2799 GenBank Acc | CD467402 | Ver | CD467402 . 1 

GI: 31388670 |LeukoSl_4_C05.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_C05_A023 3', 
mRNA sequence. : Start :1: Stop: 545 

GBEQ28 00 GenBank Acc | CD4 66701 1 Ver | CD4 66701 . 1 

GI : 31-387 969 | LeukoN2_5__A02 . bl_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_5_A02_A02 4 3", 
mRNA sequence . : Start : 1 : Stop : 58 5 

GBEQ2801 GenBank Acc | CD466287 | Ver | CD466287 . 1 

GI : 31387555 | LeukoN2_3_E12 .bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_J3__E12_A024 3", 
mRNA sequence. : Start :l:Stop:751 ~ ' ~~ 

GBEQ28 02 GenBank Acc | CD4 66235 | Ver | CD4 66235 . 1 

GI : 31387503 | LeukoN2_3_F03 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_F0 3_A0 2 4 3", 
mRNA sequence. : Start : 1 : Stop: 524 

GBEQ2803 GenBank Acc | CD4 66094 | Ver | CD4 66094 . 1 

GI : 31387362 |LeukoN2_2_H03.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_HQ3_A024 3 1 , 
mRNA sequence. : Start : l:Stop: 672 

GBEQ2804 GenBank Acc | CD4 65983 | Ver | CD4 65983 . 1 

GI : 31387251 | LeukoN2__l__All .bl_A024 Unstimulated peripheral blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2_l_All_A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 699 

GBEQ2805 GenBank Acc|CD465968 | Ver | CD465968 . 1 

GI : 31387236 | LeukoN2_l_D10 . bl_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_DlO_A024 3 1 , 
mRNA sequence. : Start : 1: Stop: 589 

GBEQ280 6 GenBank Acc | CD465732 | Ver | CD4 657 32 . 1 

GI: 31387000 | LeukoNl__7_F08 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F08__A023 3', 
mRNA sequence .: Start : 1 : Stop : 571 

GBEQ2 8 07 GenBank Acc | CD4 654051 Ver | CD4 65405.1 

GI : 3138 667 3 | LeukoNl_4_All . bl_A023 Unstimulated peripheral blood 
leukocytes. Nl Equus caballus cDNA clone LeukoNl_4_All__A023 3', 
mRNA sequence .: Start : 1 : Stop: 630 

GBEQ2808 GenBank Acc | CD4 65394 | Ver | CD465394 . 1 

GI: 3138 6662 | LeukoNl_4_F07 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__4_F07_A023 3', 
mRNA sequence. : Start: l:Stop: 600 

GBEQ2809 GenBank Acc | CD464722 | Ver | CD4 64722 . 1 

GI : 31385990 I LeukoN4_6_Dll . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6__Dll_AG26 3', 
mRNA sequence. : Start : l:Stop: 2 09 

GBEQ2 810 GenBank Acc | CD4 64 6061 Ver | CD4 64606.1 

GI : 3138 5874 | LeukoN4_l_Hll . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_JL_Hll_A026 3', 
mRNA sequence. -.Start: 1: Stop: 4 88 

GBEQ2811 GenBank Acc | CD4 64572 1 Ver | CD4 64572 . 1 

GI : 31385840 |LeukoN4_l_D09.bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_D0 9_A02 6 3 f , 
mRNA sequence .: Start : 1 : Stop: 664 

GBEQ2812 GenBank Acc | CD4 64 435 | Ver I CD4 64435 . 1 

GI : 31385703 | LeukoN4_4__A10 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN 4__4_A1 0_A0 2 6 3', 
mRNA sequence .: Start : 1 : Stop: 312 

GBEQ2 813 GenBank Acc | CD4 64 360 1 Ver | CD4 64360.1 

GI: 31385628 | LeukoN4_3_H12 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_H12_A02 6 3", 
mRNA sequence. : Start:!: Stop: 631 
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GBEQ2 814 GenBank Acc | CD4 64216 ) Ver ICD464216.1 

GI: 313854 84 | LeukoN4_2_G03 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_G03_A02 6 3', 
mRNA sequence. :Start :1; Stop: 616 

GBEQ2 815 GenBank Acc | BM7 80992 1 Ver | BM7 8 0 9 92 . 1 

GI: 19129224 |MLN1_2_B08 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence. : Start : 15 : Stop: 615 

GBEQ2 816 GenBank Acc I BM7 8 0 7 7 7 | Ver ( BM7 80777.1 

GI: 19129009 | APL1_8_A04 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 352 

GBEQ2817 GenBank Acc I BM780724 | Ver | BM780724 . 1 

GI : 19128 956 | APL1_8_F10 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 391 

GBEQ2 818 GenBank Acc | BM7 8 0 5 4 3 | Ver | BM7 80543.1 

GI: 191 e 2877 5 | APL1_4_G07 . gl__A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 689 

GBEQ2819 GenBank Acc | BM780451 | Ver 1 BM780451 . 1 

GI:19128683|APLlJ3_G07.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence .: Start : 16: Stop: 585 

GBEQ2820 GenBank Acc | BM780388 | Ver | BM780388 . 1 

GI: 19128620 1 APLl_2_F01.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 458 

GBEQ2821 GenBank Acc | BM735556 | Ver | BM735556 . 1 

GI : 19056889 |MON01_21_Fll . gl_A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA • sequence . : Start : 4 : Stop: 530 

GBEQ2 822 GenBan k Acc | BM7 3 5 4 4 5 | Ver | BM7 35445.1 

GI : 19056778 |MONOl_20_E09.gl_A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 544 

GBEQ2823 GenBank Acc i BM735328 | Ver | BM735328 . 1 

GI: 19056661 |MONOl_18__D03 . gl__A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence .: Start : 18 : Stop: 595 

GBEQ2824 GenBank Acc | BM735063 | Ver | BM7350 63 . 1 

GI: 19056396 |MONOl_23__D10.gl_A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 62 9 

GBEQ2825 GenBank - Acc | BM734930 | Ver | BM734930 . 1 

GI: 19056263 IM0NO1JL 4 JB06.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop : 64 9 
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GBEQ2 82 6 GenBank Acc | BM7 34 6831 Ver | BM7 3 4 6 8 3 . 1 
GI:190560161 MONOl_ll_G0 3 . gl_A0 0 5 Monocytes (M0N01 ) 
cDNA, mRNA sequence. : Start : 21 : Stop : 541 

GBEQ2 827 GenBank Acc | BM7 34 64 91 Ver | BM7 34 64 9.1 
GI:19055982 ) MONO 1_1 1_C 0 9 . g 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence. : Start : 1 : Stop: 470 

GBEQ2 828 GenBank Acc | BM7 3 4 6 1 9 | Ver | BM7 34 619.1 
GI : 19055952 | MONOl_10__H07 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 2 : Stop : 48 6 

GBEQ2 829 GenBank Acc | BM7 3 4 5 5 0 | Ver | BM7 34550.1 
GI : 19055883 | MONOl_10_A07 . gl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 1 : Stop: 434 

GBEQ2830 GenBank Acc | BM734529 | Ver | BM734529. 1 
GI : 19055862 |MONOl_9_G04 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 99 : Stop : 4 96 

GBEQ2 8 31 GenBank Acc | BM7 3 4 4 9 4 | Ve r | BM7 344 94.1 
GI: 19055827 | MONOl_9_D0 1 . gl_A0 0 5 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 2 62 

GBEQ2 832 GenBank Acc |BI960967IVer|BI960967.1 
GI: 16319170 ( MONOl__3_C08 . bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 53 9 

GBEQ2833 GenBank RC | Acc | CD535826 | Ver | CD535826 . 1 
GI : 31578241 | LeukoN5_5_A04 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_A04_A027 3 f , 
mRNA sequence. : Start : 1: Stop: 67 9 

GBEQ2834 GenBank RC | Acc I CD528842 | Ver ) CD528842 . 1 

GI : 315 67 4 64 | LeukoN3_5 JF0 6 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__5_F0 6_A02 5 3 f , 
mRNA sequence. : Start: 1: St op: 788 

GBEQ2 835 GenBank RC | Acc |CD470886|Ver|CD470886.1 

GI: 31392154 |LeukoS5_3JEll.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_3_Ell_A027 3', 
mRNA sequence. : Start: 1: Stop: 654 

GBEQ2836 GenBank RC 1 Acc | CD468240 | Ver | CD468240 . 1 

GI: 3138 9508 | LeukoS3_2_Fll . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_Fll_A025 3', 
mRNA sequence. : Start : 1: Stop: 601 
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GBEQ2837 GenBank RC | Acc | CD4 67 641 1 Ver 1 CD4 67 641 . 1 

GI : 3138 8 909 |LeukoSl__6_D07 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_D07_A02 3 3", 
mRNA sequence. : Start : 1 : Stop: 743 

GBEQ2 838 GenBank RC | Acc | BM7 814 43 | Ver I BM78144 3 . 1 

GI: 19129675 | MLN1_8_A02 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 9 : Stop : 596 

GBEQ2 839 GenBank RC | Acc i BM7 8 1 1 4 9 | Ve r | BM7 8114 9.1 

GI: 19129381 1 MLN1__5_E12 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 613 

GBEQ2 840 GenBank RC | Acc | BM7 8 10 3 9 | Ver | BM7 81039.1 

GI : 19129271 | MLN1_3_A04 . gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 558 

GBEQ2 841 GenBank RC 1 Acc I BM7 8 0 9 0 9 | Ve r | BM7 80909.1 

GI : 19129141 |MLNl_lJD08.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA , mRNA sequence .: Start : 5 : Stop : 384 

GBEQ2 842 GenBank RC | Acc | BM7 8 0 4 5 1 1 Ver I BM7 80451.1 

GI: 19128 68 3 | APL1J3J307 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. -.Start: 16: Stop: 585 

GBEQ2843 GenBank RC | Acc | BM735557 1 Ver | BM735557 . 1 

GI: 19056890 j MON01_21_G01 . gl_A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 51 

GBEQ2844 GenBank RC | Acc ) BM735555 | Ver | BM735555 . 1 

GI: 19056888 |MON01_21_FlG.gl_A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence. : Start: 10: Stop: 662 

GBEQ2 845 GenBank RC | Acc | BM7 3 53 2 5 | Ver | BM7 35325.1 

GI: 19056658 [MON01j_18_C12 . gl_A005 Monocytes (MONOl), Equus caballus 
cDNA, mRNA sequence Start : 17 : Stop: 654 

GBEQ2 84 6 GenBank RC | Acc | BM7 3 4 6 4 9 ) Ver | BM7 34 64 9.1 

GI : 19055982 |MONOl_ll_C09 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 470 

GBEQ2 84 7 GenBank RC | Acc | BM7 3 4 4 4 6 | Ver | BM7 344 4 6.1 

GI: 19055779 |MONOl_8_F12.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 5 93 

GBEQ2848 GenBank RC | Acc | BI961660 i Ver I BI961660 . 1 

GI:16319863|MONOl_2J311.gl_AG05 Monocytes (MONOl) Equus ' caballus 
cDNA, mRNA sequence Start: 14 : Stop : 724 
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GBEQ2849 GenBank RC | Acc | BI961082 | Ver | BI961082 . 1 

GI:16319285|MONOl_5_H01.bl_A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 431 

GBEQ2850 GenBank Acc | CD536809 | Ver | CD536809 . 1 

GI: 31579224 | LeukoN6_6_A03 . bl__AQ28 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_6_A0 3_A0 2 8 3', 
mRNA sequence. -.Start: 1: Stop: 424 

GBEQ2851 GenBank Acc | CD5367 96 | Ver | CDS 3 67 96. 1 

GI: 3157 9211 | LeukoN 6_6_E02 . bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_6_E02_A028 3 ' , 
mRNA sequence. : Start: 1: Stop: 538 

GBEQ2852 GenBank Acc 1 CD53 6659 | Ver | CD536659 . 1 

GI: 31579074 | LeukoN6_5__BQ7 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_B 0 7 _A0 2 8 3', 
mRNA sequence. : Start: 1: Stop: 4 96 

GBEQ2853 GenBank Acc | CD536522 | Ver | CD536522 . 1 

GI : 31578937 ) LeukoN6_8_F06 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__8_F06_A028 3' , 
mRNA sequence. : Start: 1: Stop: 342 

GBEQ2854 GenBank Acc I CD536499 | Ver | CD536499 . 1 

GI: 31578914 | LeukoN6_8_E09 . bl__A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6__8_E0 9_A0 2 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 602 

GBEQ2855 GenBank Acc | CD536481 | Ver | CD536481 . 1 

GI : 31578896 | LeukoN6_8_F09 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_8_F09_A028 3 f , 
mRNA sequence. :Start:l: Stop: 57 6 

GBEQ2856 GenBank Acc | CD536479 | Ver | CD53647 9 . 1 

GI:31578894 lLeukoN6_8JB08.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6__8__B08_A02 8 3 1 , 
mRNA sequence. : Start: 1: Stop: 311 

GBEQ2 8 57 GenBank Acc | CDS 3 64 7 5 | Ver | CD53 6 47 5.1 

GI: 315788901 LeukoN 6__8_D1 1 . b 1_A0 2 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_D11_A02 8 3', 
mRNA sequence. : Start : 1 : Stop: 419 

GBEQ2858 GenBank Acc | CD536364 I Ver I CD536364 . 1 

GI : 3157877 9 | LeukoN6_7_D02 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D02_A028 3', 
mRNA sequence. : Start: 1: Stop: 694 
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GBEQ2859 GenBank " Acc | CD536355 | Ver I CD536355 . 1 

Gl : 31578770 | LeukoN6_7_F12 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_7 _F1 2__A0 2 8 3', 
mRNA sequence. : Start: l:Stop: 557 

GBEQ2860 GenBank Acc | CD536350 | Ver | CD536350 . 1 

GI: 31578765 |LeukoN6J7_Bll.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_B11__A02 8 3', 
mRNA sequence. : Start : 1: Stop: 548 

GBEQ2861 GenBank Acc I CD536348 | Ver |OD536348 . 1 

GI : 31578763 | LeukoN 6_7_B0 4 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_7__B04_A028 3' A 
mRNA sequence. : Start :l:Stop: 601 

GBEQ2862 GenBank Acc | CD536330 | Ver I CD536330 . 1 

GI : 31578745 | LeukoN6_7_C04 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_C0 4__A0 2 8 3', 
mRNA sequence. : Start:!: Stop: 4 87 

GBEQ2863 GenBank Acc | CD536245 | Ver | CD536245 . 1 

GI: 31578 660 | LeukoN 6_4_A08 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_4_A08_A028 3 ? f 
mRNA sequence. : Start: 1: Stop: 600 

GBEQ2864 GenBank Acc | CD536233 | Ver | CD536233 . 1 

GI: 3157 8 64 8 (LeukoN 6_4_A07 .bl_A02 8 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4_A0 7_A0 2 8 3 1 , 
mRNA sequence . : Start : 1 : Stop : 2 63 

GBEQ2865 GenBank Acc | CD536227 | Ver | CD536227 . 1 

GI: 31578642 | LeukoN6_4_C07 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6__4_C0 7_A0 2 8 3", 
mRNA sequence. : Start : 1 : Stop : 374 

GBEQ2866 GenBank . Acc I CD536225 | Ver | CD536225 . 1 

GI: 31578640 | LeukoN 6_4__C 10 .bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_4_C1 0_A0 2 8 3 f f 
mRNA sequence. : Start: 1: Stop: 47 6 

GBEQ28 67 GenBank Acc | CD536083 | Ver | CD536083 . 1 

GI : 315784 98 | LeukoN 6_3_E 10 . bl__A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone Leu koN 6_3__E 1 0_A0 2 8 3 1 
similar to Similarity to mitochondrial genome, mRNA 
sequence . : Start : 1 : Stop : 5 0 6 

GBEQ2868 GenBank Acc ) CD535983 | Ver t CD535983 . 1 

GI : 31578398 I LeukoN6_2_B10 .bl_A028 Unstimulated peripheral blood 
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leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_B 1 0_A0 2 8 3', 
mRNA sequence .: Start : 1 : Stop: 547 

GBEQ2869 GenBank Acc | CD535974 | Ver | CD535974 . 1 

GI : 31578389 | LeukoN6_2_F07 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_F07_A02 8 3 1 , 
mRNA sequence . : Start : 1 : Stop : 661 

GBEQ2870 GenBank Acc | CD535970 | Ver | CD535970 . 1 

GI : 31578385 | LeukoN 6__2_G 12 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_G12_A028 3 1 r 
mRNA sequence. : Start : 1: Stop: 617 

GBEQ2871 GenBank Acc | CD535943 | Ver | CD535943 . 1 

GI: 31578358 |LeukoN6_2_E10.bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA. clone LeukoN6_2_E10_A028 3', 
mRNA sequence. : Start: l:Stop: 57 6 

GBEQ2872 GenBank Acc | CD535941 | Ver | CD535941 . 1 

GI : 31578356 | LeukoN6_2_F05 . bl_A028 Unstimulated peripheral blood 
leukocytes N6 Equus caballus cDNA clone LeukoN6_2_F05_A028 3', 
mRNA sequence. : Start: 1: Stop: 327 

GBEQ2873 GenBank Acc | CD535884 | Ver | CD535884 . 1 

GI : 315782 99 | LeukoN5_5_C08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_5_C08_A027 3\ 
mRNA sequence. : Start: 1: Stop: 58 6 

GBEQ2874 GenBank Acc | CD535780 | Ver | CD535780 . 1 

GI: 31578195 | LeukoN5_8_H05 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8_H05_A027 3 1 , 
mRNA sequence. : Start : 1: Stop: 416 

GBEQ2875 GenBank Acc | CD535777 | Ver | CD535777 • 1 

GI: 31578192 | LeukoN5__8_E06.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8_E06__A027 3 1 , 
mRNA sequence .: Start : 1 : Stop : 598 

GBEQ287 6 GenBank Acc | CD535773 | Ver | CD535773 . 1 

GI: 31578188 | LeukoN5_8__C09 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_8_C09_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 474 

GBEQ2877 GenBank Acc | CD535768 | Ver | CD535768 . 1 

GI: 31578183 | LeukoN5_8_G09.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__8_G09_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 323 
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GBEQ2878 GenBank Acc | CD535736 | Ver | CD535736 . 1 

GI: 31578151 | LeukoN5_8_F09.bl_A02 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__8_F09_AQ27 3 1 , 
mRNA sequence . : Start : 1 : Stop : 558 

GBEQ2 879 GenBank Acc | CD53 5688|Ver|CD535688.1 

GI : 31578103 | LeukoN5_7__A01 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_A01_A027 3', 
mRNA sequence. : Start: 1: Stop: 641 

GBEQ2880 GenBank Acc | CD535675 | Ver ) CD535675 . 1 

GI: 31578090 ) LeukoN5J7_F09 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7_F09__A027 3', 
mRNA sequence . : Start : 1 : Stop : 4 47 

GBEQ2881 GenBank Acc | CD53564 4 | Ver | CD535644 . 1 

GI : 31578059 | LeukoN5J7 JD08 .bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_7__D08__A027 3 f , 
mRNA sequence . : Start : 1 : Stop : 619 

GBEQ2882 GenBank Acc | CD535590 | Ver | CD535590 . 1 

GI : 31578005 |LeukoN5_6__Ell.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_Ell_A027 3', 
mRNA sequence. :Start:l: Stop: 136 

GBEQ2883 GenBank Acc | CD535589 | Ver | CD53558 9 . 1 

GI : 31578004 | LeukoN5_6_G08.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_G08_A027 3 f , 
mRNA sequence. : Start : 1: Stop: 630 

GBEQ2884 GenBank Acc | CD53558 8 | Ver | CD535588 . 1* 

GI : 31578003 | LeukoN5__6__A10 .bl_A027 Unstimulated peripheral hlood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6__A10__A027 3", 
mRNA sequence. :Start: l:Stop: 679 

GBEQ2885 GenBank Acc | CD535585 | Ver | CD535585 . 1 

GI: 31578000 |LeukoN5_6_C07 .bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_6_C07_A027 3', 
mRNA sequence. : Start :l:Stop: 514 

GBEQ2886 GenBank Acc | CD535581 | Ver | CD535581 . 1 

GI : 31577996 | LeukoN5_6_H09 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone Leu koN 5_ 6___H 0 9_A0 2 7 3\ 
mRNA sequence. : Start :1: Stop: 663 

GBEQ28 87 GenBank Acc | CD535560 | Ver | CD535560 . 1 

GI : 31577 97 5 | LeukoN5_6_E0 8 • bl_A02 7 Unstimulated peripheral blood 
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leukocytes N5 Equus caballus cDNA clone LeukoN5_6__E08_A027 3', 
mRNA sequence .: Start : 1 : Stop: 625 

GBEQ288 8 GenBank Acc | CD53547 0 | Ver | CD53547 0 . 1 

GI : 31577885 | LeukoN5_4_G0 9 . bl_A02 7 1 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G09_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 726 

GBEQ2889 GenBank Acc | CD535458 | Ver | CD535458 . 1 

GI: 31577873 | LeukoN5_4_B09 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_4_B09_A027 3', 
mRNA sequence. : Start: 1: Stop: 57 8 

GBEQ2890 GenBank Acc | CD535342 | Ver | CD535342 . 1 

GI: 315777 57 | LeukoN5_2__E08 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_E08_A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 640 

GBEQ2891 GenBank Acc I CD535327 | Ver | CD535327 . 1 

GI : 31577 742 | LeukoN5_2_C03 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_2_C03_A027 3 f , 
mRNA sequence . : Start : 1 : Stop : 67 5 

GBEQ2892 GenBank Acc | CD535324 | Ver | CD535324 . 1 

GI : 31577739 | LeukoN5__2_F12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone Leu koN 5_2__F1 2_A0 2 7 3\ 
mRNA sequence. : Start : 1: Stop: 531 

GBEQ2893 GenBank Acc | CD535207 | Ver | CD535207 . 1 

GI : 31577 622 | LeukoN5_l_A10 . bl_A027 Unstimulated : peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_A10_A027 3 1 , 
mRNA sequence. : Start : 1: Stop: 633 

GBEQ2894 GenBank Acc] CD535190 | Ver | CD535190 . 1 

GI : 31577 605J LeukoN5__l_A02 .bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_A02_A027 3', 
mRNA sequence. : Start : 1: Stop: 400 

GBEQ2 8 95 GenBank Acc |CD535189jVer| CDS 35189.1 

GI: 31577604 | LeukoN5__l_B0 4 . b 1__A02 7 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_lJB04__A027 3 1 , 
mRNA sequence. : Start :l:Stop: 70 6 

GBEQ28 96 GenBank Acc | CD53517 9 | Ver | CD53517 9 . 1 

GI: 31577594 | LeukoN5__l_A05.bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_l_A05_A027 3', 
mRNA sequence. : Start: 1: Stop: 515 
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GBEQ2897 GenBank Acc | CD535166 | Ver | CD535166 . 1 

GI : 31577581 | LeukoN5_l_F07 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone Leu koN 5_1_F 0 7_A0 2 7 3", 
mRNA sequence. : Start : 1 : Stop: 658 

GBEQ28 98 GenBank Acc | CD5350 83 | Ver | CD53508 3 . 1 

GI:31577498 |LeukoN5_3_G05.bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_G05_A027 3 1 , 
mRNA sequence .: Start : 1 : Stop: 669 

GBEQ2899 GenBank Acc | CD535065 | Ver | CD535065 . 1 

GI : 31577480 ) LeukoN5_3__D12 . bl_A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5__3_D12_A027 3' , 
mRNA sequence. : Start: 1 : Stop: 647 

GBEQ2900 GenBank Acc | CD535039 | Ver | CD535039 . 1 

GI : 31577454 | LeukoN5_3 JE09 . bl__A027 Unstimulated peripheral blood 
leukocytes N5 Equus caballus cDNA clone LeukoN5_3_E09_A027 3 f , 
mRNA sequence. : Start : 1 ; Stop: 700 

GBEQ2901 GenBank Acc | CD528904 | Ver | CD528904 . 1 

GI : 31567526 | LeukoN3_8_G10 .bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_8_G10__A025 3\ 
mRNA sequence. : Start : 1 : Stop: 691 

GBEQ2902 GenBank Acc | CD528 8 66 ) Ver ) CD528 8 66 . 1 

GI : 31567488 | LeukoN3__5_F08 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone Leu koN3_5__F0 8_A0 2 5 3 f , 
mRNA sequence. : Start : 1 : Stop: 630 

GBEQ2903 GenBank Acc (CD528858 | Ver | CD528858. 1 

GI : 31567480 | LeukoN3_5_C12 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_C12_A025 3', 
mRNA sequence. : Start: 1: Stop: 785 

GBEQ2904 GenBank Acc | CD528840 | Ver | CD528840 . 1 

GI : 31567 4 62 | LeukoN3_5 JB0 9 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__5_B09_A025 3 r , 
mRNA sequence. : Start : 1 : Stop: 631 

GBEQ2905 GenBank Acc | CD528836 | Ver | CD528836 . 1 . 

GI:31567458 I LeukoN3_5_D12 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_5_D12_A025 3', 
mRNA sequence. : Start: 1: Stop: 67 9 

GBEQ2906 GenBank Acc | CD528772 | Ver ( CD528772 . 1 

GI : 31567394 | LeukoN'3_7JD01 .b2_A025 Unstimulated peripheral blood 
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leukocytes N3 Equus caballus cDNA clone LeukoN3_7_D01_A025 3 r , 
mRNA sequence . : Start : 1 : Stop : 3 8 0 

GBEQ2907 GenBank Acc | CD5287 61 | Ver ) CD5287 61 . 1 

Gl : 31567383 ) LeukoN3_7__A04 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__7_A0 4_A0 2 5 3 1 , 
mRNA sequence. : Start: 1: Stop: 248 

GBEQ2908 GenBank Acc | CD528719 | Ver | CD5287 19 . 1 

GI : 31567341 | LeukoN3 J7 JH04 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3__7_H04_A025 3 f , 
mRNA sequence. : Start : l:Stop: 574 ~~ ~~ 

GBEQ2909 GenBank Acc | CD528 603 1 Ver | CD528 603 . 1 

GI : 31567225 | LeukoN3_3_E10 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_E10_AQ25 3 r , 
mRNA sequence. : Start : 1: Stop: 669 

GBEQ2910 GenBank Acc (CD528589 | Ver | CD528589 . 1 

GI : 31567211 | LeukoN3_3_B12 .bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_3_B12_A025 3', 
mRNA sequence. : Start: 1: Stop: 729 

GBEQ2911 GenBank Acc | CD528471 | Ver 1 CD528471 . 1 

GI: 31567093 | LeukoN3_2_E04 .bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_E04_A025 3\ 
mRNA sequence. : Start : 1 : Stop: 221 

GBEQ2912 GenBank Acc | CD528470 | Ver | CD528470 . 1 

GI: 31567092 | LeukoN3_2_F06.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F06_A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 557 

GBEQ2913 GenBank Acc 1 CD5284 61 1 Ver | CD5284 61 . 1 

GI:31567083|LeukoN3_2_F03.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F03__A025 3 1 , 
mRNA sequence. : Start : 1: Stop: 24 6 

GBEQ2914 GenBank Acc | CD528447 | Ver | CD528447 . 1 

GI: 31567069 | LeukoN3__2_A02.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2_A02_A025 3 1 , 
mRNA sequence. : Start :l:Stop: 454 

GBEQ2915 GenBank Acc | CD528442 | Ver | CD528442 . 1 

GI: 31567064 | LeukoN3__2_C09 . bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_2__C09__A025 3', 
mRNA sequence. : Start: 1: Stop: 529 
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GBEQ2916 GenBank Acc | CD528266 | Ver | CD528266 . 1 

GI: 31566888 | LeukoN3_l_E10 . b2_A025 Unstimulated peripheral blood 
leukocytes N3 Eguus caballus cDNA clone LeukoN3_l J510_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 607 

GBEQ2917 GenBank Acc | CD528171 | Ver | CD528171 . 1 

GI: 315667 93 |LeukoN3_4_All.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_All_A025 3 r , 
mRNA sequence. : Start : 1 : Stop: 581 

GBEQ2918 . GenBank Acc | CD528170 | Ver | CD528170 - 1 

GI : 31566792 |LeukoN3_4_F03.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN 3_4_F0 3_A0 2 5 3 1 , 
mRNA sequence. : Start: 1: Stop: 146 

GBEQ2919 GenBank Acc | CD528165 I Ver | CD528165 . 1 

GI : 31566787 I LeukoN3_4_E03 . bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_E03__A025 3 ' , 
mRNA sequence. :Start:l: Stop: 479 

GBEQ2920 GenBank Acc | CD528153 | Ver | CD528153 . 1 , 

GI: 31566775 | LetikoN3_4_H02.bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_H02_A025 3 r , 
mRNA sequence. : Start: 1: Stop: 377 

GBEQ2921 GenBank Acc | CD528144 | Ver | CD528144 . 1 

GI: 315667 66 | LeukoN3_4_C06.bl__A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4_C06_A025 3 1 f 
mRNA sequence.-: Start: 1: Stop: 42 6 

GBEQ2922 GenBank Acc | CD528135 | Ver | CD528135 . 1 

GI: 31566757 |LeukoN3_4_B0 6. bl_A025 Unstimulated peripheral blood 
leukocytes N3 Equus caballus cDNA clone LeukoN3_4 J306_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 622 

GBEQ2923 GenBank Acc | CD472330 | Ver] CD472330 . 1 

GI: 31393598 I LeukoS6_5_A03 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_5_A03_A028 3 1 , 
mRNA sequence . : Start : 1 : St op : 4 4 8 

GBEQ2924 GenBank Acc | CD472310 | Ver | CD472310 . 1 

GI : 31393578 I LeukoS6_5_D12.bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_5_D12_A028 3', 
mRNA sequence. : Start :1: Stop: 466 

GBEQ2925 GenBank Acc | CD472287 | Ver | CD472287 . 1 

GI : 31393555 | LeukoS6_5_E04 . bl_A028 Stimulated peripheral blood 
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leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_E04_A02 8 3 1 , 
mRNA sequence .: Start : 1 : Stop: 563 

GBEQ2 92 6 GenBank Acc ) CD4722 68 | Ver ) CD4 722 68 . 1 

GI : 31393536 | LeukoS6_5_H07 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_5_H07__A028 3 1 , 
mRNA sequence* : Start :1: Stop: 164 

GBEQ2927 GenBank Acc | CD472175 | Ver | CD472175 . 1 

GI : 31393443 | LeukoS 6_1_C02 , bl_A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_C02_A02 8 3 f , 
mRNA sequence. : St art: 1 : St op: 656 

GBEQ2928 GenBank Acc | CD47 2171 | Ver | CD4 72171 . 1 

GI : 31393439 | LeukoS 6_1_A12 • bl__A02 8 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS6_l_A12_A028 3', 
mRNA sequence. : Start: 1: Stop: 132 

GBEQ2929 GenBank Acc | CD472110 ) Ver ) CD472110 , 1 

GI : 31393378 | LeukoS6_l_D06 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_D06_A02 8 3 1 , 
mRNA sequence . : Start : 1 : Stop : 5 62 

GBEQ2930 GenBank Acc | CD472010 | Ver | CD472010 . 1 

GI : 31393278 | LeukoS6_3_C03 .bl__A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_C03__A02 8 3 f , 
mRNA sequence. : Start ; 1 : Stop: 547 

GBEQ2931 GenBank Acc | CD47 1807 | Ver | CD471807 . 1 

GI : 31393075 | LeukoS6_2__E08 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_E08__A02 8 3', 
mRNA sequence. : Start: l:Stbp: 677 

GBEQ2932 GenBank Acc | CD471766 | Ver | CD471766. 1 

GI : 31393034 | LeukoS 6_2_A0 4 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone Leu koS 6_2_A0 4_A0 2 8 3 ? , 
mRNA sequence . : Start : 1 : Stop : 334 

GBEQ2933 GenBank Acc | CD471588 | Ver | CD471588 . 1 

GI : 31392856 | LeukoS6_4___F07 . bl_A028 Stimulated peripheral blood 
leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_F07_A028 3 1 , 
mRNA sequence . ; Start : 1 : Stop : 5 60 

GBEQ2934 GenBank Acc | CD471502 | Ver | CD471502 . 1 

GI: 31392770 | LeukoS5_6_A06.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_6_A06_A027 3 f , 
mRNA sequence . : Start : 1 : Stop : 481 
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GBEQ2935 GenBank Acc | CD4714 58 I Ver | CD471458 . 1 

GI : 31392726 |LeukoS5_6_Ell.bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__6_Ell_A027 3*, 
mRNA sequence. : Start : 1 : Stop: 512 

GBEQ2936 GenBank Acc | CD471372 | Ver | CD471372 . 1 

GI: 31392640 |LeukoS5_5_A02.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5__A02_A027 3', 
mRNA sequence. : Start :1: Stop: 58 4 

GBEQ2937 GenBank Acc | CD471352 | Ver | CD471352 . 1 

GI : 31392 620 | LeukoS5_5__B03 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_5_B03__A027 3' f 
mRNA sequence. : Start: 1: Stop: 508 

GBEQ2938 GenBank Acc | CD471330 | Ver | CD471330 . 1 

GI : 31392598 | LeukoS5__5JB09 . bl_A027 Stimulated peripheral blood 
leukocytes S5- Equus caballus cDNA clone LeukoS 5_5_B 0 9_A 027 3* , 
mRNA sequence. : Start; 1: Stop: 515 

GBEQ2939 GenBank Acc | CD471243 | Ver | CD471243 . 1 

GI : 31392511 | LeukoS5_lJD07 .bl_AQ27 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_D07__A027 3 f , 
mRNA sequence . : Start : 1 : Stop : 527 

GBEQ2940 GenBank Acc | CD471233 | Ver | CD471233 . 1 

GI : 31392501 | LeukoS 5_1_F0 2 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_F02_A027 3', 
mRNA sequence. : Start : 1: Stop: 681 

GBEQ2941 GenBank Acc | CD471229 | Ver | CD471229 . 1 

GI: 31392497 I LeukoS5_l_C03.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__l_C03_A027 3', 
mRNA sequence. : Start: 1: Stop: 658 

GBEQ2942 GenBank Acc | CD47 120 6 | Ver |CD471206.1 

GI : 31392474 | LeukoS5_l_E05 .bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__l_E05_A027 3 1 , 
mRNA sequence . : Start : 1 : Stop: 621 

GBEQ2943 GenBank Acc | CD471205 | Ver | CD4 71205 . 1 

GI : 31392473 | LeukoS5_l_F07 . bl_A027 Stimulated ' peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_F07__A027 3 1 , 
mRNA sequence. : Start : 1 : Stop : 602 

GBEQ2944 GenBank Acc | CD471201 | Ver | CD471201 . 1 

GI : 31392469 | LeukoS5_l_B0 6. bl__A027 Stimulated peripheral blood 
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leukocytes S5 Equus caballus cDNA clone LeukoS5_l_J306__A027 3 1 , 
mRNA sequence. : Start: 1: Stop: 550 

GBEQ2945 GenBank Acc | CD471193 | Ver I CD471193 . 1 

GI : 31392461 | LeukoS5_l__F06 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5_1_F0 6_A02 7 3', 
mRNA sequence, : Start :1: Stop: 529 

GBEQ2946 GenBank Acc f CD471185 | Ver | CD471185 . 1 

GI : 31392453 I LeukoS5_l_D01 . bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l_D01_A027 3 1 , 
mRNA sequence. : Start : 1 : Stop: 547 

GBEQ2947 GenBank Acc 1 CD471182 | Ver | CD471182 . 1 

GI : 31392450 | LeukoS5_l_G07 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_l__G07__A027 3 ■ , 
mRNA sequence. : Start :1: Stop: 651 

GBEQ2948 GenBank Acc | CD471056 | Ver | CD471056 . 1 

GI : 31392324 ] LeukoS5_4_F12 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4__F12_A027 3 1 , 
mRNA sequence . : St art : 1 : Stop : 4 0 3 

GBEQ2949 GenBank Acc | CD471037 [ Ver | CD471037 . 1 

GI : 31392305 I LeukoS 5_4_E0 9 . bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5__4__E09_A027 3', 
mRNA sequence. .-Start: 1: Stop: 671 

GBEQ2950 GenBank Acc | CD471024 | Ver | CD471024 . 1 

GI : 31392292 | LeukoS5_4_F02 .bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_4_F02_A027 3', 
mRNA sequence. : Start: 1: Stop: 630 

GBEQ2951 GenBank Acc | CD470919 I Ver | CD470919 . 1 

GI:31392187 |LeukoS5_3_D06.bl_A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS 5__3__D0 6_A0 2 7 3', 
mRNA sequence . : Start : 1 : Stop : 581 

GBEQ2952 GenBank Acc | CD470729 | Ver | CD470729 . 1 

GI: 31391997 I LeukoS5_2_A12 . bl__A027 Stimulated peripheral blood 
leukocytes S5 Equus caballus cDNA clone LeukoS5_2_A12_A02 7 3', 
mRNA sequence. : Start : 1 : Stop: 4 01 

GBEQ2953 GenBank Acc | CD470638 | Ver | CD470638 . 1 

GI : 31391906 | LeukoS4_6_F09 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_6_F0 9_A02 6 3 f , 
mRNA sequence. : Start : 1 : Stop: 526 
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GBEQ2954 GenBank Acc|CD470494 | Ver | CD4704 94 . 1 

GI: 31391762 | LeukoS4_5_A02 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_A02_A02 6 3 1 , 
mRNA sequence. : Start : 1 : Stop : 193 

GBEQ2955 GenBank Acc | CD470466 | Ver | CD470466. 1 

GI : 31391734 | LeukoS4_5__Hll . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_5_Hll_A026 3', 
mRNA sequence. : Start: 1: Stop: 4 95 

GBEQ2956 GenBank Acc | CD47 034 0 | Ver | CD47 0340 . 1 

GI: 31391608 )LeukoS4__4_F04 .bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_F04__A026 3 1 , 
mRNA sequence .: Start : 1 : Stop : 525 

GBEQ2 95 7 GenBan k Acc | CD4 7 0 3 3 7 | Ver | C D4 7 0337.1 

GI : 31391605 | LeukoS4_4_A05 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_A05__A026 3 1 , 
mRNA sequence. : Start : 1 : Stop: 435 

GBEQ2958 GenBank . Acc | CD470335 | Ver | CD470335. 1 

GI: 31391603 |LeukoS4_4_Hll.bl__A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_Hll_A026 3', 
mRNA sequence. : Start : 1: Stop: 605 

GBEQ2959 GenBank Acc | CD470331 ) Ver | CD470331 . 1 

GI : 31391599 | LeukoS4__4_H04 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_4_H04_A026 3 1 , 
mRNA sequence .: Start : 1 : Stop: 614 

GBEQ2960 GenBank Acc | CD470246 | Ver | CD470246. 1 

GI : 31391514 | LeukoS4_3__Cll . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__3_Cll_A026 3', 
mRNA sequence. : Start: l:Stop: 575 

GBEQ2961 GenBank Acc | CD470183 I Ver | CD470183 . 1 

GI : 31391451 | LeukoS4_3__C01 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_3_C01_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 154 

GBEQ2962 GenBank Acc | CD470082 | Ver | CD470082 . 1 

GI : 31391350 | LeukoS4_l_H02 . bl__A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__l_H02_A026 3 1 , 
mRNA sequence. : Start: l:Stop: 619 

GBEQ2963 GenBank Acc | CD470055 | Ver | CD470055 . 1 

GI : 31391323 ( LeukoS4_l_F08 .bl_A026 Stimulated peripheral blood 
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leukocytes S4 Equus caballus cDNA clone LeukoS4_l_F08_A02 6 3', 
mRNA sequence . : Start : 1 : Stop : 600 

GBEQ2964 GenBank Acc |CD4 700491 Ver| CD 470049.1 

GI : 31391317 I LeukoS4_l_G06 . bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS 4_1_G0 6_A0 2 6 3\ 
mRNA sequence. : Start: 1: Stop: 122 

GBEQ2965 GenBank Acc | CD469939 | Ver | CD469939 . 1 

GI: 31391207 | LeukoS4_2 JD02 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__2_D02_A026 3 T , 
mRNA sequence. : Start : 1: Stop: 690 

GBEQ2966 GenBank Acc | CD469906 | Ver | CD4 69906 . 1 

GI:31391174| LeukoS4_2__H01 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4__2_H01_A026 3', 
mRNA sequence. : Start : 1: Stop: 638 

GBEQ2967 GenBank Acc | CD4 69905 | Ver 1 CD4 69905 . 1 

GI: 31391173 1 LeukoS4_2__Dll.bl_A026 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_Dll_A02 6 3', 
mRNA sequence. : Start : 1: Stop: 523 

GBEQ2968 GenBank Acc | CD469895 I Ver | CD469895 . 1 

GI : 31391163 | LeukoS 4__2_H0 8 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA clone LeukoS4_2_H08_A026 3', 
mRNA sequence. : Start : 1 : Stop : 609 

GBEQ2 969 GenBank Acc | CD4 6 9 8 8 6 | Ver | CD4 6988 6.1 

GI : 31391154 | LeukoS 4__2_B 03 . bl_A02 6 Stimulated peripheral blood 
leukocytes S4 Equus caballus cDNA .clone LeukoS4_2_B03__A02 6 3\ 
mRNA sequence. : Start: 1: Stop: 563 

GBEQ2 970 GenBank Acc | CD4 69800 | Ver | CD4 69800 . 1 

GI : 31391068 | LeukoS2_5__A05 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__5_A05_A024 3', 
mRNA sequence. : Start: 1: Stop: 642 

GBEQ2971 GenBank Acc | CD469793 | Ver | CD469793 . 1 

GI: 31391061 1 LeukoS2_5JD03.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D03_A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 653 

GBEQ2 972 GenBank Acc | CD4 697 631 Ver | CD4 697 63 . 1 

GI: 31391031 1 LeukoS2_5_D04 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D04_A024 3 1 , 
mRNA sequence .: Start : 1 : Stop: 402 
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GBEQ.2973 GenBank Acc | CD469683 I Ver | CD469683 . 1 

GI : 31390951 | LeukoS2_8_C09 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8_C09__A024 3 1 , 
mRNA sequence. : Start : 1 : Stop: 671 

GBEQ297 4 GenBank Acc | CD4 6 9 67 1 1 Ver | CD4 69 67 1 . 1 

GI : 31390939 | LeukoS2_8__H03 .bl__A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8__H03_A024 3", 
mRNA sequence .: Start : 1 : Stop: 630 

GBEQ2975 GenBank Acc | CD469669 | Ver ) CD469669 . 1 

GI: 31390937 | LeukoS2_8_D06 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8__D06_A024 3', 
mRNA sequence .: Start : 1 : Stop: 657 

GBEQ297 6 GenBank Acc I CD469668 | Ver | CD469668 . 1 

GI : 31390936 1 LeukoS2_8_Ell . bl_A024 Stimulated peripheral ' blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8_Ell_AQ24 3 1 , 
mRNA sequence. :Start: l:Stop: 427 

GBEQ2977 GenBank Acc | CD4 69667 | Ver | CD4 69667 . 1 

GI : 31390935 ! LeukoS2_8_EQ4 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_8_E04_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 604 

GBEQ2978 GenBank Acc | CD469666 | Ver | CD4 69666 . 1 

GI : 31390934 | LeukoS2__8__G08 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__8__G08_A024 3', 
mRNA sequence. : Start :1: Stop: 471 

GBEQ2979 GenBank Acc | CD469617 | Ver | CD469617 . 1 

GI : 313908 85 | LeukoS2_7_F06.b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_F0 6_A02 4 3', 
mRNA sequence .: Start : 1 : Stop: 111 

GBEQ2980 GenBank Acc | CD4 69603 | Ver | CD4 69603 . 1 

GI : 31390871 1 LeukoS2J7_H12 .b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_H12_A024 3', 
mRNA sequence. : Start: 1: Stop: 245 

GBEQ2981 GenBank Acc | CD4 69587 ) Ver | CD4 69587 - 1 

GI : 31390855 | LeukoS2_7_E07 . b2_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_7_E07_A024 3', 
mRNA sequence. : Start: 1: Stop: 421 

GBEQ2982 GenBank Acc | CD469503 | Ver | CD469503 . 1 

GI : 31390771 | LeukoS2_4_G04 . bl_A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_4_G04 A024 3', 
mRNA sequence . : Start : 1 : Stop : 27 7 

GBEQ2 983 GenBank Acc ) CD4 6 9 4 7 3 1 Ver | CD4 6 9 4 7 3 . 1 

GI : 31390741 1 LeukoS2_4_A10 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_A10_A02 4 3 ' , 
mRNA sequence . : Start : 1 : Stop : 614 

GBEQ2984 GenBank Acc |CD4 694 58 | Ver | CD4 69458 . 1 

GI : 31390726 | LeukoS2_4_H09 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_H0 9_A0 2 4 3 1 , 
mRNA sequence. : Start : 1 : Stop: 28 0 

GBEQ2985 GenBank Acc | CD4 694 55 | Ver | CD4 69455 . 1 

GI : 31390723 | LeukoS2_4_Cll . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Cll_A024 3 ! , 
mRNA sequence . : Start : 1 : Stop : 525 

GBEQ298 6 GenBank Acc | CD4 69351 | Ver | CD4 69351 . 1 

GI : 31390 619 ) LeukoS2_3_B05 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3_B0 5_A0 2 4 3 1 , 
mRNA sequence. : Start: 1: Stop: 540 

GBEQ2987 GenBank Acc | CD4 6934 6 1 Ver [ CD46934 6 . 1 

GI: 31390614 | LeukoS2_3_A10 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3__A10_A024 3', 
mRNA sequence. : Start: 1: Stop: 7 41 

GBEQ2988 GenBank Acc | CD469331 | Ver | CD469331 . 1 

GI: 31390599 | LeukoS2_3jB02 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_3J302_A024 3 ! , 
mRNA sequence. : Start: 1: Stop: 473 

GBEQ2989 GenBank Acc | CD4 69301 | Ver | CD469301 . 1 

GI : 31390569 | LeukoS2J3j306 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__3_B0 6_A024 3 1 , 
mRNA sequence. : Start: 1: Stop: 619 

GBEQ2990 GenBank Acc | CD4 69291 1 Ver | CD4 69291 . 1 

GI: 31390559 | LeukoS2_3_H12.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__3_H12_A024 3 1 r 
mRNA sequence . : Start : 1 : Stop : 112 

GBEQ2991 GenBank Acc | CD4 69183 | Ver I CD469183 . 1 

GI : 31390451 | LeukoS2_2_G03 , bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G03_A024 3', 
mRNA sequence . : Start : 1 : Stop : 516 
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GBEQ2992 GenBank Acc | CD469172 | Ver | CD469172 . 1 

GI: 31390440 |LeukoS2_2_All.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_All_A02 4 3 1 , 
mRNA sequence. : Start: 1: Stop: 603 

GBEQ2993 GenBank Acc | CD469169 | Ver | CD4 69169 . 1 

GI: 31390437 | LeukoS2_2JB10 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_JB10_A024 3 r , 
mRNA sequence . : Start : 1 : Stop: 648 

GBEQ2994 GenBank Acc | CD4 69166 | Ver | CD4 69166 . 1 

GI : 31390434 ) LeukoS2_2_F10 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone Leuko S 2_2_F1 0_A0 2 4 3 1 , 
mRNA sequence. : Start:!: Stop: 677 

GBEQ2995 GenBank Acc | CD469150 I Ver | CD469150 . 1 

GI : 313904 18 |LeukoS2_2JH07.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_2_H07_A024 3', 
mRNA sequence. : Start : 1 : Stop: 632 ' ' ~ 

GBEQ2996 GenBank Acc | CD469048 | Ver | CD469048 . 1 

GI : 31390316 | LeukoS2_l_C06 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2__l_C06_A024 3', 
mRNA sequence. : Start :1: Stop: 392 

GBEQ2 997 GenBank Acc | CD4 6903 6 | Ver | CD4 6903 6 . 1 

GI:31390304 |LeukoS2JL_C12.bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_C12_A024 3', 
mRNA sequence. : Start :1: Stop: 547 

GBEQ2998 GenBank Acc | CD469033 1 Ver | CD469033 . 1 

GI: 31390301 | LeukoS2__l_Fll .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Fll_A024 3 f , 
mRNA sequence. :Start:l: Stop: 103 

GBEQ2999 GenBank Acc | CD469015 | Ver | CD4 69015 . 1 

GI : 31390283 | LeukoS2_l_H03 . bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_H03_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 545 

GBEQ3000 GenBank Acc | CD4 69000 | Ver | CD4 69000 . 1 

GI:31390268 I LeukoS2_l_B12 .bl_A024 Stimulated peripheral ' blood 
leukocytes S2 Equus caballus cDNA clone LeukoS2_l_B12_A024 3 l , 
mRNA sequence . : Start : 1 : Stop : 7 2 8 

GBEQ3001 GenBank Acc | CD4 68 992 | Ver | CD4 68 992 . 1 

GI : 31390260 | LeukoS2_l_B08 .bl_A024 Stimulated peripheral blood 
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leukocytes S2 Equus caballus cDNA clone LeukoS2_l_B08_A024 3 1 , 
mRNA sequence. : Start :1: Stop: 712 

GBEQ3002 GenBank Acc | CD468991 | Ver 1 CD468991 . 1 

GI : 31390259 | LeukoS2_l_G10 .bl_A024 Stimulated peripheral blood 
leukocytes S2 Equus caballus cDNA clone Leu ko S 2_1_G1 0_AO 2 4 3', 
mRNA sequence. : Start :1: Stop: 583 

GBEQ3003 GenBank Acc | CD4 68 912 | Ver | CD4 68 912 . 1 

GI : 31390180 | LeukoS3_8_F06 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__8 _F06_A025 3', 
mRNA sequence. : Start: 1: Stop: 68 9 

GBEQ3004 GenBank Acc | CD4 688 99 1 Ver | CD4 688 99 . 1 

GI : 31390167 | LeukoS3__8__F04 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_F04__A025 3', 
mRNA sequence. :Start:l: Stop: 70 6 

GBEQ3005 GenBank Acci CD4 68898 | Ver | CD4 688 98 . 1 

GI: 31390166 | LeukoS3_8_G06.bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G06_A025 3*, 
mRNA sequence. : Start: 1: Stop: 729 

GBEQ30 0 6 GenBank Acc | CD4 688 81! Ver | CD4 6 8 8 8 1 . 1 

GI: 3139014 9 |LeukoS3_8_B09.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus. cDNA clone LeukoS3_8_B09_A025 3 1 , 
mRNA sequence. : St art: 1: Stop: 74 6 

GBEQ3007 GenBank Acc | CD4 68 8 0 6 | Ver | CD4 68 8 0 6.1 

GI : 31390074 | LeukoS3_7_BQ8 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_B08_A025 3', 
mRNA sequence. : Start: 1: Stop: 674 

GBEQ3008 GenBank Acc | CD4 68788 | Ver | CD4 68788 . 1 

GI : 31390056 | LeukoS3_7_F06 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_F0 6_A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 621 

GBEQ30 0 9 GenBank Acc | CD4 6 8 7 8 4 | Ver | CD4 68784.1 

GI : 31390052 | LeukoS3_7_E10 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_El0_A025 3', 
mRNA sequence. : Start: 1: Stop: 568 

GBEQ3010 GenBank Acc | CD468774 | Ver | CD468774 . 1 

GI: 31390042 | LeukoS3_7_E09 . bl__A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_7_E09_A025 3', 
mRNA sequence. : Start: 1: Stop: 619 
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GBEQ3011 GenBank Acc | CD468596 | Ver | CD4 68 596 . 1 

GI: 3138 98 64 | LeukoS3_4_G02 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4__G02_A025 3 1 , 
mRNA s equence . : Start : 1 : S t op : 3 3 5 ~~ ~~ ~ 

GBEQ3012 GenBank Acc | CD468545 | Ver | CD4 6854 5 . 1 

GI : 31389813 | LeukoS3_4_G12 .bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_G12_A025 3', 
mRNA sequence. : Start: 1: Stop: 704 ~ ~ 

GBEQ3013 GenBank Acc | CD468537 | Ver | CD468537 . 1 

GI : 31389805 ) LeukoS3_4_E07 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_4_E07_A02 5 3 ! , 
mRNA sequence. : Start: 1: Stop: 581 

GBEQ3014 GenBank Acc | CD468425 | Ver | CD4 68425 . 1 

GI: 31389693 | LeukoS3_3_F12 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_3__F12_A025 3 f , 
mRNA sequence. : Start : 1 : Stop : 756 

GBEQ3015 GenBank Acc | CD468411 | Ver | CD468411 . 1 

GI:31389679 [LeukoS3_3_E06.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__3_E0 6_A025 3', 
mRNA sequence . : Start : 1 : St op : 4 9 5 ~ 

GBEQ3016 GenBank Acc | CD468257 | Ver | CD468257 . 1 

GI : 31389525 | LeukoS3_2_Gll . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_Gll__A025 3 1 , 
mRNA sequence. : Start: 1: Stop: 448 

GBEQ3017 GenBank Acc | CD4 68242 | Ver | CD4 68242 . 1 

GI: 31389510 |LeukoS3_2_F09.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_2_F09__A025 3', 
mRNA sequence. : Start: 1: Stop: 608 

GBEQ3018 GenBank Acc | CD4 68123 | Ver | CD4 68123 . 1 

GI : 31389391 | LeukoS3_l_D02 . bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_D02_A025 3 f , 
mRNA sequence. : Start: 1: Stop: 135 

GBEQ3019 GenBank Acc | CD4 68122 | Ver | CD4 68 122 . 1 

GI : 31389390 |LeukoS3_l_E04.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3__l_E04_A025 3 f , 
mRNA sequence . : Start : 1 : Stop : 620 

GBEQ3020 GenBank Acc | CD468121 | Ver | CD468121 . 1 

GI: 31389389 | LeukoS3_l_F06.bl_A025 Stimulated peripheral blood 
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leukocytes S3 Equus caballus cDNA clone LeukoS3 1 F06 A025 3 f , 
mRNA sequence. : Start: 1: Stop: 625 ~~ ~ 

GBEQ3021 GenBank Acc | CD468091 | Ver ) CD4 68091 . 1 

GI: 31389359 |LeukoS3_lJ306.bl_A025 Stimulated peripheral blood 
leukocytes S3 Equus caballus cDNA clone LeukoS3_l_E0 6 A025 3', 
mRNA sequence. : Start: 1: Stop: 550 ~~ ~~ 

GBEQ3022 GenBank Acc 1 CD4 67984 | Ver | CD4 6798 4 . 1 

GI: 31389252 |LeukoSl_8j312.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8 G12 A023 3', 
mRNA sequence. : Start :1: Stop: 655 ~ ~~ ~ 

GBEQ3023 GenBank Acc | CD467 970 | Ver | CD4 67970.1 

GI: 3138 9238 I LeukoSl_8_A07 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__8_A07 A023 3 f , 
mRNA sequence. : Start: 1: Stop: 151 ~ 

GBEQ3024 GenBank Acc | CD4 67964 | Ver ) CD4 67964 . 1 

GI: 3138 9232 | LeukoSl_8_C07 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8 C07 A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 654 ~~ ~ 

GBEQ3025 GenBank Acc I CD4 67954 | Ver | CD4 67954 . 1 

GI: 31389222 |LeukoSl_8j307.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8 G07 A023 3 1 , 
mRNA sequence. .-Start: 1: Stop: 661 ~~ ~~ 

GBEQ3 02 6 GenBank Acc | CD4 67 944 1 Ver | CD4 67944.1 

GI : 3138 9212 | LeukoSl_8_C02 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_8_C02 A023 3 1 , 
mRNA sequence . : Start : 1 : Stop : 4 8 1 ~" 

GBEQ3027 GenBank Acc | CD467852 | Ver | CD4 67852 . 1 

GI : 31389120 | LeukoSl_7_E12.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7 E12 A023 3 f 
mRNA sequence. : Start : 1 : Stop: 719 ~ ~~ 

GBEQ3 02 8 GenBank Acc | CD4 67 8 4 6 | Ver | CD4 67846.1 

GI: 31389114 I LeukoSlJ7_A08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7 A08 A023 3' 
mRNA sequence. : Start :1: Stop: 509 ~ 

GBEQ3 02 9 GenBank Acc | CD4 67 8 4 1 1 Ver j CD4 67841.1 

GI: 31389109 | LeukoSl_7_H07.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7 H07 A023 3 1 
mRNA sequence. : Start: 1: Stop: 667 



424 



WO 2005/067649 



PCT/US2005/000517 



GBEQ3030 GenBank Acc | CD467827 | Ver | CD4 67827 . 1 

GI: 3138 9095 | LeukoSl_7_B12 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_B12_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 531 

GBEQ3031 GenBank Acc | CD467823 | Ver | CD467823 . 1 

GI : 3138 9091 1 LeukoSl_7_D09 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_D09_A023 3 ■ , 
mRNA sequence .: Start : 1 : Stop: 567 

GBEQ3032 GenBank Acc | CD467812 | Ver | CD467812 . 1 

GI : 31389080 | LeukoSl__7_B0 8 .bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_B08__A023 3' , 
mRNA sequence. : Start : 1 : Stop: 707 

GBEQ3033 GenBank Acc | CD46778 8 | Ver | CD46778 8 . 1 

GI: 31389056 | LeukoSl_7_E09 . bl___A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_7_E09_A023 3' , 
mRNA sequence. : Start :1: Stop: 380 

GBEQ3034 GenBank Acc | CD467685 | Ver | CD467685 . 1 

GI: 31388953 |LeukoSl_6_Gll.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_6_Gll__A023 3' , 
mRNA sequence. : Start: 1: Stop: 618 

GBEQ3035 GenBank Acc | CD467650 | Ver | CD467650 . 1 

GI: 31388918 | LeukoSl__6_G06 . bl_A023 Stimulated peripheral blood 
leukocytes Si Equus caballus cDNA clone LeukoSl_6_G06_A023 3 1 , 
mRNA sequence . : Start : 1 : Stop : 7 61 

GBEQ3036 GenBank Acc | CD467 644 | Ver | CD467 644 . 1 

GI : 31388912 | LeukoSl_6_H04 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA " clone LeukoSl__6_H04_A023 3', 
mRNA sequence. : Start:!: Stop: 637 

GBEQ3037 GenBank Acc | CD4 67 54 6 | Ver | CD4 67546.1 

GI: 3138 8814 | LeukoSl_5_H03 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_H03_A023 3', 
mRNA sequence. : Start: 1: Stop: 4 61 

GBEQ3038 GenBank Acc | CD4 67537 | Ver | CD467537 . 1 

GI : 31388805 | Leu ko S 1_5_B 0 9 . b 1_A0 2 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_B0 9_A023 3', 
mRNA sequence .: Start : 1 : Stop: 68 6 

GBEQ3039 GenBank Acc | CD467527 | Ver | CD467527 . 1 

GI : 31388795 I LeukoSl_5_E10 . bl_A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_5_E10_A023 3 ' , 
mRNA sequence. : Start: 1: Stop: 27 6 

GBEQ3040 GenBank Acc I CD4 67515 | Ver | CD467515 . 1 

GI: 31388783 | LeukoSl__5_D08 ,bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_D08_A023 3', 
mRNA sequence. : Start: 1: Stop: 24 8 

GBEQ3041 GenBank Acc | CD4 67 511 | Ver | CD4 67511 . 1 

GI: 31388779 | LeukoSl__5_F04 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_F04_A023 3', 
mRNA sequence. : Start : 1 : Stop: 48 0 

GBEQ3042 GenBank Acc I CD467502 | Ver | CD467502 . 1 

GI: 31388770 | LeukoSl_5_All .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_All__A023 3 1 , 
mRNA sequence . : Start : 1 : Stop: 308 

GBEQ3043 GenBank Acc 1 CD4 674 99 | Ver | CD467499 . 1 

GI: 313887 67 | LeukoSl_5_C08 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_5_C08_A023 3', 
mRNA sequence. : Start: l:Stop:252 

GBEQ3044 GenBank Acc I CD467417 | Ver | CD467417 . 1 

GI : 3138 8 68 5 | LeukoSl_4_E02 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__4__E02_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 574 

GBEQ3045 GenBank Acc | CD467403 | Ver | CD467403 . 1 

GI : 3138 8 67 1 1 LeukoSl_4_B03 . bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_4_B0 3__A0 2 3 3 f , 
mRNA sequence. : Start :1: Stop: 624 

GBEQ3046 GenBank Acc | CD467383 | Ver | CD467383 . 1 

GI : 31388651 1 LeukoSl_4_E03 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoS 1_4__E0 3__A0 2 3 3', 
mRNA sequence. : Start: 1: Stop: 505 

GBEQ3047 GenBank Acc | CD467363 | Ver | CD467363 . 1 

GI: 31388631 | LeukoSl_4 JEll . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl__4 JEll__A023 3", 
mRNA sequence. : Start : 1: Stop: 567 

GBEQ3048 GenBank Acc | CD467359 I Ver | CD467359 . 1 

GI: 3138 8 627 | LeukoSl_4_Dl0 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_D10_A023 3\ 
mRNA sequence. : Start : 1: Stop: 428 
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GBEQ3049 GenBank Acc | CD467356 | Ver | CD467356. 1 

GI : 31388624 | LeukoSl_4_D03 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4__D03_A023 3', 
mRNA sequence . : Start : 1 : Stop : 175 

GBEQ3050 GenBank Acc | CD467351 | Ver | CD467351. 1 

GI : 31388 619 | LeukoSl__4_D0 4 . bl_A02 3 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_4_D04_A023 3', 
mRNA sequence. : Start : 1: Stop: 5 65 

GBEQ3051 GenBank Acc | CD467111 | Ver | CD467111 . 1 

GI: 31388379 | LeukoSl_2_G0 4 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_G04_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 100 

GBEQ3052 GenBank Acc | CD467096 | Ver | CD4 67 096. 1 

GI: 31388364 | LeukoSl_2_F09.bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_2_F09_A023 3', 
mRNA sequence. : Start : 1 : Stop: 583 

GBEQ3053 GenBank Acc | CD4 66979 | Ver | CD4 6697 9 . 1 

GI: 31388247 | LeukoSl_l_E04 .bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_E04_A023 3 f , 
mRNA sequence. : Start :1: Stop: 643 

GBEQ3054 GenBank Acc | CD466966 | Ver | CD466966 . 1 

GI: 31388234 |LeukoSl_lJBl2.bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l__B12__A023 3", 
mRNA sequence. : Start: 1: Stop: 663 

GBEQ3055 GenBank Acc | CD466950 | Ver | CD466950 . 1 

GI: 31388218 | LeukoSl_l_G0 6 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l__GO 6_A023 3', 
mRNA sequence. : Start: 1: Stop: 572 

GBEQ3056 GenBank Acc | CD4 66940 | Ver | CD4 66940 . 1 

GI: 31388208 | LeukoSl_l_C09 . bl_A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_C09_A023 3 1 , 
mRNA sequence .: Start : 1: Stop: 635 

GBEQ3057 GenBank Acc | CD466928 | Ver | GD466928 . 1 

GI: 31388196 | LeukoS 1_1_C0 6 . bl__A023 Stimulated peripheral blood 
leukocytes SI Equus caballus cDNA clone LeukoSl_l_C06__A023 3', 
mRNA sequence .: Start : 1 : Stop: 593 

GBEQ3058 GenBank Acc | CD466920 | Ver | CD466920 . 1 

GI : 31388188 | LeukoS 1_1__H 12 .bl__A023 Stimulated peripheral blood 
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leukocytes SI Equus caballus cDNA clone LeukoSl_l_H12_A023 3 r , 
mRNA sequence . : Start : 1 : Stop : 28 7 

GBEQ3059 GenBank Acc | CD4 66803 ) Ver ) CD4 668 03 . 1 

GI : 3138 8 071 1 LeukoN2_8_H02 . b2_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_H02_A02 4 3', 
mRNA sequence. : Start: 1: Stop: 550 

GBEQ3060 GenBank Acc | CD466801 | Ver | CD466801 . 1 

GI : 3138 8 069 |LeukoN2_8_C03.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus -cDNA clone LeukoN2__8_C03_A02 4 3\ 
mRNA sequence. : Start: l:Stop: 670 

GBEQ3061 GenBank Acc | CD4 667 91 1 Ver | CD4 667 91 . 1 

GI:31388059 |LeukoN2_8_F05.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_F0 5_A024 3 f , 
mRNA sequence. : Start: 1: Stop: 563 

GBEQ3062 GenBank Acc | CD466790 | Ver | CD466790. 1 

GI : 31388058 | LeukoN2_8__F10 . b2_A02 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_F10_A024 3 1 , 
mRNA sequence. : Start :1: Stop: 591 

GBEQ3063 GenBank Acc | CD4 6678 9 | Ver | CD4 6678 9 . 1 

GI: 3138 8057 |LeukoN2_8j307.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_G07_A024 3', 
mRNA sequence .: Start : 1 : Stop : 602 

GBEQ3064 GenBank Acc | CD466774 | Ver | CD466774 . 1 

GI : 31388042 | LeukoN2_8_Cll . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_8_Cll_A02 4 3 1 , 
mRNA sequence.: Start :1: Stop: 381 

GBEQ3065 GenBank Acc | CD466614 | Ver | CD466614 . 1 

GI: 31387882 i LeukoN2_7_C09 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_C0 9_A024 3', 
mRNA sequence . : Start : 1 : St op : 5 9 8 

GBEQ3066 GenBank Acc|CD466607 | Ver | CD4 66607 . 1 

GI: 31387 875 | LeukoN2_7__C12 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_C12_A024 3', 
mRNA sequence. : Start: l:Stop: 614 

GBEQ30 67 GenBank Acc | CD4 66605 | Ver | CD4 66605 . 1 

GI : 31387873 |LeukoN2_7_H04 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_H0 4_A0 2 4 3', 
mRNA sequence. : Start :1: Stop: 472 
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GBEQ3068 GenBank Acc I CD4 66604 | Ver | CD4 66604 . 1 

GI: 31387872 | LeukoN2_7_A01 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__7_A01_A02 4 3', 
mRNA sequence. : Start :1: Stop: 583 

GBEQ3069 GenBank Acc | CD466595 | Ver | CD466595 . 1 

GI: 31387863 |LeukoN2J7JF09.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F09__A024 3', 
mRNA sequence. : Start :1: Stop: 608 

GBEQ3070 GenBank Acc | CD4 6658 6 | Ver | CD4 6658 6 . 1 

GI : 31387854 | LeukoN2 J7__G07 . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_G07__A024 3', 
mRNA sequence. : Start: 1: Stop: 528 

GBEQ3071 GenBank Acc | CD466573 | Ver j CD466573 . 1 

GI: 313878 41 |LeukoN2_7__Bll.b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7_Bll_A02 4 3 f , 
mRNA sequence. : Start: 1: Stop: 561 

GBEQ3072 GenBank Acc | CD466571 | Ver | CD466571 . 1 

GI : 31387839 | LeukoN2_7_H10 .b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_7__H10_A0 2 4 3 r , 
mRNA sequence . : Start : 1 : Stop : 600 

GBEQ3073 GenBank Acc | CD466566 ) Ver | CD466566 . 1 

GI: 31387834 | LeukoN2J7_Cll . b2_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__7_Cll_A024 3', 
mRNA sequence. : Start : 1: Stop: 668 

GBEQ3074 GenBank Acc 1 CD4 66419 | Ver 1 CD466419 . 1 

GI: 31387 687 I LeukoN2_4_F10 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2__4_F10_A024 3 1 , 
mRNA sequence. : Start :1: Stop: 661 

GBEQ3075 GenBank Acc | CD466417 | Ver | CD466417 . 1 

GI: 31387 685 |'LeukoN2_4 JE01 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4__E0 1_A0 2 4 3', 
mRNA sequence. : Start: 1: Stop: 57 8 

GBEQ307 6 GenBank Acc | CD4 66415 | Ver | CD4 66415 . 1 

GI : 31387683 |LeukoN2_4J312.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_4_B12__A024 3 f , 
mRNA sequence .: Start : 1 : Stop: 503 

GBEQ3 077 GenBank Acc | CD4 6 64 0 8 | Ver | CD4 66408.1 

GI : 31387 676 1 LeukoN2_4_H03 . bl__A024 Unstimulated peripheral blood 
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leukocytes N2 Equus caballus cDNA clone LeukoN2_4__H03_A024 3" , 
mRNA sequence .: Start : 1 : Stop: 619 

GBEQ3078 GenBank Acc | CD466300 | Ver | CD466300 . 1 

GI :.31387568 | LeukoN2_3 JB10 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B10_A024 3\ 
mRNA sequence. : Start : 1 : Stop: 668 

GBEQ3079 GenBank Acc | CD4 66281 | Ver | CD4 66281 . 1 

GI : 31387549] LeukoN2_3 J308 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_G08_A024 3 1 F 
mRNA sequence. : Start : 1 : Stop: 721 

GBEQ3080 GenBank Acc ] CD466280 | Ver | CD466280 . 1 

GI: 31387548 | LeukoN2_3_H09 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_H09_A024 3' , 
mRNA sequence. -.Start: 1: Stop: 634 

GBEQ3081 GenBank Acc | CD4 66260 | Ver | CD466260 . 1 

GI : 31387528 | LeukoN2_3_D03 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_D03_A024 3 ! , 
mRNA sequence. : Start: 1 : Stop: 548 

GBEQ3082 GenBank Acc | CD466248 | Ver | CD466248 . 1 

GI: 31387516 ! LeukoN2_3_D02 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_3_D02_A024 3', 
mRNA sequence. : Start: 1: Stop: 506 

GBEQ3083 GenBank Acc ] CD4 66116 ) Ver | CD4 66116 . 1 

GI: 31387384 ] LeukoN2__2 JSO 9 . bl__A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_E09__A024 3 1 , 
mRNA sequence . : Start : 1 : Stop : 653 

GBEQ3084 GenBank Acc | CD466096 | Ver | CD466096. 1 

GI: 31387364 | LeukoN2_2_C08 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_j2_C08_A024 3', 
mRNA sequence. .-Start: 1: Stop: 633 

GBEQ3085 GenBank Acc | CD466084 | Ver | CD466084 . 1 

GI : 31387352 | LeukoN2_2_Hll . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_Hll_A024 3 f , 
mRNA sequence . : Start : 1 : Stop : 7 2 1 

GBEQ3 08 6 GenBank Acc|CD466081| Ver | CD4 6 6 0 8 1 . 1 

GI : 3138734 9 | LeukoN2_2_D12 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_D12_A024 3', 
mRNA sequence .: Start : 1 : Stop: 669 
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GBEQ3087 GenBank Acc | CD466079 I Ver | CD466079 . 1 

GI: 31387347 |LeukoN2_2_C03.bl_A0 2 4 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_2_C03_A02 4 3 1 , 
mRNA sequence. : Start: l:Stop: 557 " ~~ 

GBEQ3088 GenBank Acc | CD465980 | Ver | CD465980 . 1 

GI: 31387248 |LeukoN2JL_H03.bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_H03_A024 3', 
mRNA sequence. : Start: 1: Stop: 482 

GBEQ3089 GenBank Acc | CD4 65939 | Ver | CD465939 . 1 

GI : 31387207 | LeukoN2_l_D05 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_D0 5_A0 2 4 3', 
mRNA sequence . : Start : 1 : Stop : 620 

GBEQ3090 GenBank Acc | CD465926 | Ver | CD465926. 1 

GI : 31387194 | LeukoN2__l_G04 . bl_A024 Unstimulated peripheral blood 
leukocytes N2 Equus caballus cDNA clone LeukoN2_l_G04_A024 3', 
mRNA sequence. : Start: IrStop: 551 

GBEQ3091 GenBank Acc I CD465870 | Ver | CD4 6587 0 . 1 

GI: 31387138 |LeukoNl_8_C03.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__8_C03_A023 3', 
mRNA sequence. : Start : 1: Stop: 55 9 

GBEQ3092 GenBank Acc | CD4 65865 | Ver | CD465865 . 1 

GI: 31387133 |LeukoNl_8_G10.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_8_G1 0_A0 2 3 3 f , 
mRNA sequence. : Start :1: Stop: 4 68 

GBEQ3093 GenBank Acc 1 CD465859 | Ver | CD465859 . 1 

GI: 31387127 | LeukoNl_8_G02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_G02_A023 3', 
mRNA sequence. : Start:!: Stop: 54 8 

GBEQ3094 GenBank Acc | CD465857 | Ver | CD465857 . 1 

GI : 31387125 ) LeukoNl_8_D03 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_D03_A023 3', 
mRNA sequence. : Start: 1: Stop: 659 

GBEQ3095 GenBank Acc | CD4 65850 | Ver | CD465850 . 1 

GI : 31387118 | LeukoNl_8_Ell . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_Ell_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 391 

GBEQ3096 GenBank Acc | CD465844 | Ver | bD465844 . 1 

GI : 31387112 | LeukoNl_8_A03 . bl_A023 Unstimulated peripheral blood 



431 



WO 2005/067649 



PCT/US2005/000517 



leukocytes Nl Equus caballus cDNA clone LeukoNl_8_A03_A023 3 f , 
mRNA sequence .: Start : 1 : Stop: 615 

GBEQ3097 GenBank Acc | CD465843 | Ver | CD4 65843 . 1 

GI: 31387111 | LeukoNl_8_B05 . bl_A023 Unstimulated peripheral blood 
leukocytes .Nl Equus caballus cDNA clone LeukoNl_8_B05_A023 3', 
mRNA sequence .: Start : 1 : Stop: 512 

GBEQ3098 GenBank Acc | CD465841 | Ver | CD465841 . 1 

GI : 31387109 | LeukoNl_8__H02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8__H02_A023 3 f , 
mRNA sequence . : Start : 1 : Stop: 670 

GBEQ3 099 GenBank Acc | CD4 65 8 2 6 | Ver | CD4 65826.1 

GI: 31387094 | LeukoNl_8_E0 9 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_8_E0 9_A023 3', 
mRNA sequence Start : 1 : Stop: 647 

GBEQ3100 GenBank Acc | CD4 65767 I Ver | CD4 657 67 . 1 

GI : 31387035 | LeukoNl_7_D09 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_7_D0 9_A0 2 3 3', 
mRNA sequence. : Start : 1 : Stop: 4 96 

GBEQ3101 GenBank Acc | CD4 6574 6 | Ver | CD4 6574 6 . 1 

GI : 31387014 | LeukoNl_7_E08 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7__E08_A023 3', 
mRNA sequence. : Start: 1: Stop: 4 67 

GBEQ3102 GenBank Acc | CD465735 | Ver | CD465735 . 1 

GI : 31387003 | LeukoNl_7_Dll . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_Dll_A023 3 1 , 
mRNA sequence .: Start : 1 : Stop: 371 

GBEQ3103 GenBank Acc I CD465724 | Ver | CD465724 . 1 

GI : 3138 6992 | LeukoNl__7_E05 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_E05_A023 3', 
mRNA sequence .: Start : 1 : Stop: 50 6 

GBEQ3104 GenBank Acc | CD465716 | Ver | CD465716 . 1 

GI : 3138 6984 | LeukoNl_7_D02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_7_D02_A023 3 1 , 
mRNA sequence .: Start : 1 : Stop: 4 63 

GBEQ3105 GenBank Acc | CD465654 J Ver | CD4 65654 . 1 

GI : 3138 6922 | LeukoNl_6_A12 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_A12_A023 3', 
mRNA sequence .: Start : 1 : Stop: 664 
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GBEQ310 6 GenBank Acc | CD465653 | Ver | CD4 65653 . 1 

GI: 31386921 | LeukoNl_6_A0 5 • bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_A05_A023 3', 
mRNA sequence .: Start : 1 : Stop: 615 

GBEQ3107 GenBank Acc | CD4 6564 4 | Ver | CD4 65644 . 1 

GI : 3138 6912 | LeukoNl_6JH10 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__6_H10_A023 3 ' , 
mRNA sequence. : Start: 1: Stop: 60 9 

GBEQ3108 GenBank Acc | CD465631 i Ver | CD465631 . 1 

GI: 31386899 | LeukoNl_6_H0 9 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_6_H09__A023 3', 
mRNA sequence. : Start : 1 : Stop: 541 

GBEQ3109 GenBank Acc | CD4 65531 | Ver | CD4 65531. 1 

GI: 31386799 |LeukoNl_5_H08.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_H0 8__A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 691 

GBEQ3110 GenBank Acc | CD465523 | Ver | CD465523 . 1 

GI: 31386791 | LeukoNl_5__E01 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_E01_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 502 

GBEQ3111 GenBank Acc | CD465521 | Ver | CD465521 . 1 

GI: 31386789 I LeukoNl_5j311 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_Cll_A023 3 1 , 
mRNA sequence. .-Start: 1: Stop: 671 

GBEQ3112 GenBank Acc | CD465492 | Ver | CD465492 . 1 

GI : 3138 67 60 | LeukoNl_5_All .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_5_All_A023 3', 
mRNA sequence. : Start: 1: Stop: 392 

GBEQ3113 GenBank Acc | CD4 65425 | Ver | CD4 65425 . 1 

GI : 31386693 | LeukoNl__4_D0 6.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_D0 6_A023 3', 
mRNA sequence .: Start : 1 : Stop : 669 

GBEQ3114 GenBank Acc | CD465417 | Ver | CD465417 . 1 

GI : 3138 668 5 | LeukoNl_4_Fll . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_4_Fll_A023 3", 
mRNA sequence. : Start: 1: Stop: 810 

GBEQ3115 GenBank Acc ) CD465404 | Ver | CD465404 . 1 

GI: 3138 6672 | LeukoNl_4_E02 . bl_A023 Unstimulated peripheral blood 
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leukocytes Nl Equus caballus cDNA clone LeukoNl_4_E02_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 584 

GBEQ3116 GenBank Acc | CD465333 | Ver | CD4 65333 - 1 

GI: 31386601 |LeukoNl_3_F12 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoN 1_3_F12_A0 2 3 3" , 
mRNA sequence . : Start : 1 : Stop: 530 

GBEQ3117 GenBank Acc|CD465327 | Ver | CD465327 . 1 

GI: 31386595 | LeukoNl_3_H0 9 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_3_H09_A023 3', 
mRNA sequence. : Start :1: Stop: 541 

GBEQ3118 GenBank Acc | CD465300 | Ver | CD465300 . 1 

GI:31386568 I LeukoNl_3_Gll .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_3_Gll_A023 3', 
mRNA sequence . : Start : 1 : Stop : 62 8 

GBEQ3119 GenBank Acc | CD465182 | Ver | CD4 65182 . 1 

GI : 31386450 I LeukoNl_2JE06 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__2_E06_A023 3 1 , 
mRNA sequence. : Start: 1: Stop: 455 

GBEQ3120 GenBank Acc | CD465180 | Ver | CD465180 ? 1 

GI: 31386448 | LeukoNl_2_B08 .bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_B08_A023 3', 
mRNA sequence. : Start: 1: Stop: 200 

GBEQ3121 GenBank Acc ) CD465167 I Ver | CD465167 . 1 

GI : 3138 6435 | LeukoN 1__2__B 02 .bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2JB02_A023 3', 
mRNA sequence. : Start: 1: Stop: 457 

GBEQ3122 GenBank Acc | CD4 65165 | Ver | CD4 65165 . 1 

GI : 3138 6433 | LeukoNl__2 JD06. bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2__D0 6_A02 3 3', 
mRNA sequence. : Start: 1 : Stop: 510 

GBEQ3123 GenBank Acc | CD465156 | Ver I CD465156 . 1 

GI : 3138 6424 |LeukoNl_2_D01.bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl__2_D01_A023 3', 
mRNA. sequence . : Start: 1 : Stop: 516 

GBEQ3124 GenBank Acc I CD465147 I Ver | CD465147 . 1 

GI : 3138 6415 | LeukoNl_2_Ell .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_Ell_A023 3 f , 
mRNA sequence. : Start: 1: Stop: 556 
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GBEQ3125 GenBank Acc | CD465140 | Ver | CD465140 . 1 

GI: 31386408 | LeukoNl_2__F03 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_F03_A023 3', 
mRNA sequence . : Start : 1 : Stop: 605 

GBEQ3126 GenBank Acc | CD4 6512 6 | Ver | CD4 6512 6 . 1 

GI ; 31386394 | LeukoNl_2_C08 .bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_2_C08_A02 3 3', 
mRNA sequence. : Start: 1: Stop: 594 

GBEQ3127 GenBank Acc | CD465020 | Ver | CD465020 . 1 

GI: 3138 628 8 | LeukoNl_l_H02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_H02_A023 3', 
mRNA sequence. : Start : 1 : Stop: 569 

GBEQ3128 GenBank Acc | CD465007 | Ver | CD465007 . 1 

GI: 3138 6275 |LeukoNl_l_Bll.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l__Bll_A023 3', 
mRNA sequence. : Start: 1: Stop: 674 

GBEQ3129 GenBank Acc | CD464996 | Ver I CD4 64 996. 1 

GI: 3138 62 64 | LeukoNl_l_H05 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_H05_A023 3', 
mRNA sequence. : Start : 1 : Stop: 70 6 

GBEQ3130 GenBank Acc | CD464992 | Ver | CD464992 . 1 

GI : 3138 62 60 | LeukoNl__l__D05.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D05_A023 3', 
mRNA sequence. .-Start: 1: Stop: 684 

GBEQ313 1 GenBank Acc | CD4 64 97 8 I Ver | CD46497 8 . 1 

GI: 3138 6246 | LeukoNl_l_Dll.bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_JDll_A023 3", 
mRNA sequence. -.Start: 1: Stop: 705 

GBEQ3132 GenBank Acc | CD4 64 97 4 | Ver | CD4 64974 . 1 

GI: 3138 6242 | LeukoNl_l_A07 ,bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l__A07_A023 3 1 , 
mRNA sequence. : Start : 1: Stop: 610 

GBEQ3133 GenBank Acc | CD464971 | Ver | CD464971 . 1 

GI : 3138 6239 | LeukoNl_l_E08 . bl__A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_lJS08_A023 3", 
mRNA sequence. : Start : 1: Stop: 583 

GBEQ3134 GenBank Acc | CD4 64 966 | Ver | CD4 64 966 . 1 

GI : 3138 6234 | LeukoNl_l_Cll . bl_A023 Unstimulated peripheral blood 



435 



WO 2005/067649 



PCT/US2005/000517 



leukocytes Nl Equus caballus cDNA clone LeukoNl 1 Cll A023 3 f , 
mRNA sequence. : Start: 1: Stop: 665 

GBEQ3135 GenBank Acc | CD464965 | Ver | CD464965 . 1 

GI : 3138 6233 | LeukoNl_l_B02 . bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl 1 B02 A023 3', 
mRNA sequence. : Start: 1: Stop: 573 ~ 

GBEQ3136 GenBank Acc | CD464961 | Ver | CD464961 . 1 

GI : 3138 6229 | LeukoNl_l_DQ7 .bl_A023 Unstimulated peripheral blood 
leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D07_A023 3 f , 
mRNA sequence. : Start :l:Stop: 607 

GBEQ3137 GenBank Acc j CD464887 I Ver | CD464887 . 1 

GI : 3138 6155 | LeukoN4_5_A03 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__5_A03_A02 6 3 1 , 
mRNA sequence.: Start :1: Stop: 37 8 

GBEQ3138 GenBank Acc | CD464869 | Ver | CD464869 . 1 

GI .-3138 6137 | LeukoN4_5_G03 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_G03_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 532 

GBEQ3139 GenBank Acc | CD4 648 63 | Ver | CD4 648 63 . 1 

GI : 3138 6131 1 LeukoN4_5_C02 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_5_C02__A026 3 1 , 
mRNA sequence. : Start: 1: Stop: 4 04 

GBEQ3140 GenBank Acc ) CD464754 J Ver | CD464754 . 1 

GI : 3138 6022 | LeukoN4_6_Ell .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__6_Ell_A02 6 3', 
mRNA sequence. : Start : 1 : Stop : 519 

GBEQ3141 GenBank Acc | CD464721 | Ver | CD464721 . 1 

GI: 31385989 | LeukoN4_6JD04 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6__D04_A026 3', 
mRNA sequence. : Start: 1: Stop: 284 ~ ~ ~ 

GBEQ3142 GenBank Acc | CD464719 | Ver | CD464719 . 1 

GI : 3138 5987 | LeukoN4_6_Fll . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__6_Fll A026 3», 
mRNA sequence .: Start : 1 : Stop : 54 6 

GBEQ3143 GenBank Acc | CD4 64716 | Ver | CD464716 . 1 

GI : 3138 5984 ) LeukoN4_6_B07 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_B0 7_A02 6 3', 
mRNA sequence. : Start: 1: Stop: 492 
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GBEQ3144 GenBank Acc | CD464708 | Ver | CD464708 . 1 

GI : 3138597 6 | LeukoN4_6_E09 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_E0 9_A026 3', 
mRNA sequence . : Start : 1 : Stop : 5 9 5 

GBEQ31 4 5 GenBank Acc ] CD4 647011 Ver | CD4 6 4 7 0 1 . 1 

GI : 31385969 I LeukoN4_6_A0 8 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_A08_A026 3', 
mRNA sequence. : Start :1: Stop: 62 9 

GBEQ314 6 GenBank Acc | CD4 64 695 | Ver | CD4 64 695. 1 

GI : 31385963 | LeukoN4_6_C08 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_C08_A02 6 3", 
mRNA sequence. : Start : 1 : Stop; 527 

GBEQ3147 -GenBank Acc | CD4 64692 | Ver | CD4 64 692 . 1 

GI : 31385960 I LeukoN4_6_Cll .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_6_Cll_A026 3', 
mRNA sequence . : Start : 1 : Stop : 31 6 

GBEQ3148 GenBank Acc | CD4 64 608 ) Ver | CD4 64 608 . 1 

GI : 31385876 | LeukoN4_l_A05 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__l_A0 5_A0 2 6 3', 
mRNA sequence. .-Start: IrStop: 541 

GBEQ3 14 9 GenBank Acc | CD4 64 600 | Ver | CD4 64600.1 

GI:31385868 I LeukoN4_l_E09 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_l_E0 9 A02 6 3', 
mRNA sequence .: Start : 1 : Stop : 213 

GBEQ3150 GenBank Acc | CD464446 | Ver | CD464446 . 1 

GI : 31385714 | LeukoN4_4__C08 . bl_AG2 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_4_C0 8_A02 6 3', 
mRNA "sequence.: Start: 1: Stop: 180 

GBEQ3151 GenBank Acc | CD464353 | Ver | CD464353 . 1 

GI:31385621 I LeukoN4_3_D08 .bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_D0 8_A02 6 3 ? , 
mRNA sequence . : Start : 1 : Stop : 152 

GBEQ3152 GenBank Acc | CD464351 | Ver | CD464351 . 1 

GI : 3138 5619 | LeukoN4_3_C02 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3_C02_A02 6 3', 
mRNA sequence. :Start:l: Stop: 532 

GBEQ3153 GenBank Acc | CD464321 | Ver | CD464321 . 1 

GI : 31385589 | LeukoN4_3_B02.bl_A026 Unstimulated peripheral blood 
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leukocytes N4 Equus caballus cDNA clone LeukoN4__3_B02_A026 3 f , 
mRNA sequence .: Start : 1 : Stop : 534 

GBEQ3154 GenBank Acc | CD4 64310 | Ver | CD4 64310 . 1 

GI : 31385578 | LeukoN4_3_F02 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_3__F02__A02 6 3 1 , 
mRNA sequence. : Start : 1 : Stop: 252 

GBEQ3155 GenBank Acc | CD464196 I Ver | CD464196 . 1 

GI: 31385464 | LeukoN4_2_C05 .bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus .caballus cDNA clone LeukoN4_2_C05_AG26 3 1 , 
mRNA sequence. : Start: 1 : Stop: 672 

GBEQ3156 GenBank Acc | CD4 64193 ) Ver ) CD464193 . 1 

GI : 313854 61 1 LeukoN4_2_E12 . bl_A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_E12_A02 6 3", 
mRNA sequence .: Start : 1 : Stop: 566 

GBEQ3157 GenBank Acc | CD464180 | Ver | CD464180 . 1 

GI: 31385448 | LeukoN4_2_G01 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_G01_A02 6 3 ? , 
mRNA sequence, :Start:l: Stop: 347 

GBEQ3158 GenBank Acc | CD464166 | Ver | CD464166 . 1 

GI: 31385434 I LeukoN4_2_A0 3 . bl__A02 6 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4_2_A03_A02 6 3 1 , 
mRNA sequence .: Start : 1 : Stop: 536 

GBEQ3159 GenBank Acc | CD4 64165 | Ver | CD4 64165 . 1 

GI : 31385433 | LeukoN4_2_C07 . bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__2_C07_A02 6 3* , 
mRNA sequence. : Start: 1: Stop: 594 

GBEQ3160 GenBank Acc | CD464156 i Ver | CD464156. 1 ' 
GI: 31385424 | LeukoN4_2_E03^bl_A026 Unstimulated peripheral blood 
leukocytes N4 Equus caballus cDNA clone LeukoN4__2__E03_A026 3", 
mRNA sequence. : Start : 1: Stop: 570 

GBEQ31 61 GenBank Acc | BM7 814 17 | Ver | BM7 81417.1 

GI : 19129649 | MLN1_8_C12 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 91 : Stop : 551 

GBEQ3162 GenBank Acc | BM781324 | Ver | BM781324 . 1 

GI: 19129556 | MLNl_7_F02.gl_A005 Mesenteric lymph node (MLNl) Equus 
caballus cDNA r mRNA sequence .: Start : 1 : Stop : 573 
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GBEQ3 1 63 GenBank Acc | BM7 8127 6 | Ver | BM7 8127 6 . 1 

GI: 19129508 |MLNl_6_D05.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 6 : Stop : 601 

GBEQ3 164 GenBank Acc | BM7 8 12 5 8 | Ver | BM7 812 58.1 

GI: 19129490 |MLN1_6_E10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 1 : Stop : 643 

GESEQ3 165 GenBank Acc | BM7 8 1 2 4 2 | Ve r | BM7 8 1 2 4 2 . 1 

GI : 19129474 | MLN1_6_H05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 45 : Stop : 658 

GBEQ3 166 GenBank Acc | BM7 8 1 0 7 9 | Ve r | BM7 8107 9.1 

GI: 1912 9311 1 MLNl_4_G12.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 34 : Stop : 610 

GBEQ3167 GenBank Acc | BM7 8 10 60 I Ver | BM781060 . 1 

GI: 191292 92 |MLNl_3_G04.gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 7 : Stop : 599 

GBEQ3168 GenBank Acc | BM781054 | Ver I BM781054 . 1 

GI : 1912928 6 | MLN1_3_G10 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 3 : Stop : 664 

GBEQ3 169 GenBank Acc | BM7 8 0 9 6 9 | Ver | BM7 80 969.1 

GI : 1912 9201 1 MLN1_2_E05 . gl_A005 Mesenteric lymph node (MLN1) Equus 
caballus cDNA , mRNA sequence .: Start : 6 : Stop : 560 

GBEQ3 17 0 GenBank Acc | BM7 8 0 8 33 | Ver | BM7 8 0 8 33 . 1 

GI : 19129065 | APL1_9_H10 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 102 : Stop: 623 

GBEQ3 17 1 GenBank Acc i BM7 8 0 8 12 | Ver | BM7 8 0 8 12 . 1 

GI : 19129044 | APL1_9_B07 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 69: Stop: 644 

GBEQ3172 GenBank Acc 1 BM780790 | Ver | BM780790 . 1 

GI : 19129022 | APLl__9_D07.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 66: Stop: 4 60 

GBEQ3 17 3 GenBank Acc | BM7 807 65 1 Ver | BM7 8 07 65.1 

GI : 19128997 | APL1_8_B10 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 439 

GBEQ3 17 4 GenBank Acc | BM7 8 0 7 0 5 | Ver | BM7 80705.1 

GI: 19128937 | APL1_8_H04 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 8 :Stop: 503 
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GBEQ317 5 GenBank Acc | BM7 8 0 678) Ver | BM7 80678.1 
GI: 19128910 |APLl_6_Bll.gl_A005 Liver (APL1) Equus 
mRNA sequence. : Start : 2 : Stop: 652 

GBEQ3 17 6 GenBank Acc | BM7 8 0 6 6 2 | Ver | BM7 8 0 662.1 
GI: 19128894 | APLl_6_D04.gl_A005 Liver (APL1) Equus 
mRNA sequence . : Start : 1 : Stop : 213 

GBEQ3177 GenBank Acc | BM780652 | Ver | BM780652 . 1 
GI: 19128 88 4 | APL1_6_E03 . gl__A0 05 Liver (APL1) Equus 
mRNA sequence. : Start: 33: Stop: 597 

GBEQ3178 GenBank Acc | BM780 633 | Ver | BM780633 . 1 
GI: 19128865 lAPLl_6_G02.gl_A005 Liver (APL1) Equus 
.mRNA sequence. : Start: 1: Stop: 37 4 

GBEQ3 17 9 GenBank Acc | BM7 80627 | Ver | BM7 80627.1 
GI:19128859| APL1_6_G1 1 . gl_A0 0 5 Liver ( APL1 ) Equus 
mRNA sequence .: Start : 1 : Stop: 54 9 

GBEQ318 0 GenBank Acc | BM78 0598 | Ver | BM780598 . 1 
GI: 19128830 |APLl_4_B06.gl_A005 Liver (APL1) Equus 
mRNA sequence. : Start: 45: Stop: 192 

GBEQ3181 GenBank Acc | BM780584 | Ver | BM780584 . 1 
GI: 19128 816 |APLl__4__D02.gl_A005 Liver (APL1) Equus 
mRNA sequence .: Start : 3 : Stop: 534 

GBEQ3 182 GenBank Acc | BM7 8 0 5 8 i | Ve r | BM7 80581.1 
GI: 19128 813 1 APLl_4_Cll.gl__A005 Liver (APL1) Equus 
mRNA sequence. : Start: 1: Stop: 4 67 

GBEQ 3 183 GenBan k Acc | BM7 8 0 5 6 4 | Ve r | BM7 805 64.1 
GI: 19128796 | APL1_4_E03 . gl_A005 Liver (APL1) Equus 
mRNA sequence. : Start: 80: Stop: 600 

GBEQ318 4 GenBank Acc | BM780562 | Ver | BM780562 . 1 
GI: 19128794 |APLl_4JF05.gl_A005 Liver (APL1) Equus 
mRNA sequence. : Start : 72: Stop: 4 74 

GBEQ3185 GenBank Acc | BM780537 I Ver | BM780537 . 1 
GI: 19128769 1 APLl_4_H06.gl_A005 Liver (APL1) Equus 
mRNA sequence. : Start : 71: Stop: 645 

GBEQ3 18 6 GenBank Acc | BM7 8 0 52 5 | Ver | BM7 80525.1 
GI: 19128757 | APLl_3_A02.gl_A005 Liver (APL1) Equus 
mRNA sequence. : Start : 89: Stop: 622 
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GBEQ3187 GenBank Acc | BM780524 | Ver | BM780524 . 1 

GI:19128756| APL1_3_A0 1 . gl_A0 0 5 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 70 : Stop: 590 

GBEQ3188 GenBank Acc | BM780515 | Ver | BM780515 . 1 

GI : 19128747 | APLl_3_B07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence . : Start : 1 : Stop : 2 62 

GBEQ31 8 9 GenBank Acc | BM7 8 0 5 0 8 | Ver | BM7 8 0508.1 

GI : 19128740 | APL1_3_C03 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 11 : Stop : 201 

GBEQ3190 GenBank Acc | BM780499 | Ver | BM780499 . 1 

GI : 19128731 | APL1_3_C09 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence . : Start : 1 : Stop : 3 64 

GBEQ3 191 GenBank Acc | BM7 80477 1 Ver | BM7 8 0477.1 

GI: 19128724 | APL1_3_D0 6 . gl__A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 1 : Stop: 292 

GBEQ3192 GenBank Acc | BM7 8 0472 | Ver | BM780472 . 1 

GI: 19128719 | APL1_3_D08 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 4: Stop: 664 

GBEQ31 9 3 GenBank Acc | BM7 8 0 4 9 0 | Ver | BM7 804 90.1 

GI : 19128707 | APLl_3_E07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 7 : Stop: 533 

GBEQ31 9 4 GenBank Acc | BM7 8 0 4 8 6 | Ver | BM7 8 0 48 6.1 

GI: 19128703 |APLl_3_F07.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 1: Stop: 277 

GBEQ3 19 5 • GenBank Acc | BM7 8 0 4 5 7 | Ver | BM7 8 0457.1 

GI: 19128689 |APLl_3_F09.gl__A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence .: Start : 10 : Stop: 659 

GBEQ31 9 6 GenBank Acc | BM7 8 0 4 4 6 | Ver | BM7 8044 6.1 

GI: 19128678 | APL1_3__H05 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence . : Start: 1: Stop: 38 4 

GBEQ3 197 GenBank Acc | BM7 8 0 4 3 3 | Ver | BM7 80433.1 

GI: 19128665 1 APLl__2__A02.gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 224 

GBEQ31 9 8 GenBank Acc | BM7 8 0 4 1 7 | Ver | BM7 8 0417.1 

GI: 19128 649 | APL1_2_B04 . gl_A005 Liver (APLl) Equus caballus cDNA, 
mRNA sequence. : Start: 49: Stop: 537 
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GBEQ31 9 9 GenBank Acc | BM7 8 0 3 7 9 | Ver | BM7 8 037 9.1 

GI: 19128611 | APL1_2__F07 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 37 : Stop: 67 9 

GBEQ3200 GenBank Acc | BM780374 | Ver | BM780374 . 1 

GI: 19128606 |APLl_2_G05.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 40 : Stop: 639 

GBEQ3201 GenBank Acc | BM780366 | Ver | BM780366 . 1 

GI: 19128598 | APLl_2_G12.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 49: Stop: 411 

GBEQ3202 GenBank Acc | BM780360 | Ver | BM780360 . 1 

GI: 19128592 | APLl_2_H10.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence .: Start : 1 : Stop : 249 

GBEQ3203 GenBank Acc | BM780357 | Ver | BM780357 . 1 

GI: 19128589 | APL1_2_H07 . gl__A0 05 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 532 

GBEQ32 0 4 GenBank Acc | BM7 8 0 3 5 6 | Ver | BM7 80356.1 

GI: 19128588 |APLl_2_H06.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 49: Stop: 630 

GBEQ3205 GenBank Acc | BM780329 | Ver | BM780329 . 1 

GI: 19128561 | APL1_1_B11 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 554 

GBEQ3206 GenBank Acc j BM7 80317 | Ver | BM780317 . 1 ■ 

GI: 1912 854 9 | APLl_l_D05.gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start: 1: Stop: 4 69 

GBEQ3207 GenBank Acc | BM780310 | Ver | BM780310 . 1 

GI: 19128542 | APL1_1 JE03 . gl_A005 Liver (APL1) Equus caballus cDNA, 
mRNA sequence. : Start : 87 : Stop: 642 

GBEQ3208 GenBank Acc | BM735615 | Ver | BM735615 . 1 

GI: 19056948 |MONOl_21_A04.gl_A005 Monocytes (M0N01) Equus caballus 
cDNA, mRNA sequence .: Start : 49 : Stop : 551 

GBEQ3209 GenBank Acc | BM735581 | Ver | BM735581 . 1 

GI: 19056914 |MONOl_21_C12.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 46 

GBEQ3210 GenBank Acc | BM735571 | Ver | BM735571 . 1 

GI: 19056904 |MONOl_21_E09.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 630 
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GBEQ3211 GenBank Acc | BM735526 | Ver | BM735526. 1 

GI: 1905 685 9 | MONOl_19_A10 . gl_A005 Monocytes (MON01) Equus caballus 
cDNA, mRNA sequence . : Start : 6 : Stop: 644 

GBEQ3 212 GenBank Acc i BM7 3 5 5 1 4 | Ve r | BM7 35514.1 

GI : 1905 684 7 I MONOl_JL9_C05.gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 : Stop : 5 61 

GBEQ3213 GenBank Acc | BM735499 | Ver | BM735499 . 1 

GI: 19056832 1 MONOl_19JD02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 69 : Stop : 412 

GBEQ3214 GenBank Acc I BM735470 | Ver | BM735470 . 1 

GI: 19056803 | MONOl__19_F04 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 314 

GBEQ32 1 5 GesnBank Acc I BM7 3 5 4 4 9 ) Ve r | BM7 3544 9.1 

GI: 19056782 |MONOl_19_H04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 5 : Stop: 604 

GBEQ32 1 6 GenBan k Acc | BM7 3 5 3 8 9 | Ver | BM7 3 5389.1 

GI: 19056722 |MONOl_20_B05.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 12 : Stop : 584 

GBEQ3 217 GenBank Acc ) BM7 3 5 3 8 0 ] Ve r | BM7 35380.1 

GI: 19056713 | MONOl_20_Bll. gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 436 

GBEQ3 2 1 8 GenBank Acc | BM7 3 5 3 6 6 | Ver | BM7 35366.1 

GI: 19056699 | MONOl_20JD04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 451 

GBEQ3219 GenBank Acc | BM7 35352 | Ver | BM7 35352 . 1 

GI: 19056685 1 MONOl_18_A01 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence •: Start : 11 : Stop : 487 

GBEQ3220 GenBank Acc | BM735349 | Ver | BM735349 . 1 

GI: 19056682 | MONOl_18_B01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 5 : Stop : 4 67 

GBEQ3 221 GenBank Acc | BM7 3 5 2 7 6 | Ver | BM7 3527 6.1 

GI: 19056609 | MONOl_18_H04 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 529 

GBEQ3222 GenBank Acc | BM735253 | Ver | BM735253 . 1 

GI : 1905658 6 | MONOl_17_B02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 181 
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GBEQ3223 GenBank Acc ) BM735242 | Ver | BM735242 . 1 

GI: 19056575 | MONOl_17_C12 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 14 : Stop : 657 

GBEQ3224 GenBank Acc | BM735232 | Ver | BM735232 . 1 

GI: 19056565 | MONOl_17_D02 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 23 : Stop : 563 

GBEQ3225 GenBank Acc | BM735213 | Ver | BM735213 . 1 

GI: 19056546 |MONOl_17_F07 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 7 6 : Stop : 650 

GBEQ3226 GenBank Acc | BM735197 | Ver | BM735197 . 1 

GI: 1905 6530 | M0N01_17_H11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 43 : Stop : 601 

GBEQ3227 GenBank Acc | BM7 35190 | Ver | BM735190 . 1 

GI: 19056523 I MONOl_17_H05.gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 281 

GBEQ32 2 8 GenBank Acc | BM7 3 5 1 8 9 | Ver | BM7 3518 9,1 

GI : 19056522 | MONOl_17_H04 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 550 

GBEQ322 9 GenBank Acc I BM735146 | Ver | BM735146. 1 

GI : 19056479 | MONOl_16_D05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 14 : Stop : 588 

GBEQ3230 GenBank Acc | BM735053 | Ver | BM735053 . 1 . 

GI : 19056386 | MONOl_23__E05 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 298 

GBEQ3231 GenBank Acc | BM735006 | Ver | BM735006 . 1 

GI:19056339| MONO 1_1 5_B 0 3 . gl_A0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 33 9 

GBEQ3232 GenBank Acc | BM734 98 6 | Ver 1 BM73498 6. 1 

GI: 19056319 | MONOl_15_D0 6. gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 81 : Stop : 673 

GBEQ32 3 3 GenBank Acc | BM7 3 4 9 8 4 | Ver | BM7 ? 4 9 8 4 . 1 

GI: 1905 6317 |MONOl_15_C12.gl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 15 : Stop : 642 

GBEQ3 234 GenBank Acc | BM7 3 4 9 8 3 | Ver | BM7 34 98 3.1 

GI:19056316| M0N01_1 5_D0 4 . gl_A0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 510 
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GBEQ323 5 GenBank Acc | BM7 3 4 97 4 | Ver | BM7 34 974.1 

GI : 19056307 | MON01_15_E12 . gl_A005 Monocytes (MONOl ) 

cDNA, mRNA sequence .: Start : 10 : Stop : 563 

GBEQ3236 GenBank Acc|BM734944 | Ver | BM734944 . 1 
GI: 19056277 |MONOl_14_A02.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 33 : Stop : 628 

GBEQ3237 GenBank Acc | BM734943 | Ver | BM734943 . 1 
GI: 19056276 |MONOl_14_A05.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 8 : Stop : 644 

GBEQ3238 GenBank Acc|BM734905 | Ver | BM734 905 . 1 

GI : 19056238 | MONOl_14_E02 . gl_A005 Monocytes (MONOl) 

cDNA, mRNA sequence . : Start : 1 : Stop : 440 

GBEQ3239 GenBank Acc|BM734891 | Ver | BM734891 . 1 
GI: 19056224 | MONOl__14_F05 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 30 : Stop : 641 

GBEQ324 0 GenBank Acc | BM7 348711 Ver | BM7 34 871.1 
GI: 19056204 | MONOl_14_H07 . gl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 1 : Stop : 660 

GBEQ324 1 GenBank Acc | BM7 3 4 8 4 9 | Ver | BM7 34 84 9.1 
GI: 190561821 MONO 1_1 3_B 0 3 . g 1_A 0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 8 : Stop : 515 

GBEQ324 2 GenBank Acc | BM7 3 4 8 2 7 | Ver | BM7 34827.1 
GI: 19056160 |MONOl_13_D10.gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence . : Start : 1 : Stop : 64 0 

GBEQ3243 GenBank Acc | BM734822 | Ver | BM734822 . 1 
GI: 19056155 | MON01_13__EO 1 . gl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 54: Stop : 632 

GBEQ32 4 4 GenBank Acc | BM7 34802 1 Ver | BM7 3 4 8 0 2 . 1 
*GI:19056135| MON01_l 3_G0 4 . gl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 253 

GBEQ3245 GenBank Acc | BM734798 | Ver | BM734798 . 1 

GI : 19056131 | MONOl_13_G09 . gl_A005 Monocytes (MONOl) 

cDNA, mRNA sequence .: Start : 5 : Stop: 620 

GBEQ324 6 GenBank Acc | BM7 3 4 7 8 6 | Ver | BM7 3478 6.1 
GI: 19056119 | MONO 1_1 3__H 0 9 . g 1_A0 0 5 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 33 : Stop : 180 
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GBEQ3247 GenBank Acc | BM734774 | Ver I BM734774 . 1 

GI: 19056107 ! MONOl_12_A09 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop : 591 

GBEQ3248 GenBank Acc | BM734767 | Ver | BM734767 . 1 

GI: 19056100 | MONOl_12_B06 . gl__A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 32 4 

GBEQ32 4 9 GenBank Acc | BM7 3 4 7 3 8 ) Ver | BM7 34738.1 

GI: 19056071 1 MONOl_12_D10.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 49 : Stop: 619 

GBEQ3250 GenBank Acc | BM734727 | Ver | BM734727 . 1 

GI : 19056060 | MONOl__12_F05 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop: 647 

GBEQ3 251 GenBank Acc | BM7 34722 | Ver | BM7 34722.1 

GI : 19056055 | MONOl__12__F10 .gl__A005 Monocytes (MONOl) Equus caballus 
cDNA f mRNA sequence .: Start : 18 : Stop : 629 

GBEQ3 252 GenBank Acc | BM7 34 7111 Ve r i BM7 3 4 7 1 1 . 1 

GI : 19056044 | M0N01_12_G11 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 71 : Stop : 62 6 

GBEQ3253 GenBank Acc | BM734710 | Ver | BM7 34710 . 1 

GI: 19056043 |MONOl_12_G10 .gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 17 9 : Stop : 403 

GBEQ3254 GenBank Acc | BM734 662 | Ver | BM734 662 . 1 

GI: 19055995 | M0N01_11_D12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 4 80 

GBEQ3 255 GenBank Acc | BM7 3 4 6 6 0 | Ver | BM7 34660.1 

GI : 19055993 | MONOl_ll__D10 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 144 

GBEQ3256 GenBank Acc | BM734 652 | Ver | BM734 652 . 1 

GI : 19055985 |MONOl_llJD01.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 68 : Stop : 24 6 

GBEQ3257 GenBank Acc | BM734651 | Ver | BM734651 . 1 

GI : 19055984 | MON01_ll_C12 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 24 : Stop : 645 

GBEQ3 2 5 8 GenBank Acc I BM7 3 4 5 8 3 | Ver I BM7 34 583.1 

GI: 19055916 )MONOl_10_Dll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 30 : Stop : 647 
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GBEQ325 9 GenBank Acc | BM7 3 4 5 6 8 I Ver | BM7 34568.1 

GI: 19055901 | MONOl_10_C05 . gl__A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence. :Start: 49: Stop: 373 

GBEQ3260 GenBank Acc | BM734533 | Ver | BM734533 . 1 

GI: 19055866 |MONOl_9_G09. gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 482 

GBEQ3261 GenBank Acc ) BM734531 ] Ver ) BM7 34531 . 1 

GI : 19055864 | MONOl__9_G06 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 6 : Stop: 571 

GBEQ3262 GenBank Acc | BM734 505 | Ver [ BM734505 . 1 

GI: 19055838 | MONOl _9__E01 . gl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 3 : Stop : 580 

GBEQ3263 GenBank Acc | BM734502 i Ver | BM734502 . 1 

GI : 19055835 |MONOl_9JDl0.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 20 : Stop : 672 

GBEQ3264 GenBank Acc | BM734482 | Ver | BM734482 . 1 

GI : 19055800 | MONOl_9_A07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 33 : Stop : 642 

GBEQ3 265 GenBank Acc | BM7 3 4 4 3 6 | Ver | BM7 34436.1 

GI: 19055769 |MONOl_l_B03.bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 248 

GBEQ3266 GenBank Acc I BI961921 | Ver I BI961921 . 1 

GI : 16320124 |MONOl_8JDll.gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 103 : Stop : 677 

GBEQ3267 GenBank Acc ] BI961812 ! Ver | BI961812 . 1 

GI : 16320015 | MONOl__4_H07 . gl_AQ05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 3 : Stop : 317 

GBEQ3268 GenBank Acc I BI961802 | Ver | BI961802 . 1 

GI : 16320005 | MONOl__4_G06 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence Start : 24 9 : Stop : 62 6 

GBEQ3269 GenBank Acc [ BI961783 | Ver | BI961783 . 1 

GI: 16319986 | MONOl_4_E08 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 4 : Stop : 516 

GBEQ3270 GenBank Acc | BI961771 | Ver I BI961771 . 1 

GI: 16319974 | MONOl_4_D07 . gl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 35 : Stop : 610 
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GBEQ3271 GenBank Acc | BI961653 | Ver | BI961653. 1 
GI -.16319856 | MONO!_2_Fll . gl_A0 05 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 4 : Stop : 38 9 

GBEQ3272 GenBank Acc | BI961592 | Ver | BI9615 92 . 1 
GI : 1 63 1 97 95 | MON01__1__GO 9 . gl__A0 05 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 2 99 

GBEQ327 3 GenBank Acc | BI961554 | Ver I BI961554 . 1 
GI: 163197571 MONO!JL_C 0 5 . gl_A0 0 5 Monocy t e s ( MONOl ) 
cDNA, mRNA sequence .: Start : 32 : Stop : 608 



GBEQ3274 GenBank 
GI: 16319574 |MON01_4_ 
cDNA, mRNA sequence. 



Acc|BI961371 | Ver IBI961371. 1 
F04.bl_A005 Monocytes (MONOl) 
": Start: 1: Stop: 206 



GBEQ3275 GenBank Acc | BI961358 | Ver | BI961358 . 1 
GI : 1 63 1 9 5 61 1 MONOl__4_E02 . bl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 234 

GBEQ327 6 GenBank Acc I BI961234 | Ver | BI961234 . 1 
GI: 16319437 | MONO 1_7_G 0 4 . b 1_A0 05 Mono cy t e s ( MONO 1 ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 374 

GBEQ327 7 GenBank Acc | BI961226 | Ver | BI961226. 1 
GI: 16319429 |MONOl_7_F0 8 .bl_A005 Monocytes (MONOl) 
cDNA, mRNA sequence .: Start : 1 : Stop : 423 

GBEQ3278 GenBank Acc | BI961214 | Ver | BI961214 . 1 
GI : 1 6 31 9 4 17 | MON01_7_EO 3 . bl_A0 0 5 Monocytes (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop: 450 

GBEQ3279 GenBank Acc | BI961190 | Ver | BI961190 • 1 
GI:16319393| MONO 1__7_B 1 0 • b 1_A0 0 5 Monocyte s ( MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop: 368 

GBEQ3280 GenBank Acc | BI961085 I Ver | BI961085 . 1 
GI:16319288| MONOl__5_H0 4 • bl_A0 0 5 Monocyte s (MONOl ) 
cDNA, mRNA sequence .: Start : 1 : Stop : 616 

GBEQ3281 GenBank Acc | BI961011 | Ver | BI961011, 1 
GI: 16319214 | MONOl_5__A04 . bl_A0Q5 Monocytes (MONOl) 
cDNA, mRNA sequence Start : 1 : Stop : 28 7 

GBEQ3282 GenBank Acc | BI960987 | Ver | BI960987 . 1 
GI : 16319190 | MONOl_3_F03 .bl__A005 Monocytes (MONOl) 
cDNA, mRNA sequence. : Start : 1 : Stop: 444 
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GBEQ3283 GenBank Acc | BI960986 | Ver I BI960986. 1 

GI : 1631918 9 | MONOl_3_F02 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence . : Start : 1 : Stop : 4 63 

GBEQ328 4 GenBank Acc I BI960983 | Ver | BI960983 . 1 

GI : 1631918 6 | MONOl __3_E11 . bl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 414 

GBEQ3285 GenBank Acc|BI960928 I Ver I BI960928 . 1 

GI : 16319131 | MONOl_2_F09 . bl_A0 05 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop: 488 

GBEQ3286 GenBank Acc | BI9 60921 | Ver | BI960921 . 1 

GI:16319124| MONO 1_2 _F0 2 . b 1_A 0 0 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 118 

GBEQ3287 GenBank Acc | BI960915 | Ver ) BI960915 . 1 

GI: 16319118 | MONOl_2_E03 . bl_A00 5 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 460 

GBEQ3288 GenBank Acc I BI960893 | Ver | BI9608 93 . 1 

GI: 16319096 | MONOl___2_B07 . bl_A005 Monocytes (MONOl) Equus caballus 
cDNA, mRNA sequence .: Start : 1 : Stop : 581 

GBEQ 3289 GenB ank Acc|BI960857|Ver)BI960857.1 

GI: 16319060 | MONOl_l_G05 .bl_A005 Monocytes (MONOl) Equus caballus 
cDNA f mRNA sequence .: Start : 1 : Stop : 553 
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>GBEQ0001 !AcclAJ311673[Ver|AJ311673.1 GI : 18369730 | Equus caballus partial 18S rRNA qene 

AGCATATGCTTGTCTCAAAGATTAAGCCATGCATGTCTAAGTACGCACGGCCGGTACAGTGAAACTGCGA 

ATGGCTCATTAAATCAGTTATGGTTCCTTTGGTCGCTCGCTCCTCTCCTACTTGGATAACTGTGGTAATT 

CTAGAGCTAATACATGCCGACGGGCGCTGACCCCCTTCGCGGGGGGGATGCGTGCATTTATCAGATCAAA 

ACCAACCCGGTCAGCCTCCTCCCGGCCCCGGCCGGGGGGCGGGCGCCGGCGGCTTTGGTGACTCTAGATA 

ACCTCGGGCCGATCGCACGCCCCCCGTGGCGGCGACGACCCATTCGAACGTCTGCCCTATCAACTTTCGA 

TGGTAGTCGCTGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGTTCGATTCCGGAGAGGGAGC 

CTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCGACCCGGGGAGGT 

AGTGACGAAAAATAACAATACAGGACTCTTTCGAGGCCCTGTAATTGGAATGAGTCCACTTTAAATCCTT 

TCGCGAGGATCCATTGGAGGGCAAGTCTGGTGCCAGCAGCCGCGGTAATTCCAGCTCCAATAGCGTATAT 

TAAAGTTGCTGCAGTTAAAAAGCTCGTAGTTGGATCTTGGGAGCGGGCGGGCGGTCCGCCGCGAGGCGAG 

CCACCGCCCGTCCCCGCCCCTTGCCTCTCGGCGCCCCCTCGATGCTCTTAGCTGAGTGTCCCGCGGGGCC 

CGAAGCGTTTACTTTGAAAAAATTAGAGTGTTCAAAGCAGGCCCGAGCCGCCTGGATACCGCAGCTAGGA 

ATAATGGAATAGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCCATGATTAAGAGGGACGGCC 

GGGGGCATTCGTATTGCGCCGCTAGAGGTGAAATTCTTGGACCGGCGCAAGACGGACCAGAGCGAAAGCA 

TTTGCCAAGAATGTTTTCATTAATCAAGAACGAAAGTCGGAGGTTCGAAGACGATCAGATACCGTCGTAG 

TTCCGACCATAAACGATGCCGACTGGCGATGCGGCGGCGTTATTCCCATGACCCGCCGGGCAG'CTTCCGG 

GAAACCAAAGTCTTTGGGTTCCGGGGGGAGTATGGTTGCAAAGCTGAAACTTAAAGGAATTGACGGAAGG 

GCACCACCAGGAGTGGAGCCTGCGGCTTAATTTGACTCAACACGGGAAACCTCACCCGGCCCGGACACGG 

ACAGGATTGACAGATTGATAGCTCTTTCTCGATTCCGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTG 

GAGCGATTTGTCTGGTTAATTCCGATAACGAACGAGACTCTGGCATGCTAACTAGTTACGCGACCCCCGA 

GCGGTCGGCGTCCCCCAACTTCTTAGAGGGACAAGTGGCGTTCAGCCACCCGAGATTGAGCAATAACAGG 

TCTGTGATGCCCTTAGATGTCCGGGGCTGCACGCGCGCTACACTGACTGGCTCAGCGTGTGCCTACCCTA 

CGCCGGCAGGCGCGGGTAACCCGTTGAACCCCATTCGTGATGGGGATCGGGGATTGCAATTATTCCCCAT 

GAACGAGGAATTCCCAGTAAGTGCGGGTCATAAGCTTGCGTTGATTAAGTCCCTGCCCTTTGTACACACC 

GCCCGTCGCTACTACCGATTGGATGGTTTAGTGAGGCCCTCGGATCGGCCCCGCCGGGGTCGGCCCACGG 

CCTGGCGGAGCGCTGAGAAGACGGTCGAACTTGACTATCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC 

GTAG 

>GBEQ0002 |Acc|AF134233 REGION: <6 . . 267 ) Ver ] AF134233 . 1 GI : 7416875 | Equus caballus 
parathyroid hormone (PTH) gene, partial cds . 

GAAGAGATCTGTGAGTGAAATACAGCTTATGCATAACCTGGGCAAACATCTGAACTCAGTGGAAAGGGTG 
GAATGGCTGCGGAAGAAGCTGCAGGATGTGCACAATTTTATTGCCCTCGGAGCTCCTATATTTCACAGAG 
ATGGTGGTTCCCAGAGGCCTCGAAAAAAGGAAGACAATGTGCTGATTGAGAGCCATCAARAAAGTCTTGG 
AGAAGCAGACAAAGCTGATGTGGATGTGTTAAGTAAAACTAAATCCCAGTGA 

>GBEQ0005 |Acc|AJ318334lVertAJ318334.1 GI : 14530095 | Equus caballus partial mRNA for high 
affinity IgE receptor gamma subunit (fceRlg gene) . 

GTGCCAGCAGAGCCTCCGATCCCTGGCTCCCGGCCCCTCAGCCCCCTGGCCAGGATGATTCCAGCAGTGG 
TCTTGCTCTTACTCCTTTTGGTTGAACAAGCAGCGGCCCTGGGAGAGCCTCAGCTTTGCTATATTCTGGA 
TGCCATCCTGTTCTTGTATGGTATTGTCCTCACCCTGCTCTACTGTCGACTCAAGATCCAGGTGCGAAAG 
GCAGCTATAGCCAGCTATGAGAAATCAGATGCCGTTTACACGGGCTTGAGTACCCGGACCCAGGAGACTT 
ATGAGACTCTGAAGCATGAGAAACCGCCACAGTAACTTTCAAACAGATGCCCTTGGTCACATCCTTCTTC 
TGCTCCGGTTCTCCTTTCAGCCCTCATGGTTGGCATCACACATGTCTCCCTGCCATTAATGCTAGCTGAC 
CCTACCCCTGTAATGATGCTATGCCCCCCATTAACGGACATCAGTGGTTCCTCTTCCCTGTCAAACACCT 
ATGCTCAGATGCTATTCATTAATGTTTATATTCTAGTCTCACCCCTACACCCCACCCTTTTCCTTTTCCC 
CATCCCCAACTCACAGTAAACAATGGAAAGAGAGTACCACCAATAAAACTGCCACAGACTGGAAAAAA 

>GBEQ0006 |AcclAJ318332|Ver|AJ318332.1 GI : 14530093 j Equus caballus partial mRNA for high 
affinity IgE receptor beta subunit (fceRlb gene) . 

CACCAGTGGATAGATCAGTTAATGAAAAAATGGATCCAGAAAATAGGGCCAGAGCAGAACTCATXCTCCC 
AAACCCACAAGGGCCCTCCAGAGTGTCTGAAATTGAACTTGCAGAAGTCTCTCTCCATGATACCACTTTA 
CTGCGGAAGGGTGCCCAAATCCAACCACACCCTACATGGCTGACATTTTTGAGGAAGGAGCTGGAATTCC 
TGGGGGTAACACAAATTCTGATTGGTTTGACATGCCTTTGGTTTGGAACATTTGTCTTCTCCATGCTCAC 
AAAGTCAGACTTTGAGGAAAACATATTTTCATCATTTGAAGCAGGCTACCCATTCTGGGGAGCAATATTT 
TTTTTTATTTCCGGATTTTTGTCAATTATGTCTGAAGAGAAACGTGAAATATATCTGCTACAAGGAAGCC 
TGGGGGCAAACACTGTCAGCAGCATGGCTGCAGGAACAGGAATCATCATCCTGCTCATCAACCTGAAGAC 
GAGCATGGCTTTCATCTACAACTGCCAGGACACTTATGAGGAAGACTTCTGCCTTATCGTTTCTTTTTCC 
ACTGAAATCGTGGCAGTGACCCTGTTTATCACTGTTCTGGGGTTTTGCAGTGCTGTGTCACTCACAATCT 
ACGGAGTGGGAGAAATATTCGAAAGAAGTAAGATTCCAGAAGATCGTCTTTATGAAGAATTAAACATATA 
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TTCACCAAT ATAC AGT GAGTT GGAA.GAGAGGGGAGATAT CT T CTCCCAGTGACT CATAA.GAAT GC T GTGC 
CCAGAACATTCTGATTGACAGCAAAGGGTTCAGAAAGCAAGCTCTTTGTTTAAGGGGCTACAGGCAAAAT 
TTATATTCTCTCTATAATCTGCTGATTTTACATTATGATTTATTTTCCAGATGGCAAAAAA 

>GBEQ0007 |Acc|AJ555215|Ver IAJ555215.1 GI : 3034 8 604 | Equus caballus mRNA for GLUT5 fructose 
transporter (slc2A5 gene) . 

TATTTTGGCTGAGAGGAGGTAAGCTGCACTCTGCACTTGCAGAGCAGAGATGGAGCAGCAGGATCCGATT 
AAGAAGGAAGGGAGGCTGACACCTGTGCTTGCCCTGGCGACACTGATAGCTGCCTTTGGATCATCCTTCC 
AGTATGGGTACAACGTGGCCGCTGTCAACTCCCCTGCCGAGCTCATGAAAGCATTTTATAATGAGACCCA 
CTACAGTAGATTCAGTGAATACATCAGCGAGTTTTCCTTGACGTTGCTGTGGTCCATTTCTGTGTCCATG 
TTTCCCTTTGGAGGCTTCGTCGGATCCCTCATGGTTGGCCCCTTGGTGAATAGACTTGGCAGAAAAGGGA 
CCTTGCTGTTTAACAACATATTTTCCATCGTGCCCGCCATCTTAATGGGAACCAGCAAAACTGCCAGGTC 
GTACGAGATGATAATTTTGTCCAGACTTTTGGTGGGAATATGTGCAGGTCTGTCTTCCAACGTTGTCCCT 
ATGTACTTAGGGGAGCTGTCCCCTAAGAACCTGAGGGGGGCTCTCGGGGTGGTGCCCCAGCTCTTCATCA 
CCGTTGGCATCCTTGTGGCCCAGATCGTTGGTCTTCGGAGTCTCCTTGCAACTGAAGAAGGCTGGCCGAT 
CCTCCTCGGGTTGACTGCCATTCCAGCAGCCCTGCAGCTCCTTCTACTGCCCTTCTTCCCCGAGAGCCCC 
AGGTACCTGCTGATTCAGAAGAAAGATGCAGCAGCTGCCAAAAACGCACTGAAGAGGCTGCGTGGCTGGG 
ATGATGTGGATGCCGAGATGGAGGAGATCCAGCTGGAGGACGAGGCCGAGAAGGCCGCGGGCATCATCTC 
CGTGCTGACGATGTTCAGGATGAGGTCCCTGCGATGGCAGGTCATCTCCATCATCATCCTCATGGGCGGC 
•CAGCAGCTGTCAGGAGTGAATGCGATCTACTACTACGCAGACCAGATCTACCTGAGCGCTGGGGTCAAAG 
ACCAGGATGTCCAGTACGTGACGGTGGGCACAGGGGCTGTCAACGTGTTGATGACCATCTGCGCTGTGTT 
CGTGGTGGAGTACCTGGGGAGGAGGGCCCTGCTCCTCCTGGGCTTCTCTGTCTGCTTCATCGCTTGCTGC 
GTGCTGACCGTCGCTCTGGCTCTGCAGGACAGGGTATCCTGGATGCCTTACATGAGCATCGTCTGTGTCA 
TCTCCTACGTCATAGGACATGCCCTTGGGCCCAGTCCCATCCCGGCGCTGCTCATCACGGAGGTCTTCCT 
TCAGTCCTCCAGGTCGGCCGCCTACATGGTGGGGGGCACCGTCCACTGGCTCTCCAACTTCGCTGTGGGC 
TTGGTCTTCCCGTTCATTCAAGTGGGCCTCGGAGCTTACAGCTTCATCATCTTTGCCGTGATTTGCCTTC 
TCACCACCATCTACATCTTCCTGATTGTCCCTGAGACCAAGGGCAAGACATTCGTGGAGATCAATCACAT 
TTTCACCAAGATGAATAAGGTGTCAGACGTGCACCCGGCAAAGGATGAACTGAAGGACATCCCCCTCTCT 
GCCGTGGAGCTGTAGCTTGAGAGGAGGGGCCTGTTAAGCGGTCGGTGTGGAGCTTCCCTCCTGGGCTTTT 
TTTCTGACTAAAAGTTGTCTATGAGTATCCAGCACTAGGCCAAGGCCAGTGTGGAATGCAGGCCCCAATG 
GGACTGTCCGAAAGGCTTCTGTGCGGTTCTGAAAGCCAAGCTGTCTCTGTCCAGATTGACCCATCTCCAA 
CCCCAAGTCACAGCGAGCAGCTGTCCCCTAGCTGTGCTGGGTGAGCCACTGTGGGACTCCGGGTGACGCC 
AGCTCTTATGATAAGAATCGTTGGTAGGGTAGTGCGATGGAAGGAATACAATTTTGCCAGAGAAAGAAAC 
TCTTCTTTAATTCCGAGTCTTCTGGGGGCCACAAGCCTGTGTTCAGAGCAGAATTCATTCTCTTGTCAGA . 
TCCACCTCCAGAAACACCAGTCTTGGAAAGTGTGTTGTCACAAGTAATAATGTCTAAGAAGCTGGGGAAC 
AGGTCCCTGTGGAGATTTTAACTGAGTCAGAGATTATTGATCATAAATTATATTGTTAGGGGACAACAGA 
ATTGCATCTGTATACTCAATAAAATGAATAATGGTTACTTTTCAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ0008 |Acc|AY225156|Ver 1AY225156.1 GI : 29888041 ] Equus caballus clone 7-7 putative MHC 
class I antigen pseudogene mRNA, partial sequence. 

ATGGCGCCCCGAGCCTTCCTCCTGCTGCTCTCAGGGGCCCTGACCCTGATCGACACCTGGGCGGGCTCCC 
ACTCCATGAGGTATTTCAAAACCGTCATGTCCAGTCACGGCCGCGGGGAGACTCATTTCATCGTCGTCGG 
CTACGTGGACGACACGCAGTTCGTGCGGTTCGACAGCGACGCCGCGAGTCCGAGGATGGAGCCCCGGGCG 
CCGTGGATGGAGCAGGAAGGGCAAGAGTATTGGGAAGAGCAGACAAGGAACGTCAAGGACACCGCACAGA 
AAT TAGAAGCAGAACT TAACACACTGCGCAACT ACT ACAATCAGAGCAAGGCCGT GTCT CACACCTACCA 
GTGGACGCACGGTTGCTACGTGGGGACAGACGGGCACCTGCTCCTCGGGTACAGTCAGTACGCCTACGAC 
GGCATCGATCACCTCTCCCTGAACGAGGACCTGCGCTCCTGGACCGCGATGAACACGGCGGCTCAGATCA 
CTCAGCGTAAGTTGGACGCAGCAGGTGCGACTGAGCAGCACAGACACTACCTGGAGGGCACATGCGTGGA 
GTGGCTCCTCAGACACATGGAGAACGGGAAGCAGACGCTGCAGCGCATAGAACCTCCAAAGACACATGTG 
ACCCACCACCCCATCTCTGACCACGAGGTCACCCTGAGGTGCTGGGCCCTGGGCTTATACCCTGCGGAGA 
TCACCCXGACCTGGCAGCGTGATGGGGAGGACCTGACCCAGGACACGGAGCTTGTGGAGACCAGGCCTGC 
AGGGGACGGGACCTTCCAGAAGTGGGCTGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGACATACACATGC 
CATGTGCAGCACGAGGGGCTACCTGAGCCCGTGACCCTGAGATGGGAGCCGCCGCCTCAGTCCACCATCC 
TCATCGTGGGCGTCATTGCTGGCCTGGGTCTCCTTGGAGCTGTGGTGGCTGGAGCTGTGATCTGGAGGAA 
GAAGCACTCAGGACAGATCCCACATAGGAACCACTGCCCCTGCTGCTGGATGCAGATGTCACTACTCACA 
CCACTGACACCCTTCGTGAAGGACACTGGATCCTGCGGCTGGGACTTCTACCGCCACTGCTCCTGGCAAC 
TGGATATTGTTGCTGCCACTCATGCCACCCTTGCCAAATGCATTCTGCGCAGTTCCAGCCTCTCCATGTC 
ACCACATGCTGAGTCAGAGTCTGACGTGGTCTCCTGA 

>GBEQ0009 |Acc|AY040863|Ver IAY040863.1 GI : 19031196 | Equus caballus kappa casern mRNA, 
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complete cds. 

ACCTTGAGTCTTCTCTACAGTTGAGAGGTCAACTCAACCCGCTGCCCAGCAAGACCTGACCTGCAAAAGA 
AAAGGTGCAACGATGAAGAGTTTTTTCCTAGTTGTGAATATCCTGGCATTAACTTTGCCTTTTTTGGGTG 
CAGAGGT GCAAAACCAGGAACAACCAACATGCCAT AAGAATGATGAAAGGT T T TTCGATCT GAAAACAGT 
CAAATATATCCCAATTTATTATGTGCTGAATAGCTCTCCTCGTTATGAACCCATCTACTACCAACATAGA 
CTAGCTTTACTAATTAATAATCAACATATGCCTTACCAATATTATGCAAGACCAGCTGCAGTTAGGCCAC 
ATGTCCAAATTCCTCAATGGCAAGTCCTGCCAAATATCTACCCATCCACTGTGGTACGTCATCCATGCCC 
GCATCCATCATTTATTGCCATTCCTCCAAAGAAACTTCAGGAGATAACAGTCATCCCTAAGATCAATACT 
ATTGCTACTGTTGAGCCTACACCTATTCCTACCCCTGAACCAACAGTGAACAATGCAGTCATTCCAGACG 
CCTCCTCAGA?VTTCATCATCGCCAGCACACCTGAGACTACCACAGTCCCAGTTACTTCACCTGTGGTCCA 
AAAACTCTAAGGAAACATCAAAGAAGACAACAAAGGTCTTGCTGAAACCACATGACTACTTCAAACTCTG 
CTTTGACCGCTTGTCTGCCTCAGTCAAGAGAGAATGTGATTTTCACAGATTCTGCTTCTTTCTCTTTTCC 
CT T TACAT TT TACAT T CATGCCACATT TAAT T T T T T GAT TC T TGCACAATAAAACCAAT TGAAT GC 

>GBEQ0010 | Acc I AY0408 62 [ Ver I AY0408 62 . 1 GI : 19031194 | Equus caballus alpha si casein mRNA, 
complete cds. 

ATCACCTTGATCATCAACCCAGCTTGCTTCTTCTTCCCAATCTTGGGTTCAAGGCCTTGACAAGCATGAA 
GCTTCTCATCCTTACCTGCCTTGTGGCTGTTGCTCTTGCCAGGCCTAAACTTCCTCATAGACAGCCAGAA 
ATCATTCAGAATGAACAGGACAGTAGAGAGAAAGTCCTCAAAGAAAGAAAGTTTCCCAGTTTTGCTCTAG 
AGTACATCAAT GAACTGAACAGGCAGAGAGAACT T CTGAAAGAAAAACAGAAAGATGAACACAAGGAATA 
TCTCATAGAAGACCCTGAGCAACAGGAATCTAGCAGCACTTCATCAAGCGAGGAAGTTGTTCCCATTAAC 
ACTGAGCAGAAGCGCATTCCAAGGGAAGACATGCTCTACCAACACACTCTGGAACAGCTTCGCAGACTGA 
GCAAATACAACCAACTCCAGCTGCAAGCCATCCATGCCCAGGAACAACTTATCAGAATGAAGGAAAACAG 
CCAGAGAAAGCCTATGAGAGTAGTGAATCAGGAACAGGCCTACTTCTACCTTGAGCCTTTCCAACCATCC 
TACCAGCTTGATGTCTATCCCTATGCTGCTTGGTTTCATCCTGCGCAAATCATGCAACATGT.TGCTTACT 
CACCATTCCATGACACTGCCAAACTCATTGCCTCTGAGAACTCGGAAAAAACTGACATTATACCAGAGTG 
GTGAAGGATTAAGTGAATTCTCAGAAACTCCACAATTATGGCCCTTGATGTGACTGAAAATTCCATTCTT 
GATTTCTCTCCTCAATGTCGATCGTGTAAACCCAACCTATCCCAAGGCTTCAACTGTTATTTTAGAGTAG 
GACAATCCCAAATTGAGGGTAATCTTTCTTCCTGAGTTCTCTTCTGTATATTAGATAGCATATCTTCCTT 
TTCTTTAAGTTAAATTTTCCTGTACAGTTTATCGTCTGAATTCCAGTTGTATTATGCCAGTATGAAGGTC 
ACTGAATCAGAGTGTATAAAAGTCTTTACTGAGTTTCTATATGGGAATTTTGTTTGAAAAGTCTTTAAAT 
TGCTTCTTCTGTAAGTGTCATCATTTCAAATAATTGTGAGCAGTGACTGAGATTCTTTTCTTCTTTAGAA 
TAAATTATATTTTAATGCA 

>GBEQ0011 |Acc| AF214 526I Ver | AF214526 . 2 GI : 1445668 6 | Equus caballus beta-casein precursor, 
mRNA, complete cds . 

CATCCACTTACCTACTCCTTCACTTCTTGTCCTCCACCTTGGAAAAAAGGACTCAGCCATGAAGATCCTC 
ATCCTTGCCTGCCTGGTGGCTCTCGCTCTTGCAAGGGAGAAGGAAGAGCTCAATGTATCCAGTGAGACTG 
TAGAAAGCCTT TC AAGCAAT GAACCAGAT T CAAGCAGTGAGGAGAAACT TCAGAAGT T TAAACATGAGGG 
ACAGCAGCAAAGAGAGGTTGAACGCCAGGATAAAATCAGCCGCTTTGTCCAGCCACAGCCTGTAGTCTAT 
CCTTATGCTGAGCCAGTCCCTTACGCTGTCGTTCCACAAAGCATCCTGCCTCTGGCTCAGCCTCCTATAC 
TGCCTTTCCTTCAGCCCGAAATi^ATGGAAGTCTCCCAAGCTAAGGAGACCATCCTTCCTAAGCGCAAAGT 
GATGCCCTTCCTCAAATCTCCAATAGTGCCCTTTTCTGAACGCCAAATCTTGAATCCCACTAATGGTGAA 
AATCTGCGCCTTCCTGTGCATGTGATCCAGCCTTTCATGCACCAGGTCCCCCAGTCTCTTCTTCAGACTC 
TGATGCTTCCTTCTCAGCCTGTGCTATCTCCTCCTCAGTCTAAAGTCGCACCTTTTCCTCAGCCTGTGGT 
GCCCTACCCTCAGAGAGATACACCTGTCCAAGCTTTTCTGCTGTACCAGGACCCTCGACTTGGCCCCACT 
GGGGAGTTAGACCCTGCGACTCAACCAATTGTTGCAGTTCACAACCCCGTTATTGTCTAAGA7VAATTTCA 
AAGTTAATGTTTTGTCCTCATGTTTGAATTGACTGCGACTGGAAATGTGGCATCTTTCCAATCTGTGTAT 
CACTTACCAAAAATTAATAATTTTTAAATTAATCTACATGGAAAAAATGAAAATGCATTCCTTTATTTAT 
TTTATGTATTATACAGCATTCATCTTAATTTGAATTTGACTCATAAACTCAACATTTTCCAAATTTTAAT 
TCAACTAATACTATAGAATTTCAATTTTGATTTGGAAAAACCATAAACCTATCAAAAAAATGTATAAAAA 
TAATTTCTAGAATTGTTCTTATTATTTTTTAAGAATCTATTTCCTAACCAGTCATTTCAATAAATTAATC 
C T T T AAG CAT A 

>GBEQ0012 |Acc|D30688 D13818 | Ver | D3068 8 . 1 GI : 113247 6 | Equus caballus mRNA for cytochrome 
P-450 17 alpha-hydroxylase/Cl7 , 20-lyase, complete cds. 

CCACAGCTGTCTGTGCTGCCTGCTGAGACTGGCCACAATGTGGGAGCTCTTGGCTTTCCTGCTGTTGGCC 
ATAGCCTATTTCTTTCGGCCCAAGGTTAAGTGCCCTGGTGCCAAGTACCCCAAGAGCCTCCCATACCTGC 
CCTTGGTGGGCAGCCTGCCGTTCCTTCCCAGACATGGCCATCCGCATGTGAACTTCTTCAAGCTGCAGAA 
AAAATACGGCCCCATCTATTCCTTGCGCATGGGTACCAAGACTACGGTGATGGTCGGCCACTACCAACTG 
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GCCAAGGAGGTGCTTATCAAGAAGGGCAAGGAATTCTCCGGGCGGCCCCAAGTGGCAACTCTAAACATCC 
TGTCAGACAATCAAAAGGGTGTCGCCTTCGCCGACCATGGTGCCCCCTGGCAGCTGCATCGGAAGCTGGT 
GCGGGCTGCTTTTGCCCTGTTCAAGGACGGCAACCAGAAGCTGGAGAAGATTATATGTCATGAAACCAGT 
TTATTGTGTGACTTACTGGCCACTCAGAATGGACAGACCATAGACTTGTCCTCGCCTCTCTTCCTGGCGG 
TGACCAACGTAATCTGCTGGATCTGCTTCAACTCCTCCTACATGAAAGGGGATCCTGCGCTGGAGACCAT 
GCAGAATTACCACAAAGGCATCCTGGAAACCCTGGAAAAAGACAATGTGGTAGACATATTCCCCGCATTG 
AAGATTTTCCCCAACAAATCCCTGGAAAAAATGAGGCATTGTGTTAACATACGAAATGAACTGCTGAGTA 
AAAT CT T T GAAAAACATAAGGAGAACT T CAACAGT GACT CCAT CACTAGCATGCTGGACT TACT GAT CCA 
AGCC AAGAAGAACTCAGACAATAACAACACT GGCCCAGACCAGGAT TCAAAGCTGCTT T CGGATAAACAC 
ATTCTTGCCACCATAGGGGACATCTTCGGGGCCGGTGTGGAGACCACCACCTCTGTGGTGAAGTGGATTG 
TGGCCTTCCTGCTGCACGACCCTCAGCTGAAGAAGAAGATCCAGGAGGAGATTGACCAGAATGTGGGTTT 
CAGCCGCACACCAACACTCAGTGACCGGAACCGCCTCCTTCTGCTGGAGGCCACCATCCGAGAAGTGCTT 
CGTATCCGGCCTGTGGCCCCTATGCTCATCCCCCATAAGGCTCTTGTTGACTCCAGCATCGGCGAGTTTG 
CTGTTGACGAGGGCACAAACGTCATCATCAATTTGTGGGCACTCCATCACAATGAGAAGGAGTGGCACCA 
GCCTGACCGGTTCATGCCTGAGCGCTTCTTGGACCCAACGGGGAGCCAGCTCATCTCACCGTCGTTAAGC 
TACTTGCCCTTTGGAGCAGGTCCCCGCTCTTGCATAGGTGAGCTCCTGGCCCGCCAGGAGCTCTTCCTCT 
TCACGGCCTGGTTGCTGCAGAGGTTTAACCTGGAGGTCCCGGATGATGGCCAGCTGCCCTCCCTGGAGGG 
CCACCCCACAGCGGTCTTTCTGATCGACTCTTTCAAAGTGAAGATTAATGTGCGCCAGGCCTGGAGGGAG 
GCCCAGGCTGAGGGCAGCACCTAGAGGCTGTACCTAGCACCCCTGACTCCACCCTGTGTGACCCACAGCA 
CAGAGTCAGAGGTACCACTCCATCCTCCCCCACCCTTTCTCCCTTCTCTCGGGGGCCCACTCTGCCTTCT 
TTTCCAGCCTGCAGCCCTGGCAGTGATGTGTATAAACCAAATGGTTTTTCTTCAGAAGGCCCCTGAGCAG 
CTCATCATTTATTCATTTGGTCTCTCTTTCAACAATTATTTTATTGAGCATCTACTACGTGCTGCTCATT 
GTCCCTGGACACTTGAGCTCCCTGTTCTCATGAAAGCTTACATTCTAGTGAGGGCTGACAAATAAAGAAG 
GAT T T C AG AG AC T T G T 

>GBEQ0013 |AcclAF538056| Ver IAF538056.2 GI : 29570809 | Equus caballus antimicrobial peptide 
NK-lysin (NKL) mRNA, complete cds . 

CGCGGATCCGAACACTGCGTTTGCTGGCTTTGATGAAAAAAATGGGGTGTGGAGGGCGCCTCAGCAGCTG 
CCCCACCATGACCTCCCGGGCCCTCTTGCTCCTTGCCTCGGCGCTCCTGGGCACCCCAGGTCTGACCTTT 
TCTGGTTTGAACCCTGAGAGCTACGACCTGGCGACAGCCCACCTGTCTGATGGAGAGCAGTTCTGCCAGG 
GCCTGACTCAGGAGGACCTCCAGGGTGACCTGCTGACGGAAAGAGAGCGGCAGGGCATCGCCTGTTGGTC 
TTGTCGGAAGATACTCCAGAAGCTGGAGGATTTGGTGGGAGAGCAGCCCAATGAGGCCACCATCAACGAG 
GCTGCATCCCGGGTGTGCAGGAATTTGGGGCTCCTGAGAGGCGCCTGCAAGAAGATCATGAGGACGTGTC 
TTCGTCTCATCTCCAGGGACATCCTGGCTGGCAAAAAGCCCCAGGAAGTCTGCGTGGACATCAAGCTATG 
CAAACATAAAGCAGGTCTCATCTGAGCCTCTGGGAACTCTGGTCCCGCCTTGGGGAAGATGCATGGAAAC 
TCCAGCAACCTCCCCAGCTCCTCCCTCCCTGAGTCCGGAGTCTACCCTCCCGTCCCTCTCATCTAACCCC 
TTCCAGTGCCTTCCCGTCTCAGGAGAATAAATTGTCATGCAAGGTTAAAAAAAAAAAA 

>GBEQ0014 |Acc|AY229893|Ver|AY229893.1 GI : 29423752 | Equus caballus calbindin-D9k mRNA, 
complete cds . 

ATGAGCGTGAAAAAGTCTCCTGAAGAACTGAAGAAAATCTTTGAAAAATATGCAGCCAAAGAAGGTGATC 
CAGACCAGCTGTCGAAGGAGGAGCTGAAGCTACTGATCCAGAATGAACTCCCCGCTTTACTGAAAGGTTC 
AAGC T CCAT TGATG ACCTCTT CAAAGAACT GGACAAGAACGGAGAT GGAGAAGT TAGT T T T G AAGAATTC 
CAGGTGTTAGTGAAAAAGATATCCCAGTGA 

>GBEQ0015 lAcc| AF257470jVer IAF257470.1 GI : 7804 968 | Equus caballus calcitonin gene related 
peptide II precursor, mRNA, complete cds. 

CGCGGCCGCGTCGACCGGGTGGACAGGCCGCTCGCGCTCTCCTGCAACTCGGGTCACCAGAGAGGCATCA 
TGGGCTTCGGCAAGCCCTCCTCCTTCCTGGCTTTCAGCATCTTGGTCCTGTGCCAGGCAGGCAGCCTCCA 
GGCGCAACCACTCAGGTCCTCTTTGGAGAGCCTCCCAGACCCGGCTGCACTCAGTGAGAAGGAAGGGCGC 
CTCCTGCTGGCTGCACTGGTGAAGGCATATGTGCAGAGGAAGACCAATGAGCTGGAGCAGGAGCAGGAAC 
AGGAGATGGAGGGCTCCAGCCTCACTGCCCAGAAGAGATCCTGCAACACTGCCACCTGTGTGACCCATCG 
GCTGGCAGGCCTGCTGAGCAGATCTGGAGGGGTGGTGAAGAGCAACTTTGTGCCCACCGATGTGGGCTCT 
GAAGCCTTCGGCCGTCGCCGCAGGGACCTTCAGGCCTGATCAGTGAAATGACTCCAGGAAGAAGGTTACC 
ATGAAGCTGAACTCACCACTTCTATTAATTTCTGTTGACAACAGCTTGGTGAGAAGGCCCTAGGAAGATA 
TATGTGTTTGCATCCTAATAGATATTGAAAAAAGCACCTTTGTCCCTTGAAAGGAATGAAACTGAATGCA 
AAATAAGCTAATTCCATATCTGTTGTGCATCCTTTTTACATTTGATTCCATGTGCAGTAGATGTGATGGC 
ATCTCTCATCAGCTTATCTGGTAGCAAACTGGTTCTTTGAGAGCCATCCTGTTGATCGCACCAGCTCTGC 
CAAACCTTAGGGGACAAGAAATCGCTGCCTCTTGTGGCCTCTGGGGACACATGGTAACGGTGATGCTATG 
CCTTGTTGTCTAAGAACATGATTGTATAATTTGTTTAAGGAAATGTCAATATTGTGCCATTTGTGACCTT 
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CATCAAGATTAAAAACATATTTTGGAAAAAAAAAAAAAAAAAAAAAAAAA 
. >GBEQ0016 |Acc|AF249307|Ver|AF249307.1 GI : 8 101033 | Equus caballus calcitonin mRNA, 
complete cds . 

CGACGCCACAGATACTTCGAGAGTGCCTTTCCCTGACTTCGACGCTGCTGCTGCCACTGTCTCTGTTCCA 
GGCTACCTGCTAGTACTTGCCCGAAAGGCGTCATGGGCTTCTGGAAGTTCTCCCCCTTCCTGCCTCTCAG 
CATCTTGGTCCTGTACCAGGTGGGCATCATCCAGGCAGCACCATTCAGGTCTGCCTTGGAGAGCCTCCCA 
GATCCTGCTGTACTCCCTGAGGAGGAATCGCGACTCCTACTGGCTGCGCTGGTGAAGGACTATGTGCAGA 
TGAAGGTCAGGGCGCTGGAGCAGGAGCAGGAGACAGGGGGCGCCAGCCTGGACAGCCCCAGAGCTAAGCG 
GTGCAGTAATCTGAGTACCTGTGTGCTGGGCACATACACGCAGGACCTCAACAAGTTTCACACGTTCCCT 
CAGACTGCAATTGGGGTCGGAGCACCTGGGAAGAAAAGGGTCATGGCCAGAGGCTTGGAGAGAGACCACG 
GCCCTCACATTGGCACGTCCCAGGATGCCTACTAAGCCCCTCCCTCTCCTTTCTAATTTCTTTTCTTACT 
TCTTTCCTATAAGTTAATGCATGTGGTCCTCTCTGCTTGTTCTTCGGGCTGGTATGAGTGGCTTTTTTTG 
TGGCAGTCGATGTCTGGAAGCTCAGATGGGAGGAGAGAGAGCAGGACCTACAGACCAGAAGAGAATCACC 
CAGGAAGAGATCAGAGAGAGAGAGGGCAGCCCTGTGAGT CCCTGAGAAT T TCATAGCAGAGCT TCT CACT 
CCAGCTTCTGAATGTGCTTGTCATTGGGGAATAAAAGTATATTTCCAAAAAAAAAAAAAAAAAAA 

>GBEQ0017 |AccjAF257471}Ver|AF257471.1 GI : 7804970 j Equus caballus calcitonin gene related 
peptide I precursor, mRNA, complete cds. 

AAGTGCCACAGATACTTCGAGAGTGCCTTTCCCTGACTTCGACGCTGCTGCTGCCACTGTCTCTGTTCCA 
GGCTACCTGCTAGTACTTGCCCGAAAGGCGTCATGGGCTTCTGGAAGTTCTCCCCCTTCCTGCCTCTCAG 
CATCTTGGTCCTGTACCAGGTGGGCATCATCCAGGCAGCACCATTCAGGTCTGCCTTGGAGAGCCTCCCA 
GATCCTGCTGTACTCCCTGAGGAGGAATCGCGACTCCTACTGGCTGCGCTGGTGAAGGACTATGTGCAGA 
TGAAGGTCAGGGCGCTGGAGCAGGAGCAGGAGACAGGGGGCGCCAGCATCACTGCCCAGAAGAGATCCTG 
CAACACTGCCAGCTGCTTGACCCATCGGCTGGCAGGCTTGCTGAGCAGTGCTGGGAGTATGGCGAACAGC 
AACTTGCTGCCCACTGAGATGGGCTTCAAAGTCTCTGGCCGTCGCCGCAGGGACCTTCAGGCCTGAGCAG 
TGAAATGACT CCAGGAAGAAGATCACCATGAAGCTGAACTCTACTTCC T T TACT TCATAG TGAAAGCAAC 
TTATTGGACAGGGAGCATGGAAGATACACCTATATGCATGCTTCTGGACATTGA2VATCACTCTTTTCTGT 
T TAAAAT AAACTAAAGCTAAAT GCAGAATAAAAT CAT T GCAAGT ACCAAAAAAAAAAAAAAAAAAAAAAA 
AA 

>GBEQ0018 |Acc|AJ312379}Ver|AJ312379.1 GI ; 18996192 1 Equus caballus partial mRNA for 

immunoglobulin gamma 3 heavy chain constant region (IGHG3 gene), exon 1-4. 

GCCTCCACCACCGCCCCGAAGGTCTTCCCTCTGGCTCCCAGCTGTGGGACCACATCTGACTCCACGGTGG 

CCCTGGGCTGCCTGGTCTCCAGCTACTTCCCAGAGCCAGTGACAGTGTCCTGGAACTCGGGCACGCTGAC 

CAGCGGTGTGCGCACCTTCCCGTCCGTCCTGCAGTCCTCGGGGCTCTACTCCCTCAGCAGCATGGTGACT 

GTGCCTGCCAGCAGCTTGGAGAGCAAGACCTACATCTGCAACGTAGCCCACCCGGCCAGCAGCACCAAGG 

TGGACAAGAGAATCGAGCCCGTCCTCCCAAAGCC TACGACACC TGCACC TACAGTGCCGCTAACAACCAC 

AGTTCCAGTTGAGACGACTACACCACCCTGTCCCTGCGAGTGTCCCAAATGCCCAGCTCCTGAGCTGCTA 

GGAGGGCCTTCCGTGTTCATCTTCCCCCCAAAACCGAAGGACGTCCTCATGATCACCCGAACGCCTGAGG 

TCACCTGCCTGGTTGTGGACGTGAGCCATGACAGCTCCGATGTCCTGTTCACCTGGTATGTGGACGGCAC 

AGAGGTGAAGACTGCCAAGACAATGCCGAACGAGGAACAGAACAACAGCACTTACCGCGTGGTCAGCGTC 

CTCCGCATCCAGCACCAGGACTGGCTGAACGGAAAGAAGTTCAAGTGTAAGGTCAACAACCAAGCCCTCC 

CAGCCCCTGTAGAGAGGACCATCTCCAAGGCCACAGGGCAAACCCGGGTGCCGQAGGTGTATGTCCTGGC 

CCCGCACCCAGATGAGCTGTCCAAGAACAAGGTCAGCGTGACCTGCCTGGTCAAGGACTTCTTACCAACC 

GACATCACCGT CGAGT GGCAGAGCAAT GAGCAT CCAGAGCCAGAGGGCAAGT ACAGAACCACT GAAGCCC 

AGAAGGACAGCGACGGGTCCTACTTCCTGTACAGCAAGCTCACTGTGGAGACGGACAGGTGGCAGCAGGG 

AACGACATTCACGTGTGTGGTGATGCATGAGGCTCTCCACAATCACGTCATGCAGAAGAACGTCTCCCAC 

TCTCCGGGTAAATGA 

>GBEQ0019 |AcclAJ300675!Ver|AJ300675.1 GI : 150208 15 1 Equus caballus partial mRNA for 

immunogobulin gamma 1 heavy chain constant region (IGHC1 gene) . 

GCCTCCACCACCGCCCCGAAGGTCTTCGCGCTGGCCCCCGGCTGTGGGACCACATCTGACTCCACGGTGG 

CCCTGGGCTGCCTTGTCTCCGGATACTTCCCCGAGCCAGTGAAGGTGTCCTGGAACTCGGGCTCCCTGAC 

CAGTGGCGTGCACACCTTCCCTTCCGTCCTGCAGTCCTCAGGGTTCTACTCCCTCAGCAGCATGGTGACC 

GTGCCTGCCAGCACCTGGACCAGCGAGACCTACATCTGCAACGTAGTCCACGCGGCCAGCAACTTCAAGG 

TGGACAAGAGAATCGAGCCCATTCCCGACAACCACCAAAAAGTGTGCGACATGAGCAAGTGTCCCAAATG 

CCCAGCTCCTGAGCTCCTGGGAGGGCCTTCGGTCTTCATCTTCCCCCCGAATCCCAAGGACACCCTCATG 

ATCACCCGAACACCCGAGGTCACCTGCGTGGTGGTGGACGTGAGCCAGGAGAACCCTGATGTCAAGTTCA 

ACTGGTACATGGACGGGGTGGAGGTGCGCACAGCCACGACGAGGCCGAAGGAGGAGCAGTTCAACAGCAC 

TTACCGCGTGGTCAGCGTCCTCCGCATCCAGCACCAGGACTGGCTGTCAGGAAAGGAGTTCAAGTGTAAG 
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GTCAACAACCAAGCCCTCCCACAACCCATCGAGAGGACCATCACCAAGACCAAAGGGCGGTCCCAGGAGC 
CGCAAGTGTACGTCCTGGCCCCACACCCAGACGAGCTGTCCAAGAGCAAGGTCAGCGTGACCTGCCTGGT 
CAAGGACTTCTACCCACCTGAAATCAACATCGAGTGGCAGAGTAATGGGCAGCCAGAGCTGGAGACCAAG 
TACAGCACCACCCAAGCCCAGCAGGACAGCGACGGGTCCTACTTCCTGTACAGCAAGCTCTCCGTGGACA 
GGAACAGGTGGCAGCAGGGCACGACATTCACGTGTGGGGTGATGCACGAGGCTCTCCACAATCACTACAC 
ACAGAAGAACGTCTCCAAGAACCCGGGTAAATGA 

>GBEQ0020 |Acc|AB088683|Ver ) AB088683.1 GI : 28557062 } Equus caballus PFKM mRNA for muscle- 
type phosphofructokinase, complete cds . 

ATGACCCATGAAGAGCACCATGCAGCCAAAACCCTGGGGATCGGCAAAGCCATCGCCGTGTTAACCTCTG 
GTGGAGATGCCCAAGGTATGAATGCTGCTGTCAGGGCTGTGGTTCGAGTTGGTATCTTCACTGGTGCCCG 
TGTCTTCTTTGTCCATGAGGGTTATCAAGGCCTGGTGGATGGTGGAGACCACATCAGGGAGGCCACCTGG 
GAGAGCGTTTCGATGATGCTTCAGCTGGGTGGCACAGTGATTGGAAGTGCCCGGTGCAAGGACTTTCGGG 
AACGAGAGGGACGACTCCGAGCTGCCCACAACCTGGTGAAGCTTGGGATTACCAACCTGTGTGTCATTGG 
GGGCGATGGTAGCCTCACTGGGGCTGACACCTTCCGTTCTGAGTGGAGTGACTTGTTGAGTGACCTCCAG 
AAAGCGGGTAAGATCACAGCTGAGGAGGCTACGAAGTCCAACTACCTGAACATCGTGGGCCTGGTTGGCT 
CAATTGACAATGACTTTTGCGGCACTGATATGACCATTGGCACTGACTCTGCCCTGCACCGGATCATAGA 
GATTGTAGACGCCATCACTACTACTGCTCAGAGCCACCAGAGGACGTTCGTGTTAGAGGTGATGGGCCGG 
CACTGTGGATACCTGGCCCTTGTCACCTCTCTCTCCTGTGGGGCCGACTGGGTTTTTATTCCTGAATGTC 
CACCAGATGATGACTGGGAGGATCATCTTTGTCGTCGGCTCAGTGAGACAAGGACCCGTGGTTCTCGTCT 
CAACATCATCATTGTGGCTGAGGGTGCGATTGACAGGAATGGGAAACCAATCACCTCAGAATCCATCAAG 
GATCTGGTGGTAAAGCGTCTGGGATATGACACCCGGGTCACCGTCTTGGGGCATGTGCAGCGAGGTGGGA 
CCCCGTCAGCCTTTGACCGGATCCTGGGCAGCAGGATGGGTGTGGAAGCAGTGATGGCACTTTTGGAGGC 
GACCCCAGACACCCCAGCCTGCGTGGTGAGCCTCTCTGGTAATCAGGCTGTGCGGCTGCCCCTCATGGAG 
TGTGTCCAGGTGACCAAAGATGTGACCAAGGCCATGGCTGAGAGGAAATTTGATGAGGCCATGAAGCTGA 
GAGGCCGGAGCTTCATGAACAACTGGGAGGTATACAAGCTTCTGGCTCACATCAGACCCCCAGTTTCTAA 
GAGTGGCTCACACACAGTGGCCGTGATGAATGTGGGGGCCCCGGCTGCAGGCATGAATGCTGCCGTCCGC 
TCCACTGTGAGAATTGGCCTCATCCAGGGCAACCGAGTGCTGGTTGTGCACGATGGCTTCGAGGGCCTGG 
CCAAGGGCAGAATTGAGGAAGCTGGCTGGAGCTACGTTGGCGGCTGGACTGGCCAAGGGGGTTCTAAACT 
TGGGACTAAAAGGACGC TACCCAGGAAGAGCT T CGAGCAGATCAGTGCCAACATCACT AAGT TCAACATT 
CAAGGCCTGATCATCGTTGGGGGCTTCGAGGCTTACACAGGGGGCCTGGAGCTGATGGAGGGCAGGAAGC 
AGTACGACGAGCTCTGCATCCCGTTTGTGGTCATCCCTGCCACGGTCTCCAACAACGTCCCTGGCTCAGA 
CTTCAGCGTGGGGGCTGACACCGCACTCAATACTATCTGCATGACCTGTGACCGCATCAAGCAGTCAGCA 
GCAGGTACCAAGCGTCGAGTGTTTATCATTGAAACCATGGGTGGCTACTGTGGCTACCTGGCTACCATGG 
CAGGACTGGCAGCTGGAGCCGATGCGGCCTACATTTTCGAGGAGCCATTCACCATTCGAGACCTGCAGGT 
GAATGTTGAACATCTGGTGCAAAAGATGAAAACAACTGTGAAAAGGGGCTTGGTGTTAAGGAATGAGAAG 
TGCAATGAGAACTATAGCACTGACTTCATTTTCAACCTGTACTCTGAGGAGGGGAAGGGCATCTTCGACA 
GCAGGAAGAATGTGCTTGGCCACATGCAGCAGGGTGGGAGCCCAACTCCATTTGATAGGAATTTTGCCAC 
TAAGATGGGTGCCAAGGCTATGAACTGGATGTCTGGGAAAATCAAAGAGAGTTACCGTAATGGGCGGATC 
TTTGCCAATACCCCAGACTCAGGCTGTGTTCTGGGGATGCGTAAGAGGGCCCTGGTCTTTCAACCAGTGA 
CTGAGCTGAAGGAACAGACGGATTTCGAGCACCGCATCCCCAAGGAACAGTGGTGGCTGAAGCTGAGGCC 
CATCCT CAAGATCC TAGCCAAGTAT GAGAT TGACCTGGAT ACATCAGAGCACGCCCACCTGGAGCACATC 
AGTCGGAAGCGGTCTGGAGAAGCTCCTGCCTAACCTCTGGAGTGAGAGGAACGGATTGT 

>GBEQ0021 |AccjAJ012610 | Ver I AJ012610 . 1 GI : 4 469170 | Equus caballus mRNA for aromatase. 

AAAGCCACCCGGTTCCTAACAGCCGTGCATCATTAGCAAAACTCATCATCTTCAAGAGTCCGGAAACTAG 

AAGTGACCAGCAGACTCAGGCCTTTACATTGCTTCGCCTGAGATCAAGGAGCACAAGATGATTTTGGAAA 

TGCTAAACCCGATGCATTATAACCTCACCAGCATGGTGCCCGAAGTCATGCCTGTCGCCACCTTGCCCAT 

TCTGCTGCTCACTGGCTTTCTTTTCTTTGTTTGGAATCATGAAGAAACATCCTCAATACCAGGCCCTGGC 

TATTGCATGGGAATCGGGCCCCTCATTTCCCACCTCCGGTTCCTGTGGATGGGGCTTGGCAGTGCCTGCA 

ACTACTACAACAAGATGTAT GGAGAATT CGTGAGAGTCTGGAT CAGTGGAGAGGAAACGCT CGT T AT TAG 

CAAGTCCTCAAGTACCTTCCACATCATGAAACACGATCACTACTCCTCCCGATTTGGCAGCACATTTGGG 

TTGCAGTATATGGGCATGCATGAGAATGGCGTCATATTTAACAATAACCCAGCCGTCTGGAAAGCTTTGC 

GACCTTTCTTTGTAAAAGCTTTGTCTGGCCCCAGCCTTGCGCGCATGGTGACAGTTTGTGTTGAATCCGT 

CAACAACCATCTGGACAGGTTGGACGAGGTCACCAATGCGTTGGGCCATGTCAACGTGTTGACCCTCATG 

CGACGTACCATGCTGGACGCTTCCAACACCCTCTTCCTGAGGATCCCCTTGGACGAGAAAAACATCGTGC 

TTAAAATCCAGGGTTATTTTGATGCATGGCAGGCTCTCCTTATCAAACCAAACATCTTCTTTAAGATTTC 

T TGGCTATCCAGAAAGCATCAAAAGTCCATCAAAGAAT TGAGAGAT GCCGTGGGAATTCTAGCAGAAGAA 

AAAAGACACAGGATT T T CACAGCAGAGAAACTGGAAGACCATGTGGATT T T GCCACTGATCTAATTTTGG 
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CTGAGAAACGTGGTGAGCTGACCAAAGAGAATGTGAACCAGTGCATATTGGAAATGATGATTGCAGCGCC 

AGACACCTTGTCTGTCACTGTGTTCTTCATGCTATGTCTCATTGCGCAGCACCCTAAAGTTGAAGAGGCA 

CTCATGAAGGAAATCCAGAC TG T TCT TGGTGAAAGAGACT TAAAGAATGATGATAT GCAAAAAT TAAAAG 

TGATGGAAAATTTTATTAATGAGAGCATGCGGTACCAGCCTGTCGTGGACATTGTCATGCGCAAAGCCTT 

AGAGGATGATGTCATCGATGGCTATCCAGTGAAAAAGGGGACTAACATTATTCTGAATATTGGAAGAATG 

CATAAACTCGAGTTTTTCCCCAAGCCTAATGAATTTACTCTTGAAAACTTTGAGAAGAATGTTCCTTACA 

GGTATTTTCAGCCATTTGGTTTTGGGCCCCGTAGCTGCGCTGGAAAGTTCATCGCCATGGTGATGATGAA 

GGTGATGCTGGTTTCACTTCTGAGACGATTCCATGTGAAGACATTACAAGGAAACTGTCTTGAAAATATG 

CAGAAAACAAATGACTTGGCCCTCCACCCGGATGAGTCTAGAAGCTTACCGGCAATGATTTTTACTCCAA 

GAAATTCAGAAAAGTGCCTCGAACACTAAAAAAGTTTGGTCAGTACCTATTCCAGAGCATTTCTCATCAG 

TTATTCATAAGGAAACCATCCATCTTTGCCAGGTAGTGTCATCCTCATAGTAAACATTCGGTGGCCTGTG 

GCATTTTATAGGCATGCATCCTATGGGTTGTATGCAAGCCAGGAAACATTGGTCATCTGATCTTGTCCAA 

ACCAGAGAACCAAACTGCAAGAGAAAATGCAGAGGCCAAGAGT T TGT GGGGGAAAT GGT CAGTGAAGAGA 

ATGCAGCCCTAAAGGCCCCATTCCACAAAATGTGCTTTGGCAAAGATAGGCCATCAGCAAAATTTATGTC 

CCATTTGCCACAGGATGTTCACTGCTCTGCCCCGAGAGCATTTTTATGTCTGGGGCAGAAACACTTCTAA ' 

AGAGTGCTCCTCCCATCCCATTGTCCATCTTCCTTGACATTTTCCCCCTCTCTTTCCTTCCATGACACCA 

AAAGCCAAGTTGATTAGAAAGACCAGGCCGATATCTGGGTACCTAGAGCCAAACAAACATGTTAGTGTCA 

ATAAAGGTGCTTTGATTTGGTTTTTGGTGGGGTTGGCCACTGCAACATTCATAGTCTTTGGAGAAATGCT 

TACAGATTCAGCATTCGACTTTTCCTGTGAATTATAATCCATTAACTCTTGTTTATTATGTGATTTGTCT 

GTGGCAAAAGTAAACTGGAGACTATCCTTTCCCAGTCTCTCAGTTCATGCCTCAGCCACTTACCTCTGAT 

TCAGGCATGAT T CAGATAATCAAGGTAAC T T AGCAATAGCTT GAGT AAATAGAGT T AGGCCCACATGT CT 

GCTGTAGGAAAAAAACTCACACAATGCATTTCAAATTCAAATGAAAATTCGTAGGGGGGAGGGGGATGGG 

AGGGGGGGAGGGGTACAGGGGCACACATGCATGGTGACGGATGGAAACTAGACTTTTAGTGGTGAACGCG 

ATGTAGT AGT CTATACAGAAGGCAAAAT ATAATGATGT ACACCTGAAAT T TACACAAT C T TAT GAACCAA 

TGTTACCTAAATAAATAAAGTGATTTAATAAAAAAAAAAAAAAAAAA 

>GBEQ0022 | Acc 1AY184957 | Ver } AY184957 . 1 GI : 28300295 | Eqims caballus retinoblastoma binding 
protein 6 mRNA, complete cds . 

GCATTATAAGGTTTCCTTCTAAACTCAACTTATGATACCGTCACCTTTGATGGGCTCCACATCTCCCTCT 
GCGACTTAAGAAGCAGATTATGGGAGAGAGAAGCTGAAAGCTGCCGACTTGCGACCTGCAGATCACCAAC 
GGCGCAGACGAAAGAAGAATATACTGATGATAATGCTCTCATTCCTAAGAATTCGTCTGTAATTGTTAGA 
AG AAT T CC TAT T G G AGG T G T C AAAT C T AC AAG C AAG AC AT AT G T T AT AAG T CG AAC T G AAC C AGT GAT G G 
GAACTTCAAAAGCAATTGATGACTCTTCTGCGTCTATTTCTCTGGCCCAGCTTACAAAGACTGCCAATCT 
GGCTGAAGCCAATGCTTCTGAAGAAGATAAAATTAAAGCAATGATGTCGCAATCTGGCCATGAATACGAC 
CCAATCAATTACATGAAGAAACCTCTAGGTCCACCGCCTCCATCTTATACCTGTTTTCGTTGTGGTAAAC 
CTGGCCATTATATTAAGAATTGCCCAACAAATGGGGATAAGAATTTTGAATCTGGTCCTAGAATTAAAAA 
GAGCACTGGAATTCCCAGAAGTTTTATGATGGAAGTGAAAGATCCTAACATGAAAGGTGCAATGCTTACC 
AACACT GGAAAATACGCAATACCAACT ATAGAT GCAGAAGCAT AT GCAATTGGGAAGAAAGAAAAACCAC 
CTTTCTTACCAGAGGAACCATCGTCGTCTTCAGAAGAAGATGATCCTATCCCAGATGAATTGTTGTGCCT 
CATCTGCAAAGATATTATGACTGATGCCGTTGTCATTCCCTGCTGTGGAAACAGTTATTGTGATGAATGT 
ATAAGAACAGCAC TCTTGGAATCAGATGAACAT ACAT GTCCAACAT GTCAT CAAAAT GATGT CT C TCCTG 
ATGCTTTAATCGCCAATAAATTCTTGCGACAGGTAGCTATCTTTGTATCCCTTTTATGGAAAAAAGTCCT 
TGTGATCTTTTAATTGATTTAACTGTACTTCTGTAAATAAAATACTATATTACAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAA 

>GBEQ0023 | Acc 1 AY184 956 | Ver | AY18 4 956 . 1 GI : 28300293 | Equus caballus interleukin 8 (IL8) 
mRNA, complete cds. 

ACGCGGGGACACAAGTCCCCAGGGACAGCAGAGACACAAGTGTCTACGACAAGAGCCAGTAAGAGAGCAC 
CAGAAAGACAGCATCTCGTCTGAACATGACTTCCAAGCTGGCTGTGGCTCTCTTGGCCGTCTTCCTGCTT 
TCTGCAGCTCTGTGTGAAGCTGCGGTTGTATCAAGAATTACTGCAGAGCTTCGGTGCCAGTGCATCAAGA 
CGCACTCCAAACCTTTCAATCCCAAACTGATCAAAGAAATGAGAGCGATTGAGAGTGGGCCACACTGCGA 
• AAACTCAGAAATCATTGTAAAGCTCGTCAACGGAGCTGAGGTCTGCCTGAACCCCCATACAAAGTGGGTG 
CAGATTATTGTGCAGGCGTTTTTGAAGAGAGCTGAGGGGCAAAATCCATGAAGGAAAAAAAAGCACCAAA 
CAACGCGTTCTCCATGGTTTCCAAGAATTCCTCAGTAAAGATGCCAATGAAACTTCAAGCAAATCTACTT 
CAGTTCTTCATATCCTATGTGGATCTGGTGTAGGGTTGTCAGATAAAATACAGGATGCCCAGTTAGATTT 
GAATTTCAGTAAAAAATGAATAGCTTTTTCATTGTCCCACGCAGTATCTAGGACGCATTTATATTTAAAA 
AAAAAAGAATTATTCATGTTTACAGTAAATTCAAATTTAGCTGGAAATCCTGTATTTTGCTGTTGTTGCT 
AAATCTTGCAACCCTAGTCTGCTGCCCAGGATCCATGAGTCCCTGTTCAACTAAGCCTTGGTTTCTTCTT 
TAATCCTAAACTGGAGAAAAGCATCAGCCACTGTCCTCCCTCACAGAGAGCTGAGGACTGGTGGAAGCAC 
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ATTAACTTATTTTCATGATCATGTAAATTATTTTCCAGTGTAACTTATTCACCTATTTATTATTTATATA 
T T TAT T TAT CCAT CAAAT ATAGTAAT TAT T T T T GCAT GAAT T T GGAAAAGT GGGAAAGGAAGCACGGT T G 
ATAGGATAATGTAATGATGTTAGAGTGAATTTATATTTATTTTAAATATTAAATTATGTTATATTACAGA 
AATTTTGATTTGCAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ0024 j Acc | D14523 1 Ver | D14523 . 1 GI : 406208 [ Equus caballus mRNA for ferritin light 
chain, complete cds . 

ATGAGCTCCGAGATTCGTCAGAATTATTCTACTGAAGTGGAGGCCGCCGTCAACCGCCTGGTCAACCTGT 
ACCTGCGGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGACCGCGACGATGTGGCTCTGGAGGG 
CGTATGCCACTTCTTCCGCGAGTTGGCGGAGGAGAAGCGCGAGGGTGCCGAGCGTCTCTTGAAGATGCAA 
AACCAGCGCGGCGGCCGCGCTCTCTTCCAGGACTTGCAGAAGCCGTCCCAGGATGAATGGGGTACAACCC 
CAGACGCCATGAAAGCCGCCATTGTCCTGGAGAAGAGCCTGAACCAGGCCCTTTTGGATCTGCATGCCCT 
GGGTTCTGCCCAGGCAGACCCCCATCTCTGTGACTTCTTGGAGAGCCACTTCCTAGACGAGGAGGTGAAA 
CTCATCAAGAAGATGGGCGACCATCTGACCAACATCCAGAGGCTCGTTGGCTCCCAAGCTGGGCTGGGCG 
AGTATCTCTTTGAAAGGCTCACTCTCAAGCACGACTAA 

>GBEQ0025 | Acc | AB100030 1 Ver | AB100030 . 1 GI : 27807 633 | Equus caballus -EPO mRNA for 
erythropoietin, complete cds. 

TATCGAGGCGTGGAGATGGGGGTGCGCGAATGTCCTGCCCTGCTGCTTCTGCTGTCCCTGCTACTGCCTC 
CTCTGGGCCTCCCAGCCCTGGGCGCCCCTCCACGCCTCATCTGTGACAGCCGAGTCCTGGAGAGGTACAT 
CCTGGAGGCCAGGGAGGCCGAAAATGTCACGATGGGCTGTGCCGAAGGCTGCAGCTTTGGTGAGAATGTC 
ACCGTTCCAGACACCAAGGTTAACTTCTACTCCTGGAAGAGGATGGAGGTGGAGCAGCAGGCTGTGGAAG 
TCTGGCAGGGCTTGGCCCTGCTCTCAGAAGCCATTCTGCAGGGCCAGGCCCTGTTGGCCAACTCCTCCCA 
GCCATCTGAGACCCTGCGGCTGCATGTGGACAAAGCCGTCAGCAGCCTGCGCAGCCTCACCTCCCTGCTT 
CGGGCGCTGGGAGCCCAGAAGGAAGCCATCTCCCCTCCAGATGCAGCCTCTGCTGCTCCACTCCGAACAT 
TCGCTGTTGATACTTTGTGCAAAGTCTTCCGAATCTACTCCAATTTCCTGCGGGGAAAGCTGAAGCTGTA 
CACAGGGGAGGCCTGCAGGAGAGGGGACAGGTGACCAGGTGCTTGCACCCTGGGCACGTCCACCACCTCG 
CTCACCACCACTGCCTGTGCCACGCCTTCCACGCCACCACTCCTGACCCCTGTTGAGGGGCTATCAGCTC 
AGCGCCAGCCTATCCCTTGGACACTCCAGGGCCAGCGGTGACATCGCAGGGGCCAGAGGAACTGTCCAGA 
GCTCAACCCAGATCCAAGGATGTCACAGGGCCAGCCTGAGGCCCCGAAGCAGGAGGAATTCAAAGTTGAT 
CAGCTTAAACACGGGGATAGGCGCCGTGCTGGGGAGACCCCTAACTCATCTCGGTGCCCTGCGGAACTGT 
GATGCCAGGACAAGCTGGAGGGCAAATATCTCTTTCTGCCCCTACCAAGGAGGGGCAGGATGGACTGGAG 
AATTTGGGCGGCAAGCCATGAATTCTCCAGGTCTCATGGGGACTCCCATGACAGCAAGAGCCCACTGGAC 
AATGAGGGTGGTGGGAGCCGTGAAGGTGGGATGGGGGCTGGCCCTTGGCTCTCACGGGGTCCTAGTTTTT 
GTATTTTTCAATCTCATTGGCAAGAACTGAAACCACAACATGGCTGTTGGCGGTTCTGTTA 

>GBEQ0026 1 Acc I AB07 9136 | Ver | ABO 7 913 6 . 1 GI : 2754 4234 | Equus caballus EDN2 mRNA for 
preproendothelin-2, complete cds. 

GGAGCTATCAGCTCGGCTTGGCAGCAGGACGCTGGCAACAGGCGCGCTCCCTGCCTCCCTGCTCCAGGCC 

AGCCCGTGCGCTCCACCGCTGCTATGGTCGCCATGCCCCCGGCCTGGTGCTCCGTTGCTCTAGCCCTGCT 

CGTGGCCCTACATGAAGGCGAGGGCCAGGCCACTGCCACCCCAGAGCAGCCAGTGCCCTCGCCCCGTGCC 

CAAGGCTCCCACCTGCGACCTCGGCGTTGCTCCTGCAGCTCCTGGCTGGACAAGGAATGCGTCTACTTCT 

GCCACCTGGACATCATCTGGGTGAACACTCCCGGACAGACAGCTCCTTACGGCCTGGGAAACCCGCCAAG . 

ACGTCGGCGGCGCTCCCTGCCAAGGCGCTGTGAATGTTCCAGCGCCAGGGACCCCGCGTGTGCCACCTTC 

TGCCATCGAAGGCCTTGGGCTGACGCTGTGGCGGTCCCAGGCAGTGACTCCCCTGAAGACACGTTCCAGG 

CTGGCAAGACATGGACCACTGCAGGAGAGCTCCTCCAGCAGCTGAGGGGCATTTCTGCAGCCAACATCCG • 

CTTTGCTAGGAGACAGCAGGAGGCAATTAGAGCGCCCAGGCCTACACCCTCCAGGCGGAGGAAGAGATAG 

CGCCGGGAGCTGGAGGAACACGGCGAAGGAAGCCTGCGTGGACAGGGGAGGAGACTGGCGGCCCAGGGCT 

GGGAGACCCTCCACCTGTTTTCTCGGCCAGGAAACCCACCTGCTGGGATTGGCACAAGCGCCGGCCTCCT 

CGCCCGGGCCAAGGGAAGCTCCCTCGAGGCAGCCCCGGGCCCTCACACTGCCCAGGAAAGCCTTCAGCCC 

CCAGGCTGTGGACGGCCCCCACGCTGGCCCGGGCCCCGCAGCCCTGCTGGAAGGAACTGCGTGGGGGCTG 

CAGTAGCCTGGAGGCCACGTCCTCAGAGGCGTCCTGTCTGGTGGCTGCAAGCCAGGAGGGATGAACTGTG 

GTGGCAACTCACACCTAAGCCAGGCCTGGAGACCGGACAGGGCGGCCCAAGGGCCGGCGTCCTGGCTGGT 

CCCCATCTGTCCCTTCTGGCTCTCCCTTCCCAGAGTCCTTGTCCCCTCATACCCTGGGACGCTCCCGGTG 

AGGAGGGCCTGGTCTGCTTTACCTGTCTGTATATAACTTATTTGCTCTGGGAAATTTGAGAATTCCAATT 

ATTTATTTTAATGTATTTTTTTAGACTCTCAATTATTTACCTGCAAACCTGTGTTTGTAATAAACAATGA 

AATGGC 

>GBEQ0027 j Acc I AY177142 | Ver | AY177142 . 1 GI : 27543372 | Equus caballus smoothened (SMO) mRNA, 
partial cds . 

GCTTCCGGGACTATGTGCTATGCCAGGCCAATGTGACCATCGGGCTGCCCACCAAGAAGCCCATCCCTGA 
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CTGTGAGATCAAGAATCGCCCTAGCCTCCTGGTGGAGAAGATCAACTTGTTTGCCATGTTTGGAACCGGC 
ATTGCCATGAGCACCTGGGTCTGGACGAAGGCCACGCTGCTCATCTGGAGGCGCACTTGGTGCAGGTTAA 
CCGGTCAGAGCGATGACGAGCCCAAACGGATCAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCCAAGCG 
GCGTGAGCTGCTGCAGAACCCCGGCCAGGAGCTCTCCTTCAGCATGCACACTGTCTCCCACGACGGGCCT 
GTGGCGGGTTTGGCCTTTGACCTCAATGAGCCCTCAGCCGATGTGTCCTCTGCTTGGGCCCAGCATGTCA 
CCAAGATGGTGGCTCGGAGAGGAGCCATACTGCCCCAGGATGTGTCTGTCACCCCTGTGGCAACTCCAGT 
GCCCCCAGAGGAAAAAGCCAATCTGTGGCTGGTGGAGGCTGAGATCTCCCCAGAGCTGGAGAAGCGCCTG 
GGCCGGAAGAAGAAGCGGAGGAAGAGGAAGAAGGAGGTGTGTCCACTGGTGCCACCCCCTGAGCTTCACC 
ACCCTACCCCTGCCCCTGCCTCCAGTGCCGTTCCTCGACTGCCTCAGCTGCCCCGACAGAAGTGCCTGGT 
GGCCACAGGCGCCTGGGGAGCTGGGGAATCCTGCCGACAAGGAGCCTGGACCCTGGTCTCCAACCCCTTC 
TGCCCAGAGCCCAGCCCCCTGCAGGATCTGTTTCTGCCCAGCGCCCCAGCCCCCACGGCCTGGGCTCAGG 
GCCGACGGCAGGGGCTGGGGCCCATTCACTCTCGCACCAACCTGATGGAGGCAGAGCTCATGGATGCAGA 
CTCGGACTTCTGA 

>GBEQ0028 } Acc | AJ459964 | Ver 1 AJ459964 . 1 GI : 2 618 9921 | Equus caballus mRNA for acidic 
epididymal glycoprotein 2 (AEG2 gene) . 

ACCTTTCTTCTTCCTACAAGTAAAGCAGATGCTTCACCTTGCTCTGAGAACCAACTCAATGGCATTATTA 
CCAGTGTTGCTGTTTCTGGCTGCCGTGTTGCTTCCATTCTTTCCTGCAAGTGGACAGGATCCAGGTTTTG 
CT GCT T T GT CAAT CACCAAAAGCGAAGT CCAAAAAG AGAT T GTAAAT AAACACAAT GACCTAAGGAGAAC 
AGTCTCTCCACTTGCCAGTAACATGCTAAAGATGCAATGGGACAGCAAGACAGCAACAAATGCCCAAAAC 
TGGGCCAACAAGTGCCTTCTCCAACACAGTAAAGCAGAAGATCGCGCAGTCGGTACAATGAAATGTGGTG 
AGAAT CTC T T T ATGT CGAGTAT ACCT AAT T CCT GGTCAGAT GCAAT CCAAAAT TGGCAT GATGAGGTCCA 
TGATTTTAAATACGGTGTGGGGCCAAAGACTCCCAATGCAGTAGTTGGACATTATACCCAGGTTGTTTGG 
TACTCATCTTACCGTGTTGGATGTGGAATAGCCTATTGTCCCAAACAAGGAACTCTAAAATACTACTATG 
TTTGCCAATATTGTCCTGCTGGTAATTATGTGAATAAAATAAATACTCCTTATGAACAAGGAACACCTTG 
TGCCCGTTGCCCTGGTAACTGTGACAATGGACTATGCACCAATAGCTGCGAGTATGAAGATCTCGTTAGT 
AACTGTGATTCCTTGAAGAAAATAGCTGGCTGTGAACATGAATTGCTCAAGGAAAACTGCAAGGCTACTT 
GTCAATGTGAAAACAAAATTTACTGAAGTTCCAGTGTGCATTGCGCAAGACAAAGTGGAGAAGGGCTGCA 
TCCTTTTGTTGACACATACCAGAGGGGAAATTATAGGCATGCTAGTTGCAAAGCTGATTCCAAACCGTAA 
TGCATCTTTTTCTCTTGGATCTTTACAGAAATCTCTTCCACACAATGATTTACAAAAGCAGAGTAGTCTG 
TGATGACAACTTTGGGCTTTGATATAAATTTGGTACTTTAAATGTAATAAATTGAATCAATTGGAGATTT 
T GAAAG T T GT AT AAC C AT AAG AC T T AGGT C CC T AG AAC T T T GGAT T AAAAC G AAGAAT T ACAT GT T T CC T 
GAAACAACAT GCCCCCCCAAAAT TTACAGACTAACAAATCAT TG T TAT T CCT AAT ACAT GAT T T T T T ACC 
TGTATAAAGAATGAATTCAAAGATTGACATGTACCTTTCTCTTATGGCCTCCTCTTTA2\ACAAAAGTAAT 
CAGTAAGAATAAAGAACTTACCTAAGCAAAAAAAAAA 

>GBEQ0029 \ Acc | AJ459963 | Ver \ AJ459963 . 1 GI : 26189919 j Equus caballus mRNA for testis 
specific protein 1 (TPX1 gene) . 

ATCTTATTCTCGCTGTAGGAGGGGAGAGTAGCCGTTAGTCTCTGGCTCCGGACCCGCAGCAGGAAGATTT 
GGCAGCTGGAGCCAGGGATTATGAAACCATACACCATCCTCTTCCTGTAGATGCCCTGGGAGACCCATGT 
TATCCTGGTCTTAAAACACCTGCAAGAAAGGGCACTTTTCCATTACTGAAGCAGATACTTCATCCTGCTC 
TGAGAACCAACACAATGGCTTTCCTCCCAGTGGTGATGTTTTTGGCTGCTGTGCTACTTCCATCTTTACC 
CACAGAAGGAAAGGATCCAGCTTTTTCTGCTTTGTTAACCACTC2\AACCCAAGTCCAAAGAGAGATTGTA 
AATAAACACAATGAACTAAGGAAATCAGTCTCTCCACCTGCCAGCAACATGCTAAAGATGGAATGGAGCA 
GAGAAGCAACAGCAAATGCCCAAAAGTGGGCAAACAAGTGCACTTTAGAACACAGTAGTGCAGATGACCG 
GAAAACCAGTACGAGATGTGGTGAGAATATCTATATGTCAAGCGACCCTACTCCCTGGTCAGATGCAATC 
CAAAGCTGGTATGATGAGAGCCTTGACTTTACCTATGGTGTAGGACCAAAGAGTGCCGGTTCAGTAGTTG 
GACATTACACTCAGGCTGTTTGGTACTCATCTTACCGCGTTGGATGTGGAATTGCCTACTGTCCCAATCA 
AGAAAGCCTAAAATACTACTATGTTTGCCAATATTGTCCTGTTGGTAATAATGTGAATAAAAAGAACACC 
CCTTACCAGCAAGGAACACCTTGTGCCAGTTGCCCTGGTAACTGTGACAATGGACTATGCACCAATAGCT 
GCGAGTATGAAGATCTCCTTAGTAACTGTGATTCCTTGAAGAAAACAGCTGGCTGTGAACATGAATTGCT 
CAAGGAAAAGTGCAAGGCTACTTGTCGATGTGAAAACAAAATTTACTGAAGTTCCAGTGTGCATTGCGCA 
AGACTAAGT GGAGAAGGGCTGCAT CCT T TT GTTGACACAT ACCAGAGGGGAAATTATAGGCATGCTAGT T 
GCAAATTTGATTCCAGACAGCAATGCATCTTTTTCTGTTGGATCTTTACAGAAATCTCTTCCATACAATG 
ATTTACAAAAGCAGAGTAGTCTGTGATGACAACATTGGGCTTTGATGTGAATTTGATACTTTAAATGTAA 
T GAAT T GAGT C AAGT T GAAGAT T T G AAT GC T CT AC AAC C AT AAGAC T T AG G T CCT AG AACT TT G GAT TAA 
AATGAAGAATTACGTGTTTCCTGAAACAACATGTCAACAAAAACCAAAAACACTGTAATATCAATGTCAT 
TCCTACTGCAT GATT T TTAACAT GT AT AAAGAAT GAAT TCAAAG ATT G ACAT CT AC AAAAAAAAAA 

>GBEQ0030 |Acc|AY056582lVer)AY056582.1 GI : 2342848 6 1 Equus caballus hyaluronan synthase 2 
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mRNA, complete ccis . 

CAGCCCCAGCCAAAGACTTTCTCCCGATTCTGCGCTTCCTGGGTTCTGCAGAGTCTTCACCGGGCTTTTT 

TTGATACGAAAAAGAGAAGAGACTTTCCGGTATCCGGGGAGGGGGGACTGGAGCAAAGAAAAAAATAAAC 

AGTTAATTTATTTTTAAAGCATACATTTTTCTTTTGAGAATTAGAAGACTGCTGTGCAACGGAAATATTA 

AAAAGAACAGCAGTGAAATTTCCTTTGAAAGTGGGGGAGAACCAAACATTTAAGACTCCCCCACCCTTTT 

TTAAATGTTGTTTTTAAATTTTTTATTTTTTTTGGCCGGTCGTCTCAAATTCATCTGATCTCTTAATTAC 

CTCAATTTTTGGAAACTGCCCGCCACCGACCCTCCGGGACCACACAGACAGGCTGAGGACAACTTTATGA 

C CAAGAGC T GAACAAGAT G CAT T G T G AGAGG T T TAT AT GT AT C C T G AGAAT AAT T G G AAC CAC AC T T T T T 

GGAGTCTCTCTCCTACTTGGAATCACAGCTGCTTATATTGTTGGCTACCAATTTATCCAAACAGATAATT 

ACTATTTCTCTTTTGGACTATATGGTGCCTTTTTAGCATCACACCTCATCATCCAAAGCCTGTTTGCCTT 

TTTGGAGCATCGAAAAATGAAAAAATCCCTAGAAACCCCCATTAAGTTGAACAAAACTGTTGCTCTTTGC 

ATCGCTGCGTATCAAGAAGATCCAGACTACTTACGGAAATGCTTGCAATCTGTGAAAAGGCTAACCTACC 

CTGGGAT TAAAGT T GT CATGGTCATAGAT GGGAACTCAGAAGATGATCTTTACATGATGGACATCTTCAG 

TGAAGTCATGGGCAGGGACAAATCAGCCACTTACATCTGGAA(?AACAACTTCCACGAGAAGGGTCCTGGT 

GAGACGGATGAGTCACATAAAGAAAGCTCTCAACATGTTACCCAATTGGTCTTGTCCAACAAAAGTATTT 

GCATCATGCAAAAATGGGGTGGAAAAAGAGAAGTCATGTACACGGCCTTCAGAGCACTGGGACGAAGTGT 

GGATTATGTGCAGGTTTGTGATTCAGATACCATGCTTGACCCTGCCTCGTCTGTGGAGATGGTAAAAGTT 

TTAGAAGAAGACCCCATGGTTGGAGGTGTCGGAGGAGATGTCCAGATTTTAAACAAGTACGATTCCTGGA 

TCTCCTTCCTCAGCAGTGTGAGATACTGGATGGCTTTTAACATAGAAAGAGCCTGTCAGTCTTATTTTGG 

GTGCGTCCAGTGCATTAGTGGACCCCTGGGAATGTACAGAAACTCCTTGCTGCATGAATTCGTAGAAGAC * 

TGGTACAATCAGGAATTTATGGGCAGCCAATGTAGTTTTGGCGATGACCGGCATCTAACGAACCGAGTGC 

TGAGTCTGGGTTATGCAACAAAATACACAGCTCGATCCAAGTGCCTTACTGAAACACCTATAGAATATCT 

CAGATGGTTAAACCAGCAGACCCGTTGGAGCAAGTCCTACTTCCGAGAGTGGCTGTACAATGCGATGTGG 

TTTCATAAACATCACTTGTGGATGACCTACGAAGCGGTTATCACTGGATTCTTCCCTTTCTTTCTCATTG 

CCACAGTAATCCAGCTCTTCTACCGGGGTAAAATTTGGAATATCCTCCTCTTCTTGTTAACAGTCCAGTT 

AGTAGGTCTCATAAAGTCTTCCTTTGCCAGCTGCCTTAGAGGAAACATCGTCATGGTCTTCATGTCCCTC 

TACTCAGTGTTATACATGTCAAGTTTACTGCCCGCCAAT^ATGTTTGCTATTGCCACGATAAACAAAGCTG 

GGTGGGGCACATCTGGAAGGAAAACCATTGTTGTTAATTTCATAGGACTCATTCCAGTATCAGTGTGGTT 

TACAATCCTCCTGGGTGGAGTCATTTTCACCATTTATATGGAATCTAAAAAGCCATTCTCAGAATCCAAA 

CAGACAGTTCTAATCGTTGGAACGTTGCTCTATGCATGCTATTGGGTCATGCTTTTGACGCTGTACGTGG 

TTCTCATCAACAAATGTGGCAGGCGGAAGAAGGGACAACAGTATGACATGGTGCTTGATGTATGACCTTA 

CATTGT TTGACGT TT GCAGTCACACACACAGACACACACAAAACC T TAGTTCC TCTAGGGACTGTACAGC . 

GTGGGGCATCAGACAATGCCACCAACGGAGACATATCACTGCTGCTGGGACTTGAACAAAGACATTTCTA 

T GGGT T TATT T T GAT T CT GCCAAAGT AAAAT CATACATCAACAAGAAGAAACTCAGAT TGAACCTGT TAT 

TTCTATGAAAATGGGAAGAAATTTTTGTTTATGCACTTTTTCCTTACTGTACATCGCCTGTTTTTTCTAT 

ATACCTCACTGGCCATGCTTTATGTGGGTTATCATGGAAGAAAAGGATTTTGGAAACTCAAGGAAAAGTT 

CTTTCAATGTATACAACCTAACTTATGGACTGTGTTGATAGCTAATTTTTTTTAGAAAGGATTTTCTGTT 

TAACTTTACCAAATGAAATGCCAAAGGAAATTTTAAAGGCCATTGGCTGTGCTGTATTTTTATATAATTG 

TACTGTGTTTTAAAATTTTGTATGCCAATTTTTAAAACAAATTTTGCATATTCTATATTTTACTTCTCTG 

CCAAAATACACCTGTTCTTCTTCTTTTTTAAAAAATAATAATAGGTTCTGAAAAAATTCATACTTAAAAA 

AAAGAAAACCTACCCAAAATGTGAAGCTTGGTTGACTGATGTTGCTCATAATAGAAAAAAAAAAAAAAAA 

AA 

>GBEQ0031 |Acc|AF508309fVerlAF508309.1 GI : 21070333 ) Equus caballus ribosomal protein L7a 
mRNA, partial cds. 

AGGCCCAAGAACTTCGGCATCGGACAGGACATCCAGCCCAAACGGGACCTCACCCGCTTCGTCAAATGGC 
CCCGCTACATCCGGCTGCAGCGACAGAGGGCGATCCTCTATAAGCGGCTCAAGGTGCCTCCCGCGATCAA 
CCAGTTCACCCAGGCCCTGGACCGCCAGACAGCTACTCAGCTGCTCAAGCTGGCCCACAAGTACAGGCCA 
GAGACAAAGCAAGAGAAGAAGCAGAGGCTGCTGGCCCGGGCTGAGAAGAAGGCTGCTGGCAAAGGGGATG 
TCCCCACTAAGAGGCCACCGGTCCTTCGAGCAGGGGTCAATACTGTCACCACCTTGGTGGAGAACAAGAA 
GGCTCAGCTGGTAGTGATCGCGCACGACGTGGATCCCATCGAGCTGGTCGTCTTCCTCCCTGCCCTGTGT 
CGGAAGATGGGGGTGCCCTACTGCATCATCAAGGGCAAGGCGCGGCTGGGGCGTCTGGTCCACAGGAAGA 
CGTGCACCACCGTCGCCTTCACACAAGTCAACTCGGAAGACAAAGGAGCTCTGGCCAAGCTGGTGGAAGC 
TATCAGGACCAACTACAACGACAGATACGACGAGATCCGCCGTCACTGGGGAGGCAACGTCCTGGGTCCA 
AAATCGGTGGCTCGCATCGCCAAGCTAGAGAAGGCAAAGGCTAAAGAACTGGCCACCAAGCTGGGCTGAG 
CTGAGCGCATGCAGTTGAGTTTTCTGTACATAAGTAATAAAAACTCTTCTTCAAAAAAAAAAAAAAAAAA 
AAA 

>GBEQ0032 | Acc | AY082802 | Ver | AY082802. 1 GI : 24110902 [ Equus caballus laminin 5 gamma 2 
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subunit mRNA, complete cds . 

TGGGTCCTCCTTATTCACAGGTGAGTCACACCCTGAAACACAGGCTCTCTTCCTGTCAGGGACTGAGTCA 

GGTAGAAGAGTCGATAAAACCACCTGATCAAGGAAAAGGAAGGCACAGCGGAGCGCAGAGTGAAGAACTC 

CCAGCGGCGAGGCGCGCGGCAGCGACCCCTGCAGCGGCGGACCGCGCGCCGGCCTGGCCATGCCTGCGCT 

CTGGCTGCGCTGCGGCCTGTGCCTGGCGCTGCTGCTGCCTGCGGCCCGGGCCTCCTCCGGGAGCCAAGTG 

TGTGATTGCAATGGGAAGTCCAGGCAATGCATCTTTGACCAGGAACTTCACAAACAGACAGGAAATGGAT 

TCCGCTGCCTCAACTGCAATGACAACACTGATGGCATCCACTGCGAGAGGTGCAAGGCAGGATTTTACCG 

ACAGAGAGAAAGGGACCGCTGTTTACCCTGCAATTGTAACTGTAAAGGTTCTCTTAGCGCTCGATGTGAC 

AACTCTGGACGGTGCAGCTGTAAGCCAGGTGTGACAGGAGACAGGTGTGACCGATGTCTGCCCGGCTTCC 

ACACACTCACTGATGCTGGGTGCGCCCAAGACCAAAGGCTGCTAGACTCCAAGTGTGACTGTGACCCAGC 

TGGCATCTCAGGGCCCTGTGACTCAGGCCGCTGTGTCTGCAAGCCGGCTGTCACTGGAGAGCGCTGTGAT 

AGGTGTCGACCAGGTTACTATCACCTGGATGGGGGAAACCCTCAGGGCTGTACCCAGTGTTTTTGCTATG 

GGCATTCCGCCAGCTGCCACAGCTCTGGGGACTACAGTGTCCATAAAATCATCTCTGCCTTCCATCAAGA 

TGTTGATGGCTGGAAGGCTGTCCAAAGAAACGGGTCTCCTGCAAAGCTCCAGTGGTCACAGCGCCATCGG 

GATATATTTAGCTCAGCACGACGATCAGACCCTGTCTATTTTGTAGCTCCTGCCAAATTTCTTGGGAATC 

AACAGGTGAGCTACGGGCAAAGCCTATCTTTTGACTACCGTGTGGATAGGGGAGGCAGACACCCATCTGC 

CCATGACGTGATCCTGGAAGGTGCTGGTCTACGGATCACAGCTCCCTTGATGCCACTTAGCAAGACACTG 

CCT TGTGGGAT CACC AAGACT T ACACATT CAGATT AAATGAACAT CCAAGCAGTAATTGGAGCCCCCAGC 

TAAGTTACTTTGAGTATCGGAGGTTACTGCGGAACCTCACAGCCCTGCGGATCCGAGCTACCTACGGAGA 

ATACAGTACTGGGTACATTGACAACGTGACCTTGATTTCAGCCCGCCCCGTTTCTGGAGCCCCAGCGCCC 

TGGGTTGAACAATGTGTATGCCCTGTTGGCTACAAGGGGCAGTTCTGCCAGGATTGTGCTTCCGGCTACA 

AAAGAGATTCAGCCAGACTGGGACCTTTTGGCACCTGTATTCCATGTAACTGCCAAGGGGGAGGGGCCTG 

CGATCCAGACACAGGAGACTGTTACTCAGGGGATGAGAACCCTGACATCCCTGAGTGTGCTGACTGCCCC 

ATTGGTTTCTACAACGATCCACAAGACCCCCGCAGCTGCAAGCCGTGCCCCTGTCGCAATGGGTTCAGCT 

GCTCCGTGATGCCTGAGACAGAGGAGGTGGTGTGCAATAACTGCCCCCAGGGTGTCACTGGTGCCCGCTG 

TGAGCTCTGTGCTGATGGCTATTTTGGGGACCCCTTCGGGGAACGTGGCCCAGTGAGGCCTTGTCAGCCC 

TGTCAGTGCAACAACAACGTGGACCCTAGTGCCTCCGGGAACTGTGACCGCCTGACAGGCAGGTGTCTGA 

AGTGCATCCACAACACAGCTGGGGTCCACTGTGACCAGTGCAAAGCAGGCTACTATGGGGACCCGTTGGC 

TCCCAATCCAGCAGACAAGTGTCGAGCTTGCAACTGCAACCCAGTGGGCTCGGAGCCTGTGGAGTGTCGA 

AGTGATGGCAGCTGTGTTTGCAAGCCAGGCTTTGGTGGCCTCAGCTGTGAGCATGCGGCACTGACCAGCT 

GTCCAGCTTGCTATAATCAAGTGAAGGTTCAGATGGATCAGTTTATGCAGCAGCTCCAGATCCTGGAGGC 

CCTGATTTCGAAGGCTCAGGGTGGAGCAGTACCCAACGCAGAGCTGGAAGGCAGGATGCAGCAGGCTGAG 

CAGGCCCTTCGGGACATTCTGAGAGAAGCCCAGATTTCACAAGATGCTGTTAGATCCTTCAATCTCCGGG 

TGGCCAAGGCAAGGACTCAAGAGAATAGCTACCGGGACCGCCTGGATGACCTCAAGATGACTGTGGAAAG 

AGTTCGGGCCCTGGGCAGTCAGTATGAGAACCAAGTTCAGGATACTCGCAGGCTCATCACTCAGATGCGC 

CTGAGCCTGGAGGAAAGTGAGGCTTCCCTGCAAAACACCAACATTCCTCCTTCAGAGCACTACGTGGGGC 

CAAATGGCTTTAAAAGTCTGGCTCAGGAGGCCACGAGATTGGCAGACAGCCATGTTCAGTCAGCCAGTAA 

CATGGAGCAACTGGCAAAGGAAACCCAGGAGTATTCCAAAGAGCTGATGTCACTGGTGCGCGAGGCTCTG 

CAGGAGGGAGGCGGAAGCGGCAGCCTGGACGGAGCCGTGGTGCAAAGGCTTGTGGGAAAATTGCAGAAAA 

CTAAATCTCTGGCCCAGGAGTTGTCGAGGGAGGCCACGCAAACCGACATGGAAGCAGATAGGTCTTATCA 

GCATAGTCTCCACCTTCTCAATTCCGTGTCCCAGATTCAGGGAGTCAATGATCAGTCCTTGCAGGTAGAA 

GCGAAGAGGCTCAGACAAAAAGCTGATTCTCTCTCAAAGCGTGTGACTAAGCATATGGATGAGTTCAAGC 

ACGTGCAAAGCAATCT GGGAAACT GGGAAGAAGAAACCCGGCAGCT CT TACAGAATGGAAAGAAT GGGAG 

ACAGACATCAGATCAGCTGCTTTCCCGTGCCAACCTTGCTAAAAGCAGAGCCCAAGAAGCACTAAGTATG 

GGCAATGCCACTTTTTATGAAGTTGAGAACATCTTAAAGAATCTCAGAGAGTTTGACCTGCAGGTTGGAG 

ATAAAAGAGCAGAAGCTGAAGAGGCCATGAAGAGACTCTCCTACATCAGCCAGAAGGTTGCAGGTGCCAG 

TGACAAGACGAAGCAAGCAGAAGCAGCCCTGGGCAGTGCTGCTGCCGACGCCCAGAGGGCAAAGAATGCA 

GCCAGGGAGGCCCTGGAGATCTCTGGCAAGATAGAACAGGAGATAGGAGGTCTGAACTTGGAAGCCAATG 

TGACAGCAGATGGAGCCTTGGCCATGGAGAAGGGACTGGCCACTCTGAAAAGTGAGATGAGAGAAGTGGA 

AGGAGAGCTGTCAAGGAAGGAGCAGGAGTTTGACATGGATATGGACGCAGTGCAGATGGTAATTGCAGAG 

GCCCAAAGAGT T GAAAACAGAGCCAAGAATGCTGGAGTTACGATCCAAGACACAC TCAACACAT TGGATG 

GCATCCTACACCTAATAGACCAGCCTGGCAGTGTGGATGAAGAGAGGCTGATCTTACTGGAGCAGAAGCT 

TTTCCGAGCCAAGACTCAGATCAACAGCCAGCTACGGCCCTTGATGTCAGAGCTGGAAGAGAGGGCACAT 

CGGCAGAAGGGCCACCTCCGTTTCCTGGAGACTAGCATAGATGGGATTCTGGCTGATGTGAAGAACCTGG 

AGAACATCAGGGACAACCTGCCCCCGGGCTGCTACAATACCCAGGCTCTTGAGCAACAGTGAAGCTGCCT 

TAGAGATTTCTCAACCAAGGTTCTTGGGATTCAGACCTAGCTGCCTTAGAGATTTCTCAACCAAGGTTCT 

TGGGATTCAGACCTCAGGGCTCAGGAGCCCGCATGCGGGTGGGGTGGGATGGGAATATTTGAATATGTTG 
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AATGCGTGTGCTCAGGCCCCAGTGAACCTGATCCCATCCCTGAGACCTCGGCCAGATA7UVTGTCTTTATT 
G 

>GBEQ0033 I Acc ] AF354445 | Ver ( AF354 4 45 . 1 GI : 13811398 | Equus caballus natural resistance 

associated macrophage protein 1 (NRAMP1) mRNA, complete cds . 

CCGGGCAGGCGGGGCCCACGCAGAGAGTGCCAGAGCCTGCCGTCCTCATGACAGGTGACAGTGGAGCCCC 

AAGGCTAAGCCGGCCCAGCTATGGCTCCATCTCCAGCTCACCCAGCCCAGGGCCACAGCAAGCACCTCCC 

GGAGGGACCTACCTGAGTGAGAAGATCCCCATCCCGGACACGGAACAGGGCACGTTCAGCCTTCGGAAGC 

TGTGGGCCTTCACTGGGCCGGGCTTCCTCATGAGCATCGCTTTCCTGGATCCAGGAAACATCGAGTCGGA 

CCTTCAGGCTGGCGCTGTGGCTGGATTCAAACTGCTCTGGGTGCTGCTGTGGGCCACAGTGTTGGGTTTA 

CTCTGCCAGCGACTTGCTGCCCGGCTGGGTGTGGTGACAGGAAAGGACTTGGGCGAGGTCTGTCATCTCT 

ACTACCCTAAGCTGCCCCGCACCATCCTCTGGCTGACCATCGAGCTGGCCATCGTGGGCTCGGACATGCA 

GGAGGTCATCGGCACCGCGATTGCATTCAATCTGCTCTCAGCTGGACGAATCCCACTCTGGGGTGGCGTG 

CTCATCACCATCGTGGACACTTTCTTCTTCCTCTTCCTCGATAATTACGGGCTGAGGAAGCTGGAAGCCT 

TTTTTGGATGCCTTATTACCATCATGGCCTTGACCTTCGGCTACGAGTACGTGGTGGCCCGTCCCGCTCA 

GGGGCCGCTTCTCCGAGGCCTGTTCCTGCCCTCCTGCCCCGGCTGCGGCCACCCCGAGCTCCTGCAGGCC 

GTGGGCATCGTCGGCGCCATCATCATGCCGCACAACATCTACCTGCACTCGGCGCTGGTCAAGTCTCGAG 

AGATAGACCGGTCCCGCCGGGCGGACATCCGAGAAGCCAACATGTACTTCCTGATCGAGGCCACCATCGC 

CCTGTCCGTCTCCTTCTTGATCAACCTCTTCGTTGTGGCCGTCTTTGGGCAGGCCTTCTACCAGCAGACC 

AACCAGGCTGTGTTCAACATCTGTGCCAGCAGCCACCAGGACTACGCCAAGATCTTCCCCAGGAACAACC 

TGACCGTGGCCGTGGACATTTACCAGGGAGGCGTGATCCTGGGCTGCCTCTTCGGCCCCGCGGCGCTCTA 

CATCTGGGCCGTGGGTCTCCTGGCGGCCGGGCAGAGCTCCACCATGACCGGCACCTACGCGGGACAATTC 

GTGATGGAGGGCTTCCTGAAGCTGCGGTGGTCACGCTTCGCCCGCGTCCTCCTCACTCGCTCCTGCGCCA 

TCCTGCCCACCGTGCTCGTGGCCGTCTTCAGGGACGTGAGAGACCTGTCAGGCCTCAACGACCTGCTCAA 

CGTGCTGCAGAGCTTGCTGCTTCCCTTCGCTGTGCTGCCCATCCTCACCTTCACCAGCATGCCCGCCATC 

ATGCAGGAGTTTGCCAATGGCCTGCTGAGCAAGATCGTCACTTCCTTCATCATGGCGCTGGTCTGTGCCA 

TCAATCTCTACTTCGTGGTCAGCTACCTGCCCAGCCTCCCCCACCCCGCCTACTTCGGCCTCGTAGCCCT 

GCTGGCCGCGGCCTACCTGTGCCTCACCACCTACCTGGTCTGGACCTGTTCAATCGCCCACGGAGCCACC 

CTTCTGGCCCACAGCTCCCACCAGCGCTTCTTGTACGGGGTTCCTGAAGAGCAGCCAGAGCCCTCCGGAT 

GAACTCCCACCCCGGGGCCTGGCTGCCGGTGGCATGAGTGGGTGGCATGGGTGCGGCAGACTGGGTGCTG 

GATGGGGGGCGGGGGGAGGCGGGGGTGGAGGCAGCAAGACGGCGTGGAGCAGCCTGGGTTCCACAGAGAC 

CTGCTGTTTCCTAGTTCGGACAACTGATTAACCTATGGGTTTCAATGCCCTCATCTG 

>GBEQ0034 | Acc | AF544227 | Ver | AF544227 . 1 GI : 23477705 | Equus caballus lipocortin-1 mRNA, 
complete cds. 

GCCCTTGGACACTGACATGGACTGAAGGAGTAGAAAGCTGGGTGTGGCCTCCTTTCAAATTCTATAAAAT 
CAGAAGCCCAAGGCTCCAGTTGTAGTGTGAAACCCTCAGAGAAGAACCTCTCCTCAGTTCTTTGGAAGAC 
GGTGGAAAAAAATATACTTCTTTAAAAATGTCAATGGTATCAGCATTCCTCAAGCAGGCCTGGTTTATTG 
AAAATGAAGAGCAGGAATACATTAAAGCTGTGAAAGGATCCAAAGGTGGTCCTGGGTCAGCAGTGAGCCC 
CTATCCCAGCTTCAATCCGTCCTCGGATGTTGATGCCTTGCACAAAGCGATCACAGTGAAAGGTGTGGAT 
GAAGCAACCATCAT TGAGAT TCTAACGAAGAGAAACAATGCGCAGCGTCAACAGAT CAAAGCAGCATATC 
TCCAGGAAAAAGGAAAGGCCCTGGATGAAGCTCTGAAGAAAGCCCTTACAGGTCACCTGGAGGATGTTGC 
TTTGGCTCTATTAAAAACACCAGCCCGGTTTGATGCTGATGAACTCCGTGCTGCCATGAAGGGCCTTGGA 
ACTGATGAAGACACTCTGATTGAAATTTTGACATCAAGAACTAACAAAGAAATTAGGGAAATTAACAGAG 
TCTATAGAGAAGAACTGAAGAGAGATCTGGCTAAAGACATCACCTCAGACACATCTGGAGATTTCCAGAA 
GGCTTTGCTTTCTCTTGCTAAGGGTGACCGATCTGAGGATTTTGGCGTGAATGATGACTTGGCTGATTCA 
GATGCCAGGGCT T TATACGAAGCAGGAGAAAGGAGAAAAGGGACAGATG TGAACGTG TTCAAT ACCAT TC 
TGACCACCAGAAGCTATCCTCATCTGCGCAGAGTGTTTCAGATGTACACCAAGTACAGTAAGCATGACAT 
GAACAAAGTTCTGGACCTGGAGATGAAGGGGGACGTCGAGAACTGCTTCACAGCTATTGTGAAGTGTGCG 
ACAAGCAAACCAATGTTCTTTGCTGAGAAGCTTCATAACGCCATGAAGGGTGCTGGAACTCGTGATAAGA 
TATTGATCAGGATTATGGTGTCCCGTTCTGAAGTCGACATGAATGATATCAAAGCATGCTATCAGAAGTT 
GTATGGTATCTCACTCTGCCAAGCCATCCTGGATGAAACCAAGGGAGATTACGA2U\AGATCCTGGTGGCT 
CTCTGTGGAAGAGACTAAACATTCCTTTCACGCTCTCAAGCATTTTCAT CAGAAGACTTTTT 

>GBEQ0035 | Acc | AY057096 | Ver I AY057096 . 1 GI : 23428520} Equus caballus prostaglandin E 
synthase mRNA, complete cds. 

GCACGAGCGGAGCTCCTGCCGCCGAGATGCCACCCCCTAGCCTCGCGATGGTGAGTGGCCAGGCGCTCCC 
GGCCTTCCTGCTCTGCAGCACGCTGCTGGTCATCAAGATGTACGCGGTGGCCGTCATCACGGGCCAAGTG 
AGGCTGAGGAAGAAGGCTTTCGCCAACCCGGAGGACGCCCTGAGACACGGAGGCCTCCAGTTTCACCGGG 
ACGACCAGGACGTGGAGCGTTGCCTGAGAGCCCACCGGAACGACATGGAGACCATCTACCCCTTCCTGTT 
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CCTGGGCCTCGTCTACTCCTTCCTGGGGCCCGACCCTTTCGTGGCCCAGATGCACTTTCTCGTCTTCTTC 
CTGGGCCGCATGGTGCACACCGTGGCCTACCTGGGGAAGCTGCGGGCGCCCACCCGCTCTCTGGCCTACA 
CCGTGGCCCAGCTCCCCTGCGCCTCGATGGCCCTGCAGATCGTCTGGGAAGCAGCCCGCCACCTGTGACC 
GCCAGCTGAGACCTCCTTGCCGCCAGACCGCTGACCGTGAGCCGCCTAGGGGATTGGGCATCCCTTCCAG 
ATTGTGACAGGCCCTGGGGCCTGGTTTCCTGGCAAACTGCTGAGCGCGGGATCCTGGACCCAGTGCACCT 
GTGTGTGTTTGCATATGTGTGTGTTTGCACATGTGCGTGTGTGCGCCCCTTGGATTCCTGGGTGAAGTGG 
CCGATGGAGCCCGTTTAGAGACGAGCTGTCAAGATTGATAGAAAACCCTTCCACTCAAATAATAGAGCAT 
TTAAATAATAGAGCATTTAAAACATGACTCCTTCTTCATCATCCCTAAGAGCAGGAAGAGTGAGRAGGGC 
CAGTTCAGATTCCTGAGCCTAATGGTCATCGGATCCAGGGCTGTAGTAAATGCAGACTTCTCAGACCCAC 
CCCAGAAATTCTGGTTCAGCCTATTTAGAGGGGGGCCTGGGCATCTGCATTTTTTGTAAAGCTCCTGGTG 
AGTCCCAGCACGGGCGGGTCCCGAGCCCCTGGCAGCCCCCTCTAGAGGCAGGGCCAGGACGCGCAGGGTG 
TGTTGCGATTTCTTTTACGGCCGGAGTTCAGTGAGGGGGCATTATGCTCGGTGCCCTCCGGTCAGTCCAC 
ATCCCTCACTGGAGCCTTCTCTGCCTGGCACCGGGGCGGATGGGAGGGGCCCCCGGTGACGTCTGCCTTC 
TCTCCCTGAGGTTTCTGTCGCTCCTGAAGGCTGTAAATCAAGGACAATGGGCCTTGAAGGACCAACCGCA 
AAAGGGAACTTACTGGCTCCTTCAGTATCTGCAGGATTTGAAAACCGCAAATGTGCCTCCTGTGGAGAAT 
GTGTGTGTGTGTGCGTGTGTGCATGTGGT^ATCCACGTGTCTCTCCTAGACTCCTGTTCTGAGACGTGTGT 
GGCTTTAATCATTAAATGGAGCCTTTGGCAAAAAAAAAAAAAAAAAA 

>GBEQ0036 | Acc 1 BK000021 1 Ver | BK000021 . 1 GI : 23395751 1 TPA: Equus caballus tyrosinase-related 

.protein 1 (TYRP1) mRNA, complete cds . 
AGCCTTGTCCTGCATGTTTGCTTCAAGCAGAATGAAAGCTCATAAACTCCTCTCTCTGGGATACCTCTTC 
TTGCCCCCGCTCTTTTTTCAACAAGCCTGGGCTCAATTCCCGAGAGAGTGTGCCACCGTTGAAGCTTTGA 
AAAATGGTGTGTGTTGCCCAGACCTGAATCCTCTGTCTGGGCCTGGGACGGACCGCTGTGGCTCCTCCTC 

.. AGGGAGAGGCCGGTGTGAGGCAGTGACTGCAGACTCCCGACCTCACAGCCACCATTATCCCCACGATGGC 
AGAGACGATCGTGAGGCCTGGCCCACACGCTTCTTCAATAGGACATGCCACTGCAATGGCAACTTCTCAG 
GGCACAACTGTGGGACTTGCCGTCCTGGATGGAGAGGAGCTGCCTGTGACCAGAGAGTTCTCACAGTCAG 
GAGAAACCTTCTGGACTTAAGTACAGAAGAAAAGAGCTACTTTGTCCGGGCCCTGGATATGGCAAAGCGC 
ACAACTCACCCTCAGTTTGTCATTGCCACCAGGAGGTCAGAAGAAATATTGGGGCCAGATGGCGACACGG 
CACAATTTGAGAATGTTTCCATTTATAACTACTTTGTTTGGACACACTATTACTCAGTCAAGAAGACCTT 
CCTTGGGGCAGGTCAGGAAAGCTTTGGTGAAGTGGATTTCTCTCATGAAGGACCAGCTTTTCTCACGTGG 
CACAGGTACCACCTACTGCAGCTGGAGAGAGACATGCAGGAAATGTTGCAGGATCCTTCTTTCTCCCTTC 
CTTACTGGAATTTTGCGACCGGGAGGAACATCTGTGACATTTGCACCGATGACTTGATGGGCTCGAGAAG 
CAACTTTGATTCCAGTCTTATCAGCCCGAACTCTGTGTTTTCTCAATGGCGAGTGGTCTGCGAATCTTTG 
GAAGATTATGATACCCTGGGAACCCTTTGTAACAGCACTGAAGGTGGGCCAATTAGGAGAAACCCAGCTG 
GAAATGTGGCTAGACCAATGGTGCAACGTCTTCCTGAACCACAGGATGTCGCTCAGTGCTTGGAAGTTGG 
GT TATTT GACACACC TCCT T T TTATTCCAAT TCTAC AAACAGT TTCCGAAACACAG TGGAAGGT TACAGT 
GATCCCACGGGAAAGTATGACCCTGTTGTTCGAAGCCTTCACAATTTGGCTCATCTATTCCTGAATTGGA 
GAGGGGAACAAACCCATTTATCTCCCAAATTGATCCTATTTTGGTCCTCCCTGCATACTTTCACCGAATG 
CATCTTTGGATGGATGGCTGAGGAGTACAATGCTGGATATATCCAACATTTCCCACTGGAAATGCTCCTT 
ATTGGACATAATAGACAATACAATATGGTGCCATTCTGGCCTCCAATTACCAATGTGGAAATGTTTGTCA 
CTGCTCCAGACAACCTGGGATATACTTATGAAGTTCAATGGCCAGGTCGGGATTTCAGTATTTCTGAGAT 
CGTTACCATAGCAGTAGTTGCTGCGTTATTAGTGGTTGCAGTCATTTTTGTGGGCGCGTCTTGTCTGATT 
CATGCCAGAAGCAACAGGGATGAAGCAACTCAGCCTCTCCTCACTGATCGTTATCAACACTACGCTGCAG 
AATATGAAAAACTCCCGGATCCTAATCAGTCTATGGTCTACCAATAAATGGCTTATTCTCTTAGGCATTA 
GTATCACAAACCCATTAGGTTGAAAAATAATAGAGTGAGTTACTAACTGTATTTTCTTTCACTCTCTTAC 
TTTCTTCCTTATGCATGCACATGTTAAAATTTAAGCTCCAGGTATTATTTTCGAGAACTGAGAAGGGTCA 
TAGTCTTTGCAAAAGGATCTAATTTTCAGCTCTTTTTTVAACCAGTAGGTTGCGCCAACTCCACAGTATTT 
AAGCAGATAGCATGAAGAT TTTT GT C ACGTT T T AAAGGTCAACT ATATAACAAGGTACATAAT C T GCTGT 
GCTTTGTCTATGTGTAAAGACAAATCATGATTGCTGGTAAATCCCTGATTAAAATACATGAGTAGGCACT 
TCTACAATGTTAAAATGTAAATACAT T T CCAT CCATTGACAT T GACCAAC AGACAT AAAGTAAGCCACAT 
CTATTAGTTAAAATAAATTATGTGGAGTTATAAATGGGATCCCAATTAACTTCTTCAAATTGGTCTTCCC 
CTT TGGTCAT CAGCATATAT 

>GBEQ0037 |Acc| AF54 1975 | Ver |AF54 1975. 1 GI : 23305888 ) Equus caballus metalloproteinase 
(ADAMTS-l) mRNA, partial cds. 

GGATGACGAGACCCAGCCCTCGAGGGGCGCGGAGCCGGAGGGGCAGGACGCCGGGACGCAGTGGGCGCCG 
CGGGACAGGGCCCCGCAGCGCGCCGGACGGCCAACAGGAACTGGAAGCATAAGAAAGAAGCGATTTGTGT 
CCAGCCCCCGATATGTGGAAACCATGCTTGTGGCTGACCAGTCTATGGCAGAGTTCCACGGCAGTGGTTT 
AAAGCACTACCTTCTCACCTTGTTCTCGGTGGCGGCCCGGTTATACAAACACCCCAGCATTCGGAATTCA 
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GTTAGCCTGGTGGTGGTGAA.GATCCTAGTCATCTATGAGGAACAGAAGGGGCCCGAAGTGACTTCCAA.TG 
CTGCTCTCACTCTGCGGAATTTCTGCAACTGGCAAAAGCAGCACAACCCGCCCAGTGACCGGGATGCGGA 
GCACTATGACACAGCGATTCTTTTCACCCGACAGGATTTGTGTGGGGCCCAGACATGTGATACTCTTGGG 
ATGGCTGATGTTGGAACTATATGTGATCCCAGCAGAAGCTGCTCGGTCATAGAAGATGATGGTTTACAAG 
CTGCCTTCACCACAGCCCATGAATTAGGCCACGTGTTTAACATGCCACATGATGATGCAAAGCAATGTGC 
CAGCATTAATGGTGTCAACCGGGATTCCCACATGATGGCGTCAATGCTTTCCAATTTGGACCGCAGCCAG 
CCTTGGTCTCCCTGCAGCGCCTACATGATTACATCATTTCTGGATAATGGTCACGGTGAATGTTTGATGG 
ACAAGCCCCAGAGCCCCATACAGCTCCCCTCTGATCTCCCCGGGACCTTGTATGATGCCAACCGGCAATG 
CCAGTTCACGTTTGGGGAGGAGTCCAAACACTGCCCGGATGCAGCCAGCACGTGCACGACCCTCTGGTGC 
ACTGGCACTTCTGGCGGGTTGCTGGTGTGCCAAACCAAACACTTCCCTTGGGCAGATGGCACCAGCTGTG 
GAGAAGGGAGATGGTGTGTCAATGGCAAGTGTGTGAACAAGACCGACAGGAAGCATTTTGATACTCCTGT 
TCATGGAAGCTGGGGGCCGTGGGGGCCCTGGGGAGACTGTTCGAGAACATGTGGTGGAGGAGTTCAGTAT 
ACAATGAGGGAATGTGACAACCCAGTGCCAAAGAATGGAGGGAAGTACTGTGAAGGCAAGCGCGTGCGCT 
ACAGGTCGTGTAACATCGAGGACTGTCCGGATAATAATGGGAAAACCTTTAGAGAGGAACAATGTGAGGC 
TCACAATGAATTTTCGAAAGCTTCCTTTGGGAGTGGGCCTGCGGTGGAGTGGACACCCAAGTATGCTGGA 
GTCTCACCAAAGGACAGGTGCAAGCTCATCTGTCAAGCCAAAGGCATTGGCTACTTCTTCGTTTTGCAGC 
CCAAGGTGGTAGATGGTACTCCATGTAGCCCCGATTCCACCTCTGTCTGCGTGCAAGGGCAGTGTGTAAA 
AGCTGGCTGTGACCGCATCATAGACTCCAAAAAGAAGTTTGATAAATGCGGTATTTGCGGAGGAAATGGA 
TCTACATGCAAGAAAATATCCGGATCAGTTACTAGTGCAAAACCTGGATATCATGATATCGTCACAATTC 
CAACT GGAGCCACAAACAT T GAAGT GAAACAACGGAATCAGAGGGGATCCAGAAATAATGGAAGCT T T CT 
TGCCATCAAAGCTGCTGATGGCACATACATCCTGAATGGTGACTTCACTTTGTCCACTTTAGAACAAGAC 
ATTACGTACAAAGGTAGTGTCTTGAGGTACAGTGGCTCTTCTGCAGCGTTGGAAAGAATTCGCAGCTTTA 
GTCCTCTCAAAGAGCCCTTAACCATCCAGGTCCTTACAGTGGGCAATGCCCTTCGACCGAAAATTAAATA 
CACATACTTTGTGAAGAAGAAGAAGGAATCTTTCAATGCCATCCCTACTTTCTCAGAATGGGTCATCGAA 
GAGTGGGGCGAATGTTCCAAGTCATGTGGACAGGGTTGGCAGAGAAGACTGGTAGAGTGCCGAGACATCA 
ATGGGCAGCCAGCTTCCGAGTGTGCGAAGGAAGTGAAGCCAGCCAGCACCAGACCTTGTGCAGACCTGCC 
TTGTCCCCGCTGGCAGCTGGGGGATTGGTCGCCATGTTCCAAGACTTGTGGGAAGGGTTACAAAAAGAGA 
ACCTTGCAGTGTCTGTCCCACGATGGGGGGGTGTTGTCTCAAGAGAGCTGCGATCCTTTAAAGAAACCCA 
AACAT TACATAGACT TTTGCACCATGGCAGAATGCAGT TAAGCAAT GTCAGT GT T GAGGGAAAAGTAAAG 
TGTGGAAGGGCTGATGCACTGAAATCAAGAAGGCTGGAGGAATCCAGTGTACCTTGCCGGTGATCAACAA 
GGTGTGTCTATGAGTTAGGAGACTATAGGTAGGTAGAAAAGAAGTTAGATCGTCAGAATATCCTGCCAGT 
TACAAACTTG ATAGGG TAG TTAATGAGGAT TAT TAATC TCTGAGCAAT GATATAGCAT GATAAAGGCCCA 
GGGCAT TAT TAT CAT CCCTT T TGT TAC AT CTAT GACAAGTT AAAAAAAAAATAGAAACAAT T GT CAAAAT 
AATTTTAAGAAATATTACAATCCCTGTTTCCTGGTACTGATTAAATACTTTGTATCATGGGGATTAGGAA 
ATGAAAAGCAGGAAAAAGATGAGAAT T TTAGTT TAAGATG TGGCTTAT T TCACC T CGC TAACAATAGAGG 
GAGAAAGGAGTATGTATAGGGTCTTTGGCCAGCACTGCCATGGCTGCTATGGTTTCAGAGAATGCTATCT 
TT T C TACCCAGCAGTAAGAATT C AACAT TGACCAGCAT GAGAGAAAT GTGTAACAACGTCCAAT GACT CC 
GTCTGTACTTTCTTGTGCCATTCTTGTGTCTTTATTTGTCAATTCATTTTGACAAGGAAACAATTCCGTG 
TAT T TGTAAGAATGCATT GAGTC TACAAGAGGGAAAAAAAGCAGCAATGTAT CAGAT GCT GGGAAAAATA 
ACTAGAGGAGGCAGGATGAGGTCAGTACCTCCTACCATTCGTTCCTCCTTATGTAAGCCTGCTTTAGGAA 
TGTGGATGTGGAAAAACAGTGTGTGTCTCAAGGAAGTCAGTAACACCACACAAAAAGGATGTAATGCCAG 
AATAAGTATGGGGTGCATAGAATGGGGTCCCCAGTTTTTGGGGACACTGCAGTCACTTGTCTCACAGTGG 
GGAGGCTACTGAGGGGTAGCGGGTCCATCCCCAGCAGCTGGTCCAACAGTCATATCCTGGTGAATGTCTG 
TTCAGCT CT TCAACT ATGAAAGAGAATATGACT T T T T CCAT GT GTATATAGTAAAATATATTACTATAAA 
TTCTATGTACTTTATAAGTATTGGTTTGTGTGTTCCTTCTAAGAAGGACTATAGTTTGTAATAAATGCCT 
AT AAT AACAT AT T TATT T T TAT AC AT T TCT T T CT AATGATAAAT CTT T TAAGTT ATATCGCTTT T GTAAA 
AGAACATATAAAAAAT AGAGT ATTTATACAATATAT GT TACTAGAAATAATAAAAAGACAC T T T T TGAAA 
AAA 

>GBEQ0038 1 Acc ] AB059407 | Ver j AB059407 . 2 GI : 23200576 | Equus caballus TNMD mRNA for 
tenomodulin, complete cds. 

GGTCTCTCAGTCCTCTCAAAGCAGGGAAAGAGTACTGTGTGCTGAAAGACCATGGCAAAGAATCCTCCAG 
AGAACTGTGAGGACTGTCACAT T T TAAATGCAGAAGCTT T T AAATCCAAGAAGATAT GTAAATCACT T AA 
AATTTGTGGATTGGTGTTTGGTATCCTGGCCCTAACTCTAATTGTCCTGTTTTGGGGAGGCAAGCACTTC 
TGGCCGGAGACACCCAAAAAAACATATGACATGGAGCACACTTTCTACAGCAACGGAGAGAAGAGGAAGA 
TTTACATGGAAATTGATCCCGTGACCAGAACTGAAATATTCAGAAGCGGAAATGGCACTGATGAAACATT 
GGAAGTACATGACTTTAAAAATGGATATACTGGCATCTACTTTGTAGGTCTTCAAAAATGCTTCATCAAA 
ACTCAGATTAAAGTGATTCCTGAATTTTCTGAACCAGAGGAGGAAATAGATGAGAATGAAGAAATTACCA 
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CAACTTTCTTTGAACAATCAGTGATTTGGGTCCCAGCAGAAAAGCCTATTGAAAACCGAGACTTTCTTAA 
AAATTCCAAAATTCTGGAGATTTGTGATAACGTGACCATGTATTGGATCAATCCCACTCTAATAGCAGTT 
TCAGAGTTACAAGACTTTGAGGAGGATGGTGAAGATCTTCACTTCCCTACCAACGACAAAAAAGGCATTG 
AACAAAACGAGCAGTGGGTGGTCCCTCAAGTGAAGGTGGAGAAGACCCGTCGCGCCAGACAAGCAAGTGA 
AGAAGAAC T T CC AAT TAAT GACT ATACT GAAAATGGAATAGAATT TGACCCCATGC T GGAT GAGAGAGGT 
TATTGTTGTATTTACTGCCGTCGAGGCAACCGCTACTGCCGCCGCGTCTGTGAACCTTTACTAGGTTACT 
ACCCGTATCCATACTGCTACCAAGGAGGGCGGGTTATCTGTCGTGTCATCATGCCTTGCAACTGGTGGGT 
GGCCCGCATGTTGGGGAGGGTCTAGTAGCAAGTTCGAGCACAAGAGCTTAAATTTCTGGCAGCCAACATA 
TAATAAATGCATGCTATTCAATGAATTTCTCCCTATAAGGCATTTGGCTCCTGGTAGCCAGTACTCCAGA 
ATTACTTGTAGGTAATTCCTCTCCTCATGTTCTAATAAACTTCTACATCATCTTC 

>GBEQ0039 |Acc | AY04 9939 | Ver | AY04 9939 . 1 GI : 15723737 | Equus caballus alphaSl-casein mRNA, 
complete cds. 

ArGAAGGTTTTCATCCTCGCCTGCCTTGTGGCTGTTGCTCTTGCCAGGCTT7VAACTTCCTCATAGACAGC 
CAGAAAT CATTCAGAATGAACAGGACAGT AGAGAGAAAGT CCTCAAAGAAAGAAAGT T TCCCAGT T T TGC 
T CT AGAGTACAT CAAT GAACTGAACAGGCAGAGAGAACT TCTGAAAGAAAAACAGAAAGATGAACACAAG 
GACACTAGCAATGAATCAACTGAAGAATATC T CATAGAAGACCCTGAGCAACAGGAAT CT AGCAGCACT T 
CATCAAGCGAGGAAGTTGTTCCCATTAACACTGAGAAGCGCATTCCAAGGGAAGACATGCTCTACCAACA 
CACTCTGGAACAGCTTCGCAGACTGAGCAAATACAACCAACTCCAGCTGCAAGCCATCCATGCCCAGAGA 
AAGCCTATGAGAGTAGTGAATCAGGAACAGGCCTACTTCTACCTTGAGCCTTTCCAACCATCCTACCAGC 
TTGATGTCTATCCCTATGCTGCTTGGTTTCATCCTGCGCAAATCATGCAACATGTTGCTTACTCACCATT 
CCATGACACTGCCAAACTCATTGCCTCTGAGAACTCGGAAAAAACTGACATTATACCAGAGTGGTGAAGG 
ATTAAGTGAATTCTCAGAAACTCCACAATTATGGCCCTTGATGTGACTGAAAATCCATTCTTGATTTCTC 
TCCTCAATGTCGATCGTGTAACCCACCTATCCCAAGGCTTCAACTGTTATTTTAGAGTAGGACAATCCCA 
AATTGAGGGTAATCTTTCTTCCTGAGTTCTCTTCTGATATTAGATAGCATATCCTCCTTTTCTTTAAGTT 
AAAT T T T CCT GTACAGT TAT CGTCT GAATTCCAGTTGATTATGCCAGTATGAAGG TCAC TGAATCAGAGT 
GTTAAAAGTCTTTACTGGTTCTATATGGGAATTTTGTTGAAAAATCTTTAAATTGCTTCTTCTGTAAGTG 
T CAT CAT T TCAAATAAT T GT GTGCAGT AACT GAGAT T T 

>GBEQ0040 |AcclAF531753|Ver|AF531753.1 GI : 22347677 | Equus caballus glucose transporter 
type 4 (GLUT4) mRNA, complete cds. 

AAACAAGATGCCGTCGGGTTTTCAACAGATCGGCTCAGAAGATGGGGAACCGCCTCAGCAGCGAGTAACT 
GGGACCCTGGTCCTCGCAGTATTTTCTGCTGTGCTTGGCTCCCTGCAGTTTGGCTACAACATTGGGGTCA 
TCAATGCCCCACAGAAGGTGATTGAACAGAGCTACAATGAGACATGGCTGGGGAGGCAGGGGCCTGAGGG 
GCCCAGCTCCATCCCACCAGGCACCCTCACCACCCTCTGGGCTCTCTCCGTGGCCATCTTTTCTGTGGGC 
GGCATGATCTCCTCCTTCCTCATTGGCATCATCTCTCAGTGGCTGGGAAGGAAAAGGGCAATGCTGGTCA 
ACAATGCCCTGGCAGTGCTGGGGGGCAG£CTCATGGGCCTGGCTGACACTGCTGCCTCCTATGAGATGCT 
CATTCTTGGACGGTTCCTCATTGGCGCCTACTCAGGGCTGACGTCAGGGCTGGTGCCCATGTATGTGGGG 
GAGATCGCCCCCACTCACCTGCGGGGTGCCTTGGGGACACTCAACCAACTGGCCATCGTCATTGGCATTC 
TGATCGCCCAGGTGCTGGGCTTGGAGTCTATGCTGGGCACTGCCACCCTATGGCCACTGCTCCTGGGCAT 
CACAGTGCTGCCTGCCCTTCTGCAGTTGGTCCTACTGCCCTTCTGCCCAGAAAGCCCTCGCTACCTCTAC 
ATCAGCCGGAACCTGGAGGGGCCCGCCAGAAAGAGTCTGAAGCGCCTGACAGGCTGGGCTGACGTGTCTG 
GAGTGCTGGCTGAGCTAAAGGAAGAGAAGCGGAAGCTGGAGCGTGAGCGGCCACTGTCCCTGCTCCAGCT 
CCTGGGCAGCCGTGTCCACCGGCAGCCCCTAGTCATTGCAGTTGTGCTGCAGCTCAGCCAGCAGCTATCG 
GGCATCAACGCTGTTTTCTATTATTCAACCAGCATCTTCGAGAAGGCAGGAGTAGGGCAGCCAGCCTATG 
CCACCATAGGAGCTGGTGTGGTCAACACAGTCTTCACCTTGGTCTCGGTGTTTTTGGTAGAACGAGCTGG 
GCGCCGGACACTCCATCTCCTGGGCCTGGCGGGAATGTGTGGCTGTGCCATCTTGATGACTGTGGCCCTG 
CTTCTGCTGGAGCGAGTTCCAGCCATGAGCTATGTCTCCATCGTGGCCATCTTTGGCTTTGTGGCATTCT 
TTGAGATTGGCCCTGGCCCCATCCCCTGGTTCATCGTGGCTGAGCTCTTCAGCCAGGGACCCCGCCCGGC 
AGCCATGGCTGTGGCTGGCTTCTCCAACTGGACGTGCAACTTCATCATTGGCATGGGCTTCCAGTATGTC 
GCGGATGCTATGGGTCCCTACGTCTTCCTTCTATTTGCGGTCCTCCTGCTTGGCTTCTTCATCTTCACCT 
TCTTAAGAGTGCCTGAAACCCGAGGCCGGACGTTTGACCAGATCTCAGCCGCTTTCCACCGGACACCCTC 
TCTTTTAGAGCAGGAGGTGAAGCCCAGCACGGAACTTGAGTATTTAGGGCCAGATGAGMAYGACTGAGG 

>GBEQ0041 |Acc|AY081138)Ver)AY081138.1 GI : 22331937 | Equus caballus interleukin-4 receptor 
alpha-chain mRNA, complete cds. 

GGGCGCTGCCGAGCCTGGCTGCCCTGGATCCCGCACTTCCCGCTCGGGCGCTGGACGGCGAATGGGCCAG 
GGGCGCGCAGGTGCAGTAGGGTCTCCCAATGGGGTGCCTTTGCCCCGGGCTCACGCTCCCTGTGAGCTGC 
CTGATCCTGGTGTGGGCGGCAGGCTCTGGGAGCGTTAAGGTCCTGCGTCTCACCGCCTGCTTCTCCGACT 
ACATCAGCGCCTCCACCTGTGAGTGGAAGATGGACCGTCCCACCAACTGCAGTGCCCAGCTCCGTCTGTC 
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CTACCAGCTGAACGACGAGTTCTCTGACAACCTCACGTGTATCCCCGAGAACAGAGAAGATGAAGTGTGC 

GTGTGCCGTATGCTGATGGACAACATCGTCAGCGAGGACGTCTATGAGCTGGACCTGTGGGCTGGGAACC 

AACTGCTGTGGAACAGCTCCTTCAAGCCCAGCCGGCACGTGAAACCCAGGGCCCCTCAAAACCTCACGGT 

TCACGCCATCTCCCACACGTGGCTGCTGACGTGGAGCAACCCGTACCCTTTGAAGAATCACCTGTGGTCT 

GAGCTTACCTACCTGGTCAACATCTCCAAGGAGGACGACCCCACGGACTTCAAAATCTACAACGTGACCT 

ACATGGACCCCACCCTCCGCGTCACAGCCAGCACCCTGAAGTCCAGGGCTACGTACAGCGCACGGGTGAA 

GGCCAGGGCTCAGAACTACAACAGCACCTGGAGTGAGTGGAGCCCCAGCACCACGTGGCATAACTACTAC 

GAGCAGCCCTTGGAGCAGCGCCTCCCGCTTGGTGTCAGCATCTCCTGCGTTGTCATCCTGGCCATCTGCC 

TGTCCTGCTATTTCAGCATCATCAAGATTAAGAAAGAATGGTGGGACCAGATTCCCAACCCAGCGCACAG 

CCCCCTCGTGGCTATCGTCCTCCAGGATTCTCAGGTGTCACTGTGGGGGAAGCAGTCCCGAGGCCAGGAG 

CCAGCCAAGTGCCCACGCTGGAAGACTTGTCTTACCAAGCTCCTGCCCTGTTTACTGGAGCATGGCCTGC 

AAAAGGAGGAGGATTCCTCCAAGACTGTCAGAAATGGGCCTTTCCAGAGTCCTGGAAAATCAGCATGGCA 

CACTGTGGAGGTCAACCACACGATCCTCCGGCCAGAGATCATCAGCGTGGTGCCGTGTGTGGAGCTGTGT 

GAGGCCCAGGTGGAGAGCGAGGAGGAGGAAGTGGAGGAAGATAGAGGGAGCTTCTGCCCGTCGCCTGAGA 

GCAGCGGGAGCGGCTTCCAGGAAGGCAGGGAGGGCGTCGCGGCCCGGCTGACAGAGAGCCTGTTCCTGGG 

CCTCCTCGGGGCTGAGAATGGGGCCTTGGGGGAGTCATGCCTTCTTCCCCCTTTAGGAAGTGCTCACATG 

CCCTGGGCCAGGATCTCAAGTGCAGGGCCCCAGGAGGCAGCGTCCCAGGGTGAGGAGCAGCCTCTCAACC 

CAGAGTCAAATCCTCTGGCCACTCTGACCCAGAGCCCAGGCAGCCTGGCTTTCACAGAGGCGCCTGCTGT 

GGTTGCAGACAACCCCGCCTACCGCAGCTTCAGCAACTCCCTGAGCCAGCCCCGAGGTCCTGGAGAGCTT 

GACTCAGACCCACAGCTGGCCGAACACCTGGGCCAAGTGGACCCCAGCATCCCCTCCGCCCCCCAGCCCT 

CTGAACCACCCACTGCACTCGAGCCTGAACCAGAAACCTGGGAGCAGATGCTCCGCCAGAGTGTCCTCCA 

GCAGGGGGCAGCCCCAGCCCCCGCCTCGGCCCCCACTGGCGGCTACCGGGAGTTTGCGCAGGTGGTGAAG 

CAGGGTGGCGGGGCGGCGGGCTCCGGCCCTTCTGGGGAGGCTGGGTACAAGGCCTTCTCCAGCCTGCTCG 

CTGGCAGTGCCGTCTGCCCAGGGCAATCTGGGGTTGAGGCCAGCAGTGGGGAGGGGGGCTACAGGCCCTA 

TGAGAGCCCCGACCCTGGAGCCCCTGCCCCGGTCCCCGTCCCCCTGTTCACCTTTGGACTGGATGTGGAG 

CCACCTCACAGCCCTCAGAACTCCCTCCTGCCAGGCGGCTCCCCAGAGCTCCCTGGCCCAGAGCCGACGG 

TGAAGGGAGAGGACCCACGGAAGCCCCTGCTTTCCGCACAGCAGGCCACAGACTCCCTCAGGGACGACCT 

GGGCAGCGGCATTGTCTACTCGGCCCTCACCTGCCACCTTTGTGGCCACCTGAAGCAGTGTCATGGCCAG 

GAGGAGCATGGCGAGGCCCACACTGTGGCCAGCCCCTGCTGTGGCTGCTGTTGTGGGGACAGGTCCTGCC 

CCCCAGTGAGCCCCGTGAGGGCCCTGGACCCCCCGCCAGGTGGGGTTCCCCTGGAGGCGGGCCTCTCTCT 

TGCCTCCCTGGGATCCTTGGGGCTCTCTGAGGAGCGCAAACCCTCCCTCTTCTTCCAGCCTGCTCCCGGC 

AATGCTCAGAGCTCGAGCCAGACCCCTCTCACGGTGGCCATGCTCTCCACAGGGCCCACATGCACGAGCG 

CTTCCTAGGGGCGTGCCCTCTGGTTGCTGCGGTCCACAGGTGAGGACCGGGTCTTCGAAATGCCTCCCCC 

CACATTTTGGGGCAGCCAGGCTGGCAGACTTCTGAAAGACTCAGAGAACCCTGGTAGGAAGCTGTGAGGT 

TGTCCAACCTGGGGCTACAGAGACTGGACCCCCTTGCTCCCAGCCGTGGCCCAAGCTCCCCCCATCCCAC 

GGGAGTGGAGCCTGCAGGGCAGCCATGCCCACGGCAGGCACCTGCGGGCATCGGGAGGTCCCTGGGCAGC 

TGAGCTTGTGAACGAGCCGTTGGCCGCTTCGTTGGTGCACAGCTTCTCCAGCATGCTGTCCCTGTCACGC , 

CTGCCCAAGGCTTGTTTTGTCCACCTAATCTCTCTGTTACCCGAGTCTGACCCAGTCCTGGGTTAGCTGC 

CGCCATATCACTGGATTGGATGCTGAGCCTAGAAACTGATCAAGCTCATGGGGGAATGACTTAGGAGGCC 

CCAGGAAATTCAAGGGAAGTCGGGGTCCAGGAGGATAGGATTTGCCTAGAGAGGCCCGTTCC.TTCAACAG 

AGCTTCATCTAGCTGGCACCAGAGGCAGGATTGCACCTGTGGTGGGTGCTTAGCCAAGTCGGGGTCACAG 

AGAAGGACATGAGAAATTGTGATTAGCCGGTAGTGACAGTTTGCTGTCAGGTCCCCCCACAACTGTAGGC 

CTGGGCCTCCTCTTAGGCATGGGATCCCCAGAGTGGACCTGCCCAGCTACCCAGGGCCAGTTTGTGCACC 

CATGGAGAGCGTTGCTGGCAGCCATAGAGACCAGAGGGAGTGGGTCACAGCCCATGACCCAGCCGAATGG 

GGCATTCCAGACAGCTGACCCGGCACGTTTTGCCTGCACATGGCTCAGACCTTGGGTCGAGTAACGCTTG 

TTTGTGTGTATCTCAAAGATTATTTTATCTCCTGGTATTTGTGTTTGCTGAGGACGGTGGAATGGGGGGG 

TCTGGAGTCTTGTATGAATAAAGATTCTTTCTCTCAAAAAAAAAAAAAAAAAA 

>GBEQ0042 | Acc | AJ31537 9 | Ver j AJ31537 9 . 1 GI : 21732248 | Equus caballus mRNA for acidic 
epididymal glycoprotein 1 (AEG1 gene) . 

ATGATTTGCAATCTTCACAGGCTCTAGATTTGTTCTGATTACTATGCGTTTGTGCCCTTTGCCTGCTGTA 
AATTCCTGGATGTCTTGTAAGCATTTTCCTTGCACTGACTTCTTCATAGAGCAAATCTTTCCTGTAGGGG 
GCTGTTGCGAGGCATTAGCACACTATCTAGCCAAAGATCTGGGTCTCATCGGGACACTGAACTTTACAAA 
TTGTGTGAACTTGGAGATGACAATGAAACACTTCTTGTTTTTGGCTGCTGCTGCTGCTGGCTTCCTGCCT 
GTTGTGATCATAAGAGCTAAACCAGCTAGCGTTCCATATCATACGCTTCTCACTGAGTTGGCAACTGTCC 
AAGAAGAAATTGTTACTGTACATAATACTCTCAGAAGAGGAGTAGTTCCGCCAGCCAGCAACATGCTGAA 
GATGAAT T GGAGTGAAGAAGCT GCACAAAACGCCAGAAGGTTGTCTGCGCAGTGTGAAT TGATAGAGAGC 
AAGGCAGTTGAGAGGAGAAT TAC AAATACCTT TT GT GGAGAAAAT AT GCATCTGACATCTT AT C CTATCT 
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CATGGTCAAATGTAATTGGAATCTGGTTCAGTGAGTCTAAATATTTCAAGTATGGGCAATGGATATCAAC 
AGATGATGAAGTAATAATTGAGCATTATACTCAGCTTGTTTGGGCCACTTCTTACCTCATTGGCTGTGGG 
ATATCATCATGCTCCAAAAGAAGGTCAACTCAGTATCTCTACGTTTGTCACTACTGTCATGAGGGAAATG 
ATCCCGACAAAAAGAACGTGCCTTATAATATGGGAACTCCGTGTAAAGACTGTCCAAATGACTGTGAAGA 
TAGACTTTGTACTAACCCCTGCCTCTACTATGATGAATCCAATAAGTGTAAGACACAAAAAGAAGCTCTT 
GGATGTAGCCACTTGTCAGTTAAACTGTTCTGCAAAGCTACTTGTCTGTGTGACACTGAGATAAAATAAC 
CTTTGTTATTCGCAACTGTAATGTGCTGTTGGGGAAACGTCTACTAGATTATATCTTTTACTTTACTTGC 
TTCAGTAGCTTCTGCTGAATTTCTTTTGGTTTTAATTGCACTCAAAATCCTAATTTTCACTAATCATCTA 
TGGGCATCAGATATTTACATCAATGCCCCCAACTTCTGTCCTGATACATCCTCATGTAAAGTCTTAAACT 
TTCTTCCTGCTGGAGTGAAAGATCCATTTCAACACCTTTCTCATCTTTAAATGATGTGCCTTGTCGTGCA 
TAAGTTGTCATAACTCAACTGATGGTATGACGGGGCCCCTCAAGAACCACCTGTGCTGGGGGAGGGTCTT 
CCATGTTTAACTCCTCCCTCTGCTCTCCTGTGTCTCCAGCCACCCTGATATTTGTCTTCCCTGCACAACT 
TAACATGCACTAGCAATTCTTCACTTCTTAACTTTGCTTCTATTTTAGATCAATCATTAAAATAATCCAC 
AAAGC 

>GBEQ0043 | Acc | AB088367 [ Ver | AB088367 . 1 GI : 21907 901 | Equus caballus MyHC- slow mRNA for 
myosin heavy chain slow, complete cds . 

GTCACCTGCAGGCTTGAGCTTCTTTTCTTGTAGACACATTTGGGAAGCCAAGGTGCAGCCATGGGGGACG 
CGGAGTTGGCTGTGTTTGGGTCCGCCGCCCCATACCTGCGCAAGACAGAGAAGGAGCGGCTGGAAGACCA 
GACCAGGCCTTTCGACCTCAAGAAGGACGTCTTCGTGCCTGATGACAAAGAGGAGTTCGTCAAGGCTAAG 
ATTATATCTCGAGAGGGTGGCAAAATCACTGCCGAGACTGAGCATGGCAAGACCGTGACCGTGAAGGAGG 
ATCAGGTGTTGCAGCAGAACCCGCCCAAGTTCGACAAGATCGAGGACATGGCCATGCTGACCTTCCTGCA 
CGAGCCCGCTGTGCTCTACAACCTC2VAGGATCGCTACGCGGCCTGGATGATCTACACCTACTCCGGCCTC 
TTCTGTGTCACCATCAACCCCTACAAGTGGCTGCCGGTGTACACTGCAGAGGTGGTGGCCGCCTACCGGG 
GC2UVGAAGAGGAGCGAGGCGCCGCCCCACATCTTCTCCATCTCTGACAACGCCTACCAGTACATGCTGAC 
AGACAGAGAAAACCAGTCCATCCTGATCACCGGAGAATCCGGGGCAGGGAAGACGGTCAACACCAAGAGA 
GTCATCCAGTATTTTGCTGTTATCGCCGCCATTGGGGACCGCAGCAAAAAGGATCAGACCTCAGGCAAGG 
GCACCCTGGAGGACCAGATCATCGAGGCCAACCCTGCCCTGGAGGCCTTTGGCAATGCCAAGACCGTCAG 
GAATGATAACTCCTCCCGCTTCGGGAAATTCATTCGAATCCATTTTGGGGCGACTGGAAAGTTGGCGTCT 
GCAGACATAGAGACCTACCTTCTGGAAAAATCCAGAGTTATTTTCCAGCTGAAGGCAGAGAGAGATTATC 
ACATTTTCTACCAAATCCTGTCTAACAAAAAACCTGAGCTGCTGGACATGCTGCTGATCACCAACAACCC 
CTAT GAT TATGC AT T CAT CTCCCAAGGAGAGACCACT GTGGCCTCAAT TGAT GACGC T GAGGAGCT CAT G 
GCCACTGATAACGCCTTTGATGTGCTGGGCTTCACTTCAGAGGAGAAGAACTCCATGTACAAGCTGACGG 
GCGCCATCATGCACTTCGGAAACATGAAGTTCAAGCAGAAGCAGCGAGAGGAGCAGGCTGAGCCAGACGG 
CACCGAAGAGGCTGACAAGTCCGCCTACCTCATGGGGCTGAACTCAGCCGACCTGCTTAAGGGGCTGTGC 
CACCCTCGGGTGAAAGTAGGCAATGAGTATGTCACCAAGGGGCAGAATGTCCAGCAGGTGGCATATGCTA 
AAGGGGCCCTGGCCAAGGCAGTGTATGAGAGGATGTTCAACTGGATGGTGGCGCGGATCAACGCCACCCT 
GGAGACCAAGCAGCCGCGCCAGTACTTCATAGGAGTCCTGGACATCGCTGGCTTTGAGATCTTTGACTTC 
AACAGCTTTGAGCAGCTCTGCATCAACTTCACCAACGAGAAGCTGCAGCAGTTCTTCAACCACCACATGT 
TCGTGCTGGAGCAGGAGGAGTACAAGAAGGAGGGCATCGAGTGGGAGTTCATCGACTTCGGCATGGACCT 
GCAGGCCTGCATCGACCTCATCGAGAAGCCCATGGGCATCATGTCCATCCTGGAAGAGGAGTGCATGTTC 
CCCAAGGCCACCGACATGACGTTCAAGGCCAAGCTGTTTGACAACCACCTGGGAAAGTCCAGCAACTTCC 
AGAAGCCACGCAATATCAAGGGGAAGCCAGAAGCCCACTTCTCCCTGATCCACTACGCTGGCACTGTGGA 
CTACAACATCCTAGGCTGGCTGCAGAAGAACAAAGATCCACTCAATGAGACCGTGGTGGATTTATACAAG 
AAGTCCTCCCTTAAGATGCTCAGCAACCTGTTTGCCAACTATCTTGGGGCTGATGCACCTATTGAGAAGG 
GCAAAGGCAAGGCCAAGAAAGGCTCATCCTTTCAGACCGTGTCAGCTCTGCACAGGGAAAATCTGAACAA 
GCTGATGACCAACTTGCGCTCCACACATCCCCACTTCGTGCGTTGCATCATCCCCAATGAGACAAAGTCT 
CCAGGGGTGATAGACAACCCCCTGGTCATGCACCAGCTGCGCTGCAACGGCGTGCTGGAAGGCATCCGCA 
TCTGCAGGAAGGGCTTCCCTAACCGCATCCTCTACGGGGACTTCCGGCAGAGGTATCGCATCCTGAACCC 
AGCGGCCATCCCCGAGGGCCAGTTCATTGACAGCAGGAAAGGAGCAGAGAAGCTGCTGAGCTCTCTGGAC 
ATTGACCACAACCAGTATAGGTTCGGCCACACCAAGGTGTTCTTCAAGGCAGGGCTGCTGGGGCTGCTGG 
AGGAGATGCGAGATGAGAGGCTGAGCCGAATCATCACCCGCATCCAGGCCCAGTCCCGGGGTGTGCTCGC 
CAGAATGGAATTCAAGAAGCTGTTGGAACGCAGAGACTCCCTGCTGATAATCCAGTGGAACATTCGGGCC 
TTCATGGGGGTCAAGAACTGGCCCTGGATGAAGCTCTACTTCAAGATCAAGCCTCTGCTGAAGAGCGCAG 
AGACAGAGAAGGAGATGGCCACCATGAAGGAGGAGTTTGCGCGCCTCAAAGAGGCGCTGGAGAAGTCTGA 
GGCTCGCCGCAAGGAGCTGGAGGAGAAGATGGTGTCCCTGCTGCAGGAGAAGAATGACCTACAGCTCCAA 
GTGCAGGCGGAACAAGACAACCTGGCGGATGCAGAGGAGCGCTGCGACCAGCTGATCAAGAACAAGATCC 
AGCTGGAGGCCAAGGTGAAGGAGATGACTGAGAGGCTGGAGGATGAGGAGGAGATGAATGCCGAGCTCAC 
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TGCCAAGAAGCGCAAGCTGGAAGATGAGTGCTCTGAACTCAAAAGGGACATTGATGACCTGGAGCTGACA 
CTGGCCAAGGTGGAGAAGGAGAAGCATGCAACAGAGAACAAGGTGAAGAACCTGACAGAGGAGATGGCTG 
GGCTGGATGAGATCATCGCCAAGCTGACCAAGGAGAAGAAAGCTCTGCAAGAGGCCCACCAGCAGGCCCT 
GGATGACCTCCAGGCTGAAGAGGACAAGGTCAACACCCTGACCAAGGCCAAGGTCAAGCTGGAGCAGCAC 
GTGGACGATCTGGAGGGATCCCTGGAGCAGGAGAAGAAAGTGCGCATGGACCTGGAGCGAGCTAAGCGGA 
AGCTGGAGGGTGACCTGAAGCTGACTCAGGAGAGCATCATGGACCTGGAGAACGACAAGCAGCAGCTGGA 
TGAGAGGCTGAAAAAGAAGGACTTTGAGCTGAACGCCCTCAATGCAAGGATTGAGGATGAGCAGGCTCTG 
GGCAGCCAGCTGCAGAAGAAGCTCAAAGAGCTTCAGGCACGCATTGAGGAGCTGGAGGAGGAGCTGGAGG 
CCGAGCGCACCGCCAGGGCCAAGGTGGAGAAGCTGCGCTCAGACCTGTCCCGGGAGCTGGAGGAGATCAG 
CGAGCGGCTGGAAGAGGCTGGCGGGGCCACATCCGTGCAGATCGAGATGAACAAGAAGCGTGAGGCCGAG 
TTCCAGAAGATGAAGCGGGACCTGGAGGAGGCCACGCTGCAGCACGAGGCCACGGCGGCGGCCCTGCGCA 
AGAAGCACGCCGACAGCGTGGCTGAGCTGGGCGAGCAGATCGACAATCTGCAGCGCGTGAAGCAGAAGCT 
GGAGAAGGAGAAGAGTGAGTTCAAGCTGGAGCTGGACGACGTCACCTCCAACATGGAGCAGATCATCAAG 
GCCAAGGCCAACCTGGAGAAGATGTGTCGGACCCTGGAAGACCAGATGAATGAGCACCGGAGCAAGGCCG 
AGGAGACCCAGCGTTCTGTCAACGACCTCACCAGCCAGCGGGCCAAGCTGCAGACTGAGAATGGTGAGCT 
GTCTCGGCAGCTGGATGAGAAGGAGGCACTGATCTCCCAGCTGACCCGAGGCAAACTCACCTACACGCAG 
CAGCTGGAGGACCTCAAGAGGCAGCTGGAGGAGGAGGTTAAGGCAAAGAACGCCCTGGCTCACGCGCTGC 
AGTCAGCCAGGCACGACTGTGACCTGCTGCGGGAGCAGTACGAGGAGGAGACAGAGGCCAAGGCGGAGCT 
GCAGCGCGTCCTCTCCAAGGCCAACTCAGAGGTGGCCCAGTGGAGGACCAAGTATGAGACAGACGCCATC 
CAGAGGACCGAGGAGCTCGAGGAGGCCAAGAAGAAGCTGGCGCAGCGGCTGCAAGACGCCGAGGAGGCCG 
TGGAGGCCGTCAATGCCAAGTGTTCGTCTCTTGAGAAGACCAAGCACCGGCTGCAGAATGAGATCGAGGA 
CCTGATGGTGGATGTGGAGCGCTCCAACGCGGCCGCCGCGGCCCTGGACAAGAAGCAGAGGAACTTCGAC 
AAGATCCTGGCCGAGTGGAAGCAGAAGTACGAGGAGTCGCAGTCGGAGCTGGAGTCCTCGCAGAAGGAGG 
CGCGGTCCCTCAGCACCGAGCTCTTCAAGCTCAAGAACGCCTATGAGGAGTCCCTGGAGCACCTGGAGAC 
CTTCAAGCGGGAGAACAAGAACCTCCAGGAGGAGATCTCCGACCTCACTGAGCAGTTGGGTTCCAGCGGA 
AAGACCATCCACGAGCTGGAGAAGGTCCGCAAGCAGCTGGAGGCCGAGAAGCTGGAGCTGCAGTCGGCCC 
TGGAGGAGGCCGAGGCCTCCCTGGAACACGAGGAGGGCAAGATCCTCCGTGCACAGCTGGAGTTCAACCA 
GATCAAGGCAGAGATCGAGCGGAAGCTGGCAGAGAAGGACGAGGAGATGGAGCAGGCCAAGCGCAACCAC 
CTGCGGGTGGTGGACTCGCTGCAGACCTCCCTGGACGCGGAGACGCGCAGCCGCAACGAGGCGCTGCGGG 
TGAAGAAGAAGATGGAGGGCGACCTCAACGAGATGGAGATCCAGCTCAGCCATGCCAACCGCATGGCTGC 
AGAGGC CCAGAAGCAAGT CAAGAGCCTCCAGAGCT TAC TGAAGGACACCCAGATCCAGCTGGAT GACGCG 
GTCCGTGCCAACGATGACCTGAAGGAGAACATCGCCATCGTGGAGCGGCGCAACAACCTACTGCAGGCTG 
.AGCTGGAGGAGCTGCGGGCCGTGGTGGAGCAGACAGAGCGGTCTCGGAAGCTGGCTGAGCAGGAGCTGAT 
CGAGACCAGCGAGCGGGTGCAGCTGCTGCACTCCCAGAACACCAGCCTCATCAACCAGAAGAAGAAGATG 
GACGCAGACCTGTCCCAGCTTCAGACTGAAGTGGAGGAGGCAGTGCAGGAGTGCAGGGATGCCGAGGAGA 
AGGCCAAGAAGGCCATCACGGACGCTGCCATGATGGCGGAGGAGCTGAAGAAGGAGCAGGACACCAGCGC 
CCACCTGGAGCGCATGAAGAAGAACATGGAGCAGACCATTAAGGACCTGCAGCACCGGCTGGACGAGGCG 
GAGCAGATCGCCCTCAAGGGCGGCAAGAAGCAGCTGCAGAAGCTGGAGGCCCGGGTGCGGGAGCTGGAGA 
ATGAGCTGGAGGTTGAGCAGAAGCGCAATGCAGAGTCCATCAAGGGCATGAGGAAGAGTGAGCGGCGCAT 
CAAGGAGCT CACCTACCAGACGGAGGAGGACAGGAAGAACCT GC TGCGGCT GCAGGACCTGGT GGATAAG 
CTGCAGCTGAAGGTCAAGGCATACAAGCGCCAGGCCGAGGAGGCGGAGGAACAGGCCAACACCAACCTGT 
CCAAGTTCCGCAAGGTGCAGCACGAGCTGGATGAGGCAGAGGAGCGGGCGGACATCGCCGAGTCCCAGGT 
CAACAAGCTGCGGGCCAAGAGCCGCGACATCGGCACCAAGGGCTTGAATGAGGAGTAGCTGTGCCACATC 
TTCTTGACCTGCCCAGTCCTGAGGGTGCCAATGGAGTTCCAGTCCCGGAACGCAAATTGCAGCCCCTTTG 
GAGGAAGCAGAATAAAGCAATTTTCCTTGAAGTG 

>GBEQ0044 )Acc| AB088366 | Ver | AB088366. 1 GI : 219078 99 | Eguus caballus MyHC-2x mRNA for myosin 
, heavy chain 2x, complete cds . 

CACTTCAAGGCCGCATCTCTAAGGCAGGGTCTTTGACTGGGCCTCCATCAATAACCCGCAGCCATGAGTT 
CAGACCAGGAAATGGCTATATTTGGGGAGGCTGCTCCTTACCTCCGAAAGTCTGAAAAGGAGCGAATTGA 
AGCCCAGAATAAGCCTTTCGATGCCAAGACATCAGTTTTTGTGGCTGACCCTAAGGAGTCCTTTGTGAAA 
GCAACAGTGCAGAGCAGGGAAGGAGGGAAGGTGACAGCCAAGACTGAAGCTGGAGCTACAGTAACTGTGA 
AAGAAGACCAATGCTTCCCCATGAACCCTCCCAAATATGACAAGATCGAGGACATGGCCATGATGACTCA 
CCTGCATGAGCCTGCTGTGCTGTACAACCTCAAAGAGCGCTACGCAGCCTGGATGATCTACACCTACTCA 
GGTCTTTTCTGTGTCACCGTCAACCCCTACAAGTGGTTGCCAGTGTACAACGCCGAGGTGGTGACGGCCT 
ACCGAGGCAAAAAGCGCCAGGAGGCCCCGCCCCACATCTTCTCCATCTCTGACAACGCCTATCAGTTCAT 
GCTGACTGATCGGGAGAATCAGTCTATCTTAATCACTGGAGAATCTGGTGCCGGGAAGACTGTGAATACC 
AAGCGTGTCATCCAGTACTTTGCAACAATTGCAGTTACTGGGGAGAAGAAGAAGGAGGAACCTACTTCCG 
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GCAAAATGCAGGGGACTCTGGAAGATCAGATCATCAGTGCCAACCCCCTACTGGAGGCCTTTGGCAACGC 
CAAGACCGTGAGGAATGACAACTCCTCTCGCTTTGGTAAATTCATCAGGATCCACTTCGGTACCACAGGG 
AAACTGGCTTCTGCTGATATTGAAACATATCTTCTGGAGAAGTCTAGAGTTACTTTCCAGCTAAAGGCGG 
AAAGAAGCTACCACATTTTTTATCAGATCATGTCTAACAAGAAGCCAGATCTAATTGAAATGCTCCTGAT 
CACCACCAACCCGTATGACTATGCCTTTGTCAGTCAAGGGGAGATCACAGTCCCCAGCATTGATGACCAA 
GAAGAGTTGATGGCCACAGATAGTGCCATTGAGATCTTGGGCTTCACTTCTGATGAAAGAGTGTCCATCT 
ATAAGCTCACAGGGGCAGTAATGCATTACGGGAACCTGAAATTCAAGCAGAAGCAGCGTGAGGAGCAAGC 
TGAGCCAGATGGCACTGAAGTTGCTGACAAGGCTGCCTATCTTCAGGGTCTGAACTCTGCTGACCTGCTC 
AAAGCTCTCTGCTACCCCAGGGTCAAGGTCGGCAATGAGTTCGTCACCAAAGGCCAGACTGTAGAACAGG 
TGTACAATGCGGTGGGTGCTCTGGCCAAAGCCGTCTACGATAAGATGTTCCTCTGGATGGTCGCCCGCAT 
CAACCAGCAGCTGGACACCAAGCAGCCCAGGCAGTACTTCATCGGGGTCTTGGACATCGCTGGCTTTGAG 
ATCTTTGATTTCAACAGCCTGGAGCAGCTGTGCATCAACTTCACCAACGAGAAACTGCAACAGTTTTTCA 
ACCACCACATGTTCGTGCTGGAGCAGGAGGAGTACAAGAAGGAAGGCATCGAGTGGGAGTTCATCGACTT 
CGGCATGGACCTGGCTGCCTGCATTGAGCTCATCGAGAAGCCGATGGGCATCTTCTCCATCCTGGAAGAG 
GAGTGCATGTT'CCCCAAGGCCACAGACACCTCCTTCAAGAACAAGCTGTATGAACAGCATCTTGGAAAGT 
CCAACAATTTCCAGAAGCCTAAACCTGTCAAAGGCAAGCCTGAGGCCCACTTCTCCCTGATTCACTACGC 
CGGCACTGTGGACTACAACATTACTGGCTGGCTTGACAAGAACAAGGACCCCCTGAATGAGACCGTGGTC 
GGGCTGTACCAGAAGTCTTCAGTGAAGACTCTGGCTTTGCTCTTCTCTGGGCCAGCAAGTGCTGATGCGG 
AGGCTGGTGGAAAGAAAGGAGGCAAGAAGAAGGGTTCTTCTTTCCAGACCGTGTCTGCGCTCTTCAGGGA 
GAATTTGAATAAGCTGATGACCAACCTGAGGAGCACTCACCCTCACTTTGTACGGTGCATCATCCCCAAT 
GAAACCAAAACTCCTGGTGCCATGGAGCATGAACTTGTCCTGCACCAGCTGAGGTGCAATGGTGTGCTGG 
AAGGCATCCGCATCTGCAGAAAGGGATTCCCAAGCAGGATCCTTTATGCAGACTTCAAACAGAGATACAA 
GGT AT TAAAT G CAAG T G C T AT CC C T GAAG GAC AAT T CAT C G AT AGC AAG AAGGC G T C T G AG AAG C T C C T T 
GGGTCCATTGACATTGACCACACCCAGTACAAATTTGGTCACACCAAGGTCTTCTTCAAAGCTGGTCTCC 
TGGGGCTCCTAGAGGAGATGCGAGATGACAAGCTGGCCCAGATAATTACCCGAACCCAGGCCAGGTGCAG 
AGGGTTCTTGGCAAGAGTGGAGTACCAGAGGATGGTGGAGAGAAGAGAGTCCATCTTCTGCATCCAGTAC 
AATGTCCGTGCCTTCATGAACGTGAAGCACTGGCCCTGGATGAAGCTGTATTTCAAGATCAAGCCCCTCC 
T C AAGAGT GCAGAGACAGAGAAAGAGAT GGCCAACAT GAAGGAAGAATTCGAGAAGACCAAAGAAAGCC T 
TGCAAAGGCTGAGGCCAAAAGAAAAGAGCTGGAAGAAAAAATGGTAGCTCTGATGCAAGAGAAAAACGAC 
CTGCAACTTCAGGTTCAAGCTGAAGCAGACAGTTTGGCTGATGCAGAGGAAAGATGTGACCAGCTGATTA 
AAACCAAAATCCAGCTGGAGGCCAAAATCAAGGAGGCGACTGAGAGAGCTGAGGATGAGGAAGAGATCAA 
CGCTGAGCTGACGGCCAAGAAGAGGAAAC TGGAGGACGAATGC T CAGAGC T CAAGAAGGACAT TGATGAC 
CTTGAGCTGACACTGGCCAAGGTTGAAAAGGAGAAACATGCCACAGAAAATAAGGTGAAAAACCTCACAG 
AGGAGATGGCAGGCCTGGACGAAACCATCGCTAAGCTGACCAAGGAGAAGAAGGCCCTCCAAGAGGCCCA 
CCAGCAGACCCTGGATGACCTGCAGGCAGAAGAGGACAAGGTCAACACTCTGACCAAAGCTAAAACCAAG 
C TAGAGCAGCAAGTGGAT GATCTT GAAGGATCTCT AGAGCAAGAAAAGAAACT T CGAATGGAT C T AGAAA 
GAGCAAAGAGGAAACTGGAGGGT GACCTAAAAT T GGCCCAAGAAT CCACAAT GGACAT AG AAAAT GACAA 
ACAGCAACTTGATGAAAAACTGAAAAAGAAAGAGTTTGAAATGAGCAATCTGCAAAGCAAGATTGAAGAT 
GAGCAGGCCCTTGCGATGCAGCTGCAGAAGAAGATCAAGGAGTTACAGGCCCGCATCGAGGAGCTGGAGG 
AGGAAATCGAGGCAGAGCGCGCCTCCCGGGCCAAAGCAGAGAAGCAGCGCTCCGACCTCTCCGGGGAACT 
GGAGGAGATCAGCGAGAGGCTCGAAGAAGCCGGTGGGGCGACTTCAGCCCAGATTGAGATGAACAAGAAG 
CGGGAGGCTGAG TTCCAGAAAATGCGCAGGGACCTGGAGGAGGCCACCCTGCAGCATGAAGCCACGGCGG 
CCGCTCTGCGGAAGAAGCACGCGGACAGTGTGGCAGAGCTCGGGGAGCAGATAGACAACCTGCAGAGAGT 
CAAGCAGAAACTGGAGAAGGAGAAGAGCGAAATGAAGATGGAGATTGACGACCTGGCGAGCAACATGGAG 
ACTGTCTCCAAAGCCAAGGGCAACCTTGAAAAGATGTGCCGCACCCTGGAAGATCAACTGAGTGAACTTA 
AGAGCAAAGAGGAAGAGCAGCAGAGGCTGGTCAATGACCTGACGGGCCAGAGAGCGCGCCTGCAGACAGA 
AGCAGGTGAAT AT T CACGCCAGCT AGATGAAAAGGACTCAT TAGT T T CT CAGCT C TCAAGGGGCAAACAA 
GC AT T CACACAAC AGATTGAGGAACTGAAAAGGCAGCT TGAAGAGGAGATAAAGGCCAAGAGT GCCCTGG 
CCCATGCCCTGCAGTCAGCCCGCCATGATTGTGACCTGCTGCGGGAACAGTACGAGGAGGAGCAGGAAGC 
CAAGGCCGAGCTGCAGAGGGCAATGTCCAAGGCCAACAGTGAGGTTGCCCAGTGGAGGACCAAGTACGAG 
ACGGACGCCATCCAGCGCACGGAGGAGCTGGAGGAGGCCAAGAAGAAGCTGGCTCAGCGGCTGCAGGATG 
CTGAGGAACACGTAGAAGCTGTGAATGCCAAATGTGCTTCCCTTGAGAAGACCAAGCAGCGGCTCCAGAA 
TGAAGTGGAGGACCTCATGATTGATGTTGAGAGAACCAATGCTGCCTGTGCAGCCCTGGACAAAAAGCAA 
AGGAACTTCGATAAGATCCTGTCAGAATGGAAGCACAAGTATGAAGAAACTCATGCTGAACTTGAAGCTT 
CCCAAAAGGAGTCCAGGTCACTCAGCACAGAGCTGTTCAAGGTTAAGAATGCTTATGAGGAATCCTTAGA 
CCAACT T GAAACCT T GAAGCGGGAAAATAAGAATT T GCAACAGGAGAT TT CTGAT CTCACT GAGCAGATT 
GCAGAAGGAGGGAAGCGTATCCATGAACTGGAAAAAGTAAAGAAGCAAATTGAGCAAGAAAAGTCTGAAA 
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TTCAGGCTGCTTTAGAAGAAGCAGAGGCATCTCTTGAACACGAAGAGGGAAAGATCCTGCGCATCCAACT 

GGAGT T GAACCAAGT CAAGT CTGAAAT T GATAGGAAAAT T GC TGAAAAGGAT GAGGAAATTGACCAGCTG 

AAGAGAAACCATGTCAGAGTTGTGGAGACGATGCAGACCATGCTGGATGCTGAGATCAGGAGCCGGAATG 

AT G C CAT C AGG AT C AAG AAG AAG AT GG AG G GAG AC C T C AAT G AAAT GG AAAT C CAGC T G AAC C AC G C C AA 

CCGCATGGCTGCAGAGGCCCTGAGGAACTACAGGAACACTCAAGGCATCCTCAAGGACACCCAGCTGCAC 

CTGGATGATGCTCTCCGGGGCCAGGAGGACCTGAAGGAGCAGCTGGCCATGGTGGAGCGCAGAGCCAACC 

TGCTGCAGGCCGAGATCGAGGAGCTGCGGGCCACTCTGGAGCAGACCGAGAGGAGCAGGAAAATCGCAGA 

ACAGGAGCTCCTGGATGCCAGTGAGCGCGTCCAGCTCCTGCACACCCAGAACACCAGCCTGATCAACACC* 

AAGAAGAAGCTGGAGACAGACATTTCCCAGCTGCAGGGAGAGATGGAAGATATCGTCCAGGAAGCTCACA 

ATGCAGAAGAGAAGGCCAAGAAGGCCATCAC T GAT GCGGCCAT GAT GGCT GAGGAGCT GAAGAAGGAGCA 

GGACACCAGCGCCCACCTGGAGCGGATGAAGAAGAATCTGGAGCAGACGGTGAAGGACCTGCAGCACCGT 

CTGGATGAGGCCGAGCAGCTGGCCCTGAAGGGTGGGAAGAAGCAGATCCAGAAACTGGAGGCCAGGGTAC 

GTGACCTTGAAGGAGAAGTTGAAAGTGAACAGAAGCGCAATGTTGAGGCTGTCAAGGGTCTGCGCAAACA 

TGAGAGAAGAGTAAAGGAACTCACTTACCAGACTGAGGAAGACCGCAAGAATATACTCAGGCTCCAGGAT 

CTGGTGGATAAACTGCAATCAAAGGTGAAAGCTTACAAGAGACAAGCTGAGGAAGCGGAGGAACAGTCCA 

ATGTCAATCTCTCCAAATTCCGCAAGATCCAGCACGAGCTGGAGGAGGCCGAGGAACGGGCTGACATCGC 

CGAGTCCCAGGTCAACAAGCTGCGGGTGAAGAGCCGGGAGGTTCACACAAAAATCATTAGTGAAGAGTAA 

TTCATCCAAATGCTAAAAGTGACCAAAGAAATGCACAAAATGTGAAGTTCTTTGTCACTCTATTTTGTAC 

T T AAG AT T T T T GC AG AT AAAAAAT T TAT CAGC 

>GBEQ0045 j Acc ) AB088365 | Ver | AB088365 . 1 GI : 21907897 | Equus caballus MyHC-2a mRNA for myosin 
heavy chain 2a, complete cds. 

GCTTGCTAACAAGGACCTCTGAGTTCAGCAGCAGCCATGAGTTCAGACCAAGAAATGGCTATATTTGGGG 
AGGCTGCTCCCTACCTCCGAAAGTCTGAAAAGGAGCGCATTGAGGCCCAGAATAGGCCCTTTGACGCCAA 
GACATCTGTCTTTGTGGCGGAGCCCAAGGAATCCTTTGTCAAAGGGACCATCCAGAGCAGAGAAGGGGGG 
AAAGTGACGGTGAAAACCGATGCAGGGGCGACTCTGACAGTGAAAGAAGACCAAGTCTTCCCCATGAACC 
CTCCCAAATATGACAAGATCGAGGACATGGCCATGATGACTCACCTGCATGAGCCTGCTGTGCTGTACAA 
CCTCAAAGAGCGCTACGCAGCCTGGATGATCTACACCTACTCGGGCCTCTTCTGTGTCACCGTCAACCCC 
TACAAGTGGCTGCCGGTGTATAACCCCGAGGTGGTGACGGCCTACCGAGGCAAAAAGCGCCAGGAGGCCC 
CGCCCCACATCTTCTCCATCTCTGACAACGCCTATCAGTTCATGCTGACTGACCGAGAGAATCAGTCAAT 
CCTGATCACTGGAGAATCTGGTGCCGGGAAGACTGTGAACACCAAGCGTGTCATCCAGTACTTTGCAACA 
ATTGCAGTTACTGGGGAGAAGAAGAAGGAGGAACCTGGCAAAATGCAGGGGACTCTGGAAGATCAGATCA 
TCAGTGCCAACCCCCTACTGGAGGCCTTTGGCAACGCCAAGACCGTGAGGAATGACAACTCCTCTCGCTT 
TGGTAAATTCATTAGAATCCACTTTGGCACTACAGGAAAACTGGCTTCTGCTGATATTGAAACATATCTG 
TTAGAGAAGTCTAGAGTTACTTTCCAGCTTAAGGCTGAAAGGAGCTATCATATTTTCTATCAGATCACAT 
CAAACAGGAAACCAGAACTAATTGAAATGCTTCTGATCACCACCAACCCATATGATTACCCATACGTCAG 
TCAAGGGGAGATCAGTGTGGCCAGCATTGATGATCAGGAAGAATTGATAGCCACAGATAGTGCTATTGAC 
ATTTTGGGCTTTACTAATGATGAAAAGGTCTCCATTTACAAGCTCACGGGGGCTGTAATGCATTATGGGA 
ATCTGAAATTCAAGCAAAAGCAGCGTGAGGAGCAGGCAGAGCCAGATGGCACTGAAGTTGCTGACAAGGC 
AGCCTATCTCCAGGGTCTAAACTCTGCTGACCTGCTCAAAGCCCTCTGCTACCCCAGGGTCAAGGTCGGG 
AATGAGTTCGTCACCAAAGGCCAGACTGTAGAGCAGGTGACCAATGCGGTGGGTGCCCTGGCTAAAGCTG 
TCTACGATAAGATGTTCCTGTGGATGGTCGCCCGCATCAACCAGCAGCTGGACACCAAGCAGCCCAGGCA 
GTACTTCATCGGGGTCTTGGACATCGCTGGCTTTGAGATCTTTGATTTCAACAGCCTGGAGCAGCTGTGC 
ATCAACTTCACCAACGAGAAACTGCAACAGTTTTTCAACCACCACATGTTCGTGCTGGAGCAGGAGGAGT 
ACAAGAAGGAGGGCATCGAGTGGACGTTCATCGACTTCGGCATGGACCTGGCTGCCTGCATTGAGCTCAT 
CGAGAAGCCGATGGGCATCTTCTCCATCCTGGAAGAGGAGTGCATGTTCCCCAAGGCCACAGACACCTCC 
TTCAAGAACAAGCTGTATGAACAGCATCTTGGAAAGTCCAGCAATTTCCAGAAGCCCAAGGTTGTCAAGG 
GCAAAGCTGAGGCCCACTTCTCCCTGATTCACTACGCTGGTGTTGTGGACTACAACATTACTGGCTGGCT 
TGACAAGAACAAGGACCCCCTGAATGAGACCGTGGTCGGGCTGTACCAGAAGTCTTCAGTGAAAACTCTG 
GCTTTGCTCTTCTCTGGGGCTCAAACTGCTGATGCAGAGGCAGGTGGTGTCAAGAAAGGTGGTAAGAAGA 
AGGGTTCTTCTTTCCAGACCGTGTCTGCCCTTTTCAGGGAGAATCTGAACAAGCTGATGACCAACCTGAG 
GAGTACCCATCCTCATTTTGTGCGGTGTATCATCCCCAATGAAACAAAAACTCCTGGTGCCATGGAGCAT 
GAACTTGTCCTGCACCAGCTGAGGTGCAATGGTGTGCTGGAAGGCATCCGCATCTGCAGGAAGGGATTCC 
CAAGCAGGATCCTTTACGCAGACTTCAAACAGAGATACAAGGTATTAAATGCAAGTGCTATCCCTGAAGG 
ACAATT CATCGATAGCAAGAAGGCT T CT GAGAAGCTCCT T GCATCCATCGACATTGACCACACCCAGTAC 
AAATTCGGTCACACCAAGGTCTTCTTCAAAGCTGGTCTCCTGGGGCTCCTAGAGGAGATGCGAGATGACA 
AGCTGGCCCAGATAATTACCCGAACCCAGGCCAGGTGCAGAGGGTTCTTGGCAAGAGTAGAGTACCAGAA 
GATGGTGGAGAGAAGGGAGTCCATCTTCTGTATCCAGTACAACATCCGAGCCTTCATGAACGTCAAGCAC 
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TGGCCCTGGATGAAACTGTTCTTCAGGATCAAGCCTCTGCTGAAGAGTGCAGAGACTGAGAAGGAGATGG 

CCACCATGAAGGAGGAGTTTCAGAAAACCAAAGACGAACTCGCCAAGTCAGAGGCAAAAAGGAAAGAACT 

GGAAGAAAAGATGGTCTCACTGTTGAAAGAAAAAAACGACTTGCAGeTCCAAGTTCAGTCTGAAGCTGAA 

GGCTTGGCTGATGCAGAGGAAAGATGTGACCAGCTGATTAAAACCAAAATCCAGCTGGAGGCCAAAATCA 

AGGAGGTGACTGAGAGAGCAGAGGATGAGGAAGAGATCAACGCTGAGCTGACGGCCAAGAAGAGGAAACT 

GGAGGACGAATGCTCAGAGCTCAAGAAGGACATTGATGACCTTGAGCTGACACTGGCCAAGGTTGAAAAG 

GAGAAACATGCCACAGAAAATAAGGTGAAAAACCTCACAGAGGAGATGGCAGGCCTGGACGAAACCATCG 

CTAAGCTGACCAAGGAGAAGAAGGCCCTCCAAGAGGCCCACCAGCAGACCCTGGATGACCTGCAGGCAGA 

AGAGGACAAAGTCAACACCCTGACCAAAGCTAAAACCAAGCTAGAGCAGCAAGTGGATGATCTTGAAGGG 

TCTTTGGAGCAAGAAAAGAAACTTCGCATGGACCTAGAAAGGGCTAAGAGGAAACTTGAAGGTGACCTCA 

AGT TGGCCCAAGAGT CCATAAT GGACAT TGAAAATGAAAAACAACAACT T GAT GAAAAGCTCAAAAAGAA 

AGAGTT T GAAAT TGGCAATCT GCAAAGCAAGATT GAAGAT GAGCAAGCACT TGGCAT T CAACT GCAGAAG 

AAGATAAAAGAGTTGCAAGCCCGCATCGAGGAGCTGGAGGAGGAAATCGAGGCAGAGCGCGCCTCCCGGG 

CCAAAGCAGAGAAGCAGCGCTCCGACCTCTCCCGGGAACTGGAGGAGATCAGCGAGAGGCTCGAAGAAGC 

CGGTGGGGCGACTTCAGCCCAGATTGAGATGAACAAGAAGCGGGAGGCTGAGTTCCAGAAAATGCGCAGG 

GACCTGGAGGAGGCCACCGTGCAGCATGAAGCCACGGCGGCCGCTCTGCGGAAGAAGCACGCGGACAGTG 

TGGCCGAGCTAGGGGAGCAGATAGACAACCTGCAGAGGGTCAAGCAGAAACTGGAGAAGGAGAAGAGCGA 

AATGAAGATGGAAATCGACGACCTCGCTAGTAATGTAGAAACAGTCTCTAAAGCCAAGGGAAACCTGGAG 

AAAATGTGCCGCACACTGGAGGACCAAGTGAGTGAGCTGAAATCGAAGGAAGAGGAGCAGCAGCGACTGA 

TCAACGACCTGACAGCCCAGAGGGGACGCTTGCAGACGGAAGCTGGTGAATTTTCACGTCAACTAGATGA 

AAAAGAAGCACT GGTGT CT CAGT TATCAAGGGGCAAACAAGCAT T TACTCAGCAGAT T GAGGAATTAAAG 

AGACAACTTGAAGAGGAGATAAAGGCCAAGAACGCCCTGGCCCACGCCCTGCAGTCCTCCCGCCACGACT 

GTGACCTCCTGCGGGAACAGTACGAGGAGGAGCAGGAATCCAAGGCCGAGCTGCAGAGGGCGCTGTCCAA 

GGCCAACAGCGAGGTTGCCCAGTGGAGGACCAAGTACGAGACGGACGCCATCCAGCGCACGGAGGAGCTG 

GAGGAGGCCAAGAAGAAGCTGGCCCAGCGGCTGCAGGCTGCTGAGGAACACGTAGAAGCCGTCAATGCCA 

AATGTGCGTCCCTTGAGAAGACCAAGCAGCGGTTACAGAATGAGGTCGAGGACCTCATGCTGGATGTTGA 

GAGAACCAAC GCTGCCTGTG CAGC C C T GG AC AAAAAG C AAAGGAAC T T CGAT AAGAT C C T GGG AGAAT GG 

AAACAGAAGTATGAGGAAACTCATGCTGAGCTTGAGGCCTCCCAGAAGGAGGCCCGTTCTCTTGGCACCG 

AGCTGT TCAAGATGAAGAAT GCCTATGAGGAATCCTTGGACCAGCTAGAAACT T TGAAACGAGAGAACAA 

AAACT TACAGCAGGAGAT T T C TGACCT CACGGAGCAGATT GCAGAAGGAGGGAAACGT AT CCATGAACT G 

GAGAAAATAAAGAAACAAGTGGAACAAGAAAAGTCTGAACTGCAGGCTGCTTTAGAGGAAGCAGAGGCAT 

CTCTTGAACATGAAGAGGGAAAGATCCTGCGCATCCAGCTGGAGTTGAACCAAGTCAAGTCTGAAATTGA 

TAGGAAAAT T GC T GAAAAGGAT GAGGAAAT T GAC CAG C T GAAGAGAAACC AT G T C AG AG T T GT G GAG AC G 

ATGCAGACCATGCT GGATGCT GAGAT CAGGAGCAGGAAT GAT GCCAT CAGGATCAAGAAGAAGAT GGAGG 

GAGACCTCAATGAAATGGAAATCCAGCTGAACCACGCCAACCGCATGGCTGCAGAGGCCCTGAGGAACTA 

CAGGAACACTCAAGGCATCCTCAAGGACACCCAGCTGCACCTGGATGACGCTCTCCGGGGCCAGGAGGAC 

CTGAAGGAGCAGCTGGCCATGGTGGAGCGCAGAGCCAACCTGCTGCAGGCCGAGATCGAGGAGCTGCGGG 

CCACTCTGGAGCAGACCGAGAGGAGCAGGAAAATCGCAGAACAGGAGCTCCTGGATGCCAGTGAGCGCGT 

CCAGCTCCTGCACACCCAGAACACCAGCCTGATCAACACCAAGAAGAAGCTGGAGACAGACATTTCCCAA 

CTGCAGGGAGAGAT GGAGGACATT CTCCAGGAAGCT CGCAAT GCAGAAGAGAAGGCCAAGAAGGCCATCA 

CTGATGCAGCCATGATGGCTGAGGAGCTGAAGAAGGAGCAGGACACCAGCGCCCACCTGGAGCGGATGAA - 

GAAGAATCTGGAGCAGACGGTGAAGGACCTGCAGCAGCGTCTGGATGAGGCCGAGCAGCTGGCCCTGAAG 

GGTGGGAAGAAGCAGATCCAGAAACTGGAGGCCAGGGTGCGTGAGCTGGAAGGGGAGGTTGAGAGTGAGC 

AAAAGCGTAGTGCTGAAGCTATCAAAGGTCTGCGCAAACATGAGAGGAGAGTGAAGGAACTCACCTACCA 

GACAGAAGAAGATCGAAAAAATATTCTCAGGCTTCAGGATTTGGTCGATAAACTTCAGGCAAAAGTGAAA 

TCCTACAAGCGACAAGCTGAGGAGGCTGAGGAACAATCCAATACAAATCTATCTAAATTCCGCAAGCTCC 

AGCATGAGCTGGAGGAGGCCGAGGAACGGGCTGACATTGCTGAGTCCCAGGTCAACAAGCTGCGGGTGAA 

GAGCCGGGAGGTTCATACAAAAATCATAAGTGAAGAGTGATCATGCCTTCACGCTATGGAATGACTGAAG 

AGAGGCACAGAATGTGAAGTCTTTGGTCATTTCTGTCTGTAATTACTGTCTATTCCACCCTACTGCAAAG 

GAAAT AAAGAGC AT AAGGTACT T TGCAAAC 

>GBEQ0046 [ Acc | AY114351 |Ver | AY114351. 1 GI : 2174788 6 | Equus caballus granulocyte chemotactic 
protein 2 (GCP2) mRNA, complete cds. 

CATTCGGCACGAGCTGCTCTTGTCTCCTGGTCCCGCGCCCTCTCGCCGCGCTCTCTTCGCCGCTATGAGC 
CTCTTGCCCAGCCGCGCCGCCCGCGTCCCCGGCCCTTCAAGCTCGCTGTGCGCGCTGCTCGCGCTGCTGC 
TGCTGACGCCTCCCGGGCCCCTTGTCAGCGCTGGTCCTGTCGCGGCCGCAGTGAGAGAACTGCGTTGCAT 
GTGTTTAACCGTCACACCTGGGATTCATCCCAAAATGATCAGTAGTCTGCAAGTGTTCGCCGTGGGTCCC 
CAGTGCTCCAAGGTGGAAGTCGTACCCACCTTGAAGAACAAGAAGGAAGTCTGTCTGGACCCAGAAGCCC 



471 



WO 2005/067649 



PCT/US2005/000517 



C T T T GAT C AAG AAAT T CAT C C AG AAAAC G T T G G AC AG T GG AAAC AAG AAAAAT T GAT T AAG AG AAAG G AC 
CACGCATTGAAAAACTTGCCCAGTTCTTCAGCAGAGCAGTTTTCTGGGGATCTGTAGACTCTGGAGACAA 
GAATCAAGGGCTGGTTTTCTCCAGTGAGTTAGGGTTCTTCATGAAGTCCCCACTTGGAGAGAGAGTTGGG 
AGGACCGACCTATGTTTGTCCCTGCGGCTTTGGGCTCAGCTTTTGAAGTATTTAGCATAGATTTCCTGGT 
ATT TAT 

>GBEQ0047 | Acc | AY113683 | Ver { AY113683 . 1 GI : 21483853 | Equus caballus Ras GTPase-activating 
protein (NGAP) mRNA, partial cds . 

AAAACGGACGTGTCCTTGGATTCGGCCAACACCAGACTGATGAGCGCACTGACCCAAGTGAAGGAGCGAT 
ACAGCATGCAGGTCCGCAATGGCATCTCCCCCACCAACCCCACCAAGCTTTCCATGACGGAGAATGGTGA 
AT TCAAAAACAGCAGCTGC TGACGGGCT T T GT GAAT AGACAGACTGT GGGAGG AGACAGAAGGAAAT TTC 
CCCACTCTCCAGTCCCCAGCCCTTTACCCAAACCCACCAGGTCTACAGAATGTTGCTACTTCAAAAGCAT 
TGTGGCAAGAAACTCTTGAATGAAGAAAGGAACCTTGTCTTTCAGGGCATAAGGCTAAGACTTCCAAGGT 
CGATGCT T TACCC TCATG TCTCTATGTACATAGGGAACT TAGTCC T GGGCCAT GTACAGAAAATACCACT 
GT AAT ATACCAAAAGGAAGT T AAT AATGT AGAT TACCT T TT T ATTAT T GCT AT T TT TAT T AT T GGT T T CC 
TCTTTGTTGAAAGCACTGCAGTTGTTAGAGGAGAAAAGTAGGAACTATGTGTGTGTGAGAAATGAGCCCC 
AGGGGTTCAGTAGGTAGAGACCAAGTATCTGTCTGATAGAAGCACATGGTGTGCAATAGGACATTGTCAG 
AATGAATTTTTCAGGGATTCATCTGCCAGTTTAATAACCCCACTCTGGCCCCCTTGTCCTTTAGGAAAAC 
ATGCAAAT ACCAAGATCCAAACAAAACAGT T TATCCCAT T GAT CAACCAAGACT GGTT CT GGATGGACAG 
CTGATCTGATTTGGGGATGCACTGTTTCAGAGGACACAGATAAGAGCTGTTGCATCAAAACTGGACTTTA 
GGAGTGATTTCTACTGAACTCCTGTTGATGTGTATTTCCTTCTGTCAGTAGCAGATGGGAATTTTCCATT 
TTAGATAGGGGGCGCTTTTTTTTACTCCAGTTGTAATAAAGGGTGTTCTTTTTCCTCTTTAGAATTTACA 
AAGCTATAAATATTTGTGTCTCTATATACCACCTTCATCTTCACACACCCACTGCCCTTTCCTCCCCCAT 
GTGGGAGCAGTCATCACCAACAGGGTTTACTCTCCCCTGGAGAGGTTATTCAAAGATGCTGTCCATAAGC 
CATCTGAAGTCAGCACCCTTTCTTCTGCACAGAAAAGGGCTAACCATCCCATAGCAGGAATCTCTGAATA 
TTTCCTATTTAGAAAAAAAAAAAAAAAAAAA 

>GBEQ0048 \Acc | AY113682 | Ver ) AY113682 . 1 GI : 21483851 ] Equus caballus ribosomal protein L5 
(RPL5) mRNA, complete cds. 

ATGGGGTTTGTTAAAGTTGTCAAGAATAAGGCCTACTTCAAGAGATACCAAGTGAAATTCAGAAGACGAC 
GAGAGGGTAAAACTGATTACTATGCTCGGAAACGCCTAGTAATCCAGGATAAAAATAAGTACAACACACC 
CAAATACAGGATGATAGT T CGT GT GACCAAC AGAGAT AT CATT T GT CAGATTGCT TAT GCCCGTATAGAA 
GGAGATATGATAGTTTGTGCAGCTTATGCTCATGAACTCCCAAAGTATGGTGTGAAGGTTGGCCTCACAA 
ACTATGCTGCAGCATATTGTACTGGCCTGCTGCTGGCCCGCAGGCTTCTCAATAGGTTTGGCATGGACAA 
GATCTATGAAGGCCAAGTGGAGGTGACCGGAGATGAATACAATGTGGAAAGCATCGATGGTCAACCTGGT 
GCCTTCACCTGCTACTTGGATGCAGGGCTTGCCAGAACGACTACCGGAAATAAGGTTTTTGGGGCCCTGA 
AAGGAGCTGTGGATGGAGGCTTGTCTATCCCTCACAGTACCAAACGATTCCCTGGTTATGATTCAGAGAG 
CAAGGAAT T CAAT G CAGAAGTACAT C GGAAGCAC AT CAT GG G AC AGAAC G T T G C AG AT TAT AT G CG T T AC 
CT GAT GGAAGAAGAT GAGGAT GCCT ACAAGAAACAGT TCTCTCAGTACATAAAGAACAACGTAACTCCAG 
ACATGATGGAGGAGATGTACAAGAAAGCTCATTCTGCCATACGAGAGAATCCGGTCTATGAGAAGAAGCC 
TAAGAAAGAAG T TAAAAAGAAGAGGTGGAACCGT CCCAAGAT GTCTCT TGCCCAGAAGAAAGATCGGGTA 
GCTCAAAAGAAGGCTAGCTTCCTCAGAGCTCAAGAGCGGGCTGCTGAGAGCTAATAAACCAAACCACAAT 
TTTCTAT GAAGAT T TT T CAG ATAAACTAT CGATAATAATAAACT T ATT GTCTTAGCACGTAAAAAAAAAA 
AAAAAAA 

>GBEQ0049 | Acc 1 AY112742 | Ver | AY112742 . 1 GI : 21435815 | Equus caballus ferritin heavy chain 
mRNA, complete cds. 

CATTCGGCACGAGTCCTGCTTCAACAGTGCTTGAACGGAACCCGGCGCTCGCTCCCCGCCCCGGCCGGCC 
ACCCAGAGTCAGCCCTCCTTCACCTCCTCACAGCGCCCTCGGCCCGCCGCAAGGCTCCCGCCGCCGCTCC 
AGCGCCGCCCCGCCGCCGCCGCCCTCTCCTCTCCTCAGCCGTCCGCCATGACGACCGCGTTCCCCTCGCA 
GGTGCGCCAGAACTACCACCAGGACTCGGAGGCCGCCATCAACCGTCAGATCAACCTGGAGCTCCACGCC 
TCCTATGTGTACCTGTCCATGTCTTTCTATTTTGATCGCGATGATGTGGCTTTGAAGAACTTTGCCAAAT 
AT T TTCT TCACCAATCTCAT GAGGAGAGGGAACAT GCTGAGAAACT GATGAAGCT GCAGAACCAACGAGG 
CGGCCGGATCTTCCTTCAGGACATCAAGAAACCAGACCAGGATGACTGGGAGAATGGGCTGAAGGCAATG 
GAGTGTGCATTACACTTGGAAAAAAATGTGAATGAGTCACTATTGGAACTGCACAAACTGGCCACTGACA 
AAAATGACCCCCACTTGTGTGACTTCCTCGAGACTCATTACCTGAATGAGCAGGTGAAAGCCATCAAAGA 
ATTGGGTGACCACGTAACCAACCTGCGCAGGATGGGGGCCCCCGAATCTGGCATGGCAGAGTATCTCTTT 
GACAAGCACACCCTGGGAGAGTGTGACGAGAGCTAAGTCTCAGGCCAGCTTCCCTCAGCCACCGGGTGAC 
CTCCCTGATCCACCGAGGCAGTGCATGCATGTTGGGGTTACCTTTACCTTTTCTATAAGTTGTACCAAAA 
CATCTACTTAAGTTCTTGGATTTGTACCATTCCTTCAAATAAAGTAATTTGGTCCCAAAAAAAAAAAAAA 
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MM 

>GBEQ0050 |Acc|AF508791lVer|AF508791.1 GI : 21070348 | Equus caballus glucose-regulated 

protein (GRP94) mRNA, partial cds and 3'UTR, partial sequence. 

T TGT T TGAAACAGCAACACTGCGATCAGGATAT CT T T TACCAGACACGAAAGCATATGGAGAT AGAATAG 

AAAGGATGCTGCGCCTCAGTTTAAACATTGACCCCGATGCAAAGGTTGAAGAAGAACCCGAAGAAGAACC 

TGAAGAAACAACAGAGGACACCACAGACGACACGGAGCAAGACGAAGACGAAGAAATGGATGGAGGAGCA 

GATGACGAAGAAGAAGAAACAGCAAAGAA&TCCACAGC TGATAAAGATGAAT T GTAAAT TACACTCTCAC 

CATTTGGATCCTGTGTGGAGAGGGAATGTGAAATTTAAGTCATTTCTTTTGGGAGAGACTTGTTTTTGAA 

TGCTCCCCTGACCCCCTTCTCCCCTGCACTGTAAAATGTTGGGTTGTGGGTCACAGGAAGAAAGTGGGTT 

TTTTTAGTTGAATTTTTTTTAACATTCCTCATGAAGTAAATTTGTACTATTTAACTGGACTATTCTTGGT 

GTAA^TCTTGTCATGTGTATAAAAATAAAAAAGATCCCCAAATAAAAAAAAAAAAAAAAAAA 

>GBEQ0051 |Acc|AF506974lVer|AF506974.1 GI : 21070224 | Equus caballus galactocerebrosidase 
mRNA, partial cds . 

TCCCTGTGAATTTCCCGAAGAATGGCTGGGCTGCGATTGGAACTCACTTCTTTGAATTTGCACAATTTGA 
CAACTTTTATGTGGAAGCCATGGGCTAGTATTCACAGAGCACCATAGCACACTCTTTGGAGATTCTTTCT 
TTCTTTTTGGTTTTGGTTCAGAGCCAATATTTGTTTTGAGGGATAAATGTATGAGCCTTTTGGAGGCTAA 
AAATAATGAAGAGTAAATGAGGAGAAAGATATAT T T T T GT T TGAT ACTCT GGAAGAC T T T TT T TAGAACT 
AATTCTAAGGGGAAACAGATGAATCTTACCTGAGATGTCCCCTGAAATTCAAACGGTACATTGGTCCTAT 
CCTTAGAAGTGGTTTTGGTGGCCAGACCTCAAGCCTTGGTGTTAATGCTCAGGTAGCTCTTTTCATCGTA 
TTTCCAAGTGATCATGTGGATGGCAATAACTTGATCATCACTGAGATGTACTGATCAATGCTGATGTGTG 
TTCGAGTGAGTTGATGTCGTCGTCTCAGGATAATGCTTGCGTAATAGGAAGCTGAAGACACTGGAAGTGC 
TGCT T T T TGAAAACCACT T CAACATGT TATCCT TAAACTC TAAAACATATT T T T T CTT T TCT T T T T TAAG 

ATGATGCTTTTGAATATAGATAGCATGATTTGAAAAATGCCTTATTAATAAACTACCTCTAAAACGAAAA 
AAAAA 

>GBEQ0052 | Acc | AF506973 | Ver | AF506973. 1 GI : 21070222 | Equus caballus thymosin beta 10 mRNA, 
complete cds . 

AATTCGGCACGAGCTGGCCGGAGAGAGACGCCTCGGATTGTTTTAAGAAAATGGCAGACAAGCCTGACAT 
GGGGGAAATCGCCAGCTTCGATAAGGCCAAGCTGAAGAAAACGGAGACGCAGGAAAAGAACACCCTGCCG 
ACCAAAGAGACCATTGAGCAGGAGAAGCGGAGTGAAATTTCCTAAGAACCTGGAGGATTTCCCACCCCCG 
TCATCTTGGAGACCCCAGTCGTGATGTGGAAGAAGAGCCACCTGCAAGATGGACACGAGCGACAAGCTGC 
ACTGTGAACCCGGGCACTCCGTGCCGATGCCACCGGCCTGTGGGTCTCTAAGGGGACCCTCCCCCAATCG 
GACTGCCAAATTCTTCGGTTTGCCCTGGGATATTATAGAAAATTATTTGTATGATTAATGAAAATAAAAC 
ACACCTCGTGGCATGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ0053 | Accj AF506972 | Ver 1 AF506972 . 1 GI : 21070220 1 Equus caballus mcp~2 mRNA, complete 
cds . 

AAGCCAACAACTCTCCGGGTGAAGTTCTCATCCTCACCCTCCAACATGAAGGTCTCCGCAGCCCTCCTGT 
GCCTGCTGCTCACAGGGGTTGCCTTCAGCACCCACATGGTGGCTCAGCCAGATGCAGTTTCCATCCCAGT 
CACCTGCTGCTTTGGTGTGGACAAGAAAAAAGTCCCCATCCAGAGGGTGGAGAGCTAGACAAGAATCACC 
AGCAGCCAGTGTTCCCAGGAAGCTGTGATCTTCAAGACCAAAGTGGACAAGGAGATCTGTGCTGACCCCA 
AGCAGAAGTGGGTCCAGGATACCATGAAGCGCCTGGACCAAAGATCCCAAAGCCCGAAGCCTTGAACCTT 
CACACCTGGCCTGAGAGACAGTCAGAGCCTGAGGAAAATCTTATTTATTTTCCCCCAGCCTTCTCTAGAT 
GCAGAGTCATAT TAT T TTATTATTTAAAAAGAGACACTTTGGTTAATAATTTAAAGCATAACAT T TCTTA 
AATAATATTTATATTTAAGTTATTGATGTTTTGACTTTGTCCTGCCACGAATCCTCGCGAACGCACAATG 
CAAAATTTGGAGATGTGCTTTCTTTTCTGAGAGCTCAGTGAAGCTCATGGAAAGATGGCGTTCATTCTCC 
TTCCTGCCTCCCTGTAACGTTGTGAGGTCCTCCCATGGATCATCGGAGCAAAACACTTGTACGTTCTTAG 
GAAATCGGTGCTCCTGAAGTCAAATGCGTGCTATGGAGTGGTGTTGTTGAAATTAATGTTATTAGATGAC 
TAT GGAAT T T T C AAAGAAAAGATAT AT AT AAT TT T AAACT AAAAAAAAAAAAAAAAAA 

>GBEQ0054 | Acc | AF506971 1 Ver | AF506971 . 1 GI : 21070218 | Equus caballus phosphoprotein -C8FW 
mRNA, partial cds. 

TCTGGTGGGACGATACCCATTCCATGACTCAGACCCCAGTGCCCTTTTCTCCAAAATCCGACGTGGACAG 
TTCTGCATTCCTGACCACATTTCCCCCAAAGCCAGGTGCCTCATCCGCAGCCTCCTGAGACGGGAGCCTT 
CGGAGAGACTCGCCGCTCCTGACATCTTACTCCACCCCTGGTTTGAGTCCGTCTTGGAAGCTGGGTACGT 
CGACT CAGAAATGGGAACTTCAGACCAGAT CGT TCCAGAGTACCAGGAGGACAGCGACAT TAGT T CCTTC 
TTCTGCTAATCCCAAAACCTCAGAAACCTCATAATGTTCACACATGGCATTTCCATTTCTAAAGATGGAC 
AGGCCTTTCGGCGTGGTGCCAACCAGATATGTGATGGCGTAAAGATGGTAGCTGCTGAACTCAACGGGGG ■ 

ACCTCCCCTTGTCCGTTGTGATGAGCGACTTGATTGATTTGAGCAGCATACACTCTTGATGGGCTGTCCT 
TG 
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>GBEQ0055 } Agc | AF506970 | Ver | AF506970 . 1 GI : 2107 0216 | Equus caballus small inducible 
cytokine A5 RANTES mRNA, complete cds . 

AATTCGGCACGAGAGACAGCGTGTGGAGCTCCCACAGCCTCTGCCCACAGGTACCATGAAGGTCTTCGCA 

GCTGCCCTGGCGGTCATCCTCGCCACTGCCACCTTCTGCACTCCTGCATCTGCCTCCCCATATGCCTCGG 

ACACCACGCCCTGCTGCTTTGCCTACATCTCCCGCCCACTGCCCCGCGCCCACATCCAAGAGTATTTCTA 

CACCAGCAGCAAGTGCTCTATACCAGCAGTCGTCTTTGTCACCCGAAAGAAGCGCCAGGTGTGTGCCAAT 

CCAGAGAAGAAATGGGTGCGAGAGTACATCAACACTTTGGAGATGAGCTAGGATTGGAGGGCATCTCGAA 

CCTGAACTTGTGCAAACTTTCTTGTTGCTTCTTGTTCTTGTCCTAACCTGCTTGGGAGGCTTCCCCCGAA 

CCCCCTACTCCCACTCGCTCCTTGGAGGGCGCAGATTCCAGCACACAGCAGCAGTTACAAAAGCCTCCCC 

CATCCAAAGCCTCCAAGAGCTTCTGAGGCTCTGCCTCGTGCACAGGAAGTCTCTAGGCCTGAGCATCANG 

CCCCTCGGCTCGCCTATGGTTCTGTGATCAGGAAGGAAGTCAGCATGCCTTTGGAGGTGAAAAGGGGAGA 

AAGGTTGGACTCCTATGGGAAATGTCCCATGGGGCCAAAGCTCCCTCTTGGTCCCTCACTTGGGAAGGGC 

TGACTGGCAAATGTGAGAAATAAACTTTTCCCTTTAAATTTTTAAGGCGATTAAAAAAAAAAAAAAAAAA 
AAA 

>GBEQ0056 | Acc | AF506969 | Ver | AF506969 . 1 GI : 21070214 | Equus caballus ubiquitin mRNA, 
complete cds. 

AATTCGGCACGAGCGGCACGAGCGGCACGAGCGGCACGAGGCCTTTTGGTGTGGTATTGCTGAGGTGATT 
TGGCGTGGTTTGGATTAGCAGTTTCTTCGTGTCCGTCACCAGGTCAAAATGCAGATCTTTGTGAAGACCC 
TGACCGGCAAGACCATCACCCTGGAGG TGGAGCCCAGCGACACCATCGAGAACGT CAAGGCCAAGAT CCA 
GGATAAGGAGGGCATCCCCCCCGACCAGCAGAGGCTCATCTTTGCAGGCAAGCAGCTGGAAGATGGCCGC 
ACTCTTTCCGATTACAACATCCAGAAAGAGTCGACCCTGCACCTGGTGCTGCGCCTGAGAGGCGGTATGC 
AGAT T T TCGTGAAGACCCTGACCGGCAAGACCATCACCCTGGAGG TGGAGCCCAGCGACACCATCGAGAA 
CGTCAAGGCCAAGATCCAGGATAAGGAGGGCATCCCCCCCGACCAGCAGAGGCTCATCTTTGCAGGCAAG 
CAGCTGGAGGATGGGCGCACCCTGTCTGACTACAACATCCAGAAGGAGTCCACTCTGCACCTGGTTCTGC 
GT.CTCAGAGGCGGGATGCAGATTTTCGTGAAGACCCTGACCGGCAAGACCATTACCCTGGAGGTGGAGCC 
CAGCGACACCATCGAGAATGTGAAGGCCAAGATCCAGGATAAGGAGGGCATCCCCCCCGACCAGCAGAGG 
TTCATCTTTGCAGGCAAGCAGCTGGAGGATGGGCGCACCCTGTCTGATTACAACATCCAGAAGGAGTCCA 
CTCTGCACCTGGTTCTGCGTCTCAGAGGTGGGATGCAGATTTTCGTGAAGACCCTGACCGGCAAGACCAT 
CACCCTGGAGGTGGAGCCCAGCGACACCATCGAGAATGTGAAGGCCAAGATCCAGGATAAGGAGGGCATC 
CCCCCCGACCAGCAGAGGCTCATCTTTGCAGGCAAGCAGCTGGAAGATGGCCGCACTCTTTCTGATTACA 
ACATCCAGAAAGAGTCGACCCTGCACCTGGTGCTCCGTCTCAGGGGTGGCTGTTAGCTTTTCAGTCTTGT 
CTTTGTAATGTCCAGTGATGGCATrACTCTGCACTCCAGCCATTAGCCCCAATTTAAGTTTAGAAATTAC 
CAGTTTCAGTAATAGCTGAACCTGTTCAAAATGTTAA 

>GBEQ0057 | Acc | AF503366 1 Ver | AF5033 66 . 1 GI : 21070124 | Equus caballus LPS~induced TNF-. 
factor (LITAF) mRNA, complete cds. 

GCACGAGCTCGTGCCGCTGGCGCGCGGGCGGCGGTAAAATGTCTGCTCCAGGATCCTACCAGGCGTCCGC 
TGGGCCTTCCTCGGTGCCAACGGCGCCCCCGTCATATGAAGAGACAGTGGGCGTTCACAGCTACTTCCCC 
ACGCCCCCGGCCCCGGTGCCTGGGCCCACCACGGGGCTGGTGACGGGCCCGGATGGGAAGGGCATGAATC 
CGCCTGCCTACTACACCCAGCCAGTGCCGGTCCCTAACGCCAATGCAATTQCCGTGCAGACGGTCTACGT 
CCAGCAGCCCGTCTCGTTTTTCGACCGCCCCGTCCAGATGTGTTGTCCTTCCTGCAACAAGATGATCGTG 
ACGCAGCTGTCCTATACCGCCGGTGCCCTCACCTGGCTTTCCTGCGGGAGCCTGTGCCTGCTCGGGTGCA 
TAGCGGGCTGCTGCTTCATCCCCTTTTGTGTGGACGCCCTGCAGGACGTGGATCACTACTGTACCCAACT 
GCAAAGCTCTCCTGGGCACCTACAAGCGTTTGAAAGACTCGGCCAGACCCGGAGGGAGCCGTGTGCTGCG 
GAACGTTCCTTCCCGACTCTCACCCAGCCCCGGCCCTGGGGGAGGGGTCCACCCTTGGTGGTCTCATCTC 
CCGCCAGGCTCCACCTTCATGTCTTCTTTTGGGGGGAAAATACTGCAAGAGTAACACCCCTCCGAACCCC 
AAAAATTGCTGCTTGGAGCCATCCACAGGCCATGCAAAGACGTTCACCTCGAGGGCTGGTTCAGGGGTTT 
CCTGCCCACCCGTGACCCCCCGTCATCCCGTCTCACTGTGATTGTTGCCCCTTCTCAGTATCCTCTGGTG 
ATTGGCCATTGGCTGGCTTCTTTTCTTGCCTCACGGGGCCTTTCCGGGGGTGGTCTCAAACTGAGAAGCC 
ACGGGTTGCCTTATTTTAAAGACTGTTCTGGCCCGAATATGGCTGAACCAGCCCTTAGTGCCTACTTTTG 
TATCTATCTGTTCCCACTTCTGATGACAGAAATCTTGCCTTATAGACTAAGGGCTGGGTTCTCGGATTCT 
GTAATTGCAGACTTTTCCTTAGCACACAAATTCACTTTAATTTCTTAATTCATTTTTGAGTACAAGGAGG 
GGCTATTCACACCCACCGGATACACATCCACAAGGTCGTGAAGGCATGCTGGAAGTACCGGGCTGGCTCT 
TATCATGGGTCGGCTTTCCCTCGGTTCTTTGTACCAGATCCTCAGCCGCTTTCGTGAATGGCTATTTTCT 
CCTAGAGGAATTGTTTGTATTAACAGTTTTATGACCTCCTTTTGGTCTTAACCACCTTCGGACATAATTT 
TGAAAGGAAGGTTTATAGAACAATCTTCCTTAACCATATGACTGGTATCATTTTCCTGTCTGCTGATGCG 
TTCTCACATTTTTATTTTTCTTAACAGAAAAAGTAATGGATCCTTTCATCCACTGCCTTTATTTGGGTTT 
AGCATGTTTCTTAAAATCTCTAGATGGAACTCTTAAAGCGGGGCCCCTTTGGGGTTCCTGGTGGCATGTT 



474 



WO 2005/067649 



PCT/US2005/000517 



TGAGAAGACGAGGGAAGGCGTGATGGGGCATGTCTGGGGTACCATGGTGCTGAAAAGCTTGGGGAACCTG 

>GBEQ0058 ] Acc | AF503365 1 Ver | AF5033 65 . 1 GI : 21070122 | Equus caballus granulocyte colony 
stimulating factor (G-CSF) mRNA, complete cds . 

GCACGAGCTCGTGCCGTGCAGATCCACCCAGACCCTCTGCTGAGCCTGCTGCCCAGAACCCCATGGAGCT 
GATGGTGTGCCACCCACAAGCTGTGCCACCCTCAGGAGCTCATGCTGCTGGGACACTCTCTGGGCATCCC 
CCAGCCTCTCCTGAGCAGCTGCTCCAGCCAGGCCCTGCAGCTGACGGGCTGCCTGAGCCAACTCCACAGT 
GGCCTCCTCCTCTACCAGGGTCTCCTGCAGGCCCTGGCAGGGATCTCCCCCGAATTAGCCCCCACCTTGG 
ACATGCTGCAGCTGGACGTCACCGACTTTGCCACCAACATCTGGCAGCAGATGGAAGACCTAGGGGTGGC 
CCCTGTGGTGCAGCCCACCCATGGCCCCATGCCGACCTTCGCCTCGGCCTTCCAGCGCCGGGCAGGAGGG 
GTGCTGGTTGCCTCCAACCTGCAGCGCTTCCTGGAGCTGGCATACCGTGGTCTGCGCTACCTGGCCGAGC 
CCTGAGCAAAACCCTCCCCATCCGCTGTATTTATCTCTATTTAATATTTATGCTTATTTAAACTTACTAT 
TTAAAAACAGGGAAGAGTGGAAAGAAGCCCCAGAGCCCTGGGTGCTTCCCTCCACTTTCAAGTTTCATTC 
TCCTGCCTGTAGCAGGGAGAAAAAGCTCCTGTCTTCCTGTCCCCTGGACTGGGAGGTAGATAGGTAAATA 
CCAAGTATTAATTCCTGTGACTGCTCCCTGGCCCAGCTCTGTGGTGGGCACTGGGAAGAGCCTCAGTGGA 
CCCCCTACCCTGAGGGTACCCACCTTGGGGCCCTTGGAAGCATCGGGAAGTCTCCCACGTGGGAGACAAG 
ACAGGCCTGTTTAATATTTAAACAGCAGTGTTCCCCAACTGGGTCCTCGTATCCCTCGCTCTGGCCTCAA 
CTCGGCTTGCGCATGCCAGGCTGGCCAGGCCTTGCTTCCCCTCACGTCCCCTTCCCCACGGACACTTAGC 
CCAGCAGAGGCAGCCAGAGCTGGAGTCTTGACCACCCTGGGGTCCCACAAATTTGCTGGGGAATTTAAGA 
TTTTGGGGGCATGTTTGACTCCCAGCAGGGAAGCCCAGGCATCACTGATTCTCTCTTTTTTCTGGATGCC 
CTACAGAGACACTGGCAAGCTTGTGATACCTGCCCCACCCCACCAGGGTCAGAATTCTGACTCCTTTTAG 
GGCTGGGCGGATGGTCATCTGTCTGCCTTGCTGGACAGGGATTGGGAATGTGGGAGGGAAAAGACGAGGG 
GGAATTATGTGACATGTGACGGGGTGTGTGAGAGGGAAGCTCAACTGTTCACTCTCTACTTCTGCCCCCA 
CTTTCTCATTGTAGCCAACTTCACGATAATA 

>GBEQ0059 1 Acc 1 AF35938 6 | Ver 1 AF35 938 6 . 1 GI : 137518 69 | Equus caballus pancreatic lipase- 

related protein type 2 precursor (PLRP2) mRNA, partial cds. 

AAAGAGGTTTGCTATACCCCTCTTGGCTGCTTTTCTGATGACAAACCATGGGCCGGGACCCTTCAGCGGC 

CTTTAAAGTCACTTCCCTGGTCCCCCGAGGAGGTTAACACCCGCTTTCTTCTGTACACGAATAAGAATCC 

AGACAGTTACCAACTGATCACTGCCAGAGACGTAGCCACCATCAAGTCTTCAAATTTCCAGTCGAGCCGC 

AAGACACACTT CGT CAT CCATGGCTTCAGAGACAGAGGGGAAGACAGC TGGCCGTCCGACATGTGCAAGA 

AAATATTGCAAGTGGAGACCACGAACTGCATCAGTGTGGATTGGAGTTCCGGGGCCAAGGCAGAATATAC 

TCAAGCCGTGCAGAACATCCGGATCGTGGGAGCGGAGACAGCTTACTTAATACAACAGCTGTTGACCGAG 

CTGAGCTACAACCCCGAGAACGTGCACATCATCGGCCACAGCCTGGGCGCGCACACGGCGGGGGAGGCTG 

GCCGGAGGCTGGAGGGCCGCGTGGGCAGGGTCACAGGATTGGATCCAGCAGAGCCATGCTTCCAGGATGC 

ATCCGAGGAGGTTCGCCTGGACCCATCTGATGCCCAGTTTGTGGATGTGATTCACACGGATGCTTCTCCG 

ATGCTCCCTTCCCTAGGTTTTGGAATGAGCCAAAAGGTGGGCCATATGGATTTCTTTCCAAATGGAGGAA 

AGCAAATGCCTGGATG TAAGAGAAGT TCC T T T TCAAC C T TCAT TGACATAAAT GGAATATGGCAAGGAGC 

CCAAGACTATCTGGCTTGCAACCACCTAAAAAGCTTCGAGTATTACTCCAGCAGTATCCTCAACCCTGAT 

GGCTTCCTGGCCTACCCATGTGACTCCTACGATAAGTTTCAGGAGAATGGCTGTTTCCCTTGTCCAGCTG 

GTGGATGCCCCAAAATGGGGCACTATGCTGACCAGTATAAGGAGAAAACCAGTGCCGTGGAACAAACCTT 

TTTCCTGAACACAGGAGAAAGTGGTGACTATACTTCTTGGAGATATAGAGTATCCATCACACTGGCTGGA 

AGCGGGAAAGCGAATGGGTACCTCAAGGTTACTTTGCGTGGAAGTAATGGAAACTCAAAACAATATGAAA 

TTTTCAAAGGATCCCTCCAACCAGATTCAAGTTATACACTTGACGTTGATGTGAATTTCATTATTGGAAA 

AATTCAGGAGGTTAAGTTTGTCTGGAACAAAACTGTGTTAAATCTCTCCAAGCCCCAACTGGGGGCTTCC 

CGGATCACAGTCCAAAGCGGTGCAGATGGGACTGAGTATAAGTTTTGTGGCAGCGGCACCGTGCAAGACA 

ACGTTGAACAGTCTCTCTACCCTTGTTAA 

>GBEQ0060 | Acc | AF4 48228 | Ver }AF4 4 8228 . 1 GI : 17 64 6640 J Equus caballus DNA-dependent protein 
kinase catalytic subunit mRNA, partial cds. 

TGCCGTGGCCGGTTACCAGCTGATCCGGGGCCTGGGGCAGGAGTGCATGCTGAGCACCGGCCCCGCTGTG 
CTGGCGTTACAGACTTCCTTGGTTTTTTCCAAAGATTTTGGTTTACTTGTATTTGTTCGGAAATCACTTA 
GTATTG ATGAATT TCGTGATT GTAGAGAAGAAATCCTAAAAT T T T TAT AT ATT T T CT TAGAAAAAATTGG 
CCAGAAGATCAC ACCTT ATTCTCT T GAT AT TAAGAATACT TGT ACCAGT GT T TACACAAAAGATAAAGCT 
GCCAAATGTAAAATTCCGGCCCTAGATCTTCTTATTAAGTTACTTCAGACTTTGAGAAGTTCTAGACTCA 
TGGAT GAATT TAGAGTTGGAGAAT TATT TACCAAAT T CTAT GGAGAACT TGCC TT GAAAACAAAAATACC 
AGATACAGTT T T AGAAAAAATAT AT GAGC TCCTAGGAGTAT TAGGT GAAGTTCAT CCTAGTGAGATGATA 
AGTAATTCAGAACAACTGTTCCGGGCTTTTCTGGGTGAACTTAAGTCCCAGATGACATCAACAGTAAGAG 
AGCCCAAACTACCTGTTCTGGCAGGGTGTCTGAAGGGATTGTCATCACTTATGTGTAACTTCACTAAGTC 
CATGGAAGAAGATCCCCAGACTTCAAGGGAGATTTTTGATTTTGCGTTAAAGGCAATTCGTCCTCAGATT 



475 



WO 2005/067649 



PCT/US2005/000517 



GATCTGAAGAGATATGCAGTGCCCTTAGCTGGTTTATGCTTATTTACCCTGCATGCATCTCAATTTAGCA 
CCTGCCTTTTGGAGAACTACGTTTCTTTGTTTGAAGTGCTGTCAAAATGGTGTGGCCATACAAACATAGA 
ATTGAAAAAAGCCGCACATTCAGCTCTGGAGTCTTTTCTGAAACAGGTTTCTTTTATGGTGGCAAAAGAT 
GCAGAAAGGCATAAGAAT AAGCTGCAGT ACTT T ATGGAGCAAT TC TAT GGAATCAT CAGGAAC AT GGAT T 
CAAATAGCAAGGATTTATCAATTGCAATTCGTGGATATGGACTTTTTGCAGGCCCTTGCAAGGTTATAAA 
CGCAAAAGATGTTGACTTCATGTACGTAGAGCTCATTCAGCGCTGCAAGCAGCTGTTCCTCACCCAGACA 
GATACTGTTGATGACCATATTTACCAGATGCCCAGTTTCCTCCAATCTATTGTAAGTGTCTTGCTTTACC 
TTGATACAATTCCTGAGGTGTATACTCCGGTTCTGGAACATCTCATGGTGGTACAGATAGACAGCTTCCC 
ACAGTATAGTCCAAAAATGCAGCCGGTGTGTTGTAGAGCCATAGTGAAACTTTTCCTAGCCTTAGCAGAA 
AAGGGACCAGTTCTCTGGAATTGCATTAGTACTGTGGTGCATCAAGGTTTAATTAGAATATGTTCTAAAC 
CAGTCGTCTTTCAAAAGGGTGCTGGGTCTGAATCCGAAGACTATCATACATCAGAGGAAGCTAGAACTGG 
CAAATGGAAAATGCCCACATACAAAGACTATTTGGATCTTTTTAGATATCTCCTGAGCTGTGACCAGATG 
ATGGATTCTCTTTTAGCAGATGAAGCATTTCTCTTTGTGAATTCCTCCCTTCATAGTCTGAATCGTTTGC 
TGTATGAT GAATT T GT AAAAT CAGT T TT GAAGAT TGTTGAGAAAT TGGATCT TACACT AGAAAAACAGAA 
TGTTGGGGAGCAAGAGGATGAAACTGAAGCTACTGGTGTTTGGGTGATCCCGACTTCAGATCCAGCGGCT 
AACTTGCACCCTGCTAAACCTAAAGATTTTTCAGCTTTCATTAACCTGGTGGAATTTTGCAGAGAGATTC 
TTCCTGAGAAACATGTAGAATTTTTTGAGCCATGGGTTTACTCATTTGCGTATGAATTAATTTTGCAGTC 
TACACGGTTACCACTCATCAGTGTTTTTTACAAATTGCTTTCTGTTGCTGTGAGAAATGCCAAGAAAATG 
AAGTATTTTGAAGGAGTTGGTCCAAAGAGTCAGAAACAGTCTCCTGAGGACCTAGAAAAGTATTCTTGCT 
TTGCT T TGT TT GCAAAAT T TAGTAAAGAGGT ATCAATT AAAATGAAGCAAT ACAAAGAT GAACT T T TGGC 
CTCCTGTTTGACCTTTATTCTGTCCCTGCCACATGACATCATTGAACTTGATGTTAGAGCCTACGTTGCT 
GCATTGCAGATGGCTTTTAAACTGGGCCTGAGCTATACTCCATTGGCGGAAGTAGGCCTGAATGCTCTAG 
AAGAATGGTCAGGTTACATCTGCAAACATGTAATTCAGCCCTATTATAAGGACATTCTACCCAGCCTTGA 
TGGATATCTGAAAACTTCAGTCTTATCAGATGAGACCAAGAATAGCTGGCAAGTGTCAGCACTTTCTCGG 
GCTGCCCAGAAAGGATTTAATAAAGTTGTGCTAAAGCATCTGACAAAGACAAAGAGCATTTCATCAAATG 
AAGCACTGTCCT TAGAAGAAG TGAGGAT TAGAGTAGTACGGATACT T GGCT CT CTAGGAGGACAAATAAA 
CAAGAAT CT CGTAAC AGCT GCATCAT CAGATGAAATGAT GAAGAAGTGT GT GGCATGGGACAGAGAAAAA 
AGACTCCGTTTTGCAGTACCATTTATGGAGATGAAGCCTGTCATTTATCTGGATCTATTCCTGCCTCGGG 
TCACCGAGTTAGCTCTTTCAGCTAGTGACAGGCAGACTACAGTTGCAGCCTGTGAACTTTTACATAGCAT 
GGTTATGTTTATGTTGGGAAAAGCCACTCAGATGCCTGAAGATGGTCAGGGTTCCCCACCCATGTACCAG 

ctctataagcgaacttttcctgttttacttcgacttgcatgtgatgtagatcaggtgacaaggcaactgt 
atgagccactagttatgcaactgattcactggttcactaacaacaagaaatttgaaagtcaggacactgt 
cgccttactagaaacgatattggatggaattgtggaccctgttgAcagtactttgagagatttttgtggt 

CAGT GT AT TCAAGAAT TCCT TAAAT GGTCCAT T AAGCAGACGACACCACAGCAGCAGGAAAAAAGT CCAG 

taaataccaaatcgcttttcaagcgactgtatagctttgcacttcatccgaatgccttcaagaggctggg 

AGCATCACTTGCTTTTAATAATATCTACAGGGAATTCAGGGAAGAAGAGTCTCTGGTAGAACAGTTTGTG 

tttgaagccttggtaacgtatatggaaagtctggccttagcacatacagatgagaaatccttaggtacaa 
ttcaacaatgttgtgatgccattgatcatctcagtcttatcattgagaagaagcacgtttctttaaacaa 
agcaaaaaaacgacgtttgccacgaggctttccacctgcgacatcactgtgtttattggatgtggtccag 
tggcttttagcaaattgtgggagaccccagacagaatgtcgacacaaatccatagaactcttttataaat 
ttgttactttattgccaggcaacaaatccgcttttttatggctgaaagatattatcaagaaagaagatat 
ttcctttctcataaacacatttgagggcgggggaagtggtcggccgtcaggcatccttgctcagccaacc 
ctcttccatttgcaagggccgttcagtctcagagctggcctgcagtggatggacatgcttctggcagcac 

TGGAGTGCTACAACACATTCATTGAAGAGAAAACTCTGGAAGCACCCAAGGTCCTAGGTACTGAAACCCA 

gtcttcactttggaaagcggtggctttctttttagaaagcattgctatgcatgatattatggcagcagaa 
aagtac t t t ggcactggggcaacaggt aacagacccagcccacaagaaggagaaagatataat tatagca 

AATGTACAATTGTGGTCCGCATTATGGAATTTACCACAACGCTCCTCAGCACCTCCCCAGAAGGCTGGAA 
GCTGCTTGAGAAGGATGTGTGTAACACAAACCTTATGAAACTCTTAGTGAAAACCCTGTGTGAGCCCTCA 
AGCATAGGTTTCAACATCGGAGATGTCGCAGTTATGAACTATCTTCCCAGTGTTTGTACCAACCTGATGA 
AAGC ACT GAAGAAGTCCCCATACAAAGACAT CCT GGAGATGCACCTCAAGGAAAAGATAACAGCACAGAG 
CATTGAAGAGCTCTGTGCAGTTGACTTGTATTGCCCTGATGCTTGCGTGGACAGGGCCAGGCTGGCTTCT 
GTCGTGTCAGCTTGTAAACAACTTCATAGAGCGGGGGTTTTGTGTGTTATAATACCATCTCAGTCTGCAG 
ATCAGCATCATTCTATTGGCACAAAACTTCTTTCCTTGGTTTATAAAAGCATTGCACCTGGAGATGAACA 
ACAGTGCCTTCCTTCACTAGATCCCAATTGTAAGCGATTGGCCAGTGGACTTCTGGAGTTGGCCTTTGCT 
TTTGGAGGACTGTGTGAGCACCTTGTGAGTCTTCTCCTGGACACGACAGTGTTGTCTATGCCATCCAGAG 
GAGGGTCCCAGAAAAACATCGTCAGCTTCTCTCATGGAGAGTATT'TTTATAGCTTGTTCTCAGAAACGAT 
CAACACTGAATTGTTGAAAAATCTAGATCTTGCTGTATTGGAGCTCATGAAATCATCTGTGGATAATCCC 
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AAAATGGTGAGCAATGTTTTGAATGGTATGTTAGATCAGAGCTTCAGGGATCGAACCAGTGAGAAACACC 
AAGGACTGAAACTTGCAACTATAATTCTGCAAAACTGGAAGAAGTGTGATTCATGGTGGGCCAAAGATTC 
TGCTCCTG7y\AGTAAAATGGCAGTGCTTACCTTGTTGGCAAAAATTTTCCAGATTGATTCATCTGTTTGT 
TTTAATACAAATCACTGCATGTTCCCTGAAGTCTTTACAACATATGTTAGTCTACTTGCTGATTCAAAGT 
TGGACCTGCATTTAAAGGGCCAAGCTATAATTCTTCTTCCATTCTTCACCAGTCTTACTGGAGGCAGCCT 
TGAGGACCTTAAGGTTGTTCTTGAAAACCTCATCGTTTCTAATTTTCCTATGAAATCTGAAGAATTTCCC 
CCAGGAACTCTGCAGTACAATAATTATGTGGACTGCATGAAGAAGTTTCTAGATGCATTGGAATTATCTA 
AAAGCCCTATGTTGTTGCAGTTGATGACAGAAATTCTTTGTCGTGAACAGCAACATGTTATGGAAGAATT 
ATTTCAGTCTACTTTCAAAAAGATTGCCAGAAAGAGTTCATGTATCACACAATTAGGCCTTCTGGAAAGT 
GTATATAGAATGTTCAGGAGGGATGACCTGCTTTCAAATATCACTCGCCAAGCATTTGTAGACCGTTCTC 
TGCTCACTCTGTTGTGGCACTGTAGCTTGAATGCTTTGAGGGAATTTTTTAGCAAAATTGTGGTGGAAGC 
CAT TAAT GTGTT GAAGT CCAGATT TAT AAAGCTGAAT GAAT CT GCC T T T GATACTCAAATCAGCAAGAAG 
ATGGGCTACTATAAGATGTTAGATGTGATGTATTCTCGTCTTCCAAAAGATGATGTTCACTCTAAGGAAT 
CTAAAATTAATCAAGTTTTCCATGGCTCATGTATTACAGAAGGAAGTGAACTTACAAAGACACTTATTAA 
AT T GT GCTATGAT GCCTT T ACAGAGAACAT GGCAGGCGAGAACCAGT T GC TGGAGAGGAGAAGACT TTAC 
CATTGTGCTGCATACAACTGTGCCATTTCTGTTGTCTGCTGTGTCTTCAATGAATTAAAATTTTACCAAG 
G T T T TCTG TT TAG TGAAAAACCAGAAAAGAACT T GC T TAT T T T T GAAAATCTGAT AGACT TGAAGCGC TG 
C T AC AC G T T T CC T AT AG AAG T T G AGG T T CCT AT GGAG AGAAAG AAAAAGT AC C T T GAAAT T AG AAAAG AA 
GCCAGGGAAGCAGCAGCAAGTGGGGATTCAGATGGTCCTCGTTATATATCTTCCTTGTCATATTTGGCAG 
ACAGTAGCCTGAGTGAGGAAATGAGTCAATTTGATTTCTCGACTGGAGTGCAGAGCTATTCATATAGTTC 
CCAAGACCCTAAATCTACCACTGCTCATTTTCGGAGACAGAAACATAAAGAGTCCATGATCCAAGATGAT 
AT CCT GGAGT TAGAGATGGAT GAACT CAATCAACACGAAT GT AT GGCAACTAT GACT GCT CTGATTAAGC 
ACATGCAGAGAAATCAGATCCTCCCTAAGGAAGAAGAGGGTTCAGTGCCAAGAAATCTTCCTCCTTGGAT 
GAAATTTCTTCATGACAAACTAGGAAATCCATCAATATCATTAAATATCCGTCTCTTCTTAGCCAAGCTT 
GTTATTAATACAGAAGAAGTCTTTCGTCCTTACGCGAGATACTGGCTCAGCCCTTTGCTGCAGCTGGTTG 
TTTCTGGAAACAACGGAGGAGAAGGAATTCACTATATGGTGGTTGAGATAGTGGTTATTATTCTTTCATG 
GACAGGATTAGCTACTCCTATAGGTGTCCCTAAAGATGAAGTGTTAGCAAATCGATTGCTTCATTTCCTA 
ATGAAACATGTTTTTCATCAAAAAAGAGCTGTGTTTAGACACAACCTCGAAATTATAAAAACCCTTGTTG 
AATGCTGGAAGGATTGTTTATCCATCCCTTACAGGTTAATATTTGAAAAGTTTTCCAGTACAGATCCTAA 
TTCTAAAGACAATTCAGTAGGAATTCAATTACTAGGCATTGTAATGGCCAATAACTTGCCTCCTTATGAC 
CCAAAAT GTGGCAT AGAGAGCATAAAATACTT T CAAGCT T T GGTCAAT AATATGT CCT T TGTAAGATATA 
GAGAGGTATATGCAGCAGCGGCAGAAGT T CT AGGACT TGT T CT TCGATATAT TACTGAGAGAGAAAATAT 
ACTGGAGGAGTCTGTGTGTGAACTGGTCATAAAACAGTTGAAGCAACATCAGAATACGATGGAGGACAAA 
TTTATTGTGTGCTTGAACAAAGCTGTGAAGAACTTCCCTCCTCTTGCTGATAGGTTTATGAACACCGTGT 
TCTTCCTGCTGCCAAAATTTCATGGCGTGATGAAGACTCTCTGTCTGGAGGTGGTACTGTGTCGTGCAGA 
GGAAATAACAGATCTATACT TACAG T TAAAGAGCAAGGATTTCAT TCAAGT CATGAGACATAGAGAT GAT 
GAAAGACAAAAAGTGTGT T TGGACATAAT T T ATAAGATGAT GGCAAGAT T GAAACCAGTAGAACTTCGAG 
AACTTCTGAATCCTGTTGTAGAATTCATTTCTCATCCTTCTCCAGTGTGTAGGGAACAAATGTATAACAT 
TCTCATGTGGATTCATGACAATTATCGAGATCCAGAAGGTCAGACAGATGACGACTCCCAGGAAATATTT 
AAGTTGGCAAAAGATGTGTTGATTCAAGGATTGATCGATGAGAACCCTGGGCTTCAATTAATTATTCGAA 
ATTTCTGGAGTCATGAAACTAGGTTACCTTCAAATACCTTGGATCGATTGTTGGCACTAAATTCCCTATA 
TTCTCCTAAGATAGAAGCACACTTTTTAAGTTTAGCAACAGATTTTCTGCTTGAAATGACCAGCGTGAGC 
CCAGAT TATTCAAACCCTAT GTTT GAT CATCCTCTGT CAGAAT GCAAAT TT CAGGAATATACT AT TGAT T 
CTGACTGGCGTTTCCGAAGTACTGTTCTCACTCCAATGTTTATTGAGACTCAGGCCTCCCAAAGTGCTCT 
GCAGACCCGGACCCAGGAAGGATCCCTCTCAGCTCGAGGGGTAATGACTGGGCAGATACGGGCCACACAA 
CAGCAGTATGAT T TCACACCTACGCAAAATACAGAT GGAAGAAGCT CT TTCAATT GGCTGAC TGGGAACA 
GCATTGACCCACTGGTGGATTTTACGGTCTCCTCCTCATCTGATTCTTTGTCTTCCTCCTTGCTGTTTGC 
T CACAAGAGGAGTGAAAAATCAC AGAGAGGACCCT TGAAGT CAGT AGGACCT GAT T TTGGGAAAAAAAGG 
CTGGGCCTTCCAGGGGATGAGGTGGATAACAAAGCAAAAGGTACAGACAATCGGGCGGAAATATTAAGAT 
T ACGGAGACGATT T T TAAAGGACCGAGAAAAGCTCAGT TT GAT T T ATGCCAGAAAAGGTGTT GCTGAACA 
AAAACGAGAGAAGGAGATCAAG AGT GAGTTAAAAATGAAGCACGAT GCCCAAGTCAT T T TGTACAGAAGT 
TACCGTCAAGGAGACCTTCCTGACATTCAGATTAAATACAGCAGCCTGATCACTCCCTTGCAAGCTGTGG 
CCCAGAGAGACCCAATAAT TGCAAAGCAGCTCTTTGGCAGCT T GT T TT CTGGAATT ATAAAAGAGATGGA 
TAAATATAAGACCATGTCTGAAAAAAACAACATTACTCAGAAGTTGCTCCAGGACTTCAATAATTTTCTT 
AACACCACTGTCTCTTTCTTTCCACCTTTCATCTCCTGTATCCAGGAAATTAGTTGCCAACACGCAGACT 
TGCTGAGCCTCGACCCAGCTTCTGTCAGTGCCAGCTGCCTGGCCAGTCTGCAGCAGCCTGTAGGCGTCCG 
CCTTCTGGAGGAGGCCTTGCTCCACCTGCTGCCTGAAGAGCCACCTGCCAAGCGAGTTCGAGGGAGACCC 
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TGTCTCTACCCTGATTTTGTCAGATGGATGGAACTTGCTAAACTGTATAGATCAATTGGAGAATATGACA 
TCCTCCGTGGGATTTTTAATAGTGAGATAGGAACAAAGCAAGTCACTCAGAATGCATTATTAGCAGAAGC 
AAGAAATGATTATTCTGAAGCCGTTAAGCAGTATAATGAGGCTCTCAATAAACAAGACTGGGTAGATGGT 
GAGCCTATGGAAGCTGAGAAGGATTTTTGGGAACTTGCATCCCTTGACTGTTATAACCAACTTGCTGAGT 
GGAAATCACTGGCATACTGTTCTACAGTCAGTGTTGACAGTGCGAACCCTCCAGATTTAAATAAAATGTG 
GAATGAACCATTTTATCAGGAGACCTATCTACCTTACATGATCCGCAGCAAGCTGAAGCTACTTCTGCAA 
GGTGAGGGAGACCAGTCCCTGCTGACATTTATTGATGAAGCTGTGAGCAAGGAGCTCCAGAAGGTCCTCG 
TAGAGCTTCAT TACAGTCAGGAAT T GAGTCT CCT T TAT AT CCTACAAGATGACG T CGACAGAGCCAAAT A 
TTATATTGAAAATTGCATTCGGATTTTCATGCAGAGCTATTCTAGTATTGATGTCCTTTTAGAGAGAAGT 
AGACTCACCAAATTGCAATCTCTACAGGCTTTAATAGAAATTCAGGAGTTCATCAGCTTTATAAGGAAAC 
AAGGTAATTTATCATCTCAAATTCCCCTTAAGAGACTTCTAAAAACCTGGACAAACAGATATCCGGATGC 
T AAAAT GGACCCAAT GAACAT C TGGGATGACATCAT CACAAATCGAT GTTTCTTTCTCAGCAAAATAGAA 
GAAAAACTGACTATTCCTCCAGATGATCATAGTATGAACACAGAT GGAGAT GAAGAT T CCAGTGACAGAA 
TGAAAGTGCAGGAGCAGGAGGAAGATATTTATTCTCTGATTAAGAGTGGTAAGTTTTCCATGAAAATGAA 
GAT GATAGAAAGT GCAAGGAAACAGAAAAAT T TC T CACT AGCC AT GAAACTAT TAAAGGAGCTT CATAAA 
GAGTCAAAAACAAGAGATGACTGGCTGGTGAAATGGGTGCAGAGCTACTGTCGACTCAGTCACAGCCGGA 
GCCAGACCCAGAATCGTCCTGAGCAGATCCTTACTGTGTTGAAAACAGTCTCTTTGTTGGATGAGAACAC 
ATCAAGCTACTTAAGCAAAAATATTCCAGTTTCCCGTGACCACAACATTCTCTTGGGTACAACTTACAGG 
ATCATAGCTAATGCTCTCAGCAGTGATCCAACTTGCCTTGCTGAAATCGGGGAAAGCAAGGCTAGAAGAA 
TCTTGGAGCTGTCTGGATCCAGTTTAGAGAATGCAGAAGAGGTGATCGCAGGTCTATACCAGAGAGTGTT 
GCATCACCTTTCTGAGGCCGTGCGGATTGCAGAGGAGGAGGCCCAGCCTTTCACTAGAGGCCAGGAACCT 
GCAGTTGGGGTGATAGATGCTTACATGACACTGGTGGATTTCTGTGACCAGCAGCTCCGCAAGGAGGAAG 
AGAGTTCATCAGTTACTGAGTCTGTACAACTGCAGATGTATGCAGCCCTTGTGGTGGACAAAATGTTAAA 
AGCTTTAAGACTCGATTCCAATGAAGCCAGGCTGAAGTTTCCCAGACTACTGCAGATTATAGAACGGTAT 
CCAGAGGAGACCCTGAGCCTAATGACCAAAGAGATTTCTTCCATTCCTTGCTGGCAGTTCATTGGCTGGA 
TCAGCCACATGGTGGCCTTACTGGACAAAGAGGAAGCTGTCGCTGTCCATCGCACAGTGGAAGAGATTGC 
TGATAACTATCCACAGGCGATGGTCTACCCATTTATAATAAGCAGTGAAAGCTATTCCTTCAAAGATACT 
TCTACT GGTTATAAGAATAAGGAGTT TGT GGAAAGGATTAAAAT TAAGTT GGAT CAAGGAGGAGTGATTC 
AAGATTTTATTAATGCCCTAGAACAGCTCTCTCATCCTGAAATGCTCTTTAAGGACTGGACTGATGATAT 
CAAAGTTGAACT TGAAAAAAACCCTGTAAATAGAAAAAACAT T GAAAAGAT GTATGAAAAAATGT ATGCA 
ACCTTGGGAGACCCACAGGCTCCAGGTCTTGGGGCTTTTCGAAGAAGGTGTATTCAGGGTTTTGGAAAAG 
AATTTGATAAACACTTTGGGAGAGGAGGTTCTAAGCTACCTGGAATGAAATCCCGTGAATTCAGTGATAT 
TACCAACTCACTATTTTCAAAAATGTGCGAAGTCTCAAAGCCACCTGGGAATCTGAAAGAATGCTCGCCC 
T GGAT GAGT GACT TCAAAGTAGAATT T T T GAGAAGTGAACTGGAGAT T CCTGGT CAGT ATGATGGCAAGG 
GAAAACCAGTGCCAGAATACCATGCACGAATTGCTGGGTTTGATGAGCGGATAAAAGTAATGGCTTCTAT 
GAGAAAACCAAAGCGTATCATCATCCGAGGCCATGAT GAGAGAGAGTACCCT T T CCT TGTGAAGGGAGGT 
GAAGATCTGAGGCAGGACCAACGCATCGAGCAGCTCTTCGAGGTCATGAATGTCATCCTTTCCCAAGATG 
CTACCTGTAGTCAGAGAAGCATGCAGCTAAAGACATACCAGGTCATACCCATGACCTCCAGATTAGGACT 
AAT TGAATGGAT TGAAAATACT T T TACC T T GAAGGAACT T CT T TT GAGTAACAT GT CACAAGAGGAGAAA 
GCGGCTTGTACAAGAGATCCCAAAGCACCACCATTTGAATATAGAGACTGGCTGACAAAGATGTCTGGGA 
AATGTGATGTTGGTGCTTACATGCTAATGTATAAGGGAGCTAGTCGTACTGAAACAGTCACATCTTTTAG 
AAAAAGAGAAAGTAAGGTGCCAGCCGATC TCTTAAAGCGGGCC T T TGTGAAGAT GAGTACCAGCCCT GAG 
GCCTTCCTGACACTCCGCTCACACTTTGCCGGCTCTCACGCTTTGATATGCATTAGTCACTGGATTCCTG 
GGAT TGGAGATAGACATCTGAACAAT T TCCTGGTAAGCATGGAGACAGGTGGAGTGAT T GGAATCGACTT 
TGGACATGCATTTGGATCAGCTACTCAGTTTCTGCCGGTCCCTGAGTTGATGCCTTTTCGTCTAACTCGC 
CAGT T TAT CAATCTGATGTTACCAATGAAAGAAACAGGTGT TAT GTACAG TAT CATGGTGCATGCACTGA 
GAGCCTTCCGCTCGCAGTCCAACCTGCTTGCTAACACCATGGACGTGTTTGTAAAGGAGCCTTCCTTCGA 
CTGGAAAAATTTTGAACAGAAAATGCGGAAAAAAGGAGGATCATGGATTCAAGAAATAAATGTAACTGAA 
AAAAATTGGTATCCCCGGCAGAAAATACATTATGCTAAGAGAAAGTTAGCTGGTGCCAATCCAGCAGTTA 
TTACTTGTGATGAGTTACTTCTGGGCCATGAGAAGGCAGCTGCATTTGGAGATTATGTGGCTGTAGCACG 
AGGAAGTGAAGATCACAATATCCGTGCCCAAGAACTGGAGAGTGACCTTTCAGAAGAAGCTCAGGTGAAG 
TGCTTGATTGACCAGGCAACAGACCCCAACATCCTTGGCAGAACCTTGGTAGGATGGGAGCCCTGGATGT 
GATAA 

>GBEQ0061 |Acc|AJ133469|Ver[AJ133469.1 GI : 4468172 | Equus caballus mRNA for prostaglandin 
D2 synthase . 

CCAGATCCTGCTCAGATCCTGCAGAATGGCTGCTTCACACACGCTGTGGATGGGGTTGGTCCTGCTGGGG 
GTCCTGGGGGTCCTGCAGACCCGAGCCCAGGCCCAGCCCTCCCTGCAGCCCAACTTCCAACAGGACAAGT 
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TCCTGGGCCGCTGGTTCACCTCGGGCCTGGCCTCCAACTCGAGCTGGTTCCGGGAGAAGAAGAAGGTGCT 
GTCCATGTGCACGTCGGTGGTGGCCCCGACCGCAGACGGCGGCTTCAACCTCACCTCCACCTTCCTCAGG 
AAAGACCAGTGTGAGACCCGGACCCTGCTGCTGCAGCCGGCCGGACCCCCAGGCTGCTATAGCTACACGA 
GTCCCCACTGGGGCATGGTCCATGAGGTGTCAGTGGTAGAGACGGACTATGAGGAGTACGCTCTGCTCTA 
CACCCACGCCGAGAGCACCAAAGGCCTGGGCGGCCAGGACTTCCGCATGGCCACCCTCTACAGCCGTGTG 
CAGAGCCCGAGGCCTGAGGTGAAGGAGAAATTCAGCACCTTCGCCAAAGCCCAGGGCTTCACAGAGGATG 
CCATTGTCTTCTTGCCACAGACCGATAAGTGCATGGAGGAGCACAATTAGGTCACCTCAACCCTCAGGAC 
CTGGCTGTCTTGCCCTGCTCTGCTCTTT 

>GBEQ0062 | Acc | AF4 91288 | Ver | AF491288 . 2 GI : 20143976 [ Equus caballus latherin mRNA, complete 
cds . 

ATGCTGAAGGTCTCCTGCCTCTTCGTTCTCCTCTGTGGGCTCCTTGTCCCGTCCTCTGCTCAACAGATCC 
CACCTGAAGTTTCTTCCCAGATCACCGATGCTTTGACCCAAGGACTCCTTGACGGGAACTTCCTTTCTCT 
CCT GAATGCAATTAAC T TAGAAGGAT TAT TGAACACCATCC TCGATCAAGTAACAGGCCT CCTGAACATC 
TTGGTTGGCCCTCTCCTGGGGCCCAGCGATGCAGAGATCAAGTTGCAAGACGCTCGACTCCTTCAACTCT 
CCCTTGAGTTTTCCCCTGATAGCAAGGGGATCGACATATGGATACCATTGGAATTGTCCGTATATCTAAA 
GCTCCTGATTCTTGAACCCCTCACACTTTACGTGCGGACAGATATAAGAGTCCAGCTrCAGTTGGAGAGC 
GACGAAGATGGCAAATACCGACTCGCCTTTGGGCATTGCAGCCTCTTACCTAGGGCTATAGAGCTCCAAT 
CTGGAAATCCACTCAGCTTGCCGGTAAATGCTGTTTTGGGGACCATAGAAAACGCCCTGGGAAACTTCAT 
AACCGAGGATTTGGGAGCAGAACTTTGTCCTACCCTTAATTCATTGGTCTCCAACCTGGATCTGCAGCTG 
GTTAATAATCTGATTAATCTGATACTGGATCGTGCGAACGTTGACCTCAGCGTCTAA 

>GBEQ0063 | Acc | AF035404 AF459024 | Ver | AF035404 . 1 GI : 2654199 1 Equus caballus interleukin-4 
precursor (IL-4) mRNA, complete cds. 

ACTATTAATGGGTCTCACCTACCAACTGCTTCCAGCTCTGGTCTGCTTACTAGCATGTACCAGCTTCATC 
CAGGGATGCATATACGACAT CACCT TACAAGAGAT CATCATAACGCT GAACCT CACAGAT GGAAAGGGCA 
AGAATTCGTGCATGGAGCTGACTGTAGCGGATGCGTTTGGCCCGAAGAACACAGATGGAAAGGAAATCTG 
CAGGGCTGCAAAGG TGCT TCAACAG TATAAAAGACATGACAGGTCCT TGAT CAAAGAATGCCT GAGCGGA 
CTGGACAGGAACCTCAAGGGCATGGCAAACGGGACCTGCTGTACTGTGAATGAAGCCAAGAAGAGCACAT 
TGAAAGACTTTTTGGAAAGGCTAAAGACGATCATGAAAGAGAAATACTCCAAGTGTTGAAGC 

>GBEQ0064 | Acc | U64794 | Ver | U64794 . 1 GI : 2654387 ) Equus caballus interleukin-6 (IL-6) mRNA, 
complete cds . 

ATGAACTCCTTCTTCACAAGCACCGTCACTCCAGTTGCCTTCTCCCTGGGGCTGCTCCTGGTGATGGCTA 
CTGCTTTCCCCACCCCACTACCCCTGGGAGAAGATGAAACCACCTCAAATGGACCACTAGTCACCACTGC 
AGACAAAACCAAACAGCACAT TAAGTACATCCT CGGCAAAAT CT C T GCCCT GAAAAATGAGAT GTGT AAC 
AAT T T TAG C AAG T G T G AAAAC AG C AAG G AG GT AC T GGC AG AAAAC AAC C T G AAT C T T C C AAAG AT G G GAG 
AAAAAGACGGATGCTTCCAATCTGGGTTCAATCAGGAGACCTGCCTGATGAAAATCACCACTGGTCTTTC 
GGAGTTTCAGATATACCTGGAGTACCTCCAGAACGAGTTCAAGGGTGAAAAGGAAAACATCAAGACTATG 
CAGATCAGTACCAAAGTCCTGGTCCAGATCCTGATGCAAAAGATGAAGAATCCAGAAGTAACCACCCCTG 
ACCCAACTGCAAAAAGCAGCCTGCTGGCTAAGCTGCATTCACAGAATGAGTGGCTGAAGAACACAACAAC 
TCACCTCATGCTTCGAAGCCTTGAGGATTTCCTGCAGTTCAGCCTGAGAGCTGTTCGGATAATGTAACCT 
TGGCATCTAAGATTGTTGTAGTTCATGGGCATTCCTTCCTCTGGTCAGAAACCTGTCCACTGGGCACATA 
ACTTATGTTGTTCTCTATGAAGAACTAAAAGTATGAGCGTTAGGA 

>GBEQ0065 | Acc | AY040203 | Ver | AY040203 . 2 GI : 1674 0524 | Equus caballus granulocyte-macrophage 
colony-stimulating- factor (GM-CSF) mRNA, partial cds. 

ATGTGGCTTCAGAACCTGCTTCTTCTGGGCACTGTGGTTTACAGCATGCCCGCACCCACCCGCCAACCCA 
GCCCTGTCACTCGGCCCTGGCAGCATGTGGATGCCATCAAGGAGGCCCTGAGCCTTCTGAACAACAGTAG 
TGACACTGCTGCTATCATGAATGAAACAGTAGAAGTCGTCTCTGAAACGTTTGACGCCGAGGAGCTGACA 
TGCCTGCAGACTCGCCTGAAGCTGTACAAACAGGGCTTGCGGGGCAGCCTCATCAAGCTCGAAGGCCCCT 
TAACCATGATGGCCAGCCACTACAAGCAGCACTGCCCCCCCACCCTGGAAACTTCCTGTGCAACCCAGAT 
GATCACCTTCAAAAGTTTCAAAAAGAACCTGAAGGATTTTCTGTTTGAGATCCCGTTTGACTGCTGGAAC 
CAGCCCAGAAGTAAGGCAGGCCTTCCAGCTAGGAGCTAGCCCTGGGAGCTCACCTCACAGATTGCTGCTG 
TCCCACTCACAAAGAACCGAAACTCAGGATCTTCAGCTTGGAGGGACCAAAGGGTGGGCCATGGCTGTTG 
AGAACATGGACTTGCTCTGGGCCGTACTGACCACGATATGGGTGTGGTAGGGGAGTAGGGGATATTTTAC 
AC TGGCGGGGATCAGT AAT AT T TAT T TAT AT AT T TAT GTATTT TAATATT T AT TT AT TTAT T TAT T TAAG 
CT CATACTCCATAT T TATTC AAGATGTT T TACCAT TAGAATAAAT TAT T AAAAC CCAAAAAAAAAAAAAA 
AAAAAAAAA , 

>GBEQ00 66 ') Acc | AF307972 j Ver | AF307 972 . 1 GI : 138 9837 9 | Equus caballus E-selectin mRNA, 
complete cds . 
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GCATTTTCAAGTCTAATCTTTGGATCAGAAGGACTCTTGAAGTCATGATTGCTTCACAGTTTCTCTCTGC 
TCTCACTCTTGTGCTTCTGATTAAGGAGAGCGGCGCCTGGTCTTACAGTGCCTCCACAACAAACATGACT 
TTTGACGAGGCCAGTGCTTATTGTCAGCAAAGGTACACGCACCTGGTTGCGATTCAAAACCAGGAAGAAA 
T TAAATACCTCAACTCCATATT CAACCATT C ACCAAGTT AC TACT GGAT T GGAATCAGAAAGGT C AACGA 
TAAGTGGGTCTGGATAGGGACCCAGAAGCCTCTGACTGAAGAAGCCAAGAACTGGGCTCCAGGTGAACCG 
AACAATAAGCAAAATGAGGACTGTGTGGAGATCTACATCAAGAGATACAAGGATGCGGGCAAGTGGAATG 
ATGAGAATTGCAATAAAAAGAAGCTTGCCTTGTGCTACACAGCTGCCTGTACCCATACATCCTGCAGTGG 
CCACGGTGAATGTGTGGAGACCATCAACAACTACACTTGCCAGTGCCACCCTGGCTTTACTGGACTCAGG 
TGTGAGCAAGTTGTGACCTGTCAAGCACAGGAAGCTCCTGAGCACGGACGCCTTGTTTGCACCCACCCTT 
TGGGGAACTTCAGCTACAATTCTTCCTGCTCGGTCAGCTGTGAAGAGGGCTACCTCCCAAGCAGAACAGA 
GGCCATGCAGTGCACTTCCTCCGGAGAGTGGAGCGCTCCTCCTCCAGCCTGCCATGTGGTTGAGTGTGAT 
GCTTTGACGAATCCTGCCAATGGAGTTATGCAATGTTCCCAAAGCCCTGGAAGCTTCCCATGGAACACAA 
CCTGCACATTTGACTGTCAGGAAGGGTTTGAACTAACGGGACCCCAGCACCTCCAGTGTACCCCATCTGG 
GAATTGGGACAACGAGAAGCCGACGTGTAAAGCTGTGACATGTGGTGCCGGCGGCCATCCTCAGAATGGC 
TTTGTGAACTGTAGCCACTCCTCTGCTGGAGAGTTCACCTTCAACTCATCTTGCAACTTCACCTGTGAGG 
AAGGCTTCGTGCTGCAGGGGCCAGCCCAGGTTGAATGCACTGCACAAGGGCAATGGACACAGCAGGTTCC 
GGTTTGTAAAGCTTTACAGTGCAAAGCCCTGTCCAGACCAGAGAGAGGCTACATGAGTTGTCGTCCTAGC 
ACTTCCGGAAGTTTCCAAAGTGGGTCCAGCTGTGAATTCTCCTGTGAGCAAGGATTTGTGTTGAAGGGAT 
CCAAAAAGCTCCGGTGTGGCCCCACAGGGGAGTGGGACAGTGAGAAGCCCACATGTGAAGCTGTGAGATG 
TGATGCTGTCCGTCAGCCCCAGGGTGGTTTGGTGAGGTGTACCCATTCTGCTGCGGGAGAGTTCACCTAC 
AAGTCCTCCTGTGCCTTCAGCTGTGAGGAAGGCTTTGAATTACGTGGGTCAGCTCAATTGGAGTGCACAT 
TGCAGGGACAATGGACACAGGAGGTCCCGTCCTGCCAAGTGGTACAATGTGCAAGCCTGGCAGTTCCCGG 
AAAGGTCAGCATGAGCTGCAGTGGGGAGCCTGTGTTTGGTGCTGTGTGTACATTTGCATGTCCTGAAGGA 
TGGACGCTCAATGGCTCTGCAGCTCTGACATGTGGTGCCACAGGACACTGGTCTGGGATGCTGCCTACCT 
GTGAAGCTACCGCCAAATCCAACATTCCCTTGACAGTTGGACTCTCTGCTGCTGGAACCTCCCTCTTGAC 
ATTAGCATCATTTCTCTTCTGGCTTCTGAAACGACTTCGGAGGAAAGCAAAGAAATTTGTTCCTGCCAGC 
AGCTACCAAAGCCTTCAGTCTGATGGATCCTACCAAATGCCTTCTGAGTCAGCATAAGTCCCAAGGAATC 
AGTTGCAGGAACACAGTGCCTTC 

>GBEQ0067 I Acc | AF411802 | Ver | AF411802 . 1 GI : 15553779 | Equus caballus heat shock protein 70 
cognate mRNA, partial cds. 

GATTAACAAGAGGGCTGTCCGTCGCCTGCGCACTGCTTGTGAACGTGCTAAGCGTACTCTCTCTTCTAGC 
.ACCCAGGCCAGTATTGAGATTGATTCACTCTATGAAGGAATCGACTTCTATACCTCTATTACCCGTGCCC 
GATTTGAAGAATTGAATGCTGACCTGTTCCGTGGCACCCTGGACCCTGTAGAGAAAGCCCTTCGGGATGC 
CAAGCTGGACAAGTCCCAGATTCATGATATTGTCCTAGTGGGTGGTTCTACCCGCATCCCCAAGATTCAG 
AAACTTCTACAGGACTTCTTCAACGGGAAAGAACTGAATAATCACTAGT 

>GBEQ0068 \ Acc | U95039 } Ver | U95039 . 1 GI : 207224 6 | Equus caballus tissue inhibitor of 
metalloproteinase-1 (TIMP-1) mRNA, complete cds. 

AGGCAGAGCACCCACCATGGCCCCCTTTGCACCCCTGGTCTCCGGCATTCTGTTGTTGCTGTGGCTCACA 
GCCCCCAGCAGGGCCTGTACGTGTGTCCCACCCCACCCGCAGACGGCCTTCTGCAGCTCTGAGTTCGTCA 
TCAGGGCCAAGTTCGTGGGGACCTCAGAAGTCAACCAGACCACCTTACAGCGGCGTTATGAGATCAAGAT 
GACCAAGATGTTCAAAGGGTTCAGCGCCTTGGGGGATGCCCCTGACACCTGGTTTGTCTACACCCCCGCT 
ATGGAGAGCCTCTGCGGATACTTCCACAGGTCGGAGAACCGCAGCGAGGAGTTTCTCATCGCCGGACAAC 
TATTGGACGAGAAGCTGTACATCACCACCTGCAGTTTCGTGGCTCCCTGGAACAGTCTGAGCTCCGCTCA 
GCGCCAGGGCTTCACCAAGACCTACGCCGCCGGCTGTGGGGAATGCTCAGTGTTTCCCTGTTCATCCATC 
CCCTGCAAACTGCAGAGTGACACTGATTGCTTGTGGACGGACCAGCTCCTCACAGGCTCTGACAAGGGCT 
TCCAGAGCCGCTACCTCGCCTGCCTGCCCCGGGAGCCAGGGCTGTGCACCTGGCAGTCCCTTCGGCCCCG 
GACGGCCTGAATCCTGTCTCCAGCAGAAGCTGAAGCTTGCACAGTGTTCACCCTCTTTCCCATTCCTATC 
TTTCTTTCTCCAAGACAGTGAAATAAAGAACTACCACCCAAA 

>GBEQ0069 | Acc | U62529 | Ver | U62529 . 1 GI : 14807 45 j Equus caballus matrix metalloproteinase 3 
mRNA, complete cds . 

GAGCAAAGAGCAAGGCATTAAGGCAACGTAGAGCTGAGTAAAGCCATCGGAAATGAAGAATCTTCCAATT 
CTGCTGTTACTATGCGTGGCAGCGTGCTCAGCCTATCCGTTGGACAGATCTGCAAGGGACGAGGATAGCA 
ACATGGACCTT CT TCAGGACTACCTAGAAAAATACT ACGACCT T GGAAAAGAAAT GAGACAAT AT GT TAG 
AAGAAAGGACAGTGGTCCTATTGTTAAAAAAATTCAAGAAATGCAGAAGTTCCTGGGGTTGAAGGTGACA 
GGAAAGCTGGACTCTGACACTGTGGAGGTGATGCACAAATCCAGATGCGGAGTTCCTGATGTCGGTCACT 
TCACTACAT T T CCTGGCATGCCAAAGTGGAGCAAAACTCACCT T ACT T ACAGGATT GT GAAT TATACACA 
GGATTTGCCAAGAGATGCTGTTGATTCTGACGTTGAGAAAGCTCTGAAAATCTGGGAGGAGGTGACTCCA 
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CT TAG AT T CT CC AGGAT T T ATGAAGGAGAGGCTGACAT AAT GAT CACT T T T GC AGT T C GAGAAC AT GGAG 
ATTTTTTTCCTTTTGATGGACCTGGAAAAGTTTTGGCTCATGCCTATCCACCTGGGCCAGGGATGAATGG 
AGATGCTCATTTTGATGATGATGAACACTGGACGAAGGATGCATCAGGGATCAATTTTCTCCTTGTTGCT 
GCTCATGAACTTGGTCATTCCCTGGGTCTCTATCACTCGACCAACACCGAAGCTTTGATGTACCCACTCT 
ACAATACACTCAT^AGGCCCGGCCCGGGTCCGCCTTTCTCAAGATGATGTGACTGGCATTCAATCCCTCTA 
TGGACCTCCCCCTGCCTCTCCTGATAGCCCCGTGGAGCCCAGTGAACCTGAGCCTCCCGCCCCTGGAACA 
CTAGCCATGTGCGATCCTGCTTTGTCCTTTGATGCAATCAGCACTCTGAGAGGAGAAATTCTGTTCTTTA 
AAGACAGATATTTTTGGCGCAAAACCTTCAGGACACTTGTCCCTGAATTTCATCCGATCTCTTCGTTTTG 
GCCATCTCTTCCTTCAGGCATAGATGCTGCATATGAAGTGACTAGCAGAGACAGTGTTTTCATTTTTAAA 
GGAAATAAGTTCTGGGCCATCAGAGGAAATGAGGAACAAGCGGGTTACCCGAGAGGCATCCACACTCTGG 
GTTTCCCTCCAACAGTAAGGAAAATAGACGCAGCCATTTTTGATAAGGAAAAGCAGAAAACATACTTCTT 
TGTAGAGGAC AAAT ACT GGAGAT TT GAT G AG AAG AG AC AAT C T AT GGAGCCAGGCT AT CCCAAGCAAAT A 
GCAGAAGACTTTCCAGGGATTGACTCAAAGCTTGATGCTGCTTTTGAATCATTTGGGTTTTTCTATTTCT 
TCAGTGGAT CT T CACAGTT T GAAT TTGACCCAAAT GC AAAGAAAGT GAC ACAT GT T CT CAAGAGT AAT AG 
CTGGTTTAATTGTTAGCAGAGATGCTTAGCAGGCACAACATGGACATTTTAAATGAAGCTAATAATTCTG 
CACCTGAGTCTTTGTGAACTGGAATTCGTTTTCTTCTGCATGTGCAGTGACTGAGAACATAAGTGTGAAC 
TGTGTGTCTTGCCGGTCAGCTTCATATATTACAGGGCATTCAGACGGGCTGCCGAGCTTTGTCACATGGA 
GTCACCT TCCATAGGAGAAAGGAGAC ACT CGT GTGCAACAGACAAGT AACTGTATATTTATAGACTAT TT 
GC T TGT T ATT TAATAAAGAGGACTTAG T TATT T T TAAAAAAAAAAAAAAAAAAA 

>GBEQ0070 |AccjU62528 |Ver 1U62528.1 GI : 1480743 | Equus caballus type II collagen mRNA, 
complete cds. 

CGGGTCTCCTGCCTCCTCCTCCTGCTCCAAGAGCCTCCTGCATGAGGGCGCGGTAGAGACCCGGACCCAC 
GCCGTGCTCCTGCCGCCTCGCTGCAGGCCCCGCAGTGAGCCATGATACGCCTCGGGGCTCCCCAGACGCT 
GGTGCTGCTGACGCTGCTCGTCGCCGCTGTCCTTCGGTGTCACGGCCAGGATGTCCGGCAGCCAGGACCG 
AAGGGACAGAAAGGAGAACCTGGAGACAT CAAGGATATTGTAGGACCCAAAGGACCTCCTGGACC T CAGG 
GACCTGCAGGTGAACAAGGACCCAGAGGTGATCGTGGTGACAAAGGAGAAAAAGGTGCCCCTGGACCTCG 
TGGCAGAGATGGAGAGCCTGGGACCCCTGGAAATCCTGGCCCCCCTGGTCCTCCTGGCCCCCCTGGTCCC 
CCTGGCCTTGGTGGAAACTTTGCTGCCCAGATGGCTGGAGGATTTGATGAGAAGGCTGGTGGCGCCCAGA 
TGGGAGTAATGCAAGGACCAATGGGCCCTATGGGACCACGTGGACCACCAGGCCCTGCTGGCGCTCCTGG 
ACCTCAAGGATTTCAAGGCAACCCTGGTGAACCTGGGGAACCCGGCGTCTCTGGTCCCATGGGTCCCCGT 
GGTCCTCCTGGCCCCCCTGGAAAACCTGGTGATGATGGTGAAGCTGGAAAGCCTGGAAAATCTGGTGAAA 
GAGGCCCTCCTGGCCCTCAGGGTGCTCGCGGCTTCCCGGGAACCCCAGGCCTTCCTGGTGTCAAAGGTCA 
CAGAGGTTACCCAGGTCTGGATGGTGCTAAGGGAGAAGCCGGTGCTCCAGGTGTGAAGGGCGAGAGTGGT 
TCCCCGGGTGAGAATGGTTCTCCGGGCCCAATGGGTCCCCGCGGCCTGCCTGGTGAGAGAGGACGGACTG 
GCCCTGCTGGCGCTGCAGGTGCCCGGGGTAACGATGGTCAACCAGGCCCCGCAGGGCCTCCGGGTCCAGT 
AGGTCCTGCTGGCGGTCCTGGATTCCCTGGTGCTCCGGGTGCCAAGGGTGAAGCTGGCCCCACTGGTGCT 
CGTGGTCCTGAAGGTGCTCAAGGTCCTCGTGGCGAACCTGGTACTCCTGGGTCCCCAGGGCCTGCTGGTG 
CTGCTGGTAACCCTGGAACTGATGGAATTCCTGGAGCCAAAGGATCTGCTGGTGCTCCTGGCATTGCTGG 
TGCTCCCGGCTTCCCTGGTCCCCGTGGTCCTCCCGGCCCTCAAGGTGCAACTGGTCCTCTGGGCCCGAAA 
GGTCAGACGGGTGAACCTGGTATTGCTGGCTTCAAAGGCGAACAAGGCCCCAAGGGAGAACCTGGCCCTG 
CTGGTCCCCAAGGAGCCCCTGGTCCTGCTGGTGAAGAAGGCAAAAGAGGTGCTCGTGGAGAGCCTGGCGG 
TGCTGGGCCTGTCGGTCCCCCTGGAGAAA.GAGGTGCTCCTGGCAACCGTGGTTTCCCAGGTCAAGATGGT 
CTGGCCGGTCCCAAGGGAGCCCCTGGAGAGCGAGGGCCCAGTGGCCTTGCTGGCCCCAAGGGAGCCAATG 
GTGACCCTGGCCGTCCCGGCGAGCCTGGCCTTCCTGGAGCCCGGGGTCTCACTGGTCGCCCTGGTGATGC 
TGGTCCTCAAGGCAAAGTTGGTCCCTCTGGTGCCCCTGGTGAAGATGGTCGCCCTGGACCTCCAGGTCCT 
CAGGGGGCTCGTGGGCAGCCTGGTGTCATGGGTTTCCCTGGCCCCAAAGGTGCCAATGGCGAGCCTGGCA 
AAGCTGGTGAAAAGGGACTGCCTGGTGCTCCTGGTCTGAGAGGTCTTCCTGGCAAAGATGGTGAGACAGG 
TGCTGCAGGACCCCCCGGACCTGCTGGACCTGCTGGAGAACGAGGCGAGCAGGGTGCTCCTGGACCGTCT 
GGGTTCCAGGGACTTCCTGGCCCTCCCGGTCCCCCAGGCGAAGGTGGAAAACCAGGTGACCAGGGTGTTC 
CCGGAGAAGCTGGAGCCCCCGGCCTCGTGGGTCCCAGGGGTGAACGAGGTTTCCCAGGTGAACGTGGCTC 
TCCCGGCGCCCAGGGCCTCCAGGGTGCCCGTGGCCTCCCCGGCACTCCTGGCACTGATGGTCCTAAAGGT 
GCATCTGGCCCAGCTGGCCCCCCTGGGGCTCAGGGTCCTCCAGGTCTGCAGGGGATGCCTGGTGAGAGGG 
GAGCAGCTGGTATCGCCGGGCCCAAGGGAGACAGGGGTGATGTTGGTGAGAAAGGCCCTGAGGGAGCCCC 
CGGCAAAGACGGTGGACGAGGTCTGACTGGTCCCATTGGCCCCCCTGGCCCGGCTGGCGCCAACGGTGAG 
AAGGGAGAAGTTGGACCTCCTGGTCCTGCAGGAACTGCTGGTGCTCGTGGTGCCCCGGGCGAACGTGGAG 
AGACTGGACCCCCCGGACCCGCTGGATTCGCAGGTCCTCCCGGTGCTGATGGCCAGCCTGGTGCTAAGGG 
TGAGCAAGGAGAGGCCGGCCAGAAAGGTGATGCTGGTGCCCCAGGTCCTCAGGGCCCCTCTGGAGCTCCT 
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GGGCCTCAGGGTCCTACTGGTGTGACTGGTCCTAAAGGAGCCCGAGGTGCTCAAGGGCCCCCGGGAGCCA 
CCGGATTCCCCGGAGCTGCTGGCCGTGTCGGACCCCCAGGCTCCAATGGCAACCCTGGACCCCCCGGTCC 
CCCTGGTCCTTCTGGAAAAGATGGTCCCAAAGGTGCTCGAGGAGACAGCGGTCCCCCCGGCCGAGCTGGT 
GACCCTGGCCTTCAAGGTCCTGCTGGACCCCCTGGCGAGAAGGGAGAGCCTGGAGATGATGGTCCCTCTG 
GTCCTGACGGTCCTCCAGGTCCCCAGGGTCTGGCTGGACAGAGGGGCATCGTTGGTCTGCCTGGGCAGCG 
TGGTGAGAGAGGATTCCCCGGCCTGCCTGGCCCATCGGGCGAGCCTGGCAAGCAGGGAGCTCCTGGAGCA 
TCTGGAGACCGAGGTCCCCCTGGACCCGTGGGTCCTCCTGGCCTGACTGGTCCTGCTGGTGAACCTGGAC 
GAGAGGGAACGCCTGGTGCTGATGGCCCCCCTGGCAGAGATGGTGCAGCTGGAGTCAAGGGTGATCGTGG 
TGAGGCTGGTGCCCTGGGTGCTCCCGGAGCCCCTGGACCCCCTGGCTCTCCTGGCCCTGCCGGCCCAACT 
GGCAAGCAAGGAGACAGAGGAGAAGCTGGTGCACAAGGCCCCATGGGACCTGCAGGACCAGCTGGAGCCC 
GAGGATTGCCAGGCCCTCAAGGTCCCCGAGGTGACAAAGGAGAAGCTGGAGAGGCTGGCGAGAGGGGACT 
GAAGGGACACCGTGGCTTCACTGGTCTGCAGGGTCTGCCTGGCCCTCCTGGTCCTTCTGGAGACCAAGGT 
GCTTCTGGTCCTGCTGGTCCTTCTGGCCCTAGAGGTCCTCCTGGCCCCGTCGGTCCCTCTGGCAAAGATG 
GCGCTAATGGAATCCCTGGCCCCATCGGACCTCCTGGCCCCCGTGGACGTTCAGGCGAAACTGGCCCCGC 
TGGTCCTCCCGGAAATCCTGGACCCCCTGGCCCTCCAGGTCCCCCTGGCCCTGGCATCGACATGTCCGCC 
TTTGCTGGCCTGGGCCCGAGAGAGAAGGGCCCTGACCCCCTGCAGTACATGCGGGCTGACGAGGCGGCTG 
GCGGCCTGAGACCGCATGACGAGGAGGTGGAGGCTACACTCAAGTCCCTCAACAACCAGATCGAGAGCAT 
CCGCAGCCCCGAGGGCTCCCGCAAGAACCCTGCTCGCACCTGCCGGGACCTGAAACTCTGCCACCCTGAA 
TGGAAGAGCGGAGACTACTGGATTGACCCCAACCAGGGCTGCACCTTAGACGCCATGAAGGTTTTCTGCA 
ACATGGAGACTGGCGAGACCTGCGTCTACCCCAACCCAGCGAACGTTCCCAAGAAGAACTGGTGGAGCAG 
CAAGAGCAAGGACAAGAAACATATCTGGTTTGGAGAAACCATCAACGGTGGCTTCCACTTCAGCTATGGA 
GATGACAACCTGGCTCCCAACACTGCCAACGTCCAGATGACCTTCCTGCGTCTGCTGTCCACCGAGGGCT 
CCCAGAACATCACCTACCACTGCAAGAACAGCATTGCCTACCTGGACGAAGCAGCTGGCAACCTCAAGAA 
GGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCTGAGGGCAACAGCAGGTTCACGTATACT 
GTCCTGAAGGATGGCTGCACGAAACACACCGGTAAGTGGGGCAAGACTACGATTGAGTACCGGTCACAGA 
AGACCTCGCGCCTGCCCATCATTGACATTGCACCCATGGACATAGGAGGGCCTGAGCAGGAATTTGGTGT 
GGACATAGGGCCCGTCTGCTTCTTGTAATAACCTGAATCCAGAAACAACACAATGCATTGCAAACCCAAA 
GGACCCAAGTACTTTCCAATCCCAGTCACGCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGGCC 
ATTCAGCCCACCCTCTCACAGTTTGGACTCTTCTCCCCTCTCTTTCTAAGAGACCTGAACTGGGCAGACT 
GCAAAATAAAATCTCGGTGTTCTATTTAAAA 

>GBEQ0071 |Acc|AF401626|Ver|AF401626.1 GI : 15282043 I Equus caballus microphthalmia 
transcription factor mRNA, partial cds . 

AACTCCAACTGTGAAAAAGAGGGGTTTTATAAATTTGAAGAGCAAAACAGGGCGGAGAGCGAATGCCCAA 
GTATGAACACACATTCGCGAGCATCGTGCATGCAGATGGATGATGTGATCGATGACATCATTAGCCTAGA 
ATCAAGTTATAATGAAGAAATCCTGGGCTTGATGGATCCTGCCTTGCAAATGGCAAATACGTTACCTGTC 
TCCGGAAACTTAATTGACCTTTACAGCAACCAAGGCCTGCCGCCCCCAGGCCTCACCATCAGCAACTCGT 
GTCCAGCCAACCTCCCCAACATAAAAAGGGAGCTCACAGAGTCGGAAGCAAGAGCATTGGCTAAAGAGAG 
GCAGA?VAAAGGACAATCACAACTTGATTGAACGAAGAAGAAGATTTAACATAAATGACCGCATTAAAGAA 
CTAGGTACTTTGATTCCCAAGTCAAATGATCCAGACATGCGCTGGAACAAGG(3AACCATTTTAAAAGCAT 
CT GTGGACTAT ATCCGAAAATT GCAACGAGAACAGCAACGT GCAAAAGAACTT GAAAACCGACAGAAGAA 
ACTGGAGCATGCCAACCGGCATTTGTTGCTCAGAATACAGGAACTTGAAATGCAGGCTCGCGCTCATGGA 
CTTTCCCTTATTCCATCCACGGGTCCCTGCTCTCCAGATTTAGTGAATCGGATCATCAAGCAAGAACCCG 
CCCTTGAGAACTGCAACCAAGACCTCCTTCAGCATCACGCAGACCTAACTTGTACAACCACCCTGGATCT 
CACAGACGGCACCAT CAGCT T CAACAACAACCT CGGAACCGGGACCG AGAGCAACC AAGCCTACAGCATC 
CCCGCGAAAATGGGATCCAAACTGGAAGACATCCTGATGGATGATACTCTTTCTCCGGTTGGTGTAACTG 
ATCCWCTGCTTTCCTCAGTGTCCCCCGGAGCTTCCAAAACGAGCAGCCGAAGGAGCAGTATGAGCATGGA 
AGAAACCGAGCATGCTTGTTAGCAAATCCTTCGCACTCTGCATTCTCACAGACTGCTTCCTTTCTTGATT 
AGTAGATTTCATAATTTACCTGAAGAGGTTTTCTTGATAA 

>GBEQ0072 | Acc | X98459 | Ver | X98459 . 1 GI : 1403309 | E. caballus mRNA for P19 lipocalin protein. 

CCTTGTCACTCCTGCCTGACCATGAACCTCCTGTTGCTGGCCATGGGGCTGATTCTGCCTCGGCGGCCCC 

ACGCCCTGCACATGGGCCCTGGGGACCCCAACTTCGATGAGAAGCTGGTCAAGGGCAAGTGGTTCTCGGT 

GGCGCTGGCCTCTAATGAGCCGAAATTCATAGCGAAGGACACGGACATGAAGTTCTTCATCCACAAGATC 

CAGGTGACCCCTGAGAGCCTGCAGTTCCACTTCCACAGAAAGGTAAGAGGTATGTGTGTCCCAACTATGA 

TGACGGCTCACAAAACGAAAAAGAAGTTTCAGTACACAGTGAACCATTCCGGCCACAAGACGATCTTCCT 

GGAGAAAGTGGACCCAAAGCACTTCGTCATATTCTGCGCCCACAGCATGAAGCACGGGAAGGAGACGGTG 

GTGGTGACCCTCTTCAGCCGGACCCCTACCGTGAGCCCGGATGTCATGTGGATGTTTAAGAAGTACTGTA 

AAACCCACGGGATT CACACAAGC AACAT CGTT GAT CT GACCCAAACTGATCGGT GCCT CCACGCCCGCCA 
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CTAGGTGGGCCAAGGGTCCAGGGGCGTCTCCCAGGCGCTGTGCCACCCTCCCCAAAGGACCAGAAAATTG 
AAGTCAACCCAAGGAGCCTTCAGCTGCCCTGCCCCCTAGGAAGCCCTCCTGGACACCCCTCCCCGTGGAG 
CCCAAT AAACGACT GAG T CCAGAAAAAAAAAAAAAAA 

>GBEQ0073 ! Acc I Y18204 ) Ver ) Y18204 . 1 GI : 4583556 | Equus caballus mRNA for high affinity 
immunoglobulin E receptor alpha subunit. 

CTCGTTGGCACCTGGAGGCCACAGAGGAGATGCCTGCTCCCATGGGAAGCCCTGCCCTGCTGTGGATAAC 

TTTTCTGCTCTTCTCTCTGGATGGCGTGCCAGCAGCCATCCGGAAATCTACAGTGTCCTTGAATCCCCCA 

TGGAATAGAATATTTCGAGGAGAGAATGTGACTCTTACATGTAATAAGAACAAGCCCCTTAAAGGCAACT 

CCACTGAGTGGACCTACAACAACACCACTTTAGAAGTGACAACTTCAAGTTTGAACATCACTAATGCCTC 

ACACCGGAGCAGTGGGGAATACAGATGTCGGAACAATGACTTGAACCTGAGTGAAGCTGTGCACCTAGAA 

GTTTTCAGTGACTGGCTGCTCCTTCAGGCCTCTGCTGAGGAGGTCATAGAGGGTAAGGCCCTCGTTCTCA 

GGTGCCGTGGCTGGAAGGATTGGGACGTCTTCAAGGTGATCTACTACAAGGATGGCAAACCCCTCGAGTA 

CTGGTAT GAGAACAAAAACATCTCCATTGAAAG TGCCACAACAGAAAACAGTGGCACCTAT T ACT GCGAG 

GGTGCTTTTAACTTTAAGCGAACAAGTGAACGCTATACCTCTGATTACCTCAACATTACTGTAAAAAAAG 

CTGAGCAAAGCAAACGCTACTGGCTACAATTTATTATTCCATTGTTGGTGGTGATTCTGTTTGCTGTGGA 

CACAGGATTGTTTGTCTCGACCCAGCAGCAGTTAACATTTCTCTTGAAGATTAAGAGGACCAGGAGAGGC 

AGAAAAC T TAT G GAC C C CCAT C C T T AAGT GAGACG C G AG AAAG AAC T GAT G T C AC T GC T C AAG AAAC C T T • 

T GC AACAGCAAT T T CT T CCTGGC ATCAGCAAT T GCT T TT CAGT TGTCAAACACAGATCAT AAT GT ACATA 

GAAAGGTCTATGCCeACGGCTTTGCAGAATTGCATCATTAAACTAACTAGAACTGGTTAAGTGGCATGTA 

ATAG 

>GBEQ0074 | Acc | AFO 92539 1 Ver | AF092539 . 1 GI : 3661605 | Equus caballus cytosolic phospholipase 
A2 (PLA2) mRNA, complete cds. 

GTGAAAACATTTCCTGTAATTGAAACCAAAAT GTCAT T TATAGAT CCT TAT CAGCAC ATT AT AGT GGAGC 
ACCAGTATTCCCACAAGTTCACGGTAGTGGTGTTACGTGCCACCAAAGTGACAAAGGGGGCCTTTGGTGA 
CATGCTTGATACTCCAGATCCCTACGTGGAACTTTTCATCTCCTCAACCCCTGACAGCAGGAAGAGAACA 
AGACACTTCAATAACAACATAAACCCCGTGTGGAATGAGACC TT TGAATT TAT TTTGGATCCGAATCAGG 
AAAAT GT T T T GGAGATT ACGT T AAT GGATGCCAAT TATGT CAT GGATGAAACTCT AGGGACAGCAACAT T 
TACCCTATCGTCTATGAAGGTGGGAGAGAAGAAAGAGGTTCCTTTCATTTTCAACCAAGTCACTGAAATG 
ATTCTGGAAATGTCTCTTGAAGTTTGTTCGTGCCCAGACCTCCGATTTAGTATGGCTCTGTGTGATCAGG 
AGAAGACT T T CAGACAACAGAGAAAAGAGAACAT AAAGGAAAACAT GAAGAAACTCCTGGGTCCAAAGAA 
GAGTGAAGGCTTGTATTCAACACGTGATGTGCCTGTGGTTGCCATCTTGGGCTCAGGCGGAGGTTTCCGA 
GCCATGGTGGGATTCTCCGGGGTGATGAAGGCATTATATGAGTCAGGAATTCTGGATTGTGCTACCTATC 
TGGCTGGTCTTTCTGGCTCCAGCTGGTACATGTCAACCTTGTATTCTCACCCTGATTTTCCAGAGAAAGG 
GCCAGAGGAGATTAATAAAGAGCTAATGAAAAATGTTAGCTACGACCCCCTTTTACTTCTCACGCCACAG 
•AAAAT TAAGAGAT ATGT T GAGT CT TT GTGGAAGAAGAAAAGCTCTGGACAACC TG TCACCT T TAC TGACA 
TCTT TGGGATG T TAATAGGAGAAACAC TAATTCACAATAGAATGAACACTACCT TGAGT AGTT TGAAGGA 
AAAGGTCAATACTGCACAGTGCCCGTTACCTCTTTTCACCTGTCTCCATGTGAAACCCGATGTTTCAGAG 
CTGATGTTTGCAGATTGGGTTGAATTTAGTCCGTATGAGATTGGCATGGCTAAATATGGGACTTTTATGG 
CTCCAGACTTATTTGGAAGCAAATTTTTTATGGGAACAGTCGTTAAGAAGTATGAAGAAAACCCTTTGCA 
TTTCTTAATGGGTGTCTGGGGCAGTGCCTTTTCTATATTGTTCAACAGAGTCTTGGGCGTTTCTGGCTCA 
CAAAATAAAGGTTCCACAATGGAGGAAGAATTAGAAAATATTACGGCAAAGCACATTGTGAGTAATGATA 
GCTCAGATAGCGATGATGAGTCACAAGAACCCAAAGGCACTGAGAATGAAGATGCTGAAAGGGACTATCA 
AAATGATAATCAAGCAAGTTGGGTCCATCGTATGTTAATGGCCTTGGTGAGTGACTCCGCTTTATTCAAT 
ACCAGAGAAGGACGTGCTGGGAAGGTGCACAACTTCATGCTGGGCTTGAATCTCAACACATCGTACCCAC 
TGTCTCCTCTGAGGAACTTTACCACACAGGAGTCCTTGGATGATGATGAACTGGATGCAGCTGTAGCAGA 
TCCTGATGAGTTTGAGCGAATATATGAGCCTCTGGATGTCAAAAGTAAAAAGATTCATGTAGTGGATAGT 
GGCCTCACATTTAACCTGCCGTACCCGCTGATCCTGAGACCTCAAAGAGGAGTTGATCTCATCATCTCCT 
TTGACTTTTCTGCAAGGCCAAGCGACTCTAGTCCTCCGTTCAAGGAACTTCTACTTGCAGAAAAGTGGGC 
TAAAATGAACAAGCTCCCCTTTCCAAAGATTGATCCTTATGTGTTTGATAGAGAAGGACTGAAGGAGTGC 
TATGTCTTTAAACCCAAGAATCCTGATGTGGAGAAAGATTGCCCAACCATCATCCACTTTGTTCTGGCCA 
ACATCAACTTCAGGAAGTACAAGGCTCCAGGTGTTCCAAGAGAAACTAAGGAAGAGAAAGAAATAGCTGA 
CTTTGATATTTTTGATGACCCAGAATCACCGTTTTCAACCTTCAATTTTCAATATCCAAATCAAGCGTTC 
AAACGGCTGCACGATCTGATGCACTTCAACACCCTGAACAACATTGACGTGATTAAGAATGCCATGGTTG 
AAAGCATTGAATATAGAAGGCAGAATCCGTCTCGTTGCTCTGTTTCCCTCAGTAATGTTGAGGCAAGAAG 
ATTCTTCAACAAGGAGTTTCTAAACAAACCCACAGCATAGTTTGTGTACTGGAAACGGCAGCAATTT 

>GBEQ0075 | Acc | AB053350 ) Ver j AB053350 . 1 GI : 12082342 1 Equus caballus mRNA for vascular 
endothelial growth factor 164, complete cds. 
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AGCCGGAGAGGGAGCGTGAGCCGCGCCGGCCCCGGCCGGGCCTCCGAAACCATGAACTTTCTGCTCTCTT 
GGGTGCATTGGAGCCTTGCCTTGCTGCTCTACCTCCACCATGCCAAGTGGTCCCAGGCTGCACCCATGGC 
AGAAGGAGAGCATAAAACCCATGAAGTGGTGAAGTTCATGGACGTCTACCAGCGCAGCTACTGCCGTCCA 
ATCGAGACCCTGGTGGACATCTTCCAGGAGTACCCCGATGAGATCGAGTACATCTTCAAGCCATCCTGTG 
TGCCCCTGATGCGGTGTGGGGGCTGCTGCAACGACGAGGGCCTAGAGTGCGTGCCCACTGCGGAGTTCAA 
CATCACCATGCAGATTATGCGGATCAAACCT CACCAAAGCCAACACATAGGAGAGATGAGT T TCCTACAG 
CATAGCAAATGTGAATGCAGACCAAAGAAAGATAAAGCAAGGCAAGAAAATCCCTGTGGGCCTTGCTCAG 
AGCGGAGAAAGCATTTGTTTGTACAAGATCCGCAGACGTGTAAATGTTCCTGCAAAAACACAGACTCGCG 
TTGCAAGGCGAGGCAGCTTGAGTTAAACGAACGTACTTGCAGATGTGACAAGCCGAGGCGGTGA 

>GBEQ0076 | Acc | AJ292081 | Ver | AJ292081 . 1 GI : 13539196 ) Equus caballus mRNA for intestinal 
Na+/glucose co-transporter (sgltl gene) . 

ACGCATCGCCGCCGCCGCCGCCATGGACAGCAGCACCTGGAGCCCCGGGACCGCCACCACCGCCGCGCCC 
CTCGCGTCCTATGAGCGCATCCGTAATGCGGCCGACATCTCTGTCATCGTCATCTACTTCGTGGTGGTGA 
TGGCTGTCGGGCTGTGGGCtATGTTTTCCACCAACCGTGGGACTGTTGGAGGCTTCTTCCTCGCAGGACG 
AAATATGGTGTGGTGGCCGATTGGAGCCTCTCTCTTTGCCAGTAACATTGGAAGTGGCCACTTTGTGGGG 
CTGGCGGGGTCAGGAGCAGCTTCAGGCATCGCCATGGGGGGCTTTGAATGGAACGCCCTGATTTTGGTAG 
TTGTGCTGGGCTGGGTGTTTGTCCCCATTTACATTAAGGCTGGGGTGGTGACGATGCCAGAGTACCTGAA 
GAAGCGATTTGGAGGCCAGCGGATCCAGGTCTACCTCTCTCTTCTGTCCCTGTTGCTCTACATTTTCACC 
AAGATCTCGGCAGACATCTTCTCTGGGGCCATATTCATCAACATGGCCTTGGGCCTGGATCTGTACCTGG 
CCATCATTCTCTTATTGGCAGTCACTGGCATTTACACAATCACAGGGGGCCTGGCGGCTGTGATTTACAC 
GGACACCTTGCAGACTGCGATCATGCTGGTGGGGTCTGCTATCCTGACTGGGTTTGCTTTTAATGAGGTG 
GGAGGCTATGAAGCCTTCATGGAAAAGTACATGAAAGCTATTCCAACCATGATTTCTGATGGAAACATCA 
CCATCAAAGAAGAATGC TACACCCCAAGGGCCGACTCCT TCCACAT CT T CCGAGAT CCCCTCAAGGGAGA 
CCTGCCATGGCCTGGGCTCATCTTTGGGCTGTTCATCCTCACCCTGTGGTACTGGTGCACAGATCAGGTC 
ATCGTGCAACGCTGCCTCTCAGCCAAAAACATGTCTCATGTGAAGGGCGGCTGTATCATGTGTGGGTACC 
TGAAACTACTGCCCATGTTCCTCATGGTGATGACGGGAATGGTCAGCCGCATCCTGTACACAGAAAGAGT 
GGCCTGCGTCCTCCCCTCAGAATGTGAGAAATATTGCGGCATCAAGGTTGGCTGTTCCAACATTGCCTAC 
CCAACTTTGGTGATAGAGCTCATGCCTGATGGATTGCGAGGCCTGATGCTATCAGTCATGTTGGCCTCCC 
TCATGAGCTCCCTGACCTCCATCTTCAACAGTGCTAGCACCCTCTTCACCATGGACATCTACACCAAGAT 
CCGGAAGAGAGCATCTGAGAAAGAGCTCATGCTTGTAGGAAGGTTGTTCATCCTGGTGCTGATTGGCGTC 
AGCATCGCCTGGGTGCCCATTGTGCAGTCAGCACAAAGTGGGCAGCTCTTCGATTACATCCAGTCCATCA 
CCAGTTACTTGGGACCACCCATCGCAGCTGTATTCCTCCTTGCTATTTTCTGGAAGAGAACCACTGAGTC 
AGGAGCCTTTTGGGGACTAATCTTAGGATTTCTGGTTGGGTTGGCCCGTATGATTACTGAATTTGCCTAT 
GGAACTGGGAGCTGCACGGAGCCCAGCAACTGCCCCACAATTATCTGTGGTGTGCACTACTTGTACTTTG 
CCATCATCCTCTTTGCCATTTCTGTCATCACCATTGTGGTCGTCTCCCTCTTCACCAAGCCCATTCCAGA 
TGTGCATCTCTACCGCCTGTGTTGGAGCCTGCGCAACAGCAAAGAGGAACGTATTGACCTGGATGCAGGA 
GAAGAGAATAT CCAAGACACCTT GGAGGAGAGCAT TGAAATAGAAGT T CCT GAGGAGAAAAAAGGATGCT 
T CAGGAGGGCCT ATGACCTGT T T T GT GGT CT GGAT CAGCAGAAAGGCCCCAAGATGACAAAGGAAGAAGA 
GGAAGCCATGAAGCTGAAGATGACAGACACCTCCGAGAAGCCTCTGTGGCGGACGATAATGAATATCAAT 
GGCATCATCCTGCTGACTGTGGCCGTCTTCTGCCATGCATATTTTGCCTAAGTCCTGCCTTCTGCTGCAG 
ACTGTGCTCATGAAGGCCAGGCTCTTTACTCTGCCTCACTTTAGCCCCATTGGATGGTGTTGAAGGGAAA 
CCAGCCAGTTGTAAATTTTGCCCAGTTGATAAATCTGTACATGCGTAATTAAAAAAAAAAAAAAAAAAAA 
AA 

>GBEQ0077 | Acc | AF162703 | Ver | AF162703 . 1 GI : 5 690384 | Equus caballus phosducin (PHD) mRNA, 
alternatively spliced, complete cds . 

CAGGAACATAATCAAGGACACCGGGAACAGAGAACCAAACTGTTCTCCTAGTAGTAAACAGTAGTAAATT 
TCACCAATCTTTGTGCCCTAACTCAAATGAAGGCATTAGATTATATGAAATCCAACCCCTAAAATGGAAG 
AAGCCAGAAGACAAAGCTTGGAGGAAGACTTCGAAGGACAGGCCACACATACAGGACCCAAAGGAGTAAT 
AAATGAT TGGAGAAAGT TTAAAT TAGAGAGTGAAGATAGTGATTCAAT T CCACCTTGCAAGAAGGAGAT T 
CT CAAACAAATGT CCTCTCCTCAGAGCAGAGATGACAAAGACTCAAAAGAAAGATT CAGCAGAAAGATGA 
GCATTCAAGAATATGAACTAATCCACCAAGACAAAGAAGATGAAAATTGCCTTCGTAAATACCGTAGACA 
GTGTATGCAGGATATGCACCAGAAGCTGAGT T TTGGGCC TAGATATGGGT TTGT GTATGAGCTAGAAACT 
GGGGAGCAAT T CCTAGAAACC ATTGAAAAGGAGCAGAAGAT CACGACAATCGTTGT TCACATT TATGAAG 
ATGGCATTAAGGGCTGTGATGCTCTAAACAGTAGCTTAGCATGCCTCGCAGCTGAATACCCTATGGTCAA 
GTTTTGCAAAATAAAAGCTTCAAATACCGGTGCTGGGGATCGCTTTTCCTCAGACGTACTCCCCACCCTG 
CTCGTCTACAAAGGTGGGGAACTCATAAGCAATTTTCTTAGTGTTGCTGAACAGTTTGCTGAAGAATTTT 
T TGCTGGGGAT GTGGAGTCT T TCCTAAATGAATAT GGGT TACTACCT GAAAGAGAGAT ACAT GCCCTAGA 
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GCAGACCAGCATGGAAGAAGATGT T GAATAAAGAT TCGGT T T GT C AAT ATCT CACCT T T CT CCT T TACAC 
AATGAACATTGATTTTGGTAGTATCCATATTCTTTTAGAGAACACCAAGTACGGCCATGGCTATTCTAAC 
T TGGAAAAGAAAT CAGAT TGACACTAAAATTATGTGATTAGCAT T TCT TAGTAT T TAGT TAT TCAAAT TG 
ATATAATGTT T TACTACAAAACTTATAGTCT T CACC AACAT ATT AGTAGACAGAGGATAT GTATAACAT T 
GTGACAGTTTTTAAAAATCCCCTTCAAGTTATGTGTTGACTTTTTTACTCCCTGTTTTTTCCTCAGTGTT 
ATTATTTGGGCTTTTCAAATTATATTACTAATTATAACTTTGCTTGTGTAATAAAAATAAAGTCTCATGA 
GGAAATAA 

>GBEQ0078 1 Acc | AY027883 | Ver | AY027883 . 1 GI : 1337 6982 | Equus caballus inducible nitric oxide 
synthase mRNA, complete cds . 

ATGGCCTGTCCTTGGAAATTTCTGTTCAAGGCCAAATTCAACCAGTATGACTTGACTGAAGAAATGGACC 
TCAACAACAACGTGTGGAAGAGCATCCAGGCGCCCTCCAGTTCAGTGACACAGGATGACCCCAAGGGTCA 
CAGCCTCGGC7^AGCACAGGAATGAGTCCCTGCAGCCCGTCACCGGAATGGCAAAGAAGTCTCCAGAATCC 
CTGGTCAAGCTGGATGTGCCCCCCTCGGCCTGCCCACGGCATGTGAGGATCAAAAACTGGGGTAACGGGA 
TGACTTTCGAGGACATGCTTCACCGCGAGGCCAATGGGGAGGTCGCTTGCAAGTCCAAGTCTTGCCTGGC 
AGCCGTCATGAACCCCAAAAGTATGACCAGAGGGCCCAGGGACAAGCCTACCCCCCCAGATGAGCTTCTA 
CCT CACGCTAT CCAATT TGTCAACCAGT ATTACAACTCC T TCAAAGAAGCAAAAATAGAGGAACATC T GG 
CCAGGCTGGAAGCCGTAACAAAGGAGATAGAAACAACAGGAACCTACCAGCTGACGGGAGATGAGCTCAT 
CTTTGCCACCAAGCAGGCCTGGCGCAATGCCCCCCGCTGCATCGGGAGGATCCAGTGGTCCAACCTACAG 
GTCTTTGACGCCCGGAGCTGTTCTACTGCCCAGGAAATGTTCGAACACATCTGCAGACACCTGCGTTACT 
CCACCAACAATGGCAACATCAGGTCGGCCATCACCGTGTTCCCCCAGCGGAGCGATGGAAAGCATGACTT 
CCGGATCTGGAATGCTCAGCTCATCCGGTATGCCGGGTACCAGATGCCTGATGGCACCATCAGAGGGGAC 
CCTGCCTCTGTGGAGTTAACCCAGCTGTGCATCGACCTGGGCTGGAAGCCCAAGTACGGCCGCTTCGATG 
TGATGCCTCTGGTCCTGCAGGCTGATGGCCGCGACCCTGAGCTCTTTGAAATCCCTCCTGACCTTGTGCT 
CGAGGTGCCCATGGAACATCCCAAGTACGAGTGGTTCCAGGAGCTGGGGCTGAAGTGGTACGCACTGCCA 
GCAGTGGCCAACATGCTGCTTGAGGTGGGCGGCCTGGAGTTCCCAGGGTGCCCCTTCAACGGCTGGTACA 
TGGGCACGGAGATTGGGGTCCGAGACTACTGTGATGCCCAGCGCTACAACATCTTGGAGGAAGTGGGGAG 
AAGGATGGGCCTGGAAACACACAAGCTGGCCTCGCTCTGGAAGGACCGGGCTGTCATCGAGATCAATGTG 
GCTGTGCTCCACAGTTTCCAGAAGCAAAATGTGACCATCATGGACCACCACTCAGCTGCAGAGTCCTTCA 
TGAAGCACATGCAGAATGAGTACCGGTCCCGTGGGGGCTGCCCGGCCGACTGGGTTTGGCTGGTCCCCCG 
ATTTTCTGGGAGCATTAACCCCGTGTTCCACCAGGAGATGTTAAACTATGTCCTGTCCCCTTTCTACTAC 
TACCAGGTGGAGGCCTGGAAAACCCACGTCTGGCAGGATGAGAAGCAGAGCCCCCGGAGAAGACAGATTC 
GATTCAAGGTCTTGGTTAAAGCCGTGCTCTTTGCCTCCATGCTGATGCGCAAGACCATGGCGTCCCGAGT 
CAGAGCCACAATCCTCTTTGCCACGGAGACGGGAAAATCGGAAACGCTGGCCCGGGACCTGGGGACTTTG 
TTCAGTTGTGCTTTCAACCCCAAGGTTCTCTGCATGGACGAGTACCAGCTGAGCTACCTGGAAGAGGAGC 
AGCTTCTGCTGGTGGTGACCAGCACGTTTGGCAACGGAGACTTCCCCGGCAACGGAGAGAAATTGAAGAA 
ATCCCTCTTCATGCTGAAAAAGCTCACGAACAAGTTCAGGTATGCTGTGTTTGGCCTTGGCTCCAGCATG 
TACCCTCAGTTCTGTGCCTTCGCTCATGACATTGACCAGAAGTTGTCTCACCTGGGGGCCTCGCAGCTCA 
CCCCCACAGGGGAAGGGGATGAGCTCGGTGGCCAGGAGGATGCCTTCCGCAACTGGGCGGTGCAAACCTT 
CAAGACAGCCTGTGAGACGTTCAATGTCCGAGGCAAACACCAAATTCAGATCCCCAACTTTTACACCTCC 
AATGAGACCTGGGACCCGATCCACTACAGGCTCGTGCAAAACTCCGAGCCTTTGGACCTTAGCAAAACCC 
TCAGCAGTATGCACGCCAAGAATGTGTTCACCATGAGGCTGAAATCGCGGCAGAATCTACAAAGTCCGAA 
GTCCAGCGGCACCACCCTCCTGATAGAACTCTCCAGTGAGGCCAGCCAAGGTCTGAGCTACCTGCCAGGG 
GAGCATCTTGGGGTTTTCCCAGGCAACCAGCCGGCCCTGGTCCAAGGTATCTTGGAGCGAGTGGTGGATG 
GCCCTGCACCCGACCAACCCATGCGCCTGGAGACCCTCGACGAGAGCGGCAGCTACTGGGTCAAGGACAA 
GCGGCTGCCCCCCTGCTCACTCAGCCAGGCACTCACCTATTTCCTGGACATCACCACACCCCCAACCCAA 
CAGCTTCTCCGAAAGCTGGCCCAGCTGGCCACCAAAGAGGCTGAGAGGCAGAGACTGGAGACCCTGTGCC 
AGCCCTTGGAGTACAACAAGTGGAAGTTCACCAACAGCCCCACATTCCTGAAGGTGCTGGAGGAGTTCCC 
GTCCCTGCGGGTGTCTGCTGGCTTCCTGCTCTCCCAGCTTCCTATTCTGAAACCCCGGTACTACTCCATC 
AGCTCCTCCAGGGACCGCACACCCAGGGAGGTCCACCTCACCGTGGCTGTGCTCACGTACCGCACCCGAG 
ATGGTCAGGGTCCCCTGCACCACGGCGTCTGCAGCACATGGCTCAGCAGCCTGAAGCCCCAAGACCCAGT 
GCCCTGCTTTGTGCGAAGTGCCAGTGGCTTCCGGCTCCCTGAGAACCCCTCCCATCCTTGCATCCTCGTC 
GGGCCTGGCACGGGCATTGCCCCCTTCCGCAGTTTCTGGCTGCAGCGGCTCCATGATGCCGAGAACAGAG 
GGCTCCAAGGTGGCCGCATGACCCTGGTGTTCGGGTGCCGCCACCCAGATGAGGACCACCTCTATCAGGA 
GGAGATGCTGGAGATGGCCCGGAAAGGGGTGCTGCATGAGGTGCACACGGCCTATTCTCGCCTCCCTGGA 
CAGCCCAAGGTCTATGTTCAAGACATCCTGCGGCAGCAACTGGCCAGTGAGGTGCTCCGTGTGCTCCATG 
AGGAGCAAGGCCACATCTATGTCTGTGGGGACGTGCGCATGGCCCGGGACGTGGCCCACACCCTGAAGCA 
GCTGGTGGCTGCCAAGTTGAGCCTGAGTGAGGAGCAGGTCGAGGACTATTTCTTCCAGCTTAAGAGCCAG 
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AAGCGCTACCACGAAGACATCTTTGGTGCTGTAGTTCCCTACAAGCTGAGAAAGGATGGGGCCGCAGGGC 
AGCCCAGCCATCCCAGAGCACAATCAGCCCCCGGGAAAAGTTACAGCTGCTGGCACAGAACTTCAGTGAC 
GGAGCCAACTTGGATTACAGCCTGCAGAGAGGGAGGGAAATTAGAACCAGCCTCACATCTCATTTCCCCA 
TCTCTTTCCCCAAAACCCTTTACTTGGCCTGCTACCAAGTACCAGCCTGGACTGAGTGGAACCTCCTTTC 
TCCCTCTGGTCCACTCATCCTGGATAGTGGAGAGTTGGGGCCTTCCTGGTCCCTTGGAGACAATCTGCAA 
TGCCGGGCACGTCGAGCGGGTGAGGATGGAACTGGCTTCTGATTGCACGTCTTGGAGTGACCACCAGGAG 
GCGCTGTCGTACCACTCTGTATTAGTTGCCCCATGTACAGTTATTTATGAGTCTGTATTTAAGAAAAACA 
AATCCCAGTCTGCTCCTACAGGCACTTGGGTCTTCCTTGTATGTCTCCTTGATGGAGATATTTATATGAA 
ATGCATTTTGTTTTAA 

>GBEQ0079 |Acc| AB032193 1 Ver JAB032193. 1 GI : 5869568 1 Equus caballus AMELX mRNA for 
amelogenin, complete cds. 

GGATCAGGCATCCCTGAGTTTCAGACAGAAACTTACTCGGAATACGTATATTCAATGGGCCATCAAGAAA 
TGGGGACCTGGATTTTGTTTGCCAGCCTCCTGGGAGCAGCCTTTGCTATGCCCCTATATCTCATCCTGGG 
CACCCTGGGTTATATCAACTTCAGCTATGAGGTGCTTACCCCTCTGAAGTGGTACCAGAGCTTGATCAGG 
CAGCCGTACACTTCCTATGGTTACGAACCCATGGGTGGATGGCTGCACCACCAAATCATCCCCGTGCTGT 
CCCAGCAGAATCCCTCAAATCACGCCTTGCAGCCTCATCACCATATCCCCATGGTGTCGGCTCAGCACCC 
TGTGGTCCCCCAGCAACCAATGATGCCACTTCCTGGCCAACACTCCATGGTTCCAACCCAACACCACCAG 
CCAAACCTCCCTCCACCTGTCCAGCAGCCCTTCCACCCCCAGCCTGTCCAGCCGCAGCCTCACCAGCCCA 
TCCAGCCTCAGCCACCTCTGCACCCCATCCAGCCCCTGCCGCCACAGCCACCTCTGCCTCCGATATTCCC 
CTTGCAGCCCTTGCCCCCTATGCTTCCTGACCTGCCTCTGGAAGCTTGGCCAGCAACAGACAAGACCAAG 
CGGGAGGAAGTGGAT TAAAAGAT CAGAAACTGAGAAGCAGAT ACT TC AGT TGCT T TCAGAAT GACACAAG 
AACACAATGAT T T GT GCCT AT CATCACT TAGTAAATTCGTGACTAAAAT TAG T TACAAT TACAAAACAAT 
AAATGGTTTTTAAAATCAA 

>GBEQ0080 |Acc| AB004572 |Ver j AB004572. 1 GI : 2443358 | Equus caballus mRNA for sex- determining 
protein, complete cds . 

CTAGAATAACCTTGGAAAAGTAAGTTAATTTTCCCAACGCTTTATCTTCGCATTTTGCTACCACCCTCCT 
CTTCAACGGTGCCATCTTAAGCTTCTGCTATGTCCAGAGTATCCAACAGCGATAATTACAGTCTAGCAGG 
ACAGCAACATACCGTTCTCGGCTCTGGGAGAACCTCATCCCTACTTTGGACGAGCAATCCTGGCTCACAT 
TTTCGGAGTGAAACAAGAGGAAATGGTAGAGAGAACGGCCAGGACCGTGTCAAACGACCCATGAATGCAT 
TCATGGTGTGGTCTCGTGATCACAGGCGCAAGGTCGCTCTAGAGAATCCCCAACTGCAAAACTCAGAGAT 
CAGCAAGCGGCTGGGATGCCAGTGGAAAATGCTTACGGAAGCCGAAAAATTGCCATTCTTCGAGGAGGCA 
CAGAGACTACGGGCTATGCATCAAGAGAAATACCCGGACTATAAATATCGACCTCGTCGGAAGGCCAAGA 
TGCCACAGAAAAGTGACAAACCGCTTCCGCAGACTCCTCTTCTACACTGTGCGGGCAGGCGCACGTACAC 
GTCGACGAGTGGTTGTCCCTTTCTCATTCACGGACGACTGTTCTTGAGGGCCACACAGTCACAAACGGGA 
GGAGCGGTTAAACCATTCGCGGCCGGGGCCACAGCTATTTCGGCGCTGCAACAGGAGCTGTCACAGCAGC 
ACCGCACCCTGCGTTGCCATTCGGGTAACGTTGGCTACGCAGACATACGCAGACGTTCCCTTTCACTGTA 
ATTTACCCTCCGGACTTTCTCACGGTGATTTTCCTTGATTTCCTTACTGGTGGCTTCAGAGTCCCTGTTC 
GGCTCTATTTTCGTATTTCTTCTGGAGCCCCAGCGTATCAACACCAGTGAAATTTTGAGTTCCAAGGTCA 
GCTGTTZTTTCTGTTAATGGAACAGTTTGTAATCTAATTTTAGTCTTCCAGAGGTTGTCCTTTAAATAGCG 
CTAAGCATATAT TGATACACTAATAATCGCCAGCATAGATCACAGAAT TCTAACT CT TT ATT T T AAATAC 
TATAAGTCACAAACATAGTGGAGAGAAGGATGCACAAAATTATGCTATGGAAAAATTGTTGCGTTTTGAT 
GGGAAACTGCGTACGTCTACAGTAGTCCCTTCTCGACGGTCTGTTCATTGGTCTTTCAGCTACCTTGCGC 
GTCTTGGTAAACTGCACATAATTAACGCATGGAAATGTAAATTCTTTCCTGTTGGATAGTTTATGTTACC 
TCCCCTCCCCGCTGTGAGAAACCAGTCTTGCGGCCCTTTGCTATTCAATTCTTTTACTCCGCACAAAACT 
GAGAGCTTCGATGCGCTGTGAACCGGTTATATTCTCTAATCTGGGTAAAATAAAaTGTTTTATTTAACTC 
GTG 

>GBEQ0081 i Accl AF325902 1 Ver IAF325902. 1 GI : 1258 4 923 | Equus caballus cartilage oligomeric 
matrix protein (COMP) mRNA, complete cds. 

AGAGCGCGCCGCCGTCCAGCTCCCCGCCGCCGCCATGGTTCTCTCCGCCGCCCCCGTTCTCCTGCTCGCC 
CTGGCCGCCCTCGTGTCCAGCCAGGGGCAGACCCCGCTGGGTACAGAACTGGGCCCACAGATGCTGCGCG 
AACTGCAAGAGACCAACGCGGCGCTGCAGGACGTGCGGGAGCTGCTGCGGCAGCAGGTCAAGGAGATCAC 
GTTCCTGAAAAACACGGTGATGGAGTGTGACGCGTGCGGGATGCAGCCTGCGCGCACCCCCCGCGTGAGC 
GTGCGGCCCCTAGCCCAGTGCGCGCCGGGCTCCTGCTTCCCTGGCGTGGCTTGTACCCAGACGGCGAGCG 
GCGCGCGCTGCGGACCCTGCCCCGCGGGCTTCACGGGCAACGGCCCATACTGTGCCGACGTCAACGAGTG 
CAACGCCAATCCCTGCTTCCCTCGCGTCCGCTGCATCAATACCAGCCCCGGTTTCCGCTGCGAGGCTTGC 
CCGCCCGGGTACAGCGGCCCCACCCACGAGGGCGTGGGGATGGCCTTTGCCAAGGCCAACAAGCAGGTTT 
GCACGGATATTGACGAGTGTGAGACCGGGCAGCATAACTGCGTCCCCAACTCCGTGTGCATCAACACCCA 
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GGGCTCCTTCCAGTGCGGCCCGTGCCAGCCCGGCTTCGTAGGCGACCAGGCATCAGGCTGCCGTCCGCGC 
GCACAGCGCTTCTGCCCCGACGGCACGCCCAGCCCGTGCCACGAGAAGGCCGACTGCGTCCTGGAGCGCG 
ATGGCTCGCGATCGTGCGTGTGCGCCGTCGGCTGGGCCGGCAACGGGCTCCTGTGTGGCCGCGACACGGA 
CTTGGACGGCTTCCCGGACGAGAAGCTGCGCTGCTCGGAGCGCCAGTGTCGCAAGGATAACTGCGTGACG 
GTACCCAACTCAGGACAGGAGGACGCGGATCGCGACGGCATCGGAGACGCCTGCGACACGGACGCCGACG 
GAGACGGAGTCCCCAACGAGGGGGACAACTGCCCGCTGGTGCGGAACCCAGACCAGCGTAACACGGACGG 
CGACAAGTGGGGCGATGCATGCGACAACTGCCGGTCCCAGAAGAACGATGACCAGAAGGACACAGATCAG 
GACGGCCGAGGCGACGCCTGCGACGATGACATCGACGGCGACCGGATCCGAAATGCGGTGGACAACTGCC 
CCAGGG T G CC CAAC TCAG ACC AG AAAG AC AG T GATGGC GAT G G T ATAGGGGAT G T C T G T GAC AAC T G T C C 
CCAGAAGAGCAACCCAGACCAGAGGGACGTGGACCACGACTTCGTGGGAGACGCTTGTGACAGCGACCAA 
GACAAGGATGGGGATGGGCACCAGGACTCTCGGGACAATTGCCCCACAGTGCCCAACAGCGCCCAGCAGG 
ACTCAGACAGCGATGGTCAGGGTGACGCCTGCGACGAGGATGACGACAACGACGGGGTCCCCGACAGTCG 
GGACAACTGCCGCCTGGTGCCCAACCCGGGCCAGGAAGACGCTGACCGGGACGGTGTGGGCGACGTGTGC 
CAGGGCGACTTCGACGCAGACAAGGTGGTGGACAAGATTGATGTGTGTCCGGAGAACGCCGAAGTCACCC 
TCACCGACTTCCGGGCCTTCCAGACGGTTGTGTTGGACCCCGAGGGCGACGCGCAAATAGACCCCAACTG 
GGTGGTGCTCAACCAGGGGATGGAGATCGTGCAAACAATGAACAGCGACCCTGGCCTGGCTGTGGGTTAC 
ACGGCCTTCAATGGCGTGGACTTCGAAGGCACGTTCCACGTGAATACGGTCACAGATGACGACTACGCGG 
GCTTCATCTTTGGCTACCAGGACAGCTCTAGCTTCTACGTGGTCATGTGGAAGCAGATGGAGCAGACGTA 
TTGGCAGGCGAACCCCTTCCGAGCCGTAGCCGAGCCCGGCATCCAGCTGAAGGCCGTGAAGTCCTCCACA 
GGCCCTGGGGAGCAGCTGCGGAATGCACTGTGGCACACGGGGGACACAGCATCACAGGTGCGGCTGCTAT 
GGAAGGACCCCCGCAACGTGGGCTGGAAGGACAAGACATCCTACCGCTGGTTCCTACAACACCGGCCCCA 
AGTGGGCTACATCAGAGTGCGGTTCTATGAGGGCCCTGAGCTGGTGGCCGACAGCAACGTGGTCTTGGAC 
ACGACCATGCGGGGCGGCCGCCTAGGAGTCTTCTGCTTCTCCCAGGAGAACATCATCTGGGCCAACCTGC 
GCTACCGCTGCAATGACACCATCCCCGAGGACTACGAGATCCAGCGGTTGCTGCAGGCCTAG 

>6BEQ0082 | Acc 1 AF203913 | Ver 1 AF203913 . 1 GI : 11493782 | Equus caballus steroidogenic factor 2 
(SF-2 ) mRNA, complete cds . 

ATGGTTTACAGCAGGTCACTAATGCGGGAAAAAGTACAGAGTCCAGGGAAAGACTGGCTTGTAACTTTGC 
GAGTTGTTGGATTTTTTTTTTTTTTTTTTTTTTTACTTTTTCTTAACTTTCACTAAGGGTTACTATAGTC 
TGATGTGTTCTCCCCAAGGCTAGAAAATTTGACAAGCTGTACTTTTTCTTGTGCTCAATGATTTCTGCTG 
TAAGCCAGAGGACCGCCTACAGCTTCACGAAGAATGTCTTCTAACTTGGATACTGGGGATTTACGAGACT 
CTGGAAAGCATGGACTCACACCTATTGTGTCTCAGTTTAAAATGGTGAATTACTCCTATGATGAGGACCT 
GGAGGAGCTCTGTCCGGTGTGTGGAGATAAAGTGTCTGGGTACCACTACGGTCTCCTCACCTGTGAAAGC 
TGCAAGGGGT T T T T TAAGCG AACAGT CCAAAATAATAAAAGGT ACACAT GT ATAGAAAACCAGAACT GCC 
AAATTGACAAAACACAGAGAAAGCGTTGTCCCTACTGTCGATTTCAAAAATGTCTAAGTGTTGGAATGAA 
GCTAGAAGCGGTAAGAGCCGACCGAATGCGTGGAGGGAGGAATAAGTTTGGGCCAATGTACAAGAGGGAC 
AGGGCCCTGAAGCAACAGAAGAAAGCCCTCATTCGAGCGAATGGACTTAAGCTGGAAGCCATGTCTCAGG 
TGATCCAGGCAATGCCCTCTGAGCTGAGCATCTCCTCTGCCATCCAGAACATCCATTCTGCCTCCAAAGG 
CCTACCTCTGAACCACGCTGCCTTGCCrCCCACGGACTATGACAGAAGTCCCTTTGTAACGTCCCCCATT 
AGCATGACGATGCCACCTCATGGCAGCCTGCAAGGTTACCAAACCTACAGCCACTTTCCCAGCCGAGCCA 
TCAAATCCGAGTACCCAGACCCCTACACCAGCTCACCAGAGTCAATAATGGGCTATTCCTACATGGATGG 
TTACCAGACCAGCTCCCCGGCGAGCATCCCTCATCTGATACTGGAACTTTTGAAGTGTGAGCCAGATGAG 
CCTCAAGTCCAGGCCAAAATCATGGCCTATTTGCAGCAAGAGCAAGCCAACCGCAGCAAGCATGAAAAGC 
TGAGCACGTTTGGGCTAATGTGCAAAATGGCCGATCAGACCCTCTTCTCCATTGTCGAGTGGGCCAGGAG 
TAGCATCTTCTTCCGAGAGCTCAAGGTGGATGACCAAATGAAGCTGCTGCAGAACTGCTGGAGTGAGCTC 
TTAATTCTCGACCACATTTACCGACAAGTGGTACATGGAAAGGAAGGGTCCATCTTCCTGGTTACCGGGC 
AACAAGTGGACTATTCCATCATTGCCTCCCAGGCTGGGGCCACCCTCAACAATCTCATGAGTCATGCACA 
GGAGTTAGTGGCAAAGCTTCGTTCTCTGCAGTTTGATCAACGAGAGTTTGTGTGTCTGAAATTCTTGGTG 
CTCTTTAGTTTAGATGTCAAAAACCTTGAGAACTTCCAGCTGGTAGAAGGTGTCCAGGAACAAGTCAATG 
CCGCCCTGCTGGACTACACCATGTGCAACTACCCACAGCAAACAGAGAAATTTGGGCAGCTCCTTCTTCG 
ACTACCTGAAATCCGGGCCATCAGCATGCAGGCTGAGGAGTACCTCTACTACAAGCACCTGAACGGGGAC 
GTGCCCTACAATAACCTCCTCATTGAAATGTTGCATGCAAAGAGAGCTTAAGTCACAACCCGCAGGAGCC 
CTGCTTTCAAAACAAAAAGAGATTGGTGGGGGTGGGAGGGGAGAAGAACAGGAGGAAAGAAAGAAAACAA 
AAATACTCTGAACTGCTCCAAGCAACACTAATTAAAAACTTGGTTTAAAGATATTGAATTTAAAAAGGCA 
T AATAAT CCAAT ACTTAGTAGCAAATAAGTGATGTATCAGGGTAT T TGTAT T GCAACTGT GAAT CGAAGT 
CTTCACATCCCCAGAGGAGTCCATGCAAAGGACACTGTAATGGAGTGGACTGAACTCGCCGGGGAATACC 
AGTGCCGCGTCCGAACGGGAATGGACGAAACGATTCT TGTAT AT TTAAACTGATCTCCGCTGTGAAGAAA 
TTTAGCAACTGATCTGTGTTATTAATTAGGCTCTGACAGCGGGGGATTTGAGCTTACAGAATTCCTCCAC 
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GGTAAAGCGGAACGGAAACAATTCTCCAGATCCATCAGCTGGACCTATAATAGCCTGTCCCTCTTCCTTT 
CGAGGACCCAGCACCTTCTGTCCTGTGATCGCGGAATCTGTGCTAAGGACTTGTGCTGTGCCACACCCAC 
TCGTAGCTCCACCAAATTACGAAAAGCCTAATTTTGAATGTCTGTGTCTTAGACTTGCAAACAGCTAATA 
AGAGCAGTCTATTAATCTGTTAGCTTGCCATTTTAAATATGTTCTGGGTTGGTTTGTCATGTGTTCACAA 
TGTTAAAAAAAGCAGGCAGTATCCCTCTTCTGACCTTCTAGAAGCGTTAATTAATATTAGGGAAATGACT 
ACAAACTTTCAAAGCAACGCTCCATAGTTCAAGCAAGCCAGCCCTTGTTTCTGCTACTGTTACTGAAATG 
CGGCTTTGGCATTGCTGGATTTCATAAAAAATAAAACATGAACCATATTTTGCTAGGCTGTCAGATAGTC 
ACAGTTCTAAGTAGTTAAAAACCAAACCAAAGCATGCTAAGCTATGCAAAAAGACGGGAAAGGATGAGCT 
GATAAATTGAGTGACTCGAGGTTCGTTCTTGTTACAATTGAACATCCCCTATACGTAAATGGAAACAGTG 
ATTTTTACATGTGGCCTGGAAAGACATTAAAGTAATTCAAATCTTCCCCAGAAGGGAAAGGAAGAGAGTG 
AT AC T GACCT T T TTAAGT C AT AGACCAAAGT CT GCTACAGAACAAAT ATT GGAGG AC AAAGAAT T GC AAA 
CAAGTTCTCCAGGAGACACTATCAGTATTATTAACATGCAGTGCCACAGATATGGAGATCTTGCCTTATT 
TCACAAT TCT AAAAGG TAGC TG TGCAGATGTGGATCAACAT T TATT TCAAATAAAGT AT TAAT AAAGTCC 
AATAAAAAA 

>GBEQ0083 ! Acc | AF203911 1 Ver | AF203911 . 1 GI : 114 93780 [ Equus caballus steroidogenic factor 1 
(SF-1) mRNA, complete cds . 

ACTGTCCGCCTGCCGCCAGCCGTGGCGTGAAGGAGTTCCTGTGTGCCCACGGTCGCCACTACCCTGCCTG 
GCCCACCGCGGCCTCCCCTCGGACCCCCGGTGCCCACTGTCCACCCTCATCCAGCGTGCAGCTCGCCTTC 
TGCTCCGCGGACGCCGCGGGCATGGACTATTCGTACGACGAGGACCTGGACGAGCTGTGCCCCGTGTGTG 
GGGACAAGGTGTCCGGCTACCACTACGGGCTGCTCACATGCGAGAGCTGCAAGGGCTTCTTCAAGCGCAC 
GGTGCAGAACAACAAGCACTACACGTGCACCGAGAGCCAGAGCTGCAAGATCGACAAGACGCTGCGCAAG 
CGCTGTCCCTTCTGCCGCTTCCAGAAGTGCCTGACGGTGGGGATGCGCCTGGAAGCCGTGCGTGCTGACC 
GCATGCGGGGTGGCCGGAACAAGTTTGGGCCCATGTACAAGCGGGACCGGGCCCTGAAGCAGCAAAAGAA 
GGCACAGATTCGAGCCAATGGCTTCAAGCTGGAGACAGGCCCCCCAATGGGGGTACCCCCTCCGCCCCCT 
CCCCCACCGGACTACATGCTGCCCCCTGGCCTGCATGTGCCTGAGCCCAAGGGCCTGGCCTCTGGTCCAC 
CTGCTGGGCCACTGGGCGACTTTGGGGCCCCAGCCCTGCCCATGGCCGTGCCCAGCACCAACGGGCCGCT 
GGCTGGCTACCTCTATCCTGCCTTCCCTGGCCGTGCCATCAAGTCTGAGTACCCGGAGCCCTACGCCAGC 
CCTCCGCAGCCTGGGCCACCCTATGGCTACCCAGAGCCCTTCTCCGGGGGGCCTGGCGTGCCCGAGCTCA 
TCCTGCAGCTGTTGCAGCTGGAGCCGGACGAGGACCAGGTTCGGGCGCGCATCATCGGCTGCCTGCAGGA 
ACCAGCCAAAGGCCGCCCCGACCAGCCTGCGTCCTTCAACCTCCTGTGCAGGATGGCCGACCAGACCTTC 
ATCTCCATCGTGGACTGGGCACGCAGGTGCATGGTCTTCAAGGAGTTGGAGGTGGCCGACCAGATGACCC 
TGCTGCAGAACTGCTGGAGCGAGCTGCTGGTGTTCGACCATATCTACCGCCAGGTCCAGCACGGCAAGGA 
GGGCAGCACCCTGCTGGTCACCGGGCAGGAGGTGGAGCTGACCACGGTGGCGGCCCAGGCCGGCTCACTG 
CTGCATGGGCTGGTGCTGCGGGCCCAGGAGCTGGTGCTGCAGATGCACGCGCTGCAGCTGGACCGCCAGG 
AGTTTGTCTGCCTCAAGTTCCTCATCCTCTTCAGCCTCGATGTGAAGTTCTTGAATAACCACAGCCTGGT 
GAAGGATGCTCAGGAGAAGGCCAATACCGCCCTGCTCGATTACACCCTGTGCCACTACCCGCACTGCGGG 
GACAAGTTCCAGCAGCTGCTGCTGTGCCTGGTGGAGGTGCGGGCACTGAGCATGCAGGCCAAGGAATACC 
TGTACCACAAGCACCTGGGCAACGAGATGCCCCGCAACAACCTGCTCATCGAGATGCTGCAAGCCAAGCA 
GACTTGAGCCTGGGCTGGGTGGGGTCGGGCCGGGGCCGGGGGAGGCTCACAGCCACCCCTGCTGCCCTCC 
AGATGGTTGATTCTATCGTGCCCACCCAGGAGCCCCACCCTGTAGCCCCTGCCCCTGAGCTCTCTGAAGC 
CCTGTGTTTGGGAAGGTGGGTGAAGGTGGGCAGGGCCTGGCTGAGGTGGGGTGGTCCCTATTAGCCACTG 
GCACTAGCCTGCCACTCAGAGTGCCCCAAGGAGGCAGCTGCTACCCACTCCCTCCCCCTGCCCCTACTCC 
CAGCTGTCTGTCCTGGAGTCTGGAGCACAGGTCCAGGGGGCAGGTTGGGGATTCCCTCGTGGGCCTCCAT 
GTCCCTTGGGTCAGAGGTCATCTCTTCCCCCTCTCCTGGAAACAGAGGCAGAGAGAGGTTGAGCGGGTCA 
GCTGGGAGAGAAGAGAGGGTCCCTAGCCCTCCGTCACAGCGCCCAGGAGGGAAGCCCTCTGTTTTGTAAA 
CTAGGAATAAACTGAGTTTGCAAAACTGGAAAAAA 

>GBEQ0084 | Acc | AJ25118 9 | Ver | AJ25118 9 . 1 GI : 64 68532 1 Equus caballus mRNA for monocyte 
chemoattractant protein- 1 (mcp-1 gene) . 

CCAAGCCAGAAACCAACAACTCTCAGGCCGAAGCTCCCATCCTTACCCTCCAGCATGAAGGTCTCTGCAG 
CCCTCCTGTGCCTGCTGCTCACCGCGGCCGCCTTCAGCACCCAGGTGCTGGCTCAGCCAGATGCAATTAA 
TTCTCCAGTCACCTGCTGCTATACATTCACCGGTAAGAAGATCTCATCTCAGAGGCTGGGGAGCTATAAA 
AGAGTCACCAGCAGCAAGTGTCCCAAAGAAGCTGTGATCTTCAAGACCATATTGGCCAAGGAGATCTGTG 
CTGACCCCGAGCAGAAGTGGGTCCAGGATGCTGTGAAGCAGCTGGACAAGAAAGCCCAAACTCCAAAGCC 
TTGAACACCTACTCCAAAAGCCAAGAATCTGAAGCTAATTTATTGTCTTCTAGCATTCCCTAAATGCCCC 
CTGATATTATTTTATTATAGT T TCAAAGAGTATGAAC TT TGT T TATTGACATGAAACT T GAT GCT TAAGT 
AGCGTTAATCTTATTTAAGTTATTGATGTTTAAAGTTTATCTTCCACGAATACTAGTGTCTGTGAGATAT 
GGAGACTTGAGCAAACTGCTTTCCTCTGTGAACCCCAGTTCTACCCTTGGGATGGTGTTGAGGGTCCTTG 
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CAAGGATCATTAATGCAAAGCCTTTTTGTTTAAAATTATAAGACATTGCTAAAAACGCTATTGTGGAAAT 
GTAT AT TAT GAT GTAACTAC TGAACAAT AT AT AT AT AT T T TT GT ACAAAACCCAAAAAAAAAAAAAA 

>GBEQ0085 | Acc | AJ25 1188 | Ver | AJ251188 . 1 GI : 64 68530 | Equus caballus mRNA for eotaxin. 

AGAGCAGCAGAGACCAGCCCAGAAACCAACAGCTCTCACGCTGAAGCTCGCGTCCTCGCCCTCCAGCATG 

AAGGTCTCCGCAGCCCTCCTGTGCCTGCTGCTCACCACGGCCGCCTTCAGCACCCAGGTGCTGGCTCAGC 

CAGTTTCTATCTCGACCGTCTGCTGCTTTAACGTGGCCAGTAGGAAGATCTCTTTTCAGCGACTGCAGAG 

CTACAGAAAAATCACCAGCAGCAAATGTCCCCAGAAAGCTGTGATCTTCAAGACCAAACAAGCCAAGAAG 

ATCTGTGCTGATCCCAAGCAGAAGTGGGTCCAGGATGCCATGAAGTACCTGGACGAAAACTCCCGAACTA 

CAAAGTATTCATCTTTTTGAGACCAAATCAGAGCCAGAGGAATGCCTGATTCATCTTCCCTGCTCTTCCT 

AAGATG TG TCC TGAGATAAT TTCATCAT CAT TACAAAAGGAAT GGC T T T TAT T TAAT AAT T AAAAAAT AC 

AT AT AT T G CAAAAAAAAAAAAAAA 

>GBEQ0086 ] Acc | AF305617 j Ver | AF305617 . 1 GI : 1071618 3 | Equus caballus interleukin 4 (11,-4) 
mRNA, complete cds. 

ATGGGTCTCACCTACCAACTGATTCCAGCTCTGGTCTGCTTACTAGCATGTACCAGCAACTTCATCCAGG 
GATGCAAATACGACAT CACCTTACAAGAGATCATCAAAACGC T GAACAACCTCACAGAT GGAAAGGGCAA 
GAATTCGTGCATGGAGCTGACTGTAGCGGATGCCTTTGCTGGCCCGAAGAACACAGATGGAAAGGAAATC 
TGCAGGGCTGCAAAGGTGCTTCAACAGCTCTATAAAAGACATGACAGGTCCTTGATCAAAGAATGCCTGA 
GCGGACTGGACAGGAACCTCAAGGGCATGGCAAACGGGACCTGCTGTACTGTGAATGAAGCCAAGAAGAG 
CACATTGAAAGACTTTTTGGAAAGGCTAAAGACGATCATGAAAGAGAAATACTCCAAGTGTTGA 

>GBEQ0087 | Acc | AB033541 | Ver ) AB033541 . 1 GI : 10566943 j Equus caballus MSTN mRNA for 
myostatin, complete cds - 

ATGCAAAAACTGCAAATCTCTGTTTATATTTACCTGTTTGTGCTGATTCTTGCTGGTCCAGTGGATCTAA 
ATGAGAACAGCGAGCAAAAAGAAAAT GT GGAAAAAGAGGGGCTGT GCAATGCATGT ACT T GGAGACAAAA 
CACTAAATCTTCAAGAATAGAAGCCATAAAAATTCAGATCCTCAGTAAACTGCGCCTGGAAACAGCTCCT 
AACATCAGCAAAGATGCTATTAGACAACTTTTGCCCAAAGCTCCTCCACTCCGGGAACTGATTGATCAGT 
ACGATGTCCAGAGAGATGACAGCAGTGATGGCTCTTTGGAAGATGATGATTACCACGCGACGACGGAAAC 
AATCATTACCATGCCTACAGAGTCTGATCTTCTAATGCAAGTGGAAGGAAAACCCAAATGTTGCTTCTTT 
AAAT T TAGCT CT AAAAT ACAATACAAT AAAGTAGTAAAGGCCCAACTGTGGAT ATAT CT GAGACCCGTCA 
AGACTCCTACAACAGTGTTTGTGCAAATCCTGAGACTCATCAAACCCATGAAAGACGGTACAAGGTATAC 
TGGAATCCGATCTCTGAAACTTGACATGAACCCAGGCGCTGGTATTTGGCAGAGCATTGATGTGAAGACA 
GTGTTGCAAAATTGGCTCAAACAGCCTGAATCCAACTTAGGCATTGAAATCAAAGCTTTAGATGAGAATG 
GTCAT GATCT T GCT GTAACCTTCCCAAGACCAGGAGAAGATGGGC TGAATCCAT T T T TAGAAGT TAAGGT 
AACAGACACACCAAAACGATCCAGAAGAGAT T T T GGACT TGACTGTGAT GAGCACT CCACAGAAT CTCGA 
TGCTGTCGTTACCCTCTAACTGTGGATTTTGAAGCTTTTGGATGGGATTGGATTATTGCACCCAAAAGAT 
ATAAGGCCAATTACTGCTCTGGAGAGTGTGAATTTGTATTTTTACAAAAATATCCTCACACTCATCTTGT 
ACACCAAGCAAACCCCAGAGGTTCAGCAGGCCCCTGCTGTACTCCCACAAAGATGTCTCCAATTAATATG 
CTATATTTTAATGGCAAAGAACAAATAATATATGGGAAAATTCCAGCCATGGTAGTAGATCGCTGTGGGT 
GCT CAT GA 

>GBEQ0088 J Acc | AB049188 | Ver | AB049188 . 1 GI : 10336505 | Equus caballus PGP9.5 mRNA for 
ubiquitin C-terminal hydrolase, complete cds. 

CTGTTTTTCCTACTCCCTGGCTTCTCCTCCTTCTCGCTCTTCGCGAAGATGCAGCTCAAACCGATGGAGA 
TTAACCCCGAGATGCTGAACAAAGTGCTGGCCAGGCTGGGGGTCGCCGGCCAGTGGCGCTTCGTGGACGT 
GCTGGGGCTGGAGGAGGAGACTCTGGGCTCGGTGCCAGCGCCTGCCTGCGCCTTGCTGCTGCTGTTTCCC 
CTCACGGCCCAGCATGAGAACTTCAGGAAAAAACAGATTGAAGAACTGAAGGGACAAGAAGTCAGTCCTA 
AGGTGTACTTCATGAAGCAGACCATTGGGAACTCCTGCGGTACCATCGGACTTATCCACGCCGTGGCCAA 
TAACCAGGACAAACTGGAGTTTGAGGATGGATCGGTCCTGAAACAATTTCTTTCTGAAACGGAGAAGTTA 
TCCCCTGAAGACAGAGCCAA^TGCTTTGAAAAGAATGAGGCCATTCAGGCAGCCCATGATGCTGTGGCAC 
AGGAAGGCCAATGTCGGGTAGATGACAAAGTGAACTTTCATTTTATTCTGTTTAACAACGTGGATGGCCA 
CCTCTATGAACTTGATGGGCGGATGCCTTTCCCGGTGAACCATGGCACCAGTTCAGAGGACCTGCTGCTG 
CAGGACGCCGCCAAGGTCTGCAGAGAATTCACTGAGCGTGAGCAAGGCGAAGTCCGCTTTTCTGCTGTGG 
CGCTCTGCAAGGCAGCCTAATGCCCTGTAAGAGGGACTTGGCTTTTTTCCTCTCTCCCCTTCAACGTGAA 
ATATATCCTGACCGATGCAGTCTAAGATGCTTCCCTACTTGTAGAACACAGCTGTTCTCCTTTGGTTCTG 
CAGGCCTGCTCCTCCCCTCCGCCACACCCAAGCACTAGCAGAGCTCAGCTGTCGATCGAGCAAAGTTTGG 
TGTAAGCTTCAGGTGGCGAAGCATTTCCCCCAGTGTATGTCTTGTATCTCAATATCTAATGCTTTAAATG 
GCTACTTTGGTTTGTGTCTGTAAGTTAAGGCCTTGGATGTGGTTTAATTGTTTGTCCTTAAAAGGAATAA 
AACTTTTCTGCTGATAAGAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ0089 | Acc 1 AB025570 | Ver I AB025570 . 1 GI : 4589405 ) Equus caballus CgA mRNA for 
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chroraogranin A, complete cds . 

GGGGAGTCCAGCCACCCATCGTCCGGGTGCCTGCCGTGCCCGGCCCCAGACTGCCAGCTGCTCGGCGCCC 
GCTTCGCCATGCGCTCCGCCGTTGTCCTGGCGCTTCTGCTCTGCGCTGGGCAAGTCATTGCCCTCCCTGT 
GAACAGCCCTATGGATACAGGGGATACTGAGGTGATGAAGTGCATCGTTGAGGTCATCTCTGACACGCTC 
TCCAAGCCCAGCCCTGTGCCTGTCAGCCAGGAGTGTTTCGAGACCCTGCGAGGAGATGAACGGATCCTGT 
CAATCCTGCGACATCAGAATCTGCTGAAAGAGCTCCAAGACCTCGCACTCCAAGGTGCCAAGGAGAGGGC 
GCCTCAGCAGAAGCACAGCCGGCTTGAGGACGAACTCGCAGAGGTTCTCGAGAAGCAGAACCACCAGGCC 
GAGCTGAAGGAGGTGACAGAAGAGGCGCTCTCTGAGGATGCTGCAGAGGCAAGAGGGGATTCTAAAGAGG 
TGGAGGAGAATGGGGAAGATGCGGATGGAGCCAGGCCCCAGGCCGCCCTGGAGCCCGAGCAGGAGTCCAG 
GGTTGAGGATGCCCAGGCCCCAGGGGAGGAAAAGGAGGCCATCAACACCCACTCCCCAACCCGCCTCCCC 
AGCCAGAAACACCCAGACCCACAGGCTGAAGGGGACAGCGACAGCCCCTCCCAGGGTCTGGTGGACAGAG 
AGAAGGGCCTGGGTGCAGAGCGAGGGCAGCAGGCAAAGAGAGAAGAGGAGGAGGACGAGGCTGGAGAGAA 
GGCTGACGCTGAGGAGGAAGGCCCCACCGCAGCATTTAACCCCCACCCGAGCCTCAGCTATAAGATCCGG 
AAGGGAGAGAGTTGGTCCGAGGCTCTGGTCGTGGATGGAGCCAGGAAGACTGGGGCTGAGGAGGCTCAGC 
CCCCCGAGGGGCAGGGGGAGCGGGAGCACTCCCGGCAGGAGGAAGAGGAGGAGGAGGAGACGGCGGGGGC 
CTCTCGAGGCCTCTTCCGGGGCGGGAAGAGCAGGGAGCTGGAGCAGGAGAAGGAGCAGGAGCGGCTCTCC 
AAGGAGTGGGAGGATGCCAAGCGGTGGAGCAAGATGGACCAGCTGGCCAAGGAGCTGACGGCCGAGAAGC 
GGCTGGAGGGGGAGGACGAGGAGGAGGACGACCCTGACCGCTCCATGAAGCTCTCCTTCCGGGCCCGGGC 
CTACGGCTTCAGGGGCCCCGGGCTGCAGCTGCGCCGAGGCTGGAGGCCGTCCTCCCGGGAGGACAGCATC 
GAGGCGGGCCTGCCCCCGCCGGTGCGCGGCTACCCGGAGGAGAAGAAGGAGGAGGAAGGCAGCGCCAACC 
GCAGACCAGAGGACCAGGAGCTGGAGAGCCTGTCGGCCATCGAGGCGGAGCTGGAGAAGGTGGCCCACCA 
GCTGCAGGCGCTGCGGCGGGGCTGAGGCGCCACCCGGCCACGCCAGCCAGGGCCCCGAGGCACCCTGTGG 
TCCTGGCTCTTGTTGTACCTCTGCAGGTCCTGGCCAGGCGGCCTGGGACTGCTTCCGGTAGGGAAGCCCC 
TTAAGCCAAGGCCACCCTGTTGTCCCCACACTCCTTTCCTCCTGCTCTTGACCCCTGCCCCAGGGTGCCC 
CTCTGCAGGGCAGACCCCCATGACTATAAACGACTATCCTCTCTCTGAACATGGGCAAATTTCTAGAAGT 
TTCCCTTCCACCATCGGAGCCATTGGGCACAACTGCAATAACTTCTGACCTTTTGATGAAAGCTGAGAAC 
TCCTGCCTGCAGCAGACTCTATATGAAATTTAGCTAGGGAAAAATAAAACTTGCTCTGGGCTCTTGCCTG 
TTCTTTGA 

>GBEQ0090 |Acc|AY005821|Ver|AY005821.1 GI : 9858374 | Equus caballus parathyroid hormone- 
related peptide mRNA, partial cds. 

AACATCAGCTCCTCCATGACAAGGGAAAGTCCATCCAAGATTTACGAAGACGGTTCTTCCTTCACCACCT 
GATCGCCGAAATCCACACAGCGGAAATCAGAGCTACCTCGGAGGTCTCCCCCAACTCCAAGCCTGCTCCC 
AACACCAAGAACCACCCCGTCCGATTTGGGTCTGACGATGAGGGCAGATACCTCACTCAGGAAACCAACA 
AGCTGGAGCCGTACAAAGAGCAGCCCCTGAAGACGCCGGGCAAGAAGAAGAAAGGCAAGCCTGGGAAGCG 
CAAGGAGCAGGAGAAGAAGAAACGGCGAACTCGGTCGGCCTGGCTGAACTCCGAAGTGGCTGAGAGTGGG 
CTGGATGGGGACCACCTGTCTGACTTCTCCACGACGTCGCCGGAGCTCTATTTACGGAGGCATTGAAATT 
TTCGCAGA 

>GBEQ0091 |AcclAY005808|VerlAY005808.1 GI : 9717252 | Equus caballus Toll-like receptor 4 
mRNA, complete cds . 

GGCACGAGCGGCACGAGAGCAGCAGCTCCGAGGCTGCCCTGGCGGGCAGGCTGTTACGGTGCGTCATGCT 
TTCACAGGGCCCCTTCTGGGCACAGAAAATGCCAGGATGATGCCGCCCACCCGCCTGGCTGGGACTCTGA 
TCCCAGCCATGGCCTTCCTCTCCTGCCTGAGACCCGAGAGCTGGGACCCTTGCGTGCAGGTGGTTCCTAA 
CACTACTTACCAATGCATGGACCTGAATCTCTACAAAATCCCTGAGAACATCCCCACATCAACCAAGGAA 
CTGGACCTGAGCTTTAACCCCTTGAAGGAGTTAGGCAGCCATAGCTTCTCCAACTTCCCAGAACTGCAGG 
TGCTGGATTTGTCCAGGTGTGAAATTGAGATGATTGAAGATGATGCATATCAGGGCCTCAACCATCTCTC 
CACCTTGATATTGACAGGAAATCCTATCAGGAGCTTAGCCCTGGGAGCCTTTTCTGGACTCTCCAGTTTA 
CAGACGCTGGTGGCCGTGGAGACAAAGCTTTCATCTCTAGAGAAGTTCCCCATTGGACATCTCAAGACCT 
TGAAGGAGCTTAATGTGGCTCATAATCTTATCCATTCGTTCAAGTTACCCGAGTATTTTTCTAAAATGCC 
CAACCTGGAGCACTTGGACCTTTCCAATAACAAGATCCAAAATATTTCTCATGAAGACTTGCGTGTGCTA 
CATCAAATGCCCTTACTCAACCTTTCTTTAGACTTGTCCCTGAATCCTTTAGAGTTTATCCAACCAGATG 
CCT T TAAAGAAAT TAAGCTCCAT AAACT GACT T TGAGAAGT AAT TT TGATAGTATAGATGTAATGAAATC 
TTGTATTCAAGGACTGGCTGGTTTAAAAGTCAATCGGTTGGTTGTGGGAGAATTTAAAAATGAAAGGAAA 
TTGGAAAGATTTGACACATCTGCCCTGCGCGGACTGCACAATTTGACGATTGAAGAATTCCGGTTAGCAT 
ACATTGATAATTACAGCTCAAAGGATTCTATTGATTTACTTAATTGTTTGGCAGATATTTCTAAAATTTC 
TCTGGTGAGTCTGGATTTAGGCAATCTAAAAGATTTTCCTAAAGGTTTCGGATGGCAAGACTTCGAATTG 
GTTAACTGTAGAATTGAAGGATTTCCCACATTGGAGCTCACCTCTCTCAAAAGGTTGGTTTTCACTTCCA 
AC AAAG AT AT GAAAT C T T T T AAT G AAG T T AAG CT AC CAAGCC T T GAG T T T C T AG AT CT C AG C AGAAAT CG 
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CTTGAGTTTCAAGTCCTGCTGTTCTGAGGCTGATTTGAAGACAACCAGACTGAAGCATTTAGATCTGAGC 
TTCAATGATGTTATTTCCATGAGTTCAAACTTCATGGGCTTAGAGCAACTAGAACATCTGGATTTCCAGC 
ATTCCACTTTGAAACAGGCCAGTGATTTTCCAGTATTCTTATCCCTCAAAAACCTCCGTTATCTTGATAT 
TTCTTACACTAACACCCGAGTTGTCTTCCATGGCATCTTTGATGGCTTGGTCAGCCTCCAAGTCTTGAAA 
ATGGCTGGCAATTCTTTTAAGGACAACTTCCTTCCAAATATCTTCAGAGAGATGACTAACCTGACCACCC 
TGGACCTTTCTAAGTGTAACCTGGAACAGGTGTCCCAGGAGGCATTTTGCTTACTCCCTCGACTTCGGGT 
GTTAAATATGAGTCACAATAACCTCCTGTTCTTGGATATGCTTCCTTACAAACCTCTCCATTCCCTCCAG 
ATTCTGGATTGCAGTTTTAATCGTATTGTGGCCTTCAAGTGGCAAGAACTGCAGCATTTTCCAAGTAGTC 
TAGCTTCCTTAAATCTTACTCAAAATGACTTTGCTTGTGTTTGTGAATACCAGAGTTTTCTGCAGTGGGT 
CAAGGACCAGAGGCAGCTCTTGGTGGAAGTTGAACACTTGGTGTGTGCAATACCCTTACAGATGCGGGGC 
ATGCCCGTGCTGGGTTTTAACAATGCCACCTGTCAGATTAGCAAGACTATCGTTGGCGGGTCGGTTTTCA 
GTATACTCATGGTTTCTGTCATAGCAGTTCTGGTCTATAAGTTCTATTTCCACCTGATGCTTCTTGCTGG 
C TGCAAAAAGTAT GGGAGAGGTGAAAGCAT C TAT GATGCCT T T GT TAT CT ACT CAAGCCAGGACGAAGAC 
TGGGTGAGGAATGAATTGGTAAAGAACTTGGAGGAGGGGGTGCCCCCCTTTCAACTCTGCCTTCACTACA 
GAGACTTCATTCCTGGTGTGGCCATCGCCGCCAACATCATCCAGGAAGGTTTCCACAAAAGCCGGAAAGT 
TATTGTCGTGGTGTCCCAGCACTTCATTCAGAGCCGATGGTGTATCTTTGAGTATGAGATTGCCCAGACC 
TGGCAGTTTCTGAGCAGTCGTGGTGGCATCATCTTCATCGTCCTGCACAAGCTGGAGAAGTCCCTGCTCC 
GGCAGCAGGTGGAGCTGTATCGCCTTCTCAACAGGAACACTTACCTGGAGTGGGAGGACAGTGTCCTGGG 
GCGGCACATCTTCTGGAGACGACTCAGGAAAGCCTTGCTGGATGGTAAACCGTGGAGTCCAGCAGGAACA 
GCAGAT GCAGCAGAAAGCAGACAACATGAT GCAGAAACCT CTACCT GAGGAGGAAAAACTC CT GAGGT GC 
TTCTTGCCCAGCTGGACCCAATACTTGTTCAGTTAACAACTATTAAATGCTGCAACATACCAGGCATTGT 
GCTAGGGGCAGGTGATTCTGTCGTGCACAAGATACACAGGACTGCTAATCCCTTTGAGTTTACAGTGCAG 
AGGGAATAAATGCCGTGCTAAAATACAGAACCTCCAGGGGGATGTTTTAACCAAGTCAGCTAAGGAGTCC 
GTGCCAGGGAAAGTCAACTCAACTCTTACCCCATCAAAATGAATCAGAACTGAGAGACTGGGCCCCAGTG 
AGTTCAGAAAAGGACATCGTCTCCCAAGTCTTTTGAATGGAAACCATCTCATCTTTGACATCTTAGCCAT 
CCTAAAACAAAACAAAGCAGTTTTGGTACTTTCAACTGAACAGCGTCTCTGTTCAATTTTCCCTTTTCTA 
CTGAACACAATTTAAATTTTACTTGATGACTCAGAAGGCTCCTGATTCAGATCCTCCCTCCTCTTTAAGG 
CAGT T TCCTTATGAAGGTTAAACTCTTACGACTAAT TCC TAAGGAAAT CT GATT GATACAT ATT CACAAA 
CATCCTGGTCATTCTTTAGCGTGCTCTATTTATTAATAAATAGCAGGTTCTATTTAAAAAAAAAAAAAAA 
AAA 

>GBEQ0092 | Acc j AB032166 \ Ver | AB032166 . 1 GI : 7209848 | Equus caballus mRNA for MHC class II 
associated invariant chain, complete cds. 

CAGACACGCAGGCGGCAGCAGCAGCAGCAGCAGCAGCAGCAGGAGGCGTGGGGAAGATCCGGAGCCAGAA 
CCATGGAAGACCAGCGCGACCTCATCTCCAACCATGAGCAGGTGCCCATCCTGGGCCAGCGCCCCGCGGC 
CCCGGAGAGAAAGTGCAGCCGTGGAGCCCTGTACACAGGCTTTTCTGTCCTGGTGGCTCTGCTCCTGGCC 
GGCCAGGCCACCACCGCCTACTTCCTGTTCCAGCAGCAGGGCCGGCCGGACAAGCTGACCGTTACCGCGC 
AGAACCTGCAGCTGGAGAGCCTCCGCATGAAGCTGCCCAAGTCTGCCAAACCTGTGAGCAAGATTCGAGT 
GGCCACCCCCATGCTGATGCAGGCGCTGCCCATGGAAGGCCTGTCCCACGGGCCCATGCAGAACGCCACC 
AAGTACGGGAACACGACACAGGACCACGTGATGCACCTGCTCCTGAGGGCCGACCCCCTGAAAGTGTACC 
CACAGCTGAAGGGGAGCTTCCAAGAGAACCTGAAGCACCTCAAGAGCACCATGGATGGCCTGGACTGGAA 
GGTCTTTGAGAACTGGATGCATCAGTGGCTCTTGTTTGAAATGAGCAGGAACTCGCTGGAGGAGAAGCCC 
ACTCAGGGTCCGACAAAAGAACCACTGGAAATCGAGGATCTGTCGTCTGGGGTGGGCATGGCCAAGTAGG 
ATCTCAGCCAAGTCATCCTATGAGAACAGCAGACGCAGCCGCCAGCACCCAGCCAGCCCTGCATGGCCGC 
AACTCCCTTGTGCCCTTCTGTCCCCCAACCCTAGGTCCTCTCCTGCCCTTACACCCAACCCCCTGCACCT 
GCCGTCACCCACCCTGCACCTCATTCCCTGAGACTCTGGTGCCTGGCTCTCCATCATCCTGAGACGAGAA 
ATCACCTCAGAACAGCACAGATTAACAACGCAGGGTCCCCAACACTGCCCATCAGCAGGGACACCACACC 
CAAGGAGGTGGGCCAAGACCTGGGCTGACCCCCATTTCTGACGCCACAGCAGCCGCTAGCATGGAGCTCC 
AAGATCTAGGCCCCTGGACGAGGCAGGCAGGTGCAGGGAGAGGGGGCGACGCTCCCCCAAGTCCAACACA 
TTTGCTCTCCCTCCCCTCTGGCTTTTGGCCTCAGCATTCCAGCCTGTTTAACTAGGGGGATGAGCCACCC 
TTTCTGTCCCCAGCATCACTCGGCCAGGAAGAACCAGCCTCTCCACCCACAACCCCTCCTCACTCTCTGC 
CAACCCCTAGTTCCCTCTGCTCAGCAAGCTTGTCACCAGCCCCTAGGGCGGCGGCTCCTGTAAGAATAAA 
AGGTAGTAAGTAGACCAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ0093 1 Acc | AF031696 | Ver | AF031696 . 1 GI: 2 921287 (Equus caballus steroidogenic acute 
regulatory protein (StAR) mRNA, long form, complete cds. 

GGACCCAGAGGCAGATCCT GACAGGCTCAGGAGGT CT GGAAGAAGCT CCCCTT GAGAGTAGGAGCAAT AG 
CAGCAGCAGCAACAGCACTGCTACATTTGCACCCGCGGCTGGAAACGATGCTCCTCGCGACGTTTAAGCT 
GTGCGCTGGGAGCTCCTACAGACATGTGCGCAATATGAAGGGGCTGAGGCACCAAGCTGCCTTGGCCATT 
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GGCCAGGAGCTGAACTGGCGGGCACCTGGGGGCCCGACCCAGAGTGGGTGGATCAACCAGGTTCGGCGTC 
AGAGCTCTCTGCTTGGCTCTCAGCTAGAAGACACTCTCTACAGCGACCAGGAGCTGGCCTATATCCAGCA 
GGGAGAGGAGGCAATGCAGAAGGCCCTGGGCATCCTCCGCAACCAGGAGGGCTGGAAGGAGGAGAACCAG 
CAGGCAAACGGGGACAAAGTGCTGAGTAAAGTGGTCCCAGACGTGGGCAAGGTATTCCGGCTGGAGGTGG 
AGGTGGACCAGCCCATGGAGAGGCTTTATGAAGAGCTTGTGGAACGCATGGAGGCCATGGGAGAGTGGAA 
CCCAAATGTCAAGGAGATCAAGGTCCTGCAGAAGATTGGAAAAGATACCGTCATCACCCATGAGTTGGCT 
GCAGAATCAGCAGGAAACCTTGTGGGGCCCCGAGACTTTGTGAGTGTGCGTTGTGCCAAGCGCCGAGGCT 
CCACCTGTGTGTTGGCTGGCATGGCCACACAGTTTGAGGAGATGCCCGAGCAGAAAGGTGTCATCAGAGC 
TGAGCATGGTCCCACTTGTATGGTGCTCCATCCCCTGGCTGGAAGTCCCTCAAAGACCAAACTCACTTGG 
CTGCTCAGCATTGACCTCAAGGGATGGCTGCCAAAGACTATCATCAACCAGGTCCTTTCGCAGACCCAGG 
TGGATTTTGCCAACCATCTGCGCAAGCGCCTGGAGTCCAGCCCTGCTCCTGAAGCCAGGTGTTAAAGACC 
AACTTGCTGCTCCCAACTGTTCCTAGCTGCATTGGCTTGCATGCTCATCAGGAA7VATCCCTGCCAGAAGC 
CTCAACATCTGTTTAAGATCTTTATCTGAGGATAGTGTGATGGGGTGGTAGTATGTTTAGAGTATGGTAA 
TAGGACTCAGACTGGTAAAATTTTACTACCAAGAAAATGGGGACAAGGCTCTTAGAAGAAACTTCTAGCT 
TCTTCACTGATTAGCTACGAAATGAAGGTTAAGGGTCCCAAAATATTTGTAAAACTTTTTCCTGGGTCTA 
ATGTCTACCTGAAAACATCTTAAAAATGCTACTGGCTGATACGGGGTGCAGAGGTGCTAAATACAAGGAC 
TGGGACCTCATGCTTTACGGGCTCAAGAGCTCCATTCTCTGCAGGCAGTGTGTATGGACATTCAGGGTCT 
TACAAAGGGGCTCCGGCAACCCTCCCCTCCTACACCAAGTAGGTAGAGAGCTGCTCCACTGGACAAGCAA 
CTCCCCACAGCAGGTGCCTGCTAAAAGCCTAGTCCAAGTTTTCTTGATGAAAAAGTACAAAACTAATTAT 
TAGACTGCTTCCCTTACTTCTTAGACGAGCAAGTCAGAATAAAGAATCATAACTAACACACAAACTTCAG 
CCTGTGCATGTTTTAAAATTCTGCTCCTAGAAAAAAAAAATCTAGTAAATTGCAACTGCATACTAAAGGA 
GTCCTGGACAAAGATTTTAATTAAACTAAATCCCCTAGCTCATTAAAAGGAAAAACTACTGGGTAGTTAT 
GTCAT TCGAC TAGAATCAGTTACCAGAAT CT TTCATAAAAAT T T AAT TTCCACGATATGCACAAGCC T T C 
ATCAGTTCTTAAACTCTACAACTGGTAACATTTCAAGATGAAGATTATGACTGAGGATTTTTATTTACCT 
AAT TAAAAGGAAGGACAGTACCAAATATGAGAGAACGAACGGCAT TACTAAGATAAAAACAAATTT TATT 
TTCCCGTAGTGATTGTTTAGACCTAAAAATGGAACTGAATCTTTAGTTCAGATTCTATTATATCAGCTTT 
CAGCTTGGCTTGGGCTGCCACTTTATCTGCTTAGTAGGTCAGTGTTTTACTATTTTGAGGAGATGGCTGG 
AAGAAG G GG T AAT AT G GT G T T AGCAAAT C C C T T T C CAAG AT T C AGAG AC TTTTTGCTTT G AAAAT AT AAA 
TCGGGATCGGATTATTTTGTTAAAATGTGCAAGTAGGATGAAAAACCAACATTACCACTTGAAGCTTTTC 
CAT T T TAGT TCTAAGAGCAT T ATGAACATAATT TGGAAACATAGCTCT AGCT TAT TAAACAAAT T AGCAG 
TAGTGGGAATGCTCATGTTTACTGAGGTATTGAAATTTTACAATTGGTAGAGGTATTATTATTTATTCTG 
ATTGTTTGTTAGAATAGTCTATTTTTGGCATAGATCAAACTGTTTATCTTTCCAGGAGCTTCAGTGTGAG 
AGAGAGAGCTGTAGAGGTGTTTCTAGAACAGAATTACCATCCACTCCCAGCTAAGAAACATGGTCACTTG 
T T T GAAGATGGGTAAAGCAATACATAC TCT GGT T T CAAAAGTAAAGAAAT GGT CT T T CAACACAC ACCAT 
GGTTTTGAGCTCAATTATAATTTGCCTTCTTCAAACTACGCACTGTGTCTTTGGGGTGACTGGAGAGATA 
TTTTCCCACTTGTTTAATTTCATATTGGAATAAAATAAGTTGTCACTGATGATCTGTTTAAAGAAACCAT 
TTTATACAGGACTGTATGGGGCGTGGATATTCTTTGAGCCCTTCAAATGAACTTCTCAAAAGACAGACAC 
TTCGAATATGAAGTATAAAGAGGCAZ\AATCATTATTTCTGTAACCTCTAATTTATGAAAGCCAAATGTAC 
AAAAACCTAATTTTATCATTCAAATTAAATGAGTGTACAAGTTAAAAA 

>GBEQ0094 1 Acc| AF018072 1 Ver | AF018072 . 2 GI : 8277420 | Equus caballus pituitary gonadotropin- 
releasing hormone receptor mRNA, .complete cds . 

GCGCGCCTGCAGGTCGACACTAGTGGATCCAAAGAATTCGGCACGAGGCAGAAGTGCCAGAAACACAAGT 
CTTGAAGCTCCATCAGTTGGGAAGTATGGCAAACAGTGCCTCTCCTGAACAGAATCAAAATCACTGCTCA 
GCCAGCAACAGCAGCATCCCGCTGACGCAAGCCAACCTCCCTACCCTGACCTTATCTGGAAAGATCCGAG 
TGACAGTTACTTTCTTCCTTTTTCTACTCTCCACAACCTTTAACGCTTCTTTTTTGTTGAAACTTCACAA 
GTGGACTCAGAAGAAAGAGAATGGGAAAAAGCTCTCGAAGATGAAGGTGCTTTTAAAACATCTGACCCTA 
GCCAATCTGTTGGAGACTCTGATTGTCATGCCACTAGACGGAATGTGGAACATTACAGTCCAATGGTATG 
CTGGAGAGCTCCTCTGCAAAGTCCTCAGCTACCTGAAGCTTTTCTCCATGTATGCCCCAGCCTTCATGAT 
GGTAGTGATCAGCCTGGACCGCTCACTGGCCATCACAAGGCCCCTAGCTGTGAAAAGCAACAGCAAGCTT 
GGACGGTCCATGATTGGCTTGGCTTGGCTTCTCAGTAGTATCTTTGCTGGACCACAGTTATACATCTTCC 
GGATGATCCAT T TAGCAGACAGCTCCGGACAGACAGAAGGT T TCT CTCAATGTGTAACACACTGCAGT T T 
TCCACAATGGTGGCATCAAGCCTTTTACAATTTTTTCACCTTCAGCTGCCTCTTCATCATCCCTCTTCTC 
TTCATGTTGATCTGCAATGCAAAAATCATCTTCACCCTGACAAGAGTCCTTCATCAGGATCCCCACAAAC 
TACAACTGAATCAATCCAAGAACAATATACCAAGAGCTCGGCTGAGGACCCTAAAGATGACGGTTGCATT 
TGCCACTTCATTTACTGTCTGCTGGACTCCCTACTATGTCCTAGGAATTTGGTATTGGTTTGATCCTGAA 
ATGTTAAACAGGGTGTCAGATCCAGTAAATCACTTCTTCTTTCTCTTTGCTCTTTTAAACCCATGCTTTG 
ATCCACTTATATATGGATATTTCTCTCTGTAATTGATACATCACACAGGAAGTCACGTAAAGAAGAGCAA 
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GTT AATGAAT T T CCT CAT T TGGGAAT GAT AAACACAAAG AGTCACGT AAAGAAGAGCAAGT TAAT GAAT T 
TCCTCATTT 

>GBEQ0095 | Acc | AF14 1931 1 Ver | AF14 1931 . 1 GI : 795994 6 1 Eguus caballus low-affinity IgE 
receptor (CD23) mRNA, complete cds . 

GGCACGAGGGTTAGACCTGTCACCACGGCCTGTGGCCCCTGCCGGCGTCGCCCAACGGCCCCAACAGACT 
AGGAGGAGGACGACGCGCTCGAAACTCATATCCCAGATCCCAGCCAGAGCTGTGACTGTGCCAGTCAAGT 
GGACTGCCTTGACAGGTGGTGAGCACTCTGTCACTGGGAGAATCCAAGCAGGGCTGCCATGGAGGAACAT 
GCATACTCAGAGTTCCCAAAGTTTCCCAGGAGGCGGCGGCAGTGCTGCCAGCGGGGGACGCTGCTCGCAC 
TGCTGGGACTGGTGACCACCGCGATGTGGGCCGGGCTGCTGACCCTGCTTCTCCTGTGGCACTGGGAGAC 
TGTGCAGAAGCTGAAACAGCTGGAAAAGACCGCGGCCCAGAACGACTTGGAGACTGTGCAGAAGCTGAAA 
CAGCTGGAAAAGACCGCGGCCCAGAACGACTTGGAGACTGTGCAGAAGCTGAAACAGCTGGAAAAGACCG 
CGGCCCAGAACGTCTCTCAGGTTTCCAAGGACTTGGAAAAACACAAGGGGGAGCAGGTGGCCCAGGAATC 
CCAGGCTGCCAAGATG TCGCAGAGCATGGAGAAAATCCAAGAT GAGCAGAACAGAAT GAAAT CT CAGGAC 
TCGGAGCTCTCCCGGAACCTGAACGGACTTCGCGAGGACCTGAGCGACCTCCAGTCCCAGGGCTTGAATG 
AGAGACGCGCAGCCTTGCACGCACTGGACAGGCTCCAGGAGGAAGTGGCGAAGCTGTGGATAGAGCTACG 
CGTGTCCAACGGCTCCACGTGTAACACGTGCCCCGACGACTGGGTCCATTTCCAAAAGAAGTGCTACTAC 
TTCGGGGAGGGCCCCAAGCGGTGGATCCAGGCGCGGTTCGCCTGCAGCAAGCTGCACGGGCGGCTGGTCA 
GCATCCACAGCCAGGAGGAGCAGGACTTCCTGACCCGCCACGCCAACAAGAAAGGCTCCTGGATTGGCCT 
TCGGGACCTGAACATAGAAGGGGAGTTTGTCTGGATGGACCAGAACCCCCTGGACTACAGCAACTGGCAG 
CCGGGGGAGCCCAACAACGGGGGCCAAGGCGAGGACTGCGTCATGATGCGGGCCTCCGGGCACTGGAACG 
ACGCCTTCTGTGGCAGCTACCTGGACGGCTGGGTGTGTGACCGGCTGGTCACGTGCTGACTGCCCACCAG 
CCACCTCGGCCCCCCTGGGTCCACGGGGATTTGTCCTGAGTCGTGGACCCTGACAGCCCCCTGCCCGCCC 
ACCAGGAGCGCCCCTCTGTGTCACTCCCCCATCTCAAACACGGGAACAGCAAGGCCCATGGCAGGACCCT 
GAGGACCCCCGCCCAAGGCCTGGACACCTCTTTGGTGGCTGAAGGGTCCTGGTGATACTTCCTACACCCC 
AAATGGAAGCAGCTGATCCATCCTCGGCTCCTGCCAACGCCCCGGAGGGCTTGTCCCTTGTTCCTCAGGC 
CAAGCTGGCCATTGCCACCTCCCTGACTTTAAGGGCTTGAGGATCCCACCTCGAGAACCCCTGCCCACGA 
GCCTGAAGGCTAGCAGCCCCCTCCTCACTGGGGCACAGCTCCTGGCAGCCCAGCCGTCCAGGGAGCGGCC 
CCGACCCGTGTGCTTCCTGTCGCCCCGACCTGGCCGTCTGCTGGAGTCAGGAGTGAACCCCCACCCGTGC 
CCTCCCCAGACGCCGCGCGTGTCCGGGCACCACACGACAGAGTCCCCCGCTCAGGCAGCCAGTCCTCCCC 
ACCCGGCCTGCATCAGTAAGACAGGGCGACGGGGGCCCCTCAGCCTGGCCCCCTCCTCAGGGGCCTGCAG 
GTGTGGAAGGTGGGAGCTGGGAGGCCCAGGGCCCAGCACGGGGTGGGGACAGGACTGGGCCTCTGGAGCG 
AAAGATGGGCTGGACTCCAGGTCACCTGTGCTCTGTATTCACTGCCCATCCCTAGATGTCTGTGTCCCCC 
AGCTCCCCACCCCGGAACTCCCGGCCAGCGCAAAACTGCCTACCTGAGCCCTCCACACTGTATTCGAGGC 
TCCCCTCTACCAGTCACTCAGGCCCGCACTGGGGGCACCCTGGCCACCTCGTTCCCTCACTGCCCCCTCC 
AAACCCATAAGGAGAGCCATGGGCCGTGGTGTCCAGACACATTCAGAATCCACCCACTGCCTTGGCGTGG 
CCCCCATCCTCACTCCCTCTGGTCTCCCTCTTCACTGCCCCCAAACATTCTAGAAGTTTCCTTTCAATAT 
AGAGGAAAAGCCAAAGCCTTACAGGGTCCTTTGCGATCTCAGAACCCCTCCCACGTGCCTTATCTCCCCA 
ACTTCACTTTCTCTTTCTCCTCCCCGCATCCGGCACCCACCCCAGCCACCTCCCTATACCTTAAACATTT 
AGGCTCACTCCCACCCCAGGGCCTTTGCACATGCTGCCTCCCCTGCTAGCTCCTCAGTGAGGCCTATCCT 
GAGCTCTCCCTCCCTCCCATTTAAAATGACAGCCCTGACTCCCAGTCCGTTTTACTCCTCTGTACTCTCC 
CACCACGGCACCCTTCTCCTTCCGACAAGATGTGTAATTCACTGATCTGTTCACTGCCTGTGTACACGGG 
TTAGAATGCAAGCTTCAGGAGGGCAGGTGCCTGCCTTTGTTTGGTTCTCAGCTGTCCCCAGCGCCTGGCA 
CACAGTAGCTCGTGCC 

>GBEQ0096 | Acc | AB033415 | Ver | AB033415 . 1 GI : 75927 41 1 Equus caballus IL-1RII mRNA for 
interleukin-1 receptor type II, complete cds, 

TGAAGGTCAGGCCTGGCAGCCGTCCCCAGGCGAGAAGCGACAAGGAGAAAGAATGCAGAGCTACAGGCTA 
CAGGGTGCTGGCCCTGAGATCTCCACTTTCTGCATCCTCCAGAAGTTGTCGAGAACAATGCCCATTTTGT 
ACATGTTGATATTGGGTGTTCCCGCCTTCACCATTCAGCCTGAGGAGCGCACAGTGACTGCAGGAAACTG 
CCAATTTCTTGGCAAGCATTTCAAAACCGACCTCATGGTGGAAAGGGAGCCTGTGGTCCTGAGGTGCCCC 
CAGGCATGGTATAGGTGGTTGGACTCTGCCAGCTCACATGTCAACGTGACGTGGCGTAAAAACGATTCTA 
CTAGGATGGTTCCAGAGGAAGAAGAGACGCGAATGTGGGTCCAGGACAATGCTCTCTGGATTTTGCCGGC 
CTTGCAGGGGGACTCTGGCACCTACATCTGCACTGTCAGAAACGCCTCGTACTGCTATGAAATGTCCACT 
GAGCTCAGGGTTTTTGAGAAGACAGAAGCTGCCCTGACTTACATCTCATACCCGCAGATCCTAACCTTGT 
CAACCTCTGGCTTACTAGTTTGCCCTGAGCTGAGTGAATTCACCCGGAACAAAACTGACGTGGAGGTTCA 
ATGGTACAAGGATTCTGTCCTTTTGGATCAAGACAACGAGAAGTTTCTAAGTGTGGCAGGACCCCCTCGT 
TTACTCGTACAAAATGTGTCTATGGAGGATGCGGGCTATTACAGCTGTGTCATGACCTTGATCCACAATG 
GCACACGAGTCAACATCACTAGAAATATCGAACTCCGTGTCCAGAAAAGAAGAGAGGAGACTGTTCCTGT 
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GATTGTCTCCCCCCGCCAGACCATACTGGCTTCACTGGGGTCAAGACTGATAATCCCGTGTAAGGTGTTT 
CTGGGAGCCGGCACACAGTGGACCACCGATCTGTGGTGGATGGCCAACAACACCAACATAGACATTGCCT 
ACCGGGGAGGTCGCGTGACGGAGGGGCAGCGCCAGGAGTACTCAGAAAATAATGAGAACTACATCGAAGT 
GCCATTGATTTTTGATCCAGTCATAAGAGAGGATTTGAACACGGATTTTAAATGTGTTACCTATAACACA 
CGGAGTTTTCAGACGCTACATACCACAGTCAAAGAAGCCGCCACGTTCCCCTGGGGGACTGTACTGGCCC 
CTCTTTTGCTGGTCTTCTTGGTTTTGGGAGGAATATGGATGCGCAATCGGTGCAAACACAGACGTGGAAA 
AGCGTATGGTTTGACTGCATTAAAGATTGAGCGTCAAGTTTTTCAATCTTATCCAAGTAAAATAAAGGAA 
ATAAAATAATTCAAATA 

>GBEQ0097 | Acc | AF121140 | Ver | AF121140 . 1 GI : 6841025 | Equus caballus double minute 2 protein 
mRNA, complete cds. 

ATGTGCAATACCAACATGTCTGTGTCTACTGATGGTGCTGTAAGCACCTCACAGATTCCAGCTTCGGAAC 
AAGAGACCCTGGTTAGACCAAAGCCATTGCTTTTGAAGTTGTTGAAGTCTGTTGGTGCACAGAAGGACAC 
TTATACTATGAAAGAGGT TATAT T T TAT CT T GGC CAGTAT AT CAT GACT AAACGAT TAT AT GAT GAAAAA 
CAACAACATATTGTGTATTGTTCAAATGATCTTCTAGGGGATTTGTTTGGAGTCCCAAGCTTCTCTGTGA 
AGGAACACAGGAAAAT AT AT ACAAT GATCT ACAGAAAT T TGGT AGTAGTCAGTCAGCAAGAACCATCAGA 
TTCAGGCACATCTGTGAGTGAAAACAGGTGTCACCTTGAAGGTGGGAGTAATCAAAAGGACCTTGTGCAA 
GAGCT ACAGGAAGAGAAACCT TCATCT T CAGATATGGT T TCTAGACCATCT ACCT CAT CTAGAAGGAGAG 
CAGT TAGT GAGACApAAGAAAAT T CAGAT GAATTACCT GGT GAACGACAGAGAAAGCGCCACAAATC TGA 
TAATATTTCCCTTTCCTTTGATGAAAGCCTTGCTCTGTGTGTAATAAGGGAGATATGTTGTGAAAGAAGC 
AGTAGCAGTGAATCGACAGGAACTCCATCAAATCCGGATCTGGATGCTGGTGTAAGTGAACATTCAGGTG 
AT TGGT TGGAT CAGGAT T CAGT TTCAGATCAATT CAGTGTAGAAT TT GAAGT T GAGTCTCT TGATTCAGA 
AGAT T AT AGCC T CAGCGAAGAAGGACAAGAACTCTCGGATGAAGATGATGAGGTGTAT CGAGT TACT GTG 
TATCAGGCAGGCGAGAGTGATACAGATTCATTTGAAGAAGATCCTGAAATTTCCTTAGCTGACTATTGGA 
AGTGTACTTCATGCAATGAAATGAATCCTCCCCTTCCACCTCACTGCAACAGATGTTGGGCCCTTCGTGA 
AAATTGGCTTCCTGAAGATAAAGGAAAAGATAAAGGGAATATGTCTGAGAAAGCCAAACTAGGAGACTCG 
ATGCAAGAAGACGAGGGCTTTGATGTCCCTGACTGTAAGAAATCTACGGT CAGT GATTCCAGAGAAT CAT 
GTGTTGAAGAAAATGATGATAAAATCACACAAGCCTCTCTGTCTCAAGAAAGTGAGGACTATTCTCAGCC 
ATCGACTTCTAATAGCATCATTTATAGTAGCCAAGAAGATGTCAAAGAGTTTGAGAGAGAAGAAACACAA 
GACAAAGAAGAAAGTATGGAGTCTAGTTTTCCTCTTAATGCCATTGAACCTTGTGTGATTTGCCAGGGTC 
GACCTAAAAATGGTTGCATCGTCCATGGCAAAACAGGACATCTTATGGCATGCTTCACATGTGCAAAGAA 
GTTAAAAAAAAGGAATAAGCCCTGTCCAGTATGTAGGCAACCAATTCAAATGATTGTGCTAACTTATTTC 
CCCTAG 

>GBEQ0098 | Acc) AF035774 i Ver | AF035774 . 1 GI : 2661135 | Equus caballus beta actin mRNA, 
complete cds. 

ATGGATGATGATATCGCCGCGCTCGTGGTCGACAACGGCTCCGGCATGTGCAAGGCCGGCTTCGCGGGCG 
ACGACGCTCCCCGCGCCGTCTTCCCCTCCATCGTGGGGCGCCCCCGGCACCAGGGCGTGATGGTGGGCAT 
GGGCCAGAAGGACTCATACGTGGGCGACGAGGCCCAGAGCAAGAGGGGCATCCTGACCCTCAAGTACCCC 
ATCGAGCACGGCATCGTCACCAACTGGGACGACATGGAGAAGATCTGGCACCACACCTTCTACAACGAGC 
TGCGCGTGGCCCCCGAGGAGCACCCCGTGCTGCTGACCGAGGCCCCCCTGAACCCCAAGGCCAACCGCGA 
GAAGATGACCCAGATCATGTTTGAGACCTTCAACACCCCGGCCATGTACGTGGCCATCCAGGCCGTGCTG 
TCCCTGTACGCCTCTGGCCGCACCACTGGCATCGTGATGGACTCCGGTGACGGGGTCACCCACACTGTGC 
CCATCTACGAGGGGTACGCCCTCCCCCACGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACCTGACGGA 
CTACCTCATGAAGATCCTCACGGAGCGTGGCTACAGCTTCACCACCACGGCCGAGAGGGAAATCGTGCGT 
GACATCAAGGAGAAGCTCTGCTATGTCGCCCTGGACTTCGAGCAGGAGATGGCCACCGCGGCCTCCAGCT 
CTTCCCTGGAGAAGAGCTACGAGCTGCCCGACGGCCAGGTCATCACCATCGGCAACGAGCGGTTCCGCTG 
CCCCGAGGCCCTCTTCCAGCCCTCCTTCCTGGGCATGGAATCCTGTGGCATCCACGAAACTACCTTCAAC 
TCCATCATGAAGTGTGACGTCGACATCCGTAAGGACCTGTACGCCAACACAGTGCTGTCGGGTGGGACCA 
CCATGTACCCAGGCATCGCCGACAGGATGCAGAAGGAGATCACAGCCCTGGCTCCCAGCACGATGAAGAT 
CAAGATCATTGCGCCCCCTGAGCGCAAGTACTCCGTATGGATCGGCGGCTCCATTCTGGCCTCATTGTCC 
ACCTTCCAGCAGATGTGGATCAGCAAGCAGGAGTACGACGAGTCCGGCCCCTCCATCGTCCACCGCAAAT 
GCTTCTAG 

>GBEQ0099 | Acc | AF178 685 | Ver | AF178 685 . 1 GI : 7381417 | Equus caballus butyrylcholinesterase 
(BCHE) mRNA f complete cds. 

ATGCAGAGCTGGGGTACAATCATATGCATTCGAATTCTCTTGCGATTTCTTCTGCTCTGGGTGCTTATCG 
GGAACTCACACACTGAAGAAGACATCATAATTACAACCAAGAACGGAAAAGTCAGAGGGATGAACTTGCC 
AGTTCTTGGTGGCACAGTAACAGCCTTTCTTGGGATTCCCTATGCACAGCCGCCTCTTGGTAGACTTCGA 
TTCAAAAAGCCACAATCCTTGACTAAGTGGTCCAATATTTGGAATGCCACAAAATATGCCAATTCTTGCT 
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ATC AGAACACAGAT CAAAGT T T CCCAGGC T TCCT T GGAT CAGAGATGT GGAAC CC AAAC ACT GAACTT AG 
TGAAGACTGTTTATATCTGAATGTGTGGATTCCAGCACCTAAACCAAAAAATGCTACTGTAATGATATGG 
ATCTATGGTGGTGGTTTTCAAACTGGGACATCATCTTTGCCTGTTTATGATGGCAAGTTTCTGGCTCGGG 
TTGAAAGAGTTATTGTAGTTTCAATGAACTATAGAGTGGGTGCCCTAGGATTCTTAGCCTTATCAGAAAA 
TCCTGAGGCACCAGGGAACATGGGCTTATTTGATCAACAGTTGGCACTTCAGTGGGTCCAAAAAAATATA 
GCAGCCTTTGGTGGTAATCCTAGAAGTGTAACTCTCTTTGGAGAAAGTGCAGGAGCAGCTTCAGTTAGCC 
TTCATTTACTTTCTCCTAGAAGCCAGCCTTTGTTTACCAGAGCCATTCTGCAAAGTGGATCCTCTAATGC 
CCCTTGGGCAGTAACATCTCTGTATGAAGCTAGGAACAGAACATTGACCCTAGCTAAACGTATGGGTTGC 
TCTAGGGACAATGAGACTGAGATGATCAAATGTCTTCGAGACAAAGATCCCCAGGAAATTCTTCTGAATG 
AAGTATTTGTTGTCCCCTATGATACTCTCTTGTCAGTAAACTTTGGTCCAACTGTGGATGGCGATTTTCT 
CACTGACATGCCAGATACACTACTCCAACTTGGACAGTTCAAAAGAACCCAGATCTTGGTGGGTGTTAAT 
AAAGATGAAGGGACAGCATTTTTAGTATATGGGGCTCCTGGTTTCAGCAAAGATAACAACAGTATCATAA 
CAAGAAAAGAAT T TCAGGAGGGTT TAAAAATAT T T T T T CCAAGAGTGAGTGAGT T T GGAAGAGAAT CAAT 
CCT T T T CCAT T ACAT GGACTGGT TAGAT GATCAGAGAGCCGAAAACT ACAGAGAGGCCT TGGAT GATGT T 
GTTGGGGATTACAATATCATATGCCCTGCCTTGGAGTTCACCAAAAAGTTCTCAGAATTGGGAAATGATG 
CCTTTTTCTACTATTTTGAACACCGATCGACCAAACTTCCTTGGCCAGAATGGATGGGAGTGATGCATGG 
T T AC G AAAT C G AAT TTGTCTTTGGTT T AC C T C T G G AAAG AAG AG T T AAT T AC AC AAAAG C T GAG G AAAT T 
T T GAG TAGAT CCAT TAT GAAACGCT GGGCAAAT TT TGCAAAAT AT GGAAATCCAAATGGGACCCAGAGCA 
ATAGCACAAGATGGCCTGTCT TCAAGAGCACTGAACAAAAATATT TAACCT T GAATACAGAGT CACCAAA 
AGTGTACACCAAACTACGAGCTCAACAATGTCGATTCTGGACACTATTTTTTCCTAAAGTCTTGGAATTG 
AC AG G AAAT AT T GAT G AAG C AG AAC GAG AAT GG AAAG C AG GAT T C CAT C G C T G G AAC AAT T AC AT GAT G G 
ACT GGAAAAAT CAAT TTAACGATTACACTAGCAAGAAAGAAAGCTGT TCAGAT T TT T GA 

>GBEQ0100 !Acc|AF230359)Ver|AF230359.1 GI : 6970098 | Equus caballus urokinase plaminogen 
activator receptor mRNA, partial cds . 

GTCTGGAAGCCACAGGCACTAAAGGCCGGGGGAACTCAAGCTACACAGCAAGAGGCTGTGCAACTCCCTC 
ATGGTGCCACCGCCTCCCCGTGGCTGAGGCCTTCAGCCTGACCCATGTCAACGTCTCGTGCCATCCCGGA 
AATGGCTCTAACTACGCATTCAAGTCCCACATGGGGGGTGCCCCTCGGCCTGGCCCTGCCTACTTCAGCC 
TCACCGTCACCCTGCTTATGACTGCCAGACTCTGGGGAGGCACTCTCCTCTGGACCTGAACTCCACACTC 
CCCCTGCCTTGGCTGGATCCAAGGGCCCCCTTTGCCCTTCCCTCAGCTCCCAGCCCTGCAGACTTGCTGT 
GTGACTTCAGGCCAGTGTGCTGCCCTCTCTGGGCCTCAGTTTTTCCAGCTGTCAAAACACCTATCTCGCA 
GAGTTGTGAGAAACAGGGGAGAAAAGTTGGAGAAAGGCTGCAGGCCAGCGAGAGAGCTCTTTTTATTAAT 
GTTATTGCCGCTGTTGTTATTATTAATTAATATTTGAATATTTGTTTTATTTAATATTTTATACTTGAAT 
AAAGATTTTGTACCACTGAAAAAAAAAAAAAkAAAAAA 

>GBEQ0101 |AcclD296251Ver|D29625.1 GI : 473710 | Equine mRNA for peptidylglycine 
monooxygenase and peptidylamidoglycolate lyase. 

CCGGCGTGGACATGGCTGGCCTTCGTAGCCTGCTAGTTCTCCTCCTTGTTTTTCAGAGCAGCTGTTTGGG 
TTTCAGAAGCCCACTTTCTGTCTTTAAGAGGTTTAAAGAAACTACCAGACCATTTTCCAATGAATGTCTT 
GGTACCACCAGACCAGTCATTCCTATTGATTCATCAGATTTTGCAT TGGAT AT TCGCATGCCTGGAGTCA 
CACCTAAACAGTCTGATACATACTTCTGCATGTCGATGCGTTTGCCAATGGATGAGGA?\ACCTTCGTGAT 
TGACTTCAAACCTCGTGCCAGCATGGATACTGTCCATCATATGTTACTTTTTGGTTGCAATATGCCCTCA 
TCCACTGGAAGTTACTGGTTTT GTGATGAAGGCGTCTGTACAGACAAAGCCAATATTCTCTAT GCCTGGG 
CAAGAAATGCTCCCCCCACCAGAC TCCCCAAAGGTGT T GGATTCAGAGTT GGAGGAGAGACTGGAAGTAA 
ATACT T CGTACTACAAGTACACTATGGGGAT AT TAGTGCT T T TAGAGAT AAT CACAAGGACTGT TCTGGT 
GTGTCCTTACACCTCACACGCCTGCCACAGCCTTTAATTGCTGGCATGTACCTTATGATGGCTCTTGACA 
CTGTTATACCAGCAGGAGAGAAAGTGGTGAATTCTGACCTTTCATGCCATTATAAAAAGTACCCAATGCA 
TGTCTTTGCCTATAGAGTTCACACTCACCATTTAGGTAAGGTAGTAAGTGGCTACAGAGTAAGAAATGGA 
CAGTGGACACTGATTGGACGTCAGAGCCCCCAGCTGCCACAGGCTTTCTACCCTGTGGAACACCCAGTAG 
ATGTCAGTTTTGGTGACATACTGGCAGCAAGATGTGTGTTCACTGGTGAAGGAAGGACAGAAGCCACGCA 
CATTGGTGGCACATCTAGTGATGAAATGTGCAACTTATACATTATGTATTACATGGAAGCCAAGCACGCA 
GTTTCTTTCATGACCTGTACCCAGAATGTAGCTCCAGAAATGTTCAGAACCATCCCCCCAGAGGCCAATA 
TTCCAATTCCTGTGAAGTCCGACATGGTTATGATGCATGGACATCACAAAGAAACAGAGAACAAAGATAA 
GACTTCAC.TACAACAGCCAAAACAAGAAGAAGAAGTGT TAGAACAGGGT GAT T TCTAT T CACTGCT T TCC 
AAGCT GCTAGGAGAAAGGGAAGATGTT GT T CAT GTGCATAAAT ATAACCCTACAG AAAAGGCAGAATCAG 
AGTCAGACCTGGTAGCTGAGATTGCAAATGTAGTCCAAAAGAAGGATCTCGGTCGATCTGATGCCAGAGA 
• GAGTGCAG AGCATGAGGACAGGGGCAAT GCTAT TCTTGT CAGAG ACAGAAT T CACAAAT TCCACAGACTA 
GAATCTACTTTGAGGCCAACAGAGAGCAGAGTTATCTCAGTACCGCAGCCCCTACCTGGTGAAGGCACCT 
GGGAACCAGAACACACAGGAGATTTCCATGTAGAAGAGGCACTGGATTGGCCTGGAGTATACTTGTTACC 
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AGGCCAGGTTTCTGGGGTAGCTCTGGACCTTCAGAATAACCTGGTGATTTTCCACAGAGGTGACCATGTC 
TGGGATGGAAACTCTTTTGACAGCAAGTTTGTGTACCAGCAAAGAGGACTCGGGCCAATTGAAGAAGATA 
CTATTCTTGTCATAGATCCAAATAATGCTGCAGTCCTCCAGTCCAGTGGAAAAAATCTGTTTTACTTGCC 
ACATGGCTTGAGCATAGACAAAGATGGAAATTATTGGGTCACAGACGTGGCTCTCCATCAGGTGTTCAAA 
CTGGATCCAAACAGTAAAGAAGGCCCTCTGTTGATCCTGGGAAGAAGCATGCAACCAGGCAGTGACCAGA 
ATCACTTCTGTCAACCCACCGATGTGGCTGTAGATCCAAACACTGGGACCATCTTTGTATCAGATGGTTA 
CTGCAACAGTCGGATCGTGCAGTTTTCACCAACTGGAAGGTTCATCACACAGTGGGGAGAAGAGTCTTCT 
GAGAGCAATCCTAAACCAGGCCAGTTCAGGGTTCCTCACAGCTTGGCCCTTGTGCCTCATTTGGGCCAAT 
TATGTGTGGCCGACCGGGAAAATGGTCGGATCCAGTGTTTTAAAACTGACACCAAAGAATTTGTGCGAGA 
GATTAAGCATGCATCATTTGGAAGAAATGTATTTGCAATTTCGTATATACCAGGTTTGCTCTTTGCCGTA 
AATGGGAAGCCTTACTTTGGGGACCAAAAACCAGTACAAGGATTTGTGATGAACTTTTCCAGTGGGGAAA 
TTATAGATGTCTTCAAGCCAGTGCGCAAGCACTTTGACATGCCTCATGACATTACTGCATCTGAAGACGG 
GACTGTGTATGTTGGAGATGCTCACACCAACACCGTGTGGAAGTTCACTTCGACTGAAACAGCCCAGGTC 
TGGTTCCCGGGTGTGGACCTACATCACTCGTCAGTGGCCATGCTGTGGTGGCAGCTCACATACAAAAAGA 
GGAAGAT T GACAACAGAT GT T ATCT CAGGGCC AATCT T CCT CAGCAAATGAAAAAAAAAAGAGTGGAGCA 
TCGATCAGTTAAAAAGGCTGGCATTGAGGTCCAGGAAATCAAAGAATCCGAGGCAGTTGTTGAAACCAAA 
ATGGAGAACAAACCCGCCTCC T CAGAAT T GCAGAAGATGCAAGAGAAAC AGAAAC TGAT CAAAGAGCCAG 
GCTCGGGAGTGCCCGTTGTTCTCATTACAACCCTTCTGGTTATTCCGGTGGTTGTCCTGCTGGCCATTGC 
CATATTTATTCGGTGGAAAAAATCAAGGGCCTTTGGAGAGTCTGAACACAAAGTCGAGGCAAGTTCAGGA 
AGAGTACTGGGAAGACTTAGAGGAAAAGGAAGTGGAGGCTTAAACCTCGGAAATTTCTTTGCGAGCCGTA 
AAGGCT ACAGT CGGAAAGGGT TT GACCGGCT CAGCACCGAGGGGAGTGACCAGGAGAAAGAT GAGGAT GA 
CGGAAGTGAATCAGAAGAAGAATATTCAGCACCTCTGCCCGCACCTGTACCTTCCTCCTCCTGAAAACTG 
GGCTTTGATTTAGT.TGATGAGATTTACCAAGAATGCCAGGTTCCTTTCCCTTTAGCACGATTAGAGTTTT 
GTGTATTTAATTGTAAACTGTACTAGTCTGTGTGGGACTGTACACATTTTATTTACTTCGTTTTGGTTTA 
GTTGGCTTCTGTTTCTGGTTGAGGAGTTTCCTAAAAGTTCATAACAGTGCCATTGTCTTTATCTGAACAT 
AGAATAGAGAAACAGTCCTCTTCTTCCATCACGTTACTAATTTAATGATGGAAGCTTTGCTCATTTACAT 
TTTGAGACTTTTCTGTAGGTGTAAATAGCCCCATTCTCTGCTTGGACACAGTCTTTTCCCAATAGCACTT 
CCATTGCCAGTGTCTTTCTTTGGTGCCTTTCCTGTTCAGCATTCTCAGCCTGTGGCAGTAAAGAGAAACT 
TTGTGCTACACGACGACGAAGCTGCTAAATCTTCTTCTATTTTTTTAAAATCACTAACATTATATTGCAA 
CAAGGGAAAGAAAAAAGTCTCTATTTAAATTCTTTTTTTTAAATTTTCTTCTTTAGTTGGTGTGTTTTTG 
GGATGTCTTATTTTTAGATGGTTACACTGTTAGAACACTATTTTCAGAATCTGAATGTAATTTGTGTAAT 
AAAGTGTTTTCAGAGCATTAGCTGTCAGAGTGTATTTTGCCAATTTTTGCATATGTCCAGGGTTTTGTAT 
ACTTT TGTAATAAT TACATAAACCACAGAT TGAGTGAAACCTACTCAATGT CT T CAACCAAAAGAAAT GT 
GT TGTAT T GTAT TAAAATCAAGAAGATAT TT TGT T ATGTAGCT GAT ACAAAT T AAAAACC AGCCT AAGAG 
CTTACATACATGTGTAAAATCAGGCTCTCTGATGATTCAACGAGAGTGTTTGCCTGTATATCAATCAGAA 
GGTAAATACTTGAATAAAAGGTGATCATAGCTGAGAGGAAAAAAAAAAAAAAAAAA 

>GBEQ0102 !Acc)AB0291571VerlAB029157.1 GI : 6633965 | Equus caballus mRNA for follicle- 
stimulating hormone beta-subunit , complete cds . 

CCAGGATGAAGTCAGTCCAGTTTTGTTTCCTTTTCTGTTGCTGGAAAGCAGTCTGCTGCAATAGCTGTGA 
GCTGACCAACATCACCATCGCCGTGGAGAAGGAGGAATGTGGCTTCTGCATAAGCATCAACACCACCTGG 
TGTGCGGGCTACTGCTACACCCGGGACCTGGTGTACAAGGACCCAGCCCGGCCCAACATCCAGAAAACAT 
GCACCTTCAAGGAGCTGGTGTACGAGACAGTGAAAGTGCCTGGCTGTGCTCACCACGCGGACTCCCTGTA 
CACGTACCCGGTGGCCACTGCATGTCACTGTGGCAAATGTAACAGCGACAGCACTGACTGCACCGTGCGA 
GGTCTGGGGCCCAGCTACTGCTCCTTCGGTGACATGAAGGAATAAAGAGCGCTGACATTGTGGGCCTGCC 
CTTGTCCTGAAGGACCAAGATATCCAAGATGTCTGTGTGTAC 

>GBEQ0103 |Acc|AB001693|.Ver)AB001693.1 GI : 4589877 | Equus caballus Mn-SOD mRNA for 
manganese superoxide dismutase, complete cds. 

GACGCGCGTCCGCCGCGGGCCGTGTGTGCGGCGCGATCTCCGAGGTGCTTTGCCTTCTGGACGGTCACCA 
TGTTGTGCCGGGCGGCGTGCAGCACGAGCAGGAAGCTGGTGCCAGCTCTGGGGTCTCTGGGGTCCCGGCA 
GAAGCACAGCCTCCCCGACTTGCAGTATGATTATGGCGCTCTGGAGCCCTACATCAACGCCCAGATCATG 
CAGCTGCACCACA.GCAAGCACCACGCGGCCTATGTGAACAACCTGAACGTCACCGAGGAGAAGTACCAGG 
AGGCGCTGGCCAAGGGGGACGTGACAGCTCAGATTGCTCTGCAGCCTGCACTCAAGTTCAATGGTGGAGG 
CCATATCAATCATACCATTTTCTGGACAAACCTGAGCCCCAATGGCGGGGGAGAACCCAAAGGGAAATTG 
CTGGACGCCATCAAACGTGACTTTGGTTCCTTCGACAAATTTAAAGAGAAGTTGACTGCTGTATCGGCTG 
GTGTCCAAGGCTCGGGTTGGGGTTGGCTTGGTTTCAATAAGGACCAGGGACGCCTCCAGATTGTTGCCTG 
TCCTAACCAGGATCCCCTGCAGGGAACAACAGGTCTTATTCCCCTGCTGGGGATTGACGTGTGGGAGCAC 
GCTTATTACCTTCAGTATAAAAATGTCAGGCCTGATTATCTGAAAGCCATTTGGAATGTGATCAACTGGG 
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AGAATGTATCTGAGAGATACATGGCTTGCAAAAAGTAAAGCATTATCGTTACACCGAGTGCATTAAGCAA 
TTTCCAACTATTTTTGTAGTAGCTCGAAGTACCACAGTATACCAGTAAGCTGCTCTAGGATAGCATTTCT 
GAATGTGGCTTATTCAGATATTTGATAAACGTAATGCTATGAATAATTTCCTGTTTTACAATTTTGTTAT 
TGGGCAACTGTTTGAAAATATTAAATGCTTTGTATGATTCGGTT 

>GBEQ0104 |Acc|AB001692|VerlAB001692.1 GI : 4589875 I Equus caballus Cu/Zn-SOD mRNA for Cu/Zn 
superoxide dismutase, complete cds . 

CTAGTTTGCCTTGCGTCGGCGTCTTCTGCTGCGTCTGTGGTCCCTTCGGATCTCGGAGCAGAGCGCGACC 
CCGCGAGTCATGGCGCTGAAGGCCGTGTGCGTGCTGAAGGGCGATGGCCCGGTGCACGGCGTCATCCACT 
TCGAGCAGCAGCAGGAAGGTGGGCCCGTCGTTCTGAAGGGATTCATTGAAGGATTAACCAAAGGCGATCA 
CGGATTCCACGTCCACGAGTTTGGAGATAATACACAAGGCTGTACCACTGCTGGTGCTCACTTTAATCCT 
CTGTCGAAAAAACACGGTGGACCAAAGGACGAAGAGAGGCATGTTGGAGACCTGGGCAATGTGACTGCTG 
ATGAAAATGGTAAGGCTGATGTGGATATGAAAGATTCTGTGATCTCACTCTCGGGAAAGCATTCCATCAT 
T GGCCGCACAATGGTGGTCCACGAGAAACAAGAT GACCTGGGCAAAGGT GGAAAT GAAGAAAGT ACAAAG 
ACGGGGAACGCTGGCAGTCGTCTGGCTTGTGGTGTGATTGGGATCGCTCCGTAAACATTCCCCGTGTCAT 
GGTCTGAGTCCTAGTAACTCATCTGTTATCTTGCTAGTTGTAGAAATTTAACTTGATAAACATTAAACGC 
TGTAACCTT 

>GBEQ0105 |Acc!AF200416IVer|AF200416.1 GI : 64 4 938 6 J Equus caballus lipopolysaccharide 
receptor (CD14) mRNA, complete cds. 

GGCACGAGGGAATCTGCAGCTGCCAGCATTAATTAGCCTTCCTCTTTTCTAACCTCTTGTACAGACTGTT 

GTCAGTCAGTGCAGCTCTCTCCCTGATTCGGCCATCCTGGGTGATGTTCACGCAAGAACCATTTTCCCTG 

GGGACCATCTTACTTCTAATGGGGCCAAAG2VATGGAAGGCAAATGTGTAGACGACCTTTAGATTACAGGG 

CAGTCTTCTCCTGGAGCATCTTCTCCTGGCCCTGCCCCCTTCCCATGCTGTTTGAATTAGCCCAGCAGGA 

GGCTGTGACCGGGGCTAGTAGGCAGTGGCGACATGGTCCTCTCGTGCCGCTCGTGCCGAATTCGGCACGA 

GTGGAAGCCAGCGAGCGCCGCTGTATAGGAAAGAAGCCGCAGCTCTTTCCAGAGTCCACCGGGGAGGCAG 

AGGCTCTGAGGACCTATAGACCATGGTGCGCGCGCCCTGCGTGCTGCTGCTGCTGCCACTGCTGCGCTTC 

TCTGCGGCCACACTAGAGCCCTGTGAGGTGGACGATGAGAACTTCCGCTGCGTCTGTAACTTCACGGGTC 

CTCAGCCCGACTGGTCCAGCGCCTTCCAGTGCATGACTGCCGTCGAGGTGGAGATCCGTGGCGGCGGCCG 

CAACCTGGAACAGTTTCTAAAAGGCGCCTCCGCCGACCCGAAGCAGTATGCTGACATTGTCAAGGCCCTG 

CGCCTGCAGCGGCTCACAGTGGGCGCCGTACAGGTTCCTGCCCCGCTTCTGGTCGCCCTCCTACGTGCGC 

TCGGGTACTCCCGCCTCAAGGAACTGACGCTGGAGGACCTAGAGGTAACCGGCACGATGCAGCCGCCGCC 

TCTAGAAGCCACTGGGCCTCCGCTCTCCTCCCTCCGTCTCCGCAACGTGTCGTGGGCGACAGGAGGTGCC 

TGGCTCGCCGAACTGCAGCAGTGGCTCAAGCCGGGCCTCAAGATATTGAGCATTGCGCAAGCTCACTCAC 

TCGCCTTTTCCTGCGCGCAGCTCCACAGTTTCTCGGCCCTCCACACCCTAGACCTGTCTGACAATCCTGG 

ACTGGGCGAGCGCGGACTGATTGCAGCTCTCTGTCCGCACAAGTTCCCGGCCCTCCGAGATCTAGCGCTC 

CGCAACGCGGGGATGCAGACACCCAACGGCGTGTGCGCGGCGATGGCGGCGGCGGGTGTGCAGCCCCATA 

GCCTGGACCTCAGCCACAACTCGCTGAGCGCCGCTGCTCCGGGCGCTCCCAGGTGTGACTGGCCCAGCGC 

ACTGAGTTCTCTCAACTTGTCCTTCGCTGGGCTGGAGCAGGTGCCTAAAGGACTACCGGGCAAGCTTAGC 

GTGCTTGATCTCAGCTGCAACAGGCTCAACAAGGCGCCGCGAGCAGACGAGCTGCCCGTGGTGAGTAATC 

TGATACTGGACAGGAATCCCTATCTGGACCCTGAAGCGTCCAAGCAGCAAGACCAGAACTCCGGCGTGGT 

CGCCGCCTGTGCGCACTCAGCCCTGACCGTGGGGATATCAGGAACCCTGGCGCTGCTTCGAGGAGCCGGG 

GACTTCGCCTAAGCCCCAGGGGAGAAGAATGAATTGACTCAGATTGCCCTGGCTCCAGGGGAGCCTCATT 

AGGACGTCTTAACCAACCGACCCTCTGCCCCATCTTCATTAAAATCTTAAACAACAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ0106-'|Acc|Y11130|Ver|Y11130.1 GI : 5441624 | Equus caballus mRNA for interleukin 12 p35 
subunit . 

ATGTGCCCGCCGCGCGGCCTCCTCCTTGTGGCCATCCTGGTCCTCCTAAACCACCTGGACCACCTCAGTT 
TGGCCAGGAACCTCCCCACAGCCACACCAGGCCCAGGAATGTTCCAGTGCCTCAACCACTCCCAAAACCT 
GCTGAGGACCGTCAGCAACACGCTTCAGAAGGCCAGGCAAACCCTAGAATTCTACTCCTGCACTTCTGAA 
GAGATCGATCATGAGGATATCACAAAAGACAAGAGCAGCACCGTGGCGGCCTGCCTCCCCCTGGAACTCG 
CCCCGAACGAGAGTTGCCTGGCTTCCAGAGAGATCTCTTTCATAACTAATGGGAGTTGCCTGACCCCCGG 
AAAGGCCTCTTCTATGATGACGCTGTGCCTTAGCAGCATCTATGAGGACTTGAAGATGTACCAGGTGGAG 
TTCAAGGCCATGAATGCCAAGCTGTTGATAGATCCTCAGAGGCAGATCTTTCTGGATGAGAACATGCTGA 
CAGCCATTGACAAGCTGATGCAGGCCCTGAACTTCAACAGTGAGACTGTGCCACAAAAGCCCTCCCTTGA 
AGGACTGGATTTTTATAAAACTAAAGTCAAGCTCTGCATCCTTCTTCATGCCTTCAGAATCCGCGCAGTG 
ACCATCAACAGGATGATGGGCTATCTGAATGCTTCCTAA 

>GBEQ0107 |Acc|Y11129|Ver|Y11129.1 GI : 5441622 | Equus caballus mRNA for interleukin 12 p40 
subunit . 
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ATGTGTCACCAGTGGTTGGTCCTCTCCTGGTTTTCCCTGGTTTTGCTGGCGTCTCCCCTCATGGCCATAT 
GGGAACTGGAGAAAGATGTGTATGTTGTAGAATTGGATTGGTACCCTGATGCCCCTGGAGAAATGGTGGT 
CCTCACCTGCAATACCCCTGAAGAAGAAGGCATCACCTGGACCTCGGCCCAGAGCAATGAGGTCTTAGGC 
TCTGGCAAAACCTTGACCATCCAAGTCAAAGAGTTTGGAGATGCTGGCTGGTACACCTGTCACAAAGGAG 
GCGAGGTTCTGAGCCATTCTCACCTGCTGCTTCACAAGAAGGAAGATGGAATTTGGTCCACTGACATTTT 
AAAAGACCAGAAAGAATCCAAAAATAAGACCT T T C TAAAAT GT GAGGCAAAGAAT TAT T CCGGACGT T TC 
ACATGCTGGTGGCTGACAGCAATCAGTACTGATTTGAAATTCAGTGTCAAAAGCAGCAGAGGTTCCTCTG 
ACCCCCGAGGGGTGACGTGTGGAGCAGCGACACTCTCCGCAGAGAGGGTCAGCGTGGACGACAGGGAGTA 
TAAGAAGTACACGGTGGAGTGTCAGGAGGGCAGTGCCTGCCCGGCCGCCGAGGAGAGCCTGCCCATTGAG 
ATCGTGGTGGATGCTGTTCACAAGCTCAAGTATGAAAACTACACCAGCGGCTTCTTCATCAGGGACATCA 
TCAAACCAGACCCACCCAAGAACCTGCAGCTGAAGCCATTAAAGAATTCTCGGCAGGTGGAGGTCAGCTG 
GGAGTACCCCGAGACCTGGAGCACCCCACATTCCTACTTCTCCCTGACATTCTCTATTCAGGTCCAGGGC 
AAGAACAAGAAGGAAAGGAAAGACAGACT CT TCATGGAT GAGACT T C AGCCACAGT CACAT GCCACAAGG 
ATGGCCAGATCCGTGTCCAAGCCAGGGACCGCTACTACAGCTCATCCTGGAGCGAATGGGCATCCGTATC 
CTGCAGTTAGGGATGCAGACTCAGGCAGCCCAGGCCAGACCTGAACACTCAGTGTACCCAGGTTCTAACC 
TCAGTATG 

>GBEQ0108 |Acc|Y11131|Ver|Y11131.1 GI : 5441616 | Equus caballus mRNA for interferon gamma 
inducing factor (IL-18) . 

ATGGCTGCTGGACCAGTAGAAGACAATTGCATTAGCTTGGTGGAAATGAAATTTATTGACAACACACTTT 
ACTTTGTAGCTGAAAACGATGAAAACCTGGAATCAGATTACTTTGGCAGGCTTGAACCTAAACTCTCAAT 
CATACGAAATTTGAACGACCAAGTTCTCTTCATTAACCAGGGAAATCAACCTGTGTTTGAGGATATGCCT 
GATTCTGATTGTACAGACAACGCACCCCAGACCGTATTTATCATATATATGTATAAAGATAGCCTCACTA 
GAGGTCTAGCGGTAACCATCTCTGTGAAGTGTGAGAAAACGTCTACTCTCTCCTGTAAGAACAAAATTAT 
TT CCT T TAAGGAAAT GAGT CCTCCTGAGAAT AT CAATGATGAAGGAAAT GACAT CAT AT T CT T T CAGAGA 
AGTGT T CCAGGACAT GAT GAT AAGATACAGTTTGAGTCTTCAC TGTATAAAGGATAC T TT C TAGCT TGT G 
AAAAAGAGAATGATCTTTTCAAACTCATTTTGAAAGAAAAGGATGAAAATGGGGATAAATCTGTAATGTT 
CACT GT TCAAAACCAGAACTAG 

>GBEQ0109 |Acc|AJ224 929|Ver|AJ224 929.1 GI : 3021370 | Equus caballus mRNA for cathelicidin 
eCATH-3. 

ATGGAGACCCAGAGGAACACCCGTTGCCTGGGTAGATGGTCACCGTTGCTACTGCTACTGGGCCTGGTGA 
TCCCTCCGGCCACCACTCAGGCCCTCAGCTACAAGGAGGCCGTGCTCCGTGCCGTGGATGGCCTCAACCA 
GCGGTCCTCAGATGAGAATCTCTACCGCCTCCTGGAGCTGGACCCGCTGCCCAAGGGAGACAAGGACTCT 
GATACCCCAAAACCTGTGAGCTTCATGGTGAAGGAAACTGTGTGCCCCAGGATAATGAAGCAGACACCAG 
AGCAGT GT GACT T CAAGGAGAAT GGGCT GGTGAAACAGT GT GT GGGGACAGT CAT CCT GGACCCAGTCAA 
GGACTACTTCGACGCCAGCTGTGATGAGCCCCAGCGTGTCAAAAGATTTCACAGCGTGGGTAGCCTTATC 
CAGAGACATCAGCAGATGATTCGTGACAAGAGTGAAGCAACTCGTCATGGTATCAGGATTATTACTCGAC 
CTAAGCTCCTTCTAGCATCCTAGGGTCTGCTTGCCCTGGCTCAGGCTTCAGGATACTGAAAAATGAATTC 
TTGGGGCCAGCCCAGTGGCGCAGAAAGTTTTCCTGTTCCGCTTTGGCAGCCCGGGGTTCACTGGTTCTGA 
TCCCGGGTGGGACACGGCTCACTTGCAAGCCATGCTGTGGCAGGTGTTCCACATATAAGGTAGAGGAAGA 
TGGGCACAGATGTTAGCTCAGGGCTAATCTTCCTCAAATAAATAAATAAATAAATAAATAAATAAATAAA 
TTCTTGTGAGAGC 

>GBEQ0110 |Acc|AJ224928|Ver|AJ224928.1 GI : 3021368 j Equus caballus mRNA for cathelicidin 
eCATH-2. 

ATGGAGACCCAGAGGGACAGTTGTTCCCTGGGTAGATGGTCACTGTTGCTACTGCTACTGGGCCTGGTGA 
TCCCTCTGGCCACCACTCAGACCCTCAGCTACAAGGAGGCCGTACTCCGTGCCGTGGATGGCCTCAACCA 
GCGGTCCTCAGATGAGAATCTCTACCGCCTCCTGGAGCTGGACCCGCTGCCCAAGGAAGACGAGGACCCA 
GATACCCCAAAGCCTGTGAGCTTCACGGTGAAGGAGACTGTGTGCCCCAGGACAACACAGCAGCCACTGG 
AGGAGTGTGACTTCAAGGAGAATGGGCTGGTGAAACAGTGTGTGGGGACAGTTGTCTTGGACCCGGCCAA 
GGACTACTTCGACATCAGCTGTGATAAGCCTCAGCCTATCAAGAGACGGCACTGGTTTCCCTTATCTTTC 
CAGGAGTTTCTTGAACAGCTTAGGAGATTTCGTGACCAACTCCCTTTTCCCTGATGTAGGTTCTTTCTAG 
GGTCCTAGGGTCTGCTTGTTCTGGCTGGGCTTCTGGACCCTGAAAAATAAATTCTTGTTGAAGCAACTTC 
AA 

>GBEQ0111 |Acc|AF1320431Ver 1AF132043.1 GI : 4836693 1 Equus caballus green opsin mRNA, 
complete cds . 

GGCTTTCTGGAGCCATGGCCCAGCGGTGGGGCCCCCAAAAGCTTGCAGGTGGGCAGCCGCAGGCCGGCTT 
TGAGGACAGCACCCAGGCGAGCATCTTCACCTACACCAACAACAACGCCACCAGAGACCCCTTTGAAGGC 
CCCAATTACCACATCGCTCCCAGATGGGTGTACCACGTCACCAGCGCTTGGATGATCTTTGTGGTCATCG 
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CGTCAGTCTTTACTAACGGGCTTGTGCTGGCGGCCACCATGAGGTTCAAGAAGCTGCGCCACCCTCTGAA 
CTGGATCTTGGTGAACTTGGCGGTTGCTGACCTGGCAGAGACCATCATTGCCAGCACCATCAGCGTTGTG 
AACCAAATCTATGGCTATTTTGTGCTGGGCCACCCTATGTGTGTTGTAGAGGGCTACACCGTCTCCCTGT 
GTGGGATCACAGGTCTCTGGTCCCTGGCTATCATTTCCTGGGAGAGGTGGATGGTGGTCTGCAAGCCCTT 
TGGCAATGTGAGATTTGATGCCAAGCTGGCTGTCGCAGGCATTGCCTTCTCCTGGATCTGGGCTGCTGTG 
TGGACGGCCCCGCCCATCTTTGGTTGGAGCAGATACTGGCCCCATGGCCTGAAGACTTCATGCGGCCCAG 
ATGTGTTCAGCGGCAGCTCATACCCTGGGGTGCAGTCTTACATGATCGTCCTCATGATCACGTGCTGCAT 
CATCCCCCTCAGCGTCATTGTGCTCTGCTACCTCCAAGTGTGGCTGGCCATCCGAGCGGTGGCGAAGCAG 
CAGAAAGAATCCGAGTCCACCCAGAAGGCAGAGAAGGAGGTGACACGCATGGTGATGGTGATGGTCTTCG 
CATTCTGCCTCTGCTGGGGGCCCTACACCTTCTTTGCATGCTTCGCTGCTGCCCACCCTGGCTACGCCTT 
CCACCCTCTGGTGGCCGCCCTACCAGCCTACTTCGCCAAAAGTGCCACTATCTACAACCCCATTATTTAT 
GTCTTTATGAACCGACAGTTTCGAAACTGCATTTTGCAACTTTTTGGGAAGAAGGTGGATGATAGCTCTG 
AACTCTCCAGCGTCTCCAAAACGGAGGCCTCATCTGTCTCTTCAGTGTCACCTGCATGAGTCTCTCCCAG 
CCCCGACAACAAAAAGGTCTGCTTCCTACCAGAAACGTAACCCCTTGTCCCACTCACCAGGGCTCTGG 

>GBEQ0112 |Acc|AB034731|Ver|AB034731.1 GI : 6277 385 | Equus caballus c-ski mRNA, complete 
cds . 

atggaggcggcggccggcggccgcggcggcttccagccgcacccggggctgcagaagacgctggagcagt 
tccacctgagctccatgagctcgctgggcggtccggccgccttctcggcgcgctgggcgcaggaggccta 
caagaaggagagcgccaaggaggcgggcgcggccgcggtgcccgcgccggtgcccgcagccgcggagccg 
ccgcccgtgctgcacctgcccgccatccagccgccgccgcccgtgctgcccgggccctttttcatgccgt 
ccgaccgctccaccgagcgctgcgagaccgtgctggagggggagaccatctcgtgcttcgtggtgggcgg 
cgagaagcgcctgtgcctgccgcagattctcaactcggtgctgcgcgacttctcgcttcaacagatcaac 
tcggtgtgcgacgagctgcacacctactgctcgcgctgcacggccgaccagctggagatcctcaaagtca 
tgggcatcctgcccttctcggcgccctcgtgcgggctcatcaccaagacggacgccgagcgcctgtgcaa 
cgcgctgctgtacggcggcgcctacccgccgccctgcaagaaggagctggccgccagcctggcgctgggc 
ctggagctcagcgagcgcagcgtgcgcgtgtaccacgagtgcttcggcaagtgcaaggggctgctggtgc 
ccgagctctacagcagcccgagcgccgcctgcatccagtgcctcgactgccgcctcatgtacccgccaca 
caagttcgtggtgcactcgcacaaggccctcgagaaccggacctgccactggggtttcgactcggccaac 
tggcgggcctacatcctgctgagccaggactacacgggcaaggaggaacagacgcgccttggccgctgcc 
tggatgacgtgaaggagaagttcgactacggcaacaagtacaagcggcgggtgccccgggtctcctccga 
ggccccagcctccataagaaaaacagatgacaccccctcccagcaccccacgtcttctgaaaaggacaag 
cagtctggctggctgcggactctggccagcccctccagcaagagcctgggctgtgttcaccctcgccagc 
gcctctctgccttccgaccctggtcccctgcagtttccacaagtgacaaagagctccccccgcacctccc 
tgccctgattcGagacagcttttactcctacaagagcttcgagacaggtgtggcccccaatgtggctctg 
gcaccaccagcccagcagaaggttgtgagcagcccaccctgtgccactgtcgtctcccgggcccctgagc 
ctctcgccacctgtgtccagccgaggaagcggaagctggccgtggacacccctggagccccagagacgcc 
agtgcccgtagccgcgcccgaggacgacaaggactctgaggccgaggtggaagtagaaagcagggaggaa 
ttcacctcctccctgtcctcgctctcttctccatcctttacctcatccagctccgccaaggacctgagct 
ccccgggcgtgcacgtccctcctgtggcccctgctgccgccgacgcggcggcccctgccgacaccccgag 
cagcgggctggaggcggagctggagcacctgcggcaggccctggagggcggcctggacaccaaggaagcc 
aaagagaagttcctgcacgaggtggtgaagatgcgtgtgaagcaggaggagaagctgagtgccgcgttgc 
aggccaagcgcagcctccaccaggagctggagttcctgcgagtggccaagaaggagaagcttcgggaagc 
c acgg aag c aaagcgc aacc t gag gaaggagat c gag c g c c t cc gag c t gag aac g ag aag aagat gaaa 
gaggccaatgagtcccggctccgcctgaagcgggagctggagcaggcacggcaggtccgggtgtgtgaca 
aaggctgcgaggccggccggctgcgtgccaagtactcggcccagatcgaggacctgcaggtgaagctgca 
gcatgcggaggccgatcgagagcagctgcgggccgacctcctgcgggagcgggaggcccgggagcacctg 

GAGAAGGTGGTGAAGGAGCTGCAGGAGCAGCTGTGGCCGCGGCCTCGCTCTGAGGCCACGGGTGGTGAGA 
GCACGGCCGAGCTGGAGCCCTAG 

>GBEQ0113 (AccjAB020338|Ver|AB020338.1 GI : 5821230 | Equus caballus mRNA for interleukin-1 
receptor type 1, complete cds. 

TCTTTCTTTTTTGACAAGATGTGAGGTGTCACTCTCGTGCTGCAGGACCAGACCCAAAGCTCTTTTTGGA 
AAAAGTAAAAGGGAATTAGCAACTCTATCCAGGCTTCAAAATGCACTTTTGTTTTTAATAACCGACATCA 
GGTCAGCTGGGCTCATTTTGGGGGGAGAAACCCTGCGGGCTTCTCTGAGAGTTCCCACCACCCGGGGGGG 
CCAGCGCTCGCACACGGCCCAGCGATGAGGAGGGGACGGTAGACACCCCCCCTTAAAGACGGTGATTCCC 
TCCTGAGGAGCAGGACCACTTGTACGAGAAAAGGCCTCCTCCACGGTAACAGGGCTTGTTGGCTCCAGGG 
GCCCGCGACCTTTTCTCCTCAGCAGCGGAAGTCCTCCAACGAGAATATGAAAGTGTTACCCAGGCTTGTT 
TGTTTCATAGCTCTGCTGATTTCTTCTCTGGAGGCCGATAAATGTGAGGAACGTGGAGAACCAATAGTTT 
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TAGTTTCATCTGCATATGAAATTGACGTTCGGTCATGTCCTCTTAACCCAAATGAAAGCAACGGCACTAT 
AATTTGGTATAAAAATGACAGCGAGACACCTGTGTCTATGGAACGAGACTCTAGGATTCATCAGTACAAA 
GATAAACTTTGGTTTGTTCCTGCTAAAATAGAGGATTCAGGACATTACTATTGTGCAGTAAGAAATTCAA 
CTTACTGCCTCAAAGTTAAAATAACTGCAAGGTTTGTACAGCATGAGCCTGACTTGTGCTACAATGCACA 
AGCTATATTTACACAGAAACTACCCCTTGGAGAAGATGGACTTCTAGTGTGTCCTTATTTGGAAGTTTTT 
AGAGATGAAAACAATGAGTTACCCAAAATACAGTGGTATAAGGATTGCCAACCTCTACTTCTCGACAATA 
T AAAC T T TAT T G G AAAAAC AG AT AAAC TC AT T G T GG C GAAT G T GA C AGAAG C G C ATAAAGG G C AC TAT AC 
TTGTCATATATCCTACACACACTTGGGAAAACAATATCCTATTACCCGGGTTATAGGACTTATTACTCTA 
GATGAAATCAGGCCCACGAAGCCTCTGATCGTGAGTCCAGTTAATGAGACGATGGAAGTGGACTTGGGAT 
CGCAGGTACAACTGATCTGCAATGTCACTGGCATGTTTACTGACTTTGTGTACTGGAGGTGGAATGGCTC 
ATTAATTGATGACAGTGACCCAGTGCTGGTGGAAGAGTATAAACCAGTGGAAAACCCTTCCCTCAAAAGA 
AGGCATACACTTATCACAGTGCTTAATATTTCGGCAGTGGAAAGTAGATTTTACCTATATCCATTTACCT 
GTTTAGCCAAGAATTCATATGGTAGAAGTGCAGCATATGTCCAATTAAGACAACCAGTCCCTGATTTCCA 
GAAGCACGTGATTGGCATATTTGTCCTGTTAACAGTAGCAATTACATGCTCTGTTTTCATCTATAAGCTC 
TTCAAGGTTGACCTGGTGCTTTGGTACAGGGATTCTTGCTATGATTTTCGCTCCCCAAAAGCTTCAGATG 
GAAAGACCTATGATGCATACATACTGTATCCAAAGATCCTTGGGGAAGGGTCCACCTCTAACTCAGATAT 
TTTTGTGTTTAAAGTCTTGCCTGAGGTCTTGGAAAAACAGTGTGGCTACAAGCTGTTCATTTATGGAAGA 
GAT GACTATGTTGGGGAAGACAT TGT TGAGGTCACT AAT GAAAACAT AAAGAAAAGCAGAAGACTGAT TA 
TCATTTTGGTCCGAGAAACCTCAGGATTGAGCTGGCTGGGGAGCTCCTCTGAGGAGCAAATAGCAATGTA 
CAATGCTC TCG T TCAGGATGGAAT TAAAAT TAT CCTGCTT GAGCT GGAGAAGATCCAAGACTATGAGAAA 
ATGCCGGAGTCCATTAAGTTCATTAAGCGGAAACATGGGGCCCTACGCTGGTCCGGCGACTCTAGGAAGG 
GACCACAGTCTGCAAAGGCGAGATTCTGGAAGAATGTCAGGTACCGCATGCCGGTTCAGCGGCAGCTGCC 
TTCATCCAAGTGCCAGTTACTATCCCCGGCCACTAGGCCAGACTCAAAGGAGAAACTGCAAGGGGAGGTC 
CACGTGCCGCTCGGGTAGCTGGGAGCCGCGCAGCCAAGAGTTGCTTGGGTGCCTCCTGTCTTAGGGCCTT 
GCAGGCTGGGCTGTGCCTCCACTGACTGGACAGTCATAAGATGCACCTGCATAGTCCCTTATCCCCAAGG 
TCACCTGGAATCAGATTGTTAAGGGAGCAGGATGTGACAATAGCAGGCCAGGGCACTTCAGAGCAGAGGG 
CTCGGGAAGTCCTTTAAAAAGGCAACAAATGCCCTGTCTGAAGGTTTGAACTTGCTGAGAGAAGACACTG 
GGACAACAAACGAGAGGAAAGAACGTGCAGGAGATAGTTCCATCTCCAGACGGTTTTATGAAGTTGTCTG 
CAATCGGAGGGTGGGGCTGAGACCCAGTCTGGGGACGGCAGGGTGAGTGGCCCTCCAGTGGCTCTCATGG 
GCAGTTCTGCTGGTGAGTGAGACTCATGTTTCAGGAAAGCACAAATATTCTTGGAGAACTTTCCGTTTGC 
CT T GCAT TT T CCAT GCACGT CAACAGCTAGCAGT CAGT TTCCAAAGAC T GAAT TCC ATT T T CACAGACCT 
TTCAAACTGTCACTTCAGTGAACAAAGGGAGCCTCTAGGATTCCAAGGTTTTGAAATAACCTTAGCTTTC 
CACTGGAGAGAGAGAATTTCAAAAGCACGAGTAGCAGAGAATTGGTCCCCTCTTGGTGCTCTCTGCCCCC 
AGTGGCCATTCTGTTCTACCTTACTCTTCTGCCCTTTTCTTGACTCGTTACTTCTTTGGAAGGACAACTT 
CCAAGTCACTTCCTGCCTCTGTTCTGTCACACGCATGGCCCACAGATTCATCATCCCTCATCAAACGCTG 
TTCTCATCTTCCCCCAGTCTTGCCAAACACCTCCGAGGGGCTGCTCCTGGCTCAGGAGCTAAAGCCCAGA 
TCTCCCACTAGCATTTCACCACCACCCCAAACCCCCAATCTGTCACACAGCTGTCCCCTCCTGTCCTGCT 
GTGTGAATGC 

>GBEQ0114 |Acc|AF175709|Ver|AF175709.1 GI : 5733113 | Equus caballus transforming growth 
factor beta 1 (TGFbl) mRNA, complete cds. 

GCGCCGCCTGCCCCATGCCGCCCTCCGGCCTGCGGCTGCTGCCGCTGCTGCTGCCACTGCTGTGGCTACT 
AGTGCTGACGCCTGGCCGGCCAGCCGCCGGACTGTCCACCTGCAAGACCATCGACATGGAGCTGGTGAAG 
CGGAAGCGCATCGAGGCCATCCGCGGCCAGATCCTGTCCAAGTTGCGGCTCGCCAGCCCCCCGAGCCAGG 
GGGAGGTTCCGCCCGGCCCGCTGCCCGAGGCCGTGCTGGCCCTTTACAACAGTACCCGCGCCCAGGTGGC 
CGGAGAGAGCGCTGAGACGGAGCCCGAGCCTGAGGCGGACTACTACGCCAAGGAGGTCACCCGCGTGCTA 
ATGGTGGAAAAGGAAAACGAAATCTATAAGACTGTGGAGACCGGCTCACACAGCATATATATGTTCTTCA 
ATGCGTCGGAGCTCCGGGCAGCAGTGCCCGATCCCATGCTGCTCTCCCGGGCAGAGCTGCGCCTCCTAAG 
GCTCAAGTTAAGCGTGGAGCAGCATGTGGAGCTGTACCAGAAATACAGCAATAATTCCTGGCGCTACCTC 
AGTAACCGGCTGCTGACCCCCAGCGACTCGCCGGAATGGCTGTCCTTTGATGTCACCGGAGTCGTGCGGC 
AGTGGCTGAGCCAGGGAGGGGCAATGGAGGGCCTTCGCCTCAGTGCCCACTGCCCCTGTGACAGCAAAGA 
TAACACACTCCGCGTGGGCATCAACGGGTTCAGTTCCAGCCGCCGGGGTGATCTGGCCACCATTGATGGC 
ATGAACCGGCCCTTCCTGCTCCTCATGGCCACCCCACTGGAGAGGGCCCAGCAGCTGCACAGCTCCCGGC 
ACCGCCGAGCTCTGGACACCAACTACTGTTCCAGCTCCACAGAGAAGAACTGCTGCGTACGGCAGCTGTA 
CATTGACTTTCGCAAGGATCTGGGCTGGAAGTGGATCCACGAGCCCAAGGGCTACCACGCCAACTTCTGC 
CTGGGGCCCTGCCCCTACATTTGGAGCCTGGACACGCAGTACAGCAAGGTCCTGGCCCTGTACAACCAGC 
ACAACCCGGGCGCGTCGGCGGCGCCGTGCTGCGTGCCGCAGGTGCTGGAGCCGCTGCCCATCGTGTACTA 
CGTGGGTCGCAAGCCCAAGGTGGAGCAGCTGTCCAACATGATCGTGCGCTCCTGCAAGTGCAGCTGA 
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>GBEQ0115 I Accl AJ24 3283 I Ver I AJ243283.1 GI : 5689753 | Equus caballus mRNA for tissue 
inhibitor of metalloproteinase 3, (TIMP-3 gene) . 

ATGACCCCCTGGCTCGGGCTGGTCGTGCTCCTGGGCAGCTGGAGCCTGGGGGACTGGGGCGCCGAGGCGT 
GCACATGCTCGCCCAGCCACCCCCAGGACGCCTTTTGCAACTCCGACATCGTGATCCGGGCCAAGGTGGT 
GGGGAAGAAGCTGGTGAAGGAGGGGCCCTTTGGCACACTGGTCTACACCATCAAGCAGATGAAGATGTAC 
CGAGGCTTCACCAAGATGCCCCATGTGCAGTACATCCACACGGAAGCTTCCGAAAGTCTCTGTGGCCTTA 
AGCTGGAGGTCAACAAGTACCAGTACCTGCTGACAGGCCGTGTCTACGACGGAAAGATGTACACAGGACT 
CTGCAACTTCGTGGAGAGGTGGGACCAGCTCACCCTCTCCCAGCGCAAGGGGCTGAACTATCGGTATCAC 
CTGGGTTGTAACTGCAAGATCAAATCCTGCTACTACCTGCCTTGCTACGTGACCTCCAAGAACGAGTGTC 
TCTGGACCGACATGCTCTCCAATTTCGGGTACCCTGGCTACCAGTCCAAACACTACGCCTGCATCCGGCA 
GAAGGGCGGCTACTGCAGCTGGTACCGAGGCTGGGCCCCCCCGGACAAGAGCATCATCAATGCCACAGAC 
CCTTGAGCACCAGCCCCAGCCCCACCTCACCTCCCTCCCTCCCCATTGAGCTTCCCTCGGACACTAACTT 
CTTCCCAGATGATGACAATGAAATTAGTGCCTGTTTTCTCGCAAATTTAGTACTTCGAACACTTAAAGAA 
AAGTCTATGCTGTCATATGGAGTTTCTTTGGAACCATCCTCCTGGCCCCACCCTACTCCTTCTCTTTGGT 
TTTGACATCACCTATTTCCACCCGGGAATTTTTGGTGCCATGCCAAAAAGAATGAGGAATGACACGCCTC 
TTCTTCGTGAGAATATAATCTATATTTTTTTAGGAAAACAAAAATCGAGAAACTACCCCATTTGGGCATT 
GTAATACCTACTGCTTTTCCTTCTTCCCCAACTCCCCATCTCGCAGACCCTCCTGCTTTTGCCATTCTTC 
TCCACCACATAAAGGACACAGACAAGGAACTTGCTG 

>GBEQ0116 |Acc|AF090119lVer|AF090119.1 GI : 5669606 | Equus caballus caspase-1 mRNA, complete 
cds . 

ATGGCCGACAAGGTCCTGAAGGAAAAGAGGAGGCTGTTTATCCGCTCAGTGGGCACGGGTACAGTAAATA 
GCT TGCTGGAT GAACT GT TAGAGAAAAGGGTGCT GAACCAGGAAGAGAT GGAGAAAGTAAGAGAT GAAAA 
TGCTACAGTTATGGATAAGGCCCGAGCTTTGATTGATGCTGTCATTCGGAAAGGGCCCCAGGCATGGCAA 
ATTTTTATCGGTCACATTTGTGAAGATGACCCCCACCTTGCAGAGACACTGCGCCTATCCTCAGGTCCAC 
AATCTGGAAATTTTCTTAAAACACAAGACTCCCAAGCAGTGGTTCATTCCTCCCCAGCTCTTCAGGCAAT 
GCCGGATGACCTGGCTAAGCTTGCATTGTCAGGGCCAAAAGTGAGCCTCAAGCTTTGTTCACCAGAAGTG 
G T C G AAAG GAT AT G G AAAG AAAAGT C AG C AG AG AT GT AC C C AAT AAT G G G AAAG T CG AT G AC C C GC AC AC 
GGCTTGCGCTCATTATCTGCAACACAGAGTTTGACAATCTTTCCAGGAGAGCTGGAG'CTGAAGTTGATAT 
TGCAAGTATGAAGGTGCTGCTAGAAGGTCTGGGGTACAGTGTGGAAGTGAAAGAAAATCTCACCGCTTTG 
GACATGACTACAGAGCTGAAGGCATTTGCTGCCCGCCCAGAGCACCGGTCCTCTGACAGCACTTTCCTGG 
TGTTCATGTCTCATGGTATTCGAGAAGGCATTTGTGGGAAGAAATTCTCTGAGAAAGTCCCAGATGTATT 
AGAAGTCAACACCATCT T TCAAAT T T T T AACACCAGGAAC TGT CCAAATT TGAGGGACAAACCCAAGGT G 
ATCATTATCCAGGCCTGCCGTGGTGAGAATCAAGGGGTAGTGTGGTTAAAAGACTCAACAGGAACTTCTG 
GAAATAGCTCCTCACTGGCTCCAGACGATTTTGAGGATGATGCCATTAAGAAAGCCCATGTAGAGAAAGA 
TTTTATTGCTTTCTGCTCTTCAACACCAGATACTGTTTCTTGGCGAAGTCCCACAACGGGCTCTGTTTTC 
ATTGAGAAACTCATTGAAAATTTGCAAGAATATGCCTGGTCCTGTGATCTGGAGGAAATTTTCCGAAAGG 
TCCGATTATCATTTGAGTTGCCAGATGCTAGGGCACAGATGCCCACTGCCGAAAGAGTGACTTTGACAAG 
ACGCTTCTACCTCTTCCCAGGACATTAA 

>GBEQ0117 |Acc|AF137509| Ver |AF137509.1 GI : 5052354 j Equus caballus cyclin Tl (cycTl) mRNA, ■ 
complete cds. 

atggagggagagaggaagaacaacaacaaacggtggtattttactcgagaacagctggaaaatagtccat 
ctcgtcgttttggcctggacccagataaagaactttcttatcgccagcaggcggccaatctgctccagga 
catggggcagcgtcttaacgtctcacaattgactatcaacactgctatcgtatacatgcatcgattctac 
atgattcagtcctttacacagttccatcgaaattctgtggctccagcggccttatttctagcagctaaag 
tagaggagcagccaaaaaaattggaacacgtcatcaaagtagcacatgcttgcctcca:tccacaggaatc 
acttcctgataccaggagtgaggcttacctgcaacaagttcaagatctggtgatattagaaagcataatt 
ctgcagactttaggctttgagctaacaattgatcacccacatacacatgtggtaaagtgcactcagcttg 
tt agagcaagcaaggact tagcacagactt ct tact t cat ggcaaccaacagcctgcat ttgaccacat t 
tagcctgcagtacacacctcctgtggtggcctgtgtctgcattcatctggcttgcaagtggtccaactgg 
gagatcccagtctcaactgatgggaagcactggtgggagtatgttgacgccactgtgaccttggaacttt 
tagatgaactgacacatgaatttctacagattctggagaaaacccccaacaggctgaaacgaattcggaa 
.^ttggagggcatgccaggctgccaagaaaacaaaagcagatgaccgaggaacagatgaaaacacttcagag 
v cagacaatcctcaat at gat tt cccagagct cct ccgacacaactat tgcaggtt t aat gagcatgtcaa 
cttcttctaccacaagtacagtgccttcccttccaaccactgaagagtcatccagcaacttgagcggtgt 
ggagatgttgcagggcgagcgttggctgtcctcccaacctccttttaaactagaacctgctcagggccat 
cggactagtgagaatctagcacttataggagttgatcattccttgcaacaggatggttcgaatgcattta 
t t t cccagaagcagaatagtagtaagagtgt gccatcagctaaagtgtcact gaaagaataccgtgcaaa 
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GCATGCAGAAGAGTTGGCTGCCCAGAAGAGGCAACTGGAGAACATGGAGGCCAACGTAAAGTCACAGTAT 
GCATATGCTGCCCAGAATCTCCTATCTCACCATGATAGCCATTCTTCAGTTATTCTGAAAATGCCCATAG 
AGGGTTCAGAAAACCCCGAGCGGCCTTTTCTGGAAAAGCCTGACAAAACAGCTCTCAAAATGAGAATCCC 
AGTTGCAAGTGGAGATAAAGCTGCCTCTTCAAAACCAGAGGAGATAAAAATGCGCATTAAAGTCCATGCT 
GC ACC TGACAAGCACAAT T CT AT AG ATGACAGTGTC ACAAAGAGCCGAGAGCACAAAGAGAAGCACAAGA 
CTCACCCATCTAATCATCATCATCATCATAATCACCACTCACACAAGCACTCTCACTCACAGCTTCCAGC 
TGGTACTGGGAACAAACGGCCAGGTGATCCAAAACATAGCAGTCAGACAAGCACCTTAGCACACAAAACC 
TATAGCTTGTCTAGTTCTTTCTCCTCTTCCAGTTCTAGTCGTAAAAGGGGCCCCCCTGAAGAGACTGGAG 
GGGCACTTTTTGATCATCCAGCGAAGATTGCCAAGAGTACTAAATCCTCTTCCATAAATTTCTTCCCTCC 
TCTTCCAACAATGGCCCAGTTGCCTGGGCATAGCTCAGACACAAGTGGCCTTCCTTTTTCACAGCCCAGC 
TGTAAAACTCGAGTTCCTCATATGAAACTGGATAAAGGCCCCACGGGGGCCAATGGTCACAACACAACCC 
AGACGATAGACTATCAAGATACTGTGAATATGCTTCACTCCCTTCTCCATGCCCAGGGTGTTCAGCCCAC 
TCAGCCCCCTGCATTGGAATTTGTTCATTCTTACGGTGAATATCTGAATCCACGGGCTGGTGGAATGCCA 
TCCAGATCTGGCAATACAGACAAACCCAGGCTACCACCTCTACCATCAGAACCTCCTCCACCACTTCCAC 
CCCTTCCAAAGTGA 

>GBEQ0118 |Acc)AB029430)Ver|AB029430.1 GI : 5381206 ] Equus caballus DBH mRNA for dopamine 
beta-hydroxylase, complete cds . 

CAGCCATGAAGGTCCCCAGCCCCAGCGTGCGCGAGGCAGCTTCCATGTACGGCACAGCGGTGGCCATCTT 
CCTGGTCATCCTGGTGGCCGCGCTGCAGGGCTCGGAACCCCCCGAGAGCCCCTTTCCTTACCGCATCCCG 
CTGGACCCCGAGGGGACCCTGGAGCTCTCCTGGAATGTCAGCTACGTGCAGGAGACCATCCACTTCCAGC 
TCCTGGTGCGGGAGC.TCAAGGCTGGGGTCCTGTTTGGGATGTCGGACCGTGGTGAGTTGGAGAACGCTGA 
CCTGGTCGTGCTCTGGACCGATGGGGACAGTGCCTATTTTGGGGACGCCTGGAGTGACCAGAAGGGGTGG 
ATCCACCTGGATGCCCAGCAGGATTACCAGCTGCTGCGGGCACAGAGGACCCCAGAAGGCCTGTCCCTCC 
TCTTCAAGAGGCCCTTTGGCACCTGTGACCCCAAGGATTACCTCATCGAGGACGGCACCGTCCACTTGGT 
GTACGGGATCCTGGAGGAGCCGTTCTGGTCGCTGGAGGCCATCAACACCTCGGCCCTGCACACGGGGCTG 
CAGAGGGTGCAGCTGCTGAAGCCCAACGTCTCCGTCCCTGCCCTGCCCGCGGACATGCGCACCATGGAGG 
TCCGTGCCCCAGACGTCCTGGTCCCCGGCCAGGAGACCACCTATTGGTGCTACATTACTGAGCTTCCCGA 
CGGCTTCCCCCGGCACCATATCGTCATGTATGAGCCCATTGTCACCGAGGGCAACGAGGCCCTGGTGCAC 
CACATGGAGGTCTTCCAGTGCGCCGCCGAGTTCGAGAGCTTCCCCCAGTTCAACGGACCCTGCGACTCCA 
AGATGAAGCCCAGCCGCCTCAACTACTGCCGCAACGTGCTGGCCGCCTGGGCCCTGGGCGCCAAGGCCTT 
TTACTACCCAGAGGAAGCTGGCCTTGCTTTCGGGGGTGCCGGGTCCTCCAGATTCCTCCGCCTGGAAGTT 
CACTACCACAACCCACTGAAGATAGAAGGCCGCCGCGACTCCTCGGGCATCCGCCTGTAGTACACAGCCA 
CGCTGCGTCGCTTTGACGCAGGCATCATGGAGCTGGGCCTGGTGTACACGCCCGTGATGGCCATCCCCCC 
GCAGGAGACGGCCTTCGTCCTCACAGGCTACTGCACCGACAAGTGCACCCAGCTGGCCCTGCCTCCCTCG 
GGGATCCACATCTTCGCCTCTCAGCTCCACACGCACCTGACGGGGAGGAAGGTGGTCACCGTGCTGGCCC 
GGGACGGCCGAGAGAGGGAAGTTGTGAACAGGGACGACCACTACAGCCCTCACTTCCAGGAGATCCGCAT 
GTTGAAGAAGGTCGTGTCTGTCCACCCGGGGGATGTGCTCATCACTTCCTGCACGTACAACACGGAAGAC 
AGGAAGCTGGCCACCGTGGGCGGCTTCGGCATCCTGGAGGAGATGTGCGTCAACTACGTGCACTACTACC 
CACAGACACAGCTTGAGCTCTGCAAGAGCGCTGTGGACCCTGGCTTCCTGCAGAAGTATTTCCACTTCGT 
GAACAGGTTCAATGGCGAGGAAGTCTGCACCTGCCCTCAGGCCTCTGTCCCTGAGCAGTTTGCCACTGTT 
CCCTGGAACTCCTTCAACCGGCAGGTGCTCAGCGCCCTGTACGGCTTCGCACCTATCTCCATGCACTGCA 
ACAGGTCCTCGGCCGTGCGTTTCCAGGGTGATTGGAATCTGCAGCCCCTGCCCGAGATCATCTCCAAGCT 
GGAAGAGCCCACCCCTCGGTGCCCAGCCAGCCGGGGTCGGAGTCCCGCCGGCCCCACCGTGGTCGACATT 
GGTGGAGGCAAAGGTTGAGGGGGGGCTGTTTCCTCGCTCCCCCTCCATGCCATCCCTGTGGACTCATGCC 
AGCTCTGTGCACCCTCACCCTGTCAAGACCCCCGTGGAATTAGCTCTGTGTGTCCAGGATGAAGGGGCTG 
GCCAAGCCCCTGCCTGGACCATGGTCCATTCCAGCATTCTCCCCTCAGGGACCCGCTGCATGGCTAAGAG 
GGTCCCACCTAGGACTGGCTGGACCAAGGCCCTTGTCCACACCCTTCCGATGCAGAGTAAGGATAACCCG 
CCTTGGTGGTCTAGAGTCCAGGGGCCCGAAGCCCTGCCAATCTCGCCAGGAGGGGCCCGTCCTCCTGGGA 
CATGAGCCCCGCCCAGCTGTGGGCAGGCTCCTCTGAGACGGCCCGCATCCCCAGCCCCTGCTGATGGTGA 
CTTGTGTGGTGTGCCAGTGCCACTTGGATGTTTCCCCACGGAGCGGCTTGCCTGTCGCAGTGGGCGTCTT 
CCCTGAGACGGAGGCAGGACGAGCCACTTAGCTAGTTAGAGACGTGCCTGGGAAATTGCTCCACTGCAGG 
GTAAATAGATATTTTCGCCCACCTAAAGGCAAACCTAACAACAACCCTCACCACCACCAAAGACAAGACG 
GCGAAGATCCAGACAAGGATCCGGGTGCCAGCTCCTTGGGGGAATGGGGCGATTAGCCAGGCTGCTTCTC 
TCCACGCTGGAACGGTGGTTAACAGACCATCTGGGCTCTGGGGTCAGACCTGTCAGAAGCCCGGTTCCAT 
CTCTGGGGCTGGGTGTCACTCGGGCGGGCCATTTCACCTCCCTCACCCTGGGTTTTCTCATCTGTAAAAT 
GGGGCCAACGCTGTGTGGGTTGATGAGATGATAAAGTCCCCATGGGGGCCAGCACCCGGGGAAAGCTAAT 
ACAGGGCGGTGTTGCTCCCACCGAGAGAGAAAGCCTCGTCTGAACCTCCTCTCCGTGCCAGCGCTCTGCT 
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CCATGGCACAGCTGGAACAGGCCCCACGCTTCCCGGGTCAGTCTCCACCTCCCCCCCTCGGAGCTGCCTC 
CCATGTCAGGCTGCTCTCTGACGGTTTCTGCAGAGAGAAACAGATGGGGCTGTGTTCCGCCAATTCAGCA 
AAACTCTGTGCAGCCTTTAGGAGAGAGAGGGTGATGGATGGGCCTCCCAGTGCCCCCTTTACCCCCCAGC 
AGAGTCAGCTAAGCGGCTCCTTCTCCTTCTGTGAGCCACTTCATTACAGACAGGAACAAACGGGCCCGGA 
CGCTCTGCACTGCACCCTATATAAATCACGGCTTCCCGCGCCGTAAGTCATGGGGCGCAATGGCTGTGAA 
ACGCCAGGCCCCGATAGAAGCTGGAGCGCAGGCCGGCCCTTCGTCATCTTTATGGCCTCGGGTGACAGGT 
GCAGGAGAGGCCGCTCCCCAGAAGGGGCAGGCCTTGGAAGGTGTCCTGGAGCATGCCCAGCCTCTGGCCT 
TGGTCTTCCAGCCCAAGCAGACCCTTCCCTCTGATCATGCCCCACTGCCGGCCCGGACTGGGGTCCTGGT 
GAGCACAGAGCTCTGGGAGAGGATGTGAGGGTGACCCGCAAGCCTCGGGCAAGCCTGCCCAGGCCCACCG 
CGCCCTTCCTTGCTGGCCCCTGCTATCACCTTGTTCCCCAAATGCCCAGGAGGCACCTGCCACATTCCAG 
TCTCGTCAACAGGGGAGCCGAGGTTCACAGAGGAGAAATGCCTTCCCCGGGCTCCCCTCCAGAGGATTAG 
TGGGAAATCACACCCAGTTCCAGAACCTTCCGCCATCCACAGTGACAGTTCACACACACGCTTACTCACT 
CTCCCGCCCTCAGGCTGGTCATCCTCTTCCTCCTGGGGCAGCCTGTTGGGCTCTCCCACAGAGGCCACCG 
CTTGCTCCCTGCCCCAACCCGTGCCCGGCTCTGACAACACCCCACCCAATCATCACATTCGGTGTCATTG 
ATATTAGCTGCCACAGTGTGCACACTGGTTCTGTGCTAACACTCCCAATACACCTACAACAT 

>GBEQ0119 |Acc|D50326| Ver ID5032 6.1 GI : 7 86170 | Equus caballus rnRNA for inhibin beta A 
subunit, complete cds^ 

GGGGGGGAGGAAAAGCAGGGCCTTTTAAAAAGGCAATCACAACAACTTTTGCTGCCAGGATGCCCTTGCT 
TTGGCTGAGAGGATTTTTGTTGGCGAGTTGCTGGATTATAGTGAAGAGTTCCCCCACCCCAGGATCCGAG 
GGGCACAGCGCAGCCCCCAACTGCCCGTCCTGTGCGCTGGCCACCCTCCCAAAGGATGTACCCAATGCTC 
AGCCGGAGATGGTGGAGGCCGTCAAGAAGCACATTTTAAACATGCTGCACTTGAAGAAGAGACCCGATGT 
CACCCAGCCTGTGCCCAAGGCGGCGCTTCTGAACGCTATCAGAAAGCTTCATGTGGGCAAAGTGGGGGAG 
AACGGGTATGT GGAGATAGAGGAT GACATC GGCAGGAGGGCAGAAAT GAATGAACT TATGGAGC AGACCT 
CAGAGATCATCACGTTCGCGGAATCAGGCACAGCCAGGAAGACGCTGCACTTTGAGATTTCCAAAGAAGG 
CAGTGACCTGTCGGTGGTGGAGCGTGCAGAAGTCTGGCTCTTCCTCAAAGTCCCCAAGGCCAACAGGACC 
AGGTCCAAAGTCACCATCCGTCTCTTGCAGCAGCAGAAGCACCCGCAGGGCAGCTCGGACACGAGGGAGG 
AGGCCGAGGAAGCGGACTTAATGGAGGAGAGGAGTGAACAGTTGATATCGGAGAAGGTGGTGGATGCTCG 
GAAGAGCACCTGGCACATCTTCCCTGTCTCCAGCAGCATCCAGCGGTTGCTGGACCAGGGCAAGAGCTCC 
CTGGATATTCGGATTGCCTGTGATCAGTGTCATGAGACCGGTGCCAGCCTTGTCCTCCTGGGGAAGAAGA 
AGAAGAAGGAAGAGGAGGGGGAGGGGAAGAAGAAGGACGGAGGAGAAGCAGGGGCAGGGGTTGACGAGGA 
GAAGGAGCAGTCCCACAGACCTTTCCTCATGCTGCAGGCCAGGCAGTCTGAAGATCACCCTCATCGCCGG 
AGGCGGCGCGGCCTGGAGTGTGACGGCAAGGTCAACATCTGCTGTAAGAAACAGTTCTTTGTTAGTTTCA 
AGGACATTGGCTGGAATGACTGGATCATCGCTCCCTCTGGCTACCACGCCAACTACTGCGAGGGTGAGTG 
CCCAAGCCATATAGCAGGCACCTCGGGGTCTTCGCTGl'CCTTTCACTCGACGGTCATCAACCAATACCGC 
TTGCGGGGTCATAACCCCTTCGCCAACCTCAAGTCGTGCTGTGTGCCCACCAAGCTGAGACCTATGTCCA 
T GTTGTAC TATGATGAT GGGCAAAACATCAT CAAAAAGGACAT T C AGAACAT GATAGT GGAGGAGTGT GG 
GTGCTCATAGAGTGCCTGGCCCGGGGGGAAGGGAGCAAGAGTTGTCCAGAGAAGACAATGGCAAAATGAA 
GAAATT T T T AAGAT T TCTGAGT TAAGCAATCAGAAAAATATAAAT TAAAAAAAATAAATAAACTAAAAGC 
AAAACCTGA 

>GBEQ0120 | Acc | AF148 882 1 Ver | AF14 8882 . 1 GI : 5020115 | Equus caballus matrix metalloproteinase 
1 precursor (MMP1) rnRNA, complete cds . 

AGGGAAGTAGGGAGCTATCAGACTGCTTTATCGGAGAAGGAAGACAGAGGCCAGCATGCTCAGCCTTCCT 
CTGCTGCTGCTGCTACTCTGGGGCATGGGCTCTCACAGCTTCCCAACAGTGCCTTCAGAAACACGAGAAG 
AAGATGTGGAGATGGTCCAGAAATACCTGGAAAACTACTACAACCTGAAGAGTGATGGAGAGCAAATTGA 
AAAGCAGAGACACAGGAGCCCAGTCGTTGAAAAGCTGAAGCAAATGCAGGAATTCTTTGGGCTGAAAGTG 
ACTGGGAAGCCAGATGCTGAAACCCTGAATGTGATGAAGCAGCCCAGATGCGGGGTGCCTGATGTGGCTG 
AGTTT GTCCT CACCGAAGGGAACCCTCGGTGGGAGAACACACACCTGACCTACAGGATTGAAAAT TACAC 
ACCAGAT T T ACC AAGAGCAGATGT GGACCAGGCCAT TGAGAAAGCCT T TCAAC TCT GGAGT AAT GT CTCA 
CCCCTGACCTTCACTAAAGTCTCTGAGGGTCAAGCGGACATAATGATATCCTTTGTCAGGGGAGATCATC 
GTGACAATTCTCCCTTTGATGGACCTGGAGGAAACCTCGCCCATGCTTTTCAGCCAGGCCCACGTATTGG 
AGGGGATG.CTCATT TTGATGAAGATGAAACATGGACCAGC AAT TTCAGAAAT TACAACT TGT ATCGAGT T 
GCAGCTCATGAATTTGGCCATTCCCTTGGACTCTCTCATTCTACTGATATTGGGGCTTTGATGTACCCCA 
ACTACTTCTTCACTGGTGATGTTCAGCTATCTCAGGATGACATCAATGGCATCCAGGCCATCTATGGACC 
TTCCCAAAATCCCATCCAGCCAATTGGCCCACAAACCCCAGAAGTGTGTGATAGTAAGCTAACCTTTGAT 
GCTATAACTACGATTCGGGGAGAAGTGATGTTCTTTAAAGACAGGTTCTACATGCGCATAAATCCTTACT 
ACCCAGAAGCTGAGCTCAATTTCATTTCTATTTTCTGGCCACAACTGCCAAATGGACTTCAAGCTGCTTA 
TGAGGTTTCCCATAGAGATGAAGTCCGGTTTTTCAAAGGTAATAAGTACTGGGCTGTTAAGGGGCAGGAT 
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GTGCTCTACGGATACCCCAAGGACATCCACAGATCCTTCGGCTTTCCTAGCACTGTGAAGAATATCGATG 
CTGCTGTTTCTGAGGAAGATACTGGGAAAACGTACTTCTTTGTTGCTGACAAGTACTGGAGGTACGATGA 
ATATAAACGATCTATGGATGCAGGTTATCCCAAAATGATAGCAGATGACTTTCCTGGAATTGGCGACAAA 
GTTGATGCTGTTTTTCAGAAAGATGGATTTTTCTATTTCTTTCACGGAACAAGGCAATACAAATTTGATC 
C T AAAAC T AAGAGAAT T T T G AC T C T C C AG AAAG C CAM AG C T GG T T C AACT GC AG AAAAAAT T G AC CAT T 
ACAAAGT T GAACAG AAAAATAT AT T T TGAGAACCCAAGG AAGAT GT T T T CCTGAAGAGCCAT ACATT TAA 
ATAAAAT ACAGAGCT GT TACGTAT AATCT TAT T T ATAT CTCAT T C TGCAAAT ATTT T TT ACAAT T T AGAA 
TGCAATGTTTCATGTACTGCTATAATTTACTTCCACCAATGAGGGTGAAGGAAGGTCAAGTTCTGATTTA , 
CGGAT T CAT AT GGGCCAAT T T T GCAAAGAG AGAAGCTCT T T T CCAAAGTAGAAGACT CT GACAT T GAT AC 
TGGAGAGCAGCC T CAGAGATGGAGAGAAAGAAACAAGAGATACGAGTCT TCACCAGAGGAAAAGCAGCTC 
AAGAACATCTGAGCTGCTACTAGTATTATCCTAATATGCAAGGGATAATTTTTGTTACGGAAAATAAAAT 
CTTTTATGTTTGGAATAAAAAAAAAAAAAAAAA 

>GBEQ0121 ) Acc | AF14 3950 | Ver | AF14 3950. 1 GI : 4 887177 | Equus caballus heart-type fatty acid- 
binding protein (FABP3) mRNA, partial cds . 

CCTGGAAGCTAGTGGACAGCAAGAATTTCGATGACTACATGAAGTCAATCGGTGTGGGTTTTGCTACCAG 
GCAGGTAGC CAACATGACCAAGCCTACCACAATCATCGAAGT AAAT GGGGACAC T ATCAC CATAAAAACA 
CACAGCACCTTCAAGAACACGGAGAT CAGC T TCAAGCT GGGGGTGGAGTT TGATGAGACAACAGCAGAT G 
ACAGGAAGGTCAAGTCCCTTGTGACACTGGATGGAGGCAAACTTGTCCATGTGCAGGAGTGGAATGGGCA 
AGAGACAACACTCGTGCGGGAGCTAATTGATGGAAAACTCATCCTGACACTCACCCATGGCAGCGCAGTG 
AGCACTCGTACTTACGAGAAAGAGGCCTGACCTACTGGCTCCTTCACTGACTGCGCCTCTGCCAAGTGGC 
TGCCTGTGGACTCAGCACCAGATTGCCTCATTTTTTCCTCTGGCATTTTGTATAAACCCAGCTTGGTTGG 
GGAAGTTCTTCTGGGCTCAGGGGGCACCAGCCTGGATCTAGTTCCAGTTCCCATTGTGTATGTGTGTTTT 
TTAACTGCATGCAGAGTGTGCTCTGAAGTCAATAAAGCAGAGCTAAGACCAAAAAAAAAAAAAAAAAA 

>GBEQ0122 |Acc|AF126744 I Ver | AF126744 . 1 GI : 48 68160 | Equus caballus 11 beta-hydroxysteroid 
dehydrogenase type 2 (11-HSD2 ) mRNA, complete cds. 

ATGGAAAGCTGGCCCTGGCCGTCGGGCGGCGCCTGGCTGCTCGTAGCGGCCCGTGCGCTGCTGCAGCTGC 
TGCGCGCAGACCTGCGTCTGGGCCGCCCGCTGCTGGCGACACTGGCGCTGCTGGCCGCGCTCGACTGGCT 
GTGCCAGCGCCTGCTGCCCCCGCCGGCCGCACTCGCCGTGCTGGCCGCCGCCGGCTGGATCGCGTTGTCC 
CGCCTGGCGCGCTCGCCGCGCCTGCCGGTGGCCACTCGCGCGGTGCTCATCACCGGCTGTGACTCTGGTT 
TTGGCAAGGAGACGGCCAAGAAGCTAGACGCCATGGGCTTCACCGTGCTGGCTACCGTGTTGGAATTGGA 
TAGCCCTGGTGCCCTGGAGTTGCGTGCCTGCTGTTCTCCTCGCCTAAGGCTACTGCAGATGGACCTGACC 
AAGCCGGCGGACATTAGCCGTGCACTGGAGTTCACAAAGACCCACACCACCAGCACAGGTCTGTGGGGCT 
TGGTCAACAATGCGGGCCACAACGATGTAGTGGCTGATGTGGAGCTGTCTCCAGTGGCCACATTCCGCAG 
CTGCATGGAGGTGAACTTCTTTGGCGCGCTTGAGCTCACCAAAGGCCTCTTGCCATTGCTGCGCCGTTCC 
AAGGGTCGCATTGTGACTGTGGGCAGCCCGGCAGGAGACATGCCATATCCATGCTTGGCGGCCTATGGGA 
CCTCCAAAGCCGCCATGGCACTGCTCATGGATACATTCAGCTGTGAACTTCTGCCCTGGGGAGTCAAGGT 
CAGCGTCATCCAGCCTGGCTGCTTCAAGACAGAGTCAGTGCTAAACGTGGGCAATTGGGAGCGGCGCAAG 
CAGCTGCTGCTGGCCAACCTGCCCCGAGAGCTGCTGCAGGCCTACGGTGAGGACTATATTGAGCACTTCC 
ATGGGCAGTTCCTGCATTCCCTGCGCTTGGCGCTGCCAGACCTCAGCCCAGTTGTAGATGCCATCACTGA 
TGCACTGCTGGCAGCTCAGCCACAACGCCGCTATTACCCGGGCCATGGCATGGGACTCATGTACTTCATC 
CACTACTACCTGCCTGAGGGTCTGCGGCGCCGCTTCCTACAGACCTTCTTCATTAGTCCCTGTCTGCCAA 
GAGCCCTGCGGCCTGGCCAGCCCAGCCCTACCCCCTCCCAAGATGCAGCCCAGGACCCAGACTCAAGCCC 
AGGCACTTCCCCCACGGCGGCCCGATGAGCAATATGCACATATGGCCTAGCTGCTCCAGCAGAGGAGCTC 
CCATGAGCTCTTGACTCTCCTCTAGACATTGTGACCCCCAGGTCTGCCTGGGGCCTGGCCTAAAGGACTC 
CAGCCCCACCCACTGCTGATGCCCCAGGTCAAGCCTGTTGAGGCTGAGGCTTCCCAGTGAACAGCTAGCC 
TCTCTCTGCTGCTTCATGAGCCCGATAGACCCTCCTAGGCACAAGGCTCCACCCTGCAGCTTGAAGAACC 
CAGCTGGATGGGGAGTTTAGTGCAAGACTTAGCTGTAGTTTGACAGGATCCTGCCATAGTTTGCCTCTGC 
AAACTAAGGAGTGACTGGGTGGGTTGGGGACTCCCTGAGGATTATTTCTCGGTACCAGTGCCTCACTGCT 
GCAATGCAAAGGGTGAATCCCAGCTGTTTCTTGACTGGCTCAAGAATTGGAGCCCCACCCACCCCAAGCC 
ACACAGAAGCTGAATACCCTACTTGCTTGTCACTTTTTAAATAAAGATAAATTTTATTTCTCATT 

>GBEQ0123 |Acc|AB022431lVer]AB022431.1 GI : 417 6391 ! Equus caballus mRNA for thioredoxin, 
complete cds . 

GCTCCGTCCGACTCTTTGGATCCGCTTCCATCGCTGTTTACGGTCGCTCGTCAGACTCCAGCAGCCAAAA 
TGGTGAAGCAGATCGAGAGCAAGTCTGCTTTTCAGGAGGCCTTGAACAGTGCAGGAGAAAAGCTCGTAGT 
CGTTGACTTCTCAGCCACGTGGTGTGGGCCTTGCAAAATGATCAAGCCTTTCTTTCATTCCCTCTCTGAA 
AAGTACTCCAATGTGGTGTTCCTTGAAGTAGACGTGGATGACTGTCAGGATGTTGCTGCAGAGTGTGAAG 
TCAAATGCATGCCAACCTTCCAGTTTTTTAAAAAGGGGCAAAAGGTGGATGAGTTTTCTGGAGCTAATAA 
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GGAAAAGCTTGAAGCCACCATTAAGGGATTAATCTAATCGTGTTTTCTGAAAACATGACGAGCCATfcAGT 
TGTTTAAAACTTGTAATTTTTTTTATTTACAAAAA.GGAAAGATCAAGTATGAAGACTATATACCCACCTG 
CCGTCTGATTATAAGTGACAATAAAATATTAATTCTACCCTTTTT 

>GBEQ0124 lAcc|D89666 D89665 1 Ver | D89666 . 1 GI : 3550 972 [ Equus caballus mRNA for 3 beta- 
hydroxysteroid dehydrogenase, complete cds. 

CTGAACTACTTGATCTCTCTTTTTAGCTCTCTCCAGGGTCACTCTCTAATCCAATCTGCTTGCCTGCTTT 
TTCTGGTTCCTGGCGAGCATTTCTTGTTACTCAGGTTTACCCATGGCTGGGTGGAGCTGCCTTGTGACGG 
GAGCAGGAGGCTTTCTGGGTCAGAGGATTGTCCGCTTGCTGGTGGAGGAGAAGGAGGTACAGGAGATCAG 
AGCACTGGACAAAGTCTTCAGACCAGAATTGCGGGAAGAGTTTTCCAAACTCCAGAGC7VAGGTCAAGCTG 
ACCGTGCTGGAGGGAGACATTCTGGATGAGCAGTTCCTGAAGAGAGCTTGCCAGGGCGCCTCGGCTGTCA 
TTCACACCGCCTCTATCATCGACGTCACGAACCTCTTTAACCCACAGGTCACCATGAATGTCAATGTGGA 
AGGTACCCAGCTCCTATTGGAGGCCTGTTCCCAGGCTAGCGTGCCAATCTTCATCTACACCAGCTCCGTA 
GCGGTGGCTGGGCCCAACTCCTACAGGGAGATCATCCAGAATGGCCATGAAGAAGCACATCTCGAAACAA 
AATGGTCCTCTCCATACCCATACAGCAAAAAGCTTGCTGAGAAGGCTGTGCTGGCAGCTAATGGGTTGCC 
TCTTAAAAATGGTGGCACCTTATACACTTGTGCCTTAAGGCCCATGTTTATCTATGGGGAAGGAAGCCCA 
ACCCTTTATTACCTTATGCATGAGGGCCTGAACAACAATGGCATCCTGACACACAACTGCAAGTTCTCCA 
GAGCCAACCCAGTCTATGTTGGCAACATAGCCTGGGCCCACATTATGGCCTTGAGGGCCCTGAGGGACCC 
CAAGAAGGCCCCAAGCATCCAAGGACAGTTCTACTACATCTCAGATGACACACCTCCCCAAAGCTATGAT 
GACTTAACTTACACTTTGAGCAAAAAGTGGGGCTTCTGCCTTGATTCCAGAATGAGACTTCCCATATTTC 
TGAAGTACTGGCTTGCCTTCCTGCTGGAAATAGTGAGCTTCCTGCTCAGTCCAATTTACAAATATCGACC 
TCCCTTCGACCGCCACCTAGTGACATGGCAAAACAGTGTTTTTACCTTCTCCTATAAGAAAGCTCAGCGA 
GATATGGGATATGAGCCGCTCTTCAGCTGGGAGGAAGCCAAGAAGAGAACCACTGAGTGGATCGACGCCC 
TGGTAGAACCGCACCAGGAGGCCCTGAAAACAAAGACTCTCTGATCTACAGGTGACATGGATGCGGATGT 
TAGGAGATGTCTGCTAGACTCTCCCCTTCTGTCTTCAAACAGCAAATACCATGAGCACGAGCCCAGATCC 
TACTGCCTCTCTTTCACAAGATGCCCACGTTATCGTCTTCCTCTTGCCACTAGAAACTTTCCCAGTCACT 
CGCGCAGCCAGAATCTTCTGCCCTACCCACCTTCCAGAGGACAGACAAGATGATTTGCTGCAGCTGTTGG 
CACCAAAGTCTTAGTTGCTGATTCTGAGCTCTTCAGGCCTCTTTTAACTTAGAGTTTTGCCTGTTAGTTC 
CCGTTCCTTTGTTAAATGCAAAAGCATTTCCTATCTTTTAAAAATTCCTATTACTTCAGACAGCTCAATG 
AAAAGAATAATAAATGTTTTACTGCCTAACTGCCTAATCTG 

>GBEQ0125 |Acc|AF124093|Ver |AF124093.1 GI : 432528 9 | Equus caballus estrogen receptor alpha 
mRNA, complete cds . 

GCTCGCAGGGCTGCACTTGCTCGCGTCTGGCCGCCCAGTGCCACGGGACGGCCGGCTCCGGGGCAGGGCC 
AGAGCTGGTGTCGCGGCAGGACATGCGCTGCGCCGCCTCTAACCGCGGGCTGTGCTCTTCTTCCAGGTGG 
CCGGCCGGCTGCTGAGCCCTCCGCCGTGCGGGGAGACGGTATGCGCCTTGCCCGCGGCCCCTGTCCATGA 
CCATGACCCTCCACACCAAAGCATCCGGAATGGCCCTGCTGCACCAGATCCAAGGGAACGAGCTGGAGAC 
CCTGAACCTCCCGCAGTTCAAGATCCCCCTGGAGCGGCCCCTGGGCGAGGTGTACGTGGAGAGCAGCAAG 
CCCCCGGTGTACGACTACCCCGAGGGCGCCGCGTATGACTTCAACGCCGCGGCCGCCGCGTCCGCGTCCG 
TCTACGGCCAGTCCGGCCTCGCCTACGGCCCGGGGTCCGAGGCGGCGGCATTCGGCGCCAACGGCCTGGG 
GGGCTTCCCGCCGCTCAACAGCGTGTCTCCGAGCCAGCTGATGCTGCTGCACCCGCCACCGCAGCTCTCT 
CCCTACTTGCATCCCCCAGGCCAGCAGGTGCCCTATTACCTGGAGAATGAGCCGAGCGGCTACTCGGTGT 
GCGAGGCCGGCCCCCAAGCGTTCTACAGGCCAAATGCAGATAATCGACGCCAGGGAGGTAGAGAGAGATT 
GGCCAGCTCCGGTGACAAGGGGAGCATGGCCATGGAATCTGCTAAGGAGACTCGCTACTGTGCAGTGTGC 
AATGACTATGCCTCAGGGTACCATTATGGAGTCTGGTCCTGTGAGGGCTGTAAGGCTTTCTTCAAGAGAA 
GTATTCAAGGACATAATGACTACATGTGTCCAGCTACCAACCAGTGCACGATTGATAAAAACAGGAGGAA 
GAGCTGTCAGGCCTGCCGGCTCCGCAAATGCTACGAAGTAGGAATGATGAAAGGTGGGATACGGAAAGAC 
CGAAGAGGAGGGAGAATGTTGAAACACAAGCGCCAGAGAGATGATGGGGAGGGCAGGAATGAAGCGGGGC 
CCTCTGGAGACAGGAGGCCTGCCAACTTTTGGCCAAGCCCTCTGTTGATTAAAeACACGAAGAAGATCAG 
CCCCGTCTTGTCCCTGACAGCCGAGCAGATGATCAGTGCCTTGTTGGATGCCGAGCCCCCCGTCCTCTAT 
TCCGAGTACGATGCCACCAGACCATTTAACGAGGCTTCCATGATGGGTTTGCTAACCAACCTCGCAGACA 
GGGAGCTGGTTCACATGATCAACTGGGCAAAGAGAGTGCCAGGCTTTGTGGATTTGTCCCTCCATGATCA 
GGTCCACCTTCTGGAATGTGCCTGGCTAGAGATCCTGATGATTGGTCTTGTCTGGCGCTCCATGGAGCAC 
CCAGGAAAGCTCCTATTTGCTCCTAACTTGCTCCTGGACAGGAACCAGGGGAAATGTGTAGAGGGCATGG 
TGGAGATCTTTGACATGTTGTTGGCTACGTCATCTCGGCTCCGTATGATGAATCTCCAGGGAGAAGAGTT 
TGTGTGCCTCAAATCCATCATTTTGCTTAATTCTGGAGTGTACACATTTCTGTCCAGCACCCTGAAGTCT 
CTGGAAGAGAAGGACCATATCCACCGTGTCTTGGACAAGATGACAGACACCTTGATCCATCTGATGGCCA 
AAGCGGGCCTGACTCTGCAGCAGCACCGGCGCCTGGCCCAACTCCTCCTCATCCTTTCTCACATCAGGCA 
CATGAGTAACAAAGGCATGGAGCATCTCTACAGCATGAAGTGCAAGAACGTGGTGCCCCTCTACGACCTG 
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CTGCTGGAGATGCTGGATGCCCACCGCCTGCACGCCCCAGCCAACCACGGGGGCGCACCCATGGAAGAGA 
CAAACCAAAGCCAGCTGGCCACGACTGGCTCAACTTCACCGCATTGCATGCAAACATATTACATCACTGG 
GGAGGCAGAGGGTTTCCCCAACACAATATGAGAGCTCCCTGGCTCCCCAAAGGTTCTGAGAATCCCTGCC 
ACATTTTACCCACGTCATGCATCACTCTAGCAGAATTCTGCTCTTGCACACACTCCAGCATGCATCCACC 
ACTATGGCTTTCTAATATGAGTGGCCATTCATTTGCTTGCTCAGTTCTTAGTGGCACGCCTTCTTTTGGG 
AACAGCCAGAGGGATTCCAGGGCTAAATTCTTTGCAACAGCTTTCTTTCTCTCTTTGCTATATTACTAAG 
CATGAGGATTCCTATAGCTTTTCATGACTGAACTCAGTCTGTGAGCTGGGGCTCAGAGGACTCTGTGCAT 
TTAAGCTACCAGCTGAGACCCAGACCTGTAGAGTGGGCATTTTGCCTCTGTGAAGCACTTTTTAATGAAT 
CTAAGAATAAGCCACAGGAAAGAATTGAAAGTGGCTCCTTCAGTTGCTGACTTGGAGAAAGCTAGGTCAA 
AGGTTCATTATAGCATCCTCTTGTATTCCTATAGAAATATATCATTTTATTAAAGTAATACGTTAAAGCT 
TTTGCTCTATTGCATGGGTGTAACAGAATATCCAGCAATTGTCTATTCATTTCCCCTATAGGAATACAAG 
ATGCACAAAGGGAAGGAAGATTCCCTAATTGTCAAGAGTTTGTCAACTTAATACACTGAACCTTTATGTT 
TGCTGAATGTTCTTCCGTTGGCTTTTGTGAGCACTAAGTACGGGTCATGGGTTCCAGTTAATTCTTGCTT 
CCCATGAACCTATGAAAACAGCTGTTGACCCCAGTTATGTCACCTCCACATAGACCAGTGTCCCTGTGAG 
GGATAAATTCTTGTTTTTTGTTTTTATTTTATAAAAGAAAGCCCCCAGGACTTGGCAGTGAATCAGCTTT 
TGGACCGGTTCTGGTGTGGTCTCACACTTGTCAGCAGAGGGCGCTCTACTTGAATCTTCCTAGCGTGTAA 
CTTACACAGGAGGTGGAGAGCCATGTGTAGTGCCCAGCCTAGGACCAAGGGTAGTTTAAATGAGCAGGCA 
CCCTGGTGACACTTTTAGGGCTAAATGGCAAATGTGCATGACTATTGTAGGTACTAGAGAACAAGGAGGA 
AAGCAGGGTAGAAACTGGACAAAACTGTGAGGCTCAGGGTGGCCCTGCCACAGGCTGCGTCTACCAGGGA 
GGGCTCCTGGCAGACCCCCTATTGCACTGCGGGGCTGCCCTGGGATGCACGGAGCAGTTCTCCTCTTCAT 
TTCCTGGCATGGCCCTGATTGGAAGCCGCAGCAGACAGCTGCGGCCCAGCGCACTGTGGGGCCAGGGATG 
AGGGAGAGCTTAAGAGCATTCCCTATCAGGCTGCCTGGGTCATGCCCTTGGTTGTTTCAAGCTCATCTAA 
AAATCAGGGTTTGGCCTTGGGAAAAAAAAAATAACAACTTCCCCCAGAGCTCATTTCTCTAAACTTTATA 
AGCCACGCTAGCGAGACTAGCTTTAGGCCACAGGAATCCTTTGACCTATAGGCTAAAAAGGAAGGCCTCA 
CTCCAGTCCCAGGGCAGCCTTCCCTGGGCCAAAGAAAGTTTGCTTTCCTCTGGTGACCTCATTATCTATA 
ATTTGAACCCAACTGAGAGGTGATGTGTTAGCCAACAACCCAGCCAAGCTGCTAGGGCTTCTCTTGGGAT 
GTCAGTTTCAAAAAGTAGATCTCATTCATTTCTGATTGCCCAGTAAGTGGTCACC7VAAGGACTGGGAACC 
TGGGAGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ0126 lAcc| AF053497 | Ver | AF053497 . 1 GI : 3033532 | Equus caballus melanoma growth 
stimulatory activity homolog (MGSA) mRNA, partial cds . 

GTGCAGGGGATTCATCTCAAGAACATCCAGAGCGTGAAGGTGACGCCGGCGGGCTCCCACTGCGCCCAAA 
CCGAAGTCATAGCCACTCTCAAGAATGGACAGGAAACTTGTCTCAATCCTGAAGCCCCCATGGTTAAGAA 
AAT GAT C G AAAAGAT G CT AAAGAAGGGC AGC G C CAAG T AAC C T GG AG AAAAG G AGGAAGT G T AC T GG T T G 
CTGTTGGCAGCCTTAAAGAAGAAGAAACAAATAGTTCTCGGGGTCACCTGGACTGTGTTTAATGTGTGTG 
TTCTAATGAGAGTTCTTCTATTTATTTACATAAGTTTTTTAATTTATTTATTTTCCCAAAGCTTGTATAT 
AAACATTCTTAATATTTCAAAGATTTGAATGTTTGCTGGTTCACTGTACTGTGTGAAAAGGTTATTTTCA 
ACGTTAAATCAAAGTTAGTTCACTCCTGACTATTAATATGCAGATCATGCATTTTAAATGTTGAAGAACA 
TTTATTAAACTAATATTTTGGGGGAGGGTTTGAGGGGGGAGACCACACTATATGTGCACTGTGATAAAGG 
CTGGGGATAAATAATGGGAGAGATCCAAGTAAATAGATCACTGTTCAGGTAGGGGAATGTATGTGTATAT 
CTATTTTTGTACTGTTGAGAAGAATGTCAGTTGTTATTTATTGTAGCAATTTCAGTATGTGGTCAACATG 
TCTGATGTTGAAGCTATAAAATCTACGACGTTCTA 

>GBEQ0127 |Acc|AJ010930|Ver|AJ010930.1 GI : 3581958 | Equus Caballus mRNA for lactoferrin, 
partial . 

CTTGGACTGTGTCTGGCTGCCCCTAGGAAAAGCGTTCGATGGTGCACCATATCACCAGCAGAGGCAGCAA 
AATGCGCCAAATTCCAAAGGAATATGAAAAAAGTGAGAGGCCCCTCTGTCTCCTGCATAAGGAAAACCTC 
CAGCTTTGAGTGCATCCAGGCCATTGCGGCAAACAAGGCAGATGCTGTGACCCTCGATGGCGGTTTGGTG 
TATGAGGCAGGCTTGCACCCCTACAAACTGCGACCTGTGGCAGCGGAGGTCTACCAGACCAGAGGGAAGC 
CACAAACCCGCTATTATGCTGTGGCCGTAGTGAAGAAGGGCAGCGGCTTTCAGCTGAACCAACTGCAGGG 
CGTGAAGTCCTGCCACACAGGCCTTGGCAGGTCCGCTGGGTGGAACATCCCTATTGGGACACTTCGTCCA 
TACTTGAACTGGACAGGGCCACCTGAGCCCCTTCAGAAAGCTGTGGCCAACTTCTTCTCTGCCAGCTGTG 
TTCCCTGCGCAGATGGAAAACAGTACCCCAACCTGTGTCGCCTGTGTGCGGGGACAGAGGCAGATAAATG 
TGCCTGCTCCTCCCAGGAACCATACTTTGGCTACTCTGGTGCCTTCAAGTGTCTGGAAAATGGGGCTGGA 
GACGT GGCT T TTGT CAAGGAT AGTACAGTAT TT GAGAACCTGCCAGATGAGGC TGACAGGGATAAGTATG 
AGCTGCTCTGCCCAGACAATACTCGGAAGCCAGTGGATGCATTCAAGGAGTGCCACCTGGCCCGGGTTCC 
TTCTCATGCTGTTGTGGCCCGAAGTGTGGATGGCAGGGAAGACCTGATCTGGAGGCTCCTCCACCGGGCA 
CAGGAGGAGTTTGGAAGAAACAAGTCATCGGCGTTCCAGCTCTTTAAGTCCACTCCTGAGAACAAGGACC 
TGCTGTTCAAAGACTCTGCCCTGGGTTTTGTGAGGATCCCCTCACAGATAGATTCTGGGCTGTACCTCGG 
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TGCCAACTACCTCACTGCCACCCAGAACCTGCGGGAAACGGCCGCGGAAGTGGCGGCGCGGCGCGAGCGG 
GTTGTATGGTGCGCCGTGGGCCCCGAGGAGGAGCGCAAGTGCAAGCAGTGGAGCGACGTGAGCAACCGGA 
AAGTGGCCTGCGCCTCGGCGTCCACCACCGAGGAGTGCATCGCCCTGGTCCTGAAAGGAGAAGCGGATGC 
GCTGAACTTGGATGGAGGATTTATCTACGTTGCGGGCAAGTGTGGTTTGGTGCCTGTCCTGGCAGAGAAC 
CAAAAATCCCAGAACAGCAATGCCCCAGATTGTGTGCACAGACCACCAGAAGGGTATCTGGCAGTGGCGG 
TTGTCAGGAAATCAGATGCTGACCTCACTTGGAATTCGCTGAGTGGCAAGAAGTCCTGCCATACCGGCGT 
GGGCAGGACCGCAGCTTGGAACATCCCCATGGGCCTGCTCTTCAACCAGACAGGCTCCTGCAAGTTTGAT 
AAATTCTTTAGTCAAAGCTGTGCCCCTGGAGCTGACCCACAATCCAGTCTCTGTGCACTATGTGTTGGCA 
ACAACGAGAAT GAGAACAAGTGCATGCCCAAC AGCGAGGAGAGATACTATGGCTACACT GGGGCTT TCAG 
GTGCCTGGCTGAGAAGGCTGGAGACGTTGCATTTGTGAAAGATGTCACTGTCCTGCAGAACACAGATGGA 
AAGAACAGTGAACCGTGGGCTAAGGATTTGAAGCAGGAGGACTTTGAGCTACTGTGCCTTGATGGCACCC 
GGAAGCCTGTGGCTGAGGCTGAGAGCTGCCACCTGGCCAGGGCCCCAAATCATGCTGTGGTATCTCAGAG 
TGATAGGGCACAACACCTGAAAAAGGTGCTGTTCCTCCAACAGGATCAGTTTGGAGGAAATGGACCTGAC 
TGCCCGGGCAAGTTTTGCTTATTCAAGTCTGAAACCAAAAACCTTCTGTTCAACGACAACACTGAATGTC 
TGGCTGAACTCCAAGGCAAAACAACATATGAGCAATATTTGGGATCAGAGTATGTCACGTCCATCACTAA 
TCTGAGACGCTGCTCGAGCTCCCCGCTTCTGGAAGCCTGCGCCTTCCTGAGGGCATAAAGTCAGAGAAGA 
CGGCCCGGTGTCCCTGGGGGAGCCTCAGCCCCTCGCCGCTCCCAGCCCTCACCCCCTTCCTGAGAGTGAT 
GCTCGCCAGACTCATCTGCTTTCACAGTTTCCGCTGTCATCTTAGCAAGAAATAAAATTAG 

>GBEQ0128 |AcclU70823|Ver|U70823.1 GI : 1575777 | Equus caballus Equ cl mRNA, complete cds. 

GGACCATCAGGGAAAGACTCACTCCCGGTGACTATAGAGGAGTCAGTGCTGTCCCCGGCCAGGATGAAGC 

TGCTGTTGCTGTGTCTGGGGCTGATTCTTGTCTGTGCCCAGCAGGAAGAAAACAGTGATGTTGCGATAAG 

AAACTTCGATATTTCAAAGATTTCAGGAGAGTGGTATTCCATTTTCTTGGCTTCAGACGTCAAGGAAAAG 

ATAGAAGAAAATGGTAGCATGAGGGTTTTTGTGGACGTCATCCGTGCCTTGGACAACTCTTCTCTGTATG 

CTGAATAT CAGACAAAGGTAAATGGAGAGT GTACTGAATT TCCTATGGT T T T T GACAAAACAGAAGAGGA 

TGGTGT AT ATAGT CTGAACTAT GAT GGATACAATGTATT T CGCAT AAGT GAAT T T GAAAAT GAT GAAC AT 

ATTATTCTTTATCTCGTGAATTTCGACAAGGACAGACCATTCCAACTGTTTGAGTTCTATGCCCGAGAAC 

CAGATGTGAGT CCAGAAATCAAGGAAGAGTT T GTGAAAATT GTCCAAAAACGAGGAAT TGT T AAGGAAAA 

CATAATTGACCTGACCAAAATCGATCGCTGTTTCCAGCTCCGAGGGAACGGAGTGGCCCAGGCTTAGAGC 

TGAGTGACAGTGAATACTTCCTCACCTGGGCTCCAGGATCTTCCCTCCGTGATCCCCATGACATCTTGTG 

ACAAGTTCTGTGACCTGATTTCCATCACTATCGCATGTGAAGGCATTATCTCTGCATCCTCCAGATCTTC 

CCTAATTGTCTAGGAAGACTCCTCAACTCACCAAGAATCAAGGTTTTACCCAAATTTCCCACTCTTTTTG 

CCATGCCCAGAACTTGACCATGCTGAGACCTTCTTCTACCTGATCAATAAATGATTAGCCTTGCAGTCA 

>GBEQ0129 | Acc | U21208 | Ver | U21208 . 1 GI : 706955 | Equus caballus equine retinol binding 

protein precursor mRNA, complete cds. 

GAAGGGTCCAATCTGGCACGGCCGGGGCGCGGGCACTAGCGCACAAGGCAGCATCGGAGGTCTTCCCGCC 
AGGCCGACTGGAGCCTCCAGCCAGAGCAACTGGGCCCCGTGGCCACCCCAGGCCGCAGCTGGCGCCGGCT 
GGCACAGCGGTCGGCTGACTAGGCCAGGACTTGTTCCCGCGGTTCGTC.GCCGCTGGAGAGTTTGGCTCCG 
CCGAGGCCACCCCGCGCGGCAGCTCCACCAGCCCCAGACGGCACTGGAGGGCGAATCCTGGCAAGATGGA 
GTGGGTGTGGGCGCTCGTGGTGCTGGCGGCGCTGGGTAGCGCGGGCGCAGAGCGTGACTGCCGGGTGAGC 
AGCTTCCGAGTCAAGGAGAACTTCGACAAGGCTCGCTTCTCCGGGACCTGGTACGCCATGGCCAAGAAGG 
ACCCCGAGGGCCTCTTCCTGCAGGACAATATCGTCGCTGAGTTCTCCGTGGACGAGTATGGCCAGATGAG 
CGCCACGGCCAAGGGCCGAGTTCGTCTTTTGAATAACTGGGACGTGTGCGCAGACATGGTGGGCACCTTC 
ACAGACACGGAGGACCCTGCCAAGTTCAAGATGAAGTACTGGGGCGTAGCGTCCTTTCTCCAGAAAGGAA 
ACGATGACCACTGGATCATCGACACGGACTATGACACCTATGCCGTGCAGTACTCCTGCCGCCTCCTAAA 
CCTCGATGGCACCTGTGCTGACAGCTACTCCTTCGTGTTTGCCCGCGACCCGAACGGCTTTCCCCCAGAA 
GTGCAGAGAATCGTGAGGCGGAGGCAGGAGGAGCTGTGCCTGGCCAGGCAGTACAGGCTGATCTCTCACA 
ACGGTTATTGTGATGGTAAATCAGACAGAAACCTTTTGTAGCAACATCGAGGATGTCAAGTTTCATTTGA 
AAACTTCCCACTAACTCTTACTCAGCCTTCAACTCTATTTATCTTAGTTTAGTTTGGCCCTCTCTTCTCC 
CCTTCCCTAGGTAAACATAAAACCTTCAGTCACATAAAAATGTATGTGGGAATAAGTGAATCTATTTGCC 
CTCGGATGTATGTCTTTACTGGAGTTTTCTAAGGGACCTTTTGAGGCTTAGGGTTCCAGACTTTGATTTA 
T T AAAAT G C C C GT 

>GBEQ0130 |Acc|U92482|VerlU92482.1 GI : 3211710 1 Equus caballus interleukin-1 receptor 
antagonist (EqlL-IRA) mRNA, complete cds. 

TTGTGGCCACAGGATGGAAATCCGCAGGCGTTCTGTCAGACACCTAATCTCTCTCCTCCTTTTCTTGCTC 
TACTCAGAGACAGCCTGCCACCCTTTGGGGAAGAGACCCTGCAAGATGCAAGCCTTCAGAATCTGGGATG 
T TAACCAGAAGACCTT CTACATGAGGAATAACCAACT AGTTGCTGGATACT T GCAAGAATCAAATACTAA 
ATTACAAGAGAAGATAGATGTGGTGCCCATTGAGCCTGATGCTCTATTCCTGGGACTCCATGGGAGGAAG 
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CTGTGCCTGGCCTGTGTCAAGTCTGGTGATGAGATTAGGTTCCAATTGGAGGCAGTTAACATCACTGACC 

TGAGCAAGAACAAGGAGGAGAACAAGCGCTTCACCTTCATCCGCTCAAACAGTGGCCCCACCACCAGCTT 

CGAGTCTGCCGCCTGCCCTGGCTGGTTCCTCTGCACGGCGCAGGAGGCAGACCGGCCCGTCAGCCTCACC 

AACAAGCCCAAAGAGTCCTTCATGGTCACCAAGTTCTACCTCCAGGAGGACCAGTAGAACTGCCCGTAGC 

TCCGCTTCCCCTATTCCCAGCATGTCGATGCATCCAGAGACTGCCTCTCCACCCCAGGGTCTCCTGGGGC 

TCTGAGGAGCAGCCTTGGCAGGGTGGGCCCTCAG2\AGGAGGTACACGAGCCCTCGTAACAGGACTCTGTC 

TCCAGCCTCCTCAGCTATCCACCCTCCATGCTGCTTCCACCATGGTCCTTTCTAAAGTGCAGCTCAAACC 

ACGGCCCTACTTAAAGCCCTTCAGTGTCGTCTGTACCTTCAGGATAAAATCCGGGCCACCTGGCCAGCCT 

GGATGCCTTCTGCTCTCGTCTGTCAAGTGTTCGTTGTCCCTCACCCCACTGTCCCTGCCCGAGATCCCTC 

AGGCCACTCACTGGCCCCCCACCAATGGCTCTCATACCTTGTTTTGGAATCTGATGCTGTTCTGTAGGGA 

AGACTTTTAGAGTCTGTGGCAAAATGGAAAATAAGAATTTCATGAAACTTTCTAAAGCCAGCTTTATCCA 

ATTTGAAGGAGAGTCCTTTATTTGGAGATTATTTCCTTTTTGCAAAGGGGTGGGGATCAAAATATTCCTG 

TGTTTGTGAAGTGATAGTGAAGGGAGGTTCCCTTGTTAGTGTCCATTCTTGTTTTTGTAATACCCTAACC 

GGTAAAAATGAACAGTTAGTGTACTATGTTTGTCCCTTATTCTTTTCTTTGTGAAACGTTTCCTGTAAGT 

CTGGACCCACTGCCCGGGCCTGAGCACCACCTCCATTGCAGACCTTTCACAGCTGCCCACAGTGCTTTCC 

CCTCCCATCAAAGGTTCCCCTGCTCCCACGGCACAGAACAAATGTGGCTCCTCCAAGGCCTTTCCTGATC 

TCCCGGGAGGAATGAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCTGAAACTTGTTTGAAAGGTG . 

GTTATGCCTCTGTCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGACATGACTGGCATGTGTC 

TCAGCTTCCCCCAGGGCCAAGCACATGGCCTGTTTTACAATAAAACCTTGAAATTCAAAAAAAAAAAAAA 

AAAA 

>GBEQ0131 |Acc[U92481|Ver|U92481.1 GI : 3211708 | Equus caballus interleukin-1 beta mRNA, 
complete cds . 

CGCCACTCCAGGATTCTGTTCTCTCCAGCCAGTCTTCAGTGCTCAGGTTTCTGAGGCAGCCATGGCAGCA 
GTACCCGACACCAGTGACATGATGACTTACTGCAGCGGCAATGAGAATGACCTGTTCTTTGAGGAGGATG 
GCCCAAAACAGATGAAGGGCAGCTTCCAAGACCTGGACCTCAGCTCCATGGGCAATGGGGGCATCCAGCT 
TCAATTCTCCCACCAACTTTACAACAAGACTTTCAAGCATGTCGTGTCAATCATTGTGGCTATGGAGAAG 
CTGAAGAAGATACCCGTTCCCTGCTCACAGGCCTTCCAGGATGATGACTTGAGGAGCCTCTTTTCTGTCA 
TCTTTGAAGAAGAACCCATCATCTGTGACAACTGGGATGATGATTATGTGTGTGATGCAGCTGTGCATTC 
AGTGAACTGCAGACTCCGGGACATATACCATAAATCCCTGGTGCTGTCCGGTGCATGTGAGCTGCAGGCT 
GTCCACCTCAACGGAGAGAATACAAACCAACAAGTGGTGTTCTGCATGAGCTTTGTGCAAGGAGAAGAAG 
AGACTGACAAGATACCTGTGGCCTTGGGCCTCAAGGAAAAGAACCTGTACCTGTCTTGTGGGATGAAAGA 
T GGGAAGCCCACCC TACAGCTGGAGACAGT AGACCCCAATACT TACCCAAAGAGGAAAAT GGAAAAGCGA 
TTTGTCTTCAACAAGATGGAAATCAAGGGCAACGTGGAATTTGAGTCTGCAATGTACCCCAACTGGTACA 
TCAGCACCTCTCAAGCAGAAAAAAAGCCTGTCTTGCTAGGAAATACCAGAGGCGGCCGGGACATAACTGA 
CTTCAT CATGGAAATCACCTCT GCCTAAGAATAC TACAT CCAGAGAGT CCACGTGTGAT GAATACAGC T T 
AAGGGTGGCAGAGGGGAATAGAAGGGTTTGAACATGCTGCAGGCTGCACTTCACTGTTGTCTAATCAATG 
CCCAGCTGCCT TCCCTATAT TAGTGC TAAGGAGAGCT CCTGCCCAGCAGGCGGGTGGAGCAGCCCCGTTT 
CCCAGAGCCAATCCTCAGACCCCCTCTGCTGAGCAGGGCCCTCTCACCTCTGCTACTCACTCAAAGTCAG 
CCTGGTGGAAACTTCTGCACTTCAGTTCAAAGAAACCCTCTGTCGTTTGCACCCAGCTTCTGATGAGCAA 
CTGCTTAATTATTTATTTATTTATTTATTGGTGGGTTAGTCTATTTAATTTAATTCAAGGTGGCCAGGAA 
GCAGCACTGTCTGTGAATGAGCCCAATCTTCAACATCTATGGAACCAGTTTAATTTGGACTAGTGTACCA 
TGTTTATACCAAGTCC T TT TACCAAGCCT GAAAATAT GTCAGCT CAGATTAT TTAAATAGGAATAT TTAT 
GAGGAAAGAAGCAT GATCACAACTGTT TCAATGAT T CT GAAATAAATT TTGCGGAAAAAAAAAAAAAAAA 
AAA 

>GBEQ0132 |Acc|U92480|Ver IU92480.1 GI : 3211706 | Equus caballus interleukin-1 alpha mRNA, 
complete cds - 

GTCATTTCACTGGCACTTGAGTCGGCAAAGAAATCAAGATGGCGAAAGTCCCTGACCTCTTTGAAGACCT 
GAAGAACTGTTACAGTGAAAATGAAGACTACAGTTCTGAAATTGACCATCTCTCTCTGACTCAGAAATCC 
TTCTATGATGCAAGCTATGACCCACTTCCTGAGGACTGCATGGATACATTTATGTCTCTGAGCACCTCTG 
AAACCTCTAAGACATCCAAGCTGAACTTCAAGGAGAGCGTGGTGCTGGTGGCAGCCAACGGGAAGACTCT 
GAAGAAGAGACGGTTGAGTTTAAATCAGTTCATCACCAATGATGACCTGGAAGCCATTGCCAATGATCCA 
GAAGAAGGAATCATCAAGCCCCGATCAGTACATTACAACTTCCAGAGCAATACAAAATACAACTTTATGA 
GGATCGTCAACCACCAGTGTACTCTGAATGATGCCCTCAATCAAAGTGTAATTCGAGACACATCAGTTCA 
ATATCTTGCGACTGCTGCATTAAATAATCTGGACGACGCAGTGAAATTTGACATGGGTGCTTATACATCA 
GAAGAGGATTCTCAACTTCCTGTGACTCTAAGAATCTCAAAAACTCGACTGTTTGTGAGTGCCCAAAATG 
AAGATGAACCCGTACTGCTAAAGGAGATGCCTGACACACCCAAAACTATCAAAGATGAGACCAACCTCCT 
CTTCTTCTGGGAACGTCACGGCTCTAAGAACTACTTCAAATCGGTTGCCCATCCAAAGTTGTTTATTGCC 
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ACAAAGCAGGGAAAACTGGTGCACATGGCAAGGGGGCAACCCTCTATCACTGACTTTCAGATATTGGACA 
ACCAGTTTTGACTCTGGAGTCTACTCACTTGTGAAGTGTTGACAGTCTGTATGTACCATGTACATGAAGG 
AGTCGAATCCTTTACTCTCAGTCACTTGCTGAGCATGTGCTGAGCCTCTGTAATTCTAAATGAATGTTTA 
CTCTCTTTGTAAGAGAGGGAGCAAGGTCTAGTGGAACCAACATTAACATATAATGTTGTCTGTTATTTAA 
AGAACACCCTATACTTTGCAAAGTACCAATCATTTTAATTATTACTCTTCATAACAATCTTGGGAGGACC 
ATGGCTACTAAAAAGACTTTACCCATATTACAGATGGATTAACTAAGGCATGAGAAAACTAAGAAATACC 
CACAATAGCAGCTGGAATGAGAAGCCATAGACCCAGGATTTCATTTCAACTGCTTCAACTTCTGCTTTTT 
CATTGCTTGATGGACCCTTAATCAAATACTGAAAGTTTTGGGGACTTCAGTTAGATCATCTTCAAAACAG 
AGGAAATTATACCTATACCCTTCCTGCCTCAACAATATTTTGTGCCAACCAATGAGATCATTTTAGTAAA 
ACGCTTCTTAAAGTTGAGCCTCAAGAAGAAGGCAAAGCATGAAATATTAAGTTATTATTTATATATTTAT 
AT AT AT AT T T ATAAGTATAT T GT TAAAGATAAT T ATATTATTAT AT T TATGGCAGT CCT T G TAATCT C T G 
AGTGTGACCAGGCATTATCAATCGCAGTAGACAGTGTTTTCCAGGCTGAGTGAGTTTGAGTGAGTTACAC 
TAAGGCACTTTGGTCCCAGTTGTACTTTTCCATTGCCATGAAGCTCTGTATTCTAGTACCTGAGAGCCCA 
GTAAT TAT G AT AGT AAAT T T AC AT TAAT T AAAAAAAAAAAAAAAAAAA 

>GBEQ0133 IAcc!L49414 | Ver ) L4 94 14 . 1 GI : 1477385 | Equus caballus IgM constant region mRNA, 
3 f end. 

GAGAGTACGAAGACCCCAGATCTCTTCCCCCTCGTCTCCTGTGGGCCCTCTCTTGATGAGAGCCTGGTGG 
CTGTGGGCTGCCTAGCCCGGGACTTCCTACCCAACGTCATCACCTTCTCCTTGGAACTACCAGAACAACA 
CTGTAGTCAGTATCCAGGACATCATGAATTCCCGTCGGTCCTGAGAGAGGGCAAGTACTCGGCCAGCTCC 
CAGGTGCTCCTGCCCTCCGGGGACGTCCCCCTGGTATGCACTGTCAACCACTCCAACGGCAACGAGAAAG 
TGGAAGTGAGGCCCCAAGTACTCATCCAAGACGAGTCCCCAAATGTGACCGTCTTCATCCCGCCACGCGA 
TGCCTTCACCGGCCCTGGCCAGCGCACATCCAGGCTCGTCTGCCAGGCCACGGGCTTCAGCCCCAAGGAG 
ATCTCTGTGTCCTGGCTGCGTGATGGAAAACCCGTGGAGTCAGGCTTCACTACGGAAGAGGTGCAGCCCC 
AGAACAAAGAGTCCTGGCCGGTGACCTACAAAGTCACCAGCATGCTGACCATCACCGAGAGCGACTGGCT 
CAACCAGAAGGTGTTCACTTGCCATGTGGAACACACAGGCGGGTCCTTCCAGAAGAACGTGTCGTCCATG 
TGCAGCCCCATTCACCAGTCCCCCATCCAAATCTTCGCCATCCCTCCCTCCTTTGCTGGCATCTTCCTCA 
CCAAGTCGGCCAAGCTGTCCTGCCAAGTCACAAACCTGGGCACCTATGACAGCCTGAGTATCTCCTGGAC 
GCGCCAGAATGGTGAGATTCTGAAAACCCACACCAACATCTCTGAGAGCCACCCCAACGGCACCTTCAGC 
GCCCTGGGCGAGGCCACCATCTGCGTGGAAGACTGGGAGTCGGGCGACGACTACATATGCACGGTGACCC 
ACACAGACCTGCCCTTCCCGCTGAAGCAGGTCATCTCCAGGCCCGACGCAGTTGGCAAGCACCCGCCCTC 
CGTCTACGTGCTGCCACCACACCGGGAGCAGCTGAGTCTGCGGGAGTCGGCCTCCATCACCTGTCTGGTG 
AAGGGGTTCCTCACCCCCCCGGACGTGTCCGTGCAGTGGCTTCAAGAGGGGCAACCCCTGTCCCCCGACA 
AGTATGTGACCAGCGCCCCGATGCTTGACCCCAGCCCCCAGGCTTTGTACTTCGTCCACAGCATCTTGAC 
CGTGAGCGAGGAGGACTGGAGCTCTGGGGAGACATACACCTGCGTCGTGGGCCATGAGGCCCTGCCCCAC 
GTGGTGACCGAGAGGACCGTGGACAAGTCCCACTGTAAACCCACCCTGTACAACGTGTCCCTGGTCATGT 
CTGACATGGCCAGCACCTGCTACTGACCTGGTCCACCCTGCGCAGGGGTACCTGGAGTCTCTGGGGGACC 
CATCGCTCTGTGTGTGCATGCATGCAGACTAACCAAGTCAATGGGGTGAGGAGTAGCATTTTATCTCGAG 
CC 

>GBEQ0134 |Acc|AF0830651Ver|AF083065.1 GI : 34 93134 j Equus caballus calcyclin (CACY) mRNA, 
complete cds. 

CCGCTCCGTCTGCGCTTCGCTGCGGCCCCGGCTCTGAGTCCAGCCTTCAGCCATGGCGTGCCCCCTGGAT 
CAGGCCATCAGCCTCCTCGTGGCTATCTTCCACAAGTACTCCAGCAGGGAGGGCGACAAGAACACCTTGA 
GCAAGGGTGAGCTGAAGGAGCTGATCCAGAAGGAGCTCACCATTGGCGCTGAGCTGGAGGACTCGGAAAT 
TGCAAAGCTGTTGGATGACCTGGACCAGAACAAGGACCAGGTGGTGAACTTCCAGGAATATGTCACCTTC 
CTTGGGGCTTTGGCTATGATATACAATGAAGTCCTCAAGGCCTGCAGTTAAGTTGGCAAAGTGGAGACAC 
ACTCTAGTGGGCTTGTCTGAGTCAAATCCAGTGGTTGTTAATTGTACAATAAATATTCTTTTTGGTCGAA 
TCT 

>GBEQ0135 )Acc|Y09440|Ver|Y09440.1 GI : 34 45273 | Equus caballus mRNA for preprogastrin . 

CCATCCGCAGCTTCTCCCACGTCCCATCTCTGCAGACAAGATGCGGCGACTGTGTGTGTATGTGCTGATC 

TTTGCGCTGGCTCTGGCCGCCTTCTCCGAAGCTTCTTGGAAGCCCTGCTCCCAGCTGCAGGACGCACCCT 

CAGGTCCAGGGGCCAATAAGGGCCTGTACCCGCATTGGCCAGACCAGCTGGACAGGCTGGGCCCAGCCTC 

TCATCACCGAAGGCAGCTGGGGCTCCAGGGTTCCCCACACTTGGTAGCAGACCTGTCCAAGAAGCAAGGG 

CCATGGCTGGAAAAAGAAGAAGCAGCCTACGGATGGATGGACTTTGGCCGCCGCAGCGCTGAGGAAGGGG 

ATCAAAGTCCTTAGAAAAAGCTTGGGAGCCCAGCCGGCTCCCACCCAGCCCAGCCCTGCCCTGTGAAAAA 

CCAACCAAAATAAAC TAGCT TCGGATGGATG 

>GBEQ0136 jAcc]AF019072|Ver IAF019072.1 GI : 3299893 | Equus caballus endothelin-B receptor 
(EDNRB) mRNA, complete cds. 
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GCGCGTTCCAGGGAAGAAAGTCCCCGCTCGTCGCTCTGCGCCTGGTGCGTCGGATCCGCGGAGAGTCTGA 
AAGCTGCGGAGCGGCCACCTGACGCTCACTGGAGCAGGCAGCAGCATGCAGCCTCTGCCAACCCTGTGTG 
GACGCGTTCTGGTGGCGCTGATCCTTGCCTGCGGCGTGGCAGGGGTCCAGGGAGAAGAGAGGAGATTCCC 
GCCGGCCAGGGCCACTCCGCCACTTCTGGGGTTTGAAGAGATAATGACGCCCCCGACTAAGACTTCCTGG 
CCGACGGGGTCCAACGCCAGCGTGCCGCGGTTATCAGCACCTCCGCAAATGCCTAAAGCAGGGAGGACGG 
CGGGAGCCCAGCGACGCACCCTCCCTCCTCCCCCGTGCGAAAGAACCATCGAGATCAAGGAGACTTTCAA 
GTACATCAACACAGTAGTGTCCTGCCTAGTGTTCGTGCTGGGCATCATCGGAAACTCCACACTGCTGAGA 
ATCATTTACAAGAACAAGTGCATGCGGAACGGCCCTAATATCTTGATCGCCAGCCTGGCTCTGGGAGACT 
TGCTGCACATCATCATTGACATCCCCATCAATGTCTACAAGCTGCTGGCGGAGGACTGGCCCTTTGGAGT 
CGAGATGTGTAAGCTGGTGCCTTTCATACAGAAGGCCTCCGTGGGCATCACTGTGCTGAGTCTGTGTGCT 
CTAAGTATTGACAGATATCGAGCTGTTGCTTCTTGGAGTCGAATTAAAGGAATCGGGGTTCCAAAATGGA 
CAGCAGTAGAAATTGTTTTAATTTGGGTGGTCTCTGTGGTTCTGGCTGTCCCTGAAGCCGTGGGTTTTGA 
TATGATTACCGCTGACTACAAAGGAAGTTATCTGCGAATCTGCCTGCTTCATCCCACTCAGAAAACAGCC 
TTCATGCAGTTTTACAAGAATGCTAAGGATTGGTGGCTATTTAGTTTCTATTTCTGCTTGCCATTGGCCA 
TCACTGCATTTTTTTATACCTTGGAGACCTGTGAAATGTTGAGAAAGAAGAGTGGCATGCAAATTGCTTT 
AAATGATCACTTAAAGCAGAGAAGGGAA.GTGGCGAAAACAGTATTCTGCCTGGTCCTTGTCTTTGCCCTG 
TGCTGGCTTCCTCTTCACCTCAGCAGGATTTTGAAACACACTCTTTATGATCAGAATGATCCCCATAGAT 
GTGAACTTTTGAGCTTTTTGTTGGTATTGGAATACATTGGCATCAACATGGCCTCCCTGAATTCCTGCAT 
TAATCCAATAGCTCTGTATTTGGTGAGCAAAAGATTCAAAAACTGCTTTAAGTGGTGCTTATGCTGCTGG 
T G C C AAT CAT T T G AAG AAAA&C AG T C C T T GG AAG AC AAG C AGT CAT G C T T AAAG T T C AAAG C T AAT GAT C 
ACGGATATGACAACT TCCGT TCCAG T AATAAATACAGCT CATC T T GAATGAAGGAATATT CACTTAATC T 
CAT CT TCT T TATT T T GGACAGAAGT CAT TAAGAC AGTGAGGC AT T TGCCAAAACAAAACAACTGT GT GT T 
TGCACAAAAT AATGTAAAAAT GTAAGACT GAT TAT T T T CT T AACACTCACAGT TACATATGAC AT T TTAT 
GAGC T GT TTACAGCACGAGAAGAAAAGCATCAAGAAT TAAAAGCCT CAT T GTGAAAGCC 

>GBEQ0137 |AcclU55216|Ver IU55216.1 GI : 1305528 | Equus caballus Mx protein homolog mRNA, 
complete cds . 

GGCACGAGTGGAGAACAGCTCTGCATTTCTGTCCAAGCAGTCAGCGGTCCATCGTCAAGTAAAGGAAGCT 
ATAT TGGAGAT AAC T GAACCGATAAAGGAAGAAGATGGT TCAT T CTGAAGCGAAAATGACAAGACCTGAT 
T CAGCT TCCGCAT CCAAGCAACAAT TACTAAAT GGAAATGCTGACATACAGGAGACAAAT CAGAAAAGAA 
GCATTGAGAAAAACCTGTGTAGCCAGTATGAGGAGAAGGTACGCCCATGCATTGATCTCATCGACTCCCT 
GCGGGCTCTGGGTGTGGAGCAGGACCTGGCCCTGCCTGCCATCGCCGTCATCGGGGACCAGAGCTCGGGC 
AAGAGCTCTGTGCTGGAAGCTCTTTCAGGGGTCGCCCTTCCCAGAGGCAGTGGTATTGTGACAAGATGTC 
CTCTGGTGCTGAAACTGAAAAGACTGGTGAAAGAAGATGAGTGGAAAGGCAAAGTCAGCTACCGGGATAT 
CGAGGTTGAGATTTCAAATGCTTTGGATGTGGAAGAGCAAGTCAGAAAAGCCCAGAATGTCCTTGCTGGG 
GAAGGAGTGGGAATCAGTCAGGAGCTAGTCACTCTGGAAGTCAGCTCTCCTCATGTCCCGGATCTGACCC 
TGATCGACCTTCCTGGCATCACCAGGGTGGCCGTGGGCAATCAGCCAGCCGACATCGGACGTCAGATCAA 
GACACTCATCAGGAAGTACATCCAGAGGCAAGAGACGATCAACCTGGTGGTGGTCCCCAGTAACGTGGAC 
ATCGCCACCACGGAGGCGCTGAGCATGGCTCAGGAGGTGGACCCCGAGGGAGACAGGACCATAGGAATCT 
TGACAAAGCCTGACCTGGTGGACAAAGGCACCGAGGAGCAGGTGGTAGACGTGGTGCGAAACCTCATCTG 
CCACCTGAAGAAGGGTTATATGATCGTCAAGTGCCGGGGCCAGCAGGACATCCAGGACCGACTGAGCCTG 
GCTGAGGCTCTGCAGAGAGAGAAGGCCTTCTTTGAGGAAAACCCATATTTCAGGGGCCTTCTGGAGGAAG 
GAAGAGCCTCGGTCCCCTGCCTGGCGGAGAGGCTGACCACTGAACTCATCACGCACATCAGTAAATCTCT 
GCCCCTGTTAGAAAATCAAATAAAGGAAAGTTACCAGAATCTATCAGACGAGTTACAAAAATATGGCACC 
GACAT CCCAGAAGATGAAACTGAAAAAACGT T CT TCCT GATAGT GAAAAT TACTACAT T T AAT CAGAAC A 
TCACCTCTTTCGTACAAGGGGAGGAACTTGTAGGACCCAATGACACTCGGCTGTTTAACAAAATCCGACA 
GGAGTTCCAGAAATGGAGTGGGGTGATTGAAAACAATTTCCGAAAAGGTGGCGAAGCTATCCGTAGACAG 
ATCT GGACAT TTGAAAATCAGTATCGTGGCAGAGAGCTACCAGGAT T T GT GAAT TACAGGACATT T GAGA 
CGATCATCAAACAGCAAATCCAGTTGCTGGAAGAGCCAGCCATTGATATGCTGCACAGGATAAGTGATCT 
GGTCCGGGATACCTTCACAAAAGTTTCAGAAAAAAATTTCAGTGAATTTTTCAACCTCCACAGAACCACC 
AAGT CCAAACTTGAAG ACAT TAAAT TAGAACAAGAAAATGAAGCTGAGAAGT CGATCCGACT CCACTT CC 
AAATGGAGAAGATCGTCTACTGCCAAGACCACGTTTACCGGGGCACGTTACAGAAGGTCAGAGAGAATGA 
AAT GGAGGAGGAGAAGAAGAAAAAAACAATCAACGTCTGGGGT CAAAACACT T CCACAGAGT CCTCGAT G 
GCAGAAATCTTGGAGCATCTCAACGCCTACCAGCACGAGGCCGGCAACCGCCTCTCGACCCACATCCCCT 
TGATCATCCAGTTCTTCGTCCTCCAGACATTCGGCCAGCAGCTGCAGAAGTCCATGCTGCAGCTCCTGCA 
GGACAGGGACACCTACGACTGGCTCCTGAAGGAGCGCAACGACACCTGTGACAAGAGGAAGTTCCTGAAG 
GAGCGGCTTGCTCGGCTGGCCCAGGCTCGGCGCCGGTTAGCCAAGTTCCCGGGTTAAATCGGGCTCTCTG 
TCTCAGCCTCATGTCTCCATGCACATCTCCAGGGAGCGGAGGCCCAGCATCT.CTCCCCAACAGCCACACC 
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ATCATTAGTTACCCATTCACAGATACCCGAGCGGTTACGGGTCAGGCTTGGTGGTCACTGTCTGTGCTTG 
TCCTTTAGTGGATAAGGATGCGCTAAGAACCTGTGATGAGCGATTTGGTTTCAAGCATTGAGACTAGAGC 
CCCGCCTTCATGTAGCATATGCTTTAGACTGAATGAGCAGTGCCATTTTCTGGTTAGGAGAAATGGTTTT 
CTACCCCCAGGATTGGTCCTCGTCTCCAGACTCTCTCCATCTCTTTATCAGAGACCGATGTACGTGCAGC 
ATCATGGAACGGTTATTTTCGGTTTTTTTGTGTTGTCCTTTCGCATACCCAGTGTTTTAGGCGTGTGAGT 
GCTGCTTGTGTGAATGCTTGTAGATGCCATGTTTCATCTATTTGTAATAAACTTTTTTCTACTAGAAAAA 
AAAAAAAAAAAAAAAAAA 

>GBEQ0138 |Acc|L38511|Ver|L38511.1 GI : 601911 | Equus caballus pregnancy-associated 
glycoprotein (PAG) mRNA, complete cds . 

GGCACGAGGTGGAAAGAAGAACAGAAGCATGAAGTGGTTTGGGGTCCTAGGGCTGGTGACCCTCTCAGAG 
TGCTTAGTCACAATCCCTCTTGTGAAGATCAAGTCTCTTCGAGAAAACCTCAGGGAGAAAGATATGTTGA 
AAGAATATCTGGAGAAATATCCCTTCCGTCTGACCCACAAGCTTCTCCACAAACATGCGGACTCAGGAGT 
AGCTTTTGAACCCATGAGGAACTACCTGGACATAGCCTACATGGGCATCATCAGCGTTGGAACCCCCCCT 
CAGGAATTCCAGGTCATCTTCGAGACGGGCTCGGCTGACCTGTGGGTGCCCTCCATCTACTGCTCCAGCC 
CGGCCTGTTCTAATCACAATACCTTCAACCCTCTGCGGTCCTCCACGTTTGTGGCCTCGGGCCAGCCCAT 
CAAACTCATCTACGGCACTGGGAAGATGTCAGGATTTGTCGGCTATGACACCATTAAGATTTCAAGCCTT 
GTCGACAGGAACCAAGCATTTGGCCTTAGTGTGGAGGAACCTGACAAGATCTTGGAACTCGCGACCTTCG 
ACGGCATCCTGGGCCTCAGCTACCCTAGCCTGAGTGTCAAAGGGGTCACCCCTGTCTTCGACAACCTGTG 
GAACCAAGGCCTCCTTTCTCAGAAGCTCTTCGCTTTCTACTTGAGCAGAAAGGGAAAGAAGGGCAGTGTG 
GTGATGTTTGGTGGCGTGGACCCTTCCTACTACACCGGAGAGCTGCACTGGGTGCCCGTGTCCAAACCCC 
TCTACTGGCAAATATCGATGGACAGCATCTCCATAAATGGGAAGGTTATTGCTTGTGATGGTGGCTGCCA 
GGCCATTGTGGATACCGGGACCTCACTGCTGCTTGGCCCACAAGATGCTGTCCTCAACATCCAGGAGATC 
ATCCAGGCCAGGCGCTCCACCAGTGGCGAGTACTTCATCGACTGTGACGCCGTCAACACCCTGCCCGACA 
TCCTCTTCACCATCGATGGCATCGGCTACCCAGTGCCGGCCAATGCCTACATCCAGAAGGATGCTGCTTT 
GGGCATCTGCTTCAGCAGCTTTGAAGGCAACGAGGACATCTCGAACAACTCGGAGGAGTGGATCCTGGGC 
GACGTCTTCCTGAGGCTGTATTTCACCGTTTTCGATCGGGAAAACGATAGGATTGGACTGGCTACTGCGG 
TATAAATGCAGAGGCCACCCCAGGAAGTAACCAGGCCGCCCCAAACACACACCCCCCACACACATTTGGG 
GCATTCCCACCCGGAGGTGCTGGCCCCAAATGTCTTTGGTGGCCTGCAGAGCCCTATTCTTGGTAGAGAA 
TAAAGATCTTATTTCCAATGGT 

>GBEQ0139 |Acc|AB010829|Ver|AB010829.1 GI : 3062844 | Equus caballus mRNA for follistatin, 
complete cds . 

TCGCGCGGGCGGCCGGCGGCGAGCGCGGGGCTGCGCCGGGATCGCTGCGCCCTCAGCCGCTCGCCTCTGC 
GACGCGCGCCGCTCGCCAGAGCCACCCGCCGCCGCGCCCGCTCCCCGCGCCGCCGCGCTCCTCGCCCCGC 
GCCTGCCCCCAGGATGGTCCGTCCCAGGCACCAGCCCGGCGGGCTTTGCCTCCTGCTGCTGCTGCTCTGC 
CAGTTCATGGAGGACCGCAGCGCCCAGGCTGGGAATTGCTGGCTCCGCCAAGCGAAGAACGGCCGCTGCC 
AGGTCCTGTACAAGACAGAACTGAGCAAGGAGGAGTGCTGCAGCACCGGCCGCCTGAGCACCTCGTGGAC 
CGAGGAGGACGTCAATGATAACACGCTCTTCAAGTGGATGATTTTCAACGGGGGCGCCCCCAACTGCATC 
CCCTGTAAAGAAACGTGCGACAACGTGGACTGTGGACCCGGGAAAAAATGCCGAATGAACAAGAAGAATA 
AGCCCCGCTGCGTCTGTGCCCCAGATTGTTCCAATATCACCTGGAAAGGCCCAGTCTGTGGGCTGGACGG 
GAAAACCTACCGCAACGAATGTGCGCTCCTCAAGGCCAGATGTAAAGAGCAGCCAGAACTGGAGGTCCAG 
TACCAGGGCAAATGTAAAAAGACCTGCCGGGATGTTAACTGTCCAGGCAGCTCCACGTGCGTGGTGGACC 
AGACAAATAATGCCTACTGTGTGACATGTAACCGGATTTGCCCAGAGCCCACCTCCTCTGAACAGTATCT 
CTGTGGGAATGATGGAGTGACCTACTCCAGTGCCTGTCACCTGAGAAAGGCTACCTGCCTGCTGGGCAGA 
TCGATTGGATTAGCCTATGAGGGAAAGTGTATCAAAGCAAAGTCCTGTGAAGATATCCAGTGCACTGGTG 
GAAAAAAATGTTTATGGGATTTCAAGGTTGGCAGAGGCCGGTGCTCCCTCTGTGATGAGCTGTGCCCTGA 
CAGTAAGTCTGAGGAGCCTGTCTGTGCCAGTGACAATGCCACTTACGCCAGCGAGTGTGCCATGAAGGAA 
GCTGCCTGCTCCTCAGGTGTGCTGCTGGAAGTAAAGCATTCCGGATCTTGCAACTCCATTTCGGAAGACA 
CCGAGGAAGAGGAGGAAGATGAAGACCAGGACTACAGCTTTCCTATATCTTCCATTCTAGAGTGGTAAAC 
CCTCCGCCCATGTTCAGTGTTGATATAGCCTTTGGGCAGAAAAAAAAAAAAAAACAGGAAAGAAAAGAAA 
AAATATATTGTCCATACTGTAAATAAGTGTATGCTTATTTATTTGGGGGGAAAAGTATACATAAAGGACC 
TTTGTCCTAAAGCTGTCTCCCAGGCCACCTTGT TACT CAT TGGACCCGGAGAGGCGGTCATTGTGAGGTC 
TACTGGATGAGGCCCATAGTTGAGAATTGTAGACATTTATTTATACTGTGTCATGTTTTATAATTTATAC 
ATAAAATGTCTGGTTGACTGTACACCTTGTTTTTGAAGAAATTTATTCGTGAAAGGAAGAGCAGTTGTTA 
TTTATTGTGAGGTCTCTTGCTTGTAAAGTAAAAGCTTTTTTTTTCCTTGTAAACCATTTAAGTCCATTCC 
TTACTATTGACTCACTCATCTGTCTCCCTTCATTTCACTGTTGTTAGACTCTTTTCCACTTTAACAAACT 
TGCATGTCAGTTTCTGTCATGTTTATTTATTGGATTCTCTGCTGCCTGTTCTGTACATACATGATCCCTC 
GGGTTTTGTTTACAAGGAATCTTGACTGACCAAAAGGCATTATAACTCTGACTTAAATAGAAGGTACAGA 
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GAATACATCTTGGGGGAAACTCCTATTTCAGTTCTCATGTCGTGACAAAGACTTCTGTGAGAGAGGGGGT 
GATAGCAATGT T AGAAT T CT AG T AACGTACC T T CAAGAT GT TACAGAT C CAAAGAGAT T GAGT GAT AT GG 
GTGTCGGGAGACTGAAGGGAGCAGAATGCTACACTTTCAGCCTTTCATTAGGTGTTTCCTTTAAGCTAGT 
CTGCTGTACCTTTTAAATCAGTTCTTTTTCAACCAGTGTGTCACTAAAAGTTATATCAAAGCTTTATCAG 
TTCAAGTTTCTTGCTTTTCATAATACTTTTTTCTGATGCAATTTTATATTTTCAAACATGGCAAGTTAAA 
TATAAATTCATTTAAATATATAGTTTTGTACTTTTCTACCATGTAAATGTGCAATGTATATAAAAGTTAT 
AAT GT GTAT T T GTAAATAAATGAT GAGT GAAAAAATAAAAAAATT T T AAAAAGCC 

>GBEQ0140 |Acc|U31699|Ver|U31699.1 GI: 1592834 | Equus caballus gelsolin mRNA, complete cds . 

CCCAGCAGCATGGTGGTAGAACACCCCGAGTTCCTCAAGGCGGGGAAGGAGCCTGGCCTGCAGATCTGGC 

GCGTGGAGAAGTTCGACCTGGTGCCCGTGCCCCCCAACCTTTACGGAGACTTCTTCACAGGTGACGCCTA 

TGTCATCCTGAAGACGGTGCAGCTGAGGAACGGGATCCTGCAGTACGACCTCCACTACTGGCTGGGCAAT 

GAGTGCAGCCAGGATGAGAGCGGCGCGGCCGCCATCTTCACCGTGCAGCTGGATGACTACCTGAACGGTC 

GGGCTGTGCAGCACCGCGAGGTCCAGGGCTTTGAGTCGGCCACCTTCCTTGGCTACTTCAAGTCTGGCCT 

CAAGTACAAGAAAGGAGGTGTGGCATCAGGATTCAAGCATGTGGTGCCCAATGAGGTGGTGGTGCAGAGG 

CTCCTCCAGGTCAAAGGGCGGCGTGTGGTCCGTGCTACCGAGGTGCCCGTATCCTGGGAGAGCTTCAACA 

ATGGCGACTGCTTCATCCTGGACCTGGGCAACAACATCTATCAGTGGTGCGGCTCCAAAAGCAACCGATT 

TGAGAGGCTGAAGGCCACACAGGTGTCCAAGGGCATCCGGGACAACGAGCGGAGCGGCCGGGCCCAAGTG 

TCCGTGTTTGAGGAAGGCGCTGAGCCCGAGGCGATGCTCCAGGTGCTGGGCCCCAAGCCAACTCTGCCCG 

AAGCGACTGAGGACACAGTCAAGGAGGATGCGGCCAACCGCAAGCTGGCCAAGCTCTACAAGGTCTCCAA 

TGGCGCGGGCCCCATGGTGGTCTCCCTTGTGGCTGATGAGAATCCCTTCGCCCAGGGGGCCTTGAGGTCA 

GAGGACTGCTTCATCCTGGACCACGGCAAAGATGGGAAAATCTTTGTCTGGAAAGGCAAGCAAGCCAACA 

TGGAGGAGAGGAAGGCTGCCCTCAAAACGGCCTCCGACTTCATCTCCAAGATGGACTACCCCAAGCAGAC 

CCAGGTCTCCGTCCTTCCCGAGGGCGGTGAGACCCCGCTGTTCAGGCAGTTCTTCAAGAACTGGCGGGAC 

CCGGACCAGACGGAAGGCCTGGGCTTGGCCTATCTCTCCAGCCACATCGCCCACGTGGAGCGCGTGCCTT 

TCGATGCCGCCACCCTGCACACCTCCACTGCCATGGCCGCCCAGCATGGCATGGATGACGACGGCACAGG 

CCAGAAACAGATCTGGAGAGTCGAAGGGTCCAACAAAGTGCCCGTGGACCCCGCCACCTACGGGCAGTTC 

TACGGTGGGGACAGCTACATCATTCTGTACAACTACCGCCACGGCAGCCGTCAGGGACAGATCATCTACA 

ACTGGCAGGGCGCCCAGTCCACCCAGGATGAGGTCGCTGCGTCTGCCATCCTGACCGCCCAGCTAGATGA 

GGAACTGGGAGGTACCCCTGTCCAGAGCCGTGTGGTCCAAGGCAAGGAGCCTGCCCATCTCATGAGTCTA 

TTTGGCGGGAAGCCCATGATCGTCTACAAGGGTGGCACCTCCCGCGAGGGTGGGCAGACGGCCCCCGCCA 

GTACTCGCCTCTTCCAGGTCCGGGCCAGCAGCTCTGGAGCCACCCGAGCCGTTGAGATAATCCCCAAGGC 

CGGCGCGCTGAACTCCAACGATGCCTTTGTCCTGAAAACTCCCTCGGCTGCCTACCTGTGGGTGGGTGCA 

GGAGCCAGCGAGGCGGAGAAGACGGGGGCCCAGGAGCTGCTCAGGGTGCTGCGGGCCCAACCTGTGCAGG 

TGGCAGAAGGCAGCGAGCCAGACAGCTTCTGGGAGGCCTTGGGTGGGAAGGCCACCTACCGCACGTCCCC 

GCGGCTGAAGGACAAGAAGATGGACGCCCACCCTCCTCGCCTCTTTGCCTGCTCCAACAAGATTGGACGT 

TTTGTGATCGAAGAGGTCCCTGGCGAGTTCATGCAGGAAGACCTGGCCACTGATGACGTCATGCTCCTGG 

ACACCTGGGACCAGGTCTTTGTCTGGGTCGGAAAGGATTCTCAAGACGAGGAAAAGACGGAAGCCTTGAC 

CTCTGCTAAGCGGTATATCGACACAGACCCAGCTCATCGCGATAGGCGTACCCCCATCACCGTCGTGAAG 

CAAGGCTTTGAGCCTCCGTCCTTCGTGGGCTGGTTCCTCGGCTGGGATGACAGCTACTGGTCTGTGGATC 

CCTTGGACAGGGCCTTGGCTGAGCTGGCTGCCTGA 

>GBEQ0141 |Acc|AF047520|Ver|AF047520.1 GI : 2906239 | Equus caballus motilin precursor, mRNA, 
partial cds . 

TTTGTTCCCATCTTCACCTACAGCGAACTCCAGAGGATGCAGGAGAAGGAGCGGAATAGAGGGCAAAAGA 
AATCCCTGGGCCTCCAGCAGAGGTCTGAGGAGGTGGGCTCTCTGGACCCCACAGAGGCCGCGGAGGAAGA 
AGGAAAGGAAGTTATCAAGCTGACTGCTCCTGTGGAAATTGGAATGAGGATGAACTCCAGGCAGCTGGAA 
AAGTACCGGGCCGCCCTGGAAGGGCTGCTGAGCGAGGTGCTGCTATCCACACAGAACGCAGCCAAGTGAC 
GGCCGCTCCAGGGAGAAGATGGATGGATCCAGCGGCCCCCTCCCACCCGAGGGAGGCCCCGTCATCTGCA 
TAGCCCGTCAGCTGGGCTTGGAAGGAAGACACGCTCTCCCAAGAAAATCCCCCTCCAGCAAATAAAGGGT 
GAAATATAC 

>GBEQ0142 |Acc|AJOO14OOlVerlAJOO140O.l GI : 2388784 | Equus caballus mRNA for cysteine-rich 
secretory protein-3 . 

GAGACCTTTCTTCTTCCTACAAGTAAAGCAGATGCTTCACCTTGCTCTGAGAACCAACATGGCATTATTA 
CCAGTGTTGCTGTTTCTGGCTGCCGTGTTGCTTCCATTCTTTCCTGCAAGTGGACAGGATCCAGGTTTTG 
CTGCT T T GTCAATCACCAAAAGCGAAGTCCAAAAAGAGAT T GTAAAT AAACACAATGACCTAAGGAGAAC 
AGTCTCTCCACTTGCCAGTAACATGCTAAAGATGCAATGGGACAGCAAGACAGCAACAAATGCCCAAAAC 
TGGGCCAACAAGTGCCTTCTCCAACACAGTAAAGGAGAAGATCGCGCAGTCGGTACAATGAAATGTGGTG 
AGAATCTCTTTATGTCGAGTATACCTAATTCCTGGTCAGATGCAATCCAAAATTGGCATGATGAGGTCCA 
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TGATTTTAAATACGGCGTGGGCCCAAAGACTCCCAATGCAGTAGTTGGACATTATACCCAGGTTGTTTGG 
TACTCATCTTACCGTGTTGGATGTGGAATAGCCTATTGTCCCAAACAAGGAACTCTAAAATACTACTATG 
TTTGCCAATATTGTCCTGCTGGTAATTATGTGAATAAAATAAATACTCCTTATGAACAAGGAACACCTTG 
TGCCCGTTGCCCTGGTAACTGTGACAATGGACTATGCACCAATAGCTGCGAGTATGAAGATCTCGTTAGT 
AACTGTGATTCCTTGAAGAAAATAGCTGGCTGTGAACATGAATTGCTCAAGGAAAACTGCAAGACTACTT 
GTCAATGTGAAAACAAAATTTACTGAAGTTCCAGTGTGCATTGCGCAATACAAAGTGGAGAAGGGCTGCA 
TCCTTTTGTTGACACATACCAGAGGGAAATTATAGGCATGCTAGTTGCAAAGCTGATTCCAAACCGTAAT 
GCATCTTTTCTCTTGATCTTTACAGAAATCTCTTCCACACAATGATTTACAAAGCAGAGTAGTCTGTGAT 
GAC AACT T TGGC T T T GAT AT AAAT T T GGTACT T TAAATG TAAT AAAT TGAATCAAT TGGAGAT T T TGAAA 
GT TGT ATAACCAT AAGAC T TAGGT CCCTAGAACT T T GGAT TAAAACGAAGAAT T ACAT GT T TCT GAAACA 
ACATGCCCCCCCAAAATTTACAGACTAACAAATCATTGTTATTCCTAATACATGATTTTTTACCTGTATA 
AAGAATGAATTCAAAGATTGCAATGTACCTT TCT CTTATGGCCTCCTCTTTAAACAAAAG TAAT CAGTAA 
GAAT AAAGAACT TACCT AAGCAAAAAAAAAAAAAA 

>GBEQ0143 |Acc!AF041069lVerIAF041069.1 GI : 2773350 | Equus caballus fibronectin mRNA, 
partial cds . 

GGAGTATCTTGGTGCTATTTGCTCCTGCACATGCTTTGGAGGCCAGCGGGGCTGGCGCTGTGACAACTGC 
CGCAGACCTGGGGCTGAACCCGGTCACGAAGGCTCCACTGGGCACTCCTACAACCAGTATTCACAGAGAT 
ACCAGCAGAGAACCAACACCAATGTCACCTGCCCAATTGAGTGCTTCATGCCTTTAGATGTACAGGCTGA 
CAGAGATGATTCCCGAGAATAATATCTCCAACCCAGAGAAACCAGCGTGGACCTCTGCCAGAGTCCATCC 
AAACTGGAGTGACAACAGCAGACCCCATCTTAGAGTGTTTGTTTCTTTCTTAGGCCCTTTGCTCTGGAGT 
AACTTCTCCAGCTTCAGCTCACCTCACAGCTTCTCCGAGCATCACCCTGGGAGTGTTTTGAGACTTTTCT 
CATAAACGGGGGCAGTACATTGCCTCTTCTGCTCCAAAGTACTCACTACCGCTCAGTATTTTAAGTGAAA 
TGATTCTAACTCGTGATTTGGTTTGAGATCAATAGGGAAGCACACGCACCAACCAAGATGCAAAATGTAT. 
TGAAATGATATTACCAAAATTTTAAGTAGGAAAGTTACCCAAACACTTCTGCTTCCACTTAACTGTCTGG 
CCCGCGATATTGTAGGCATGTCCTTGGTTACTGTGATATTTAAAATATCCACAGTGCTCACTTTTTCCAA 
ATGATTCTAGTAATTGCCTAGGAATATCTTCCTCTTACCTATTATTTATCAATTTTCCCAGTATTTTTAT 
ATGGAAAAAAATTGTATTGAAGACACTTA 

>GBEQ0144 J Acc | AF038127 | Ver | AF038127 . 1 GI : 272394 6 1 Equus caballus dermatan sulfate 
proteoglycan II mRNA, complete cds. 

AGAGAAGCAGGAGGTTTTCAACCTAGTGACAGTCACAGAGCAGCACCTACCCCCTCCTCCTTTCCACACC 
TGCAAACTCTTTTGCTTGCGCTGAAAATTTAGTGTAATTACATCTCAGCTTTGAGGGCTCCTGTGGCAAA 
TCCCCGGATTAAAAGGTTCCTTGGTTGTGAAAATACATGAGATAAATCATGAAGGCAACTATCATTTTCC 
TTCTGCTTGCACAAGTTTCCTGGGCTGGACCATTTCAACAGAGAGGCTTATTTGACTTCATGCTAGAAGA 
TGAGGCTTCTGGGATTGGCCCAGAAGATCGCATTCATGAAGTTCTAGACTTAGAGCCTCTGGGACCAGTG 
TGTCCTTTCCGCTGTCAGTGCCATCTTCGAGTTGTCCAATGTTCTGATTTGGGTCTGGACAAAGTGCCCA 
AAGATCTTCCCCCTGACACCACGCTGCTGGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGAGA 
CTTTAAGAACCTGAAGAATCTTCATGCGTTGATTCTTGTCAACAACAAAATTAGCAAAATCAGCCCTGGA 
GCATTTACACCTTTGGTGAAACTGGAACGACTTTATCTGTCCAAGAATCATTTGAAGGAATTGCCAGAAA 
AAATGCCCAAAACTCTTCAGGAGCTGCGTGTCCATGAGAACGAGATCACCAAAGTGCGAAAAGCGGTGTT 
CAATGGACTGAACCAGATGATAGTCGTAGAACTGGGCACCAACCCACTGAAGAGCTCAGGAATTGAAAAT 
GGAGCCTTCCAGGGGATGAAGAAGCTGTCCTACATCCGCATTGCTGACACCAACATAACCACCATCCCTC- 
CAGGTCTTCCTCCTTCGCTTACTGAATTACATCTTGATGGCAACAAAATCACCAAAGTTGATGCAGCTAG 
CCTGAGAGGACTGAATAATTTGGCTAAATTGGGACTGAGTTTCAACAGCATCTCTGCTGTTGACAATGGC 
TCTCTGGCCAACACTCCTCATTTGAGGGAACTTCACTTGGACAACAACAAGCTTATCAAAGTGCCTGGTG 
GGCTGGCGGATCATAAGTACATCCAGGTTGTCTACCTTCATAACAACAATATCTCTGCAGTTGGATCTAA 
TGACTTCTGCCCACCTGGATACAACACCAAAAAGGCTTCTTATTCGGGTGTGAGCCTTTTCAGCAACCCA 
GTCCAGTACTGGGAGATCCAGCCATCCACCTTCCGATGTGTCTATGTGCGCTCTGCCATTCAGCTCGGAA 
ACTACAAGTAACTCCCAGGAAAGCCCTCATCTTTATAAGCTGGCAACATCCCGTTAATGTCATTGCTCAA 
AAAAAAAAAAAAAAAAAA 

>GBEQ0145 | Acc | AF035934 ! Ver | AF035934 . 1 GI : 2662530 | Equus caballus biglycan mRNA, complete 
cds . 

AGCAGGAGTGAGCAGCTGCTCTCTGACGGCCAGGACGACCCGACGGACAGACGCACGGACTGCCTGACAC 
CCAAGCCTGCCAACTAACCAAGCTGTGCCCGGCTGCTTCCCCTCCCCAGGCATGCCCACCATGTGGCCCC 
TGTGGCTCCTCGCATCCCTGCTGGCCCTGAGCCAGGCCCTGCCCTTTGAGCAGAAGGGCTTCTGGGACTT 
CACCCTGGACGATGGGCTGCCCATGCTGAATGACGAGGAGGCTTCGGGTGCTGACACGACCTCGGGCATC 
CCAGACCTGGACTCCCTCACACCCACCTTCAGCGCCATGTGTCCTTTCGGCTGCCACTGTCACCTGCGGG 
TCGTTCAGTGCTCCGACCTGGGTCTGAAGGCTGTGCCCAAGGAGATCTCGCCCGACACCACACTGCTGGA 
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CCTGCAGAACAATGAGATCTCTGAGCTCCGAAAGGATGACTTCAAAGGCCTCCAGCATCTCTATGCCCTC 
GTCCTGGTGAACAACAAGATCTCCAAGATCCACGAGAAGGCCTTCAGCCCCCTGCGGAAGCTGCAGAAGC 
TCTACATCTCCAAGAACCACCTGGTGGAGATCCCTCCCAACCTGCCCAGCTCCCTGGTGGAGCTCCGCAT 
CCATGACAACCGCATCCGCAAGGTGCCCAAGGGCGTGTTCAGCGGGCTGCGCAACATGAATTGCATAGAG 
ATGGGTGGGAATCCCCTGGAGAACAGTGGCTTTCAACCTGGAGCCTTCGATGGCCTGAAGCTCAACTACC 
TGCGAATCTCCGAGGCCAAGCTAACTGGCATCCCCAAAGACCTCCCAGAGACCCTGAATGAACTCCATCT 
GGACCACAACAAAATCCAGGCTATTGAGCTGGAGGATCTACTTCGCTACTCCAAGCTGTACAGGCTGGGC 
CTGGGCCACAACCAGATCCGCATGATCGAGAATGGCAGCCTGAGTTTTCTGCCCACCCTGCGGGAGCTGC 
ACCTAGACAATAACAAGCTGTCCAGGGTGCCTGCTGGCCTTCCCGACCTCAAGCTCCTCCAGGTGGTCTA 
CCTGCACACCAACAACATCACCAAGGTGGGCGTCAACGACTTCTGCCCCGTGGGTTTCGGGGTCAAACGG 
GCTTACTACAATGGCATCAGCCTCTTCAACAACCCTGTGCCCTACTGGGAGGTGCAGCCAGCCACCTTTC 
GCTGCGTCACCGACCGCCTGGCCATCCAGTTTGGCAATTACAAAAAGTAGAGGCAGCAGCAGCCACCATG 
CTGGCCTGGGCGGGGTGTCTGAGGAGCATAGCAGATGTTCTGAAGGGGGAGGCAGAGTAAGGGAGCAAAG 
CCAGTGCCCACCTGCACCCAACCCAGCCCTACCCTTGGTCCCTGGCCCCCACTAGCTTTCCCCTGATGCC 
TTCATCCTGGGTCCCAAGCGTGCAGGTGGGGAACAAGGCCCAGCCCCGATCACATGCTCCTCGGCTTCAC 
AGCTGCCCCTTCCCTCATTGTAGCCACTCAGAGGCACCCCCACAAAGCTTCCTTCCCATTCACCCTGAAA 
CCAAATGGTCCAAGGTTCCAGTCCACTAGGAAGATGGTCCCTGGATCTGGGGGGCAATAGAGGGCCAGCA 
GGGTATGGAGACAGCAAACCCCAGCAAGCCCACCCACCTGCCCGGCACACGTTCCTCCTTCTTGTGTCCT 
TCCAGCTTCCAACCCACCTTGGCCTGGCCTGCTACCCTTGGCCTCCCATGTCGCCCGCCTCACTTCTGCA 
AGTTTATAGCCCATCTATCCGAGCCTCCTTGATCTACTGGCCTCTGGACCAGTCCTCTCCCTCTCTGTCT 
GTCTCTCTGTCTGTCTCTCTCATTCTCCCTCTTGTCTCTCACATCCTTGGGCTGGGTTTGGTCTCTGTCT 
CACTGGGGCTCTGCCCAACCCCTACCCAGGCAAGCTGTGGGGGACGGAGAGCGGCCTGCCCTGCTTGGGC 
CTCACCCCCAAGCTTAGACAGTCTTGGTAGAGGCTGGTGAGTGAAGGCGCTGCATCCCGCATGCGCTCCA 
CAGGCAAGCGGGGAGCACAGGCCTGGTCAGACCCTGGGGGTCTGCCCCCGGGAGGGGCCCGCCATTCCAC 
CGGAATCCCCAGCATACTTTTCATTGTCTCCTTCCCCCCAAAAAATGGCTAGGTCTCCCCTCCCCTCACC 
TTCCAGCCCCTAGAGTGGCGGGAGTTTTGAGCAATCACACCCAGCTTGAGGAGGGGCTGCTTCTGAGGTC 
GGTGGTTGTCTTTCAATTAAAGAAACACTGTGCAATAAAAAAAAAAAAAAAAAA 

>GBEQ0146 | AcclAF034087 1 Ver | AF034087 . 1 GI : 2641647 | Equus caballus matrix metalloproteinase 
13 (MMP13) mRNA, complete cds . 

GCACGAGCAACCATTCAAGATGCACCCAGGTGTCCTGGCTGCCTTCCTCTTCTTGAGCTGGACTCGTTGT 
TGGTCCCTGCCTGTTCCCAATGATGATGATGATGATGATGACATGTCCGAGGAAGACTTCCAGCTTGCAG 
AGCGCTACCT GAAAT CATACTACTATCCCC T TAATCGT GCT GGAAT CC TGAAGAAGACTGCAGCGAACT C 
CGTGGTTGACAGGCTCCGAGAAATGCAGTCTTTTTTCGGCTTAGAAGTGACTGGCAAACTTGATGATAAC 
ACCTTAGACATCATGAAAAAACCAAGATGTGGGGTCCCTGATGTGGGTGAATACAATGTTTTCCCTCGAA 
CT C T CAAATGGCCTAAAAT GAATT TAACCTACAGAAT TGTGAAT TATACCCC TGAT CTGAGT CAT TCTGA 
AGT TGAAAAGGCAT TCAAAAAGGCCT TCAAAGT T T GGTCT GATGTCACACCTCTGAACTT TACCAGACT T 
TACAATGGCACTGCTGATATCATGATCTCTTTTGGAACTAAAGAGCATGGTGACTTCTACCCATTTGATG 
GACCCTCTGGTCTGCTGGCTCACGCTTTTCCTCCGGGGCCAAATTATGGTGGAGATGCGCATTTTGATGA 
TGATGAAACTTGGACAAGCAGTTCCAAAGGCTACAACTTGTTTCTTGTCGCTGCACACGAGTTTGGCCAC 
TCCTTAGGTCTCGACCACTCCAAGGACCCGGGAGCACTCATGTTTCCGATCTACACCTACACTGGCAAAA 
GCCACTTTGTGCTTCCTGATGATGATGTACAAGGGATCCAGTATCTCTATGGTCCAGGAGATGAAGACCC 
GAACCCTAAACATCCCAAAACACCAGACAAATGCGATCCTTCCTTATCCCTTGATGCCATCACCAGTCTT 
CGAGGAGAAACAATGGTCTTTAAAGACAGATTCTTCTGGCGCCTACATCCTCAGCTGGTTGATGCAGAGC 
TGTTTTTAACAAAATCATTTTGGCCAGAACTACCCAACCGTATTGATGCTGCCTATGAGCATCCTTCCAA 
AGACCTTATCTTCATCTTTAGAGGCCGAAAATTTTGGGCTCTTAATGGTTATGACATTCTGGAAGGTTAT 
CCTCAAAAAATATCTGAACTGGGATTTCCAAAAGACGTTAAAAAGATAAGTGCAGCTGTTCACTTTGAGG 
ACACAGGGAAGACTCTCTTCTTCTCAGGAAACCAGGTCTGGAGGTATGATGATACTAACCGTATGATGGA 
TAZ\AGACTACCCCAGACTAATAGAAGAGGAGTTCCCAGGAATTGGTGATAAAGTAGATGCTGTCTACGAG 
AAAAATGGTTATATCTATTTTTTCAACGGGCCCATACAGTTTGAATATAGCATCTGGAGTAACCGTATTG 
TTCGCGTCATGCCAACAAATTCTCTATTGTGGTGTTAAATGTCTTTTAAATATTGTTATTTAAATCATGG 
AAAGCATTTGGGATAATACTTCCAGTGATATGGGGGGGGATATGGGGGGGGTGGTGT'GCAGGGAGAAGAA 
GAGGTATCAGAGGAAAGCTTAGTTCTGTGAACGAGCTTTAGTAAGTTATCTTTGAATATGTAGTATCTAT 
ACAGCTATGCGTGGCTGGAACCACATTGAGTTTTAAAATAATGAAATTCAGTATCTCTAAGGATCATTAA 
TTCTTGTGTGCCATACAGAAGCAGCAGCTGACAGTATTTCCCACATTAAACATGGGACATATGGTCTGTC 
AAAGAGAGCTAGCATATT TTTAATATAT T TATAAGGAAACTT TGCAAAGACATAAAAGTAAATCACATTT 
ATATAGTTAATGAATCATCTTTATTGAAAAGTATAAAAATGGAATTGGGGGGAGCATATGGTAGCCTTAC 
ACCAACAAAGATAAATCAAGGGGAAATGTCTGTAATAAATATATTGTAAACGACTTTCCAAAGAAATGAC 
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TTGGGTTTTGCATTGAAAATATTGGATGTACATGTCCCTCTTCATATACACATTAGGGAAGTATAAAGTC 
ACTAATGATAGGAAACAAGGTCTAATGCTGAGGACAGTAGATGTGGCATTTGGATTCTCTTTAATTTTTC 
ACT GT T GACAAT GAG TCAAGGGC TACT CT CAAAGAAGACAAATAT T T T T T T GCATAT T TATAGAAGAT AA 
AGAAAGAAAATCTCTCTTTGCATCAATTTTTTCAGGTATTTCAAAAATATCAAAGTAAAGAATTAATATT 
GTTATCAAAATGATCTAAGACCACGGCATCACTTTTTAGAAAAACATTTGATTATTTAAGACTAAAAGTA 
GTGTTTTAACCCTATTTTATCAAGATATTTGTTTTAATTGTCCAGTGTACCTTGGATATATAGGCTATTT 
CTT AAAGAT ATAGACTAAAATATAT C TT ATAAAT T GGAAGTACAT ATGT T AAAAACGAGACATGCAAAAT 
GATGAAAGTAGTTCGTAAATTTGGTCCTCCTGAGGGTGTGGAACAGTGTCTTTTTTCTCTCCTTCTTTTG 
TCCCTCAGCACTTTTTACAGTGCCTGGAGCTGGGCACCTACTGAGTATATGAATGGCCATTGAGGGAAGA 
ATCAT TGTACT GAGAGAT CT T GTTCAT AAT GACT CAGGC AAATAAAAGAAAAT GTAT T T T GT TT GCAAAA 
TGTCTTAGGAAGTGTTTATATCGTTTATAATAAAAAAAAGACATTTTCAATGGAAAAAAAAAAAAAA 

>GBEQ0147 lAcc|D42165|Ver ID42165.1 GI : 24 63549 1 Equus caballus mRNA for interleukin-lb, 
complete cds . 

CTCAGGTTTCTGAGGCAGCCATGGCAGCAGTACCCGACACCAGTGACATGATGACTTACTGCAGCGGCAA 
TGAGAATGACCTGTTCTTTGAGGAGGATGGCCCAAAACAGATGAAGGGCAGCTTCCAAGACCTGGACCTC 
AGCTCCATGGGCGATGGGGGCATCCAGCTTCAATTCTCCCACCACCTCTACAACAAGACTTTCAAACATG 
CCATGTCAATCATTGTGGCTGTGGAGAAGCTGAAGAAGATACCCGTTCCCTGCTCACAGGCCTTCCAGGA 
TGATGACTTGAGGAGCCTCTTTTCTGTCATCTTTGAAGAAGTGGTGTTCTGCATGAGCTTTGTGCAAGGA 
GAAGAAGAGACTGACAAGATACCTGTGGCCTTGGGCCTCAAGGAAAAGAACCTGTACCTGTCTTGTGGGA 
TGAAAGATGGGAAGCCCACCCTACAGCTGGAGACAGTAGACCCCAATACTTACCCAAAGAGGAAAATGGA 
AAAGCGATTTGTCTTCAACAAGATGGAAATCAAGGGCAACGTGGAATTTGAGTCTGCAATGTACCCCAAC 
TGGTACATCAGCACCTCTCAAGCAGAAAAAAGCCCTGTCTTCCTAGGAAATACCAGAGGCGGCCGGGACA 
TAACT GAC T T CAT CAT GGAAAT CACCT CT GCC TAAGAATAC TACATCCAGAGAGTCCAC AT GTGAT G AAT 
ACAGCTTAAGGGTGGCAGAGGGGAATAGAAGGGTTTGAACATGCTGCAGGCTGCAC 

>GBEQ0148 |Acc|AB000201|Ver IAB000201.1 GI : 1777302 | Equus caballus mRNA for equine 
preprorelaxin, complete cds. 

GACAGCAGCTGCAGTGTCTAGACAAAGGCAGAAACGTCCAGAGCAGCCGAGATCAGGTCCAGGATGCGGC 
GCCTGTTCTTGTCTCACGTGCTAGGGGCCTGGCTGCTACTGAGCCAACTTCCTAGAGAACTCTCAGGCCA 
GAAGCCCGACGACGTTATTAAGGCATGCGGACGCGAATTAGCACGCCTGCGGATCGAGATCTGCGGCTCC 
CTCTCCTGGAAGAAAACGGTTCTGAGGCTGGAGGAGCCTGGGCTGGAAGCGGGACAACCCGTAGAAATTG 
TGTCATCCTCCATCAGCAAAGATGCAGAAGCTTTAAATACGAAGTTGGGACTCAATTCTAATTTGCCAAA 
AGAGCAGAAAGCAACACTGTCTGAGAGGCAGCCATCATGGAGGGAGCTGCTACAACAACCTGCATTAAAG 
GAT T CAAATCT TAACT TGGAAGAAT T TGAGGAAACCAT T CTGAAGACACAAAGT GAAGTAGAAGAT GAC A 
GT CTTTCAGAAT TAAAGAACCT AGGCT TAGATAAACAT TC T CGT AAAAAGAGAAT GAT T CAAC T GAGT CA 
TAAGTGTTGCTACTGGGGTTGTACCAGAAAAGAACTCGCCAGACAATGCTGAGATGAAGCTAATGATGCA 
TTTCATATAGATGTTCATGTGTGTTCTCAATGACACACTCACTGATGCCTCTGTCAACTGCGCTAATTAT 
TAGAATATGAGAAAT CAT TAT TAGTGT T TAGAT T T T T CAT T TGT T GT CTAAGAAAATAT T CCT TCAGT T A 
TTGCAGTGTCTGCTAATAAAACTCTTTATGC 

>GBEQ0149 [Acc|D50327|Ver|D50327.1 GI : 7 90961 | Horse mRNA for inhibin alpha subunit 
precursor, complete cds. 

GGTGAGCGATGGTGCCCCCACTGCCACTGCTGCTCCTCTTGCTGCTGGTTCCACAGGGTGGACATGGCTG 
CCAGGGGTCAGAGCTGGACCGGGAAATTGTCCTGGCCAAGGTGAGGGCCCTGTTCCTGGATGCCTTGGGA 
CCCCCGGCAGTGACTGGGGAAGGTGGGGATCCTGGAGTCAGGCGTTTGCCCCGAAGACATGCCCTGGGAG 
GCTTCGCGCGCAGGGGCTCTGAGCCCGAGGAGGAGGATGTCTCCCAGGCCATCCTTTTCCCAGCTTCAGG 
TTCCAGATGTGAGGATGAGCCAGCTGCAGGAGAGCTGGCCCAGGAGGCTGAGCAGGGCCTCTTCACATAC 
ATGTTCCGGCCATCTCAGCACATGCGCAGCCGCCAGGTGACTTCGGCCCACCTGTGGTTCCACACCGGAC 
TGGACAGGCAGGGCACAGCAGCCTCTAATAGCTCTGAGCCCCTGCTAGGCCTGCTGGCACTGTCATCTGG 
AGGTCCCATGGCTGTGCCCGTGACCTTGGGCCAGGCACCCCCTTGCTGGGCCGTGCTGCACCTGGCAGCC 
TCGGCCCTCCCTCTGCTGACCCACCCTGTCCTGGTGCTGCTGCTGCGTTGTCCTCTCTGTTCCTGCTCAG 
CCCGGCCTGAGGCCACACCCTTCCTGGTGGCCCACACTCGGGCCAGGCCACCCAGCGGAGGGGAGAGAAC 
CCGACGCTCGACTCCTCCACTGCCCTGGCCTTGGTCTCCCGCCGCGCTGCGCCTGCTCCAGAGGCCGCCA 
GAGGAACCCGCTGCCCACGCCAACTGCCACCGAGCGGCCCTCAACATCTCCTTCCAGGAGCTGGGCTGGG 
ACCGATGGATCGTGCACCCTCGCAGTTTCATCTTCCACTATTGTCACGGTGGCTGTGGGCTGTCTGCCCC 
ACCAGACCTGCCTCTGCCGGTCCCTGAGGTTCCCCCTACTCCTATCCAGCCCCTTTCTTTGGTGCCAGGA 
GCCCAGCCCTGCTGTGCTGCCCTCCCGGGGACCATGAGGCCCCTCCGTGTCCGCACCACCTCAGATGGAG 
GGTACTCGTTCAAGTATGAGATAGTGCCCAACCTTCTCACGCAGCATTGTGCTTGCATCTAAGAGTCTTG 
CTGGTGGCTGGGCCAACCTCTGTCGCCAGCTAGAGGAAGGGCAGAGTTCAGAAGATGGATGGTTCCCACT 
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TCCCTCTTCCTTCCACTTCTCTGTCTGAAGGCTCCTCTCCCCATCCCACCCCTGTCCCATGGGTAACATG 
TGACAAT AAACAGCGTAGT GCAT AT G 

>GBEQ0150 |Acc|U91947lVer IU91947.1 GI : 1928 883 | Equus caballus interleukin-5 (IL-5) mRNA, 
complete cds . 

ATGAGGATGCTTCTGCATTTGAGTGTGCTAGCTCTTGGAGCTGCCTACGTCTGTGCCCTTGCTGTAGAAA 
GTCCCATGAACAGACTAGTGGCAGAGACCTTGACACTGCTCTCCACTCATCGAACTCTGCTGATAGGCGA 
TGGGAACCTGATGATTCCTACTCCTGAACATAAAAATCACCAACTCTGCATTGAAGAAGTCTTTCAGGGA 
ATAGACACATTGAAGAATCAAACTGTCCAAGGGGATGCTGTGGCCAAACTATTCCAAAACTTGTCTTTAA 
TAAAAGGATACAT AGACCT CCAAAAAAAAAAGTGT GGAGGAGAAAGAT GGAGAGT GAAACAATTCCTAGA 
CTACCTGCAGGAGTTTCTTGGTGTAATAAACACTGAGTGGACAATAGAAGGCTGA 

>GBEQ0151 |AcclU85272|Ver|U85272.1 GI : 1815 684 j Equus caballus prepro IGF-Ia mRNA, complete 
cds . 

TCAGCAGTCT TCC AACCCAAT TAT TTAAGT GCT GCT T T T GT GAT T T CTT GAAGGTAAAGAT GCACAT CAT 
GTCCTCCTCACATCTCTTCTACCTGGCCCTGTGCTTGCTCACCTTCACCAGCTCTGCCACGGCTGGACCG 
GAGACACTCTGCGGGGCTGAGCTGGTGGACGCTCTTCAGTTCGTGTGTGGAGACAGGGGCTTTTATTTCA 
ACAAGCCCACAGGGTACGGCTCCAGCAGTCGGAGGGCGCCTCAGACAGGCATCGTGGACGAGTGCTGCTT 
CCGGAGCTGTGATCTGAGGAGGCTGGAGATGTACTGCGCACCCCTCAAGCCTGCCAAGTCGGCCCGCTCC 
GTCCGTGCCCAGCGCCACACCGATATGCCCAAGGCTCAGAAGGAAGTACATTTGAAGAACACAAGTAGAG 
GGAGTGCGGGAAACAAGAACTACAGAATGTAGGAAGACTCCCCTCGAGTGAAGAAGGACATGCCACCGGC 
GGGACCCTTTGCTCTGCACGAGTTACCTGTTAGACACCAGAAGACCTACCAAAAAAATAAGTTTGATAAC 
ATTTCAAAAGATGGGCATTCCCCCCAATGAAATACACAAGTAAACATTCCAACATTGTCTTTAGGAGTGA 
T TGT TAAAAGCT T TGCAC C T T GCAAAAAACGGTCC T GGAGT T GGTAGAT T CC TAT TGAT CTT TT AT CAAT 
AAT GT T C TATAGAGAAAAT ATAT ATAT AT AGATATCTATAT CT ATATCT ATATAT GTAT AT ATATATATC 
TTAGTCCCTGCCTCTCAAGAGCCACAAATGCATGGGTGTTGTATAGATCCGGTTGCACTAAATTTGTCTC 
TGAATCTTGGCTGCTGGAGCCATTCATTCAGCAGGCTTGTCTAAGTGG 

>GBEQ0152 |AccIS7 3527 | Ver | S73527 . 1 GI : 68 8 07 1 | epidermal growth factor [Equus 
caballus=horses, kidney, mRNA Partial, 27 4 nt] . 

GAATTCCTGCATCAATACCGAAGGGGGGTATGTCTGCCAGTGCTCGGAAGGCTACCGAGGCGATGGGATG 
CATTGTCTAGACTCGACTGTACCCTCCTCCCCCAGGGAGGATGGCCACTACTCTGTGAGAAATAGTTACC 
AGGAATGTTCCCAGTCCTATGACGGGTACTGCCTCCACGGTGGCAAGTGTGTGTATCTTGTACAAGTCGA 
CACACATGCGTGCAACTGTGTTGTTGGCTACGTCGGAGAGCGATGTCAGCACCAGGACTTGAGG 

>GBEQ0153 |Acc|U19381| Ver|U19381.1 GI : 625087 | Equus caballus complement protein C9 
precursor mRNA, complete cds, 

GGCCGTTCCACGGGGGCTGCCGCACTAGAGCAGCATGTCTGCAGGCCGGACATTCGCCTTTGCCATATGC 
ATTCTAGAAGTGAGTGTCCTGACAGCCGGGCCCACTCCCAATTATGCCCCAGAGCCAGAACAACAGAGTG 
GCACTCCATTGCCCATAGACTGCAGAATGAGCTCCTGGAGCGAATGGTCGGAATGTGACCCTTGCCTCAG 
ACAAATGTTTCGCTCAAGGAGCATTGAAGTCTTTGGACAATTTAATGGGCAAAGGTGCGTTGATGCTGTG 
GGAGACAGACGACAGTGTGTGCCCACTGAGGCCTGCGAAGAGGTTGAGGATGACTGTGGAAATGACTTTC 
AGTGCGGTACAGGCAGATGCATAAAGAAGCGACTTCTGTGTAACGGTGACAATGACTGCGGAGACTTTTC 
AGATGAGGATGATTGTGAAAATGACCCCCGTCCCCCATGCCGGGAGAGAGTGGTGGAAGAATCTGAGCTG 
GCGCGGACTGCAGGCTACGGGATCAACATCTTAGGGATGGATCCCCTAAGCACACCTTTTGACAACGAGT 
ACTACAATGGACTCTGTGACCGAGTTCGGGATGGAAACACCTTGACCTACTACCGCAAACCCTGGAACCT 
GGCT TCT TTGGC CTACGAAACC AAAGCT GATAAAAAT T TTAGAAT TGAACAT TAT GAACAACAGAT TCAA 
GCAT TCAGGAGT GT CATCGAAGAGAGGAGGTCACAT T T TAATGCAGAT T T CACACTAAAAT T TACACCTA 
CT GAAGCAAAAAAGTGTAAACAGGAACCTGAAGAAT C CT GTAAT GGAACAGACT CCTCAGAAAATAGAAT 
ATTTCGATTTGCATACTCCAAAAATGAAACTTACCAACTGTTCTTGTCATATTCTTCTAAGAAGGAAAAA 
ATGTTTCTGCATGTGAAAGGAGTAATCCAACTGGGAAAATTTGTGATGAGAAGTCGGGATGTCGTTCTGA 
CAACAACTTTCTTGGATGATATAAAAGCTCTGCCAACTGCCTATGAAAAGGGAGAATATATTGCATTTTT 
GGAAACCTATGGCACCCACTACAGTAGCTCTGGGTCTCTAGGAGGCCTCTATGAACTAATATATGTTTTG 
GATAAAGCATCCATGGACCAGAAAGGTGT T GAACT GAGGGACATACAGAGAT GCCT TGGGT T TAATCTGG 
ACT TATCTCT GAAGGATAAATATGAAGTCACAGCAAAGAT TGAT AAAAATGAT TGT T TAAAGAGGAATGA 
GAAGGAAAT TGTAAACAT CATGGATGGTAGCCTCAT AGATGAT GTT ATT T CACTCATAAGAGGAGGAACC 
AGAAAATATGCGTTTGAACTGAAAGAGAAGCTTCTCAAAGGAGCCAAGACGGTTAATGTGACTGACTTTG 
TAAATTGGGCCTCTTCCTTAAATGACGCTCCAGTGCTCATAAGTCAAAGACTGTCTCCTATATATAATCT 
GATTCCAGTGAAAATGAAAGACGCACACCAAAAGAAACAAAATTTGGAAAGAGCCATTGAAGATTATATC 
AATGAAT TCAGTGT AAGAAAATGCCAT CCT TGCCAAAAT GGAGGTACAGT GATTCAGATTGACGGACAAT 
GTTTGTGCTCTTGCCCAATCGCATTTGAGGGAATTGCCTGTGAAACCGGAAAGAAAAAGATCTCTTAAGG 
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ATGGCCAGACCAGAAAAACAGAGCTGTTGCTTCCCTGGGATTGTATGGAAAGAAAAACATCAGTACCTTC 
CAAGTTAAGACCCTGCCCTTGGAGATAATTCTTGCTGCCAAATGAAAAGCAATAAGCTTCGTGAAAATCC 
TGCCAATGTCTGAAGTCTCCTCTCTCTTAGATCCACAATGCTTCTTTTCCTCCTTGAACTTCTATGATGT 
TTCCATTTTTTAATTCCCTAATAAGGAGCGTCAGCGCTGAAATATGCCAGGACTGCTTTCTCCCACAGGC 
AATGCCAATCTCTTGCTAACAAAACAAAATTAAGTTTAAAAGAGGATGTTGGTTAAAAACACTTTAAAGT 
AATTACCAAAGTGCTTTGTATGGTTAATATCTTCTGCCAATTCCATTACCACGAGTCTGTGCCATTTGCT 
TTCTCTCTTGTTTACATAGTTGTGTCTTGTTTGGTCATTTTGTTGACACGGGCATCGATTCATTGGGCAA 
GTAACTACCGGGCACCCACCACAGGCACAGCACTCTGCTCATTAGTCTTAGCTCTCCACTTTAGCTCTAC 
GTCTCCAAGGAAAACCATTTTGTATTTGTAACCAAGATGTATTGGGTTAAATCATGTGAAATTGCCTCTA 
T TCAGT CATATT T AACCACCACAACAAAAAAACC AGCAAT TT CAT ATGAT CCAACT TAAT ATCT AGCTT T 
AT GAATTGTATAAGGGAGGCTACCCACATAAGAAGATGAT T AAC TGGC T GCACAAT T T TAT CCATTAGAT 
AGTATAGTACCTTAAGACCTGAGAGCTTTTGAAAAGGTCTGAGAACCCTATAAAAAGAAAATAAAAGGAA 
AAAAAGGGGCCAAAACACAAAGGGAAAAATGCAAAATCAAAATTAACAAATGTTTAATTAAATGTCAACA 
TGTGTCAAGTCAGCTTCATTTATTGTTATTCTTATTATTAATAAACACATATTTGACCCTGAAAAAAAAA 

A 

>GBEQ0154 |Acc|U60978|Ver|U60978.1 GI : 1407 823 | Equus caballus beta-lactoglobulin II mRNA, 
complete cds . 

ATGAAGTGCCTCCTGCTTGCCCTGGGCTTGTCCCTCATGTGTGGCAACCAGGCCACCGACATCCCCCAGA 
CGATGCAGGATCTGGACCTCCAGGAGGTGGCAGGGAGGTGGCACTCCGTGGCCATGGTGGCCAGCGACAT 
CTCCCTCCTGGACTCCGAGAGTGTCCCTCTGAGAGTGTACGTCGAGGAGCTGAGGCCCACCCCCGAGGGC 
AACCTGGAGATCATCCTGCGCGAAGGGGCAAACCACGCATGTGTTGAGAGGAACATTGTGGCCCAGAAGA 
CT GAGGACCCAGC TGT GT TCACGGTC AACTATCAAGGGGAGAGAAAGAT T TCCGT GCTGGACACAGAC TA 
CGCCCACTACATGTTCTTCTGTGTGGGGCCCCCCCTGCCCAGCGCTGAGCACGGCATGGTGTGCCAGTAC 
CTGGCCAGGACCCAGAAGGTCGACGAGGAGGTCATGGAGAAATTCAGCAGAGCCCTCCAGCCTCTGCCAG 
GGCGCGTCCAGATCGTCCAGGACCCGAGCGGGGGGCAGGAGCGATGCGGTTTCTAGGCGAGCTCCGGCCC 
GTCCGCCTCATCGGGGCCCCGGAGCTTCGGTTCCTCTGCAGAGACGCCAGGAGGGACAGAGACCAAGGCG 
GCTGCAGGACGTCGCTCCTCCTGGGCCCAGGCACCTCGGATCCCGGCCTCCATCTCCTGCTCTGAGCCAT 
GCCTCCTT C AGCAAT AAAG GC AT AAAC C 

>GBEQ0155 |AcclU60356 j Ver IU60356.1 GI : 14 05398 ! Equus caballus beta-lactoglobulin I mRNA, 
complete cds . 

ATGAAGTGCCTCCTGCTTGCCCTGGGCTTGGCCCTCATGTGTGGCATCCAGGCCACCAACATCCCCCAGA 
CGATGCAGGACCTGGACCTCCAGGAGGTGGCGGGGAAGTGGCACTCCGTGGCCATGGCGGCCAGCGACAT 
CTCCCTCCTGGACTCCGAGAGTGCCCCTCTGAGAGTGTACATCGAGAAGCTGAGGCCCACCCCCGAGGAC 
AACCTGGAGAT CAT CC T GCGTGAAGGGGAGAACAAAGGGT GT GC TGAGAAGAAGATCT TTGCAGAAAAGA 
CTGAGAGCCCAGCGGAGTTCAAGATCAACTACCTGGATGAGGACACGGTCTTTGCGCTTGACACCGACTA 
CAAGAACTACCTGTTCCTCTGCATGAAGAACGCGGCCACACCCGGGCAGAGCCTGGTCTGCCAGTACCTG 
GCCAGGACCCAGATGGTCGATGAGGAGATCATGGAGAAATTCCGCAGAGCCCTCCAGCCTCTGCCTGGGC 
GTGTCCAGATTGTCCCGGACCTGACCCGGATGGCAGAGCGGTGCCGCATCTAGGCGAGCTCCAGCCCGTC 
CGCCTCCTGGGGGTCCGGGAGCCTCGGCCCCTCTGCAGAGACGCTGTCAGCCCCTCCTCCCTGTCAGAGG 
AATCAGGAGGGACAGAGACCAAGGCGGCTGCTGGACGTCGCTCCTCCTGGGACGAGGCACCTCGGGTCCC 
AGCCTCCATCTCCTGCTCTGAGCCATGCCTCCTTCAGCAATAAAGGCATAAACC 

>GBEQ0156 !Acc|X79893lVerlX79893.1 GI : 728 551 | E . caballus EQMHCC1 mRNA. 

ATGAGAGTTATAGCGCCCCGAACCCTCATGGTGCTGCTCTCGGGGGCCCTGGCCCTGACCAAAACCTGGG 

CGGGCTCCCACTCCATGAGGTATTTCAGCACCGCCGTGTCCCGGCCCGGCCGCGGGGAGTCCTGGTACCT 

CGAAGTCGGCTACGTGGACGACACGCAGTTCGTGCGGTTCGACAGCGACGCCGCGAGTCCGAGGATGGAG 

CCGCGGGCGCCGTGGATGGAGCAGGAGGGGCCGGAGTATTGGGAAGAAGAGACGCAGCGCGCTGCGGGCC 

TCGCACACTCTTTCCGGGGGAACCTGAACAATCTGCGCGGCTACTACAACCAGAGCGAGGCCGGGTCTCA 

CACTCTCCAGCTGATGTACGGCTGCGACGTGGGGCCACACGGGCGCCTTCTCAGCGCATCCTTTCAGTAC 

GCCTACGACGGCGCCGATTACCTCGCCCTGAACGAGGACCTGCGCTCCTGGACCGCGGCGGACACGGCGG 

CTCAGATCTCCAAACGAAAGAAGGAGGTGGCGGGTAATGCGAAGTACTGGAGGAACTACCTGGAGGGCAC 

CTGCGTGAAGTGGCTCAGCAGATACCTGGAGAACGGGAAGGAGACGCTACAGCGCGCAGACCCCCCAAAG 

ACACACGTGACCCACCACCCCATCTCTGACAGTGAGGTCACCCTGAGGTGCTGGGCTCTGGCCTTCTACC 

CTGCGGAGATCACCCTGACTTGGCAGCATATCGGGGAGGACCTGACCCAGGACATGGAGCTTGTGGAGAC 

CAGGCCTTCTGGGGACGGGACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGAGA 

TACACGTGCCATGTGCAGCACGAGGGGCTGCCTGAGCCCATTATCCTGAGATGGGAGCCATCTCATGAAT 

CCATCATCCACATTTTGGGCATCGTTGCTGGCCTGGTTCTCCTGCTGGTCACTGGAGCTGTGGTAGCTGT 

GATCTGGAGGAAGAAGCACTCAGATGGAAAAGGAGGGAGCTACGCTCAGGCTGCAACATGA 
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>GBEQ0157 )Acc|X80018 j Ver | X80018 . 1 GI : 728547 | E . caballus MHCB3 mRNA. 

ATGAAGGTCACGGCGCCCGGAACCCTCCTTCTGCTGCTCTCGGGGTCCCTGGCCCTGACCGAGACCTGGG 

CGGGCTCCCACTCCATGAGGTTTTTTTACACCGTCGTGTCCCGGCCCGGCCGCGGGGAGCCCCGCTTCAT 

CTCCGTCGGCTACGTGGACGACACGCAGGTCTCGCGGTTCGACAGCGACGCCGCGAGTCCGAGGATGGAG 

CCGCGGGCGCCGTGGATGGAGCAGGAGGGGCCGGAGTATTGGGAAGAGCAGACGCGGTGGGCCAAGGACA 

GCGCACAGAATTGCCGAGTGAGCCTGAACGACCTGCGCGGCGACTGGAACCACAGCGAGGCCGGGTCTCA 

TACCTTACAGCTCAGGTTTGGCTGCGACGTGGGGCCGGACGGGCGCCTGCTCCGCGGGTACAGGCAGTCG 

GCTTACGACGGCGCCGATTACATCGCCCTGAACGAGGACCTGCGCTCCTGGACCGCGGCGGACACGGCGG 

CTCAGATCACCCGGCGCAAGTGGGAGGCGGCCGGTGTGGCGGAGCGCTGGAGGAACTACCTGGAGGGCAC 

GTGCGTGGAGTGGCTGCTCAGACACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGCAGACCCCCCAAAG 

ACACATGTGACCCGCCACCCCATCTCTGACCGTGAAGTCACCCTGAGGTGCTGGGCCCTGGGCTTCTACC 

CTGAGGAGATCACCCTGTCCTGGGAGCGTGATGGGGAGGACTTGACCCAGGACACAGAGCTTGTGGAGAC 

CAGGCCTTCTGGGGACGGGACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGAGA 

TACACGTGCCATGTGCAGCACAAGGGGCTGCCTGAGCCCGTGACCCTGAGATGGGAGCCGCCTCCTCAGT 

CCATCATCCCCATCATTTGCATCATTGCTGGCCTGGGTCTCCTTGGAGCTGTGGTGGCTGGAGCTGTGAT 

CTGGAGGAAGAAGCGCTCAGATGGAAGAGGAGGGAGCTACACTCAGGCTGCAAGCAGTGACAGTGCCCAG 

GGTTCTGATGTGTCTCTCAAGGCAGCTTGA 

>GBEQ0158 | Acc|X74344 | Ver 1X74344 . 1 GI : 572678 | E . caballus mRNA for colipase B. 

CTTGCCCTTCTGCTCGTCGCCCTTGCAGTGGCCTATGCAGTTCCTGACCCCCGGGGAGTCATTATCAACT 

TGGAGGCGGGCGAGATCTGCATGAACAGCGCCCAGTGCAAGAGCGAATGCTGCCACCGGGAAAGCAGCCT 

GAGCCTGGCCCGCTGCGCAGCCAAAGCCAGCGAGAACAGCGAGTGCTCTGCCTGGACACTCTACGGGGTT 

TACTACAAGTGTCCCTGTGAGCGGGGCCTGACCTGCCAGGTGGACAAGACCCTCGTGGGCTCCATCATGA 

ACACCAACTTTGGCATCTGCTTCGATGCTGCACGCTCCGAGGAGTGAAAGCACCCATCCAGCCTTGCACC 

CAGGCCAGCACGCCGAGGGACGCTCCTCTGCCACCACTTCTCCCTGGCTGGCCGTCCTCAGGACCAGCAT 

CTCCATCTCCTCATTGGGTTCTTGGCAATTAAAGCCCCTCCTGCAAACCTTAAAAAAAAAAAAAAAAAAA 

AAAAAAA 

>GBEQ0159 | Acc |X75 612 | Ver 1X75612. 1 GI : 488145 1 E . caballus mRNA for immunoglobulin kappa 
light chain. 

GCAAGATGATGTCGCTGACAAAGGTCCTTATATCTGTGTTGCTCTGGGTCTCAGGTGCCTGTGGGGACAT 
CGTGTTGACCCAGTCTCCAGAGTCCTTGGCAGTGTCTCTAGGACAGAGGGTCGAGATGAAGTGCAAGGCC 
AGTCAGAGTGCTAGCAGCCACTTAGCTTGGTACCAGCAGAAACCAGGACAGGCTCCTAAACAGCTCATCT 
ACAGTGCATCCAGCAGAGCGTCTGGGGTCCCTGACCGATTCAGTGGCAGTGGATCTGGGACAGATTTCAC 
TCTCACCATCAGCAGCCTCCAGGCTGAAGATGTGGCCGTTTATTACTGTCAGCAATATAATAGTGCTCCA 
TACATGTTCGGCCAAGGGACCAAGCTGGAGATCAAAAGGGATGATGCTAAGCCATCTGCCTTCATCTTCC 
CACCGTCTTCTGAGGAGTTAAGCAGTGGAAGTGCCTCTGTCGTATGCTTGGTGTATGGCTTCTACCCCAG 
TGGAGCCACTATCAACTGGAAAGTGGATGGTCTTGCCAAAACAAGTAGCTTCCACAGCAGTCTGACGGAG 
CAGGACAGCAAGGACAACACCTACAGCCTCAGCAGCACCCTGACGCTGCCCAAAGCAGACTACGAAGCTC 
ATAATGTCTATGCCTGCGAGGTCTCCCACAAGACCGTGAGCTCCCCCCTGGTCAAGAGGTTCAATAGGGA 
AGATTGTTAGAGAGGCCGGCCCACCAGGCCCATCGCGTGAGCCTCAGCCCCAGCCTCCCTTCTCCCTCAG 
GCCTTGGCCGTTTCCGAGAGACCTACCCTCATTGCAGTCCTCCAGCCCCTCTCCCCACTTCACCCCCCTC 
CCCCTCTTTGGCTTTAATCATGCTAATATTTGGGGGGAAATGAAAAAATAAAGTGAATCTTTGCACCTGT 

G . 

>GBEQ0160 |Acc[X78077 | Ver | X78077 . 1 GI : 459438 | E . caballus mRNA CRTLl. 

CCCCTCCCTTCCTCCCTGAAGTGTGCATGAAGTGCACGTTAGGCTGTAATTAGGGGATCTGGGAGGAGAA 

CTTTCCTAGTGACGCTTTGCTTTTCTTCTGCTCTTGGTGAGAAAGTGCCTCCTTCTTCCCAGGACCAGGA 

CCTCTGCCATCCAGCGCCACAAAGAGACATTCTGCACACACACACACTCACACACGCACACACACACTTG 

CCCAGAGACAAACTTAAGGTGAGGGGGAAAAGCGCTAGCTTCACTTCATCTCCGGGCTCCAACTTCAGCA 

GGACTTGAGAGCATCTGCGCTTCTGGATTTCAGAACAAGTGAAGAAGATTCTCTGGGCTACAAAGATGAA 

GAGTCTACTTCTTCTGGTGCTGATTTCAATCTGCGGGGCTGATCACCGTTCAGACAACTACACTCTAGAT 

CACGACAGAGTTATTCACATCCAAGCGG2\AAATGGCCCCCGTCTACTCGTGGAAGCAGAACAAGCCAAGG 

TGTTCTCACATAGAGGTGGCAATGTTACACTGCCATGCAAATTTCTTCGAGACCCTACAGCATTTGGCTC 

AGGAACCCACAAAAT CCGAATCAAGTGGACCAAGCTAACT TC AG AT TACC TCAAGGAAGTGGACGT TT TT 

GT T TCCATGGGATACCACAAGAAAACCTATGGAGGCTACCAGGGGAGAGT GT TT CTGAAGGGAGGAAGTG 

ATAACGAT GCTT CTCT GGTGAT CACAGATCT CACCCTGGATGAT TATGGGAGATATAAGTGTGAGGTGAT 

TGAAGGACTAGAAGATGATACTGCTGTGGTAGCATTAGACTTACAAGGTGTGGTATTCCCTTACTTTCCA 

CGACTGGGTCGCTACAATCTCAATTTTCACGAGGCACAGCAGGCTTGTCTGGACCAGGATGCTGTGATTG 

CCTCCTTCGACCAGCTGTACGATGCCTGGCGGGGCGGGCTGGACTGGTGCAACGCCGGCTGGCTCAGCGA 
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TGGGTCTGTGCAGTACCCCATCACAAAGCCGAGAGAGCCCTGCGGAGGCCAGAACACAGTGCCTGGAGTC 
AGGAACTACGGGTTTTGGGATAAAGAAAAAAGCAGATATGATGTTTTCTGTTTTACATCCAACTTCAATG 
GCCGTTTTTACTACCTGATCCACCCCACCAAGCTGACCTATGATGAAGCGGTGCAGGCGTGTCTCAAAGA 
TGGTGCTCAGATTGCAAAAGTGGGCCAGATATTTGCTGCCTGGAAACTTCTGGGATATGACCGCTGCGAT 
GCGGGCTGGTTGGCGGATGGCAGTGTCCGCTACCCTATCTCTAGGCCAAGAAGGCGCTGCAGTCCCACTG 
AGGCTGCAGTGCGCTTCGTGGGGTTCCCAGACAAGAAGCATAAGCTGTATGGTGTCTACTGCTTCAGAGC 
ATACAATTGAGCGTGCCCCTAGCGCACGTCTGTTTTCAAGTCATTGAGAACATGTGAAAGGTTTTATTTC 
AATATGAA 

>GBEQ0161 ]Acc|X740451Ver|X74045.1 GI : 399671 | E. caballus mRNA for serum albumin. 

ACAATGAAGTGGGTAACCTTTGTTTCCCTTCTCTTTCTCTTCAGCTCTGCTTATTCCAGAGGCGTGTTGC 

GTCGTGATACACACAAGAGTGAGATTGCTCATCGGTTTAATGATTTGGGAGAAAAACATTTCAAAGGCCT 

GGTGCTGGTTGCGTTTTCTCAGTATCTCCAGCAGTGCCCATTTGAGGACCACGTAAAATTAGTGAATGAA 

GTAACTGAATTTGCAAAAAAATGTGCTGCTGATGAGTCAGCTGAAAATTGTGACAAGTCACTTCATACTC 

TTTTTGGAGATAAACTGTGTACAGTTGCAACTCTTCGTGCAACCTACGGTGAACTGGCTGACTGCTGTGA 

AAAACAAGAACCTGAGAGAAATGAATGCTTCCTGACACACAAAGATGATCACCCGAACCTCCCCAAGCTG 

AAACCAGAACCGGACGCTCAGTGCGCCGCCTTCCAGGAAGATCCAGACAAGTTTCTGGGAAAATACCTGT 

ATGAAGTTGCCAGAAGACATCCTTACTTTTACGGCCCAGAACTACTTTTCCACGCTGAGGAATATAAAGC 

AGATTTTACAGAATGCTGTCCAGCTGATGATAAGCTGGCCTGTCTGATACCGAAGCTTGATGCTTTGAAG 

GAAAGAATACTGCTTTCATCTGCCAAAGAGAGACTCAAGTGCTCCAGTTTCCAAAATTTTGGGGAGAGAG 

CTGTCAAAGCATGGTCAGTAGCTCGCCTGAGCCAGAAATTTCCCAAGGCTGACTTTGCAGAGGTTTCCAA 

GATAGTGACAGATCTTACCAAAGTCCACAAGGAATGCTGCCACGGTGACCTGCTTGAATGTGCCGATGAC 

AGGGCGGATCTTGCCAAGTACATATGTGAACATCAAGATTCAATCTCTGGCAAACTGAAAGCATGCTGTG 

ATAAACCTTTGTTGCAAAAATCCCACTGCATTGCCGAGGTGAAAGAAGATGACCTGCCTAGTGACCTGCC 

TGCATTAGCTGCTGATTTTGCTGAAGATAAGGAAATCTGCAAACACTATAAGGATGCCAAAGATGTCTTC 

CTGGGCACGTTTTTGTATGAATACTCAAGAAGGCATCCTGATTACTCCGTCTCCTTGCTGTTGAGAATTG 

CCAAGACATATGAAGCCACGCTGGAGAAGTGCTGTGCGGAGGCCGACCCTCCTGCGTGCTACCGCACAGT 

GTTTGATCAGTTTACACCTCTTGTGGAGGAGCCTAAGAGTTTAGTCAAGAAAAACTGTGACCTTTTTGAA 

GAGGTTGGAGAGTATGACTTTCAAAATGCGCTCATAGTTCGTTACACCAAGAAAGCACCCCAGGTGTCAA 

CTCCAACTCTCGTGGAGATTGGAAGGACCCTGGGGAAAGTGGGCAGCAGATGCTGTAAACTTCCTGAATC 

AGAAAGATTGCCCTGTTCTGAAAACCATCTGGCCTTGGCCCTGAACCGGTTGTGTGTGTTGCATGAGAAG 

ACACCAGTGAGTGAGAAGATTACCAAATGCTGCACGGATTCCTTGGCGGAAAGACGGCCATGCTTTTCTG 

CTCTGGAACTCGATGAAGGATATGTTCCCAAAGAATTTAAGGCTGAAACATTCACCTTCCATGCAGATAT 

AT GCACACT TCCT GAAGATGAGAAACAAAT CAAGAAACAAT GTGCACT TGCTGAACTGGTGAAACACAAG 

CCCAAGGCAACAAAAGAACAACTGAAAACTGTCCTGGGAAATTTCTCAGCCTTTGTAGCCAAGTGCTGCG 

GACGTGAGGACAAAGAGGCCTGCTTTGCTGAGGAGGGTCCAAAACTTGTTGCTTCGAGTCAACTTGCCTT 

AGCCTAAAAACAACGCAATCACGAGCATCTCAGCCTACCCTGAGAATAAGAGAAAGAAAGGGAAATGAAG 

ACCCAGAGCTTATTCATCTGTTTTTATTTTCTGTTGGTGTAAAACCAACACTCTGTCTAAAAAAACACAA 

AT T TCT TT AAACAT T TTGCC T CT T TT CT CTGTGCTGCAAT TAATAAAAAAAATGAAAACAAT CTAACATA 

>GBEQ0162 |Acc|X71809|Ver|X71809.1 GI : 2978 95 | E. caballus mRNA for MHC class I heavy chain. 

GCGGGTCGTGATGCCCGCAACTTTCCTCCTGCTGCTCTCGGGGACCCTGACCCTGACCGAGACCTGGGCA 

GGCTCCCACTCCATGAGGTATTTCCTCACCGCCGTGTCCCGGCCCGGCCGCGGGGAGCCCCGCTTCATCT 

CCGTCGGCTACGTGGACGACACGCAGTTCGTGCGGTTCGACAGCGACGCCGCGAGTCCGAGGATGGAGCC 

GCGGGCGCCGTGGATGGAGCAGGAGGGGCCGGAGTATTGGGAGCGGAACACGCGGACCGCCAAGGACAAC 

GCACAGGCTTTCCGAGTGAGCCTGAACAACCTGCGCGGCTACTACAACCAGAGCGAGGCCGGGTCCCACA 

CTCTCCAGAGGATGTATGGCTGCGACGTGGGGCCAGACGGGCGCCTCCTCCGCGGGTACAGTCAGTTCGC 

CTACGACGGCGCTGAGTACATCACCCTGAACGAGGACCTGCGCTCCTGGACCGCTGCGGACGCGGCGGCT 

CAGATCTCCAAACGAAAGAAGGAGGAGGCCGGTGATGCGGAGAATGACAGGGCCTACCTGGATGGGGAGT 

GCGTGGAGTGGCTCCTCAGATACCTGGAGAACGGGAAGAAGATGCTGCAGCGCGTGGACCCCCCAAAGAC 

ACATGTGACCCACCACCCCATCTCTGACCATGAGGTCATCCTGAGGTGCTGGGCCCTGGGCTTCTACCCT 

GCGGAGATCACCCTGACCTGGCAGCGTGATGGGGAGGACCTGACCCAGGACACGGAGTTTGTGGAGACCA 

GGCCTGCAGGGGACGGGACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGAGCTA 

CACGTGCCGTGTGCAGCACGAAGGGCTGCCTGAGCCCGTCACCCTGAGATGGGAGCCACCTTCTCAGCCC 

ACGATCCCCTCGGTGGACCTCATTGCTGGCCTGGTTTTCCTTGGAGCTGTGGTCATTGTCGCTGTGGTGG 

CTGCAGCTGTGATCTGCAAGAGGAAGCGCTCAGGTGGAAAAGGAGGGAGCTACGCTTAGGCTGCAAGCAG 

TGACAGTGCCCAGGGCTCTGACGTGTCTCTCACGGATCCTAAAGTGTGAGCTGCCTTGTCGGGGACTGAG 

TGATGCGAGATTTGTTCACGCTCCTACCTTGTGACGTCAAGAACCTCTGACTGCTTTTTCTGCAGCTGGC 

ATCTGAGTGTGTCTGCGTTCCTGTTAGCATAGTGAGGGGAGGTGGGGAGACTGGCACACTCCCCACCCAC 
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CACGACACCTTCCCCACTCTGACCTGTGTTTTTTGCCCTGATGACTTCCTTGTTCCAGCGGAGGTGGTGC 
TGGGCCGTCTCCATCCCTGTCTTAATTTCCTGTTGTACCGAGTAGTAATGATTTGCTTCCTTATTGAAAA 
TGTGAGTCCAGATATGAATTTGTTTTTTCTAATTCTTGTCATAAGGGATTGTTGTGTTAATTAAAGGAGA 
AATTTCCTAAAGTTTGAGAGAGGAAATAAATGGAAGCATTGAGAACCTTCTAGAATCCAAAAAAA 

>GBEQ0163 !Acc|X69393|VeriX69393.1 GI : 107 6 j E . caballus mRNA for interleukin-2 precursor. 

ACT ACT CACAGTAACCT CAACT CCT GCCACAAT GT ACAAGATGCAAC T C T T GGCT T GCAT CGCAC TAACT 

CTTGCAGTCCTTGCAAACAGTGCACCTACTTCAAGCTCTAAGAGGGAAACACAGCAACAACTGAAGCAAT 

TACAGATGGAT T TAAAGT TGCTT T TGGAAGGAGT TAATAATAACAAGAATCCCAAACT C TCCAAGAT GCT 

CACAT T TAAAAT TAAC AT GCCCAAGAAGGCCACAGAAT T GAAACAT CT T CAGTGT CT AGAAGAAGAACTC 

AAACCTCTGGAGGAAATGCTAAAAAACTTTCTCTCGAAAGATATCAAGGAATTAATGAGCAATATCAATG 

TAACAGTTCTGGGACTAAAGGGGTCTGAAACAAGATTCACATGTGAATATGATGATGAGACAGGAACAAT 

TGTAGAATTTCTGAACAAATGGATTACCTTTTGTCAAAGCATCTTCTCAACAATGACTTGATAATTAAGT 

GCT T CC CAT T TAAAAT G CAT CAGG T TAT T TAT T TAAATAT TAAAAT T TAT AT T TAT T T TTTGATTT TATG 

GTTTGCTACCTTTTGTAACTGTTAGTCTTCGGATGATAAATATGGATCTTTTAAGATTCTTTTTGTAAGC 

CC 

>GBEQ0164 | Acc |X66218 | Ver | X66218 . 1 GI : 1063 | E. caballus mRNA for pancreatic lipase. 

TGGACACTTTCGCTGCTGCTGGGAGCAGTAGTAGGAAACGAAGTTTGCTATGAGAGACTCGGCTGCTTCA 

GTGACGATTCGCCGTGGGCCGGGATTGTGGAAAGACCTCTCAAAATATTGCCCTGGTCTCCAGAAAAGGT 

CAACACCCGCTTCCTCCTGTACACTAACGAGAACCCAGACAACTTTCAAGAAATCGTTGCAGATCCTTCA 

ACTATCCAGAGCTCCAATTTCAACACAGGTAGAAAAACCCGCTTTATTATTCATGGATTCATAGACAAGG 

GAGAAGAAAGCTGGCTGTCCACTATGTGCCAGAACATGTTTAAGGTGGAAAGTGTGAACTGTATCTGTGT 

GGACTGGAAAAGTGGCTCCCGCACCGCATACTCACAGGCTTCACAGAACGTCCGGATTGTGGGGGCAGAA 

GTGGCATATCTTGTTGGAGTTCTTCAGTCATCATTCGACTACTCTCCTTCCAACGTCCACATCATTGGCC 

ATAGCCTGGGTTCTCACGCTGCTGGGGAGGCTGGAAGGAGGACCAATGGGGCCGTTGGACGGATCACAGG 

GTTGGATCCAGCTGAACCTTGCTTTCAGGGCACACCCGAATTAGTCCGATTGGACCCCAGCGATGCCCAA 

TTTGTGGATGTAATTCACACAGACATTGCCCCCTTCATCCCCAACTTGGGGTTTGGAATGAGCCAAACTG 

CAGGCCACCTGGATTTCTTTCCAAATGGAGGAAAAGAAATGCCCGGATGTCAAAAGAACGTTCTCTCTCA 

GATTGTTGACATAGACGGGATCTGGCAAGGAACTCGTGACTTTGCGGCCTGTAATCACTTAAGAAGCTAC 

AAGTATTACACTGATAGCATCCTCAACCCTGATGGCTTTGCTGGATTCTCTTGTGCCTCTTACAGTGATT 

TCACTGCAAACAAGTGCTTCCCCTGTTCAAGTGAAGGCTGCCCACAGATGGGTCATTATGCTGATAGATT 

TCCTGGGAGAACAAAAGGAGTGGGCCAGCTATTTTATCTAAACACCGGTGATGCCAGCAATTTTGCCCGT 

TGGAGGTATAGGGTAGATGTCACACTGTCTGGAAAGAAGGTTACAGGACACGTGCTAGTTTCTTTGTTTG 

GAAATAAAGGGAACTCTAGGCAGTATGAAATTTTCCAGGGCACTCTCAAACCAGACAATACTTATTCCAA 

TGAATTTGACTCAGATGTGGAAGTTGGAGATTTGGAGAAGGTTAAATTTATTTGGTACAACAATGTGATC 

AACC TAACT CTACCCAAAGTAGGAGCAT CCAAGAT CACAGT GGAAAG AAACGATGGAAGT GT GT T CAACT 

TCTGTAGTGAAGAAACCGTGAGGGAAGATGTTCTGCTCACTCTCACTGCGTGTTAGGAGCTGCTGACATG 

TGACCATTGAATCTCCCTGCTAATAAAATCTACTGGTGAAGCA 

>GBEQ0165 | Acc | X668 62 | Ver | X668 62 . 1 GI : 105 9 | E . caballus mRNA for lymphocyte surface antigen 
precursor CD44. 

TCTAAAGCGGGACCCCCAGCTCCACTGGCTCGGCTTCGCCGTCGCTCCCACACCATGGACAAGTTTTGGT 
GGCGCGCAGCCTGGGGACTCTGCCTCGTGCCGCTGAGCCTGGCGCAGATCGATTTGAACATAACCTGCCG 
ATACGCAGGGGTATTCCATGTGGAGAAAAATGGCCGCTACAGCATCTCGCGGACGGAGGCCGCGGACCTG 
TGCAAGGCTTTCAACAGCACCCTGCCCACCATGGCCCAGATGCAGAAAGCACTGAACATTGGCTTTGAGA 
CCTGCAGGATCGGGTTCATAGAAGGGCACGTGGTCATCCCCCCGATCCACCCCAACTCCATCTGTGCCGC 
CAACAACACGGGCGTGTACATCCTCACGTCCAACACCTCTCAGTACGACACCTATTGCTTCAATGCCTCA 
GCTCCGCCCGAAGAAGACTGCACCTCGGTCACAGACCTGCCCAACGCCTTCGAGGGACCCATTACCATAA 
CTATCGTTAACCGTGATGGCACTCGCTACACCAAGAAAGGCGAGTACAGAACTAACCCTGAAGACATCAA 
CCCCAGCACCCCTGCGGATGACGACGTGAGCAGTGGGTCCTCCAGCGAAAGAAGCACTTCAGGAGGCTAC 
AGCATCTTCCACACCCACCTTCCAACCACTCGCCCCACCCAAGACCAGAGCAGTCCCTGGGTGTCTGACA 
GCCCAGAGAAGACTCCCACTACCAAAGACCGAGCCTCTGGCGGGAGGGCCCAGACCACCCACGGATCTGA 
AACAAGTGGACACTCGACTGGGAGTCAAGAAGGTGGGGCAAGCACAACCTCGGGTCCCATACGGAGACCT 
CAAATTCCAGAATGGCTGATCATCTTGGCGTCCCTCCTGGCCCTGGCTCTGATTCTCGCAGTTTGCATTG 
CTGTCAACAGTCGAAGAAGGTGTGGACAGAAGAAGAAGCTGGTGATCAACAATGGCAATGGAGCTGTGGA 
CGACAGAAAGGCAAGTGGGCT CAAT GGAGAGGCCAGCAGGTCT CAGGAGATGGTGCACT TGGT GAACAAG 
GAGTCGTCAGAGACCCAAGACCAGTTTATGACAGCCGACGAGACACGGAACCTGCAGAATGTGGACATGA 
AGATTGGGGTGTAGCACCTGCACCTTGACCTTGGAACAAACCACAGTCAGAGACAGACAATCACAGGGGG 
CTGGGACATTTCACAGATGTGATGTGCTACTGACTGCTTCATTCGGGTCTTTTTTTAACATAAAATTTTC 
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TACTCCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAZ^^ 
TTAGAGCA 

>GBEQ0166 [AcclX69884 | Ver | X69884 . 1 GI : 1057 | E . caballus mRNA for T-lymphocyte surface 
antigen precursor CD2 . 

TCTAAAGCACAACAAGGAAACTAACCCCAAAGATGAATCTGGCATGTAAACTCTTAGCCAGCTTCCTTTT 
GATTTTCTTCTTTTCCTCCAAAGGTGCAGTCTCTAAAAAGAATATCACCATCTTGGGTGCCCTGGAACGT 
GAT AT CAACCT GGACAT TCCTGCTT T TCAAAT GAGT GAGCATGT AGAAGAT AT ACAATGGAGCAAAGGAA 
AAACCAAGAT TGCAAAAT T CAAAAATGGCAGTATGACT T TCCAGAAAGAT AAAACATACGAGGT AT TAAA 
AAAT G GAAC T C T GAAAAT T AAACAT C T GG AG AG AAT T CAT G AAG G T ACC T AC AAG G TAG AC GC AT AT GAT 
AGTGATGGAAAAAATGTGTTGGAGGAAACATTTCATTTGAGCCTTCTAGAGATGGTCTCAAAACCTAATA 
TCTCCTGGAGCTGCACCAACACCACCCTGACCTGCGAGGTGACAAAAGGAACTGACTTTGAGTTAAAACT 
CTATCTAAATGGGAGAATGATCCAAAAAAGTCCTCGCAAAGTCATCGTATACAAGCGGGCCAGCAACCAA 
ATTGCGTCCTTCAAGTGCACAGCCAATAACACAGTCAGCGAGGAAAGCAGCTCTGTGGTCATCAGGTGTA 
CAGAGAAAGGTCTGGATATCTATCTCATCAGTGGCATCTGTGGAGGCGGCATCATCCTCTTTGTCTTTTT 
GGCAC TACTCAT T T T CTACATCAGCAAGAGGAAAAAACAGAAC TC T CGGAGAAAT GAT GAAGAGCT GGAG 
ATAAGAGCCCACAAAGTCATCTCCGAGGAGAGGGGCCGGAAGCCCCACCAAATTCCAGGGTCAACTCCTC 
TAAATCCAGCTGCATCCCAGCCTCCTCCACCACCTAGTCATCGTCCCCAGGCACCTGGTCATGGCCCCCA 
GGTACCTGGTCACCGCCCCCTTCCTCCTGGCCACCGTGTCCAGCACCAGCAGCAGAAGAGGCCAGCTCCT 
ACCCCGGGCACACAAGCTCACCAGCAGAAAGGCCCTCCCCTCCCCAGGCCTCGAGTACAACCAAAACCTC 
CCCGTGGGGCCACAGAAAACTCGTAACTCTGTCTCCTGACACAGCTGTCCCCTTCCTCTAATGAAGGGTG 
TTCCACCAGTAGAACATTATTGCCTCCCGAGCTCGTGGGGCCACAGCCACATCTGCACCTTCTAACTCAG 
CCACATGGTGTAATCTGGAGTCTGGAGTCTGTGGCCTCCTCATAGATCTCCACCACGCCAGGAAGTGAAA 
AACAAGGTTTAGGTTGTTGGGCGACCAAGCACAAAATCCTAGAGGTGGCCTCCTCGCTCTCTCGGATCAC 
GTGCAGATGTGAGCTGTCGAGCGATGGCTGTGCTGGGTCTCACTGCAAGCAGCCAGCCTGCTCAACAGAC 
TCCTGGGTTTCTCATGTGCCTGGTGGACACTTGCCCAGTGTCTCGGGAGTAGAAGTAAAATAAAAGCTTT 
GAC T T GAAAAAAAAAAAAAAC T T T AG AGC 

>GBEQ0167 |Acc|X69083lVer|X69083.1 GI : 1055 | E . caballus mRNA for beta 2 -microglobulin. 

CGGTAGCTATGGCTCGCGTCGTGGCGCTCGTCCTGCTCGGGCTACTCTCCCTGACTGGCCTGGAGGCCGT 

CCCGCGTGTTCCGAAGGTTCAGGTTTACTCACGTCACCCAGCAGAGAATGGAAAGCCAAATTTCCTGAAC 

TGCTATGTCTCTGGGTTCCATCCGCCTGAGATTGAAATTGATTTGCTAAAGAATGGAGAGAAGATGAAAG 

TCGACCGGTCAGACCTGTCTTTCAGCAAGGACTGGTCTTTCTATCTTCTGGTCCATACTGACTTTACTCC 

CAATGGTGTGGATGAGTATAGTTGCCGTGTACAGCACTCTACTCTCAAAGACCCCCTGATAGTTAAGTGG 

GATCGAGACCTCTAACCAGCATCATGAAAGGCCTTGAAAGATTCCCTCATTTGGATTTGACTAGTTCCAA 

ATTGTGCTTACTCTTTAATACTTACATACTTTCATGCTTTATGCACATAAATCAGGAAGCTGTACTGATC 

TTAATACAAATATTAGCTTCTTTATAACTCTACTTTGGCCGCTATGTCTCCTTGTTTGACCTGTGTGGGC 

AGGTAGCTAGAGGGAGATCCTGGCAGCTTAGAAGTGGGTGGGAAA 

>GBEQ0168 |Acc|X58563|VerjX58563.1 GI : 1008 1 E . caballus mRNA for atrial natriuretic 
polypeptide (ANP) , (also known as: atrial natriuretic factor, cardiodilatin, cardionatrin 
and atriopeptin) . 

ATGGGCTCCTTCTCCACCATCATGGCGAGCTTCCTCCTCTTTCTGGCATTTCAGCTCCAAGGGCAAACCA 1 ■ 
GAGCTAACCCCGTGTATGGCTCTGTGTCCAACGGAGACCTGATGGATTTCAAGAATTTGCTGGATCGTTT 
GGAGGACAAGATGCCTTTAGAAGATGAGGTGATGCCCCCACAAGTACTAAGTGATCAGAGTGAGGAAGAG 
AGGGCAGCTCTCAGCCCCCTCCCTGAGGTGCCTCCCTGGACCGGGGAGGTCAATCCAGCCCAGAGAGATG 
' GGGGTGCCCTTGGGCGGGGCTCCTGGGACTCCTCCGACAGATCTGCCCTCCTGAAAAGCAAGCTGAGGGC 
ACTGCTCGCTGCTCCTCGGAGCCTACGGAGGTCCAGCTGCTTCGGGGGCAGGATGGACAGGATTGGAGCC 
CAGAGTGGACTGGGCTGCAACAGCTTCCGGTACCGAAGATAACAGCCAGGGAGGACAAGGACAAGGCCAG 
GCCCTGGGCAGACTGCGAGAGACCCTATCCCCCGGGGTCTCTCACTCAACGTTGTTCCATCTCATTGCTC 
CCAAGCTGAGTGGTGACGAGCACCCTATCCAAGCTGCAGCCCCCTGTCAACAATTCTCACATTTTATTCT 
AAATGTAGATAAAGTGGCTTAATTGTGGCTTCCCCAGCTCCCCCATCCCATGCATTAAATTTTAGGGTAG 
AT CC T CAC C CAT T ACT GAAAG C GG T T T G AAAAAT G AAT AAAC T T C AGC AC C AC G G AG AG AAAAAAAAAAA 
AAAAAA 

>GBEQ0169 |Acc|M91161|Ver|M91161.1 GI : 164240 | Horse serpin mRNA, complete cds . 

CCCCCGCCGCCGGGACCGTCAGCCGCGCGCCGCCTTCGCCATGGAGCAGCTGAGCACAGCCAACACCCAC 

TTTGCGGTGGACTTGTTCCGCGCTTTGAATGAGAGCGATCCTACTGGAAACATCTTCATCTCTCCCTTAA 

GCATTTCCTCAGCGCTGGCCATGATCTTTCTGGGGACCAGAGGCAACACAGCGGCACAGGTGTCCAAGGC 

ACTTTATTTTGATACTGTTGAGGATATTCATTCAAGATTTCAGAGTCTGAATGCTGATATCAACAAACCT 

GGAGCTCCCTATATTCTGAAACTCGCTAATAGATTATATGGAGAGAAAACCTATAATTTCCTCGCTGATT 



521 



WO 2005/067649 



PCT/US2005/000517 



TCTTAGCTTCAACTCAGAAAATGTATGGTGCTGAATTGGCCAGTGTGGATTTTCAGCAAGCCCCTGAAGA 
TGCAAGAAAGGAGATAAATGAATGGGTCAAAGGACAGACAGAGGGGAAAATTCCGGAACTGTTGGTCAAG 
GGTATGGTTGATAACATGACTAAACTTGTACTGGTGAATGCCATCTACTTCAAGGGAAACTGGCAGGAGA 
AAT TCATGAAAGAGGCCACCAGAGACGCCCCAT T C CGAT T GAATAAGAAAGACACAAAAACCGT GAAAAT 
GATGTATCAGAAGAAGAAATTTCCATACAACTACATCGAGGACCTCAAGTGCCGTGTGCTGGAGCTGCCT 
TACCAAGGCAAAGAGCTCAGCATGATCATCCTGCTGCCAGACGACATTGAGGATGAGTCCACGGGCCTGG 
AGAAGATTGAGAAACAGTTGACTTTGGAAAAACTGCGTGAGTGGACCAAACCTGAGAATCTGTATCTCGC 
TGAAGTCAATGTCCACTTGCCCAGGTTCAAGCTGGAAGAGAGCTACGATCTCACCTCCCATCTAGCCCGC 
CTAGGTGTACAAGACCTCTTTAACAGGGGCAAAGCTGATCTGTCTGGCATGTCAGGGGCCAGAGATCTTT 
TCGTATCGAAAATTATCCACAAATCCTTTGTGGACCTGAATGAGGAGGGTACAGAGGCTGCGGCAGCCAC 
AGCAGGCACGATCATGCTTGCCATGCTGATGCCAGAGGAAAATTTCAATGCCGACCATCCATTCATTTTC 
TTCATTCGGCACAATCCCTCAGCTAACATCCTGTTCTTAGGCAGATTTTCTTCCCCTTAGAGAAGGTGGA 
AGTACAAGGTGAAGCTTAAGCTTAGAGCTTTATTACCTGCTAGTATTATTACCATTACTTTTAATAGTGA 
CAGTTTTCATATATTTTTACCAATAAAACTACTACTATCC7^AAAACAAATCTTTAATTTCCTTTGTAAGT 
GTCAGCTCTATTGGCTGTTGCACCCCTTAACTTTTGCGTTTTTTATGTTGAAAAAATCTAGTTATTGCTT 
T TGGAT GCATCAAGT TAAAAAATAAAAAGAC TAAATC AAAT T TATAGAT TCT TGATAAT GCAGTAAGCT A 
TGAAACTACTATACTCTCCTGATAGTGTGGAACATTATAGTACTGTAATTATTTACTAGATAGACTTTTG 
GAAGCCAT AATAG AGACGCT CTGAT T GT T GAAGGAAGGGCT T AAAAACAGAT AT T CAAT TGAAATAT AGT 
AAAGCACCCCAATTAAGGCCTGGGTTGTGCAGACAAACTCGTCTTGGCCGTTGTTTCTAACCCTTTGTTC 
CACAGGGTTAGTGTCCTAGGCAGCACTCCAATTTCAAACTGTTAGCCACCTGGTGATACCCCGCCTTCTC 
TTTTTTGTTCTCCTTTATCCTACCTGACATGTATTTTGTGTAGGATCACATGGGGTCAGAAAGTAGGTGT 
TCTATCATAAAAGATACCAAGAACGACAAAAGGAAATGCGTAGGAGAGACTGTAGCAAGGGCACAAGATC 
TCACTGTTACCCAGCTTCTTGCGTTTTCTGATGAAGGCTCTTGCCTTCCATTGTCTGGTAAGGTTGTTAC 
ACCAGTGCGATGGCTTTATGCAATGTTGTGGTGGGAGATGGGGGGGTTCTTTTATTAATATAAACCTTTG 
TCAAATGTTTGAATGGGGCTGAAAATGCTGCATTTTCTTGCTCCCACAAAGCTGGTATGCTGGTTAATAA 
AGTTTCCTAAGATTCTGCA 

>GBEQ0170 |Acc|U51789|Ver|U51789.1 GI : 1262915 | Equus caballus thyrotropin beta chain (TSH- 
beta) mRNA, complete cds . 

GCATGACTGCTATCTTCCTGATGTCCATGGTTTTTGGCCTTGCATGTGGGCAGACAATGTCTTTTTGTAT 
TCCAACTGAGTACATGATGCATGTCGAAAGGAAAGAGTGTGCTTATTGCCTCACCATCAACACCACCATC 
TGTGCTGGATATTGTATGACACGGGATATCAATGGCAAGCTGTTTCTTCCCAAATATGCTCTGTCCCAGG 
ATGTT T GTACATATAGAGACT TCAT GTACAAGAC TGT AGAAATACCAGGAT GCCCAGACCAT GT TACTCC 
TTATTTCTCCTACCCTGTAGCTGTGAGCTGTAAGTGTGGCAAATGTAATACTGACTATAGTGACTGCATA 
CATGAAGCCATCAAGGCAAACTACTGCACCAAACCTCAGAAGTCCTATGTGGTGGAATTTTCTATCTAAC 
TTCAATAGTGATGTAATTTG 

>GBEQ0171 |Acc|M95410|Ver|M95410.1 GI : 435020 | Equus caballus thoroughbred pcDNAl-1/29 (# 

0834) major histocompatibility complex class I alpha chain mRNA, complete cds. 

GATGCCGCCAACCTTCCTCCTGCTGCTCTCGGGGTCCCTGACCCTGACCGAGACCTGGGCGGGCTCCCAC 

TCCATGAGGTATTTCTACACCGGCGTGTCCCGGCCCGGCCGCGGGGAGCCCCGCTTCATCACCGTCGGCT 

ACGTGGACGACACGCAGTTCGTGCGGTTCGACAGCGACGCCGCGAGTCCGAGGATGGAGCCGCGGGCGCC 

GTGGATGGAGCAGGAGGGGCCGGAGTATTGGGAGCGGGAGACGCGGAGCGTCAAGGGCCACGCACAGACT 

TTCCGAGTGAACCTGAACACCCTGCGCGGCTACTACAACCAGAGCGAGGCCGGGTCTCACACCCTCCAGT 

TGATGTATGGCTGCGACGTGAGGCCACACGGGCGCCGCCTCAGCGCATCCTTTCAATACGCCTACGACGG 

CGCCGATTACATCGCCCTGAACGAGGACCTGCGCTCCTGGACCGCGGCGGACACGGCGGCTCAGATCACC 

CGGCGCAAGTGGGAGGCGGCCGGAGCGGCGGAGGACTTCAGGAACTACCTGGAGGGCCGGTGCGTGGAGT 

CGCTCCGCAGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGCAGATCCCCCAGAGACACACGTGAC 

CCACCACCCCATCTCTGACCGTGAGGTCACCCTGAGGTGCTGGGCCCTGGGCTTCTACCCTGCGGAGATC 

GCCATAACCTGGCAGCGTGATGGGGAGGACGTGACCCAGGACACGGAGCTTGTGGAGACCAGGCCTGCAG 

GGACGGGACTTCAGAAGTGGGTGGCTGTGGTGGTGCCTTCTGGGGAGGAGCAGAGATACATGTGCCATGT 

GCAGCACGAGGGGCTGCCTGAGCCTGTCACCCGGAGATGGGAGCCTCCTCCTCAGTCCACCATCCTCATC 

GTGGGCGTCCTTGCTGGCCTGCTTCTCCTTGTCGCTGTGGTGGCTGGAGCTGTGATCTGGAGGAAGAAGC 

ACTCAGGTGAAAAAAGAGGGATTTACGTGCAGGCTGCAAACAGTGACAGTGCCCAAGGCTCTGATGCGTC 

TCTCACTCAGAAAGTGTGAGACAGTGGCCCTGTGGGAGACCAAATGATGCAAGATTTGTTCACGCTCCCA 

CTTTGTGACTTCAGATGCCCACACTTCTCTTTCTGCAGCTGGCATCTGAATGTATGTGTGGTCCTGTTAG 

CATAGTGAGAGGAGGTGGGGAGACTGGCCCACCTCTGCCCACCACACGACTCCCTCCCAACACTGACCTT 

TGTGCTTTCCCTGATCTAATGTCCTGTTCCAGCAGAGGTGGGGCTGGGCGGGCTCSCTCCCNGTCTTAAC 

TTCCTGTTGCACTGAGTAGTGATCATTTGCTTCCTTACTGAAAATAGAAATCCAGATATGAATTTTTCTA 
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ATTCTTGTCATAAGAGATTGATGTGTTAATTAAAGAAGAAGATTCCTAAAGTTTGAGAGATAAAATAAAT 
GGAAGCACTGAGAACCTTCCAG 

>GBEQ0172 |Acc|U15150lVer |U15150.1 GI : 555992 | Equus caballus IgE heavy chain mRNA, partial 
cds . 

CCTCTAAAGCGTGAATCTCATCTGCAAGAACATGAATCACCTGTGGTTCTTCCTCTTTCTGGTGACCGCC 
CTACATGTGTCCTGTCCCAGGTGCAGCTGAAGGAGTCGGGACCTGGCCTGGTGAAGCCCTCGCAGACCCT 
GTCCCTCACCTGCACTGTCTCTGGATTATCTTTGAGCAGTAATTCTGTAGGCTGGGTCCGCCAGGCTCCA 
GGAAAAGGGCTGGAGTGGGTTGGTTTTAGATCTGGTGGTGAGGAGGAATACTACAACCCAGCCCTGAAGT 
CCCGAGCCACTATCACCGAGGACGCCGCGAAGAGCCAAGTTTATCTGGACGCTGAACAAGTGACAGGCGA 
AGCAACGGCCGTCTATTACTGTGCAGAAGTTTATAACAACTACCTTTATTACGGTATAAAGGAACTAGGG 
GCCAGGGGACTTCTGGTCACCGTCTCTTCAGTCTCCAAGCAAGCCCCATTAATCTTTCCCTTGGCTGCCT 
GCTGCAAAGACACCAAGACTACTAACATCACACTGGGCTGCCTCGTCAAGGGCTACTTCCCGGGAGCCTG 
GGATGCAGGGCCCCTTAACCCGAGCACCATGACCTTCCCTGCCGTCTTTGACCA?\ACCTCTGGCCTCTAC 
ACCACCATCAGCAGGGTGGTCGCCTCGGGGAAGTGGGCCAAGCAGAAGTTCACCTGCGGCGTGGTGCACT 
CCCAGGAGACCTTCAACAAGACCTTCAACGCATGCATCGTGACCTTCACCCCACCCACCGTGAAGCTCTT 
CCACTCCTCCTGCGACCCCGGCGGCGACTCCCATACCACCATCCAGCTCCTGTGCCTCATCTCCGACTAC 
ACCCCTGGCGACATCGACATCGTTTGGCTGATAGAAGGGCAGAAGGTCGACGAGCAGTTCCCTACACAGG 
CCTCGATGAAGCAGGAGGGAAGCTGGCCTCCAACACACAGCGAGCTCAACATCAACCAGGGCCAGTGGGC 
GTCCGAAAACACCTACACCTGCCAGGTTACTTACAAAGACATGATCTTTAACCAGGCCCGCAAGTGCACA 
GAGTCTGACCCCCCCGGTGTGAGCGTCTACCTGAGCCCGCCCAGCCCCCTCGACCTGTACGTCTCTAAAA 
CGCCCAAGATCACCTGCCTGGTGGTGGACCTGGCCAACGTGCAGGGCTTAAGCCTGAACTGGTCCCGGGA 
GAGCGGGGAGCCCCTGCAGAAGCACACACTGGCCACCAGCGAACAATTTAACAAGACATTCTCAGTCACG 
TCCACCCTGCCTGTGGACACCACCGACTGGATCGAGGGCGAGACTTACAAGTGCACCGTGTCCCACCCAG 
ACCTGCCCAGGGAAGTCGTGCGCTCCATCGCCAAGGCCCCTGGCAAGCGTTTGTCCCCCGAGGTCTACGT 
GTTCCTGCCGCCTGAGGAGGACCAGAGCTCCAAGGACAAGGTCACCCTCACCTGCCTGATCCAGAACTTC 
TTCCCCGCGGACATCTCCGTACAGTGGCGTCGTAACAATGTCCTAATCCAGACAGACCAGCAAGCCACCA 
CACGGCCCCAAAAGGCCAATGGCCCCGACCCCGCCTTCTTCGTCTTCAGCCGCCTAGAGGTCAGCCGGGC 
GGAATGGGAGCAGAAGAACAAATTTGCCTGCAAGGTGGTCCACGAGGCGCTGTCCCAAAGGACCCTCCAG 
AAAGAGGTGTCCAAAGACCCTGGTAAATGATGCCCTCTGCCCGCCGCCTGCCCACCCTCCCAGGGCTCCC 
TCCTGCTGGGGTGGAGGTGGGGGCCAGCCAGACCTGCTCCGGTCATTGTTCGTTGTCAATAAACACTCCG 
GTGCCTGCT 

>GBEQ0173 | Acc | L38393 | Ver | L38393 . 1 GI : 1041062 | Equus caballus (clone Gl) T cell receptor 
gamma (TCRG) mRNA, C region. 

GCACGAGAACATAATGACTGGGGTTGACCAAGAGATTCTTAGCTCCCCCAACAGAAGCACAGTGGTGTCC 
CTGTTATTATTCTCAGAAAAGCTTGTCCGAAAGAAGAAAGCTCCCCTCTGCAGCTGCAGTCAGCAACGTA 
CTAATACTCTCTGCTATTACACCTACCTCTCTCTCCTCAAGAGTGTCGCCATCTACTTGCCATCATTTGC 
CTTCGTCTGTTCAGGAGAAACAGAAGACTGTGGACATGGAAACAGTTTGTAACAGATCGGTGGCAGAAGG 
AAGTCAACTGGTCTTCATTTATGTTCCTAAAGGTACCCTGAGGATCTAGCGGGCTTCTTTTGGTTGGTAT 
TTAGTTACACTGTGTACCTTTTGTATGTCATATGTGTAATGTTTCAACACGGGCAACAGAAATGTACTCT 
GTAACAACAATGAATTCTGCCATCCTCAGCNAGGGCCTACGGGTAGTCCTTTAGCACCACTGTCTCCATG 
ATCTCCATCAGCTCCTCTGGCAACCCAAATAAGCATGCCTTCCGAGTACAGACAGCACGCGGCTTCTAGT 
CACATCCTTAGGGCCATTTACCAGAACCGCCTTGAAGCGTTGCATTTTACACATCCTGAACCTGACACTT 
TTGCTACTTGAATTCTGAGCTGTGTTTTTTGTAATACACAATCTCGTGCC 

>GBEQ0174 | Acc j L38392 | Ver 1 L38392 . 1 GI : 104 067 6 | Equus caballus (clone Gorig) T cell 
receptor gamma (TCRG) mRNA, VDiT region. 

ATTTTTCTTCCTTCAATTGCTGAAATAAAGCTCCATAAGGCTGGAACATATCTTTGTCTTCTTGAGAAAT 
TCTTCCCTGAGGTTATTAAGATCTATTGGAAAGAAAAGGATGGCAATACAATCCCGCAATCCCAGCAGGA 
AATACCATGGAAGACTGATAACACTTACATGAAATTCAGCTGGCTGACCGTGACTGGAAAGTCAATGGAT 
AAAGAACACAAATGTGT T GT CCAAC ACGAGAAAATAAAGACTGGGGTTGACCAAGAGAT T CT TT T CCCAT 
CAGTGAATGAAGTTCTCAACTCAAGTCTCCCTGATACTCCTTCTACAGAAGCTTCGGCCCAGTACAGGAA 
CGTGAGTCCTCTGCTACTAATACCACAAAACGTTGTCGGAAAGATGAAAGCAACACTGTGCAGATGCAGT 
CACCAGCATACTAGTACTCTCTATGGCTCCTACCTCCTGCTACGCGTCAAGAGTGTGGTCTACTTGCCAT 
CATTTGCCCTCTTGTGTTTAGGAGAAGCGGTCTGTGGTGATGGAAAGAGTTCGTAACAGATCGGTGGCAC 
AATGAAGTCAACATTTATCATCATTTTTTCTGGATTGTCTCCTGAGCATAAGTGGGGCTTCTCTCTGGGT 
TAGTGTATGTAGTCACATGTGTACTAGTCTGTATAGTCATATCTGTGATGGTTTTCATAGCTGAACCGAC 
ATTTTCTGTAACAGCAATGAATTCTGCCATTACTTACTTAGTGCAGCCCAGTCGTCCTTTAGCACCAAGC 
TATCTGAATGATCTCCATCAGCTCCTCCAGCAACCCGATAACCATGCCTTCCAGGTAGAGACGGCATGCA 
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GCTCTAGTCACATCCTGTAGGGCCACGTGACCAGATGACCACCTTGAACCCTTCCATTTTACACATCCTG 
AAGCCACCATCGCTGTTAGTTGAATTCCATATTTTGTTTTTCCTCGTGCCGAATTCCTGCAG 

>GBEQ0175 |Acc|L38383|Ver JL38383.1 GI : 1040663 | Equus caballus (clone A55) T-cell receptor 
alpha chain mRNA, C-region. 

CCGTATATCACGGACCCGAAGCCCTCCGTATACCAGCTGAGAAACCCTAAATCCAGCGATACTTCCATCT 
GCCTATTCACCGATTTTAATTCTGAAGATAAAGGGAATTTCAGAAAAGAAGGAGTGCTTCTTCTTCAACA 
GTCTACGCTGGACATGAAGGTCATGAATTTCAAGAGCATGGATGGCCTGGCCTGGAGCAAGACATCTGAC 
T T T ACATGCAT GAACAAGATAGAGTT CTACTCCAGCT CAAACT AT T CC TGT GATGC C CAGT T GACAGAGA 
AAAGGTTTGAAACAGATATGGATCTCAACCTCCAAAACCTGTCACTGATTGGGTTCCCCGATCTCTTCCT 
GAAAGTGGTTCCGGCCTTTACTGTCATGACACTGCGGCTGTGGTCAGCTGAGGTCGCCAAGATGTGAGAG 
CCAGTCTCCTCACTCTTGACTCTTCGAACTCTTGACCTTTGAGCAAGAGATTGAAGCCAGGTCTCCTATC 
TGCTCTGCACCTCTTCCTCTTAGAAGCAAGAGACCTCTGCGAGGGGAAAAGCTCCTCGCCTCTCTGGCCC 
ACTGCAATGCACAACTGGATCTACAGGATATCTGTGATCAAGATGCTGAAGAGCTGCCAAACACTGCTGC 
CACCCCCTCTGTTCCCTCACTGCTGCTTGTCACTGCCTGACATTCCCAGCAAAGGTCGGGGCTGCTGCAG 
CCTCTCCTGGCTGTGGAGGAACTCCTGCCCCTCCCCAGAGACCGCCTCTGTTCCCACTGGATGATGGATC 
CCCCATGGTTTCTCTTGAGCTCTAGCTCCCGGAGAATGTTGTGAGAAGTTTATATTTTTCAATAGTGTCA 
TAAAGAAATACATATCACCCTTTTTCCCAAGATGGGGAA2\AATTATCTCATTATCTAGGCCCTGCTATGC 
TGTGTATGTGAACCACATTGTATATTCTGCGCCCATGGCTTCATTAAAA 

>GBEQ0176 [Acc|L46797 |Ver 1L46797.1 GI : 1048720 | Equus caballus clusterin mRNA, complete 
cds . 

GCCAGCAGGAGCTCACCGGCGCCGGGCCGCGGACCGAATCGTGCTAGGATTCCAGAATTGGAGGAGGAGG 
CAAGATGAAGACTCTCCTGCTGTTGGTGGGGCTGCTGCTGACCTTGGAGAATGGACAGGTGCTGGGAGAC 
AAGGCAGT GTCAGACAGAGAGCTCCAGGAAAT GTCCACGCAGGGGAGTAACTACAT TAATAAGGAAATTA 
AAAATGCCCTCAAGGGGGTGAAACAGATAAAGAACCTAATAGAACAAACAAACGAAGAGCGCAAGTCGCT 
GCTGGGCACCT TAGAGGAAGCCAAGAAGAAGAAAGAGGGTGCCT TAAAT GAT ACTAAGGAT T C T GAAAT G 
AAGCTGAAGGAGTCCCAGGGGGTGTGCAATGAGACCATGACAGCCCTCTGGGAGGAGTGCAAGCCCTGCC 
TGAAGCAGACCTGCATGAAGTTCTACGCACGTGTCTGCAGAAGCGGCTCGGGGCTGGTTGGCCACCAGCT 
' TGAGGAGTTCCTGAACCAGAGCTCTCCCTTCTACTTCTGGATCAACGGTGACCGCATCGACTCCCTGCTG 
GAGAACGACCGGCAGCAGACCCACGTACTGGACGTCATGCAGGACAGCTTCGACCGGGCGTCCAGCATCA 
TGGACGAACTTTTCCAGGACAGATTCTTCACCCGCGAGCCCCAAGATACTTACTACTACTCGCCCTTCAG 
CTCACCCCACAGGAGGTCCTCTCTCTTATTCAACCCCAAGTCGCGCTTCGCCCGG7VACATAATGCATTTC 
CCCATGTACCGCCACCTGAACTTCAACGACATGTTCCAGCCTTT.CTTTGACATGATCCACCAGGCCCAAC 
AGGCCATGAATCTGCACCTCCACAGACTTCCCGACCAGCTCCCCATGACGGAATTCTCAGAAGGAGACAA 
CCATGACCGCACCGTCTGCAAGGAGATTCGTCACAACTCCACGGGATGCCTGAAGATGAAGGACCAGTGT 
GAGAA.GTGCCAGGAGATCTTATCAGTGGACTGTTCGACCAACAACCCCTCGCAGATGCAGCTGCGGCAGG 
AGCTGAACAACTCCCTCCAGCTCGCTGAGAAGTTCACCAAGCTGTACGACGAGCTGCTGCAGTCCTACCA 
GGAGAAGATGCTCAACACCTCCTCCCTGCTGAAGCAGCTCAACGAGCAGTTCAGCTGGGTGTCCCAGCTG 
GCGAACCTCACGCAGGGCGAGGACCAGTACTATCTCCAGGTCACCACGGTGTCTTCCCACAATTCCGACT 
CCGAGGTTCCCTCTGGCCTCACTAGGGTGGTTGTGAAGCTCTTTGATTCCTACCCCATCACGGTGACGGT 
GCCAGAAGTAGTCTCCAGGAACAATCCTAAGTTTATGGAGACGGTGGCGGAAAAGGCTCTGCAGGAGTAC 
CGCCAGAAGAACCGGGAGGAATGAGATGTGAATGTTGCT.CCTCCAAGTATGGGGGCCTCTGAATCCAGTT 
GCCCCCGAGATGAGCCACAAGCCCTAGAGAGAGCTCTGCATGTCACAAGCGCCCGGCCCAGCCTCGAGGC 
CCCCTGAGCCTCCCAGCCGCCCTCCGATCCCGCCTCTAATGCCTGCGTTTGCTGATCACGGGAAGAAGCC 
CCACACGCCACTAACTCAATAAAACGGCCTTGTAATCTG 

>GBEQ0177 |Acc|U38200|Ver|U38200.1 GI : 1041788 | Equus callabus interleukin-10 (IL-10) mRNA, 
complete cds . 

ATGCACAGCTCAGCACTGCTATGTTACCTGGTCTTCCTGGCCGGGGTGGGAGCCAGCCGAGACCGGGGCA 
CCCAGTCTGAGAACAGCTGCACCCACTTCCCAACCAGCCTGCCCCACATGCTCCATGAGCTCCGAGCCGC 
CTTCAGCAGGGTGAAGACTTTCTTTCAAATGAAGGACCAGCTGGACAACATGTTGTTGAACGGGTCCCTG 
CTGGAGGACTTTAAGGGTTACCTGGGTTGCCAAGCCTTGTCGGAGATGATCCAGTTTTACCTGGAGGAGG 
TGATGCCCCAGGCTGAGAACCACGGCCCAGACATCAAGGAGCACGTGAACTCCCTGGGGGAAAAGCTGAA 
GACCCTCCGAGTGAGGCTGCGGCGCTGTCATCGATTTCTGCCCTGTGAAAATAAGAGCAAGGCAGTGGAG 
CAGGTGAAGAGTGCCTTCAGTAAGCTCCAAGAGAAAGGTGTCTACAAAGCCATGAGTGAGTTTGACATCT 
TCATCAACTACATAGAAGCCTATATGACAACGAAGATGA^AAACTGAAGCATCCTAGGGAACGAAGCATC 
CAGGACGGTGACTCTACTAGACTCTAGGACATAAATTGGAGATCTCCCAAATCCCATCCAGGGTTCTGGG 
AGAGCTGAATCAGCTCCTTGGAAAACCCTGTGGTACCTCTCTCCTGAATATTTATTAACTCTGATACCTC 
AACTCCTATTTCTATTTATTTACTGAGCTTCTCTGTGAA 
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>GBEQ0178 |Acc|U28947|Ver|U28947.1 GI : 887 97 6 1 Equus caballus alpha-fetoprotein precursor 
mRNA, complete cds . 

CAACAACGACAAAATTACTAGCAACTATGAAGTGGGTGGTATCAATTCTTTTAATTTTTCTACTAAATTC 

TACTGAATCCAGAACAATGCATAGCAATGCATATGGAATAGCTTCCGCACTGGATTCTTTCCAATGTTCT 

CCAGAGATGAATTTAGTTGACCTAGCCACCATATTTTTTGCCCAGTTTGTTCAAGAGGCCACTTACAAGG 

AAGTAAGCAAAATGGTGAAAGATGTATTGACTGTAACTGAGAAGTCCACTGGCAGTGAGCAGCCAACAGG 

GTGTTCAGAAAACCGGCTATCTGCCTTCCTGGAAGAAATTTGCCATGAGGAGGAAATTCCTGAAAAGTAT 

GGACT T T CAGGT T GCT GCAGCCAAAAT GAAGAGGAAAGACATAAC T GT T TACT GGCACGCAAGAAGGAC T 

CTCCAGCATCCATCCCACCCTTCCAAGTTCCAGAACCTGTCACGAGTTGTAAAGCATATGAAGAAAACAG 

GGAGATGTTCCTGAACCGATACCTGTATGAGATAGCAAGAAGGCACCCCTTCCTGTATTCATCTACAGCT 

CTTTATTTGGCTTCTCACTATGACAAAATAATTTCAGCATGCTGCAAATCTGAAAATGCAGTTGAATGTT 

TCCAATCAAAGGCAGCAACAAT T ACAAAAGAATTAAGAGAAACCAGTT TGT TAAAT CAACAT GT GT GTGC 

AGT GAT AAGAAAT T T TGGACCCCGAACT CTCCAAGCTATAACGGT T ACCACAC T GAGT C AAAGGTAT T CC 

AAGGCTAATTTTACTGAAATTCAGAAGCTAGTCCTGGATGTGGCCCACGCACATGAGGAATGTTGCAGGG 

GAAACGTGGAGGAGTGTGTGCAGGATGGGGAAAAACTTATATCCTATGTATGTTCTCAAGAAGATATTCT 

'GTCAAGCAGCATAGTCGAATGCTGTAAATTGCCCACAGTTGAACTTGCTCAATGCATAATTCATGCTGAA 

AAT GATGACAAACCT GAAGGCT TATCT CCAAACCTAAATAGACTTTTAGGAGAGAGAG AT T TCAACCAGT 

TTTCTTCAAAGGAAAAAGATCTCTTCATGGCCAGATTTACTTATGAATATTCAAGAAGGCATACTAAGCT 

TGCTGTCCCAGTAATTCTAAGAGTTGCTAAAGGATACCAGGAGTTCTTGGAGAAGTGTTCCCAGTCTGAA 

AACCCTCTTGAATGCCAGGATAAAGGGGAAGAAGAATTACAGAAATATATCCAGGAGGGCCAAGCGCTGG 

CCAAGCGAAGCTGCGGCCTCTTCCAGAAATTAGGAGACTACTACCTACAGAATGCGTTTCTTGTTGCTTA 

CACAAAGAAAGCCCCTCAACTGACCCCACCTGAGCTGATAGCTTTGACCAGAAAAATGGCAACCGCAGCA 

GCCACTTGTTGCCAACTCAGTGAGGACAAACAATTGGCCTGTGGGGAGCAAGTGGCTGGCCTTATTATCG 

GACAATTATGCATCAGGCATGAAGAGAGTCCTATAAACCCTGGTGTTGGCCAGTGCTGCACTTCTTCATA 

TGCCAACAGGAGGCCATGCTTCAGCAGTTTGGTGGTGGATGAAACATATGTCCCTCCACCATTCTCTGAT 

GACAAGTTCATCTTCCACAAGGATCTGTGCCAAGCTCAGGGTGTAGCACTGCAAACAATGAAGCAACAGT 

TTCTCATTAACCTTGTAAAGCAAAAGCCACAAATAACAGAGGAACAACTTGAGGCGGTGATCGCCGATTT 

CTCTGGCCTCCTGGAAAAGTGCTGCCAAGGTCAAGGGCAGGAAGTCTGCTTTTCAGAAGAGGGTCCACAA 

CTGATTTCCAAAACTCGTGCTGCTTTGGGAGTTTAAATTACTTCAGGGGGAAGAAAAGAAGACAAAATAG 

GTCTTTATAGTTTGGTGTGAATTTCCCTTTAATTTTATCTGACTTAATACTCTTTGTGAATTAATGAAAT 

AATGAAGACTTTTGTGTGAGAGTTCCCTGTCATAGAAATAAAGTTATCTCCAAATGTT 

>GBEQ0179 |AcclL42623 |Ver IL42623.1 GI : 848982 | Equus caballus (clone pcDNACG2 ) MHC class I 
mRNA, complete cds. 

AGGGATGCGCGTCATGATGCCGCCAACCTTCCTCCTGCTGCTCTCCGGGGCCCTGACCCTGACCGAGACC 
TGGGCGGGCTCCCACTCCATGAGGTATTTCTACACCGGCGTGTCCCGGCCCGGCCGCGGGGAGCCCCGCT 
TCATCACCGTCGGCTACGTGGACGACACGCAGTTCGCGCGGTTCGACAGCGACGCCGCGAGTCCGAAGGA 
GGAACCGCGGGCGCCGTGGATGGAGCACGTGGGGCCGGAGTATTGGGAGCGGAACACGCGGATCTCCAAG 
GAAGCCGCAGAGACTTACCGAGTGGACCTGAACAACCTGCGCGGCTACTACAACCAGAGCGAGGCCGGGT 
CTCACACCATCCAGGACATGTACGGCTGCGACGTGGGGCCGGACGGCCGCTTCCTCCGCGGGTACTTTAA 
CTCCGCCTACGACGGCGCCGATTACATCGCCCTGAACGAGGACCTGCGCTCCTGGACCGCGGCGGACACG 
GCGGCTCAGATCACCCGGCGCAAGTGGGAGGCCGCCGGTGCGGCCGAGCGCTGGAGGAACTACCTGGATG 
GGGAGTGCGTGGAGTGGCTCCTCAGACACCTGGAGAACGGGAAGGAGACTCTGCAGCTCGCGGATCCCCC 
AGAGACACAGGTGACGCACCACCCCAACTCTGACCGTGAGGTCACCCTGAGGTGCTGGGCCCTGGGCTTC 
TACCCTGCGGAGATCACCCTGTCCTGGCAGCGTGACGGGGAGGACCTGACCCAGGACATGGAGTTTGTGG 
AGACAAGACCTGCAGGGGACGGGACCTTCCAGAAGTGGGCCGCTGTGGTGGTGCCTTTTGGGGAGGAGCA 
GAGATACACGTGCCATGTGCAGCATGAGGGGCTGCCTGAGCCCGTCATCCTGAGATGGGAGCCGCCTCCT 
CAGTCCACCATCCTCATCGTGGGCATCATTGCTGGCCTGGTTCTCCTTGTCGCTGTGGTGGCTGGAGCTG 
TGATCTGGAGGAAGAAGCACTCAGGTGAAAAAAGAGGGATTTACGTGCAGGCTGCAAACAGTGACAGTAC 
CCAAGGCTCTGATGCGTCTCTCCCGAAGACAGTGTGAGACAGTGGCCCTGTGGGAGACCAAGTGATGCAA 
GATTTGTTCACCCTCCCACTTTGTGACTTCAGATGCCCACACTTCTCTTTCTGCAACTGGCATCTGAATG 
TGTGTGTGGTCCTATTAGCATAATGTGAGGAGGTGAGGTGATTGGCCCACCCCCTGCTCTCCACGACCCC 
CTCCCAACACTGACCTTTGTGCTTTCCCTGATCTAATTTCCTGTTCCAGCAGAGGTGGGGCTGGGCGGGC 
TCCCTCCCTGTCTTAAGCTCCTTGTTGCACTCACTAGTGATCATTTGCTTCCTATTGAAAATATGAATCT 
GGATGTGAATTTTTTTCTAATTCTTGTTGTAAGGGATTGATGGGTTAATTAAAGTAGAAGATTACTAAAG 
TTTGAGAGTGGAAATAAATGGAAGCACTGAGAACCTTCGAGAAATC 

>GBEQ0180 |Acc|U25990|Ver|U25990.1 GI : 829614 | Equus caballus skeletal muscle sodium 
channel alpha-subunit mRNA, complete cds. 



f 



525 



WO 2005/067649 



PCT/US2005/000517 



ATGGCCAGCTCATCTCTGCCCAACCTGGTGCCTCTGGGCCCTGAGAGCCTGCGCCCCTTCACCCGGGCGT 

CCCTGGCAGCCATAGAACGGCGGGCGTTGGAGGAGGAAGCCCGGCTGCAGCGGAACAAGCAGATGGAGAT 

CCAGGAGACTGAGCGGAACGCGCGCAGTGATCTGGAGGCTGGCAAGAACCTGCCTCTCATCTATGGGGAC 

CCTCCACCAGAGGTCATCGGCATCCCTCTGGAGGATCTGGACCCCTACTACAGCAACAAGAAGACCTTCA 

TCGTGCTCAACAAGGGCAAGGCCATCTTCCGCTTCTCCGCTACACCTGCTCTCTACATGCTGAGTCCCTT 

CAGCATCATCAGACGCAGCGCCATCAAGGTGCTCATCCACTCGCTGTTCAGCATGTTCATCATGATCACC 

ATCTTGCCCAACTGCGTGGTCATGACCATGAGTGACCCGCCTCCCTGGCCCATACATGTGGAGAACACCT 

TCACAGGAATCAACACCTTTGAATCCCTCATCAAGATGCTGGCCCGAGGCTTCTGCATCGACGATTTCAC 

ATTCCTCCGGGATCCCTGGAACTGGCTGGACTTCAGTGTCATCATGATGGCGTACCTGACAGAGTTTGTG 

GACTTGGGCAACATCTCAGCCCTGAGAACCTTCCGGGTGCTGCGGGCCCTGAAAACCATCACGGTCATCC 

CAGGGCTGAAGACGATTGTGGGGGCCCTGATCCAGTCGGTGAAGAAGCTGTCAGATGTGATGATCCTCAC 

CGTCTTCTGCCTGAGTGTCTTTGCCCTGGTGGGGCTGCAGCTCTTTATGGGAAACCTGCGGCAGAAGTGT 

GTGCGCTGGCCCCAGCCCTTCAACGACACCAATACCACCTGGTACGGCAATGACACCTGGTACAGCAATG 

ACACGTGGAACAGCAATGACACGTGGAGCAGCAATGACATGTGGAACAGCCATGAGAGCATGGCCAGCAA 

CTATACCTTTGACTGGGATGCCTACATCAATGATGAAGGGAACTTCTACTTCCTGGAGGGTGCCAAGGAT 

GCCCTGCTCTGTGGGAACAGCAGTGATGCTGGGCACTGCCCCGAGGGTTACAAGTGCATCAAGACTGGGC 

GGAACCCCAACTACGGCTACACCAGTCACGACACCTTCAGCTGGGCCTTCCTGGCTCTCTTCCGCCTCAT 

GATACAGGACTATTGGGAGAACCTCTTCCAGCTGACCCTTCGAGCAGCCGGCAAGACCTACATGATCTTC 

TTTGTGGTGATCATTTTCCTGGGCTCCTTCTACCTCATCAATCTGATCCTAGCAGTGGTAACCATGGCGT 

ACGCGGAGCAGAATGAGGCCACCCT GGCT GAGGAT CAGGAGAAAGAAGAGGAGT TT CAGCAGATGATGGA 

GAAATTCCAAAAGCAGCAGGAGGAGCTGGAGAAGGCCAAGGCTGATCAGGCTTTGGAAGGTGGGGAGGCA 

GGCGGGGACCCAGCCCACAGCAAAGACTGTAACGGCAGCCTGGACACATCACCAGGGGAGAAGGGGCCCC 

CAAGGCAGAGCT GCAGCGCAGACAGCGGCGT CT CAGAT GCTATGGAAGAGC T GGAAGAGGCCCACCAGAA 

GTGCCCGCCATGGTGGTACAAGTGTGCCCACAAAGTGCTCATATGGAACTGCTGCACCCCATGGGTGAAG 

TTCAAGAACATCATCCACTTGATCGTCATGGATCCCTTTGTGGACCTGGGCATCACCATCTGCATCGTAC 

TCAACACCCTCTTCATGGCCATGGAACATTACCCCATGACGGAGCACTTTGACAAAGTGCTCACCGTGGG 

CAACCTGGTCTTCACGGGCATCTTCACAGCCGAGATGGTACTGAAGCTCATCGCCTTGGACCCCTACGAG 

TACTTCCAGCAGGGTTGGAACGTCTTTGACAGTATCATCGTCACCCTCAGTTGGGTGGAACTGGGCCTGG 

TTAATGTGAAGGGGCTGTCTGTGCTCCGCTCCTTCCGTCTGGTGCGGTCGTTGAAACTGGCCAAGTCGTG 

GCCAACACTGAACATGTTCATCAGAATCATCGGGAACTCGGGGGGGGGGCTGGGCAACCTGACCCTGGTG 

TTGGCCATCATCGTGGTCAACTTTTCCGTCGTGGGCATGCAGCTGTTCGGCAAGAACTACAAGGAGTGTG 

TGTGCAAGAATGCCTCGGACTGCGCCCTTCCCCGCTGGAAAATGTGCGACTTCTTCCACTCTTTCCTCAT 

CGTCCTCCGCATTCTGTGTGGGGAGTGGATCGAACCCATGTGGGGCTTCATGGAGGTGGCTGGCCAGGCC 

ATGTTCCTAACCGTCCTCCTCATGGTCATGGTCAACGGCAACCTGGTGGACCTGGACCTCTTCCTGGCCC 

TTCTTCTGAACCCCCTCAACTCTGACAACCTCTCGGCCTCGGACGAGGATGGCGAGATGAACAACCTCCA 

GATCTCCAGCTGGCCCATCAAGTTGGGCATCTGCTTTGCCAACGCCTTCCTCCTGGGGCTGCTGCATGGC 

AAGATCCTGAGCCCCAAGGATATCATGCTCAGCCTGGGGGACCCGGGCGAGGCTGGGGAGGCAGGGGAGG 

CTGAGGAGAGTGCCCCCGAGGATGAGAAGAAGGAGCCACCGCCTGAGGATGATGACAAAGACCTGAAGAA 

GGACAATCACATCCTGAACCACATGGGCCTGGTTGATGGCACTCCAACCAGCATCGAGCTGGACCACCTC 

AACTTCATCAACAACCCCTACCTGACCATCCACGTCCCTATTGCCTCCGAGGAGTCTGACCTGGAGATGC 

CTACAGAGGAGGAGACTGACACTTTCTCAGAGCCTGAGGATGGCAAGAAGCCACTACAGCCCCTCGACGG 

GAACTCCTCCGTCTGCAGTACGGCCGACTACAAGCCCCCCGAGGAGGACCCCGAGGAACAGGCCGAGGAG 

AACCCTGAGGGGGAGCAGCCTGAGGAGTGCTTCACCGAGGCCTGTGTGCAACGCTTTCCCTGCCTCTCCG 

TGGACATCTCCCAGGGCCGTGGGAAGATGTGGTGGACCCTCCGCAGGGCCTGCTTCAAGATTGTCGAGCA 

CCACTGGTTTAAGACCTTCAATTCCTCATTGATCCTGCTCAACAGTGGAACCTTGGCCTTCGAGGACATC 

TACATCGAGCAGCGGCGAGTCATCCGCACCATCCTGGAGTACGCTGACAAGGTCTTCACCTACATCTTCA 

TCATGGAGATGCTGCTCAAGTGGGTGGCTTACGGCTTCAAGGTATACTTCACCAACGCCTGGTGCTGGCT 

CGACTTCCTCATCGTGGACGTCTCCATCATCAGCCTAGTGGCCAACTGGCTGGGCTACTCCGAGCTGGGA 

CCCATCAAATCCCTGCGGACACTGCGTGCCCTGCGTCCCCTGAGGGCACTGTCCCGCTTCGAGGGCATGA 

GGGTGGTGGTGAACGCCCTCCTAGGCGCCATCCCCTCCATCATGAATGTGCTGCTTGTCTGCCTCATCTT 

CTGGGTGATCTTCAGCATAATGGGCGTCAACCTGTTTGCGGCCAAGATCTACTACTTCATC2\ACACCACC 

ACCTCCGAGAGATTCGACATCTCCGGGGTCAACAACAAGTCCGAGTGCGAGAGCCTGATTCACACAGGCC 

AGGTCCGCTGGGTCAATGTCAAGGTCAACTACGACAACGTGGGTCTGGGCTACCTCTCCCTCCTCCAGGT 

GGCCACCTTCAAGGGCTGGATGGACATCATGTATTCAGCCGTAGACTCTCGGGAGCAGGAGGAGCAGCCG 

CAGTATGAGGTGAACATCTATATGTACCTCTATTTCGTCATCTTCATCATTTTCGGGTCCTTCTTTACAA 

TCAACTCCCTCATCCGCCTGATCATTGTCAACTTCAACCAGCAGAAGAAGAAGCTTGGAGGGAAAGACAT 

CTTCATGACGGAGGAACAGAAGAAATACTATAATGCCATGAAGAAGCTTGGCTCCAAGAAGCCTCAGAAG 
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CCAATTCCCCGGCCCCAGAACAAGATCCAGGGTATGGTGTATGACTTTGTGACGAAGCAGGTGTTCGACA 
TCACGATCATGATCCTCATTTGCCTCAATATGGTCACCATGATGGTGGAGACGGACGACCAGAGCCAGCT 
CAAGGTGGACATCCTGTACAACATCAATATGGTCTTCATCATCGTCTTCACGGGGGAGTGTGTGCTCAAG 
ATGTTCGCCCTGCGCCAAAACTACTTCACCGTTGGCTGGAACATCTTCGACTTCGTGGTTGTCATCCTGT 
CCATTGTGGGCCTCGCACTCTCCGACCTGATCCAGAAATACTTCGTGTCACCCACACTGTTCCGTGTGAT 
CCGCCTGGCACGGATCGGGCGCGTCCTGCGGCTGATCCGTGGGGCCAAGGGCATCCGGACGCTGCTCTTT 
GCCCTCATGATGTCACTCCCTGCCCTCTTCAACATTGGCCTGCTCCTCATTCTGGTCATGTTTATCTACT 
CCATCTTCGGCATGTCCAACTTTGCCTATGTGAAGAAGGAGTCAGGCATCGATGACATGTTCAACTTTGA 
GACCTTTGGCAACAGCATCATCTGCCTCTTCGAGATCACCACGTCAGCTGGCTGGGACGGGCTCCTCAAT 
CCCATCCTCAACAGCGGGCCCCCTGACTGTGACCCCACACTGGAGAACCCGGGCACCAGTGTCAGGGGTG 
ACTGCGGCAACCCCTCCATCGGCATCTGCTTCTTCTGCAGCTACATCATCATCTCCTTCCTCATCGTGGT 
CAACATGTACATTGCCATCATCCTGGAGAATTTCAACGTGGCTACCGAGGAGAGCAGCGACCCCCTGGGT 
GAGGACGACTTTGAGATTTTCTTTGAGAAATGGGAGAAGTTTGGCCCTGACGCCACGCAGTTCATTGATT 
ATAGCCGCCTCTCTGACTTCGTAGACACCTTGCAGGAACCACTGAGGATCGCCAAGCCTAACAAGATAAA 
GCTCATCACGCTGGACCTGCCCATGGTGCCCGGCGACAAGATCCACTGCCTGGACATCCTCTTTGCCCTG 
ACCAAAGAGGTCCTGGGTGACTCTGGGGAAATGGATGCCCTCAAGGAGACCATGGAGGAGAAATTCATGG 
CAGCCAACCCATCCAAGGTCTCCTATGAGCCCATCACCACCACCCTCAAGAGGAAGCAGGAGGAGGTGTG 
CGCCATCAAGATCCAGAGGGCCTACCGCCGGCATCTGCTTCAGCGCTCTGTGAAGCAGGCATCCTACATG 
TACCGCCACAGTCAGGACGGCAGCGGGGATGGGGCCCCCGAGAAGGAGGGACTGATCGCCAACACCATGA 
GCAAGATGTATGGCCGTGAGAATGGGAACAGTGGTGTTCAGAACAAGGGTGAGGAGAGGGGCTCAACAGG 
GGATGCTGGACCTACCATGGGGCTCACACCCATCAACCCCTCGGACTCTGCCCTGCCTCCCTCCCCACCA 
CCGGGTCTGCCTTTACACCCAGGGGTCAAAGAGTCTCTTGTCTAG 

>GBEQ0181 |Acc|L33910|Ver|L33910.1 GI : 530128 | Equus caballus MHC class II DQ-beta chain 
(DQbeta) mRNA, complete cds. 

GCCAGTGTGCTCTAAAGATCAGAGCCACCAGGTGCAAGCTGTGTTGACCACCATTACATCTTCCTTTGTT 
CTCAATTACGTCTGGGAAGATGGCTCCGCAGATCCCCAGAGGCCTTTGGACAGCAGCTGTGATGGTGACG 
CTGGTGGTGCTGAGCACCCCAATAGCTGAGGGCAGAGACTCTCCACAGGATTTCGTGTACCAGTTTAAGG 
GCCAGTGCTACTTCACCAACGGGACGGAGCGGGTGCGGCTCGTGACCAGATACATCTACAACCGGGAGGA 
GTACGTGCGCTTCGACAGCGACGTGGGGGAGTACCGGGCGCTGACCGAGCTGGGGCGGCCGACCGCCGAG 
TACTGGAACGGGCAGAAGGACGTCCTGGAGCAGACGCGGGCCGAGTTGGACAGAGTGTGCAGATACAACT 
ACCAGTTGGAGGTCCCCAGGTCCTTGCAGCACCAAGTGGAACCTACAGTGACCATCTCCCCATCCAAGAC 
AGAGGTTCTAAACCACCACAACCTGCTGGTCTGCTCAGTGACAGATTTCTATCCAAGCCAGATCAAAGTT 
CGGTGGTTCCGGAATGACCAGGAGGAGACAGCTGGCGTTGTGTCCACCCCCCTTATTAGAAACGGGGACT 
GGACCTTCCAGATCCTTGTGATGCTGGAAATGACTCCCCAGCGAGGAGATGTCTACACCTGCCACGTGGA 
GCACCCCAGCCTCCAGAGCCCCATCACAGTGCAGT.GGCGAGCACAGTCTGAATCTTCCCAGAGCAAGATG 
CTGAGTGGCGTCGGGGGCTTCGTGCTGGGGCTCATCTTCCTCGGACTGGGCCTTATCATCCGTCACAGGA 
GCAAGAAGGGACTTCGTGGGACTCCACCAGCAGGGCTCCTGCACTGACTCCTGAGGATACTTTGGGATTA 
GTCTTCGTTCTTCTGTAATGCCTGCTGATCCTTGCTCAGAATCTCAACTGCCTGTCAGTCTGACCCCCTC 
TGAGATCAGAGTCCTACAGTGACCCTGACAAAGTCGCCAGGTCACCTCCTGTGACCCCCACCTTGAGTAT 
CTTACTGCGATGGTGCTTCCTGCATGACCTCAGAGCCTCTGCCAGTGTGCTGCCAGCTGCGTCTGCTCAG 
ATCCCAACGGGTTTTTCTGTTTCCCTTCTTCCTCCATAGACTGTTCAAGAGAAACACTTGAAGCCATTTG 
CCTGAGT ATAGAGAT T TTAT CAT AAT AAACATGAT T ATGAGT TACCTGT 

>GBEQ0182 |AcclL33909|Ver IL33909.1 GI : 53012 6 | Equus caballus MHC class II DQ-alpha chain 
(DQalpha) mRNA, complete cds. 

AAAGCTGAGAAGACAATGATCCTAAACAGAGCTCTGATTCTGGGGGCCCTCACCCTGACCACCATGATGA 
GCGCCTGCGGAGGTGAAGACATTGTGGCTGATCACTTTGCCTCCTATGGCATAAACGTCTACCAATCTTA 
TGGTGATTTTGGTCAGTACACCCATGAATTTGATGGAGATGAGGAGTTCCATGTGGACCTGGAGAAGAAG 
GAGACCATCGTGAGGCTGCCTGTGTTTAGCGAGTTTACAAGTTTTGACCCACAGGGCGCGCTGCAAAACA 
TTGCTACGGCAAAACACAACTTGGACATCTTGATTAAACGTTCCAACTCTACTGCTGCTACCAATGAGGT 
TCCTGAGGTGACTGTGTTTCCCAAGTCTCCTGTGGTGCTGGGTCAGCCCAACACCCTCATCTGTCTTGTG 
GACAACATCTTCCCTCCTGTGATCAATGTCACATGGTTGAGGAATGGGCACTCAGTCAGTGAAGGCGTTT 
TTGAGATGATTTTCCTCCCCAAGACTGATGATTCCTTCCTGAAGATCAGTTACCTCACCTTCCTCCCTTC 
TGCTGACGATATTTATGACTGCAAGGTGGAGCACTGGGGGCTGGATGAGCCACTTCTGAAACACTGGGAA 
CCTGAGATTCCAACTCCAATGTCAGAGCTGACAGAGACTGTGGTCTGTGCCCTGGGGTTGGCTGTTGGCT 
TTGTGGGCATCGTGGTGGGCACCTTCCTCATCATCCGAGCCCTACGCTCAGGCGGTGCCTTAAGACGCCA 
AGGATGCTTGTGAGTTCGATCATAGAAGGGAAGGCACATTGCCCATCTACAAGAGCAGAAGAGTGGATGT 
GCTAGACGACCTCGCACTATTTACTGGCCCAGTTCATCATACTCCTTCTCTTCTTCATCGTTTTTCCTCT 
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AACCTTTTCCCTGGGACTTAAGGTGCTGTATCTCCTAAGAGCTCTCATACTCTTCAGAATTCTCCCCCTG 
ACTGCCGGATTATTTTTCTCTTCTCACTTGTTACCTACTATGGATCCTGGACATTCCACCTAGTTACCTA 
ATCTCTAGGACCCTGATCCAATGTCTCCATGGAAGCAATAAATTCTCCTTTATGAGTCTTTTATT 

>GBEQ0183 |Acc|U04050|Ver|U04050.1 GI : 435025 | Equus caballus inter feron-garnma precursor 
mRNA, complete cds . 

ACCTGATCAGCTTAGTACAGAAGTGACTGCTTTCAACTACTTAGGCCTAACTCTCTCCGAAACAATGAAT 
TATACAAGTTTTATCTTGGCTTTTCAGCTGTGTGCGATTTTGGGTTCTTCTACCTATTACTGCCAGGCCG 
CGTTTTTTAAAGAAATAGAAAACCTAAAGGAATATTTTAACGCAAGTAACCCAGATGTAGGGGATGGTGG 
GCCTCT T T T CC T GGATATCT T GAAGAACT GGAAAGAGGATAGTGACAAAAAAAT AAT TCAGAGCCAAATC 
GTCTCCTTCTACTTCAAACTCTTTGAAAACTTGAAAGATAACCAGGTCATTCAAAAGAGCATGGACACCA 
TCAAGGAGGACCTGTTCGTTAAGTTCTTTAACAGCAGCACCAGCAAGCTGGAAGACTTCCAAAAGCTGAT 
TCAGATTCCGGTAAATGATCTGAAGGTCCAGCGCAAAGCAATAAGTGAACTCATCAAAGTGATGAATGAT 
CTGTCGCCCAAAGCTAACCTGAGGAAGCGGAAGAGGAGTCAGAATCCATTTCGAGGCCGGAGAGCGTTGC 
AAT AGT GGT C A 

>GBEQ0184 | Acc | M27 4 62 | Ver | M27 4 62 . 1 GI : 602447 | Equus caballus chorionic gonadotropin alpha- 
subunit (CG) mRNA, 3 T end. 

GG AGAGT T T AC AACGCAGG AT T G C C C AG AAT GC AAG C T AAGGG AAAAC AAGT AC T T C T T C AAAC T GG GC G 
TCCCGATTTACCAGTGTAAGGGCTGCTGCTTCTCCAGAGCGTACCCCACTCCAGCAAGGTCCAGGAAGAC 
AATGTTGGTCCCAAAGAACATCACCTCAGAATCCACATGCTGTGTGGCCAAAGCATTTATCAGGGTCACA 
GTGATGGGAAACATCAAGTTGGAGAACCACACCCAGTGCTATTGCAGCACTTGCTATCACCACAAGATTT 
AAAGGTTTCACCAAGTGCCTTGTGGATGACTGCTGATTTCCTGGAGTGGAAAATTAATTTGTTCAATGTG 
TATGGCCTTGTGAGATACCCCCCACCTTTCTCTTACCATTCCCCTTTGGCATGCTTCGAGGATATACTGC 
AGCTTTGTTGTCTTTCTCTTTATCTGACAGTCTGATCGGCAGTCTAGCTCTTTTGATTTGGAATGAAATA 
CAGCAT T T TAGCAT GATCACAAAAAGCT GGTTCCACAGGAAAT AAAGTCT TTTAAAAT CAT C 

>GBEQ0185 | Acc | U17 041 | Ver | U17 041 . 1 GI : 576646 | Equus caballus Ig epsilon heavy chain mRNA, 
partial cds. 

ggcacgaggaatcacctgtggttcttcctagttctggtggccgctcctacatgtgccccgtcccaggtgc 

aactgaaggagtcaggacctggcctggtgaagccctcg'cagaccctgtccctcacctgcactgtctctgg 

attctctttgactagttacactgtaggctgggtcgccaggctccaggaaaaggactggaatatgttgcgg 

ctatacgtaatagtgggagtgcaaacttcaacccagaccctgaagtcccgagccagcatcaccagggacg 

cctcaaagagccaagtttatctgacgctgaacagcctgacagtcgaggacacggccgtctattactgtgc 

ga.ggtctctgccagtctctggtaatggttatagtttggtgaactattggggccaggcatctgtcaccgtc 

tcatcagtctccaagcagagccccattatcttgcccttggctgcctgctgcaaagacaccaagactacta 

acatcacactgggctgcctggtcaagggctacttcccggagccagtgaccgtgacctgggatgcagggtc 

ccttaaccggagcaccataaccttccctgccgtctttgaccaaacctctggcctctacaccaccatcagc 

agggtggtcgcctcggggaagtgggccaagcagaagttcacctgcaacgtggtgcactcccaggagacct 

tcaacaagaccttcaacgcatgcatcgtgaccttcaccccacccaccgtgaagctcttccactcctcctg 

cgaccccggcggcgactcccataccaccatccagctcctgtgcctcatctccgactacacccctggcgac 

atcgacatcgtttggctgatagacgggcagaaggtcgacgagcagttccctcaacacggcctcgtgaagc 

aggagggcaagctggcctccacacacagcgagctcaacatcacccagggccagtgggcgtccgaaaacac 

ctacacctgccaggtcacttacaaaagacatgatcttttaaggaccaggccccgcaag j Tgcacagagtct 

gaaccccgcggtgtgagcgtctacctgagcccgcccagccccctggacctgtacgtctctaaatcgccca 

agatcacctgcctggtggtggacctggccaacgtgcagggcttaagcctgaactggtcccgggagagcgg 

ggagcccctgcagaagcacacactggcgaccagcgaacaatttaacaagacattctcggtcacgtccacc 

ctgcctgtggacaccaccgactggatcgagggcgagacttacaagtgcaccgtgtcccacccagacctgc 

ccagggaagtcgtgcgctccatcgccaaggcccctggcaagcgtttgtcccccgaggtctacgtgttcct 

gccgcctgaggaggaccagagctccaaggacaaggtcaccctcacctgcctgatccagaacttcttcccc 

gcggacatctccgtacagtggctgcgtaacaatgtcctaatccagacagaccagcaagccaccacacgcc 

ccaaaagccaatggccccgacccgccttcttcgtcttcagccgcctagaggtcagccgggcggaatggga 

gcagaagaacaaatttgcctgcaaggtggtccacgaggcgctgtcccaaaggaccctccagaaagaggtg 

tccaaagaccctggtaaatgatgccctctgcccgccgcctcccaccctcccaggctccctcctgctgggg 

tggaggtgggggccagccagacctgctccggtc 

>GBEQ0186 |Acc|L07571|Ver|L07571.1 GI : 29147 9 | Equus caballus (clone pHLll) productively 
rearranged Ig lambda chain mRNA, V3-J-C1 region, complete cds. 
GCTGTGGGGCCACAGAAGGCAGGACTCGGTGACCATCTCCACCATGGCCTGGTGCCCTCTCCTCCTCACC 
CTCATCGCTCTCTGCACAGGATCCTGGGCCCAGTCTGTGACTCAGCCCGCCTCAGTGTCTGGGACCCTGG 
GCCAGACAGTCACCATCACCTGCACTGGAAGCAGCTCCGACATAGTTGCTTATGTGGGCTGGTACCAACA 
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GATCCCAGGAACAGCCCCCAAAACCCTCATCTATGGTAATGACAAACGAGCCTCAGGGGTCCCAGATCGA 
TTCTCTGGCTCCAAGTCTGGCAGCACAGCCACCCTGACCATCACTGGGCTCCAGGCTGAGGACGAGGCCG 
ATTATTACTGTGGTACCTCTAGTGCTGTATTCGGCGGAGGCACCCACCTGACCATCGCAGGTGGTACCCC 
GTCTGCACCCTCGGTCTCTCTCTTCCCGCCCTCCTCTGAGGAGCTCAGCGCCAACAAGGCCACAGTGGTG 
TGTCTCATCAGTGACTTCTCCCCCAGCGACTTGACGGTGAGCTGGAAGGTAAATGGCGCCGCCACCACCC 
AGGGCGTCCAGACCACCAAGCCCTCGAAACAGAGCAACGGCAAGTACGCAGCCAGCAGCTACCTGTCGCT 
GACCCCCAGCCAGTGGAAATCGTCCAGCAGCGTCAGCTGCCAGGTCACGCACCAAGGGAAAACCGTGGAG 
AAGAAACTGTCCCCCTCAGAGTGTCCTTAGGTCCCCGAGTCGCCCACACCCTCAGGGACCTGCTGTCACG 
GGACCCCTAAGGGGGTCGACCATTCCCACTCCGACACCTCCTTCTCCCTCCGCCCAAATCCTTCTCAATA 
AAACATCCTCCTTCTCAAT 

>GBEQ0187 jAcc|L07565|Ver|L07565.1 GI : 2914 67 | Equus caballus (clone pHL5) productively 

rearranged Ig lambda chain mRNA, V3-J-C1 region, complete cds . 

GGCCACAGAAGGCAGGACTCGGTGACCATCTCCACCATGGCCTGGTGCCCTCTCCTCCTCACCCTCATCG 

CTCTCTGCACAGGATCCTGGGCCCAGTCTGTGACTCAGCCCGCCTCAGTGTCTGGGACCCTGGGCCAGAC 

AGTCACCATCACCTGCACTGGAAGCAACTCCAACATAGTTGCTTATGTGGGCTGGTACCAACAGATCCCA 

GGAACAGCCCCCAAAACCCTCATCTATAATAATAACAAACGAGTCTCAGGGGTCCCAGATCGATTCTCTG 

GCTCCAAGTCTGGCAGCACAGCCACCCTGACCATCACTGGGCTCCAGGCTGAGGACGAGGCCGATTATTA 

CTGTGGTACCTCTAGCAGCAGTGGTACAAGTGAATTCGGCGGAGGCACCCACCTGACCATCGCAGGTGGT 

ACCCCGTCTGCACCCTCGGTCTCTCTCTTCCCGCCCTCCTCTGAGGAGCTCAGCGCCAACAAGGCCACAG 

TGGTGTGTCTCATCAGTGACTTCTCCCCCAGCGACTTGACGGTGAGCTGGAAGGTAAATGGCGCCGCCAC 

CACCCAGGGCGTCCAGACCACCAAGCCCTCGAAACAGAGCAACGGCAAGTACGCAGCCAGCAGCTACCTG 

TCGCTGACCCCCAGCCAGTGGAAATCGTCCAGCAGCGTCAGCTGCCAGGTCACGCACCAAGGGAAAACCG 

TGGAGAAGAAACTGTCCCCCTCAGAGTGTCCTTAGGTCCCCGAGTCGCCCACACCCTCAGGGACCTGCTG 

TCACGGGACCCCTAAGGGGGTCGACCATTCCCACTCCGACACCTCCTTCTCCCTCCGCCCAAATCCTTCT 

CAATAAAACATCCTCCTTCTCAATCAG 

>GBEQ0188 lAcc|M69020 | Ver 1M69020 .1 GI : 164242 | E . caballus transferrin mRNA, complete cds. 

GCGCTCCGCCGCAGACCAGGGAGGATGAGGCTCGCCATCCGCGCCCTGCTGGCCTGCGCGGTCCTGGGGC 

TGTGTCTGGCGGAGCAAACTGTGAGATGGTGCACCGTCTCAAATCATGAGGTCAGTAAGTGCGCCAGTTT 

CCGCGACAGTATGAAAAGCATTGTTCCTGCTCCTCCTCTTGTCGCCTGTGTGAAGAGAACCTCCTACCTG 

GAGTGCATCAAGGCCATTGCGGATAACGAAGCGGATGCTGTGACGTTGGATGCAGGTTTGGTGTTCGAAG 

CTGGCCTCTCCCCCTACAACCTGAAGCCTGTAGTGGCAGAGTTCTATGGGTCCAAAACTGAGCCACAAAC 

CCACTATTATGCTGTGGCCGTGGTGAAGAAGAACAGCAATTTCCAGCTGAACCAGCTCCAAGGCAAGAAG 

TCCTGCCACACGGGCCTTGGCAGGTCTGCTGGGTGGAACATCCCCATTGGCTTACTTTATTGGCAATTGC 

CTGAGCCACGTGAATCTCTTCAGAAAGCAGTGTCCAATTTCTTCGCGGGCAGCTGCGTACCCTGTGCAGA 

TCGGACAGCTGTCCCCAACCTGTGTCAACTGTGTGTGGGGAAAGGGACAGACAAGTGTGCCTGCTCCAAC 

CACGAACCATACTTTGGCTACTCAGGTGCCTTCAAGTGCCTGGCGGATGGCGCTGGGGACGTGGCCTTTG 

TCAAGCATTCAACAGTATTGGAGAACCTGCCACAAGAGGCTGACAGAGACGAGTATCAGCTGCTCTGCAG 

GGACAACACCCGGAAGTCAGTGGATGAATACAAGGACTGCTACCTGGCCAGCATCCCTTCCCATGCCGTT 

GTGGCCCGAAGTGTGGACGGCAAGGAGGACTTGATCTGGGGGCTTCTCAACCAGGCCCAGGAACATTTTG 

GCACAGAAAAATCTAAAGACTTCCATCTCTTCAGCTCCCCTCATGGGAAGGACCTGCTGTTTAAGGACTC 

TGCCCTTGGCTTTTTAAGGATTCCCCCTGCGATGGACACCTGGCTGTACCTGGGATATGAGTATGTCACT 

GCTATTCGGAATCTAAGGGAAGATATACGCCCAGAAGTCCCAAAGGACGAATGCAAGAAGGTGAAGTGGT 

GTGCAATAGGCCACCATGAGAAGGTCAAGTGTGACGAGTGGAGTGTAAACAGTGGAGGGAACATAGAGTG 

TGAGTCAGCACAGTCCACTGAAGACTGCATTGCCAAGATTGTGAAAGGAGAAGCTGATGCCATGAGTTTG 

GATGGAGGTTTCATCTACATAGCGGGCAAGTGTGGTCTGGTGCCTGTCCTGGCAGAGAACTATGAAACTA 

GGTCTGGCTCTGCATGTGTGGACACACCAGAGGAAGGGTATCATGCTGTGGCCGTGGTTAAGTCCTCATC 

AGATCCTGACCTCACCTGGAACTCTCTGAAAGGCAAGAAGTCCTGTCACACTGGAGTAGATAGAACCGCC 

GGCTGGAACATCCCCATGGGCCTGCTCTATAGCGAGATCAAGCACTGTGAATTCGATAAATTTTTCCGTG 

AAGGCTGTGCCCCTGGGTATAGGCGAAATTCCACCCTCTGCAATCTGTGTATTGGCTCGGCAAGTGGTCC 

AGGAAGGGAGTGTGAACCCAACAACCATGAGAGATACTATGGTTACACAGGGGCTTTCAGGTGTCTGGTT 

GAGAAGGGAGATGT GGCCT T T GTGAAACACCAGACTGTCGAACAGAACACTGATGGACGTAACCCTGACG 

ATTGGGCTAAGGATCTGAAGAGTGAAAACTTTAAGCTGCTATGTCCTGATGGCACTAGGAAGTCTGTGAC 

TGAATTCAAAAGCTGCTACCTAGCCCGAGCCCCGAATCATGCTGTAGTCTCACGGAAAGAAAAGGCAGCT 

TGTGTTTGCCAGGAGTTACACAACCAGCAGGCTTCGTATGGAAAAAATGGAAGTCACTGCCCAGACAAGT 

TTTGTTTGTTCCAGTCAGCCACCAAGGACCTTCTGTTCAGGGATGACACACAATGTTTGGCCAACCTTCA 

GCCCACAACAACATATAAAACCTACTTAGGAGAAAAGTATCTCACGGCGGTGGCTAACCTGAGACAGTGC 

TCAACCTCGAGACTGCTGGAAGCCTGCACTTTCCACAGAGTTTAAAGCCCAAGAGGTGGGGTCACCACCA 
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GATGGAGATGGGAGCTCACGTGACCCATAAGCTTCCCTCTGCTCTCACTGGCCTGAGTGGTTTGTCTGCC 
TTCACAGTTTGGTGGTGGCACCTCTGCAGAACATAAAATAAAAATTATTGTTGGTTTTATCTTTTAAAAA 

>GBEQ0189 | Acc | M64 8 65 |Ver JM64865.1 GI : 164177 ! Horse alcohol dehydrogenase-S-isoenzyme 
mRNA, complete cds. 

TCACATTCCTGGCCTGCAGGGAAAACGGCATCATGAGCACAGCAGGAAAAGTAATAAAATGCAAAGCAGC 
TGTGCTGTGGGAGCAAAAGAAACCATTTTCCATAGAGGAGGTGGAGGTCGCACCCCCGAAGGCCCATGAA 
GTCCGTATAAAGATGGTGGCCGCAGGAATCTGTCGCTCAGATGACCACGTGGTTAGTGGAACCCTTGTCG 
CACCTCTTCCTGTGATCGCAGGCCATGAGGCAGCTGGCATTGTGGAGAGCATCGGAGAAGGCGTCACTAC 
AGTAAGACCAGGTGATAAAGTCATCCCACTCTTTATTCCCCAGTGTGGAAAATGCAGTGTTTGTAAACAC 
CCTGAAGGCAACCTCTGCTTGAAAAATCTGAGCATGCCTCGGGGAACCATGCAGGATGGTACCAGCAGGT 
TCACCTGCAGAGGGAAGCCCATCCACCACTTCCTTGGCACCAGCACCTTCTCCCAGTACACCGTGGTGGA 
CGAGATCTCAGTGGCCAAGATCGATGCGGCCTCACCGCTGGAGAAAGTCTGTCTCGTTGGCTGTGGATTT 
TCTACTGGTTATGGGTCTGCAGTCAAGGTTGCCAAGGTCACCCAGGGCTCCACCTGTGCCGTGTTTGGCC 
TTGGAGGAGTGGGCCTGTCTGTTATCATGGGCTGTAAAGCAGCCGGAGCGGCCAGGATCATTGGGGTGGA 
CATCAACAAAGACAAGTTTGCAAAGGCCAAAGAAGTGGGTGCCACTGAGTGTGTCAACCCTCAGGACTAC 
AAGAAACCCATCCAGGAGGTGCTGACAGAAATGAGCAATGGAGGCGTGGATTTTTCATTTGAAGTCATTG 
GTCGGCTTGACACCATGGTGGCTGCCTTGTCATGCTGTCAAGAAGCATATGGTGTGAGCGTCATCGTAGG 
AGTACCTCCTGATTCCCAAAATCTCTCTATGAATCCCATGTTGCTACTGAGTGGACGTACCTGGAAAGGA 
GCTATTTTTGGTGGTTTTAAGAGTAAAGATTCTGTCCCCAAACTTGTGGCCGATTTTATGGCTAAAAAGT 
TTGCACTGGATCCTTTAATCACCCATGTTTTACCTTTTGAAAAAATAAATGAAGGATTTGACCTGCTTCG 
CTCTGGAAAGAGTATCCGTACCATCCTGACGTTTTGAGACCATACAAATGTCTGCACTTGTAGCCGTCTT 
CTGGCTCCTCTATCCTCTGGATCATCAGCCAAACGACATCAATAATTCTGTTCCTCAAAGATGCTATTAA 
TAGTTACCGCTGGGAGCTTTCTAAAAGAAACAAAAATTGATGTGAAGGCACTTTTCAAGCAAACGTTTAA 
AATCCAAGTGAGAGCTAGAGGAACCATCAGCTGGGTAACTGAGCCTACTAAACTTTCCTTCTTAATCATT 
GTCCTCACGTTGAATCCTGTCACCTTTCCCATTGAGGGAAGGCATGTGTTTTGACTTCTTGCATGATTTG 
TATCTTGGGCACCCTTAGTATTGAAGCCGGGGGTGGGGGGTCCTCATGATACTTGCCCCTCAGCATACAC 
GTGATGGGCTATTGTGCTCTAAGCCTTCTCCTTCTACAAGCATTTCCACTGTCTGTATTTGCCTTTTGAT 
GAAGGTAACAAGGTCGCACAGTAAAATACAGTCTGTGAAAAGATACACTCAGATTTATAAGTGGAGAAGG 
TC TAGAACT TCTAAATGCAGGGAATT TCT TAGGAAAATGTCATACAT T T T TATAAGGTGGAGGGAAAT GT 

CTTTATTGCTTTTATACTGTTGGCAGTGGATATATGATCGTTCTTTTAAATAAAAGCAGTTTCATGCGGG 
TCGTATTAAATG 

>GBEQ0190 |Acc|U02929|Ver|U02929.1 GI : 409962 | Equus caballus growth hormone { ecGH) mRNA, 
complete cds. 

ATGGCTGCAGGTCCTAGGACCTCCGTGCTCCTGGCTTTCGGCCTGCTCTGCCTGCCCTGGCCTCAGGATG 
TGGGCGCCTTCCCCGCCATGCCGTTGTCTAGCCTGTTTGCCAACGCTGTGCTCCGGGCCCAGCACCTGCA 
CCAACTGGCTGCTGACACCTACAAAGAGTTTGAGCGCGCCTACATCCCCGAGGGACAGAGATACTCGATC 
CAGAACGCCCAGGCTGCCTTCTGCTTCTCCGAGACCATCCCGGCCCCCACGGGCAAGGATGAGGCCCAGC 
AGAGATCTGACATGGAGCTGCTCCGCTTCTCGCTGCTGCTCATCCAGTCGTGGCTCGGGCCCGTGCAGTT 
GCTCAGCAGGGTCTTCACCAACAGCCTGGTGTTTGGCACCTCGGACCGCGTCTATGAGAAGCTGAGGGAC 
CTAGAGGAAGGCATCCAGGCCCTGATGCGGGAGCTGGAAGACGGCAGCCCCCGGGCTGGGCAGATCCTCA 
AGCAAACCTACGACAAGTTTGACACAAACTTGCGCAGTGATGATGCACTGCTCAAGAACTACGGGCTGCT 
CTCCTGCTTCAAGAAGGACCTGCACAAGGCTGAGACGTACCTGCGGGTCATGAAGTGTCGCCGCTTCGTG > 
GAAAGCAGCTGTGCCTTCTAGTGCTGGGCTTCTCTGTTACCCCTCCTCAGTGCCTCCCTTGATCCTGGAG 
AGTGCCCCTCTAGTGCCTACCCATCTTTCCTAATAAAATAAAATTGCATCGTAAAAAAAAAAAA 

>GBEQ0191 fAcc|AY083516|Ver|AY083516.1 GI: 2 01 4 68 67 j Equus caballus somatostatin gene, 
3'UTR and partial cds. 

GACTTTCACATCCTGTTAGCTTTATTAACGCTTGTTGTCCATATAAGACCTCTGATTCCTCTCCTCCAAA 
CCCTGTCTCTCTTCCCTAATGCCCTGAATCCTCAGTAAGATCCTTACATTAGAAATTGAAGACTGTAAAT 
ACMAAATAAAATTATGGAAAACAAGAATT T GATTTCT T AT TGAGTAGACCT T T CTGTTCAATAATATATG 
ATGAACTTCAGTTATGATTTCAGTCGAGTXGCTTGAAATATGCACTCCAAATCTCGCAGACATACTGTTT 

>GBEQ0192 lAcclAY011676|Ver!AY011676.1 GI : 12699951 | Equus caballus cAMP responsive element 
moderator (CREM) gene, partial cds. 

GATCTTTATTGCCATAAAGCAGAGTAACTGTCTTTGACCTGGACCTTGTTTACTGTGAACTCTAATCAAG 
GCAGGAGATGCAGCAGTTCTACTAATTGTCATGTGGACTTGTGGAGGGGACACTTCTGACCCTTAAGAAT 
CCAGTTTGGCTTAGTGTTTGAGATGGAATTGGGAATGTTGTTCCAAGATTTGGAATGCAGCCATGCTCAC 
ATTCACCAAGCTTACTTCCGTCTGTCTGTCAGGAGCATGCAACAAATGTTTTGTTTGCCCTTTGCTTCTG 
CTTTTTTTCAGGGAAGCTGCTAAAGAATGTCGACGTCGAAAGAAAGAATATGTAAAGTGTCTGGAGAGTC 
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GAG TTGCTGTGCTG G AAG T T C AG AAC AAGAAGC T T AT AGAG G AACT T G AAAC C 

>GBEQ0193 | Acc | AF367706 | Ver 1 AF367706 . 1 GI : 14486710 1 Equus caballus mast cell growth factor 
(MGF) gene, exons 7, 8, and 9 and partial cds . 

CTCTTGTAATTGGGTTTGCTTTTGGAGCCTTATACTGGGTGAGTGTTGCTGGGTTTTTTTCCTGATAAAA 
AACTTTCTGGACTTTATATATTTACTTATTCATACCATATTTACATAAGTGATAACAAACTGCCCTTTTT 
TCGAGAACAGATCCTAACAAGAAAATAAGATAGGT TAAGT CCTACCT T AACT TAT AGT T CCAATAGAAT G 
TATATCTTAGAAAGATTTTTCCCCATTCTTCATTATGCTTTGGAGACAACTCCTCTAGCTGAGAATGCAC 
ACTTAAGAGACGGGAACTGGTTTTAATAGCCTAAACTAAATGTAAAAAGGAAGAAAATATGCTGAAAATC 
TTACACTGTACTTCAAACCAAATACAAAGGCCATTTGTGTTATCTGCTATTTTGAATATCTACTCTTTTG 
TTCTCTTCCTATTGAAGCCTGTCTAAATTTTTAAATGTGCTAACTCATTGTGACTCAGCTTTCTGAAATG 
TCTTCTCAATTTGATTACTATTTAAATCTTTCAGTTTGTTTATTACTCTTTTACCTCCAACATCCTAAAA 
ATGTTGGATTGATAATACTGCACATTTTTCATAATTTCTTACTGCAAAATATTTTACATGCTGCATGCTG 
AAGAAAACT GT TAT T GGAGT T AT T GATATAAGAGTGGAGACCAT T T ACCTCT TAACT AT TAT AC T GT TCA 
TTGATATTCTTACATAAAATGTCATTCTTTTCCCAGAAGAAACAACCAAATCTTACAAGGGCAGTTGAAA 
AT ATACAGAT T AACGAAGAGGATAATGAGAT AAGGTAT TT T GT TT T ACTAAATGT GT TC ATAAGTAAGCT 
TGACGTTGCCATTTCACATACCAGCACATGCTCGTAACGTCTTTAAGAAGTTATTCACTCCCAGAATGGC 
AGCTCCCAACCAGTGTCTTCCAAGTCTTTATCTACATATCTGATCTCTCCCGCTCTCTTCAGTTCTCCAT 
CTCCATTTACCAGTAGAATACCTTCACATAACTGTCTTCATAACCCTTCTTAAGGCATCATAACTGGTTA 
TCTCTGCGTTCTTTATTTCTGTGAGCAGCAGAATCTTGCTTAAATTCCTGGATCACGGAGCTCTGGAGGT 
GCGTTTGCTGCTTCTCCTTCTTTTACACACAGTTACAAGACATACTTATTCTTCTCCCTGAGTCTCTTCC 
CAAGCTTAGCTCTGTATTTGGCGATAGTCATTATCTTCATCCATATCTTCGTCATGTCTTGGCTGAGTTG 
CTGCCACAGAATCTTTTCCTCGGCTCTTCTAAACTCCATCTTTGTCTCCTTCTTCCTTAAATCCTGGATC 
GTAATAACACTTCCTGGTAAAGATACTTTCAGTGGTTTGCTCTTGCATACTTAAGATATTTGACTTCATG 
CTGGCTTTCAGAACCCTTAACTTTTCTCAACCTATTCAGTATTTTCTCCAAAGCCAAATACAAAATTTGT 
TTTAAGATAACTTTCCATTTACTGTAGCTGACTCTGATCCTTTTTACCTAACTCCAAATTGCCCCAGGAC 
CAATACTTTGATTTTACATTCAGCTGTACTTTTCATTTGACGTGTTGCTTTCTCTCATATCATGCCTGTG 
TATACATAT T TACATAT TAAGTGCGT ATAAACT T T T T TAG TAT GTATATATGCATATGCGTAGAGAATT T 
TTTAAACTACTTTGGGAGACTATGTTGATTAAGTAATACTTATGAAGGTAAGCTTTTTTTCAATTTTGCA 
ACCTTTTGCTACTATAGTTACAGAAAAAAAATTGCTTTTTACAATGCCCAGATCATGGTGTACTTCAGAA 
TCTCTGTCCAAAATCAAATAAGCATTTTTCTTGTTGTTTTTCAGTATGTTGCAAGAAAAAGAGAGAGAGT 
TTCAAGAAGTGTAATTGTGGCTTGTGTCAACACTGTTACTTTCATACATTGGC 

>GBEQ0194 lAcc|AF372660|Ver|AF372660.1 GI : 20385505 | Equus caballus uteroglobin precursor, 

gene, complete cds. r 

ACTCAAGACCACCGGATCCAGAGACACGGCCAGAGCCTCACTCACCAGCCTCCTGTCCACCATGAAACTC 

GCCATCACCATCACCCTGGCCATCCTGGCTCTCTGCTGCAGCCCTGCTTCTGCAGGAATCTGCCAGAGAT 

TTGCAGGCATCATTCAAGGCCTCTTCCTGGGCACACCTGCCAGTTTCGAGGCTGCAGTGGAACCCTTCAA 

ACCTGATGCAGACATGAAAGCTGCGGCGACCCAGCTGAAGACGCTGGTGGACTTCCTCCCCAAGAACACC 

AAGGACAGCAT CT TAAAGCTCAT GGACAAAATAGCAAAGAGCCCAC T GT GTGCT T AGGATT TAGAAGC T G 

AAGAGCTGCAGTTGCTGGAAGCCCCTGCCACTGCCAGGATGCCTCCTGCCACTGCCAGGATGCTTCCTTC 

ACTGTCCCCAGCAGCCTAGGCTGGCTCGCTTTAATAAAGGATAAGCATCTA 

>GBEQ0195 |.Acc|AF400580 REGION: join ( 1 228 , 506 .. 626, 1344 .. 1421, 1915 .. 2410 ) | Ver | AF400580 . 1 

GI: 15788235 I Equus caballus pulmonary surfactant-associated protein A gene, complete cds. 

GGGTGAAGTGAGTTCCCCACGGTCACACAGTGAGGGGGAGCTGCTGGAGCAGGAGCCATGTTGCTGTGCT 

CGTTGACCCTCACCCTCATCTTGCTGGCGGTTTCTGGCACCAAGTGTGATGTGAAGGAATTTTGTGCTGC 

ATGCTCTGGCGTCCCTGGCATTCCGGGGTCCCCTGGCCTGCCTGGCAGAGATGGGAGAGATGGTGTCAAA 

GGAGACCCTGGACCTCCGGGCCCCATTGGCCCCCCTGGAGGAATGCCAGGTTCCCCTGGCCATGATGGGC 

TGATTGGACCCCCTGGTCCCCCTGGAGAGCGTGGAGACAAGGGAGAGCCTGGCGAGAGGGGCCCTCCAGG 

GCCTCCAGCTTATCCAGATGAGGAGCTCCAAACTACACTCCATGACATCAGACATCAAATCCTGCAGTTA 

ATGGGTGCCCTCAGTTTGCAGGGGTCCATGCTGGCAGTTGGAGAGAAGGTCTTCTCCACCAATGGGCAGG 

TGGTCGATTTTGATGCCATTAGAGAGTCATGTGCCAGAGCTGGTGGCCGCATTGCCGTCCCGAAGAGTCT 

GGAGGAGAATGCGGCCATCGCAAGCCTCGTGACAAAGCACAACACTTACGCCTACCTGGGCCTGGAAGAG 

GGCCCCACCGCCGGAGACTTCTACTACCTGGATGGGGCCCCTGTGAATTACACCAACTGGTACCCAGGGG 

AGCCCAGGGGTCGTGGCAAAGAGAAGTGTGTGGAGATGTACACAGATGGGCAGTGGAATGACAGGAGCTG 

CCTGCAGTACAGACTGGCCATCTGTGAGTTTTGAGCAGATGCAGAGGCCACGGGATAGACAGGGCCCTGC 

CTTGCCTTTCAGCCTCCCTCCTGAGGATCCACCTGCTCTGTGAGATGCTGTAACTCCTTTACAACAAAAT 

GTATTTGTGTCTC 

>GBEQ0196 |Acc|AF288358 REGION: join(<683. .842,2144. .2208,4508. .>4684) | Ver | AF288358 . 1 
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GI : 14599451 | Equus caballus agouti-signaling protein (ASIP) gene, ASIP-A allele, complete 
cds . 

ATGGATGTCATTCACCTGTTCCTGGCCACCCTGCTGGTCAGCCTCTGCTTCCTCACTGCCTACAGCCACC 
TGTCACCTGAGGAGAAGCCCAAAGATGACAGGAGCCTGAGGAACAACTCCTCCATGAACCTGTTGGATTC 
CCCT TCT GTCTCTAT CAT GGCAT T GAACAAGAAATCCAAAAAGATCAGCAGAAAAGAAGCAGAAAAGAAG 
AAGAGATCTTCCAAGAAAAAGGCTTCGATGACGAAGGTGGCGCGGCCCCGTCTCCTGCAGCCCGCCCCCT 
GTGTGGCCACCCGCGACAGCTGCAAGCCGCCGGCGCCCGCCTGCTGCGACCCGTGCGCCTCCTGCCAGTG 
TCGCTTCTTCCGCAGCGCCTGCTCCTGCCGTGTGCTCACTCGCACCTGCTGA 

>GBEQ0197 |Acc|AF288357 REGION: <654 . . >1607 | Ver | AF288357 . 1 GI : 1459944 9 | Equus caballus 

melanocortin 1 receptor (MC1R) gene, MC1R-E allele, complete cds. 

ATGCCTCTGCAGGGGCCCCAGAGGAGGCTGCTGGGCTCCCTCAACTCCACCCTCCCAGCCACCCCCTACC 

TCGGGCTGACCACCAACCAGACGGAGCCCCCGTGCCTGGAAGTGTCCATTCCTGATGGGCTCTTCGTCAG 

CCTGGGGCTGGTGAGCCTAGTGGAAAATGTACTGGTGGTGACTGCCATCGCCAAGAACCGCAACCTGCAC 

TCACCCATGTACTACTTCATCTGCTGCCTGGCCGTGTCCGACCTGCTGGTGAGCATGAGCAACGTGCTGG 

AGATGGCAATCTTGCTGCTGCTGGAGGCCGGAGTCCTGGCCACCCAGGCCTCGGTGTTGCAGCAGCTGGA 

CAACATCATTGATGTGCTCATCTGCGGCTCCATGGTGTCCAGCCTCTGCTTCCTGGGCAGCATTGCCGTA 

GACCGCTACATCTCCATCTTCTATGCGCTGCGGTACCACAGCATCATGATGCTGCCCCGTGTGTGGCGTG 

CCATCGTdGCCATCTGGGTGGTTAGTGTCCTCTCTAGCACCCTCTTCATCGCTTACTACAACCACACGGC 

TGTCCTGCTCTGTCTCGTCACCTTCTTTGTGGCCATGCTGGTGCTCATGGCAGTGCTGTACGTGCACATG 

CTCGCCAGGGCGTGCCAGCACGCCCGGGGCATCGCCCGGCTCCACAAGAGGCAGCACCCCATCCACCAGG 

GCTTTGGCCTCAAGGGTGCCGCCACCCTCACCATCCTGCTGGGCGTTTTCTTCCTCTGCTGGGGCCCCTT 

TTTCCTGCACCTCTCACTCCTTATCCTCTGCCCTCAACACCCCACCTGCGGCTGTGTCTTCAAGAACTTC 

AAGCTCTTCCTCACCCTCATCCTGTGCAGCGCCATCGTCGACCCCCTCATCTATGCCTTCCGCAGCCAGG 

AACTTCGAAAGACGCTCCAGGAGGTGCTGCTGTGCTCCTGGTGA 

>GBEQ0198 lAcclAF034077 REGION: | Ver | AF034077 . 2 GI : 5706737 j Equus caballus alpha-1- 
antitrypsin (Spi2) gene, complete cds. 

AGTGAATCGACAATGCCATCCTCCGTCCCATGGTGCCTCCTCCTGCTGGCAGGCCTGTGCTGCCTGGTCC 
CCAGCTCCCTGGCTGAGGATCTGCAGGGATGTGCTGTGCAGGAGACACATGCAACTGCACATGATGAGGA 
ACACCTGCAGGAGCCAGCCGAACACAAGATTGCCCCGAACCTGGCTGACTTCGCCTTCAGCCTGTACCGC 
CACGTGGCCCATCAGTCCAACACCACCAACATCTTCTTCTCCCCAGTCAGCATCGCGACCGCCTTCGCGT 
TGCTCTCCCTGGGAGCCAAGGGCGACACTCACACCCAGATCCTGGAGGGCCTCAGTTTCAACCTCACTGA 
GCTAGCTGAGGCTCAGATCCACGACGGCTTCCAGCATCTCCTGAACGCCCTCAACCACTCAGACAATCAA 
CTGCAGCTGACCACGGGCAATGGGCTGTTCATCGACGAGAGTGCAAAGCTACTGGATAAGTTTTTGGAAG 
ACGTCAAGAAACTGTACCACTCAGAAGCCTTCTCCATCAACTTCAGGGACACTGAAGAGGCCAAGAAACA 
GATCAATGATTAT GT AGAAAAGGGAACCCAAGGAAAAAT T GTGGAT T TGGT CAAGGATCT TGACAAAGAC 
ACAGTTTTGGCTCTGGTGAATTACATTTTTTTTAAAGGCACATGGGAGAAGCCCTTCGAGCCTGAGTATA 
CAACAGAGCAGGACTTCCACGTGGACGAGAAAACCACGGTCAGGGTGCCCATGATGCACCGCCTGAGCAG 
CTTTGACGTCCAGTACTCTGACACGCTCTCCAGCTGGGTGCTGCTGTTGGACTACGCGGGCAACGCCACG 
GCCTTCTTCATCCTGCCCGACCAGGGGAAGCTGCAGCACCTGGAGGACACACTCACCAAGGGGATCCTCG 
CCAGGTTCTTGGGAAACAGACACTCGAGTTTCGTCAATGTACATTTGCCCAAACTGTCCATTTCTGGAAC 
TTATGATCTAACAAGCATCCTGCCTGAGCTGGGCATCACCAAGGTCTTCAGCAGGCAGGCAGACCTCTCC 
GGGATCACTGAGGAAGTGCCCTTGACGGTGTCCAAGGCGCTGCACAAGGCCGTGCTGACCATTGACGAGA 
AAGGCACTGAAGCTGCCGGGACCACGATGTGGGAAATCATGCCCATATCGTTACCCCCAGATCTGAAGTT 
CAACAGGCCCTTCGTCTTAATCATCTACGATAGAAACACCAAGAGTCCCCTCTTCGTGGGAAAGGTGGTG 
GATCCCACCCAAAAATAGCTGCCTCTCTGGTTCAGCCCTCCCCTCTCTGGCCAGGTCCCCACCACAGACT 
AC ATT AAA 

>GBEQ0199 |Acc| AF027335 REGION : | Ver | AF027 335 . 1 GI : 258 6068 | Equus caballus prostaglandin 
G/H synthase-2 gene, promoter and complete cds. 

GTTGTCAAACGACTTGCAGCGAGCGTCAGAGGTCCGCCCAGGCAAGCCGCACAGCGCCTCCTCCAGCACT 
GCCTCCCAGCCCGCACCCGGCACCGCCTCCGCCCGCCCGCGTCCTGCCAGCCGCCCAGATGCTCGCCCGC 
GCCCTGCTGCTCTGCGTCGCCCTGGCGCTCGGCCACGCAGCAAATCCTTGCTGTTCCAACCCGTGTCAAA 
ACCGAGGTGTATGTATGAGTGTGGGATTTGACCAGTATCAGTGTGACTGCACGCGCACAGGATTCTATGG 
TGAAAACTGTTCAACACCTGAATTTCTGACAAGGATAAAATTATTCCTGAAACCTACTCCAAACACAGTA 
CACTACATACTTACCCACTTCAAGGGAGTCTGGAACATTGTCAATAGCTTTCCCTTCCTGCGAAATGCAG 
TTATGAAATACGT GT TAGTATCCAGAT CACATT T GAT TGAGAGCCCGCCAACTTACAATGCACAGTATGG 
CTATAAGAGCTGGGAATCCTTTTCCAACCTCTCGTATTACACCAGAGCTCTTCCTCCTGTGGCTGACGGC 
TGCCCAACCCCCATGGGTGTGAAAGGGAAGAAAGAGCTTCCTGATTCAAAAGAGATTGTGGAAAAATTTC 
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TCCTAAGAAGAAAGTTCATCCCTGACCCCCAGGGCACAAATATGATGTTTGCATTTTTTGCCCAGCACTT 
CACCCATCAGTTTTTCAAGACAGATCCTAAGCGAGGTCCAGCTTTCACCAAAGGCCTGGGTCACGGGGTG 
GATTTAAGTCATATTTATGGTGAAACTTTGGATAGACAGCATAAACTGCGCCTTTTCAAGGACGGAAAAA 
TGAAATATCAGATCATTAATGGCGAGGTGTATCCGCCCACAGTCAAAGACACTCAGGTGGAAATGATCTA 
CCCGCCTCATATTCCTGAGCACCTGCGGTTTGCTGTGGGGCAGGAGGTCTTTGGTCTGGTGCCTGGCCTG 
ATGATGTATGCCACGATTTGGCTGCGGGAACACAACAGAGTGTGTGATGTCCTCAAACAGGAGCATCCAG 
AAT GGGATGAT GAACGCT T GT T CCAGACGAGCAGGC TCATACTGAT AGGAGAAAC TAT CAAGATCGTGAT 
TGAAGACTACGTACAGCACCTGAGCGGCTATCACTTCAAACTGAAGTTTGACCCAGAGCTGCTTTTCAAC 
CAACAGTTCCAATACCAAAACCGCATTGCCGCTGAGTTCAACACGCTCTATCACTGGCATCCCCTTCTGC 
CTGACACCTTTCAAATCGATGACCAGGAGTACAACTTTCAACAGTTTCTCTACAACAACTCTATCTTACT 
GGAACATGGACTCACCCAGTTTGTTGAATCTTTCAGCAGGCAAATTGCTGGCAGGGTGGCTGGTGGTAGG 
AATGTTCCAGCTGCAGCACAGAAAATAGCAAAGGCCTCAATCGACCAGAGCAGAGAGATGAAGTACCAGT 
CTCTGAATGAGTACCGCAAACGCTTTCGGCTGACGCCCTATAAATCATTTGAAGAACTTACAGGAGAGAA 
GGAAATGGCTGCGGAGTTAGAAGCACTCTATGGTGACATTGATGCCATGGAGCTGTATCCTGCCCTTCTG 
GTGGAAAAGCCTCGCCCAGATGCCATCTTCGGGGAGACCATGGTAGAACTTGGGGCACCATTCTCCTTGA 
AAGGACTTTTGGGTAATCCTATCTGTTCTCCTGACTACTGGAAACCCAGCACTTTTGGTGGAGAAGTAGG 
TTTTAAAATCATCAACACTGCCTCAATTCAGTCTCTCATCTGCAATAACGTGAAGGGCTGTCCTTTTACT 
GCCTTCAGTGTTCAGGACCCGCAGCTCAGCAAAGCAGTCACCATTAATGCCAGCGCTTCCCACTCTGGAC 
TAGATGACGTGAATCCCACAGTACTGCTCAAAGAACGTTCAACTGAACTGTAGAAATCTATGGATCATAT 
TTAT T TAT T TATATGAACTAT T TC TT T TAAC T T AAT T ATT TAATAT TTATAT TGAAC T CCTCAGGTTAC T 
TAACATCTTCTGTTAAGGAGAAAGGAGGCATGCTTGTGAAGATTTTTGTGTCACTATTTTAAAGGTGTCT 
TTTCTGCAAGGGGGAAACAGTTTTCATTCCTTTTTATAAACCAGTGGGAAGTGAGTTTGAAATGTTTTTA 
CT T GAAT T TCAAT TTACGT TATGTATAATAAGAACAAAAGCAAAGAT GT TGGAACAT T TAAATAC T GT TA 
CAAGATAGCAAAATGCTGCAAGTTTCTTTTGACACTATTGATACTTTCAAGTGTATCTTCATGATGCATT 
AGAAGCAACTACCTGCGCACTGTTCCTTTCATTTCTCTTAGCCATTTTGCTAAGAGAAACTCTCTTCTGA 
TCAGTTTACTTCTTTTATTTTGTTTTCTTGCTTTTAAGATCTGAATTTGTCTTTCTTTGGACTCTCTGTC 
TATATTTTCTTATCTGAACTTTTGCAAGTTTTCAGGAAAACCTCAGCTCAGGACTACTATTTGACTCCTC 
TTAAGAGGAATAAAAGAAAAATTTTTAAAAACCCATAAAAATGACTTTACAGGGGCCAGCCCAGTGGGGT 
AGTGGTTAAGTTCACAGGCTACACTTCAGTGGCATGGGGTTTGTAGGTTCAGATCCCAGGCTCAGACCTA 
CACACCACTTATCAAGCCATGCTGTGGTGACATCCCACATACAAAATACAGGATGATGGGCACAGATATT 
AGCTCAGTGACAATCTTCTTCAAGCAAAAAGAGGAAAATTGGCAACTGATGCTGGCACAGGGCCAGTCTT 
CCTCACCAAAAAAAAGGCCTTTACAAAATGGTATGCATTCATTTTTCATGAAAAGCAGAGAGCTTTATTT 
AT AAT TAAT T TGAACTAT GTGTAACAGAAGAAGCCCAC AAAGAGGCTAAT GC T TT GAAAGAACCAT GGGG 
GGTTCTTGACAGGAAGAAACTTATCTTCCTGTTCTAATGAATTTAAAAACAAAACCAAACAACTCCTGAA 
TAGTCCCCAGGAAGATGATGCTTCTTCTTTTCCACATCTCATTGTCAGCTGACATTTTCTGGTACTGTGT 
ATTACTTAATTTATTGAATATTATTATTTATGTTTCATTAGGACATTATTGTTATAAACTGGTTTTAAGC 
CTGCAATCATTGATTTTTTTTGTTATATCAGAATCAATATATCTTTGGAATTACCTCTTTGAATTATTAT 
GTAAACTACAAAAGACATTATTAGATTAAGATTTGTAGGGGCCAGCCCAGCGTCCCACATACAAAATAGA 
GGAAGATTGGCACAGATGTTACCTCAGCAACAAGCTTCCTCAAGCAAAAAGAGGAAGATTGACAGTAGAG 
TTAACTCAGGGCCAATCGTCCTCACAAAAAAAAAAAAAAAAAAA 

>GBEQ0200 |Acc|AF031664 | Ver | AF031664 . 1 GI : 2921281 | Equus caballus cytochrome P450 

cholesterol side-chain cleavage (P450scc) gene, complete cds . 

GTTGTGGGGACAGCATGCTGGTCAGGGGGCTTCCTCTGCGCTCAGTCTTGGTCAAAGGCTGCCAGCCCCT 

CCTGAGTGCTCCTCGGGAGGGCCCGGGGCACCCCAGGGTGCCCACTGGAGAGGGAGCCGGCATGTCCAGT 

CACAGCCCTCGCCCCTTCAAGGAGATCCCCTCCCCTGGTGACAATGGCTGGATAAACCTCTACCATTTCT 

GGAGGGAGAAGGGCCCAAAGAAATTACACTATCACCACTTCCAGAATTTCCAGAAGTATGGCCCCATTTA 

CAGGGAGAAGCTTGGCAACGTGGAGTCAGTTTATATCGTGGACCCTGAAGATGTGGCTCTTCTCTTTAAG 

TTCGAGGGTCCCCATCCGGAACGATTTCTCATCCCACCCTGGACCGCCTATCACCAGTATTTTCAGAAAC 

CTGTTGGGGTCCTGTTTAAGAGCTCAGACGCCTGGAAGAAAGACCGGCTAGCTCTGAACCCGGAGGTGAT 

GGCTCTAGAGTCCATAAAGAACTTCATTCCCCTGCTGGACCCGGTGTCGCAGGACTTCGTCAGCCTCCTG 

CACAGGCGCATGGAGCAGCAGGGCTCCGGAAAGTTCTCTGGTCCCATCATTGAAGACCTGTTTCGCTTCG 

CCTTCGAGTCCATCACCAACGTCATATTTGGGGAGCGCCAGGGGATGCTGGACGAGATAGTGGACCCTGA 

GGCCCAGCGCTTCATTGATGCCGTCTACAAGATGTTCCACACCAGCGTCCCCATGCTCAGCCTCCCCCCA 

GACCTGTTCCGTCTGTTCAGGACCAAGACCTGGAGGGACCATGTGGCCGCATGGGACACAGTTTTTAGTA 

AAGCTGAACAATACACCGAGAAATTCTACCAGGACCTGAAACAGAAAAGACACTTCGACAGTTATCCAGG 

CATCTTCTACCGCCTCCTAGCAAGCAACAAGCTGCCCTTTAAGGACATCCAGGCCAACGTTACCGAGATG 

CTGGCGGGGGGCGTGGACACGACGTCCATGAGCCTGCAGTGGCACCTGTACGAGATAGCACGCAACCTAA 
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GGGTACAGGAGATGCTGCGGGAGGAAGTCCTGGCTGCCCGGCGTCAGGCCCAGGGAGACACGAGCACGAT 
GGTGCAGATGGTCCCACTGCTCAAAGCCAGCATCAAGGAGACCCTGAGACTCCACCCCATCGCCGTGACT 
TTGCAGAGATACCCCCAAAACGACTTGGTTATTCGAGATTACATGATTCCTGCCAAGACACTGGTGCAGG 
TGTCCATCTATACCATGGGCCAAGACCCCACCTTCTTCTCCAATCCGCGCCGTTTTGACCCGACCCGATG 
GCTGGATAAAAACAAGGACCTCACCCACTTCCGGAACCTGGGCTTTGGCTGGGGTGTGCGGCAGTGTTTG 
GGCCGGCGGATCGCCGAACTGGAGATGACCCTCTTCCTCATCCATATTCTGGAGAACTTCAGAGTTGAAA 
TCCAACATCTCAATGACGTGGACAGCACATTCGGCCTCATCCTGATACCTGAAAAGCCCATCTCCTTCAC 
CTTCTGGCCCATCACCCGGGCCCCACCCCAGGCGTGATCAGAGAGGTGGTGTGGGAAGGCCGGAGGGTGG 
GGCCTGTGGAGGTGTCCGTGACCTCAGTCCTCAGTCCCTCTTCCCTGCTCCTTTCTGACCGCTCTGACGG 
GTGGAGTTGGCCCTCAGTGGTCAACTGCCCCACTCAGCTGAGGCGTTTCCCCCTTCCCCCTCTTTGCCCA 
CCCCATGACGGCAATAAACAGCTGAACTTTGTGAAGCAAAAAAAAAAAA 

>GBEQ0201 |Acc|A15987 jVer|A15987.1 GI : 640891 1 E. caballus gene for I FN II. 

TCTAAAAGACTCTGGAGGCAGGAAGGAATAGTGCAGAAAAAATATGGTTGAGAAACATTGCTCTAAATCA 

AT GCAGAAAGTGCAT AAAGGAAAGCAAAAACAGAAGTAGAAAGTGAAGGGAAACGT T GAGAAAAT GGAAA 

CTTCTGTCTGCCCTATTTAAGACACATGCACAGAGGAAGGTCTTCAGAGAACCTTACACCAGGGTCAGAG 1 

GTCACCCACCTGAGCCAGGCCAGCAGCATCTGCAAGATCCeCAATGGCTCTACCCTTTTCCTTACTGATG 

GCCCTGGTGGTGCTCAGCTGCCACTCCAGCTGCTCTCTGGGATGTGACCTGCCTCACACCCATAGCCTGG 

GCAACACAAGGGTCTTGATGCTCCTGGGACAAATGAGGAGAATCTCCCCCTTCTCCTGCCTGAAGGACAG 

AAATGACTTTGGATTCCCCCAGGAGGTGTTTGACGGCAACCAGTTCCGGAAGCCTCAAGCCATCTCCGCG 

GTCCATGAGACGATCCAACAGATCTTCCACCTCTTCAGCACAGACGGCTCGTCTGCTGCCTGGGACGAGA 

GCCTCCTAGACAAGCTCTACACTGGACTCTATCAGCAGCTGACTGAGCTGGAAGCCTGTCTGAGCCAGGA 

GGTGGGGGTGGAAGAGACGCCCCTGATGAACGAGGACTCCCTGCTGGCTGTGAGGAGATACTTCCAAAGA 

ATCGCTCTCTATCTGCAAGAGAAGAAATACAGCCCTTGTGCCTGGGAGATCGTCAGAGCAGAAATCATGA 

GATGCTTCTCTTCATCCACAAACTTGCAGCAGAGTTAAGGAGGAAGAAATGACACCTGGTTCAACATGGA 

AATGCTTCTCACTGACTGATAACATCACAGTTCCATTGCTCTGCCATGTCAAGGACTCAAGGATTTCTGC 

TGTAATACTAATCTAA 

>GBEQ0202 |Acc|X07051 REGION: j oin { 605 .. 699, 1329 . . 1533 , 1682 .. 1810 )| Ver | X07051 . 1 GI:1069 
I Horse gene for zeta globin (BI allele) . 

ATGTCTCTGACCAAGGCTGAGAGGACCATGGTCGTGTCCATATGGGGCAAGATCTCCATGCAGGCGGATG 
CCGTGGGCACCGAGGCCCTGCAGAGGCTCTTCTCCAGCTACCCGCAGACCAAGACCTACTTCCCGCACTT 
CGACCTGCACGAGGGCTCCCCGCAGCTGCGCGCGCACGGCTCCAAGGTGGCGGCCGCCGTGGGCGACGCG 
GTCAAGAGCATCGACAACGTGGCGGGCGCGCTGGCCAAGCTGAGCGAGCTGCACGCCTACATCCTGCGCG 
TGGACCCGGTCAACTTCAAGTTCCTGTCCCACTGTCTGCTGGTCACGCTGGCCTCGCGCCTCCCCGCCGA 
CTTCACGGCCGACGCCCACGCCGCCTGGGACAAGTTCCTGTCCATCGTGTCCAGCGTCCTGACGGAGAAG 
TACCGCTGA 

>GBEQ0203 |Acc|X07053 REGION: j oin ( 348 1 .. 3575, 3854 4058 , 4208 4336) | Ver | X07053 . 1 GI:1065 
[Horse psi zeta and alpha 2 globin genes (BI allele) . 

ATGGTGCTGTCTGCCGCCGACAAGACCAACGTCAAGGCCGCCTGGAGTAAGGTTGGCGGCCACGCTGGCG 
AGTATGGCGCAGAGGCCCTAGAGAGGATGTTCCTGGGCTTCCCCACCACCAAGACCTACTTCCCCCACTT 
CGATCTGAGCCAGGGCTCCGCCCAGGTCAAGGCCCACGGCCAGAAGGTGGGCGACGCGCTGACTCTCGCC 
GTGGGCCACCTGGACGACCTGCCTGGCGCCCTGTCGAATCTGAGCGACCTGCACGCACACAAGCTGCGCG 
TGGACCCCGTCAACTTCAAGCTCCTGAGTCATTGCCTGCTGTCCACCTTGGCCGTCCACCTCCCCAACGA 
TTTCACCCCTGCCGTCCACGCCTCCCTGGACAAGTTCTTGAGCAGTGTGAGCACCGTGCTGACCTCCAAA 
TACCGTTAA 

>GBEQ0204 |Acc!Y00284 REGION: join (268 362, 452 656, 749 877 ) | Ver | Y00284 . 1 GI: 1061 1 Horse 
pseudo alpha globin (psi alpha) gene. 

ATGGCGCTGGCGGCGGCGGACAGGGCGACCGTGCGCGCGCTGTGGAAGAAGATGGGTAGCAACGTCGGCG 
TCTACGCGACCGAGGCCCTGGAGAGGATGTTCCTGGGCTTCCCCTCCACCACGACCTACTTCCTCCACCT 
GGACCTGAGCCTCGGCTCCACCCAGGTCAAAGCCCACGGCCAGAAGGTGGCCGACGCGCTGACCCTCGCC 
GTGGAGCACCTGGAAGACCTGCCCCGCGCCCTGTCGGCTCTGCGCCACCGGCACGTTCGCGAGCTGCGAG 
TGGACCCCGCCAGCTTCCAGCTCCTGGGCCACTGCCTGCTGGTGACCCCCGCCCGGCACTTCCCCGGGGA 
CTTCAGCCCTACCCTGCACGCCTCGCTGGTCAAGTTCCTGAGCCACGTGATCTCGGCGCTGGCCTCCGAC 
TGTCGCTAA 

>GBEQ0205 |Acc|M64087 REGION: j oin ( 296 481 , 1070 1118 , 1306 1353, 1678 2099) | Ver | M64 087 . 1 
GI: 164244 I Equus caballus tumor . necrosis factor-alpha gene, complete cds.(CDS + 3 ! UTR) 
ATGAGCACTGAAAGCATGATCCGAGATGTGGAGCTGGCAGAGGAGGAGCTCGCCAAGAAGGCAGGGGGCC 
CCCAGGGCTCCAGACGGTGCTTGTGCCTCAGCCTCTTCTCCTTCCTCCTTGTCGCAGGAGCCACCACGCT 
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CTTCTGCCTGCTGCACTTTGGGGTGATCGGCCCCCAGAGGGAAGAGCAGTTACCGAATGCCTTCCAGTCA 
ATCAACCCTCTGGCCCAGACACTCAGATCATCTTCTCGAACCCCAAGTGACAAGCCTGTAGCCCATGTTG 
TAGCAAACCCCCAAGCCGAGGGGCAGCTCCAGTGGCTGAGTGGGCGTGCAAATGCCCTCCTGGCCAATGG 
CGTGAAGCTGACAGACAACCAGCTGGTGGTACCATTGGATGGGCTGTACCTCATCTACTCCCAGGTCCTC 
TTCAAAGGCCAAGGCTGCCCTTCCACCCATGTGCTCCTCACCCACACCATCAGCCGCTTAGCTGTCTCCT 
ACCCGTCCAAGGTCAACCTCCTCTCTGCCATCAAGAGCCCTTGCCACACGGAGTCCCCAGAGCAGGCTGA 
AGCCAAGCCCTGGTATGAGCCCATCTACCTGGGAGGAGTCTTCCAGCTGGAGAAGGGTGATCAACTCAGC 
GCTGAGATCAATCAGCCCAACTATCTCGACTTTGCGGAGTCCGGGCAGGTCTACTTTGGGATCATTGCCC 
TGTGA6GGGGGTACGTCCGTCCTCGCCCACCTCAATCCCTTTATTATCTGCTCCTTCAGAACCCTCTCAT 
CCCCTTCTGAGGTTTAGAAAGGGAATGAAGGGCTCAGGGCCGGGCCCCAAACTCAGAACTTGAAACAACA 
ACAACACTTAGAAACCTAGAATGCAGGGATGTGTGACCTGGACAACGGGGCACCGGTCACCACCAAGAAT 
TCAAACTGGGGCTTCCAGAACTCACTGGGGGCCTCAGATTTGGATCCCTGAATGCAGCCTGGGACACCTG 
GAACGTGGGGGCCAGGAAACCTTTGGTTCTGGCCAGAACACTTCAGAACATCCGTTGAGAAGATCTCACC 
CAGAACTTGATGAGAGTGGACCACAGGTCTCCCTTTTTTCAAATGTTTCCAAACTCTTCCCCGAGTTGTA 
GAGCCCAGGCCCTCCGCCATGGGGCCGGCTCCCTCTATTTATGTCTGCACTTGAGATTATTTATTATTTA 
TTTATTATTTATTTATTTGGATCCCG 

>GBEQ0206 jAcclL10654 REGION: join (616 721, 800 .. 846) | Ver | L10654 . 1 GI : 164238 | Horse 
protamine 1 (PRM-1) gene, complete cds . 

ATGGCCAGATACAGATGCTGCCGCAGCCAGAGCCAGAGCAGATGCCGTCGCCGCCGGAGACGAAGATGTC 
GCAGGCGAAGGAGGAGATCCGTTCGGCAGAGGAGAGTGTGCTGCCGCCGCTACACTGTCCTGAGGTGTAG 
GAGAAGACGATAG 

>GBEQ0207 |Acc|M60100 REGION: join (496 74 1, 1182 >1 618 ) | Ver ) M60100 , 1 GI:164236 
JE.caballus MHC class II DR alpha chain (A2 haplotype) gene, 3' end, 
AGGATCACGTAATCATCCAGGCTGAGTTCTATCTGAAGCCTGGCGACTCAGGAGAGTTTATGTTTGACTT 
TGATGGTGATGAGATTTTTCACGTGGATATGGACAAGAAGGAGACGGTCTGGCGGCTTGAAGAATTTGGA 
CGTTTTACCAGCTTTGAGGCTCAGGGTGCTTTGGCCAATATAGCTGTGGACAAAGCCAACCTGGAGATCA 
TGATGAAGCGCTCCAACAACACTCCAAACACCAATGTACCTCCAGAGGTGACTGTGCTCCCAAACAAGCC 
TGTGGl^ACTGGGAGAGCCTAACGTTCTCATCTGTTTCGTCGACAAGTTCTCCCCACCAGTGATCGATGTC 
ACGTGGCTTAAAAATGGAAAACCTGTCACCATGGGAGTGTCAGAGACAGTCTTCCTGCCCAGGGATGACC 
AACTTTTCCGCAAGTTCCACTATCTCCCCTTCTTGCCCTCAACTGAGGATGTTTATGACTGCAAGGTGGA 
GCATTGGGGTTTGGATGAGCCTCTTCTCAAGCACTGGGAGTTTGAAGCGCCAACTCCCCTCTCAGAGACA 
ACAGAGAATGTGGTGTGTGGCCTGGGCCTGGTTGTGGGTCTGGTAGGAATCATTGTTGGGACCATCTTCA 
TCATCAAGGGTGTGCGCAAAGGCAATGCTGTTGAACGCCGAGGGCCTCTGTGA 

>GBEQ0208 jAcc|M14544 REGION: 1421 . . 2008 | Ver | M1454 4 . 1 GI : 164230 | Horse interf er on- omega- 1 
gene, complete cds. 

ATGGCTTTCTCAGTGTCTTCCCTGATGGCACTGGTGGTGATCTCCTCCAGCCCCGTCTCCTCCATGAGCT 
GCGACCTGCCTGCGAGCCTTGACTTGAGAAAGCAGGAGACCCTCAGAGTTCTGCACCAGATGGAGACAAT 
CTCTCCTCCTTCCTGTCTGAAGCACAGGACAGACTTCAGGTTCCCCCAGGAGCAGCTGGATGGCAGGCAG 
TTCCCAGAGGCCCAGGCCACGTCTGTCCTCCAGGAGATGCTCCAGCAGATCGTCAGCCTCTTCCACACAG 
AGCGCTCGTCTGCTGCCTGGAACACGACTCTGCTGGACCGACTCCTCGCGGGACTCCATCAGCAGCTGGA 
AGACCTCAACACCTGCTTGGATGAGCAGACAGGAGAGGAAGAATCCGCCCTGGGAACTGTGGGCCCTACA 
CTGGCCGTGAAGAGGTACTTCAGGAGAATCCGTCTGTACCTGACAGAGAAGAAATACAGTGACTGTGCCT 
GGGAGATTGTCAGAGTGGACATCATGAGATCCTTCTCTTCATCAGCAAACCTGCAAGGAAGGTTAGGAAT 
GAAGGATGGAGACCTGGGGTCACCTTGA 

>GBEQ0209 |Acc|M14546 REGION: 697 . . 1257 | Ver | M1454 6 . 1 GI : 164228 | Horse interf eron-beta 
gene, complete cds. 

ATGACCTACAGGTGGATCCTCCCAATGGCCCTCCTGCTGTGTTTCTCCAGCACGGCTCTTTCTGTGAACT 
ATGACTTGCTTCGGTCCCAACTAAGAAGCAGCAATTCAGCATGTCTGATGCTCCTGCGGCAGTTGAATGG 
AGCCCCTCAACGTTGCCCCGAGGACACAATGAACTTCCAGGTCCCTGAGGAGATTGAGCAAGCACAGCAG 
TTCCAGAAGGAGGATGCTGCATTGGTCATCTATGAGATGCTCCAGCACACCTGGCGTATTTTCAGAAGAA 
ATTTCGCTAGCACTGGCTGGAATGAGACCATCGTTAAGAACCTCCTTGTGGAAGTCCATCTGCAGATGGA 
CCGTCTGGAGACAAACCTGGAGGAAATAATGGAGGAGGAAAGCTCCACCTGGGGAAACACAACCATTCTG 
CGCCTGAAGAAATACTACGGAAGGATCTCGCAGTACCTGAAGGCCAAGAAGTACAGCCACTGTGCCTGGA 
CAGTGGTCCAAGCGGAAATGCTCAGGAACTTGGCCTTCCTTAACGGACTCACAGATTACCTCCAAAACTG 
A 

>GBEQ0210 |Acc|M14545 REGION: 129 . . 716 | Ver | M14545 . 1 GI : 164217 | Horse interf eron-omega-2 
gene, complete cds. 
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ATGGCCCTCCTGCCCTCTCTCTTGACGGCCCTGGTGGTGTACGAGTTATGGCCCTGTGGAGCTCTGGGCT 
GTGACCTGCCTCAGAACCACATCCTGGTTAGCAGGAAGAACTTCGTGCTTCTGGGCCAAATGAGCAGAAT 
CTCCTCCGCAATCTGTCTGAAGGACAGAAAAGACTTCAGGTTCCCCCAGGACATGGCGGATGGCAGGCAG 
TTCCCAGAGGCCCAGGCCGCGTCTGTCCTCCACGAGATGCTCCAGCAGATCTTCAGCCTCTTCCACACAG 
AGCGCTCGTCTGCTGCCTGGAACACGACCCTCCTGGACGAACTCTGCACGGGACTCCTTCGGCAGCTGGA 
AGACCTGGACACCTGTTTGGAGCAGGAGATGGGAGAGGAAGAATCTGCCCTGGGAACTGTGCGCCCTACA 
CTGGCCGTGAAGAGGTACTTCCGGGGGATCCATCTCTACCTGAAAGAGAAGAAATACAGTGACTGTGCCT 
G GGAGAT T G T C C GAAT GG AAAT CAT G AGAT CCTTCTCTT CAT C AGCAAACC T GC AAGG AAGG T T AAGAAT 
GAAGGATGGAGACCTGGGCTCACCTTGA 

>GBEQ0211 |Acc|AY196483|Ver|AY196483.1 GI : 28628570 | Equus caballus INSL3/relaxin receptor 
LGR8 mRNA, partial cds . 

TTATAGCTTTCATTACCTGCTTTGAAAATCTTTTTGTTATTGGCATGAGATCTTTCATTAAAGCTGAAAA 
TACGACTCACGCTATGTCCATCAAAATCCTTTGTTGTGCGGACTGCCTCATGGGTGTTTATTTGTCCTTC 
GTCGGCTTTTCCGATATAAAGTACCGCGGGCAGTACCAGAAGTACGCTTTGCTGTGGATGGAGAGTTTGC 
AGTGCCGCCTCATGGGCTTCCTGGCCATGCTGTCCACCGAAGTCTCCGTCCTGTTGCTGACATACTTGAC 
TCTGGAGAAGTTCCTGGTCATTGTCTTTCCCTTCAGTAACATTCGTCCTGGAAAACGGCAGACTTCGGTC 
ATCCTCATTTGCATCTGGATTGTGGGATTTTTAATAGCTGTGATTCCATTTTGGAACGAGGATTATTTTG 
GAAACTT T TAT GGAAAAAATGGAGTAT GT T T CCCACTTTAT TAT GACCAAACAGAAGATAT TGGAAGCAA 
AGGGTATTCTCTTGGAATTTTCTTAGGTGTGAACTTGCTGGCTTTTCTCATCATTGTGTTTTTCCTATAT 
ATTATGTTCTGTTCCATTCAAAAAACTGCCTTGCAGACTTCAGAAGTGAGG2\ACCCATTTGGAAGAAAAG 
TGGCTGTTGCAAATCGTTTCTTT 

>GBEQ0212 | Acc | AY237113 | Ver | AY237113 . 1 GI : 29826065 | Equus caballus elongation factor la 
(EF-la) mRNA, partial cds. 

TGTGGAAAT T CGAGACCAGCAAGT AT TATGT GACCAT CAT T GATGCCCCCGGACACAGAGACT T CAT CAA 
AAACATGATTACAGGCACGTCTCAGGCTGACTGTGCTGTCCTCATTGTCGCTGCTGGTGTTGGTGAATTT 
GAAGCAGGTATCTCCAAGAATGGGCAGACCCGTGAGCATGCCCTTCTGGCTTACACACTGGGTGTGAAAC 
AACT AAT TGTT GGTGT TAACAAAATGGAT T CCAC TGAGCCACCT TACAGCCAGAAGAGATATGAGG AAAT 
CGTTAAGGAAGTCAGCACCTACATTAAGAAAATTGGTTACAACCCAGACACAGTTGCATTTGTGCCAATT 
TCTGGTTGGAATGGTGACAACATGCTGGAGCCAAGTGCTAATATGCCTTGGTTCAAGGGATGGAAAGTCA 
CCCGTAAAGATGGCAATGCCAGTGGAACTACACTGCTTGAAGCTCTGGATTGCATCCTGCCACCAACTCG 
TCCAACTGATAAGCCCTTGCGTCTGCCCCTCCAGGACGTCTACAAAATTGGTGGTATCGGTACTGTCCCT 
GTGGGCCGAGTGGAGACTGGTGTTTTGAAACCTGGCATGGTGGTCACCTTTGCTCCAGTCAATGTTACAA 
CTGAAGTAAAGTCTGTTGAAATGCATCATGAAGCTTTGAGCGAAGCTCTTCCTGGGGACAACGTGGGCTT 
CAATGTCAAGAACGTGTCCGTCAAAGATGTTCGCCGTGGCAATGTGGCTGGTGACAGCAAAAATGATCCA 
CCAATGGAAGCAGCTGGCTTCACAGCTCAGGTGATTATCCTGAACCATCCAGGCCAAATCAGTGCTGGGT 
ATGCACCTGTGCTGGATTGTCACACAGCTCACATTGCTTGCAAGTTTGCTGAGCTGAAGGAGAAGATTGA 
TCGTCGTTCTGGAAAGAAGCTGGAAGATGGCCCCAAATTCTTGAAATCTGGTGATGCTGCCATCGTTGAT 
ATGGTTCCTGGCAAGCCCATGTGTGTTGAGAGCTTTTCTGACTATCCTCCTCTGGGCCGTTTTGCTGTTC 
GTGACATGAGACTGAC 

>GBEQ0213 |Acc|AJ5513961Ver|AJ551396.1 GI : 29335684 | Equus caballus partial mRNA for glial 
fibrillary acidic protein (GFAP gene) . 

GATGAAACCAACCTGAGACTGGAGGCTGAGAACAACCT GGCT GCCTAT CGACAGGAGGCAGAT GAAGCCA 
CCCTGGCCCGAGTGGACCTGGAGAGGAAGATTGAGTCTCTGGAGGAGGAGATCCGGTTCTTGAGGAAGAT 
CCACGAGGAGGAGGTGCGGGAGCTCCAGGAGCAGCTGGCCCAGCAGCAGGTCCATGTAGAGCTCGATGTG 
GCCAAGCCGGACCTGACGGCGGCCCTGAGACJAGATCCGCACGCAGTATGAGGCAATGGCGTCCAGCAACA 
TGCACGAGGCGGAAGAGTGGTACCGGTCCAAGTTCGCGGACCTGACGGACGCCGCTGCCCGCAACGCAGA 

GCTCC 

>GBEQ0214 |Acc|AB106279|Ver|ABl06279.1 GI : 29126056 | Equus caballus DCN mRNA for decorrn, 
partial cds. 

ATCAGCAAAATCAGTCCAGAGGCATTCAAACCTCTCGTGAAGTTGGAAAGGCCTTACCTGTCTAAGGACC 
AACTAAAGGAACTGCCTGAAAAAATGCCCAGAACTCTCCAGGAACTTCGTGTCCATGAGAATGAGATCAC 
CAAGCTGCGGAAATCCGACTTCAATGGACTGAACAATGTGCTTGTCATAGAACTGGGCGGCAACCCACTG 
AAAAACTCTGGGATTGAAAACGGAGCCTTCCAGGGACTGAAGAGTCTCTCATACATTCGCATCTCAGACA 
CCAACATAACTGCGATCCCTCAAGGTCTGCCTACTTCTCTCGCTGAAGTGCATCTAGATGGCAACAAGAT 
CACCAAGGTTGATGCACCCAGCCTGAAAGGACTGATTAATTTGTCTAAACTGGGATTGAGCTTCAACAGC 
ATCACCGTTATGGAGAATGGCAGTCTGGCCAATGTTCCTCATCTGAGGGAACTCCACTTGGACAACAACA 
AACTCCTCAGGGTGCCTGCTGGGCTGGCACAGCATAAGTATATCCAGGTCGTCTACCTTCACAACAACAA- 



536 



WO 2005/067649 



PCT/US2005/000517 



CATCTCCGCAGTTGGGCAAAATGACTTCTGCCGAGCTGGACACCCCTCTCGAAAGGCTTCCTACTCGGCT 
GTGAGTCTTTACGGCAACCCT 

>GBEQ0215 !AcclAB106278|VerlABl06278.1 GI ; 29126054 | Equus caballus BGN mRNA for biglycan, 
partial cds. 

AGCCTGAGTTTTCTGCCTACCCTGAGGGAACTTCACTTGGACAACAACAAGCTGTCCCGGGTGCCTGCTG 
GCCTCCCAGATCTCAAGCTCCTCCAGGTTGTCTATCTGCACTCCAACAACATCACCAAGGTGGGCATCAA 
TGACTTCTGTCCTATGGGCTTCGGAGTCAAGAGGGCCTACTATAATGGCATCAGCCTCTTCAACAACCCT 
GTGCCCTACTGGGAAGTGCAGCCTGCCACCTTCCGCTGCGTTACTGACCGCCTGGCCATCCAATTTGGAA 
AT T AT AAG AAG 

>GBEQ0216 )Acc|ABl06119|Ver|ABl06119.1 GI : 29122 664 | Equus caballus Tbeta-RII mRNA for TGF 
beta receptor type II, partial cds. 

GAAAGCATGAAGGACAACGTCTTGAGAGATCGAGGACGACCAGAAATTCCCAGCTCCTGGCTCAACCACC 
AGGGCATCCAGATGGTGTGTGAGACTCTGACCGAGTGCTGGGACCACGACCCGGAGGCCCGTCTCACGGG 
CCAGTGCGTGGCAGAACGCTTCAGCGAGCTGGAGCACATGGACAGACTCTCGGGGAGGAGCTGCTCCGAG 
GAGAAGAT TCCCGAAGACGGCTCCCTAAACACTACC 

>GBEQ0217 (Acc|AB106118 1VerlABlO6118.1 GI : 29122662 | Equus caballus ALK5 mRNA for TGF beta 
receptor type I, partial cds. 

AACCGCACTGTCATTCACCATCGAGTGCCAAATGAAGAGGATCCTTCATTAGATCGCCCTTTTATTTCAG 
AGGGCACTACGTTAAAAGACTTAATTTATGATATGACAACATCAGGTTCTGGATCAGGTTTACCATTGCT 
TGTTCAGAGAACAATCGCGAGAACTATCGTGTTACAAGAAAGTATCGGCAAAGGTCGATTTGGAGAAGTT 
TGGCGAGGGAAGTGGAGAGGAGAAGAAGTCGCTGTTAAAATATTCTCCTCTAGAGAAGAACGTTCATGGT 
TCCGTG AGGCCGAGAT T T ATCAAACTGT AATGT T ACGTCATGAAAACAT CT T GGGAT T TAT AGCAGCAGA 
CAACAAAGACAAT 

>GBEQ0218 |Acc|ABl06116|Ver|AB106116.1 GI : 2 9122 658 | Equus caballus SMAD7 mRNA for Smad7, 
partial cds . 

TATTGGGAGGAGAAGACGAGAGTGGGGAGGCTCTACTGTGTCCAGGAGCCCTCCCTGGACATCTTCTATG 
ATCTACCTCAGGGGAATGGCTTTTGCCTCGGACAGCTCAATTCGGACAACAAGAGTCAGCTGGTGCAGAA 
AGTGCGGAGCAAAATCGGCTGTGGCATCCAGCTAACGCGGGAAGTGGATGGCGTGTGGGTGTACAACCGC 
AGCAGTTACCCCATCTTCATC 

>GBEQ0219 |Acc|ABl06115|Ver|ABl06115.1 GI : 29122656 | Equus caballus SMAD6 mRNA for Smad6, 
partial cds . 

TCTCCGCCACCTCCCTACTCTCGGCTGTCTCCTCGCGACGAGTACAAGCCACTGGATCTATCTGATTCCA 
CATTGTCTTACACTGAAACGGAGGCCACCAACTCCCTCATCACTGCTCCGGGTGAATTCTCAGACGCCAG 
CATGTCTCCGGATGCCACCAAGCCGAGCCACTGGTGTAGCGTGGCCTACTGGGAGCACCGGACACGTGTG 
GGCCGCCTCTACGCGGTGTACGACCAGGCCGTCAGCATCTTGTACGACCTACCTCAGGGCAGTGGCTTCT 
GCCTGGGCCAGCTCAACCTGGAGGAGCGCAGCGAGTCGGTGCGGCGCACGCGCAGCAAGATCGGCTTCGG 
TATCCTGCTCAGCAAGGAGCCCGACGGCGTGTGGGCCTACAACCGCGGCGAGCACCCCATCTTCGTCAAC 

>GBEQ0220 | Acc I AB106114 | Ver | AB106114 . 1 GI : 29122 654 | Equus caballus SMAD5 mRNA for SmadS, 
•partial cds. 

CCACATTCTTTCCACCAGCCCAACAACACTCCTTTCCCCTTATCTCCGAATAGCCCCTACCCCCCTTCCC 
CTGCTAGCAGCACGTATCCCAACTCCCCAGCAAiGTTCTGGACCAGGAAGTCCATTTCAGCTCCCAGCTGA 
TACTCCTCCTCCTGCCTATATGCCACCAGATGATCAGATGGGTCAAGATAATTCCCAGCCCATGGATACA 
AGCAATAATATGATTCCTCAGATTATGCCCAGTATATCCAGTAGAGATGTTCAGCCTGTTGCCTATGAAG 

AG 

>GBEQ0221 lAcclAB106113(VerlABl06113.1 GI : 29122652 j Equus caballus SMAD1 mRNA for Smadl, 
partial cds . 

GCTCAGTTATTGGCACAGTCTGTGAACCATGGCTTCGAGACAGTTTATGAGCTCACAAAGGTGTGTACTA 
TACGCATGAGCTTCGTGAAGGGTTGGGGAGCAGAATACCACCGCCAGGATGTTACCAGCACCCCCTGCTG 
GATCGAGATCCATCTGCATGGCCCCCTCCAGTGGCTGGATAAAGTGCTTACTCAGATGGGTTCACCTCAT 

AATCCT 

>GBEQ0222 | Acc | AJ539224 [ Ver 1 AJ539224 . 1 GI : 28193094 } Equus caballus partial mRNA for 
sodium/potassium dependent ATPase beta-1 subunit. 

AAAAGACTGAAATTTCCTTCNTTCCTAATGATCCCAAGAGCTATGAGGCGTATGTGYTGAACATAGTCAG 
GTTCTTGGAGAAGTACAAGATTTCGGCCCAGAAGGACGACATGATTTTTGAAGAATGTGGCAGTGTGCCC 
AGCGAACTCAAAGAACGAGGAGAATTTAACAACGAACGAGGAGAGCGAAAAGTCTGCAGGTTCAAGCTTG 
AGTGGTTGGGAAATTGCTCTGGAATAAATGATGAAACTTACGGCTACAAAGAGGGCAAACCATGTGTCAT 
TATAAAGCTCAACCGAGTTCTGGGCTTCAAACCTAAGCCTCCTAAGAATGAGTCCTTGGAGACTTACCCA 
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GTGATGAAGTACAGCCCGTACGTCCTGCCTGTTCAGTGCACTGGCAAGCGTGATGAAGATAAGGAAAAGA 
TTGGAAACGTGGAGTATTTTGGACTGGGCGGCTACCCCGGGTTCCCCCTGCAGTACTACCCCTACTACGG 
CAAGCTCCTGCAGCCCAAGTACCTGCAGCCGCTGCTGGCAGTACAGTTCACCAACCTCACCATGGACACC 
GAAATTCGCATAGAGTGTAAGGCGTATGGTGAA 

>GBEQ0223 | Acc | AJ519535 | Ver | AJ519535 . 1 GI : 2 618 9985 | Equus caballus partial mRNA for mu- 
opioid receptor (oprml gene) . 

GGTACTGGGAAAACCTGCTGAAGATCTGTGTTTTCATCTTTGCCTTCATCATGCCTATCCTCATCATTAC 
AGTGTGTTATGGGCTGATGATCTTACGCCTCAAGAGTGTCCGCATGCTCTCTGGCTCCAAAGAAAAGGAC 
AGGAACCTGCGAAGAATCACCAGGATGGTGCTGGTGGTTGTGGCTGTGTTCATTGTCTGCTGGACGCCCA 
TTCACATCTACGTCATCATTAAAGCCTTGATCACAATCCCGGAAACTACTTTCCAGACCGTTTCCTGGCA 
CTTCTGCATTGCTCTAGGTTATACCAACAGTTGCCTGAACCCCGTCCTTTATGCATTTCTGGATGAAAAC 
TTCAAACGATGCTTCAGAGAGTTCTGTATCCCAACTTCCTCCACCATTGAGCAGCAAAACTCCACTCGAA 
TTCGTCAGAACACTAGAGACC 

>GBEQ0224 | Acc | AF547432 i Ver I AF547432 . 1 GI : 23957577 | Equus caballus Golgi apparatus protein 
mRNA, partial cds . 

TGTAGAATGCAGAGATATAGTCGGCAACCTCACCGAGTTAGAATCCGAGGATATTCAAATAGAAGCCTTG 
CTGATGAGAGCCTGTGAACCCATAAT T CAGAACT T T T GCCGCGAT GT GGCAGATAACCAGATAGACT CTG 
GGGACCTGATGGAGTGTCTGATACAGAACAAGCACCAGAAAGATATGAATGAGAAGTGTGCCATTGGAGT 
CACTCACTTCCAACTGGTGCAGATGAAGGATTTTCGATTCTCTTACAAATTTAAAATGGCCTGCAAAGAG 
GATGTGTTGAAACTTTGCCCCAACATAAAGAAGAAGGTGGACGTGGTGATCTGCCTAAGCACCACCGTGC 

>GBEQ0225 j Acc | AF547431 1 Ver | AF547431 . 1 GI : 23957575 | Equus caballus cell division cycle 2 
protein mRNA, partial cds. 

GCTGCTGCGCGGCTGTGAAGCACCTACACGACAACTGGATCCTGCACCGCGACCTCAAGACGTCCAACCT 
GCTGCTGAGCCATGCCGGCATCCTCAAGGTGGGGGACTTTGGGCTGGCGCGGGAGTATGGGTCCCCTCTG 
AAGGCCTATACCCCAGTCGTTGTGACCCTGTGGTACCGCGCCCCAGAGCTGCTGCTCGGTGCCAAGGAGT 
ACTCCACAGCTGTGGACATGTGGTCAGTGGGCTGCATCTTTGGAGAGCTGCTAACTCAGAAGCCGTTGTT 
TCCTGGGAAGTCAGAAATTGATCAGATCAACAAAGTGTTTAAGGACCTGGGGACCCCCAGTGAGAAAATC 
TGGCCGG 

>GBEQ0226 ) Acc | AF348966 | Ver | AF34 8966 . 1 GI : 1354 9106 | Equus caballus clone RTAR12 MHC class 
II antigen (ELA-DQB) mRNA, partial cds. 

ACGGAGCGGGTGAGGCTCGTGACCAGATACCTCTACAACCGGGAGGAGTGCCTGCGCTTCGACAGCGACG 
TGGGGGAGTACCGGGCGGTGACCGAGCTGGGGCAGCAGCAGGCCAAGTACCTCAACGGGCAGAAGGACGA 
ACTGGAGCGGCTGCGGGC 

>GBEQ0227 | Acc | AY032721 1 Ver [ AY03272 1 . 1 GI : 22073871 | Equus caballus androgen receptor mRNA, 
partial cds. 

AGACTGCCAGGGATCATGCTCTGCCCATTGACTATTACTTTCCACCCCAGAAGACCTGCCTGATCTGTGG 

GGACGAAGCTTCTGGCTGTCACTATGGAGCTCTCACTTGTGGAAGCTGCAAAGTCTTCTTTAAAAGAGCC 

GCTGAAGGGAAACAGAAGTACCTATGTGCCAGCAGAAATGATTGCACCATCGATAAATTCCGAAGGAAAA 

ATTGTCCATCTTGTCGCCTCCGGAAATGCTATGAAGCAGGGATGACTCTGGGAGCCCGGAAGTTAAAGAA 

ACTTGGTAATCTGAAACTACAGGAGGAAGGGGAGGCTTCCGGCGCCACCAGCCCCACTGAGGAGCCAACC 

CAGAAGCTGACGGTGTCACACATTGAAGGCTATGAGTGTCAGCCCATCTTTCTGAATGTCCTGGAAGCCA 

TTGAGCCTGGCGTGGTGTGTGCTGGACATGACAACAATCAGCCGGACTCCGTTGCAGCCTTGCTCTCTAG 

CCTCAATGAATTGGGTGAAAGACAGCTTGTACATGTGGTCAAGTGGGCCAAGGCCTTGCCTGGCTTCCGC • • 

AACTTGCACGTGGACGACCAGATGGCAGTCATTCAGTACTCCTGGATGGGGCTTATGGTGTTTGCCATGG 

GCTGGCG 

>GBEQ0228 | Acc | AY114350 | Ver | AY114350 . 1 GI : 21747884 [ Equus caballus leukocyte common 
antigen mRNA, partial cds. 

CCTTCGGCACGAGCCGTCTGATAAGACCACAGTGAAGAAAGGACGCATGCCGTTTCAGAGGAATACGGCT 
GATTCCCAGAAATGACCATGTATTTGTGGCTTAAACTCTTGGCTTTTGGCTTTGCCTTTCTGGACCCAGG 
AGCGTATGTTACAGGACAAGCCCAAAATGTTACCACTCCTGGTGTCGCCCCAACCCCGACGTCTCACCTT 
CCCACGCACGCAGACTCGCAGGCGCCCTCTGACGGATCTGACACTCAGACACCCAGCAGCCAGGGTGGCC 
CTCTCACACGCACCCCTGCTCCGGGCAGGAATGATACATCAGGTGTTCCAGAGGAGAGAATTACAACCAC 
CACCTTCCCTGCAGACACAATTTTGACATCAGTAGCCACCCTCAGCCCTGCACACAGCAGCTCTGCTGCC 
TTACCTGCACGCATCTCCAGCTCCACCACCAAAGATAACTCCTCA 

>GBEQ0229 | Acc | AF520988 | Ver | AF520988 . 1 GI : 21702702 | Equus caballus dopamine Dl-like 
receptor mRNA, partial cds. 

TTNANAGGCTGTTTCCTGTCGCTGCTCATCCTGTCCACACTCCTGGGGAACACACTGGTCTGTGCCGCCG 
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TCATCAGGTTCCGACACCTGAGGTCCAAAGTGACCAACTTCTTTGTTATCTCCTTGGCCGTGTCGGATCT 
CTTGGTGGCTGTCTTGGTCATGCCCTGGAAAGCTGTGGCTGAGATTGCTA 

>GBEQ0230 | Acc | AY112896 | Ver | AY112896 . 1 GI : 21360570 | Equus caballus Indian hedgehog (IHH) 
mRNA, partial cds . 

CCGCAATAAGTATGGACTGCTGGCGCGCTTGGCAGTGGAGGCCGGCTTCGACTGGGTGTATTACGAGTCT 
AAAGCCCACGTGCATTGCTGCGTCTVAGTCTGAGCACTCGGCAGCCGCAAAGACAGGTGGCTGCTTCCCTG 
CCGGAGCCCAGGTGCGCCTGGAGAGTGGGGCACGCGTGGCCTTGTCAGCTGTGAGGCCAGGAGACCGGGT 
GCTGGCCATGGGGGAGGATGGGAACCCCACCTTCAGTGACGTGCTCATTTTCCTGGATCGCGAGCCGGAT 
AGGCTGAGGGCTTTCCAGGTCATTGAGACCCAGGACCCCCCACGCCGCCTGGCACTCACGCCTGCCCACC 
TGCTCTTCACCGCCAACAATCACTCAGAACCAGCGGCCCACTTCCGGGCCACATTTGCCAGCCAAGTGCA 
GCCTGGCCAGTATGTGCTGGTGGCCGGGGTGCCAGGCCTGCAGCCTGCCCGAGTGGCAGCTGTCTCCACA 
CATGTGGCCCTTGGGGCTTACGCCCCACTAACAAGGCACGGAACGCTGGTGGTGGAGGATGTGGTGGCCT 
CCTGGTTCGCGGCCGTGGCTGACCACCACCTGGCTCAGTTGGCCTTCTG 

>GBEQ0231 |Acc|AF510666| Ver | AF510666 . 1 GI : 21105760 | Equus caballus noggin mRNA, partial 
cds . 

GGAGTTGCGGCCAACTTGTGTGCCTTTTTTCCGCGCCAGTGGGAGCCGGCGCTGCGCGAAGGGCTCTCCC 

GGCGACTCATGCTGCCGGCCCTGCGCCTGCCCAGCCTCGGGTGAGCGGCCGCCGGAGAGACGGGGGAGCG ' 

CGGCGGCGCCGCGGGCTCGGCGTGCTCTCCTCCGGGGACGCGGGACGAAGCAGCAGCCCCGGGCGCGCGC 

CGGAGGCATGGAGCGCTGCCCCAGCCTGGGGGTCACCCTCTACGCCCTGGTGGTGGTCCTGGGGCTGCGG 

GCGGCACCGGCCGGCGGCCAGCACTATCTCCACATCCGCCCGGCTCCCAGCGACAACCTGCCCCTGGTGG 

ACCTCATCGAACACCCGGACCCTATCTTTGACCCCAAGGAGAAGGATCTGAACGAGACGCTGCTGCGCTC 

GCTGCTCGGGGGCCACTACGACCCGGGCTTCATGGCCACCTCGCCCCCCGAGGACCGGCCCGGCGGGGGC 

pGGGGGGCGGCCGGGGGCGCCGAGGACCTGGCCGAGTTGGACCAGCTGCTGCGGCAGCGGCCGTCGGGGG 

CCATGCCGAGCGAGATCAAAGGGCTGGAGTTCTCCGAGGGCTTGGCCGCGGGCAAGAAGCAGCGCCTGAG 

CAAGAAGCTGCGGAGGAAGTTACAGATGTGGCTGTGGTCGCAGACCTTCTGCCCGGTGCTGTACGCGTGG 

AACGACCTGGGCAGCCGCTTTTGGCCGCGCTACGTGAAGGTGGGCAGCTGCTTCAGTAAGCGCTCGTGCT 

CCGTGCCGGAGGGCATGGTGTGCAAGCCGTCCAAGTCCGTGCACCTCACGGTGCTGCGGTGGCGCTGTCA 

GCGGCGCGGGGGCCAGCGCTGCGGCTGGATTCCCATACAGTACCCCATCATTTCCGAGTG 

>GBEQ0232 | Acc ] AF510665 | Ver | AF510665 . 1 GI : 21105758 | Equus caballus bone morphogenetic 
protein 6 precursor (BMP6) mRNA, partial cds. 

CCGCATCTACAAGGACTGTGTTGTGGGGAGTTTTAAT^AACCAAACTTTTCTTATCAGCATTTATCAAGTC 
TTACAGGAGCATCAGCACAGAGACTCGGACCTATTTTTGTTGGACACCCGCATGGTGTGGGCCTCTGAAG 
AAGGCTGGCTGGAATTTGACATCACGGCCACTAGCAATCTGTGGGTCGTGACCCCACAGCACAACATGGG 
GCTTCAGCTAAGCGTGGTGACTCGGGATGGACTCAGCATCAACCCCCGAGCCGCAGGCCTGGTGGGCAGA 
GATGGCCCTTATGACAAGCAGCCTTTCATGGTGGCCTTCTTCAAAGTGAGTGAGGTCCACGTGCGCACCA 
CGAGGTCAGCCACTGGCCGGCGCAGACAGCAGAGTCGCAATCGCTCCACCCAGTCCCAGGACGTGTCGCG 
GGTCTCCAGTGCGTCAGATTACAACAGCAGTGAGTTAAAAACAGCCTGCAGGAAGCATGAGCTTTATGTG 
AGCTTCCAAGACCTGGGATGGCAGG 

>GBEQ0233 | Acc | AF508034 | Ver | AF508034 . 1 GI : 21070317 1 Equus caballus plasminogen activator 
inhibitor- 1 (PAI-1) mRNA, partial cds. 

TGGGCCCGTGGAACAAGGATGAGATCACCACCGCCGACGCCATCTTTGTCCAGCGGGATCTGAAGCTGGT 
CAAGGGATTCATGCCCCGCTTCTTCAAGCTGTTCCACACCACAGTCAAGCAGGTGGACTTTTCAGAGGTG 
GAGAGAGCCAGGT T CATCATCAATGAC TGGGT GAAGAAATACACAAAAGGCATGATCAGCGACT TAC TTG 
ACGAAGGGGCCGTGGACGAGCTGACGCGCCTGGTGCTGGTGAATGCCCTCTACTTCAACGGCCAGTGGAA 
GACACCCTTCCCAGAGTCGGGCACCCACCACCGCCTCTTCCACAAGTCCGACGGCAGCACCGCCTCTGTG 
TCCATGATGGCTCAGACCAACAAGTTCAACTATGCTGAGTTTACCACCCCTGACGGCCATTACTACGACA 
TCCTGGAATTGCCCTACCACGGGGACACCCTCAGCATGTTCATTGCCGCTCCCTATGAAAAAGAGGTGCC 
TCTCTCTGCCCTCACCAACATTCTGGATGCCCAGCTCATCAGCCAGTGGAAAAGGAGTATGACCAGAGTG 
GTCCGCCTCCTGGTTCTGCCCAAGTTCTCCCTGGAGAGTGAAGTGGACCTCAGGAGGCCCCTGGAGAACT 
TGGGGATGACCGACATGTTCAGGCCAAACCAGGCGGACTTCACGAGCATTTCCAATCAAGAGCTTCTCCA 
TGTATCGCAGGCCCTGCAAAAAGTGAAGATCGAGGTGACCGAGAGTGGCACGGTGGCGTCCTCCTCT^CA 
GGCTTCGTAGCCTCAGCCCGAATGGCCCCAGAGGAGATCATCATGGACAGACCGTTCCTCTTCGTGGTCC 
GGCA 

>GBEQ0234 j Acc | AF508032 | Ver | AF508032 . 1 GI : 21070313 | Equus caballus AT-rich binding 
protein- 1 (SATB1) mRNA, partial cds. 

TTTGTGTTGGTGAGAAAGGATATGCTTTTCAACCAGCTGATAGAAATGGCTTTGCTGTCTCTGGGTTATT 
CGCATAGCTCTGCTGCCCAGGCCAAAGGGCT2iATCCAGGTTGGAAAGTGGAATCCAGTTCCACTGTCTTA 
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TGTGACAGATGCCCCTGATGCCACGGTAGCAGATATGCTTCAAGACGTGTATCATGTGGTCACACTGAAA 
ATTCAGTTACACAGTTGCCCCAAACTAGAAGACTTGCCTCCCGAACAATGGTCGCACACCACAGTAAGGA 
ATGCTCTGAAGGACTTACTGAAAGATATGAATCAGAGTTCGTTGGCCAAGGAGTGCCCCCTTTCACAGAG 
TATGATTTCTTCCATTGTGAACAGCACTTACTATGCAAATGTCTCAGCAGCAAAATGTCAAGAATTTGGA 
AGGTGGTACAAACCTTTTCAAGAAGACAAAGATATTGATGGTCCAAAATGGATAGTCTTTCTGAACTATT 
CCCAGCAGGGGCCCC 

>GBEQ0235 j Acc | AJ439894 | Ver | AJ439894 . 1 GI r 20338733 I Equus caballus partial mRNA for 
estradiol receptor beta (er ss gene) . 

TGCTTCGTGGAGCTCAGCCTGTTCGACCAAGTGCGGCTCTTGGAGAGCTGCTGGCTGGAGGTGCTGATGG 
TGGGCCTGATATGGCGCTCAATCGACCACCCCGGCAAGCTCATCTTTGCTCCAGACCTCGTTCTGGACAG 
GGAAGAGGGAAAATGCGTAGAAGGAATTCTGGAAATCTTTGACATGCTCCTGGCAACGACTTCAAGGTTT 
CGAGAGTTAAAACTCCAACACAAAGAGTATCTCTGTGTCAAGGCCATGATCCTA 

>GBEQ0236 | Acc | AJ439893 ) Ver | AJ439893 . 1 GI : 20338731 ) Equus caballus partial mRNA for FGF-2 
receptor IIIc (fgfr2IIIc gene) . 

GGTGTTAACACCACGGACAAAGAGATTGAGGTTCTCTATATTCGGAATGTAACTTTTGAGGATGCTGGGG 
AATATACGTGCTTGGCGGGTAATTCTATTGGGATCTCCTTTCACTCTGCATGGTTGACAGTTCTGCCAG 

>GBEQ0237 | Acc | AJ4398 92 | Ver | AJ4 398 92 . 1 GI : 20338729 | Equus caballus partial mRNA for FGF-7 
receptor 2IIIb {fgfr2IIIb gene) . 

GAGAATGAATACGGGTCCATCAATCACACGTACCACCTCGATGTTGTTGAGCGATCACCACACCGGCCCA 
TCCTCCAAGCTGGACTGCCAGCAAATGCCTCCACCGTGGTGGGAGGCGATGTGGAGTTTGTCTGCAAAGT 
TTACAGCGATGCCCAGCCCCACATCCAGTGGATCAAACATGTGGAAAAGAACGGCAGTAAATACGGGCCC 
GACGGGCTGCCCTACCTCAAAGTTCTGAAGCACTCGGGGATAAATAGTTCCAATGCAGAAGTGCTGGCTC 
TGTTCAATGTGACC 

>GBEQ0238 1 Acc | AJ439891 | Ver | AJ439891 . 1 GI : 20338727 ) Equus caballus partial mRNA for 
keratinocyte growth factor (fgf~7 gene) . 

TCTGCCAAGTTTGCTCTACAGATCATGCTTTCACATTATCTGTTTAGTGGGCACTATATCTTTAGCTTGC 
AATGACATGACTCCAGAGCAAATGGCTACAAATGTGAACTGTTCCAGCCCCGAGCGACATACAAGAAGTT 
ATGATTACATGGAAGGAGGGGATATAAGAGTGAGAAGAC TAT TCT GTCGAACACAGT GGT AT CT GAGGAT 
T GATAAACGAGGCAAAGT CAAAGGGACTCAAGAGATGAAGAACAAT TTCAATAT CATGGAAAT CAGGACC 
GTGGCAGTTGGA 

>GBEQ0239 | Acc | AJ439890 | Ver | AJ4398 90 . 1 GI : 20338725 | Equus caballus partial mRNA for 
fibroblast growth factor 1 {fgf-1 gene) . 

CCAGGAAATTACAAGAAGCCCAAACTCCTCTACTGTAGCAATGGGGGCCACTTCCTGAGGATCCTTCCAG 
ATGGCACAGTGGATGGGACAAGGGACAGGAGCGACCAGCACATTCAGCTGCAGCTCAGTGCGGAAAGCGT 
GGGGGAGGTGTATATAAAGAGTACCGAGACTGGCCAGTTCTTGGCCATGG 

>GBEQ0240 | Acc | AJ43988 6 | Ver 1 AJ43988 6 . 1 GI : 20338717 | Equus caballus partial mRNA for 
endothelia NO synthase (enos gene) . 

GAAGCACCTGGAGAATGAGCAGAAGGCGAGGGGGGGCTGCCCTGCCGACTGGGCCTGGATTGTGCCCCCC 
ATCTCGGGCAGCCTCACCCCTGTCTTCCATCAGGAGATGGTCAACTATGTCCTGTCCCCTGCCTTCCGCT 
ACCAGCCAG 

>GBEQ0241 [Acc|AJ319907|Ver|AJ319907.1 GI : 18073989 | Equus caballus partial mRNA for 
fibroblast growth factor receptor (fgfr gene) . 

CACAAAAACATCATAAATCTCCTTGGAGCCTGTACTCAGGATGGACCACTCTACGTCATAGTTGAGTATG 
CCTCGAAGGGTAACCTCCGTGAGTACCTCCGAGCCCGGAGGCCGCCTGGGATGGAGTACTCCTATGACAT 
TAACCGCGTTCCCGAGGAGCAGATGACTTTCAAAGACTTGGTGTCATGCACCTACCAGCTGGCCAGAGGC 
ATGGAGTACCTGGCTTCCCAAAAATGTATTCATCGAGATTTAGCAGCCAGAAATGTTTTGGTAACAGAAA 
ACAATGTGATGAAAATAGCAGACTTTGGACTGGCCAGAGATAT CAACAATATAGAC TAT TACAAAAAGAC 
CACAAATGGGCGACTTCCGGTCAAGTGGATGGCTCCAGAAGCCC 

>GBEQ0242 | Acc | AF07 6782 | Ver | AF07 6782 . 1 GI : 4028 975 ) Equus caballus cyclin-dependent kinase 
2A inhibitor (CDKN2A) mRNA, partial cds . 

AGCCGGTGCGGATCCCAACGGAGTCAACGGCTTCGGGAGGCGCCCGATCCAGGTCATGATGATGGGCAGC 
GTCCACGTGGCCGAGGTGCTACTGCTCCACGGCGCCGACCCCAACCGCGCGGACCCCGACACCCTCACCC 
GACCCGTGCACGACGCGGCCCGGGAGGGCTTCCTG 

>GBEQ0243 | Acc |AF07 6780 | Ver | AF07 67 80. 1 GI : 4028971 1 Equus caballus melanocyte protein 17 
precursor (PMEL17) mRNA, partial cds. 

CCGGGGGTCCCAGACCTACATGCCCCTCGCTCACTCCCGCTCAGCCTTCACTATTACTGACCAGGTGCCC 
TTCTCTGTGAGCGTGTCCCAGCTGCAGGCCTTGGATGGAAGGAACAAGCACTTCCTGAAAAATCAACCTC 
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TGACCTTTGCCCTCCGGCTCCATGACCCCAGTGGCTATTTGGCTGGGGCTGATCTCTCCTATACCTGGGA 
CTTTGGAGACAGTACCGGGACCCTGATCTCAAGGGCACTTGTGGTCACTCACACTTACCTAGAGTCTGGC 
CCAGTGACTGCCCAGGTGGTGTTGCAGGCTGCCATTCCTCTCACCTCCTGTGGCTCCTCCCCAGTTCCAG 
GCACCACAGGTGGATATGTGCCAACTGCAGAGGCCCCTGGCACCACAGCTGGACAAGTGCCTACTGCAGA 
TGTTGTAAATACTACACCTGGCCAGGTGCCAACTGCAGAGCCCTCTAGAACCACAGCTGTGCAAGTGCCA 
ACCACAGAGGTCATAAGTACTACACCTGTGCAGGTGCCGACTGCAGAAGACATAGGTACTACACCTGAAC 
AGGTGTCAACTCCAGAGTCCCTAGGTACCACACTTGCAGAGATGCCACTGCAGAGGCTTAAAGGTATACC 
CCCTGAAGTGTCAAATTCCAGGAGCCTTCTGGGACACAGTGCACAGGTAACGGTACAGAGTTGGTGGAAA 
CCACAGTGGAGAGGCACCCAACCCCTGAGCCTGAGGGTCCAGATGCCAGCCCATTCATGCTACAGAAGGA 
ACTACAGGTCCCAGAGCCCCCTGCTGGATGGCACAGCCACCTTATTCCTGGTAAAGCGACAAGTCCCCCT 
GGATTGTGTTCTGTATCGATATGGCTCCTTTTCCCTCACTCTGGACATCGTCCAGGGTATTGAGAGTGCT 
GAGATCCTGCAGGCTGTGCCCTCCAGCGAAGGGGATGCGTTTGAGCTGACTGTGTCTTGCCAAGGCGGGC 
TGCCCAAGGAAGCCTGTATGGACATCTCATCACCAGGGTGCCAGCCCCCTGCCCAGCGGCTGTGTCAGCC 
TGTCACACCCAACCCAGCTTGCCAGCTGGTTCTGCACCAGGTACTGAAGAGTGGCTCAGGGACCTACTGC 
CTCAATGTGTCTTTGGCTGATGCCAACAGCCTGGCAATGGTCAGCACCCAGCTTGTCATGCCTGGTCAAG 
AGGCAGGCCTTGGGCAGGCTCCCCTGTTCGTGGGCATCTTGCTGGTGTTGATGGCTATGGTGCTTGCATC 
TCTGATATACAGGCGCAGACTTATGAAGCAGGGCTCAGCTCTCCCCCTTCCCCAGCTGCCACACGGTAGA 
ACCCACTGGCTGCGTCTGCCCTGGGTCTTCCGCTCTTCCCCCTTTGGTGAGAGCA 

>GBEQ0244 | Acc 1 AJ319910 | Ver | AJ319910 . 1 GI : 18073995 | Equus caballus partial mRNA for 
connexin 43 (cx43 gene) . 

CTTGCAAAAGAGATCCCTGCCCGCATCAGGTGGACTGCTTCCTCTCGCGTCCCACAGAGAAAACCATCTT 
CATCATTTTCATGGTGGTGGTGTCCTTGGTGTCTCTTGCCTTGAACGTCATCGAACTCTTCTATGTCTTC 
TTCAAGGGTGTTAAGGATCGTGTGAAGGGAAAAGGTCATCCTTACCACACCACCATCGGCCCGCTGAGCC 
CCTCCAAAGACGTTGGATCTCCAAAATACGCTTATTTCAATGGCTGCTCTTCACCAACCGCTCCTCTCTC 
GCCCATGTCTCCTCCCGGGTACAAGCTGGTTACCGGAGACAGAAACAATTCTTCCTGCCGCAATTACAAC 
AAACAAGCAAGTGAGCAAAACT GGGCCAATT 

>GBEQ0245 | Acc | AJ319909 ! Ver 1 AJ319909 . 1 GI : 18073993 | Equus caballus partial mRNA for 
connexin 32 {cx32 gene) . 

CATCTGCAACACCCTCCAGCCCGGCTGCAACAGCGTCTGCTACGACCACTTTTTCCCCATTTCCCATGTG 
CGTCTGTGGTCTCTGCAGCTCATCTTGGTTTCCACCCCAGCTCTCCTTGTGGCCATGCACGTGGCTCACC 
AGCAGCACATAGAAAAGAAAATGCTTCGACTTGAGGGTCATGGGGACCCCATACACCTGGAGGAiSGTGAA 
GAGGCACAAGGTCCACATCTCAGGGACACTGTGGTGGACCTATGTCATCAGTGTGGTCTTCCGGCTGCTG 
TTCGAGGCTGCCTTCATGTATGTCTTTTATCTGCTCTACCCTGGCTACGCCATGGTGCGACTGGTCAAGT 
GTGATGCCTACC 

>GBEQ0246 | Acc | AJ319908 j Ver | AJ31 9908 . 1 GI : 18073991 1 Equus caballus partial mRNA for VEGF 
receptor fit (fit gene) . 

ATGAGGATGAGAGCTCCTGAGTACTCCACTCCTGAAATCTATCAGATCATGCTGGACTGCTGGCACAAAG 
ACCCAAAAGAAAGGCCAAGATTTGTAGAACTTGTGGAAAAACTAGGTGATTTGCTTCAAGCAAATGTACA 
ACAGGACGGTAAGGACT ACATCCCACT CAAT GCCATACTGACAGGAAATAGTGGGT TTACATACT CAACT 
CCTGGCTTCTCTGAGGACTTCTTCAAGGAAGGTATTTCAGCTCCGAAGTTT 

>GBEQ0247 | Acc | AJ319906 j Ver I AJ31 9906 . 1 GI : 18073987 | Equus caballus partial mRNA for 
fibroblast growth factor 2 (fgf2 gene) . 

CCTGCGCATCCACCCCGACGGCCGAGTGGACGGGGTCCGGGAGAAGAGCGACCCTCACATCAAACTACAA 
CTTCAAGCAGAAGAGAGAGGGGTTGTGTCTATCAAAGGAGTGTGTGCGAACCGTTATCTTGCTATGAAGG 
AAGATGGAAGGTTACTGGCTTCTAAATGTGTTACGGACGAGTGTTTCTTTTTTGAACGATTGGAATCTAA 
TAACTACAATACTTACCGGTCAAGGAAATACTCCAGTTGGTATGTGGCCCTGAA 

>GBEQ0248 1 Acc | AB076030 I Ver | AB07 6030 . 1 GI : 17736831 | Equus caballus mRNA for Smad4, partial 
cds . 

TCCAATCATCCTGCTCCTGAGTATTGGTGTTCCATTGCTTACTTTGAAATGGATGTTCAAGTCGGAGAGA 
CATTTAAGGTTCCTTCAAGCTGCCCTATTGTTACTGTTGATGGATATGTGGACCCTTCTGGAGGAGATCG 
CTTTTGCTTGGGTCAACTCTCCAAGTGCCACAGGACAGAAGCCATTG 

>GBEQ0249 | Acc IAB076029 | Ver )AB07 6029 . 1 GI : 17736829 | Equus caballus mRNA for Smad3 r partial 
cds . 

ACCCCCTGGCTACCTGAGTGAAGATGGAGAGACCAGCGACCACCAGATGAACCACAGCATGGATGCAGGT 
TCTCCAAACCTATCCCCAAATCCGATGTCCCCAGCACACAATAACTTGGACCTGCAGCCCGTCACCTACT 
GCGAGCCGGCCTTCTGGTGCTCCATCTCCTACTATGAGCTGAACCAGCGCGTCGGGGAGACATTCCACGC 
CTCGCAGCCCTCCATGACGGTGGATGGCTTCACCGACCCCTCCAACTCGGAGCGCTTCTGCCTAGGGCTG 
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CTCTCCAACGTCAACAGGAACGCGGCCGTGGACGTCACGCGGAGGCACATCGGGCGGGGCGTGCGGCTGT 
ACTACATCGGAGGGGAGGTCTTCG 

>GBEQ0250 1 Acc j AF397192 | Ver 1 AF397192 . 1 GI : 15011536 | Equus caballus heat-shock protein 70 
mRNA, partial cds . 

GTGGCCTTCACCGATACCGAGCGGCTGATCGGGGATGCGGCCAAGAACCAGGTGGCGCTGAACCCGCAGA 
ACACCGTGTTTGACGCGAAGCGGCTGATCGGCCGCAAGTTCGGCGACCCGGTGGTGCAGTCGGACATGAA 
GCACTGGCCTTTCCGCGTGATCAACGACGGGGGCAAGCCCAAGGTGCAGGTGAGCTACAAGGGGGAGACC 
AAGGCGTTCTACCCGGAGGAGATCTC 

>GBEQ0251 !Acc|AF432178lVer|AF432178.1 GI : 16612196 j Equus caballus heat shock 
transcription factor 2 mRNA, partial cds. 

ACTAGT GAT TGT T CAGCCAGT T TCGGAAGATGGAAGAAAAT CTAAAC CT AAAACAGATAAGCAGC TTATC 
CAGTACACTGCCTTTCCACTTCTTGCATTCCTCGATGGGAACCCTGCTTCTGCTGTTGAACAGGGGAGTA 
CAGCATCATCGGAAGTTACCTCCTCTGTAGATAAACCCATAGAAGTTGATGAGCTTCTGGACAGCAGCCT 
GGACCCAGAACCAACTCAGAGTAAGCTTGTTCGCCTGGAGCCAATC 

>GBEQ0252 1 Acc ) AB072934 | Ver | AB072 934 . 1 GI : 16151816 | Equus caballus AGM mRNA for 
angiomodulin, partial cds . 

GGTCCTTCCATCGTGACACCCCCCAAGGACATCTGGAATGTCACTGGCGCCCAGGTGTACTTGAGCTGTG 
AGGTCATCGGAATCCCAACCCCTGTCCTCATCTGGAACAAGGTAAAAAGGGGTCACTATGGAGTTCAAAG 
GACAGAACTCTTGCCTGGTGACCGGGACAACCTGGCCATTCAAACCCGGGGTGGCCCTGAAAAGCATGAA 
GTAACTGGCTGGGTGCTGGTATCTCCTCTCAGTAAGGAAGATGCTGGAGAGTATGAGTGCCATGCCTCCA 
AT T CCCAAGGGCAGGC T T CAGCATCAGCAAAAAT TACAGTGGT T GATGCCT T ACATGAAAT ACCAGTGAA 
AAA 

>GBEQ0253 I Acc | AB071422 | Ver | AB071422 . 1 GI : 15636922 | Equus caballus PNMT mRNA for 
phenylethanolamine N-methyltransf erase, partial cds. 

CTGCTCAGTGCCTGCGCCCACTTTGAAGACATCACCATGACAGATTTCCTGGAGGCGAACCGCCAGGAA.C 
TGGGGCTCTGGCTGCGGGAGGAGCCCGGGGCCTTTGATTGGAGTGTGTACAGCCAGCACGTCTGCCTCAT 
TGAGGGCAAGGGTGAGTCCTGGCAGGAGAAGGAGCGACAGCTGCGAGCCAGGGTGAAGAGGGTCCTGCCC 
ATCGATGTGCACCAGTCCCAGCCCTTGGGTGCTGGGAGCCTGGCACCCCTGCCTGCTGACGCCCTGGTCT 
CTGCCTTCTGCCTGGAGGCTGTGAGCCCAGACCTCGCCAGCTTCCAGCGGGCCCTGGACCACATCACCAC 
ACTGCTGAGGCCCGGAGGGCACCTCCTTCTCATCGGGGCC 

>GBEQ0254 ! Acc | AB071421 j Ver | AB071421 . 1 GI : 15636920 | Equus caballus TH mRNA for tyrosine 
hydroxylase, partial cds. 

CAAATTCACCACCTGGAGACCCGGCCCGCCCAGAGGCCGCAGGCAGGGGGACCCCACCTGGAGTACTTTG 
TGCGCTGTGAGGTGCCCAGCCCCGACCTGCCCGCCCTGCTCAGCTCCGTGCGCCGGGTGGCAGAGGACGT 
GCGTGGCGCTGGAGAGAACAAGGTCCTCTGGTTCCCAAGGAAAGTTTCCGAGCTGGACAAGTGTCACCAC 
CTGGTCACCAAGTTTGATCCTGACCTGGACTTGGATCATCCGGGCTTCTCAGACCAGGCGTACCGCCAGC 
GCAGGAAGCTGATTGCCGACATAGCCTTCCAGTACAAGCATGGTGACCCTATTCCCCGCGTGGAGTACAC 
GGCCGAGGAGATTGCCACCTGGAAGGAGGTCTACACCACCCTCAAGGGCCTCTACGCCACGCACGCCTGC 
CGCGAGCACCTGGAGGCCTTCGAGCTGCTGGAACGCTTCAGCGGCTACCGGGAGGACAACATCCCCCAGC 
TGGAGGACGTCTCCCGATTCCTG71AGGAGCGCTCTGGCTTCCAGCTGCGGCCCGTGGCCGGCCTGCTGTC 
CGCCCGGGACTTCCTGGCCAGCCTGGCCTTCCGTGTGTTCCAGTGCACCCAGTACATCCGCCATGCCTCG 
TCGCCCATGCACTCCCCAGAGCCGGACTGCTGCCACGAGCTGCTGGGACATGTGCCCATGCTGGCCGACC 
GGACCTTTGCCCAATTCTCCCAGGACATCGGCCTCGCATCCCTGGGGGCAT 

>GBEQ0255 | Acc | AB070839 | Ver | AB070839 . 1 GI : 1540857 6 | Equus caballus C0L1A2 mRNA for type I 
collagen alpha 2 chain, partial cds. 

CTGGCGAAACCTGTATCCGGGCTCAACCTGAAAACATCCCAGCCAAGAACT'GGTACAGAAGTTCCAAGGC 
CAAGAAGCACATCT GG T T AGGAGAAACT AT CAATGGTGGTACCAAGT T T GAATATAAT GTTGAAGGAGT A 
ACCACCAAGGAAATGGCTACCCAACTTGCCTTCATGCGCCTGCTGGCTAACCATGCCTCTCAAAACATCA 
CCTACCACTGCAAGAACAGCATTGCCTACTTGGATGAGGAGACTGGCAATCTGAAAAAGGCTGTCACTCT 
GCAAGGCTCCAATGATGTTGAACTTGTTGCTGAGGGCAACAGCAGGTTCACTTATACTGTTCTTGTAGAT 
GGCTGCTCTAGAAAGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCATCTCGCC 
TGCCCATCCTTGACATTGCACTTTTGGACATCGGTGGTGCTGAC 

>GBEQ0256 | Acc | AF401625 | Ver | AF401625 . 1 GI : 15282041 | Equus caballus mast cell growth factor 
mRNA, partial cds . 

GACACAAACTTGGATTATCACTTGCATTTATCTTCAACTGCTCCTATTTAATCCTCTCGTCAAAACCAAA 
GGAATCTGTGAAAACCGTGTGACTGATGATGTGAAAGACGTGACAAAATTGGTGGCAAATCTTCCAAAAG 
ACTATAAGATAACCCTCAAATATGTCCCCGGGATGGACGTTTTGCCTAGTCATTGTTGGATAAGCGAGAT 
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GGTGCAACACTTGTCAGTCAGCTTGACTGATCTCTTGGAGAAGTTTTCAAATATTTCTGAAGGCTTGAGT 
AATTATTCTATCATAGACAAACTTGTGAAAATAGTGGATGATCTTGTGGAGTGCATGGAAGAACACTCAT 
C T GAGAAT G T AAAAAAAT C AT AT AAG AG C C AAG AAT C C AG G C T AT T T AC T C C T G AAG AAT T C T T T AG AAT 
TTTTAATAGATCCATCGATGCCTTCAAGGACTTGGAGATGGTGGTATCTAAAACTAGTGAATGTGTGGTG 
TCTTCAACATTAAGTCCTGAAAAAGATTCCAGAGTCAGTGTCACAAAACCATTTATGTTACCCCCTGTTG 
CAGCCAGCTCCCTTAGGAATGACAGCAGTAGCAGTAATAGGAAGGCCTCAAATTTCACTGGAGACTCCAA 
CCTACAATGGGCAGCCATGGCATTGCCAGCATTCTTTTCTCTTGTAATTGGGTTTGCTTTTGGAGCCTTA 
T AC T G G AAG AAG AAAC AAC C AAAT C T T AC AAGG GC AGT T GAAAAT AT AC AG AT T AAC G AAGAG GAT AAT G 
AGAT AAG TAT G T T GC A 

>GBEQ0257 j Acc | AF368322 | Ver | AF368322 . 1 GI : 14039923 | Equus caballus aggrecanase-2 mRNA, 
partial cds. 

CTGCTTGGCCTCTCCCATGATGATTCCAAATTCTGTGAAGAGAATTTTGGTTCCACAGAAGATAAGCGCT 
TAATGTCCTCCATCCTGACCAGCATTGATGCATCCAAGCCTTGGTCCAAATGCACCTCAGCCACCATCAC 
AGAATTCCTGGATGATGGTCATGGTAACTGTTTGCTAGACCTCCCACGCAAGCAGATCCTCGGCCCCGAG 
GAACTCCCGGGACAGACCTACGATGCCAGCCAGCAATGCAACCTGACCTTCGGGCCCGAATACTCCGTGT 
GCCCAGGCATGGACGTCTGCGCCCGCCTCTGGTGCGCTGTGGTGCGCCAGGGCCAGATGGTGTGTCTGAC 
CAAGAAGCTGCCAGCTGTGGAGGGGACGCCATGTGGGAAAGGCAGGATCTGCCTGCATGGNAAGTGTGTG 
GACAAAACCAAGAAAAAATATTATTCGACATCAAGCCATGGCAACTGGGGGTCTTGGGGGTCCTGGGGCC 
AGTGTTCTCGCTCATGTGGAGGAGGAGTACAGTTTGCCTATCGCCACTGCAATAACCCGGCCCCCAGAAA 
C 

>GBEQ0258 | Acc | AF368321 | Ver | AF368321 . 1 GI : 14039920 | Equus caballus aggrecanase-1 mRNA, 
partial cds. 

ATGGCTGATGTGGGCACTGTGTGTGACCCGGCTCGGAGCTGTGCTATTGTGGAGGATGATGGGCTCCAGT 
CTGCCTTCACTGCTGCTCATGAACTGGGCCATGTCTTCAACATGCTCCATGACAATTCAAAGCCATGTGT 
TGGTCTGAATGGGCCTGGGAGCACCTCCCGCCATGTCATGGCTCCTGTGATGGCTCACGTGGATCCCGAG 
GAGCCCTGGTCCCCCTGCAGTGCTCGCTTCATCACTGACTTCCTGGACAATGGCTATGGGCACTGTCTCT 
TAGACAAGCCAGAGGCTCCCCTGCATCTGCCTGTGACTTTCCCTGGCAAGGACTATGATGCTGACCGACA 
GTGCCAGCTGACCTTCGGGCCTGACTCACGCCATTGTCCGCAGCTGCCGCCACCCTGTGCTGCCCTCTGG 
TGTTCTGGCCATCTCAATGGCCACGCCATGTGCCAGACCAAACATTCACCCTGGGCCGATGGCACCCCCT 
GTGGGCCTGCACAGGCTTGCATGGGTGGCCGATGCCTCCACATGGACCAGCTCCAGGAATTCAATATCCC 
ACAGGCTGGTGGTTGG 

>GBEQ0259 | Acc | AF167158 | Ver | AF167158 . 1 GI : 9621997 | Equus caballus orphan nuclear receptor 
DAX-1 mRNA, partial cds. 

CGGTGAAGACCACCCACGGCAGGGCAGCATCCTCTACAGCTTGCTCACCAGCGCAAAGCAAACGCACGTG 
GCTCCGGAAGCTCCGGAGGCGCGGCCAGGGGGCGTGTGGTGGGACCGTTCCTACAGCGCGCAGAGGCTGG 
GGGACAGAGAGGAGCAGCCGGGAGGGAGAGCAGTGGCGCTCCTGTACCGCTGTGGCTTTCACGGTAAAGA 
CCACTCGCGGCCGGGCAGCATCCTCTACAACATGCCCACGAGTGCAAAGCAAACTCAGGCGGCTTCAGAG 
GTGCAGCAGGGGGCCCCCTGGCGGGACCCTTTCTGTGGCGCGCAGCGGCGAGTGGCCCTCAAGAGTCCAC 
AGGTGGTCTGCGAGGCAGCCTCCGCGGGCCTGTTGAAGACGATGCGCTTCGTCAAGTACTTACCCTGCTT 
CCAGGTGCTGCCCTTGGACCAGCAGCTGGTGCTGGTGCGCAGCTGCTGGGCGCCGCTGCTCATGCTGGAG 
CTGGCCCAGGACCGCTTGAACTTCGAGACGGTGGAGACCTCGGAGCCCAGCCTGCTGCAGAGGATCCTCA 
CCACCAGGCGGCGGGAGACGGTGAGCGACGAGCCGCCGCCCCTGCCCACGCTGCAGCCACGCTTGGTATC 
GCCCGCAGAGGCCGACCATTTGCTGTCGGCTGCTCAGATCCAAGCCATCAAGGGCTTCCTTGCCAGGTGC 
TGGAGCCTGGACATCAGTACCAAGGAGTATGCCTACCTCAAGGGGACCGTGCTCTTTAACCCGGACCTGC 
CAGGCCTGAAGTGCGTGAAGTACATCCAGGGACTTCAGTGGGGAACGCAGCAGATTCTCACCGAACACAT 
CAGGATGACACACAGGGGGCACCAGACCACATTCGCTGAGCTGCACAGTGCCCTCTTCCTGCTGAGATTC 
ATCAATGCCAATGTCATTGCTGACCTGTTCTTCAGGCCCATCATTGGCACA 

>GBEQ0260 | Acc | AF157 626 | Ver | AF157626 . 1 GI : 516348 9 | Equus caballus glyceraldehyde-3- 
phosphate dehydrogenase mRNA, partial cds . 

CTACATGTTTCAGTATGATTCCACCCATGGCAAGTTCCATGGCACAGTCAAGGCCGAGCACGGGAAGCTT 
GTCATCAACGGAAAGGCCATCACCATCTTCCAGGAGCGAGATCCCGCCAACATCAAATGGGGCGATGCTG 
GTGCTGAATATGTTGTGGAGTCCACTGGTGTCTTCACTACCTTGGAGAAGGCTGGGGCTCACTTGAAGGG 
TGGAGCCAAAAGGGTCATCATCTCTGCTCCTTCTGCTGATGCCCCAATGTTTGTGATGGGCGTGAACCAC 
GAGAAATATGACAATTCCCTGAAGATTGTCAGCAATGCCTCCTGCACCACCAATTGCTTGGCCCCCCTGG 
CCAAGGTCATCCATGACCACTTTGGCATCGTGGAGGGACTCATGACCACAGTGCATGCCATCACTGCCAC 
CCAGAAGACCGTGGATGGCCCCTCTGGGAAGATGTGGCGCGATGGCCGAGGGGCTGCCCAGAACATCATC 
CCTGCTTCTACTGGTGCTGCCAAGGCTGTGGGCAAGGTCATCCCTGAGCTGAATGGGAAGCTCACTGGCA 
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TGGCCTTCCGTGTCCCCACCCCTAACGTGTCAGTCGTGGATCTGACCTGCCGCCTGGAGAAAGCTGCCAA 
ATACGATGAGATCAAGAAGGTGGTGAAGCAGGCATCGGAGGGCCCCCTCAAGGGCATCCTGGGCTACACT 
GAGGACCAGGTTGTCTCCTGCGATTTTAACAGTGACACCCACTCTTCCACCTTCGATGCTGGGGCTGGCA 
TTGCCCTCAACGACCACTTTGTCAAGCTCATTTCCTGGTATGACAATGAATTTGGCTA 

>GBEQ0261 |Acc|AB043677 | Ver | AB043677 . 1 GI : 12082135 | Equus caballus Hsp90 alpha mRNA for 
heat shock protein 90 alpha, partial cds . 

ATGGAGGAGGAGGAGGTGGAGACGTTCGCCTTCCAGGCGGAGATCGCCCAGTTGATGTCATTGATCATCA 
ACACTTTCTACTCAAATAAAGAGATTTTTCTGAGGGAGCTTATTTCGAATTCGTCAGATGCTTTGGACAA 
AATCAGATATGAGAGCTTGACGGATCCCAGCAAATTAGACTCTGGGAAGGAGCTGCACATCAACCTCATT 
CCCAACAAGCAAGACCGAACGCTCACCATCGTGGACACCGGCATCGGAATGACCAAGGCCGATTTGATCA 
ATAACCTTGGTACTATCGCCAAGTCTGGGACCAAAGCGTTCATGGAAGCTTTGCAGGCTGGTGCAGATAT 
CTCCATGATCGGCCAGTTTGGTGTCGGGTTTTATTCTGCTTATCTGGTTGCTGAGAAGGTGACGGTGATC 
ACCAAACATAACGACGATGAGCAGTACGCCTGGGAGTCCTCCGCGGGCGGATCCTTCACCGTTAGGACTG 
ACACGGGTGAACCTATGGGTCGTGGAACAAAGGTTATCCTGCATCTGAAAGAAGACCAAACTGAGTACTT 
GGAGGAAAGAAGAATAAAAGAGATTGTGAAGAAGCACTCTCAGTTTATTGGCTATCCCATTACTCTTTTT 
GTGGAGAAGGAACGTGATAAAGAAGT CAGT GAT GATGAGGC T GAAGAAAAGGAAGACAAAGAGGAGGAAA 
AAGAAAAAGAAGAAAAGGAGTCCGACGACAAGCCT GAAAT AGAAGATGTT GGCTCT GAT GAAGAAGAAGA 
AGAAAAGAAAGAT GGTGACAAGAAGAAGAAGAAGAAAAT CAAGGAGAAGTACAT T GAT CAGGAAGAATTG 
AACAAAACAAAGCCT AT TTGGACCAGAAATCCT GAT GAT AT TAG T AACGAAGAAT ATGGCGAATT CTACA 
AGAGCT T GACCAATGACTGGGAAGATCACTT GGCAGTGAAGCAC T T T TCAGT TGAAGGACAAT TGGAAT T 
CAGAGCCCTTCTTTTTGTCCCAAGACGTGCTCCCTTTGATCTGTTTGAGAACAGAAAGAAAAAGAACAAC 
ATTAAGTTGTACGTTCGCAGAGTTTTCATCATGGACAACTGCGAGGAGCTAATTCCTGAATACCTGAATT 
TCATTAGAGGTGTGGTGGACTCTGAGGATCTTCCTCTAAATATTTCCCGTGAGATGTTGCAACAAAGCAA 
GATTTTGAAAGTTATCAGAAAGAACTTGGTCAAAAAATGCTTAGAACTCTTCACTGAACTGGCAGAAGAT 
AAAGAGAACTACAAAAAGT T T T ATGAGCAGTTAT C T AAAAACAT TAAGC T TGGAAT CC AT GAAGACT C TC 
AAAACCGCAAGAAGCTTTCAGAGCTATTAAGATACTACACATCTGCTTCTGGTGACGAGATGGTTTCTCT 
TAAGGACTATTGCACAAGAATGAAGGAAAACCAGAAACACATCTATTATATCACAGGTGAGACCAAGGAC 
CAGGTGGCTAACTCGGCGTTCGTGGAGCGCCTCCGGAAGCACGGCCTAGAGGTGATCTACATGATCGAGC 
CGATCGACGAGTACTGCGTGCAACAGCTGAAGGAATTCGAGGGGAAGACTTTAGTGTCAGTCACCAAGGA 
GGGCTTGGAAC T TCC AGAAGATGAAG AAGAGAAAAAGAAACAGGAGGAGAAAAAAACAAAAT T TGAAAAC 
CTCTGCAAGATCATGAAGGACATTTTGGAGAAAAAAGTAGAAAAGGTGGTTGTGTCAAACCGATTGGTGA 
CATCCCCATGC TGCAT TGTCACAAGT ACAT AT GGC TGGACAGCAAACAT GGAAAGAAT CAT GAAGGCTCA 
AGCCCTAAGAGACAACTCAACAATGGGTTACATGGCTGCAAAGAAACACCTGGAGATTAACCCTGACCAT 
TCCATCATCGAGACTTTACGGCAGAAGGCAGAGGCTGACAAGAATGACAAGTCTGTGAAGGATCTGGTCA 
TCCTGCTCTACGAAACTGCACTCCTGTCTTCCGGCTTCAGTCTGGAAGATCCCCAGACACATGCTAACAG 
GATCTACAGGATGATCAAACTTGGTCTTGGTATTGATGAAGATGACCCCACCGCTGACGACAGCAGTGCT 
GCTGTAACTGAGGAGATGCCGCCCCTTGAAGGAGATGACGACACCTCACGCATGGAG 

>GBEQ02 62 j Acc j AB043676 | Ver | AB043676 . 1 GI : 12082133 | Equus caballus Hsp90beta mRNA for heat 
shock protein 90 beta, partial cds. 

GAGGAGGAGGTGGAGACTTTTGCCTTTCAGGCGGAAATTGCCCAACTCATGTCTCTCATCATCAATACCT 
TTTATTCCAACAAGGAAATTTTCCTTCGCGAGTTGATCAGTAATGCTTCTGATGCCTTGGACAAGATTCG 
CTATGAGAGCCTGACAGACCCTTCCAAGTTGGACAGTGGTAAAGAGCTGAAAATTGACATCATCCCCAAC 
CCCCAGGAACGCACCCTGACGCTGGTGGACACAGGCATTGGCATGACCAAAGCTGATCTCATAAATAATT 
TGGGAACTATTGCCAAGTCTGGTACTAAAGCATTTATGGAGGCTCTTCAGGCTGGTGCTGACATCTCCAT 
GATTGGACAATTTGGTGTTGGCTTTTATTCTGCCTACCTGGTGGCAGAGAAGGTGGTTGTGATCACAAAG 
CACAATGATGATGAGCAGTATGCCTGGGAGTCTTCTGCTGGGGGTTCCTTTACTGTACGTGCTGACCACG 
GTGAGCCCATTGGCCGGGGTACCAAAGTGATCCTCCACCTTAAAGAAGACCAGACAGAGTACTTAGAAGA 
GAGGCGGGTCAAAGAAGTGGTGAAGAAGCACTCACAGTTCATAGGCTATCCCATCACCCTTTATTTGGAA 
AAGGAACGAGAGAAAGAAATCAGTGATGATGAGGCAGAGGAAGAGAAAGGTGAGAAAGAGGAGGAAGATA 
AAGATGATGAGGAGAAGCCCAAAATTGAAGATGTGGGCTCAGATGAGGAGGATGATAGTGGTAAGGATAA 
GAAAAAGAAAACAAAGAAGATTAAGGAGAAATACATTGATCAGGAAGAACTGAACAAGACTAAGCCCATT 
TGGACCAGAAACCCTGATGACATCACCCAGGAGGAATATGGAGAGTTCTACAAGAGTCTTACCAATGACT 
GGGAAGACCACTTGGCAGTCAAGCACTTCTCTGTAGAAGGTCAGTTGGAATTCAGGGCATTGCTGTTCAT 
TCCCCGTCGGGCTCCTTTTGACCTCTTCGAGAACAAGAAGAAGAAGAACAACATCAAACTCTACGTCCGC 
CGTGTGTTCATCATGGACAGCTGTGATGAGTTGATACCAGAGTi).TCTCAACTTCATTCGTGGTGTGGTTG 
ACTCTGAGGACCTGCCCCTGAACATCTCCCGAGAAATGCTTCAGCAGAGCAAAATCTTGAAGGTCATTCG 
CAAAAATATTGTTAAGAAGTGCCTTGAGCTCTTCTCTGAGCTGGCGGAAGACAAGGAGAACTACAAGAAA 
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TTCTATGAGGCATTCTCTAAAAACCTAAAGCTTGGAATCCACGAGGACTCCACTAATCGGCGACGCCTTT 
CTGAGCTGCTGCGCTATCACACCTCCCAGTCTGGAGATGAGATGACTTCTCTTTCAGAATATGTCTCTCG 
CATGAAGGAGACCCAGAAGTCCATTTATTACATCACTGGAGAGAGCAAAGAGCAGGTTGCCAATTCTGCT 
TTTGTGGAGCGAGTGCGGAAGCGGGGCTTCGAGGTGGTGTACATGACAGAGCCTATTGATGAATACTGCG 
TGCAGCAGCTCAAGGAGTTTGATGGGAAGAGCCTGGTCTCAGTTACCAAGGAGGGCCTGGAGCTACCTGA 
GGAT GAGGAGGAG AAGAAGAAAAT GGAGGAGAGCAAGGC CAAGT T TGAGAACCT CT GCAAACT CAT GAAA 
GAAATCTTGGATAAGAAGGTTGAGAAGGTGACAATCTCCAACAGGCTCGTGTCTTCACCCTGCTGCATTG 
TGACCAGCACTTATGGCTGGACAGCCAACATGGAGCGGATCATGAAAGCCCAGGCACTTCGGGACAACTC 
CACAATGGGCTACATGATGGCCAAGAAGCACCTGGAGATCAACCCTGACCACCCCATTGTGGAGACGCTG 
CGACAGAAGGCAGAGGCAGACAAGAATGACAAGGCCGTCAAGGACTTGGTGGTGCTGCTGTTTGAAACTG 
CACTGCTCTCTTCTGGCTTCTCACTTGAGGATCCCCAGACCCACTCCAACCGTATCTACCGCATGATCAA 
GCTAGGCCTAGGCATTGATGAAGATGAAGTGGCAGCAGAGGAACCCAGTGCTGCTGTTCCTGATGAGATC 
CCCCCACTGGAGGGTGATGACGACGCCTCTCGCATGGAA 

>GBEQ0263 | Acc | AF288214 j Ver 1 AF288214 . 1 GI : 9858 134 | Equus caballus immunoglobulin G heavy 
chain mRNA, partial cds. 

CCAGGACTGGTGAAGCCTGGGTCATCAGTGAAGATCTCCTGCAAGGCTTCTGGATACGAGTTTACTGAAT 
ATGATATACACTGGGTGCGACAGGCCAATGGAAAAGGGTTTGAATGGATGGGATCATGCAGTCCTCATCG 
TGGTGAAGTAATCCAATCACCGAACTTCTCAGGCAGAGTCACCATCACCGTGGACAAGTCCACGAGCACG 
GTCCACATGGAGTTGAGCAGTCTGACGAGCGAGGACACGGCCGTCTATTACTGTGCAGTCGGTGATTCGA 
ACAGTCTATACGGTATGATTGCAAACCTATACTGGGGCCAGGGCATCCTGGTCACCGTCTCCTCAGAGAG 
CCCTAAGGCCCCAGACGTCTTCCCGCTGAGCATCTGTGGGAACACACCTGACCCCAAGGTGCCCGTGGGC 
TGCCTGGTCTCCAACTACTTCCCAGAGCCAGTGACTGTGTCCTGGAACTGTGATGCCCTGAAAGGCGACA 
TACACACCTTTCCGTTGGACCTGAGCAACTCGGCTCACCACTCCCTCAGCAGCATGATGGCTGTGCCTAG 
GAGCAGCTTGAACCAGACCTACATCTGCAGCGTAGCCCACCCGGCCAGCAGCACCAAGGTGGACAAGAGA 
ATCGTCGTAGAAGGCTCCCCCTGCCCCAAATGCCCAGCTCCTGAGCTCCCAGGAGGGCCTTCGGTCTTCA 
TCTTCCCCCCAAAACCGAAGGACGTCCTCAAGATTTCCCGAAAGCCTGAGGTCACCTGTGTGGTGGTGGA 
TTTGGGTCATGACGACCCCGATGTCCAGTTCACCTGGTTTGTGGATGGGGTGGAGACACACACAGCCACA 
ACGGAGCCAAAGGAGGAGCAGTTCAACAGCACCTACCGTGTAGTCAGCGTCCTCCCCATCCAGCACCAGG 
ACTGGCTGTTTGGAAAGGAGTTCAAGTGTAGCGTCACCAGCAAAGCCCTCCCAGCCCCCGTCGAGAGGAC 
CACCTCCAAGGCCAAAGGGCAGCTCCGGGTGCCGCAGGTGTACGTCCTGGCCCCACACCCAGACGAGCTG 
GCCAAGAACACGGTCAGCGTGACCTGCCTGGTCAAGGACTTCTACCCACCTGAAATCGATGTCGAGTGGC 
AGAGCAATGAGCATCCAGAGCCAGAGGGCAAGTACAGCACCACCCCAGCCCAGCTGAACAGCGACGGGTC 
CTACTTTCTGTACAGCAAGCTCTCCGTGGAGACAAGCAGGTGGAAGCAGGGAGAGTCATTCACGTGTGGG 
GTGATGCACGAGGCCCTGCACAAT 

>GBEQ0264 |Acc I AF288213 | Ver | AF288213. 1 GI : 9858132 | Equus caballus immunoglobulin G light 
chain mRNA, partial cds. 

ATGTCCACCATGGTCTGGTCCCCGCTCCTTCTCACCTTCATCGCTCTCTGCACAGGATCCTGGGCCCAGT 
CTCTGACTCAGCCCGCCTCAGTGTCTGGGACCCTGGGCCAGACAGTCACCATCTCCTGCTCTGGAAGCAG 
CAACAACATCGGGGGTGATAGTCATTGGGTGAGCTGGTTCCAACAGATCCCAGGAACAGCCCCCAAAACT 
CTCCTCCACGATGCCACTATTAGAGTGTCCGGGGTCCCCGATCGATTCTCTGGCTCCAGGTCCGGCAACA 
CAGCCACCCTGACCATCTCTGGGGTCCAGGCTGAGGACGAGGCTGATTATTACTGCTCATCAGCGGACAT 
CAGCCTGAGGAGTGTGGTTTTCGGCGGAGGCACCCACCTGACCATCGCAGGTGGTCCCACGTCTACACCC 
TCGGTCTCTCTCTTCCCGCCCTCCTCTGAGGAGCTCAGCGCCAACAAGGCCACAGTGGTGTGTCTCATCA 
GCGACTTCTCCCCCAGCGGCCTGGAGGTGATCTGGAAGGTAAATGACGCTGTCACCACCGACGGCGTCCA 
GACCACCAGGTCCTCGAAACAGAGCAACGGCAAGTACGCGGCCAGCAGCTACCTGACGCGGACTTCCGCA 
CAGTGGAAATCGTACAGCAGCGTCAGCTGCCAGGTCAAGCACCAAGGGAGCACCGTGGAGAAGA 

>GBEQ0265 | Acc | AB035518 | Ver | AB035518 . 1 GI : 8307713 | Equus caballus AMPP mRNA for 
adrenomedullin, partial cds. 

CAGACTTTTTCCTTCCAGATCTTGGCAGATCATCCGCTTCAGCAGGGTCTGCGCATCGCCGCCGGGATGA 
AGCTGGTTCCCGTAACCCTCATGTACCTGGGATCGCTCACCTTCCTAGGTGCCGACGCCGCACCGCTCGA 
CGTGGCGTCAGAGTTCCGAAAAAAATGGAATAAGTGGGCTCTCAGTCGTGGGAAGAGGGAACTTCAGGTG 
TCCAGCAGCTACCCCACCGGGCTCGCAGACGTGAAGGCCAGGCCTGCCCAGACTCTCATTCGGCCCCAGG 
TCATGAAGGGCGCCTCTCGAAGCCCCCAGGCCAGTCCGGACGCCGCCCGCATCCGCGTCAAGCGCTATCG 
CCAGAGTATGAACAACTTCCAGGGCCTGCGGAGCTTTGGCTGTCGCTTCGGGACGTGCACGGTGCAGAAG 
CTGGCGCAT 

>GBEQ0266 | Acc |AF2 65207 | Ver | AF265207 . 1 GI : 8072314 | Equus caballus transcription factor 
SOX-9 mRNA f partial cds. 
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AGAGCGAGAAGCGGCCTTTCGTGGAGGAGGCGGAGCGGCTGCGCGTGCAGCACAAGAAGGACCACCCGGA 
TTACAAGTACCAGCCGCGGCGGAGGAAGTCGGTGAAGAACGGCCAGGCGGAGGCCGAGGAGGCCACGGAG 
CAGACACACATCTCCCCCAACGCCATCTTCAAGGCGCTGCAGGCCGACTCGCCGCACTCCTCCTCTGGCA 
TGAGCGAGGTGCACTCCCCCGG 

>GBEQ0267 | Acc | AB040095 | Ver j AB040095 . 1 GI : 7262514 | Equus caballus GPX1 mRNA for 
glutathione peroxidase, partial cds . 

CAATTCGGAAAACAGGAACCAGGAGAGAACTCGGAGATCCCACTCACCCTCAAGTATGTCCGGCCAGGTG 
GCGGCTGTGTCCCCAATTTCCAACTCTTTGAGAAAGGGGATGTGAACGGGGAGAAAGAGCAGAAGTTCTA 
CACATTCCTGAAGAATGCCTGTCCCCCCACCTCGGAGCTCCTGGGCTCACCTGACCGCCTCTTCTGGGAA 
CCCATGAAGATCCATGACATCCGC 

>GBEQ0268 | Acc 1 ABO 3 98 65 | Ver | AB0398 65 . 1 GI: 7229094 | Equus caballus COX-1 mRNA for 
cyclooxygenase-1, partial cds. 

CAAGTACCAGATGCTGAATGGAGAGATGTACCCGCCAACGGTGGAACAGGCGCCTGTGTTGATGCACTAC 
CCACGGGGTATTCCACCCCAGAACCAGATGGCCGTGGGCCAGGAGGTGTTTGGGCTGCTTCCTGGGCTCA 
TGCTCTATGCTACGGTCTGGCTACGCGAGCACAACCGTGTGTGCGACCTGCTGAAGACTGAGCACCCCAC 
CTGGGATGATGAGCAGCTCTTCCAGACGGCCCGCCTCATCCTCATCGGGGAGACCATCAAGATCGTGATT 
GAGGAGTACGTGCAGCAGCTGAGCGGCTACTTCCTGCAGCTGAAGTTTGACCCGGAGCTGCTCTTCGGCG 
TCCACTTCCAGTATCGCAACCGCATTGCCATGGAG 

>GBEQ0269 | Acc | AJ010315 | Ver | AJ010315 . 1 GI : 342608 6 | Equus caballus mRNA for tissue 
inhibitor of metalloproteinase-2, partial. 

CAAAGCGGTCAGTGAGAAGGAGGTGGACTCTGGGAACGACATCTACGGCAACCCCATCAAGCGGATTCAG 
TATGAGATCAAGCAGATAAAGATGTTCAAAGGACCTGACAAGGACATCGAGTTCATCTACACGGCTCCCT 
CCTCGGCCGTGTGCGGGGTCTCGCTGGACGTTGGAGGGAAGAAGGAGTACCTCATCGCAGGAAAGGCCGA 
TGGGAACGGCAAGATGCACATCACTCTCTGTGACTTCATTGTGCCCTGGGACACCCTGAGCACCA 

>GBEQ0270 | Acc | AF076673 ] Ver J AF076673 . 1 GI : 3341802 j Equus caballus oxytocin-neurophvsin I 
(OXT) mRNA, partial cds. 

ACTGCCCCCTGGGCGGCAAGAGGGCCGCGCTGGACCTCGACGTGCGCAAGTGCCTCCCCTGCGCCCCCGG 
GGGCAAAGGGCGCTGCTTCGGGCCCAGCATCTGCTGCGGGGACGAGCTGGGCTGCTTCGTGGGCACGGCC 
GAGGCGCTGCGCTGCCAGGAGGAGAACTACCTGCCGTCGCCCTGCCAGTCGGGCC 

>GBEQ0271 !Acc|AF179275)Ver|AF179275.1 GI : 5815452 | Equus caballus leptin mRNA, partial 
cds . 

GACACCAAAACCC T CATCAAGACGAT TGTCACCAGGATCAAT GACATT TCACACACGCAGT CAGT CT CCT 
CCAAACAGAGGGTCACTGGTTTGGACTTCATTCCTGGGCTTCACCCTGTCCTGAGTTTGTCCAAGATGGA 
CCAGACATTGGCAATCTACCAACAGATCCTTACAAGTCTGCCTTCCAGAAATGTGATCCAGATATCTAAT 
GACCTGGAGAACCTCCGGGACCTTCTCCACCTGCTGGCCTCCTCCAAGAGTTGCCCCTTGCCCCAGGCCA 
GGGGTCTGGAGACCTTA 

>GBEQ0272 1 Acc | AJ243311 | Ver | AJ24 3311 . 1 GI : 54203 68 | Equus caballus mRNA for matrix 
metalloproteinase-2 (gene mmp-2) , partial. 

AACTATAACTTCTTCCCCCGCAAGCCCAAGTGGGAGAAAACCCAGATCACATACAGGATCATCGGCTACA 
CACCTGATCTGGACCCTGAGACGGTGGATGATGCCTTCGCTCGTGCCTTCCGAGTCTGGAGTGATGTGAC 
CCCACTACGGTTTTCTCGCATCCATGATGGAGAGGCTGACATCATGATCAACTTCGGCCGCTGGGAGCAC 
GGAGATGGGTACCCCTTTGATGGCAAGGATGGGCTCCTGGCTCACGCCTTTGCCCCGGGCCCTGGTGTTG 
GGGGAGACTCCCACTTTGATGACGACGAGCTGTGGACCCTGGGAGAAGGGCAAGTGGTCCGTGTGAAGTA 
TGGCAACGCCGACGGGGAGTACTGCAAGTTCCCCTTCCTCTTCAACGGCAAGGAGTACACCAGCTGCACC 
GACACGGGCCGCAGCGACGGCTTCCTCTGGTGCTCCACCACCTACAACTTCGACAAGGACGGCAAATACG 
GCTTCTGCCCCCATGAAGCCCTGTTCACCATGGGTGGCAACGCCGACGGACAGCCCTGCAAGTTCCCGTT 
CCGCTTCCAGGGCACATCCTACGACAGCTGCACCACCGAGGGCCGCACCGACGGCTACCGCTGGTGTGGC 
ACCACCGAGGACTACGACCGTGACAAGAAGTACGGCTTCTGCCCCGAGACCGCCATGTCCACCGTTGGCG 
GGAACTCGGAAGGTGCCCCCTGTGTCTTCCCCTTCACCTTCCTGGGCAACAAGCATGAGGGCTGCACCAG 
CGCCGGCCGCAGTGACGGGAAGATGTGGTGCGCGACTACAGCCAACTACGATGACGACCGAAAGTGGGGC 
TTCTGCCCTGACGAGGGGTACAGCCTGTTCTTGGTGGCAGCCCATGAGTTTGGCCATGCCATGGGGCTGG 
AGCACTCACAGGACCCTGGAGCCCTGATGGCGCCCATTTACACGTACACCAAGCACTTCCGCCTGTCCCA 
TGATGACATCAAGGGCATTCAAGAGCTCTACGGGGGCTCCCCTGACACTGGCACGGACGCTGGCACCGGC 
CCCACCCCCACGCTGGGACCTGTCACTCCTGAGATCTGCAAGCAGGACATTGTCTTTGACGGCATCTCTC 
AGATCCGGGGGGAGATCTTCTTCTTCAAGGACCGGT 

>GBEQ0273 j Acc | AF139663 j Ver | AF139663. 1 GI : 48 68372 | Equus caballus leptin receptor mRNA, 
partial cds. 
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GGAAAGGGTTCTATTTGTATTAGTGACCAGTGCAGCAGTGCTCAGTTCTCTGAGGCTGAGAGCACAGACA 
TAACCTGTGAGGATGGAAGCAGGAGACAGCCCTCTGTTAAATATGCCACCCTGCTCGGCAGCTCTAAATC 
AGGTGAAGCCGAGGAGGAGCAAGGGCTTATAAACAGCTCAGCCAGCAAGTGCTTCTTGAGCAACCATTCT 
CCACCAAAGGAGT CT TCCTCTAAGAGATCATGGGAAATAGAAACCCAGGCAT TT T T T ATAT T GTCAGAT C 
AGCAT CCCAATATAAT T T CACCACACC 

>GBEQ0274 | Acc 1 AF113507 | Ver | AF113507 . 1 GI : 4588604 | Equus caballus core binding factor 
alpha 1 subunit mRNA, partial cds . 

ATGAGAGTAGGTGTCCCGCCTCAGATCCCACGGCCCTCCCTGAACTCTGCACCAAGTCCTTTTAATCCAC 
AAGGACAGAGTCAGATTACAGACCGCAGGCAGGCACAGTCTCCCCCGCCGTGGTCGTATGACCAGTCTTA 
CCCCTCCTACCTGAGCCAGATGACGTCCCCGTCCATTCACTCTACGACCCCGCTGTCTTCCACACGGGGC 
ACGGGGCTTCCTGTCATCACCGACGTGCCCAGGCGCATTTCAGGTGCTTCAGAACTGGGCCCTTTTTCAG 
ACCCCAGGCAGTTCCCAAGCATTTCATCCCTCACTGAGAGCCGCTTCTCCAACCCACGAATGCACTATCC 
AGCCACCTTTACTTACACCCCGCCAGTCACCTCAGGCATGTC 

>GBEQ0275 i Acc | AF117954 | Ver 1 AF117954 . 1 GI : 4235113 j Equus caballus procollagen alpha-1 type 
III precursor (COL3A1) mRNA, partial cds. 

GCAGGGAGCAACTGATGGTGCTACTTTGAACTGCTTTTCTTTTCTCCTTTTTGCACAAAGAGTCTCATGT 
CTGATATTTAGACATGATGAGCTTTGTGCAAAAGGGGACCTGGTTACTGCTTGCTCTGCTTCATCCCACT 
CTTATTCTGGCACAACAGGAAGTTGCTGAAGGAGGATGCTCCCATCTTGGTCAGTCCTATGCGGATAGAG 
ATGTCTGGAAGCCAGAACCATGCCAAATATGCGTCTGTGACTCAGGATCTGTTCTCTGCGATGACATAAT 
ATGTGACGACCAAGAATTAGACTGTCCCAACCCAGAGATTCCATTTGGAGAATGCTGCGCAGTTTGCCCA 
CAGCCTCCAACAGCT 

>GBEQ0276 | Acc | AF007798 | Ver | AF007798 . 1 GI : 224 6695 | Equus caballus progesterone receptor 
mRNA, partial cds . 

ATGAGCCTGATGGTGTTTGGACTAGGATGGAGATCCTATAAACATGTCAGTGGACAGATGCTGTATTTTG 
CACCTGATCTAGTACTAAATGAACAGCGGATGAAGGAATCATCATTATATTCATTATGCCTTACCATGTG 
GCAGATCCCACAGGAGTTTGTGAAGCTTCAAGTTAGCCAAGAAGAGTTCCTCTGTATGAAAGTATTGTTA 
CTT CT TAATACAAT T CCTT TGGAAGGACTAAGAAGTCAAAACCAGTT TGAAGAGATGAGATCAAACTACA 
TTAGAGAGCTCATCAAGGCGATTGGTTTGAGGCCAAAAGGAGTTGTTTCTAGTTCACAACGCTTCTATCA 
ACTT 

>GBEQ0277 1 Acc j U52364 I Ver | U52364 . 1 GI : 1871157 | Equus caballus SMC Y mRNA, partial cds. 

GCCCATCGCGGAGAAGTCGGGTATTTGCAAGATTCGTCCACCCGCGGACTGGCAGCCTCCCTTTGCAGTA 

GAAGTTGACAATTTCAAGTTTACTCCTCGCATCCAGCGGCTAAATGAATTAGAGGCTCAGACCAGGGTAA 

AACTGAATTATTTGGATCAGATTGCAAAATTCTGGGAAATCCAAGGTTCTTCATTAAAAATTCCCAATGT 

GGAGCGGAAGATCTTGGACCTCTACAGCCTTAGTAAGATTGTGATGGAGGAAGGTGGCTATGAAGCCATC 

TGCAAGGATCGTCGATGGGCCCGGGTTGCCCAGCGTCTCAACTACCCACCAGGCAAAAACATTGGCTCGC 

TGCTAAGATCTCACTATGAGCGCATCATTTACCCTTATGAAATGTTTCAGTCTGGAGCCAACCTTGTGCC 

AT GTGACAC T CACCCATTTGACAATGAGGAAAAAGACAAAGAATACAAACCCCACAGCATT CCCCTTAGA 

CAGTCTGTGCAGCCTTCCAAGTTCAGCAGCTATAGTCGGCGGGCAAAAAGACTTCAGCCTGATCCAGAGC 

CCACAGAGGAGGACAT T GAGAGGAATCCAGAACT GAAGAAGCTGCAAATCT ATGGGGCAGGT CCCAAGAT 

GATGGGCTTGGGCCTTGTTCCCAAGGATAAGACTTTACGGAAGAAAGATAAAGAAGGAGTCATATGCCCC 

CCCGCTGTTATAATGGAGGAGGAACCAAGTAGGGTTGGGAAAGTGATGTCAGCATTGCCGAAGGAGGACT 

TGAGTCACAGCCTAGAGCCCTGCACCAAGATGACCATGCAGCTACGGAAGAATCACAGCAGTTCCCAGTT 

TATTGACTCATATGTTTGCCGAATGTGCTCCCGAGGGGATGAAGACGATAAGCTACTTCTTTGTGATGGC 

TGTGATGACAATTACCACATCTTCTGCCTATTGCCACCCCTTCCTGAAATCCCCAGAGGGGTCTGGAGGT 

GCCCAAAGTGTATCATGGCGGAGTGTAAGAGGCCGCCTGAAGCCTTTGGCTTTGAA 

>GBEQ0278 | Acc | U52363 | Ver 1 U52363 . 1 GI : 1871155 | Equus caballus SMCX mRNA, partial cds. 

ACCCATCGCTGAGAAGTCGGGCATTTGCAAGATCCGCCCACCCGCGGACTGGCAGCCACCCTTTGCTGTA 

GAAGTGGACAACTTCAGGTTTACTCCCCGAATCCAGAGGCTGAATGAACTAGAGGCCCAAACAAGAGTGA 

AACTGAACTACTTGGACCAGATTGCCAAATTCTGGGAAATCCAGGGCTCCTCTTTAAAGATTCCTAATGT 

AGAACGGCGGATCTTGGACCTCTACAGCCTCAGCAAAATCGTGGTGGAGGAAGGTGGCTATGAAGCCATC 

TGCAAGGACCGTCGGTGGGCCCGGGTGGCCCAGCGCCTCAACTACCCACCAGGCAAAAACATTGGCTCCC 

TGCTACGCTCCCACTATGAACGCATCGCTTACCCCTATGAGATGTACCAGTCTGGAGCCAACCTGGTGCA 

GTGCAACACACGTCCATTTGATAATGAGGAGAAGGACAAGGAATATAAACCCCACAGCATCCCCCTTCGA 

CAGTCTGTGCAGCCTTCTAAGTTCAACAGCTATGGCCGGCGGGCAAAGAGACTGCAGCCTGATCCGGAAC 

CCACAGAGGAAGACATTGAAAAGAATCCAGAGCTGAAGAAGCTACAGATCTATGGGGCAGGCCCCAAGAT 

GATGGGCCTAGGCCTCATGGCCAAGGATAAGACTCTGCGGAAGAAAGATAAGGAAGGGCCTGAATGTCCC 

CCCACCGTAGTGGTAAAGGAGGAGTCAGGCAGCGACGTGAAGGTGGAGTCAACCTCACCTAAGACCTTCC 



547 



WO 2005/067649 



PCT/US2005/000517 



TGGAAAGCAAGGAGGAACTGAGTCACAGCCCAGAGCCCTGTACCAAGATGACCATGAGGCTGCGGAGGA^ 
CCACAGCAATGCCCAGTTTATCGAGTCATATATATGCCGGATGTGTTCCCGAGGGGATGAGGATGACAAG 
CTCCTGCTGTGTGATGGCT 

>GBEQ0279 [ Acc | U52108 | Ver | U52108 . 1 GI : 1272417 | Equus caballus fibronectin mRNA, partial 
cds . 

TATGAAGTGAGTGTCTATGCTCTTAAGGACACTTTGACAAGCAGACCGGCTCAGGGAATTGTCACGACCC 
TGGAGAATGTCAGCCCTCCAAGAAGGGCCCGCGTGACAGATGCTACTGAGACTACCATCACCATTAGCTG 
GAGAACCAAGACTGAGACCATCACTGGCTTCCAGGTTGATGCCGTCCCAGCAAATGGCCAGCCTCCAATC 
CAGAGAACCATCAAGCCAGATGTCAGAAGCTACACCATCACAGGTTTGCAACCCGGCACTGACTACAAGA 
TCTACTTGTACACCCTGAATGACAATGCCCGGAGCTCCCCTGTGATCATCGACGCCTCTACTGCCATTGA 
TGCACCATCCAACCTGCATTTCCTGGCCACCACGCCCAACTCCTTGCTGATATCATGGCAGCCACCCCGT 
GCCAGGATTACTGGTTACATCATCAAGTATGAGAAGCCTGGGTCCCCTCCCAGAGAAGTGGTCCCTCGGC 
CCCACCCTGGTGTCACAGAGGCTACTATTACTGGTCTGGAACCAGGAACCGAGTACACTATTCAAGTCAT 
T GCCAT CAAGAACAACCAGAAGAGCGAGC CTC T GAT CGGGAGGAGAAAGACAGATGAGCCT CCCCAACT G 
GTAACCCTTCCACACCCCAATCTTCACGGACCAGAGATCTTGGATGTTCCCTCCACAGTTCAAAAGACCC 
CTTTCATCACCAACCCTGGGTATGACAATGGAAACGGTATTCAGCTTCCTGGCACTTCTGGTCAGCAGCC 
CAGTGTTGGGCAACAAATGATCTTTGAGGAGCATGGTTTTAGGCGAACCACACCGCCCACAACGGCCACC 
CCCGTAAGGCATAGGCCAAGACCATATCCGCCGAATGTAAATGAGGAGATCCAAATTGGTCATGTCCCCA 
GGGGAGACGTAGACCAGCACCTCTACCCTCACGTTCTGGGACTCAATCCAAATACCTCTACAGGACAAGA 
GGCTCTCTCTCAGACAACCATCTCTTGGACCCCATTCCAGGAAAGCTCTGAGTATATCATTTCATGTCAT 
CCAGTTGGCATTGATGAAGAACCCTTACAGTTCCGAGTTCCTGGAACCTCTGCTAGTGCCACCCTGACGG 
GT CT T AC CAG AGGGGCCACCT ACAACATCATAGTGGAGGCACT GAAAGACCAGAAGAGGCACAAGGT TCG 
GGAGGAGGTCGTTACTGTGGGCAACTCTGTTGACCAAGGCCTAGGCCAACCTACGGCTGACTCGTGCTTC 
GACCCCTACACCGTCTCCCATTACGCCATCGGAGAGGAGTGGGAGCGACTGTCTGAATCTGGCTTTAAAC 
TCTCCTGCCAGTGCTTAGGGTTTGGCAGTGGCCATTTCAGATGCGATTCGTCTAAGTGGTGCCATGACAA 
TGGTGTGAACTACAAGATTGGAGAGAAGTGGGATCGTCAGGGAGAAAATGGCCAGATGATGAGCTGCACG 
T GT C T T G G AAAT GGAAAAGG AGAAT T C AAG T GT GAG C C T CAT GAAGC AAC AT G T TAT GAT GAC G GG AAG A 
CGTACCACGTAGGAGAACAGTGGCAGAA 

>GBEQ0280 | Acc 1 U37313 | Ver | U37313 . 1 GI : 1244535 | Equus caballus cytochrome P450 aromatase 
mRNA, partial cds . 

CTAAAGGCAGAGGTACAAAAGCAACTATCAGCATTTGTGTCAGCACAACTGAACTGGTCACAGTAACAGC 
TGCCACCAGTGTCTCAGCTGTCTCCTGCCTCTCCAAGATAAGCTCCAAGCTTAATAAGGTCAAAAACTCA 
GACGTCTTCAGGATCCAAGCAGGTGAGGAGGACGGCTTTGGCAGGCCTTTACATTGCTTCGCCTGAGATC 
AAGGAGCACAAGAT GAT T TTGGAAATGCTAAACCCGAT GCAT TATAACCTCACCAGCAT GGTGCCCGAAG 
TCATGCCTGTCGCCACCTTGCCCATTCTGCTGCTCACTGGCTTTCTTTTCTTTGTTTGGAATCATGAAGA 
AACATCCTCAATACCAGGCCCTGGCTATTGCATGGGAATCGGGCCCCTCATTTCACCTCCGGTTCCTGTG 
GATGGGGCTTGGCAGTGCCTGCAACTACTACAACAAGA 

>GBEQ0281 |Acc|AJ010121|Ver|AJ010121.1 GI : 3421014 | Equus caballus mRNA for sperm-membrane 
associated protein P47, partial. 

ACCTGCTTGCTGGGCCAGGACGACCTCCCCTTCTACTGTCTCTGCCCTCAAGGCTTCACTGGCCTCATTT 
GCAACGAGACTGAGAAAGGTCCCTGTTTCCCAAACCCCTGTCAAAACGATGGCGAATGCCACGTGATCGA 
CGACTCGCACCGCGGGGACGTGTTCACCCAGTACATCTGCAGCTGCCCTCGCGGCTACACGGGCACCCAC 
TGTGAGACCACCTGCGCCATGCCGCTGGGCATGGAGACGGGCGCCATCGCCGACGCGCAGATCTCCGCCT 
CGTCCGTGTACTTCGGCTTCATGGGGCTGCAGCGCTGGGTCCCAGAGCTGGCCCGCCTGCACCGCACGGG 
CATCGTCAACGCTTGGACGGCCAGCAACTATGACAAGAACCCCTGGATCCAGGTGAACCTCATGCGGAAG 
ATGCGAGTGACAGGCGTGGTGACGCAGGGTGCCAGCCGCGGGGGCACTGCTGAGTACCTGAAGACTTTCA 
AGGTGGCCTACAGCGTCGATGGGCGCAAGTTCCAGTTCATCCGGGATGCAGGGGACTCAAAAGACAAGGT 
GTTTGTGGGAAATGTAGACAACAGCGGTCTGAAGGTCAACATGTTTGACGTCCCTCTGGAGGTGACGTAC 
GTGAGGCTGGTGCCGTTGGCCTGCCATCACGGCTGCACCCGTCCCGACAGGCAGATCACTGCCTCCAGCA 
CCTACCGGACCAGGGGCCTGAACGCCTTTAGCTGGTACCCCTTCTACGCGCGGCTGGACAAGCAGGGCAA 
GTTCAACGCCTGGACCGCCCAAAGCAACTCTGCCTCCGAGTGGCTGCAGGACGACCTGGGCTCCCAGAAG 
GAGGTGACCGGGGTCATTACCCAGGGAGCCCGAGACTTCGGCCACATCCAGTACGTGGACGCCTACAAGG 
TGTCCCACAGTAATGACGGCGCGAACTGGACTGAGTACCGGGACCAGAGGGCCGCAGACAGCAAGATCTT 
CCTGGGCAACTTGGACAATAACTCCCACAAGAAGAACATGTTTGAGACGCCCTTCCTGGCTCGCTTCGTG 
CGCATTCTGCCTGTGGCCTGGCACAAGCGCATCACCCTG 

>GBEQ0282 | Acc | AF042352 | Ver | AF042352 . 1 GI: 2792524 | Equus caballus connexin 43 (CX43) mRNA, 
partial cds. 
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TTGTAACACTCAGCAACCTGGTTGTGAGAACGTCTGCTATGACAAGTCCTTTCCAATCTCTCACGTGCGC 
TTCTGGGTCCTGCAGATCATATTTGTGTCTGTCCCCACGCTCTTGTACCTGGCTCATGTGTTCTATGTGA 
CGCGGAAGGAAGAGAAACTGAACAAGAAAGAGGAGGAACTCAAAGTTGCCCAAACTGATGGTGTCAATGT 

>GBEQ0283 | Acc | AF04 0637 j Ver | AF040637 . 1 GI : 2773303 | Equus caballus aggrecan core protein 
mRNA, partial cds . 

ACCGCTACTTTCCCGACCGCGAGACCTGGGTGGACGCCGAGAGCAGGTGTCGGGAGCAGCAGTCACACCT 
GAGCAGCATCGTCACTCCCGAGGAGCAGGAGTTTGTCAACAACAATGCCCAAGACTACCAGTGGATCGGC 
CTGAATGACAGGACCATCGAAGGGGACTTCCGCTGGTCAGATGGACACTCCTTGCAATTTGAGAACTGGC 
GCCCCAACCAGCCCGACAACTTCTTCACGGCCGGCGAGGACTGCGTG 

>GBEQ0284 | Acc | AF034 691 | Ver 1 AF034 691 . 1 GI : 2653642 | Equus caballus procollagen alpha 1 (I) 
(COL1A1) mRNA, partial cds. 

AGACGGGAGTTTCCCCTCGGGGTCGGAGCAGGAGGCACGCGGAGAGTGAGGCCACGCATGAGCGGACGCT 
AACCCCCACCCCAGCCGCAAAGAGTCTACATGTCTAGGGTCTAGACATGTTCAGCTTTGTGGACCTCCGG 
CTCCTGCTCCTCTTAGCGGCCACCGCCCTCCTGACGCACGGCCAAGAGGAGGGCCAAGAAGAAGGCCAAG 
AAGAAGACATCCCAGCAGTCACCTGCATACAGGACGGCCTCAGGTACCACGACCGAGCCGTATGGAAACC 
CGAGCCCTGCCGGGTCTGTATCTGCGACAATGGCAACGTGTTGTGCGATGACGTGATCTGCGAAGACACC 
AAGAACTGTCCCGGAGCCTCGGTCCCCAAGGACGAGTGCTGCCCCGTCTGCCCCAAAGGCCAGGTGTCAC 
CTACAGACGACCAAACCACAGGAGTCGAGGGACCCAAAGGAGACACTGGTCCCCGAGGCCCAAGGGGACC 
CGCAGGCCCCCCTGGCCGAGATGGCATCCCCGGACAGCCTGGACTCCCCGGCCCCCCCGGGCCTCCTGGA 
CCTCCCGGACCCCCTGGCCTCGGAGGAAACTTTGCTCCCCAGTTGTCTTATGGCTATGATGAGAAATTTG 
CTGGAATTTCCGTGCCTGGCCCCATGGGTCCTTCTGGTCCTCGTGGTCTCCCTGGCCCCCCTGGCGCGCC 
CGGTCCCCAAGGTTTCCAAGGCCCCCCTGGTGAGCCTGGCGAGCCTGGAGCCTCAGGTCCCATGGGTCCC 
CGCGGTCCCCCTGGCCCCCCTGGCAAGAACGGAGATGATGGTGAAGCTGGAAAGCCTGGTCGTCCTGGTG 
AGCGTGGGCCTCCTGGACCTCAGGGTGCTCGGGGATTGCCTGGAACAGCTGGCCTCCCTGGAATGAAGGG 
ACACAGAGGTTTCAGTGGTTTGGATGGTGCCAAGGGAGATGCTGGTCCTGCTGGCCCCAAGGGTGAACCT 
GGTAGCCATGGTGAAAATGGAGCTCCTGGCCAGATGGGTCCCCGTGGTCTGCCTGGTGAGAGAGGTCGCC 
CTGGAGCCCCTGGCCCTGCTGGTGCTCGTGGAAATGATGGTGCTACTGGTGCTGCTGGACCCCCTGGTCC 
CACTGGCCCCGCTGGTCCTCCTGG 

>GBEQ0285 | Acc | L8 1159 | Ver | L81159 . 1 GI : 2231154 | Equus caballus clone 118 immunoglobulin mu 
(IgM) mRNA, partial cds. 

GTGGATCCCCCGGGCTGCAGGAATTCGGCACGAGAGAACATGAATCACCTGTGGTTCTTCCTCTTTCTGG 
TGGCCGCTCCTAGATGTGTCCTGTCCCAGGTGCAACTGAAGGAGTCAGGACCTGGCCTGGTGAAGCCCTC 
GCAGACCCTCTCCCTCACCTGCACTGTCTCTGGATTCTCTTTGAGTAGTTACTTATGTAGCTGGGTCCGC 
CACCGCTCCAGGAACAGGGTGGAATATCTTGGAGAGCTATGTTGTACATGTAGTGAGTGTGAATACAACC 
CAGTCCTGAAGCCCAGCACGATACTGAAGACACTCAAGAGCGAAGTTATCTGTACGCTGAACAGCCTGAA 
CACCGAGGACACGGCATCGTCTTACTGTGCGAGTTACACAGGACCCGGGATAGTTGGTGGAGAGATACAC 
TACTGGGGCCAAGGGATCCTGGTCACCGTCTCCTCAGAGAGTA 

>GBEQ0286 | Acc | L81158 | Ver | L81158 . 1 GI : 2231153 | Equus caballus clone 116 immunoglobulin mu 
(IgM) mRNA, partial cds. 

CGAGGTTCTTCCTCTTTCTGGTGGCCGCTCCTACATGTGTCCTGTCCCAGGTGCAACTGAAGGAGTCGGG 
ACCTGGCTTGGTGAAGCCCTCGCAGACCCTTGTCCTCACCTGCACTGTCTCTGGATTATCTTTGGGCAGT 
GACTACTGTAGCTGGGTCCGGCAGTCTCCAGGAAAAGGGTGGGTGGGGGTTGACCGTATTACAAGGCATA 
ACACTGATGGTGCGATCGATCAATACTCAAGCCCAGATCCTATGTCCCGAGTCAGTATCACGCAGGACAC 
TCAAAGGAGCAAGAGTCTGTCGCTGACAGCCGTGCGTGGGGAGGCTGTGGTATACTGTGCAGGATTTTGG 
GGTTACTATGGTCGTGGTTATGGCTACGTGGATCACTGGGGCCAGGGCACCCTGGTCACCGTCTCCTCAG 
AGAGTA 

>GBEQ0287 | Acc 1 L81157 1 Ver | L81157 . 1 GI : 2231152 [ Equus caballus clone 114 immunoglobulin mu 
(IgM) mRNA, partial cds . 

CCCCCGGGCTGCAGGAATTCGGCACGAGCTCATCCTGCAAGAACATGAGTCACCTGTGGTTCTTCCTTCT 
TCTGGTGGCCGCTCCTAGCTGTGTCCTGTCCCAGGTACAGCTGAAAGAGTCAGGACCTGGCCTGGTGAAG 
CCTTCCGAGACCCTCTCCCTCACCTGCACTGTCTCTGGTGATTATATCAGTGGTTACAGTTATATGTGGC 
TGGGTCGCAGTCCAGGAACAGGACCTGATTGGATTGGATACATCAGCTGTTGTGGTGAGTGCATAAACTA 
CAACCCCAGGGATCCTCTGAAGTCCAGCCTAGTCATCATCTCGAAGGACGCCTCAAAGAGTCTAAAGGTT 
TATCTGAATCGTCGAACAGCCTTGACAAAGCCGGTATCACTGGCCGTCTATGGCTGTGTCAGATATGGTG 
ACTCTTATGAGTATTTGGGTATCAACTACTGGGGCCAGGGTATCCTGGTCACCGTCTCCTCAGAGAGTA 

>GBEQ0288 1 Acc | D11241 | Ver j D11241 . 1 GI : 508703 | Equus caballus insulin-like growth factor II 
precursor (IGF-II) mRNA, partial cds. 
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GCTTACCGCCCCAGTGAGACTCTGTGTGGCGGGGAGCTGGTGGATACCCTCCAGTTTGTCTGTGGGGACC 
GCGGCTTTTACTTCAGCAGGCCCGCAAGCCGCATCAACCGCCGCAGCCGTGGCATCGTGGAAGAGTGCTG 
TTTCCGCAGCTGCGACCTGGCCCTCCTGGAGACCTACTGTGCCACCCCCGCCAAGTCCGAGAGGGACGTG 
TCGACCCCTCCGACCGTGCTTCCGGACGACTCCCCCAGATACCCCGTGGGCAAGGGCTTCCAGTACAAC 

>GBEQ0289 | Acc | L07570 | Ver | L07570 . 1 GI : 291477 | Equus caballus (clone pHLlO) productively 

rearranged Ig lambda chain mRNA, V2-J-C2 region, partial cds . 

CCAGTCTCTGACCCAGCCCGCCTCAGTGTCTGGGACCCTGGGCCAGACAGTCACCATCTCCTGCTCTGGA 

AGCAGCTCCAACATCGGTCATAGTTATAGTAATGTGGGCTGGTACCAACAGATCCCAGGAACAGCCCCCA 

AAACCCTCATCTATGGTAATAACAAACGAGCCTCAGGGGTCCCAGATCGATTCTCTGGCTCCAAGTCTGG 

CAACACAGCCACCCTGACCATCTCTGGGCTTCAGGCTGAGGACGAGGCCGATTATTACTGTGGTACCTAT 

TACAGCAGTGATGATATTGATGGTGCATTCGGCGGAGGCACCCACCTGACCATCGCAGGTGGTCCCACGT 

CTACACCCTCGGTCTCTCTCTTCCCGCCCTCCTCTGAGGAGCTCAGCGCCAACAAGGCCACAGTGGTGTG 

TCTCATCAGTGACTTCTCCCCCAGCGGCTTGGAGGTGATCTGGAAGGTAAATGACGCTGTCACCACCGAC 

GGCGTCCAGACCACCAGGTCCTCGA2^ACAGAGCAACGGCAAGTACGCGGCCAGCAGCTACCTGACGCGGA 

CTTCCGCACAGTGGAAATCGTACAGCAGCGTCAGCTGCCAGGTCAAGCACCAAGGGAAAACCGTGGAGAA 

GAAACTGTCCCCCTCAGAGTGTCCTTAGGTCCCCGAGTCGCCCACACCCTCAGGGACCTGCTGTCACGGG 

ACCCCTAAGGGGGTCGACCCTTCCCACTCCGACACCTCCTTCTCCCTCCGCCCAAATCCTTCTCAATAAA 

ACATCCTCCTTCTCAATCAG 

>GBEQ0290 | Acc | L07567 | Ver ! L07567 . 1 GI : 291471 | Equus caballus (clone pHL7) productively 
rearranged Ig lambda chain mRNA, Vl-J-Cl region, 3 'end. 

CTCTGACTCAGCCCGCCTCAGTGTCTGGGACCCTGGGCCAGACAGTCACCATCTCCTGCTCTGGAAGCAG 
CTCCAACATCGGTTATAGTGTTGTGGACTGGTACCAACAGATCCCAGGAACAGCCCCCAAA.TGCCTCATC 
TATGATAATAACAAACGAGCCTCAGGGGTCCCAGATCGATTCTCTGGCTCCAAGTCTGGCAACACAGCCA 
CCCTGACCATCTCTGGGGTCCAGGCTGAGGACGAGGCCGATTATTACTGCTCAGCAGGAGACAGCAGTGA 
TATTTACGCTGTATTCGGCGGAGGCACCCACCTGACCATCGCAGGTGGTACCCCGTCTGCACCCTCGGTC 
TCTCTCTTCCCGCCCTCCTCTGAGGAGCTCAGCGCCAACAAGGCCACAGTGGTGTGTCTCATCAGTGACT 
TCTCCCCCAGCGACTTGACGGTGAGCTGGAAGGTAAATGGCGCCGCCACCACCCAGGGCGTCCAGACCAC 
CAAGCCCTCGAAACAGAGCAACGGCAAGTACGCAGCCAGCAGCTACCTGTCGCTGACCCCCAGCCAGTGG 
AAATCGTCCAGCAGCGTCAGCTGCCAGGTCACGCACCAAGGGAAAACCGTGGAGAAGAAACTGTCCCCCT 
CAGAGTGTCCTTAGGTCCCCGAGTCGCCCACACCCTCAGGGACCTGCTGTCACGGGACCCCTAAGGGGGT 
CGACCATTCCCACTCCGACACCTCCTTCTCCCTCCGCCCAAA.TCCTTCTCAATAAAACATCCTCCTTCTC 
AATCAG 

>GBEQ0291 |Acc|M96552|Ver|M96552.1 GI : 164205 | Equus caballus 5-lipoxygenase-activatina 
protein (FLAP) mRNA, 5 1 end. 

ATGGATCAAGAAACCGTGGGCAATGTTGTCCTGCTGGCCATCGTCACCCTCATTAGCGTGATCCAGAATG 
GGTTCTTCGCCCACAAGGTGGAACACGAAAGCAAGACTCAGAATGGGCGGAGCTTCCAGAGGACGGGAAC 
ACTTGCCTTTGAGCGGGTCTACACTGCCAACCAAAACTGTGTAGACGCGTATCCCACTTTCCTTGTCATG 
CTCTGGAGCGCCGGGCTACTCTGCAGCCAAGTTCCTGCCGCCTTTGCTGGGCTGATGTACCTGTTCGTGA 
GGCAGAAGTACTTCGTGGGCTATCTGGGAGAGAGAAGGCAGAGCACACCCGGCTACATATTTGGGAAACG 
CATCATACTGTTCCTGTTCCTCATGTCCCTTGCTGGCATATTCAACTATTATCTCATCCTCTTTTTCGGA 
AGTGACTTTGAAAACTACATAAAGACGATAACCACCACC 
. >GBEQ0292 | Acc ) CD536802 ) Ver ] CD536802 . 1 GI : 3157 9217 | LeukoN6_6_E03 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 6 E03 A028 3 1 , mRNA 
sequence. : Start :1: Stop: 561 ~ 
CTTGCAGGGCTTTGGTGGATGAACTAGAGTGGGAGATTGCCCAAGTGGATCCCAAGAAGACCATTCAGAT 
GGGTTCTTTCCGAATCAATCCAGATGGCAGCCAGTCAGTAGTGGAGGTGCCTTATGCTCGCTCAGAGGCC 
CACCTCACTGAGCTGCTAGAGGAGGTATGTGACCGGATGAAGGAGTATGGGGAACAGATTGACCCTTCCA 
CCCACCGAAAGAACTATGTACGTGTAGTGGGCCGGAATGGAGAATCCAGTGAACTGGACCTGCAGGGCAT 
CCGAATTGATTCAGACATCAGCGGCACCCTCAAGTTTGCGTGTGAGAGCATTGTGGAGGAATACGAGGAT 
GAACTCATTGAATTCTTTTCCCGAGAGGCTGACAACGTTAAAGACAAACTTTGTAGTAAGCGAACAGATT 
TGTGTGACCATGCCTTGCACATATCCCATGATGAGCTGTGAGCCACTGGAGCGGCCCAGACTGACAGGCT 

TGATGGATCACCCCCAGGAGGGGAAGAGAGTGGCAATGTCTTTTATATTATGTTTTTACTGAAATGAACT 
G 

>GBEQ0293 | Acc 1 CD536798 [ Ver I CD536798 .1 GI : 31579213 | LeukoN6_6_A09 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 6 A09 A028 3 T , mRNA 
sequence. : Start :1: Stop: 641 ~~ ~ 

CCCCAGAACCAGAGTGATGGGGGTGAGGTGGTCCAGGATGTCAATAGCAGTGTACAGATGGTAATGATGG 
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AACAGCTGGATCCTACCCTTCTTCAGATGGAGACTGAAGTAATGGAGGGTACAGTCGCTCCAGAAGCAGA 
GGCTGCTGTGGACGATACCCAGATCATAACCTTGCAGGTTGTAAATATGGAGGAACAGCCCATAAACATA 
GGAGAGCTTCAGCTTGTTCAAGTACCCGTTCCTGTGACTGTACCTGTTGCTACCACATCGGTAGAAGAAC 
TTCAGGGGGCTTATGAGAATGAAGTATCTAAAGAGGGCCTTGCAGAAAGCGAACCCATGATATGTCACAC 
CTTACCTTTGCCTGAAGGGTTTCAGGTGGTGAAAGTGGGGGCCAATGGAGAGGTGGAGACACTAGAACAA 
GGGGAACTCCCGCCTCAGGAAGATCCTAGTTGGCAAAAAGACCCAGACTATCAGCCACCAGCCAAAAAAA 
CAAAGAAAACCAAAAAAAGCAAACTGCGTTACACAGAGGAGGGCAAAGATGTGGATGTGTCTGTCTATGA 
TTTTGAGGAAGAGCAGCAGGAGGGTCTGCTGTCAGAGGTTAATGCAGAGAAAGTGGTTGGTAACATGAAG 
CCTCCAAAACC » 

>GBEQ0294 | Acc | CD536792 | Ver | CD53 67 92 .1 GI : 31579207 1 LeukoN 6_6_A0 1 . b 1_A0 2 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_6_A01_A028 3', mRNA 
sequence . : Start : 1 : Stop: 4 97 

TGGACAGTGAAGGAAACCGGATCTCAGGGGCCACCTTCTCTGTAGGTTCTGGCTCTGTGTATGCTTATGG 
GGTCATGGATCGGGGCTACTCCTATGATCTGGAGGTGGAACAGGCCTATGATCTGGCCCGTCGAGCCATC 
TACCAAGCCACCTACAGAGATGCCTACTCGGGAGGTGCCGTCAACCTCTACCACGTCAGGGAGGATGGCT 
GGATCCGAGTCTCCAGTGACAACGTGGCTGATCTACATGACAAGTATAGTGGATCCACCCCCTGAAGGAG 
GGTGGATGTGGCTGTTTTGCATTTCTTGGGGGGGTGACTGTCGTTGGTAATCTGGGTACAGCACCCCATC 
TTATAGTGGAGGGGTCCCTGATGGTATTGATAATTTTGTTAAGCTCTGGTGTGTTGACCTCTACGTGTTC 
CCGGTTGTTAACGAGCTGCTGCGGAGGTGATCATTTCTTTTACTTTCTTGGATGGTAACATTACACTACT 
TGACCTC 

>GBEQ0295 | Acc | CD53 6790 | Ver | CD53 6790. 1 GI : 31579205 | LeukoN6_6_C0 5 ,bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_6_C.O 5_A0 2 8 3 1 , mRNA 
sequence . : Start : 1 : Stop: 566 

CGGCTCACGCGGAAGCTCTACAAATGCATCAAGAAAGCCGTGAAGCAGAAACAGATTCGACGCGGGGTGA 
AGGAGGTTCAGAAATTCATCAATAAGGGCGAGAAAGGGATCATGGTTTTGGCAGGAGACACGCTGCCCAT 
TGAGGTGTACTGCCATCTCCCGGTGATGTGTGAGGACCGGAACTTGCCCTACGTCTATATCCCCTCTAAG 
ACGGACCTGGGTGCAGCCGCCGGCTCCAAGCGCCCCACCTGTGTGATAATGGTCAAGCCCCACGAGGAAT 
ACCAGGAGGCCTATGACGAATGCCTGGAGGAGGTGCGTGCCTTGCCCCCACCCATGTGAAGGACTTGGGG 
AGCANNNTGNCACCTNCTCTGGAGGNTNNTGGGCTGGCGGCGGGCCAGCTGGGAGCCCTTCTGCTGCCCA 
CTCTCACAGCATCTCCGTCCCGGGGCACGTCTTCTTCCCAGGCAGCTCCAGCAGCCCTTTCACTTCTCCA 
TCAGTGCTGTTTCCTGCTGAGCGTCTGTGAAGACACTTCCGAGAAATGTGGTGTGGGGGAAGTAAATGCT 
AAGCCT 

>GBEQ0296 1 Acc | CD536783 I Ver | CD536783. 1 GI : 31579198 1 LeukoN 6__6_H 07 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_6__H07_A028 3 r , mRNA 
sequence. : Start : 1 : Stop i 306 

GT T T C AAAC AT T C AAG AAAAC C C C C AG AC T C C AAC T G T AC AAG AG GAG AG T G AAG AAGAAG AG G T T GAT G 
AAACGGGTGTGGAAGTTAAGGACATAGAATTGGTCATGTCACAAGCAAATGTGTCAAGAGCAAAGGCAGT 
CCGAGCCTTGAAGAGCAACAGTAATGATATTGTAAATGCTATTATGGAATTAACAATGTAACCATTTGAA 
AATGAGGCCCTTTTTTGGTGTTTCAAAAGAGTATCCGCGGCTTGGTTTGAAATTTGTACTGTTTTTATCA 
TTAATAAAGTTATGGCTTTTTGTTGG 

>GBEQ0297 | Acc | CD536770 ] Ver | CD536770 . 1 GI : 3157 9185 | LeukoN6_6_C03 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_6_C0 3_A0 2 8 3», mRNA 
sequence . : Start : 1 : Stop : 4 65 

TCACCCCTGGAGGAAACCTTTTTCAAAGCCGGCAGTCCCTCAGGGACTCTCAGCCCTGACATTGTACCCC 
ATGGTTTGCCGTGGTCAGCAGAGACCAGGCCCTCAAGAGCAAGGCAGCAGGGGGGTCCCTCCCTCAGGCC 
TGGGCAGCTTGCTCCATCCAGCCGGGCAGCAGCCAAGGACTTCGTCCAGGTGGTCACTAAGCCCTCAGGG 
CAGGCTTTGAGCACGCTGACGGGCAGCCCTGGCTGCCCCCCAACCAAACTGCAGGGTCCTCTGGAGAGGG 
GGAGAGCTGTCGAGCAGCCACCGCTGACCGGAGCCCACTCAGGAATTCACACCCGCCTGGTTCCTCAAAG 
TGCGCTGGGTCCTCCCCCTCTTCCCGCCCACCCCACACCCCCATGGCAGAGAATAGGCTTTCTAAGATGC 
TGCGATCCCTTTCTGCTGCCCAGAATAAAACGCTCTCCAACACTG 

>GBEQ0298 ( Acc | CD536764 | Ver 1 CD5367 64 . 1 GI: 3157 917 9 | LeukoN 6_6_H05 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__6_H05_A028 3 f , mRNA 
sequence . : Start : 1 : Stop : 577 

GCCAGGCTGAATTTCTGTTCTCATCCCCTAACAAGGACACGGAGGTGGGCAGTGACCTCCACATCCCTCA 
AGAAGGGCGCAGAGGGTCCTCCCCACCACTGACCCCTGAGACTGTCATCAGCCTGTGGCAGCCCCGTTCC 
CCTTTCCTGGTCTTAGGGCAGAATCCGTGGAGACTACTTCCAGAAAGCATGTGGCTCCTGGGTTATAACT 
TAATCTCCTGGTCCTGGGGTCACTTGGGGTCCCCTCCGTGCGTTCTTCCCCCCTGAGGAGCCTGGTTTAG 
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GGCTGGGCACAGGACTTATCCATCCCGCCCAGTTAACACCTGTTTTTACTTTATTTTTGTTTGTTTTCTC 
CATGTGTGTATTTCCTAATTTATTTACCTCTGTTTCCCCTTTTTTCTTTTTCTTTTTTTTAATTAAAGAG 
CAAAGC T T T T TAT TACT T T GTAAT T T AAAAAAC TGAAAAAAAAAT AC TGAAGAACT T TGGGGGGAAT TT T 
GTACTTTTTTCCTGTGTAAATATTGGACTTTTTTGAGCTTTATTGTGGTTGTTAATTTGAAGTAATAAAG 
TAGAAAAGGATAAAGTG 

>GBEQ0299 | Acc | CD536763 | Ver | CD536763 .1 GI : 31579178 | LeukoN 6_6_C02 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_6_C02_A028 3 f , mRNA 
sequence .: Start : 1 : Stop : 632 

TGT TAGAGT TACTTAAT GCAGAAGAT GAGAT GAGGGAAGAGGAGAAAG AAAGAGCAACT GAAGAAAAAGA 
ATCAGGCGATCTCTCATTAATCCGGAAGAATAGAATGGCACTTTTTCGACATTTGACGTGTGTGCTTCCA 
ATCCTGGATAGT CTACTAACT GCCAGAGTGAT TAAT GAACAGGAAT AT GAT GTTAT TAAACAGAAGACAC 
AAACGTCT T TACAATC AAGAGAACT GAT T GAT ACTAT T T TAGT AAAAGGAAAT T T T GCT GCCACCATAT T 
CAAAAACT CT CTAC AAGAAAT T GAGCCAACGT TAT ACAAGCAT T TAT TT GT GCAACAGGACATAAAGT AT 
ATTCCCACAGAAGATGT T TCAGAT T TACCAATGGAAGAACAAC T GAGG AGAC TACAAGAAGAAAGGACAT 
GTAAAGTGTGTATGGACAAAGAGGTGTCCATAGTGTTTATTCCTTGTGGTCATCTAGTAGTATGCAAAGA 
TTGTGCCCCTTCTCTAAGAAAATGTCCTATTTGTAGAGGGACAATCAAGGGTACTGTTCGTACATTTCTT 
TCAT GAAGAAGACCCAGAAC T T T GT CTAAACT T TAGAAT TAAT GGAT TAAATGTAT TATAACT T TAACT T 
TT 

>GBEQ0300 | Acc ) CD53675 6 | Ver | CD53675 6 . 1 GI : 31579171 | LeukoN 6_6_G02 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_6_G0 2_A0 2 8 3', mRNA 
• sequence Start : 1 : Stop: 552 
GTTACGCAATGAGTGAGGTTGCTGAACCACCTGAATATATGAGCTATAATGCAGTTTGTTTTACAATACA 
GATCTTACAATTGTGCTTTACTTTTGTTTATGTACCATTTGTTCCGTTAGGAATAAGAAAAAATGGTTTT 
CACATAGGTTCGTTAGGGTGCCCTTGCTCTAGCACATCTTAAAGGCCACTGTTACAAAGTCCACATTTTT 
TCACGCTAAATCTATATTCTATCAAACACCTATAGAAAGACCTCAGTACATGCTTTGCACTCCCCTTTGC 
CCCCTTTTTCTCATTTCTTATTGCAAATCAATTTGATGTAATACAGAAAACAAGATACAGAGGTCCATGT 
TAAGAACCTGTATGTAAGAACTGGCCCACTGGTACCATCCCATCTTTACTTTGTCAGCTCACAAATTAAC 
CTT TTAT CATTTAAGAGAAATAAGGTGCAGT T TTGAAAGAGTGAGT T TAAAAAGAATAAAAT TAAAATAG 
TCCCACTTTTAAATTAAGTGATCCATTTTAAAATTTGTAATTCAATAAAGTTTCTTGTTATT 

>GBEQ0301 | Acc I CD536755 1 Ver j CD536755 .1 GI : 31579170 | LeukoN6__6_H04 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_6_H04_A028 3', mRNA 
sequence .: Start : 1 : Stop : 672 

GAAAATAATTTAGTTTTGCTTCCTTCCATTGCTCAGTCTTTGCCTGTGGGGCATTGAACATCTGATTAAA 
AGTTGAAGTGGCAGCACAGCCCATGATATCTAAGGAGTTGGCAAGCTTAACAAACCTGTTTTTTATAAAT 
TTCCATTCTCCTACATTTGTTGATACCACTAACAAAATGTTTGTATTAGACTTGTGGTTAATTATGCAT^A 
TGAAAGTTTGTGATAATTGGTCCAGTTTTACAAACAACAGATTTTTAAATTAGGGAGGTTATTAAGGGAG 
ATGATTGCTATGCTTCCTGTGCTGTGTGCTCCTTGAAAGTAATGACAGAAAACTACAAAGCAAGTAAGAT 
ATTCTAGCCTCCACAGATTGCCTGCTCCTCCAATCCGCTCATATTTTTGTATTACCCAGCTTTCCTTTAA 
ATAGAAACGT TGTAGT TTATAAT GAAT GCAC TGCATAAAAAC T TTATGGCT TCAT TAT TAT GAAACAGAT 
TCAAGATCTACAGTAAGAGTGAAACAT T CACAAAGAT TCGCGT TAATGAAGACTACACAGAAAACCT TTC 
TGAGGATTTGTGTGGATCTGATATCCGGCAAATTTTTGTGCTTTACATTCTTA.CAGAAAAGTCAATTTAA 
AAATAAATCAT TTGTAAGACCAAAATATAAATAAAAGGTT TT 

>GBEQ0302 | Acc | CD536750 j Ver | CD536750 .1 GI : 31579165 | LeukoN6_6_A04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_6_A04_A028 3' , mRNA 
sequence. : Start : 1 : Stop : 583 

ACAGGGAGGATGGTGAGTTGGAAGAAGGTGAACTGGAAGATGACGGAGCCGAGGAGACCCAGGACACCTC 
CGGAGGGCCCGAGAGGAGCCGGAAAGAAAAGGGAGACAAGCACCATAGCGATTCCGACGAGGAGAAGTCG 
CACCGGAGGCTGAAGCGGAAGCGGAAGAAAGAGCGAGAGAAGGAGAAGAGGAGGTCGAAGAAGAGGAGGA 
AGTCCAAGCACAAGCGCCACGCTTCCTCCAGCGATGACTTCTCTGACTTCTCCGACGACTTGGAATACTC 
AGCCTAAGAACCTCATGGGACTGTGAACTCACCCGAAATTTTCATTTTGCCATCAGGCCGAGCTTTTAAA 
GAAAAATTGTTCTCTAACCAGGATTGTAACAAAAGTGTAAATACTATTTCAGAGTTGAAAGTTGACGGTG 
CAAATATGTATATAACGTATGTATTTTTACAATGATCGTCGCATGACTGTCCCGCCCCCTTTTTGTACTC 
CATATCTGTCTTCCAGAAACGTCACCTGACCTTTCTCCTGTGGTCTCTTAATCCAATAATTGTATTACTG 
CCATTAAAGGATGCAGTTATTTT 

>GBEQ0303 | Acc | CD53674 6 | Ver | CD53674 6 .1 GI : 31579161 1 LeukoN 6_6JD02 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 .Equus caballus cDNA clone LeukoN6_6__D02_A028 3 1 , mRNA 
sequence. : Start: 1: Stop: 685 
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TCACTGCCCCCTGGGTCCAGCCGTTTGATGCCCAGGGGATTCCTGGCTCAGGCTGTCAGAGCTAGAAGCT 
GAGCTGTCCTGCCCCTCAGCAGGTCGTCCCGGTGGAAGTCCGGATGCTCAGCGCACCCAGCCCTGTGGGG 
GACAAAGATTTGGTGTTTTACATGACAGCATCCAGGAATTAGCTGAGCCAACAGCCATGCAGGCAGCTTT 
GGCCCGACGAGCCAGAGTTTCTCTGTGGCATCTGGGAGCACAGTGGCCCAGCCACCTGGCTCGGGCTATT 
TCCAAATTCCAGAAGGTTGGCTTGTAAACCTTAGTCTCCCTCTCTTCTGCCCAGAGTGAGCACGTGTGAG 
AACACACACACACACACAC ACAC ACACACAAT TT TAAAAGAAT GT T T T CT TGGTGCCAT T TTAAT T TAAT 
TTAAGTTTGACTTTTGAAAGGGGAGTAAGAGAATGAGGCCAAGGAAGTCGTGTAGCTTAGCTTCAGCCTG 
GCAGCCTGGAGAGTCCCATACCTTGTGTATGAACCCCAGGAAAAGGAAGAAGTCGAAACAACAGTGCGGA 
AGGAGCGTGTTTTCAGGAGTTTATTTTAAGACCGCTGGGAAGGAAACAGGCCCCATTTTGTATATAGTTG 
CAACTTAAACTTTTTGGCTTGCAAAATATTTTTGTAATAAAGATTTCTGGGTAAC 

>GBEQ0304 | Acc | CD53 67 43 | Ver | CD53674 3 . 1 GI : 3157 9158 | LeukoN6_6_G08 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_6_G08_A028 3 1 f mRNA 
sequence . : Start : 1 : Stop : 685 

GCAGATTTAGCAGAGCAAATATTTCAGTATTTAGTCTTAATGTGCTATCGTATACATCCTGCGTTCTCTA 
TAGGAAGAT GAAC T GGCTGGTGT T TC T GAAGGAGAGAGTCTT TGTAT CAGT T T GT TAACAAAGATAAGAT 
ACTACACTGGTTGATTTACTTTCAAAAGCTTTTGAAAGTAAAAGAGAAGCAATTTCCTTTGGTCTGGATT 
TGACAGTTATGTTCTTCCCTCCCCTCCCAAGTTTTAATCCAGGTGCTGGTTTGCCAACTGACAAAAAGAA 
AGGTGGGCCATCTCCAGGGGATGTTGAAGCGATCAAGAATGCTATAGCAAATGCATCAACTCTGGCCGAA 
GTGGAGCGGCTGAAGGGCTTGTTGCAGGCTGGTCAGATACCTGGCAGAGAACGCAGATCAGGCCCCACTG 
AT GAT GGTGAAGAAGAGAT GGAAGAAGACACAGTCACAAAT GGGT CCT GAGCAATGTGGCCTACATATCT 
ATAGAATGTATAATATGCCCACTTAGGACAAGTCCTGCTTTTTGAACATGGAATAATAGCTTTGTGTCAG 
CAAAGTGGAGTTCATAAGCATTATTGAAATGCTTAAAACTGCTGCTGGTAATTTTGTAATACAAATTTTG 
AAAT C T AAAT GC C AG T T T T C T AC AAAT AG T G AAAAT AAAGG AT GC T C AC TAT G C T 

>GBEQ0305 | Acc | CD53 6667 | Ver | CD53 6667 .1 GI : 3157 9082 | LeukoN6_5_A06 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_A06_A028 3\ mRNA 
sequence . : Start : 1 : Stop : 5 62 

AGTAAATCGCAGTCGGGGAGTTCAGGCCTGGAAGGGGCTCACTCGAATAACGATGCCAGCCCTCTGTGAA 
AGGAGATGCGTGAGAAGCGACTTCCCAAGGCCTGTTACAGAGACATCTGGATGCAAGTCCAGACAGCGAC 
AAATTCACCCGCAAATGCCAGCTCCACTCAGGCCCACCCACTAAATTGTGTGCTCCTTTTCAATCTCCTT 
TACACGTTGAGGTGTTAGTTATACAAAAACCCCTTCCAGTCTAACAGAAGAGATTAATTCAAATATGAAG 
AGAAATCACGCTTTGTTTCAGCATTTCGATGACTATTTTGGGGAGTTCATTTTCCATCCCCATAGTGGAT 
GTCAAGGCCAACAAGCATCAGATCAAACAGGCTGTAAAGAAGCTTTATGACATTGATGTGGCCAAGGTCA 
ACCCCCTGATCAGCCCTGATGGAGAGAAGAAGGCATATGTTCGACTGGCTCCTGACTATGATGCTTTGGA 
TGTTGCCAACAAAATTGGGATCATTTAAACTGAGTCCAGCTGGCTAATTTTAAATACAAGTTTTTTTTCC 
CT 

>GBEQ0306 | Acc 1 CD536665 | Ver | CD536665 . 1 GI : 31579080 | LeukoN6_5_H05 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_H05_A028 3', mRNA 
sequence Start : 1 : Stop : 553 

GATCCCCTGATAGTTAAGTGGGATCGAGACCTCTAACCAGCATCATGAAGGCTTGAAGATTCCTCATTTG 
GATTTGACTAGTTCCAAATTGTGCTTACTCTTTAATACTTACATACTTTCATGCTTTATGCACATAAATC 
AGGAAGCTGTACTGATCTTAATACAAATATTAGCTTCTTTATAACTCTACTTTGGCCGCTATGTCTCCTT 
GTTTGACCTGTGTGGGCAGGTAGCTAGAGGGAGATCCTGGCAGCTTAGAAGTGGGTGGGAAAGAATTCAC 
ATGTTAAACAT GAAC ATT T TGGTCAGATATGAACTCT T CAGT T T CT T GATATGTACT GT AAGATAAATAT 
GAGCAGGGGCTGGCCCCGTGGCCGAGTGGTTAAGTTCGCGCGCTCTGCTGCAGGCGGCCCAGTGTTCGTT 
GGTTCTAATCCTGGGCACGGACGTGGCACAGCTCATCAAACCACACTGAGACGGCGTCCCACATGCCACA 
ACTAGAAGGACCCACAGCGAAGAATATACAACTATGCACCAGGGGGCTTTGGGGAGAAAAAGG 

>GBEQ0307 | Acc | CD536664 | Ver I CD536664 .1 GI : 3157 907 9 | LeukoN6_5_Dll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_Dll__A028 3 ? , mRNA 
sequence . : Start : 1 : Stop: 621 

TTCCTATTGCTGCTGGGACTATGGGTGCTGGTGCATCCACTTTGTGCTTGGCCTAAGTCTCTCACCCAGG 
CTCGCTGGTTTGAAATTCAGCATATACAGCCAATCCCTCTCCAATGCAACAAGGCAATGAATGGTGTCAA 
TAATTATACCAAGCACTGTAAACCTGAAAACACCTTTCTACATGACTCCTTCCAGAACGTGGCTTCTGTC 
TGCAATTTGCGCAGCATCATCTGCAAGAATGGCCAGAAAAACTGCCACCAGAGTTCCAGGCCTGTTCCTG 
TACACTTAGATAGTATTGTTTAAAGTTTCCACCATTTTCCCCTCACTTGGCACAGGTTCTCTTATAATCT 
CCTCTGCTTTTTTTTTTTTTCTTTTATTGATTTTCCTGGTTCCCATAGAAGAAAGAAGGAAGATATTGGG 
AAAATTAGATTGCCT2^AGACACCAGACCAGAGTTGGGACAAAAAGAAATGGGATCTTTTCTGCTTTGGAG 
CT T TGTGTGT T TT GAAGGAAGGCAACAAGGAAGAGGGCAAAGAAAGAT CCAGGAC T CTGTAT T T T TAACC 
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TTGGAACTTCTGCCAAGATTTGTAGCTCTCTGTTCACAGCAATAAAACTACTTTCTTCTGC 

>GBEQ0308 | Acc 1 CD536663 1 Ver 1 CD536663 . 1 GI : 3157907 8 | LeukoN6_5_C0 2 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_C02_A028 3 f , mRNA 
sequence . : Start : 1 : Stop : 674 

CTGGAAGCGGGAAGAGTGCGACAGCAAACACCATCCTTGGGAGAAAAGCATTTGTTTCTAGAATTTCTGC 
TTACGCTGTTAGCCAGACCTGTCAAAAAGCATCCCGGGAATGGAAAGGGAGGAACCTTCTTGTTGTTGAC 
ACCCCAGGGCTCTTTGACACCAAGGAGAAGCTGGAAAACACCTCTATGGAAATCAGCCGGTGTGTTCTCT 
CCTCCTGCCCTGGGCCTCACGCCATCATCGTGGTTCTGAAGCTGGGCCGCATCACAGAGGAAGAGCAGAA 
TACCATCGCATTGATCAAGGCTGTCTTTGGGAAGGCTGCCATGAAGCACATGATCATCTTGTTCACTCAC 
AAAGATCACTTGGAGGATCAGAGCCTAAGTGACGCTATAGCAGAGGCGGATTTGAAGCTAGGAAACATCA 
TCCAGGAGTGTGGGGGCCGCTGCTGCGCCTTCAACAACAGAGCAGACGAAGCTGAGAAGGAAGCTCAAGT 
GCGGGAGCTGGTGGAGCT GATAGAGAACAT GGTGCAGAAGAACAGAGGGGCGTACT TT GCAGACGCCATA 
TACAAGGACACAGAGGACATCTGGAAACGATGGGCAGAGGAGT T GAAGAAAATCT ACACT GAT CCACTAG 
AGAAT GAAATTAAAC T TCTAGAAAAGGAATATGCT GAT AC ACT G 

>GBEQ0309 | Acc | CD536662 | Ver | CD536662 . 1 GI : 3157 9077 J LeukoN6_5_D04 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_D04_A028 3 f , mRNA 
sequence. : Start : 1 :Stop: 475 

GAGACCTCATCATCCAGCATATCCCAGGCTTCTGGGTCAAAGCACTCCCTCCATCAGTTCTTCAACCACC 
CCAAAATTTCAATCTTGATCAACCAACGTGATGAAGACATTTTCCGCTACTTGACCAATCTGCAGGTACA 
GGATCTCAGACATATCTCCATGGGCTACAAAATGAAGCTGTACTTCCAGACAAACCCCTACTTCACAAAC 
ATGGTGATTGTCAAGGAGTTCCAACGCAACCGCTCGGGCCGGCTGGTGTCTCACTCCACCCCAATCCGCT 
GGCACCGGGGCCAGGAACCCCAGGCCCACAGGCACAGGAACCAGGACACCAGCCACAGCTTCTTTAGCTG 
GTTTTCAAAGCACAGCCTCCCAGAGGCCGACAGGATTGCTGAGATTATCAAGAATGACCTGTGGGTTAAC 
CCTCTGCGCTACTACATGATGGGAGAAGGAGGCTACAGGGCAAACAGAAAGAAGC 

>GBEQ0310 | Acc | CD536661 | Ver | CD536661 . 1 GI : 3157 907 6 | LeukoN6_5_F08 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_F0 8_A0 2 8 3', mRNA 
sequence. : Start : 1 : Stop: 735 

GAAGGAAGT TAGCCAGAGGCCAGAGAACCAGGGAAAAT CAAAAC GAT TACAGGACATGTGGGCT GAT T TC 
TTAAACCATGCTAAGAAAAACAT GGGAAAGT CACT TT TAGGGGCAAT GGGAAAT GAATGGGGAGAAATAT 
CCATATCGATTGCAAAACTCCTTGGTTCCTAATCTGGACAACCTGGGAGACCACAGCTAAATCCAGAGTA 
AAAGTTAGAGGGAGTCTGGTTCCACTACCACCCCAGGAGGTGTCTTCCCACCTGCTAGAGCTGTCCAATA 
T GAACTACGGTCAAGCAGAAGGGAATACCTACCACAGACAAGGT CCCAT GGGAT T C TAATCTGTCCACT C 
TTTGCTCCACAGATTCCAAACCAAAAAGGGCAGACAAGTCTGCGCCAACCCCAGTGATGACTGGGTCCAG 
GAGTACATGGATGACCTGGAACTCAACTGAGCCGCCCCAGGTGCAGGGCAGGAGGTCTCCAGGGAAGGTC 
ACCTGAGCCCGACACTTCTCAGAGAGACACACGCCCTCAGTGCTCACGACTTTTCTCAGTAGTCTCTCTT 
AACTGAGTCTTTATTATGTGCTGTGTATATGTATTTGGTGTTATTTCCATTATTTATGTTTGCTTTGCCA 
AAGGACACATGTCCCCCATGGGGATGGTTCACCATCACTGTTTCTGTACTATTGCAGATACATGGATAAT 
GCAGTTGACTCCATGTGTTTTCATAATAGAACTTT 

>GBEQ0311 | Acc | CD536660 | Ver | CD536660 .1 GI : 3157 9075 | LeukoN6_5_A05 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_A0 5_A02 8 3 f , mRNA 
sequence . : Start : 1 : Stop : 4 17 

GGCCCCCTGACAATGACTGATTTCAAGTTTGATTTCTGGTTGATAGAAAGAAAGTTGCTTTTCTTTTGAG 
AATTAAAAACTTTGGCTTGATTTCTTTTTCCCTTTGCTTATATCTAGCATTAGAATTTTGTCTTAAAATA 
CAGCGGTAAGTTTCACTTTTTATTCTGTATTGGGCACCAGCAGGAGGCCCAGGAAGTGAAGTGGGTGGAA 
AGAGTGGAAAGCACTGGGCACAGATCTAGTCTCTGCAACTTGCCCCAAGGCACCGCTGGTAAGTCACATG 
TCCTCCCTGAGCCTCAGCTCCCTCATCTCTAAAATGAGGAGCAATAATATCTACCTCAAAGGGTTATAGT 
GAAGAC TGAC AT T TT AACAAAAT AATATGTAT GACATAGTAAAT GTGCAATAAACAT TT GTTGAGTG 

>GBEQ0312 1 Acc 1 CD536658 | Ver | CD536658 .1 GI : 3157 9073 | LeukoN 6__5_C0 9 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_C0 9_AQ2 8 3 1 , mRNA 
sequence .: Start : 1 : Stop : 631 

TGGAGAGGAGCAGAGATACACGTGCCATGTGCAGCACGAGGGGCTGCCTGAGCCCATTATCCTGAGATGG 
GAGCCATCTCATGAATCCATCATCCACATTTTGGGCATCGTTGCTGGCCTGGTTCTCCTGCTGGTCACTG 
GAGCTGTGGTAGCTGTGATCTGGAGGAAGAAGCACTCAGATGGAAAAGGAGGGAGCTACGCTCAGGCTGC 
AACATGAGACAGCTGCCTTGTCGAGGTCTGAGTGATGCAAGATTTGTTCCTGTCCCAATCGCCCCATTGT 
GACTTCAGGAATCTCTGATTTCTCTTTCGGCCAAGGGTACCTGAATGTGTCTGTGTTCCTGTTAGCATAA 
TGTGAGGAGGTGGGGAGACTGGTTTCCCCCACGACCCCCTCCCCACACTGACCTGTGTTTTTTCTCTGAT 
TGATTTTCCTGTTCCAGCAGAGCTGGGTCTGGGCCAGTTCCATCCTTGTCTTAACTTCTTGTTGCCCTGA 
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GCTGCAACTTCTTAATTCCTTATTGAAAATAAGAATCTAGATGTAAATTTGTTTTTTTCTAATTCTTGCC 
G GG AGGG AT T GAT GG T T T GAT T AAAGG AG AAG AT T CC T AAAAT T T G AG AG AAG AAAT AAAAGG AAG C AC T 
G 

>GBEQ0313 | Acc | CD536657 | Ver I CD536657 .1 GI : 3157 9072 j LeukoN6_5_Hl 1 . bl_A02 8 Unstimulated 

peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 5 fill A028 3', mRNA 

sequence. .-Start :l:Stop: 629 — 

GAACATAGTTGAGCATCAGTTTGGTCAAGTGTACAATGGAGTCCAATGTCAGGAAGAACCATCCTAGCTT 

CTGCTTAGTGAAGATGCTGTATAATTTTCCATTGTACCAAGACTGTACAGTCTGAGCAGTGGTGTGATTC 

CTGAGCACTGGGAATGGACAATCTGCACTGATGGGTTCCAAGCTAAAGCCAATCATCTTATATAGCGATC 

TAGAATCTCTACAGAATTTCCATAGGAAGGTGGAAGAAACCATTAGCATGAGTAGGAGTTGGGTCATAAA 

CAAATGGGCTATATAAGGAAACTTTCTCTCTTTGCTAAATTCACCAGATTATAACTTTAATGGGATACTT 

TAGAACTTTAAATAATTGACACTGGACTAAACATTG TAACACGATAAT TACGCGT T T TGTAT T TGTAGTA 

AT GTAT AATTCACAAAGAT TGACT T TGAAT GAT G ACGGAT AAT GCGT T AGGAAACT GAACTACT T AAT TA 

TTAGATTGTTTATAATCCTAAAGCTTAGGCCATCTTTCCCAGTTCTCAACAGTCGTACTTGAAAGCTTAC 

TGATTTTCCCCAGAGAATATGGATCTTTTCGACTATTTTTTTGACGAATAAAAT7VATGCTCTTGGTACT 

>GBEQ0314 ] Acc | CD536655 | Ver ] CD536655 .1 GI : 3157 9070 | LeukoN6__5JD10 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 5 D10 A028 3' mRNA 
sequence. : Start :l:Stop: 259 

CCCTGCCTTCCACAACCCCCTCCCCACACTGACCTTTGTGCTTTCCCTGATGAAATGTCCTGTTGCAGCA 
GAGGTGGGGCTGGGCCAGCTCCCTCCCTGTCTTAACTTCCTGTTGCACTCACTAGTGATCATTTGCTTCC 
TTACTGAAAATATGAATCCAGGATATGAATTTTTTTCTAATTCTTGTTCTAAGGGATTGATGTGTTAATT 
AAAG AAGAAG AT T CC T AAAG T T T GAGAG TGGAAATAAAT GGAAGCAC T G 

>GBEQ0315 | Acc | CD536651 | Ver | CD536651 .1 GI : 3157 90 661 LeukoN6_5_E05 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 5 EOS A028 3 r , mRNA 
sequence. : Start : l:Stop: 575 ~~ 

GAAT,GTAGATTTCTATTTCTAGAGGTGACAGCACAAGTTTGAGTTGCTCTTTGGTCTGGTGCCCTCATAG 
AC AC T CAT T T G AAC T G AAAGG T AAG AG T AAAAC T T GC T AG T C AC AG G G AAG T C AC AC T T T C AC AAAC AG T 

AGGCAGGGGGAGCCCCGACACTCCAGGATGTAGATGGGACATCCTGCCCCAAGAGAGAGTCTCCAGCTGC 
TTAGGAAGGAAAACAGAGCCAGACACATGGCTAATGAACACCACCACGCGAGGGGTGTACCAAAATAGTC 
CTCGTCCTGGCCTGCCATTGATCCTGGCT'GTATTTTCTCGAGGGTGGTATTTCTCCTTGTCCTCCTTCCC 
AGGCAAGCCTTTGTATGTCTAATAATTCCTCGTTCAGTTTGGGCATAGTGATTCCATAGACTCCAAGTAG 
CTGCGGAGTTAACCCCATTGGTCCCTGTGGGAGGCCTGGCGACAACAGTGATCCCAAGCCCTCAGTGCCC 
TGAAAAGTTCAGCCCAACTCTTCATCCTGCTACCAGCCCAGCCCAGCCCCACCAGCACATCACCCATAAA 
GCAACCTCAACCTGG 

>GBEQ0316 | Acc | CD536650 | Ver | CD536650 .1 GI : 31579065 | LeukoN6_5_F07 . bl_A028 Unstimulated 

peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 5 F07 A028 3 f , mRNA 

sequence. : Start : 1: Stop: 4 56 ^~ 

CCCAGTGGGACTTACACAGCATCCAGGATGCCATCCAGGCCGCAGCCCCCCGGGTGGCAGCAGAGCTGGA 

GAAGAGCTTGAGGCCGGACCCGGGCACCCAGCAGCTCCCTGGTTTAGGCCGGCCCTGGGACTCCAAGGGG 

CCCAGCTCTGGCTTGGGGCTGGAGAGTTGTGCAGGGCATTGAAAGGCCAGGCAGTTGGTGGGGCAGTGGG 

TGGATAAAGATAAGACTTGTTCGTGAGCCGGAACTGATGAC TACAGAAAG TGAGAGT TGGAGAAGC TT T T 

CTACATGTGACATAAAACTCTGAAGCTATAAQAGAAGAAATCAGCAGACTTGACCCAACTAAAAAGGGGA 

AACTTCTGCATGGAGGGAAGGACGGTAAATGAGTGATAGACTGATAAAAATATTTGTCATATGTTTAACT 

GAGAAC TAATATCCAT GATGT ATAAAGAATGCT TAT 

>GBEQ0317 ) Acc | CD53 6649 J Ver | CD53664 9 . 1 GI : 31579064 | LeukoN 6_5_G0 9 . b 1_A0 2 8 Unstimulated 

peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 5 G09 A028 3" mRNA 

sequence. : Start :l:Stop: 600 ~~ 

ATACATTCCATGTACGCGAGGGGGATGAACAGAGAACGTTTTTCAGTTTCCCTGCTGTGGTCGCTCCATT 

CAAGTGTTCCGTTCTTCCACTGAGCCAAAACCAGGAGTTCATGCCATTCGTCAAGGAATTATCGGAAGCC 

CTGACCAGGAATGGCGTCTCTCACAAAGTAGACGATTCTTCTGGGTCTATTGGAAGACGCTATGCCAGGA 

CTGATGAGATCGGTGTGGCTTTTGGCATCACCATCGACTTTGATACAGTCAACAAGACCCCTCACACTGC 

AACCCTGCGGGACCGAGACTCCATGCGGCAGATCAGAGCAGAGGTCTCTGAACTGCCCAGTGTAGTCCGC 

GATCTGGCCAATGGCAGCACCACGTGGGCCGATGTGGAGGCCAGGTATCCTCTCTTTGAAGGCCAAGAGA 

C T G G T AAAAAAG AG AC AAT T GAG G AAT GAG G AC AAC C T T G G CAAC T T GAG C TAAT AAAAAAA T AAC T C T T 

ATCATGTCCACTTTACAAACAAACAGCATTGCAATTGCTCCCAGGGACTGCGTGTTATCCTCAGTGGCTG 

CCTGATCTTACCCCCAACAATTAAAGTTGAAGGAATTCTG 

>GBEQ0318 |Acc|CD536641IVerICD536641.1 GI : 31579056 | LeukoN6 5 Ell.bl A028 Unstimulated 
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peripheral blood leukocytes N6 Equus caballus cDNA clone Leu koN 6_5_E 1 1_A0 2 8 3 ? , mRNA 
sequence. : Start : 1 : Stop : 596 

AAGC TAGACAT TCCAAAACAGAGCAT CCAGCGCAACAT GTC TGCC AT GGAGCGCT T CCGCAACAT GGACA 
AGAGGGCCACCCCTGAGGACCGCAATACAGCCTTGGAGACGCTGCACCAGAACAGCATCACTCAAGTGTC 
TATTTATGAGGTGGACAAGCAAGATTGTCGCAAATTTTGCACTACTGGCATCGATGGAGCCATGACAATT 
TGGGACTTCAAGACCTTGGAGTCTTCTATCCAGGGCCTTCGGATAATGTGAAGCTGAGTGAGCCTCCCGG 
ATCGCGTGACAAACTGACACACCGCGCCCACGGCAGCCGCCCGCCATTTGCATGATGGTGACGAGAGCCA 
GCCGCAAGGAAACACTGAAGACACGTATTGTGCAAATATCGTGTGTTTTTGTTTGAATATAATTGGTGAA 
AGTGTTGGTTTTTTAAAAGCGGCAGTGATTTGGGTTTTTTTGTTTTTGCCGTTTCATTCCATTCTTGACC 
AAAGCTTCTCTTTAAGTAGTTTATTATGGAAAATTGTCACACTAACTTAAAGGGTGGGGAGGTATGGAAA 
TTGTCTACTAAAAATTAAATAAAAATACTGAATGTG 

>GBEQ0319 lAcc|CD536631 |Ver 1CD536631.1 GI : 3157 904 6 1 LeukoN 6__5_F1 2 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_F1 2_A0 2 8 3", mRNA 
sequence. : Start: 1 : Stop: 477 

AAAAGGTTAT T T TCACGT T AAAT CAAAGTTAGTTCACT CCTGACTAT TAAT T TGCAGAT CAT GCAT T T TA 
AATGTTGAAGACCATTTATTAAACTAATATTTTGGGGGAGGGTTTGAGGGGGGAGACCACACTATATGTG 
CACTGTGATAAAGGCTGGGGATAAATAATGGGAGAGATCCAAGTAAATAGATCACTGTTCAGGTAGGGGA 
ATGTATGTGTATATCTATTTTTGTACTGTTGAGAAGAATGTCAGTTGTTATTTATTGTAGCAATTTCAGT 
ATGTGGTCAACATGTCTGATGTTGAAGCTTTAAAACTACGATGTTCTAAATATCCCTTGGACATTTTATG 
TCTTCCTTGTAAGGCATAATCCCTTGTTTAGCGTTAATTATGCAGTATTTCTCTATGTCTTGAAATAGAG 
AAGT TT AAAT AT TT AT T GAT G TAT T T T T AC AAAT C C CAT G AAAAT AAAG CTTTTCCC 

>GBEQ0320 | Acc | CD536630 1 Ver | CD536630 .1 GI : 3157 9045 | LeukoN 6_S__D 01 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_5__D0 1_A0 2 8 3 ? , mRNA 
sequence . : Start : 1 : Stop : 637 

GCCATGGTTCAGACCGTGCTGTCCAATATGGTAGCCGCTAGTCACATGTGGCTGTTGAAGTGTGATCAGT 
CCAGACTGAGATGTGCTGTAAATGTAA2\ATATATGCCAGATTTCAAAGACTTAGTACCCCAAAAAGGGAA 
AT TATCTCATTAATATCTGT TAAATAT T GATGACATGTTAAAACAATAATATATTAT T GGATAATAAT AT 
CCAATATTGTTTGGATATATTGAGTTAAATAAATTATTAATTTCACCTTTTTTTTTCCCACTTTTTTTAA 
TGTGGCTCTGTGCTGGTGCGCCTCATCCCTGCCCCCAGAGGCACTGGCATTGTGTCAGCCCCTGTGCCCA 
AGAAGCTCTTGATGATGGCTGGTATTGACGACTGCTACACCTCGGCCAGGGGCTGTACTGCCACCCTTGG 
CAACTTTGCTAAGGCCACCTTTGATGCCATCTCTAAGACCTACAGCTATCTCACCCCCGACCTCTGGAAA 
GAGACCGTGTTCACCAAGTCTCCCTATCAGGAGTTCACTGACCATCTTGTAAAGAATCACACCAGAGTCT 
CCGTGCAGAGGACCCAGGCTCCAGCTGTGGCTACCACATAGTTTTATACAAGAAAAATAAAGTGAATTAA 
GCCTGTT 

>GBEQ0321 | Acc { CD536624 | Ver 1 CD536624 .1 GI : 3157 9039 | LeukoN6_5_A02 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_A0 2__A0 2 8 3 r , mRNA 
sequence . : Start : 1 : Stop : 64 9 

GTCCATACTGACTTTACTCCCAATGGTGTGGATGAGTATAGTTGCCGTGTACAGCACTCTACTCTCAAAG 
ATCCCCTGATAGTTAAGTGGGATCGAGACCTCTAACCAGCATCATGAAGGCTTGAAGATTCCTCATTTGG 
ATTTGACTAGTTCCAAATTGTGCTTACTCTTTAATACTTACATACTTTCATGCTTTATGCACATAAATCA 
GGAAGCTGTACTGATCTTAATACAAATATTAGCTTCTTTATAACTCTACTTTGGCCGCTATGTCTCCTTG 
TTTGACCTGTGTGGGCAGGTAGCTAGAGGGAGATCCTGGCAGCTTAGAAGTGGGTGGGAAAGAATTCACA 
TGTTAAACATGAACATTTTGGTTAGATATGAACTCTTCAGTTTCTTGTGCACACAAAACTGGATATCACG 
ATACTTCAGCAACAGAGCAGATGAAGCTGAGATGGAAGCTCAAGTGCGGGAGCTGGTGGAGCTGATAGAG 
AACATGGT GCAGAAGAACAGAGGGGCGTACT TT GC AGACGCCAT AT ACAAGGACACAGAGGAC AT CTGGA 
AACGATGGGCAGAGGAGT TGAAGAAAATCTACACTGATCCAC TAGAGAAT GAAAT TAAACT T C TAGAAAA 
GGAATATGCTGATACACTG 

>GBEQ0322 | Acc | CD536620 } Ver 1 CD536620 .1 GI : 3157 9035 | LeukoN 6_5_F11 .bl_A028 Unstimulated 
.peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__5_Fll_A028 3', mRNA 
sequence . : Start : 1 : Stop : 619 

CAGCAGGCAATGGTAi^AGGAGTCAGGATTGAATTTGATGATGAAAATGATATAAATGTTGGTGGAACTAA 
CACAGCTGTGGATACAACTTCAGTAGCAGAAGCAAGACACAACCCTAGCATAGGGGAGGGAAGTGTTGGT 
GGTCTGACTGGCAGTTTGAGTGCAAGTGGAAGCCACATGGATCGAATAGGAGCCATTCGAGACAACCTGA 
GTGAAACAGCCAGCACCATGGCACTGGCTGGAGCCAGTATAACGGGGAGTTTGTCAGGAAGTGCCATGGT 
AAACTGTTTTAACAGGTTGGAAGTCCAAGCAGATGTACAGAAAGAACGGTACAGTCTAAGTGGAGAATCT 
GGCACCGTCAGCCTGGGAACAGTTAGTGATAATGCCAGCACCAAAGCAATGGCAGGATCCATTCTGAATT 
CCTACATCCCGTTGGACAAAGAAGGTAACAGTATGGAGGTACAAGTAGATATTGAATCGAAACCATCCAA 
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ATTCAGACACAACAGTGGAAGCAGTAGTGTGGACGATGGCAGTGCCACGCGAAGTCATACTGGTGGTGCA 
TCCACTGGTTTGCCTGAAGGTAAATCCAGTGCCACCAAGTGGTCCAAAGAAGCAACCGC 

>GBEQ0323 1 Acc | CD536618 | Ver 1 CD536618 .1 GX : 3157 9033 | LeukoN 6__5_G0 6 . bl_A0 2 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_G06_A028 3 ! f mRNA 
sequence. : Start : 1 : Stop : 440 

AATGACAANTTGCCTTTGATCCGCAAGCACGCACAGACCTTCATTGCTCTGTGTGCCACTGACTTTAAGT 
TCGCCATGTACCCGCCATCGATGATCGCAACTGGAAGTGTGGGAGCTGCCATCTGTGGGCTCCAGCAGGA 
TGAGGATGTGAGCTCGCTGACTGGTGATGCCCTGGTAGACCTGCTGGCCAAGATCACCAACACAGACTGA 
CCGGCAAGACC AT CACCCT GGAGGT GGAGCCCAGCGACACCATCGAGAACGTGAAGGCCAAGAT CCAGGA 
TAAGGAAGGCCATGCCAGCCACATCCGCTGAGGGGCCCAGCCTGAAGCTGCCAAGCCCTTGGCCCTGCAG 
CTGGAGGCTTGTGGTGCCAGAGGCCCGGACTAGGGTGTCTGTCCCTGGACAGCTGTTTGCACGAATCTTG 
GACATAAATCCAAGTTGATG 

>GBEQ0324 | Acc | CD536610 ) Ver 1 CD53 6610 .1 GI : 31579025 | LeukoN6_5_G05 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_5_G0 5_A02 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 312 

ATGCCATCATCAAGTTCCCCTTGCCCCCCGAATCAGCCATGAAGAAGATAGAAGCCACCACCCCGCTTGT 
GTTCATTGCCTTCTCCTCCTTCCCAGGCAAGCCTTTGTATGTCTAATCCAATGCACTTAAGTTTGGCCAA 
GGGACTTGGCAGAACCCAGAAGGCTCATTGCCTAAAGGTTTACGTCATTCCTGTGCTGGGCTGTCCATTG 
TCATTGCTGTGTTGAGGGACTTCTGGAAATGGAGTCCGTTCTGTCTGAAATCAAGCCAGCCTGTGATGTT 
CAAGGGACTGGAATAAAGTGGCTTACAACTTG 

>GBEQ0325 j Acc ) CD536605 | Ver | CD536605 . 1 GI : 31579020 | LeukoN6_5JD0 6 ,bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_D06_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 524 

CTTTGCCGCCTGCTTGCCTGGTCCAGCTCCCTTGAGAGAGGCCGAGAATGACAGATGCTCACTTTCCAAG 
ACCCCGTTAAGCTAGGAGTGGCCGTATCACCCCGTTCTGACTAACAGTGTGCTGGTCAACTCCACTTCTG 
GGGAAAATGTCGTGATCTGCAGCGTTTGCCAAGTTCCCTGGTATAAATGCTGCCACCATGGCCATTTGAA 
GGGTGGTGGTGTTTAGTAATCAGCTCACAAAATTCTAGAGAATGTAATAATCTGCTTTCCTAAGCAGATA 
CAACACACAGTGAGTTCAGAGTGGGTATTTGACATGTTTTGCTGTGTGAAGTGCGCTGCTCTAATGTTAC 
CATTGATGTGTTTGCAGAGCTAGTAGACACCGTGTGTTTAGAAGTGTGATTGCTGTTATTAGAAACTTAA 
GACCCAAATGAAAGCACATTGTGCTCTCAGGACTTCACACCACTTTACCTTTTTTCCTGTATATCTGTGT 
ATTTTCAAATGTTACTCTATTAAAGCAGAAGTAT 

>GBEQ032 6 1 Acc I CD53 6604 | Ver | CD536604 .1 GI : 3157 9019 | LeukoN 6_5_E 08 .bl__A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5__E08_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 54 6 

TGTAT T T CCT CG AG ACAGCCAAT TT ACGACCACACCGCT T TCAACCAGATCAGCTGC GGGCCAAGATGAT 
TCTGTTTGCCTTTGGCAACGCCCTGGCTCAGGCTCGGCTCCTTTATGGGAATGACACTAAAGTTTTGGAG 
CAGCCAGTAGTTGTGCAGAGTGTGGGCACCGATGGACGTGTCTTCCAGTTCTTGGTGTTGCAACTGAATA 
CCACAGATCTGGCCTCTAATGAAGGTGTCAAGAATCTGGTCTGGGTGGACTCAGACCAGCTCCTCTATCA 
GCATTTTTGGTGTCTCCCAGTGGTCAAAAAGAAGGTGGTTGTGGAACCTGTTGGGCCGACTGGTTTCCAG 
dCAGAGACATTCAGGAAGTTTTTAGCTCTGTATTTGCATGGTGCTGTGTGAGCCAAGGACGGTTCTACGA 
CCTGAAGCCCCCTGGCCCCCTCCCACCGACGAGCCTGCATCCTGGTTGGTGCCTAGGTCCCGGCCCGGAG 
CCTTGGTGCCCTTTTGGGCTGGTGGTCTCGCTGACAATAAAGAGCCCTTCCACTGC 

>GBEQ0327 [Acc | CD536603 | Ver | CD536603 .1 GI : 3157 9018 J LeukoN6_5_A07 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone Leu koN 6_5_A0 7_A0 2 8 3 1 , mRNA 
sequence. : Start : 1 : Stop: 247 

CACCAAATTTGTATCTCTGAGTACATATGTAGATAATGTTTTCTGTAAATAACCTATTTTTTCTTCATTC 
TCTACAATCTGTTTAAAGAATAAAGTCCAAAGTCAAATCTGGTCTTGTTAACCTAGAAATACTTCTAACT 
TACC AAG AAAT ACTCCT T ATGAT TT T T T T T T T TATAACAAAAGGGT T ATGACTCTAAAT GCATTTTTAAG 
AATTGT T T T CAAT T TAAATAAAAAT TAT T TGAAT T T T 

>GBEQ0328 | Acc | CD536599 | Ver | CD536599 . 1 GI : 31579014 1 LeukoN6_5_C10 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_ClO__A028 3', mRNA 
sequence. : Start : 1 : Stop : 554 

GGGGCCCTTGGGTGCCCAGGCAGATGAAGCAGGCTGCAGTGCCCAGCCCTCGCCGGAGCGGGAGCCAGAG 
CGGCAGCCTTCCCCTCTCGAGCCACGGCCCGTCTCGCCCTCAGCCTACATGCTGCGCCTCCCGCCGCCTG 
CTGGAGCCTACATCCAGTATGAGCACAGCTACCAGGTGGGCAGTGCCCTGCTTTGGAAGCGGCGAGCTGA 
GGCTGCGCTTGACGCCCTGGACAAGGCCCAGCGCCAGCTGCAGGCCTGCAAGCGGCGGGAGCAGCGGCTG 
CGGCTGCGGCTGACCAAGCTGCAGCAGGAGCGGGCGCGGGAGAAGCGGGCACAGGCGGATGCTCGCCAGA 
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CTCTGAAGGAGCATGTGCAGGACTTTGCCATGCAGCTGAGCAGCAGTATGGCCTGAGTGAGAGGCTGCTG 
GACCATGGGCTGACAGAGGGGCTGCCCATCAGGGCTCCATCCCATCCTGCCTCAGAATCCACCTGGAGAG 
GGACCTGAGCTGAGCTGCATCCATCAGACCCAGCAGATGCCATAATAAAGTGGATTCTAGAAGG 

>GBEQ0329 | Acc | CD536521 1 Ver | CD536521 .1 GI : 31578 936 { LeukoN6_8_G08 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8_G08_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 602 

TTTGATCCAGATGACATCATCACTGACATTGAGATGGTGGATGAAGGCTGGTGGCGGGGACGTTGCCACG 
GACACTTTGGACTCTTCCCTGCAAATTATGTCAAGCTCCTCCAGTAATGCCCGTATCTTCTGCACTGTGA 
CTTCCCATGTCCAAAGTGGCTCTGCCTCCACCCCATCCCCTTTCCTGCTGCAAGTGTCTAATAGGATGTC 
CCCCATTCCTGCTGCAAGTGTCTAATAGGATGTCATGAATTGCCTGAGATTCTAGACAGACTTCCCTCTC 
CCTGTCCATTAGAGCTCGGGGCAGAGACAGAATGAGGAAGGGGATCTCCTTCCCCTCCGTGTCCTCCCTA 
CCCTGGATGAGCTTGTGGATGTTTATCTTTTGTTCCTGCATCCTTCCCCATGAATGCACCCCTCAACACC 
CCAAGCTCTGCCTTCCTCTGTTTTGTGAGCTCTGAGCTTCCCAGTTTGTTTACCTGGAAAGGTACGTCCA 
GATTGCCTGGTTTTCTTAGTTGTGCTGTTTGCCCATTTCCTTCTCTGCAGAGATATCTCTGAATCTTCTC 
TCTGCTCAGTGCTAAATTTGAAATAAAGTGAGACTGTGGCTC 

>GBEQ0330 | Acc | CD536512 j Ver I CDS 3 65 12 . 1 GI : 31578 927 | LeukoN6_8_Bll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_B 1 1_A0 2 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 558 

AGT GT AAT AAGT T T T AT AT AAC T GAAAGG T T T T AAG C T GC T AAAAC AC T T C C TAT T T T T AAGAG AT G T G A 
AATGCAGTATGGGACTATTTTTTATTCCTTAAACCCAAAGATTAACTATTAAAGGGTCCTTTCAAAGATT 
CATTTTGGCTGTCAACAATTTTTGTAACCTATGATACAAGTATAGTGCACAATGCCAGTGTATTTTTGTC 
ACCAGTAAGTGTAACCCATGGGGCCACTTATACACATGATGTCATTTCTTCCTTGCTACCTTGATAATGT 
TTTACCTACCTTAAAGGTAAATGCTAAGTGTAACAGTGAACAACCCAGTAGTAAAAGAATGTGTGTGTGG 
GATCAGTTAAAAATTTGATCGTTTCTAATTTGGCAGCGTTTTTTTGTTATTTTTATGCAGAATGGCTAAT 
AAGCTGTATT T CT CCAAATAAAT TCAGATGAGATAAT ATT GCCCAAGT CAAACAATATCCTAAAGACAAG 
T T TAT ATAGTACT TAACGTACATAT ACGAAT TTGAAGCAT GAAAT TAAATAAAAT TGC T T T T CTCCCC 

>GBEQ0331 | Acc | CD536508 | Ver | CD536508 . 1 GI : 31578923 1 LeukoN6_8_H01 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__8_H01_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 510 

GATGCCCAGAGCTACCCCTGGCTCACCAACCACACTGTGCAGCTGCAGCTCCGCAGCCTGGCGCACAACC 
TCTCCGTGGTAGCCACCAACGACGTGGGTGTCACCAGTGCCTCGCTCCCGGCCCCAGGGCTCCTGGCCAC 
CCGGGTGGAAGTGCCACTGCTGGGCATCGTTGTGGCTGGAGGGCTTGCCCTGGGCACCCTGGTGGGGTTC 
AGCACCTTGGTGGCCTGCCTGGTCTGCAGGAAAGAGAAGAAGATCAAAGGCTCCCCCCGGCGCCCATCTT 
TGGTCTCTAGTGACTCCAACAACCTGAAACTCAACAATGTGCGCCTGCCGCGGGAGAAGAATGGGGAGTG 
ACTGATAATGAATATGAGGTTTCTGTCTGGGTGATGAAAATGTTCTAGAATTAGTGGTGACCAATGCACA 
ACTTTATGAATAGACCAAAACCCACTGTTTGTGGAATTGTACACTTTACAAGGGTGAAATATGAATTATA 
TCTCAATAAAGCTCTAGTTT 

>GBEQ0332 | Acc | CD53 6504 | Ver \ CD536504 .1 GI : 31578 919 1 LeukoN 6__8_G0 6 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8_G06_A028 3', mRNA 
sequence . : Start : 1 : Stop : 238 

CAGT TACACAATAAGGT AATTAGAT T TAGAAGTACTCAGT CACT T T AAGCGGATAAATGT ATTAGT TAAA 
ACTTTAGGGGTTTGCTTTTTTGCTGTTTAGAACAAAGTTTTTTCTGATTCTTCTGTCCCTCANTGTGAAC 
ATAACCGTGTAGTTGAAACAGTCAAACTTATTTTTGTAACGTATGTTATTGGGGGAGGCGGTTTTTTTCT 
TTAGTCTAGTATAGCGACCCGTGTCCTG 

>GBEQ0333 | Acc | CD536503 | Ver | CD536503 . 1 GI : 31578 918 | LeukoN6_8_H08 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__8_H08_A028 3 T , mRNA 
sequence . : Start : 1 : Stop : 64 6 

ATACAAAATCAGTCGATGTTACAGAAAAATTGGCTTGTGTTGTAGAGACTGCCCAAGGCAAAGCACAAGT 
TCATCCATCCTCAGTAAATCGAGATTTGCAAACTTATGGATGGCTCTTATACCAGGAGAAGATAAGGTAT 
GCTCGGGTGTATTTGAGGGAAACTACCCTGATAACCCCTTTTCCAGTTTTACTTTTTGGTGGTGATATAG 
AAGTTCAACACCGGGAACGTCTTCTTTCTGTTGATGGCTGGATCTATTTTCAGGCTCCTGTAAAGATAGC 
CGTCATTTTCAAGCAGCTAAGAGTTCTCATTGATTCTGTTTTAAGAAAAAAACTTGAAAATCCTAAGATG 
TCCCTTGAAAATGACAAGGTTCTACAGATCATTACGGAACTGATAAAAACGGAGAGTAATAATTGAAACT 
GAAATTCATGATCAACTACTTTAAAAATTAAGATGAAGATACTGTCATAAAATTACGTGAAAATGGACCA 
TCCCATTAAGTATTTCAGTACTTAAAATGTTGGTACTAGCCATAACTTAAAGGTGGTGGAAAAAAGCACA 
TACTTGAAACATGTGTAATTTTCTAGTTCCTTTTTAATGATTATTCTCAATGTATTTGCCACTACATTTA 
CAAT AAATTCT T TGGT 



558 



WO 2005/067649 



PCT/US2005/000517 



>GBEQ0334 | Acc | CD536497 | Ver | CD5364 97 . 1 GI : 31578912 | LeukoN6_8_Fl0 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 8 F10 A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 570 ~ 

GTTGCCAGCATGGGAAGATCAGTCACCCTTGGCAAATGGACAAACACCTAGGACTGAATCAAACTCTTCA 
ACATGAACACAAGGGTTTTGTCCTTTTGCTTAAAAATGTGTTTGAAATGAAGACTGTCAAATATCCCATA 
ATTTATTTATTCTTCTTCACTGTTTGTAAAGTGCATGAGCAATAATGTTCACACAGTCTAAGAGTGCACT 
GTAATAAGTCATATCAAATATATGTATTTTTGAATACCCATTTCAAAGTACAGTAGCTTACACAGCTAAA 
GAAATATTTTGGGGAAAGTATAAAAACACTTAATAACAGTTTTTGCTATCACATAAAACTGAATTTTTTT 
AATAGCCAAACCTTT GTCAGTCAGAGGCAATCAT C AGT T T TATACATAT AAT T T GAAAAT TAC TAAAAT T 
CACTTTCTCAGCAGAATTTAAGAGGCTTTAACGATATTTCATCTTTTATTTGGTGTTTTTTGCTAGGGGG 

ATTTTTGTGTACTTTTTTATGAAAAGATAATGCATGTTGGGATAACTTCCTGGGATTAAAATTAATTTGC 
CTTTTGCTTT 

>GBEQ0335 | Acc 1 CD536488 | Ver | CD536488 . 1 GI : 31578903 | LeukoN6_8_G04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 8 G04 A028 3 1 , mRNA 
sequence. : Start : 1: Stop: 64 2 — 

GGGCCCACAACATCCGGAAGCAGGAGAAGACCCAGCAAGTCATCACTGTGAGACAAGCCATACACCACCC 
AGACTATAATCCTAAGAGCTTCTCCAATGACATCATGTTGCTAAAGCTGGAGAGAAGGGCCAAGCTGACT 
TCAGCTGTGCGGCCCCTCAGCCTGCGCGGGGGCAAGACCCAGGTGAAGCCTAGACAGGTGTGCAGTGTGG 
CCGGCTGGGGGAAAGTCTCCCCAGTAGACAGAGTGTCCGACACACTGCAGGATGTGGAGCTGACTGTGCA 
GAAGGATGATGATTGTTACTTCCACTTCCCCAACGATTACAACCAGTCCACCCAGATTCGTGTAGGGGAC 
CCAAAGAAGAAGAAGAACAGCTTCAAGGGGGACTCCGGAGGACCCCTCATGTGTAACAAGCTGATCCAGG 
GTATTTTCTTCTATGGACAAAACAACGGGACCCCTCCAGGTGTCTTCATGAAGGTCTCACACTTTCTGCC 
CTGGATAAAGTCAACAATGAAGCACTTCTAACAGCAGGCAGGAGGCTGACCTTCCTCTGTGCCTGACCAT 
CTTTCCTGGGGCAGAGGCAGGAATCCCGTGGGGCGGGCAGTGGGACTGCAGGGCCGTAATAAATGGATCT 
CTAGCGAGTGTG 

>GBEQ0336 | Acc | CD536473 | Ver | CD536473 . 1 GI : 31578888 | LeukoN6_8_D04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 8 D04 A028 3', mRNA 
sequence. : Start: l:Stop: 622 ~ 

CCAGGCCAAATCAGTGCTGGGTATGCACCTGTGCTGGATTGTCACACAGCTCACATTGCTTGCAAGTTTG 
CTGAGCTGAAGGAGAAGATTGATCGTCGTTCTGGAAAGAAGCTGGAAGATGGCCCCAAATTCTTGAAATC 
TGGTGATGCTGCCATCGTTGATATGGTTCCTGGCAAGCCCATGTGTGTTGAGAGCTTTTCTGACTATCCT 
CCTCTGGGCCGTTTGCTGTTCGTGACATGAGACAGACGGTTGCTGTGGGTGTCATCAAAGCAGTGGACAA 
GAAAGCAGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAGGCTCAGAAGGCTAAATGAATAGTATCC 
CCAATACCTGCCACCCCAGTCTTAATCAGTGGTGGAACGGTCTCAGAACTTTTTGTCTTAATTGGCCATT 
TAAGTTTAATAGTAAAAGACTGGTTAATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATG 
TTTTGTGGACCATTTGGTTTTTTGTGTGGCAGTTTTAAGTTATTAGTTTTTAAAATCAGTACTTTTTAAT 
GGAAACAACTTGACCAAAAATCTGTCACAGAATTTTGAGACCCATTAAAACAAAGTTTAATG 

>GBEQ0337 | Acc | CD536468 j Ver | CD536468 .1 GI : 31578883 | LeukoN6_8_H04 . bl_A028 Unstimulated 

peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 8 H04 A028 3 1 , mRNA 

sequence. :St art :l:St op: 592 ~ 

T C AT ACC C AGGG AAG T GAAAG T G C T T AAT AT T GAT C AAAGAAAT T T C AAAT T AC GG T C CAT TGGGTGGGG 

AGAAGAATTCT CAT TGT CCAAACACCC TCAGGGAACT GAAGTCAAGGC AAT TACATAT TCAGCAATGCAG 

GTCTATAATGAAGAGAAGCCAGAAGTTTTTGTGATCATTGACATTTAAGATACCAAAAAAAAAAGACTCC 

TATGAAGCACTGTTTTTTCTCTTCCTGTTGAGAAGATACCGTGATTTAAGTTCTGTACTACAGTATCTGT 

TGAAATATGGAGATT TGCAGAGGAGAACAT T GTAACAT AAAGTGCGACTT T CAGAAATGGCAAAT CAGAG 

CACAGCCTTGATCTGTGTTACCCAAATATTCAAACTTTGAGGAATTCTTCAGGTGGCAAGTGTGGTTCCT 

CCTTTATTAATTTCCTGATGGAACAGCAGGTGCGTCCCTCTCTTCCAGTGGAATGCAGGCTCTCCAGCCT 

GGTCCCAAAAGGGAGCATTGATGTAAGCAGCAACCCAAGAGACTCAAGCCTCTGTGTTCTTACTGAATCC 

AG T T T G AAAAAAAT AAT AAT T T GAG AAAT C C T 

>GBEQ0338 | Acc | CD53 64 67 | Ver | CD53 64 67 . 1 GI : 315788 82 | LeukoN6_8_E12 . bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 8 E12 A028 3 ! , mRNA 
sequence. : Start: l:Stop: 555 — 

AAAAATGTGATAGTCCAGCTGAAGAAACTGTCAATACTCCACTCAAAGAAGAAGAGGATGCAATGCCTCT 
CATTGGTCCTGAAACCTTGGTTTGCCATGAAGTCGACTTGGACGATTTGGATGAAAAGGAGAAGACCAGT 
GTTGAGGATGTGGTAGTGGAAAGTTCAGAGTCTAACTCTCTGGTTTCCGTTCCGCCTGCCGTACCTCCTG 
TGGTCCAGCATAACTTTTCAGTCGCTTCACCACTGACTCTCAGCCAGGACGAGTCTCGAAGTATAAAAAG 
TGAGAGTGACATAACCATTGAAGTTGACAGTATTGCTGAGGAGTCTCAAGAAGGTCTCTGTGAGAGGGAA 
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GCAGGAAATGGGTGTGAAGCCAGCGTTGCCTCTGGTGCCTGTAATGTAACTGTCCAAGAGAGAGAGAGCA 
G AG AGAAGGGT G AGG ACT T CCT AG G AAGAAAAG C AGC C T T TAT G T TAAAAC C AAAAAG T AC T AAG T T AAC 
AGTTGTAGGGACTGCTGATCTGTAAAGCACTTTTCCATCCTTCCTCCCTCCCTTCCTTTCTCTTT 

>GBEQ0339 | Acc | CD536396 | Ver ) CD536396 . 1 GI : 31578811 1 LeukoN6J7 JB09 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_J7_B09_A028 3 f , mRNA 
sequence . : Start : 1 : Stop : 614 

AAATAGGAGCCCCTTCCCCAGTTCAAAAAGCAGGACATCTGTGACCCTCCCCCCAGGTCCAAAACTGGGC 
TATCCTTCATACCCAGCCCCCATCACNTAGAGGACACTCCAGTCCTGAACTTGGGACCCAGAGCCACCCA 
CATCAGGCCAAAGCTGGGGCTTGGAGACCAGAGCATCCATGGCCACCTCAAACTCTGGGCCCAGATATTC 
CCCCCAACCCCAGGCTGGGACCCACCTGTCCCCCATGCTCAGCTCCAAAGCTGGGGTCTGGGACCAAGGC 
ATTCTCCAATCTTGAACCCTGGACCAAGGCTTTTCCAGACCCCACCCCAGCTTTGAACCCAGGTCAAGGC 
ATTGCCAAATCTTGAACCCAGGACCCAAGTGTTCCCAGCCCCCATCAGGGCAGAGGATTCAGGGATCCTG 
ACCCTGTTGAACCCTTGCTCGCAGGTGACCCCACCACTCACCAGTCCCACTTGCCCCCCCCCCTTGCTTA 
GGGATTCTTCCCCTCCCCCACCAAAGTTCCACAGTGGCGAGGACCAAAGGGTGGGGACAGCTCCAACTGG 
GAATGGGGCATATATATCAGTGTTGCTGCAACAATAAAAGCTGTTGCATCATTC 

>GBEQ0340 ) Acc | CD53 638 6 I Ver | CDS 3 6386 . 1 GI : 31578801 | LeukoN6_7_B08 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_B08_A028 3', mRNA 
sequence. : Start : 1 : Stop : 54 0 

CACCGGGCTACAGCCCCGCAGACCCAGCACGTGTCTCCCATGCGCCAAGTGGAGCCCCCCACCAGGAAGG 
CCGCCACCGCCACAGAGGATGACGAGGACGATGACATCGACCTGTTTGGCAGCGATGAGGAGGAAGACAA 
GGAGGCCGCTAAGCTGCGGGAGGAGAGGCTGCGGCAGTACGCTGAGAAGAAAGCCAAGAAGCCCGTGCTG 
GTCGCCAAGTCCTCCATCCTTCTGGATGTCAAGCCCTGGGATGACGAGACGGACATGGCCCAGCTGGAGG 
CCTGCGTGCGCTCCATCCAGCTGGATGGGCTGACCTGGGGCGGCTCCAAGTTGGTACCTGTGGGCTATGG 
CATCCGCAAGCTGCAGATCCAGTGTGTGGTGGAGGACGACAAGGTGGGGACTGACCTGCTGGAAGAAGAG 
ATCACCAAATTCGAAGAGCACGTGCAGAGTGTCGACATTGCTGCTTTCAACAAGATCTAAGATCTGGCCG 
TGGGCCTGAGCGTGTGAGGCCCTGCAGCCATTAAAGACTGAGATTCTGGC 

>GBEQ034 1 1 Acc | CD53 6382 | Ver | CD536382 .1 GI : 315787 97 | LeukoN6_7_D04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA . clone LeukoN6_7_D04_A028 3', mRNA 
sequence. : Start: 1 :Stop: 608 

AGGAGGAGTGCAAGCTTAATAAGGTGGAGGCCTGCCTGTGGGACCTGCTGGAAAAGAACTTGGCCTTCCT 

GACCATTGTCTGCGTGGAGGAAATGGATGACATGGAGAAAAACCTGGCGCCGTGCCTGCAGCTCTACGCC 

CCGAAGGTGTCTCCGGGTGCCATCATGGAGTGTGCAACAGGGGACCGTGGCGCGCAGCTCTTACACATCA 

ATGCGCAGCTCACGGACGCTCTGCAGCCGCCTCATGAGTACGTGCCCTGGGTCGTCGTCAACGGGAAACC 

CTTGAAGGATCAGAGCCAGCTCCTGTACCTCGTCTGCCAGTTGTACCAGGGCGAGAAGCCAGACGTCTGC 

CAGCTCATGGCCAGCTCCCACAGGGAAGTCTGCTTCAAGTGATGGCCTTGCCCCAGGAGGGAGCGGAGGG 

GGAAGAGCCAGACCCCCTACCCTCGCCTTTCTGATCCCTGACTCTCAGCAACTACTGCTCGGCATCCGGA 

TAACTTCGACACATTCCATGAAGTCCAGACTCAAATTCTGCCCCAAGATCAAGAGTCTTGCCCCACTGGG ' 

AATGGTGCTACATTGAAACTAGTTTAATAAACACTTCTGGATGTCTTG 

>GBEQ0342 | Acc | CD536373 | Ver | CD536373 . 1 GI : 31578788 | LeukoN6_7_D0 3 .bl_A0 28 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D03__A028 3 1 , mRNA 
sequence Start : 1 : Stop: 564 

GAT T TGAGCAACTT CTATGCTCAATACAAATCCATCGAGCCT TAT T TGAAG AAGAAGGATGAATCCCAGG 
GAGGCAAGCAGCAGTATCTACAGTCCATAGAGGAGCGTGAGAAACTGGACGGGCTCTACGAGTGCATCCT 
CTGTGCCTGCTGCAGCACCAGCTGCCCTAGCTACTGGTGGAACGGGGACAAGTATTTGGGCCCTGCGGTT 
CTGATGCAGGCTTATCGCTGGATGATCGACTCCAGGGACGACTTCACAGAGGAGCGCCTGGCCAAGCTGC 
AGGACCCCTTCTCTCTCTACCGCTGCCACACCATCATGAACTGCACGAAGACCTGTCCCAAGGGGCTGAA 
TCCGGGGAAAGCTATTGCTGAAATCAAGAAAATGATGGCAACCTATAAGGAGAAGAAAGCTTCAGCTTAA 
CTGCTTCCATGCTAAACACAACTGTAACCCGCTCAGCTGAACATAATTTATATCTAATTTGAGTTCCTTC 
AAAGGTCCTGAT T T TCCATGAACACAGCATGTATAATAAAAAT T T TAAGAAGTAAAT AAATGT T AT TCT A 
CTTT 

>GBEQ0343 { Acc 1 CDS 3 6 37 2 I Ver | CD536372 . 1 GI : 31578787 | LeukoN6J7_E0 5 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_E 0 5_A0 2 8 3', mRNA 
sequence. : Start : 1 : Stop: 662 

TTTCAAGGAAATTTGTTTGCCATTTGCTGATTTTTTTGAAGTTAATTTCTAACTTCTTTCACTGATAAAT 
GAAGAAAAGTATTGCACCTTTTCAAATACACCAAATGGATTGAGTATGTAATTAAACATTTTTTTCCCTG 
TCAGTCATTGTCTTATATGCTTAGCATAGATGTGCAGCATAATAGTGTATGATATGGTGTTCCTAGAACA 
CAACTGAAGACCTGGTATATGGAGGAAGTATGAGGGGTGGTGCTGGAAGACAGATGGCTATGGAATGATT 
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CACATCCTCTTTCACGTTGTGAGGATGGAGACCTGCTTCATTAAGAAGCTGAGGGTGGGGTGGGGGTGGG 
GAGAACATTTAACAACATGGGGGGACCAGTCAGGGGAATCCCCTTATTTCTGTTTTGCATATGAGGAACC 
CTAGAGCAGCCAACTGAGGCTGTCTAGTTTAATAAAAATCATGGCAAGAGTCTTATGAAGACTCTTCCTA 
AGTGTTAATAGGGATTTTATCAGCTTGTTTTGGTTGCAGTTTCCAATTTTTAAAAATGTTTCGGTGATAT 
TCTCCACCTCCCCTAAATCCTGATTCCTGTAGATTCATTAGTGTTGAACAAGTGCTTTCTCATGTCTCAA 
TTCTTTGTATCTGCATTCTTTTCAGATGTATT 

>GBEQ0344 | Acc | CD536368 1 Ver | CD536368 .1. GI : 31578783 | LeukoN6_7_B06 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7__B06_A028 3*, mRNA 
sequence . : Start : 1 : Stop : 5 61 

CCAGGCCAAGAAGCCCAAGGTGGCCTGGATCCAGGATTTCATCAGGCTGCCGGAGGACGAGCAGAAAATC 
GCCGAGTACCTGGCCACCCATGGCCCCATCACCGTGACCATCAACATGAAGCTACTGCAGCAATACCAAA 
AGGGTGTGATCAAGGCCACGCCCACCACCTGTGACCCCCAGCATTTGGATCATTCTGTCTTGCTGGTGGG 
TTTCGGTGGAGGCAAGTCAGTGGAGGGGAGGCGGCCAGGGGCAGTCTCATCCCAGTCTCGTCCTCGCCGC 
TCCTCCTCATACTGGATCCTGAAGAACTCCTGGGGGGCCAAGTGGGGCGAGGAGGGCTATTTCCGGCTAC 
ATCGAGGGAGCAATACATGTGGCATCACCAAGTACGCGCTCACTGCCCTAGTGGACCAACCACGTAAGAA 
GCGGCCAGTCTCCTGCCCTCCCTGAGCTCGCCTGGCTGCCCCTCAGCTCTTTCCTGCTGTGCCAGCTACC 
TCCTTGCTAGCCCCATCCCAAGGTCTCGGCCTGTGCTCCCAATCTTCTTGCTACAGATTGAATAAACCAA 
G 

>GBEQ0345 | Acc 1 CD536365 j Ver j CD536365 .1 GI : 315787 80 | LeukoN6__7_Ell . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_Ell_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 54 9 

T AC T AAC AAC T AAAT T AAC C CAT AC C AG C AC CAT AG AT G C T C AAG AAG T AG AG AC AAT T T G AAC GAT T T T 
ACCAGCCATCATCCTTATTCTAATCGCCCTCCCATCCCTACGAATTCTATATATAATAGATGAAATCAAT 
AATCCGTCCCTCACAGTCAAAACAATAGGCCACCAATGATACTGAAGCTACGAGTATACCGATTACGAAG 
ACTTGACCTTTGACTGCTACATGATCCCCACATCAGACCTAAAACCAGGAGAATTACGTCTTCTAGAAGT 
CGACAATCGAGTGGTTCTCCCCATAGAAATAACCATCCGAATGCTAATTTCATCCGAAGACGTCCTACAC 
TCATGAGCTGTGCCCTCCCTAGGCCTAAAAACAGACGCTATCCCTGGGCGCCTAAATCAGACAACTCTCG 
TGGCCTCTCGACCAGGACTTTACTACGGCCAATGCTCAGAGATCTGCGGATCAAACCACAGCTTTATACC 
AATTGTCCTTGAACTAGTTCCACTGAAACACTTCGAAGAATGATCTGCATCAATATTAT 

>GBEQ034 6 | Acc | CD536360 | Ver | CD536360 . 1 GI.: 31578775 | LeukoN6_7_A0 3 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__7_A03_A028 3 1 , 'mRNA 
sequence. : Start : 1 : Stop : 585 

TGAGTGCGGGTCATTTCCGTTAAACATATGTGAAGATGATGAAAATGGAAATATTTTTGGAGCTTCTTTC 
CCAAGTCTGCCGTGGTCACCTCAAGGCAACAGCTGGGAGAAAGCCTATGTTAAAATTCTTGTTGCGCCTA 
AGAGGAGGTGGCAATGTTTGCTCCTCCCTTTATGCTTCTCAGTTTAGTGTAACCTCTTTTGGATTTTCAT 
TAAATTCAGAGCTTTGGTCTCTGGTAAGATCCTTTTCCCTTCTCTTTTTCTGACACTCCCCACCNTCCCC 
CCATTCTGCCATCTTCATCCTCTGTTCCCTACTGAGATCACCTTTTAATTTACACTCACCATCTCATTTG 
CTTTTCGGGACACCCTGTAAGATAGACCCTGTAAGATAGGCAAAGTTAATATCCCTCTACAAACAAGGTT 
GAGAGAAGCACAGTCCACTGGCCACGCAGCTAACACTGTCCACCTTTGTATCCTCAGGTATGAGGACAAT 
TACATTTTAGTTTTACTTTGCGTCATTGCAGAATGTTGAATCTTTCTGTCCAAGCCATGATTTTGCTGAT 
AAATACATTGATGGTCTGATCAGTT 

>GBEQ0347 | Acc | CD536358 | Ver | CD536358 .1 GI : 31578773 | LeukoN6J7_C07 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_C07_A028 3 1 , mRNA 
sequence. : Start: l:Stop: 572 

GAAGAAACTCCTGTAGTTTTGCAGTTGGCTCCTAGTGAGGAACGAGTGTATATGGTGGGGAAGGCAAACT 
CAGTTTTTGAAGACCTTTCAGTAACCTTACGACAGCTTCGCAATCGCCTGTTTCAAGAAAATTCCATTCT 
CAATTCACTTCCCCTCAATTCTCTGAGTAGGAACAATGAAGTTGACCTGCTCTTTCTTTCTGAACTGCAA 
GTGCTACATGATATTTCAAGTTTGTTGTCTCGACATAAGCATCTAGCCAAGGATCATTCTCCTGATTTGT 
ATTCACTGGAGCTGGCAGGTTTGGATGAAATTGGAAAACATTACGGGGAAGACTCTGAACAATTCAGAGA 
TGCTTCTAAGATCCTTGTTGATGCTCTGCAAAAGTTTGCAGATGACATGTACAATCTTGGCATGAATGTA 
AGCTCTTATTTCAGTCGCTTCTCCCCCTGTGTACGTTACTGTTTGTGGTACAGCATACATAGAATATTAC 
ATGGAAGTAGATGCTCCCTGCTTTTCATGTGGAAGTGGACCAGTGTCTATAAAGAGTGGCAAATAAAGTT 
AACAATGATTCC 

>GBEQ0348 | Acc | CD536354 | Ver | CD536354 .1 GI : 31578769 | LeukoN6_7_D01 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D01_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 711 

ATTGAAAGCTGAATTTTGACTTAAAAAATAGTTTATGTACTGATTTTAGGTTGTATGATAAAGGGACGCC 
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ACTGATTAAATTCACCCCCCTTTTTAAAAAAGCAAATTGTTTTTCTATTTATAAAAAGTAATTGTGAACT 
TTCTTGTTAAAATTTTAAGTTATAACTTTAAAGATTTTAATAGAATCTTTTTGAATGACTTTTCTATAAT 
CTGTATCTACATCCCACTTAGGGGAAAAGCAAAGGGGCACCCCAAATCCAGAGCTATGCCTTGGAACGGG 
GACCCACATTTCATGCAGCCTTGGAAAATTTTAAAAGGCAACATTCTTTTATATTACATTCTTATACTGC 
TGCCTTAAATCCAAACCCTTCTCGGAGCTCTTGTCTTGGGATGTGCGGGTTCTTTTTGTCCTGGAGATCA 
AGTTGATAATCTTACATGCTTGTTGTGCACTGTCACTTAGTACCTATTTGACCAAGGTGTTAAGTACAGT 
CCAATTCAAGCAGGG AAACTGAC TCAT CGGT GAC TAAAAT TAAGCACAGAT GAAC T AGAAGT AGCGGGT T 
AATTAAATGTAAGTAGATTGTAGATATTGTGTTTATCAAACAGTGTTTATAATGTGTATATATATATAAT 
TATTCACTGTAAAAAACATGGCCAAAATGTTTTTTTTTTTTTGAATGAGTAACTTGTCTATAAAATAAAT 
CCGTCGGTGGG 

>GBEQ034 9 | Acc | CD536352 | Ver | CD53 6352 .1 GI : 315787 67 | LeukoN6_7_G07 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_G07_A028 3 1 , mRNA 
sequence .: Start : 1 : Stop : 634 

AGAGCTTTATAACCTCTTCATGGACTTTTTATCTTCAAGCTGATGATGGAAAAATAGTTATATTCCAGTC 
TAAGCCAGAAATCCAGTATGCTCCACAGTTGGAGCAGGAGCCTACAAATTTGAAAGACTCGTCACTAAGC 
AAAATGT CCTATC T GC AAATG AG AAGT TCACAAGCACACAGGGACT ATGT T GAAGAT GGAGAAAGTGATG 
GCTTTTTAAGATGCCTCTCTCTTAACTCTGGGTGGATTTTGACCATGACCCTTGTCCTCTCGGTGATGGT 
ACTGCTCTGGATTTGTTGTGCAACT.GTCGCTACAGCTGTGGAGCAGTATGTTCCCTCTGAGAAGCTGAGT 
ATCTATGGTGACTTGGAATTTATGAATGAACAAAAGCTAAACAGATATCCAGCTGCTTCTCTTGTGGTTG 
TCAGATCTAAAGCTGAAGATCATGAAGAAGCAGGGCCTCTACCTACAAAAGTCAATCTTGCTCATTCAGA 
AATTTAAGCTTTCTTTTTTTTTTTAAAGAAAAGCGTAATAGACATCTAAATTTCCATTCCTCATAGTGCT 
T T TT AAAAT GGT TT CATT GGAT AT AGGGCTTAAAAATCACTATAAAGTGCAAATAAAGT TACCCNAAATC 
TGTG 

>GBEQ0350 [Acc | CD53634 9 | Ver | CD53 634 9 . 1 GI ; 315787 64 | LeukoN6_7_A02 . bl_A028 Unstimulated 
peripheral blood leukocytes 1SI6 Equus caballus cDNA clone LeukoN6_7__A02_A028 3 T , mRNA 
sequence . : Start : 1 : Stop : 514 

GACAACCGGCAGATTGTTTTTGGCTCCCGAGATAAAACCATCAAGCTATGGAATACTCTGGGTGTATGCA 
AATACCCTGTCCAGGATGAGAGCCACTCGGAGTGGGTGTCTTGTGTCCGCTTCTCACCCAACAGTAGCAA 
TCCCATCATTGTCTCCTGTGGCTGGGACAAGCTAGTCAAGGTGTGGAATTTGGCAAACTGCAAGCTGAAG 
ACCAATCACATCGGCCACACAGGCTACCTGAACACTGTCACTGTCTCTCCGGATGGATCCCTCTGTGCTT 
CTGGAGGCAAGGACTTGGAGGGCAAGATCATTGTAGATGAACTGAAGCAAGAAGTTATCAGTACCAGCAG 
CAAGGCAGAGCCACCCCAGTGCACTTTTCTTGCCTGGTCTGCTGATGGTCAGACTCTGTTTGCTGGCTAC 
ACGGACAACCTGGTGAGAGTGTGGCAGGTGACCATCGGCACCCGCTAGAAATACATGGCAAGCTTTAGAA 
ATAAAAAACTGTGTTTTACCTTTG 

>GBEQ0351 | Acc I CD536343 1 Ver ) CD536343 . 1 GI : 31578758 ) LeukoN6J7_F04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_7 _F0 4_A0 2 8 3 f , mRNA 
sequence .: Start : 1 : Stop : 1 65 

CCCTTTCGCTGATGCAAGAACCTAGTGCGGTGGTGGGAGAGCTGTTGGCAGGAGCCGCGCTGCCGCTGGG 
GCCTGGGGCTTACCCGTCCGACTTTCCGTCCTGCCGATCCCGCTCGAGCCGCAGCCATGTCCGGGGACGA 
GATGATTTTTGATCCTACTATGAGC . 

>GBEQ0352 | Acc | CD536341 | Ver I CD536341 . 1 GI : 31578756 | LeukoN6_7_B10 . bl_A028 Unstimulated 
peripheral blood. leukocytes N6 Equus caballus cDNA clone LeukoN6_7_B10_A028 3*, mRNA 
sequence .: Start : 1 : Stop : 54 5 

CCAGCGTATGATGACCAGCTTGCACGACACTCCAATGGCCACTCCTGTGTAGGGTGTGTGCTGGTGGTCT 
CTGTGATTGAACAGCTTGCCCAGGTTCACAACTCTACGGTCCAGGCCTCCATGGAGAGACTGTGCAGCTA 
CCTGCCTGGAAAACTGCTCTTGAAGACCACCTGCTATTTAGTGGTTGACATGTTTGGACCAGACATCATA 
AAACTGCTTAGCATGGATAAGAATGCTGATGTGGTGTGTCACACCCTGAAGTTTTGTAAACAGGACCCTG 
GCCAACCATTGTGTCACCTCTACCCCCTCCCCAAGGAGACATGGAAATTTACGCTAGAGAAGGCGGAAAG 
TTGGGTAAACTCACTCAACAAATAGTTACAGGCTGCCATGTCACAGGCTCTTAGGCCCTCCTAGGCAGCA 
TCTTTGCAAAGTGGTTTTCTCTCATTTTAGAGTGTATCTGAGTGTGATTCTGTGTGCTCCTGGGGTCAGT 
TCCTCTCCAATTGTCCCTCAAATACCCTTTAATAAAGTGCTTTGGGTGCCATTCC 

>GBEQ0353 | Acc | CD536335 I Ver I CD536335 .1 GI : 3157 87 50 1 LeukoN6J7_F10 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7__F10__A028 3', mRNA 
sequence . : Start : 1 : Stop : 41 6 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAT T T AT ACCTGAAACTGTACGGAGAACAT TGTGCCAATAATC 
ATTTAATATATGCCAAATCT TAAGCGT T TACTC TAAACT GCAC TAACGAAGTT TCAGTGACCT TGAGGGC 
TGACGGTCTTTCTTCTGGGAGCGCTCTTGGGCTGGCTGGTTCTTTCAGAGCAGAGGTGGTGTTGCAGGTG 
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CACTGTGCCCAGGTCACAGCCTTGTGGAGTGTTACCGGAAACAGTGTTATGGAAGCAATAACTAGTTCCC 
AGGAAAGCACCTGAGCCAGAAGAGGGGCTGGGAAGCTGAGCCAAATGGGGGTCAACAGCTCGCTTCTCTT 
TCCCTTCTCTCACCCTGTTTGTTTGGGAAAATGGAGATGTTCTCTCCTCTATATCCCAGGGGATCT 

>GBEQ0354 | Acc | CD536331 | Ver ] CD536331 . 1 GI : 3157874 6 | LeukoN6_7_Cll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_Cll__A028 3', mRNA 
sequence. : Start: 1: Stop: 584 

CATCCCCTTCCCCCAACCCATCCATTAGGCCAGCAATGCTTGTAATGCTCACTTGGGGCTGTAGCGTGGC 
ACTGGTAGGCTGGGACACCAGGGAAGAAGATGAATGCCTCTGTGAAACATGGCTGTTTTTAAGACCCTGC 
TTGGATAAGGTAGCCTAGAGTTGGGCTGCCCATCCTGTGGCCCACCCAAGCAGGGGATGAAGGAAGTGTG 
TGGGACTGGAGGCCCCAGAGCTTAACACAGAGGGCGGCAGCTCCTGCTTCTCTTCCTTTGTATACTCTAT 
T C AG T T C C T T C GAAAAT GGAT AC C C AGAG AAC T C C C AGC C C GG C C T GG GGT C AGGAG AT GG C C AGC AAGA 
GTAGGGACCGTAGGGCATGGGCACTGGCTCCAGTTTAAGCAGACGGGCCCTGGCCCTTACTTCTCCAACC 
CCCTCAGCCTCCCCGATTTGCACCTTGTGCACTTGTGTCTCTGCTCCACTCAGCTGTCGCTGCAGATAAA 
CACTCCAGCCTCCATCTTCCATTTTCCCCACTCCTGCAGCCGCCTCCGGGCCTGTTGCTATAGAGCCTAC 
CTGTATGTCAATAAACAACAGCTG 

>GBEQ0355 [Acc ] CD536268 ) Ver | CD536268..1 GI : 31578683 | LeukoN6_4_G10 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4__G10_A028 3 f , mRNA 
sequence. : Start: 1: Stop: 478 

CTTTTTGTCCGACATCTTAGCAAGGCTGCAGTGGTCATAGCTGCTGTCCGAGCTTCGCGATGCCGCCCAA 
GGACGACAAGAAGAAGAAAGATGCCGGAAAGTCGGCCAAGAAAGACAAAGACCCAGTGAACAAATCTGGG 
GGCAAAGCCAAAAAGAAGAAGTGGTCCAAAGGCAAAGTTCTGGACAGGCTCAATAACCTAGTCTTGTTTG 
ACAAAGCGACATATGACAAACTGTGTAAGGAAGTGCCCAACTATAAGCTTATAACCCCAGCTGTTGTCTC 
AGAGAGACTGAAGATTCGCGGTTCCCTGGCCAGGGCAGCCCTTCAGGAGCTCCTTAGTAAAGGACTTATT 
AAACTGGTTTCAAAGCACAGAGCTCAAGTAATTTATACCAGAAACACGAAAGGCGGAGATGCCCCAGCGG 
CTGGTGAAGATGCATGAACAGGTCCCATCAGCTGTACATTTGAAAAATAGACTTTATT 

>GBEQ0356 | Acc | CD536257 | Ver ) CD536257 .1 GI : 31578 672 | LeukoN6_4_F04 . bl__A028 Unstimulated 
peripheral blood leukocytes N6- Equus caballus cDNA clone LeukoN6_4__F04_A028 3', mRNA 
sequence. : Start : 1: Stop: 363 

AG T GGACC AAC T G GAAG GAAT GT T GAAGAT GC T T CGGG AG GAT C T G AAGAAGGAAAAG GAAGAC AAAT C C 
CACCTCCAGGCAGAAGTCCAGCACTTGTGAGAGGACAACCTGAGGCTGCAGGAGGAGTTCCAGAATGCCT 
CCGACAAGCTGAAGAAGTTCACAGAATGGGTCTTCAATACCATCGACATGAGCTAGGGCAGGCTGCGGCG 
GAGAGGAGAGAGGACCACAGGGAGTGCTTTTTGTGAGGCTGGAAGCCCCTTGGTCATGCCTTTGAAAGCG 
TCCTCAGCGCGCCCTTCCCTGCTCCCTACTTTGCCCCCTTTTGGGGAGTGCACAACACAACAATTGCAGA 
TCAACAATCATTA 

>GBEQ0357 | Acc | CD536247 | Ver | CD536247 .1 GI : 31578 662 | LeukoN6_4_E05 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4__E05_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 62 6 

GGGGTGTCAGGCTCACCACGGACTGAAGAAAAGATCCTGTCCCTACCCCAGGAGTGCTCTCACCTAACCT 
CAGTGTAAGATGGACAGTTTGCCCGGCAGGGTGAATTCATGGGAGCCTCAGCTGTGACTGGGCACTGAAG 
CCTGTAGGAAGCTTCCCATGTGAGCTGGAGTTAGACCGAGCAGTGCCCGGGTCTGTGCTTCCCCAGGCCC 
ACAGAGGCCACCAGGCACCCCGGGAACCATCCCGCCCATGTGGTCTCCAACAAGAGCCCGAGCCCACATT 
CTGTTGGGATTCATTTCCAGAGTCGAAGTGAACTTCCTTATTTATTATCTCTGTGCCTTTCCTTTCCCCT 
CTTCTTCCTTATTCTCGTTGTGCTTGGAAGAGACCCCAGCAACCAAGAACCAGCCTCAGAAGCCAAAACC 
AAGCCTGAACCCCCCTCGGCTTCCCCCTTGCTTCCGGGAGAAAGTTCACGGGAAAAATACCTTCTGGCCT 
CTTGTTTGTTCAGAGATGACAGAGCTCAGCGGGGAGATGGGGATCCTTTTATGCACCAGAGCTGCTGCTG 
AAGCAGAAAGCAGCGGGGCTCCTGGTGTTTCTGGCTGCCTTATTTATATTAAATTCTGCAAGGGGT 

>GBEQ0358 | Acc | CD536246 | Ver | CD53624 6. 1 GI : 31578 661 1 LeukoN6__4_G09 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4__G09_A028 3 1 , mRNA 
sequence .: Start : 1 : Stop: 693 

TATATGGCACTGCCGTAATTCAAATTTGTTTTTATTTTGGAAATAAAAGTTCACTGTAATTTTTTTTCAT 
T CTCATTGT TACATGATT T T T TAAAAAATGAAAAGAAAAT GTGAAACACAATT TAGT CC TCATT ATT TAT 
TTGTAGATCCTGCAGCATCATGTTGTAATTAATTTTTTAGAAGTTTCCGTTAAATGTAATATTGCTTCTC 
CTGTTACCATACTGATTCTTTTCTATTTATAAATGTATTTTGATGGGCAGTAAAACAAAGTGTCTTAAAA 
GTTTTAAATAGAGAAAATGTGCTTTACACAGTTGCCTATAAAAAGTGCTCTATGTTATCCAAGCAATTCA 
TACTATAAGCTTCACTCTTATTGTTGTATGCAATTTTTACTATCATGCAAGTAAGCTTAGGTAAATAAAA 
CTAATAGATCACCTTAGAAAATTATGCAATTAATGTGAAAATAATTGATGTTTGCAATGTGTCTTCCTTT 
GGTTTACAATCAATTTTAAAGCTACATCTGTATAAAAT.TTCTGTATAAAGGTGTATTTCTTTTTTATGAG 
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TTTATGGCTATGAAAACACCAGCTATTTTGTTACAGCTGGCTGTTTTTATAAGTGTATCACAATTTTCTT 
TATGCAGAAACGTTCTGATTAGGAGTGGATATTGACTGTAACTACACAATTAAAATTGTTTGT 

>GBEQ035 9 | Acc | CD53 624 4 | Ver | CD53624 4 . 1 GI : 31578 659 I LeukoN6_4_F10 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__4_F10_A028 3', mRNA 
sequence . : Start : 1 : Stop : 554 

GAGCTGACCGTGCAGCAGGACCGCGTGTGCAAATCCTACTTACGCAATTACAACCGTACCACTCAGCTTT 
GTGTGGGGGACCCGAAGGAAAAGAAGTCTTCTTTTAAGGGGGACTCCGGGGGCCCTCTTGTGTGTAACAA 
CTTGATCCAGGGCCTTGTCTCCTATGGAAGATGCGACGGGACTCCTCCACGGGCCTTCACCAAAGTCTCA 
AGCTTTCTGCCCTGGATAAAGAAAACCTTGAAGGCCACATGGCAGAGTGGCTAAGTTCGTGCACTCCACT 
GAGGTGGCCCAGGGTTTTGCCCGTTTACATCCTAGGCGCGGACATGGCACTGCTCAACAGGACATGCTGA 
GG C AGC AT C C C AC AC G C C AC AAC T AG AAG GAT C C C CAAC T AAGAAT AT ACAAC TAT G T C C C G G G AGGC T T 
T GGAGAGAAAAAACAGGAAAAAACTAAAAT CTTT TAAAAAAAAAAGAAAAGAAAACCATT AAAAGCC TCT 
AAC T G T AGG AAC C AG C C C ACC T T C T C T GG AG C T G AT C CAGAAT G AC ACC AT AAC T AAAT AAATG 

>GBEQ0360 | Acc | CD536240 j Ver | CD53624 0 . 1 GI : 3157 8 655 | LeukoN6_4__F03 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_F03_A028 3 1 , mRNA 
sequence Start : 1 : Stop : 5 68 

TAATGGAGACTGGACCTTCCAGACCATGGTGATGCTTGAGACAGTTCCTCAGAGTGGAGAGGTCTACACC 
TTGCCTGCTCCCTTGCACCCTGTCTCTCCTGTTCTCCAGCATGGTGTGTCTGTGGTTCCCCGGAGGCTCC 
TGGATGGCAGCTCTGACAGCGATACTGATGGTGTTGAGCCCTCCACTCGCTTGGGCCAAGAACACCCGAC 
CACATTTCCTGGAGGCTGTGAAGTTCGAGTGTCGTTTCTCCAACGGGACTGAGCGAGTGCGATTCCTGGA 
GAGACGCTTCCATAACGGGGAGGAGTACGCGCGCTTCGACAGCGACGTGGGGGAGTACCGGGCGGTGACC 
GAGCTGGGGCGGCCGGACGCCGAGTACTGGAACGGGCAGCAGGACATCCTGGATGAACGGCGGGCAGCGG 
TGGACACGTACTGCAGTATTGATTGCAGTACCTTGTCTGCATTCTTTTCCCCTCCCCATTGTATTCAACC 
CTTATGGCCTGCTATGCACCTGAACTCACCTCTGCCCACATTTCTTTATAAAGTTTTTCTCAAATAAACA 
TGGAGGAA 

>GBEQ03 61 | Acc | CD536238 ) Ver 1 CD53 6238 .1 GI : 3157 8 653 | LeukoN6_4_C08 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_C08_A028 3 1 , mRNA 
sequence .: Start : 1 : Stop : 52 8 

T T T T T GACACTTCCAT TGT T TAAAAATACACAT GGAAAAAAAAAAACCTATATGC TTACAAT GCACCT AG 
AGCTTTTTTATAACAACCTTTTTTTTTGTTTGTTTATTTGTTTTGGATTCTTTAAATATATATTATTCTC 
ATTTAGTGCCCTCTTTAGCCAGAATCTCATTACTGCTTCATTTTTGTAATAACATTTAATTTAGGTATTT 
TCCATATATTGGCCCTGCTAAAATAGAATATAGCATCTTTCATATGGTAGGAACCAACAAGGAAACTTTC 
CT TTAAT TCCCT TT T TACACT T TATGGTAAGTAGCAGGGGGAAGAAAAAGCAT TT ATAGAT CAT T T C TAG 
GCAAAATTGTGAAGCTAATGACCAACCTATTTCTACCTATGTGCAGTCTCTTTATTTTACTAGAAATGGG 
AATCATGGCCTCTTGAAAGAAAAAAAGTCACCATTCTGCATTTAGCTGTATTCATATATTGCATTTCTGT 
ATTTTTTTGTTTGTATTGTAAAAAAAATTCACATAATA 

>GBEQ0362 | Acc | CD536237 | Ver | CD536237 .1 GI : 31578 652 | LeukoN6_4_Cll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4__Cll_AQ28 3", mRNA 
sequence .: Start : 1 : Stop : 611 

GCCAGTCACCTGAAAAAGACCCACGGCGGCAAGATCGACTACATCGCTGGCCTAGACTCCCGAGGCTTCC 
TGTTCGGTCCCTCCCTGGCCCAGGAGCTCGGTGTGGGCTGCGTGCTCATCCGAAAGCAAGGGAAGCTGCC 
AGGCCCCACTGTGTCTGCCTCCTACACCCTGGAATATGGGAAGGCTGAGCTGGAGATCCAGAGAGACGCC 
CTGGAACCGGGGCAGAAGGTTGTTGTCGTGGACGATCTGCTGGCCACTGGCGGAACCATGCGCACCGCCT 
GTGAGCTGCTGGGCCAGCTGCAGGCCGAGGTGCTGGAGTGCGTGAGCCTGGTGGAGCTGACCTCGCTGAA 
GGGTAGGGAGAAGCTGGGGACTGTGCCCTTCTTCTCTCTCCTGCAGTATGAGTGAGCCCTGCTGGCCACC 
AGGGGGCACTGGCCATCCGCCTGGACTCTCTTCTAACCCTGGTTGGGTGACTCTCCAGCCCGGGGCCTCC 
ACCTGGGGTCCTTCCTGCAGATTCTGCAAGTGCCAGCACCTGGGGCTGATGGCCCGGGGCAGAACCCAGC 
CCAGGCCACTGCAGGTCCATTTACAGTGAACCAGGACCATGAATAAACAAC 

>GBEQ0363 | Acc ) CD536235 | Ver | CD536235 .1 GI : 31578 650 | LeukoN6_4_D02 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6__4_D0 2_A02 8 3 1 , mRNA 
sequence .: Start : 1 : Stop : 663 

AAGAAAGAAATTGGTCGATGT T T TAAACT TAT T TT GAAAGC T T TAGAAACCAGTGTGGAT TTGAT TACAA 
CTGGGGACTTCATGTCCAGGTTTTGTTCCAACCTTTGTCTTCCTAAACAAGTGCAGATGGCAGCTACACA 
TATAGCCCGTAAAGCTGTGGAATTGGACTTGGTTCCTGGAAGGAGCCCAATATCTGTGGCGGCAGCAGCC 
ATTTACATGGCCTCACAGGCATCAGCTGAGAAGAGGACCCAAAAAGAAATTGGAGATATTGCTGGTGTTG 
CTGATGTTACAATCAGACAGTCCTACAGACTGATCTATCCTCGAGCCCCAGATCTGTTTCCCACAGACTT 
CAAATTTGACACTCCTGTGGACAAACTACCACAGCTATAAATCGAGGCAGCTAATGCCAGACTCTCGCAC 
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ACTGAACTTGGCCTGTTGTCCACAGCCTTTCCGAAGTGCTGGAGGGAGCCTTTAACAAGGGAACGAAGAC 
GTGGTACGCATTCCAGGGCTAAATGTTAATGGCTTGGCATTCTGTATGTATATACTAGCAAAACCTATTT 
AATGATTTAAATTTCTTATTGAATTTGCTTTCTTTTGTAGCAATCTAGGAAACTGTATTTTGGAAGATAT 
T TGAAAT T AT GTAATT C T TGAATAAAACATT T T 

>GBEQ0364 | Acc | CD536228 | Ver | CD536228 .1 GI : 31578643 | LeukoN6_4_B05 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_B05_A028 3 1 , mRNA 
sequence .: Start : 1: Stop: 668 

CAGTACAAAAATACCTGCTGATGTTTGGAGTGTTAGTCTCAGTCTTTATCCAAGAAGTGTTCCGGTTTGG 
AT AT TAT AAAAT T T TAAAAAAAGCCAGTGAAGGT T T GAAGAATAT AAGCGCAGATGAGACAGCACTGTCT 
ATGCGACTGCTGGCCTATGTTTCTGGCTTGGGCTTTGGAATCATGAGTGGCGTGTTTTCCTTTGTCAATA 
CCTTGTCTGACTCCTTGGGGCCAGGCACGGTGGGCATTCATGGAGACTCTCCCCAGTTCTTCCTGGTTTC 
AGCTTTCATGACGCTGGTAATCATAATGCTGCACTTGTTCTGGGGCATTGTATTTTTTGATGGCTGTGAG 
AAGAAAAAGTGGTACGCCCTTCTTCTGGTTCTTCTAACCCATCTGCTGGTGTCAACCCTGACCTTCATAA 
ATCCTCATTATGGAATAAGTCTGGTGTCAGCATATATAATCATGGTGCTCATGGGCATCTGGGCGTTCTT 
TGCTGCTGGAGGCAGCTGCCGAAGCCTGAAACTATGCCTGCTCTGCCAAGACAAGGACTTCCTCCTTTTC 
AGCCAGCGCTCCAGATAACCTCCAAGAACCAGCACCTCTCAAACAGTAAGCTGCATCTTTAGAGGAAGCA 
CAACTGTGCCTTTTTCTAAAAATCCCTTTTCCTGGGGA 

>GBEQ0365 | Acc | CD536222 j Ver | CD536222 .1 GI : 31578637 | LeukoN6_4_C03 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_C03 A028 3 1 , mRNA 
sequence .: Start : 1 : Stop : 64 4 

GAGAAGACGGGACACAGTGGTACCCTGGATCCCAAGGTGACGGGCTGTTTAATTGTGTGCATAGAACGAG 
CCACTCGTTTGGTGAAATCACAACAGAGTGCAGGCAAAGAGTATGTGGGAATTGTCCGGCTGCACAATGC 
TATTGAAGGGGGTACTCAGCTTTCTAGGGCCCTGGAAACTCTGACTGGTGCCTTATTCCAGCGTCCCCCA 
CTTATTGCTGCAGTAAAGAGGCAGCTCCGAGTGCGGACCATCTATGAGAGCAAGATGATTGAGTATGACC 
CTGAAAGAAGATTAGGAATCTTTTGGGTGAGTTGTGAGGCCGGCACCTACATTCGGACGCTGTGTGTGCA 
CCTTGGTTTGTTATTGGGAGTTGGCGGTCAGATGCAGGAACTTCGGAGAGTTCGTTCTGGAGTCATGAGC 
GAAAAGGACCACATGGTGACGATGCATGACGTGCTTGATGCCCAGTGGCTGTACGACAACCACAAGGATG 
AGAGTTACCTGCGCCGAGTTGTTTACCCTTTGGAAAAGCTGTTGACATCTCATAAGCGGCTGGTTATGAA 
AGACAGTGCAGTGAAAGCCCCAAAGCGGAAGCGAGAGAGTGAAAGTGATGAGACATCTCCAGTGTCTCCA 
CAGTTGATCAAGAA 

>GBEQ0366 ] Acc | CD536220 | Ver | CD536220. 1 GI : 31578 635 | LeukoN6_4 JE07 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 4 E07 A028 3 f , mRNA 
• sequence. :S tart: 1: Stop: 5 64 . ~ 

GCCACTGCTGCCCAGTTCGCCCAGTGGTACTTCGGCGTGTACTCCATTGCAGCAGGTGTGTTTGTCTGCC 
TGCTGGAGTACCCCCGGGGGAAGAGGAGAAAGGGCTCCACCATGGAGAGATGTGGACAGAAGTATATGAC 
GAAGGTGGTGAAGTTGTTTGGGCCGCTCACCAGGAACTACTACGTCCGGGCCTTCCTGCACCTTGGGCTG 
TCGGTACCTGCGGGCTTCCTGCTTGCCACCATCCTGGGGACAGCCTGCTTGGCCATCGCAAGCGGCATCT 
ACCTGCTGGCGGCCGTCCGTGGTGAGCAGTGGACCCCCATCGAGCCCAAACCCAAAGAGCGCCCCCAGGT 
CGGGACCACCATCAAGCAGCCGCCCAGCAACCCCCCGCCCCGCCCCCCAGCCGAGGCTCGCAAGAAGCTC 
AGCGAGGAGGAGTCCGCGGCCGCCACAAGTGTCCCCAGCGGCCCCCAGGAAAACCCCATCCCGGTGACCG 
ATGAGGTCGTGTGACGGTGTGTGACCAGAGCCTCAAGCCGCTTCCCCAGCGGCCTCACAATAAAGAAATG 
AAAG 

>GBEQ0367 | Acc | CD536136 | Ver | CD536136 . 1 GI : 31578551 1 LeukoN6_3_D08 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_D08__A028 3*, mRNA 
sequence. : Start : 1: Stop: 673 

GAATTCCCTTCTGAGTTAATGTCAAATGACAGCAAAGCGCTCTGTGGCTGAATAAATGGTGTTAGGACTT 
TTTTTTCTTTGCACAACAATAACAACAATCCACAGGATCTTTTAAGGCGCTGAACTTATTTTTCAACCAT 
TTCACAAGGACAACAAGTTGAGTGGACCTTTTTAAAAAATGGAAGGAAAACTGAGAATGCTCATCTTGCC 
CAGGGTGTTCCCTGACCTGGACTGTGATCGTAGTTATTTATGAAAAAGACTTTTAAATGCCCTTTCTGCA 
GTTGGAAGGTTTTCTTTATATACTATTCC,CACCATGGGGAGCGAAAACGTTAAAATCACAAGG2\ATTGCC 
CAGTTTAAACAGACTTTGCCTTTTTTCAAAGGTGGAGCGTGAATACCAGAAGGATCCAGTATTCAGTTAC 
TTAAATGAAGTCTTTTGGTCAGAAATTACTTTTTTTGACTCGAGCCTACTGAATGCTGTGTATATATTTA 
TATATAAATATATATATATTGAGTGAAACCTTGTGAACTCTTTAATTAGAGTTTTCTTGTATAGTGGCAG 
AGATGTATATTTCTGCATACAAAGTGTAATGATGTACTTATTCATGCTAAACTTTTTATAAAAGTTTAGT 
TGTAAACTTAACCCTTTTATACAAAATAAATCAAGTGTGTTTA 

>GBEQ0368 | Acc | CD53 61341 Ver 1 CD53 6134 .1 GI : 3157 854 9 | LeukoN 6_3_C 0 2 . b 1_A0 2 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_C02_A028 3* , mRNA 
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sequence. : Start : 1 : Stop : 529 

CCCGGCTTCCAGCTGGCAGGACTCCCTCTTCCTGTTTCTCGCCATCTTCTTCTTTTTCTGGCTGCTCAGT 
ATTTGAGCTGTGTCTCCTTCCTGCCCACCTCCAGCCAGAGGAGAATCAGTATTGGGGGTCCCTGCTGACC 
CTTCCTTATTCCTGGACCCTCCCCCCAAGCCCCTCCATTTCTATTGGCTAAGGCCCACCCCAGCCACTCT 
CTAGGAGGGTGTGAGGAGGAGGAATGACATCTGTGCATAGGATGGGAGAACCTGCTCTGAACTGCTCACC 
CAGTAGCATCATAACTCCCAACTCTGGGAGAGGAGGACACACTGAAGAGAACGTTTGCTTCTCCTCTCAC 
CTGATCTTTTGCTTTCCCCTAGATTTCTTGATTTGATGTTGAAAGGTGGGCAAGGCTCCCTCTGACTCTT 
CCCCTCTTTCCCTTTGTTGATTTAATTTAATTTTCCTCTCCCCAGTGTCTAATATGGGTTCTAACTCGAA 
GTGCTTCCTTTCCCTCACTACCTCCTTTATTACAAATTC 

>GBEQ0369 | Acc | CD536128 | Ver | CD536128 .1 GI : 31578543 1 LeukoN6_3_G06 . bl_A028 Unstimulated 

peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_G0 6__A0 2 8 3 1 , mRNA 

sequence . : Start : 1 : Stop : 4 65 ~ 

GGGTGATAAATGAGCTGCGCTTCCACCTAGAAGAGAGTGAAGAAAAAAACGTGCTCCTCTGTTTAGAGGA 

GAGGGATTGGGACCCGGGATTAGCCATCATCGATAACCTCATGCAGAGCATAAACCAAAGCAAGAAGACA 

ATATTTGTTTTAACCAAAAAATATGCAAAGAACTGGAACTTTAAAACAGCATTCTACTTGGCCTTGCAGA 

GGCTAATGGATGAGAATATGGATGTGATTGTATTTATTCTGCTGGAGCCAGTGTTACAGCATTCCCAGTA 

TTTGCGGCTGCGGCAGAGGATCTGCAAGAGCTCCATCCTCCAGTGGCCTGACAACCCCAAGGCAGAGGGC 

TTGTTTTGGCAAAGTCTGAAAAATGTGGTCTTAACTGAAAATAATTCACGGTATAACAATTTGTATGTTG 

ATTCCATTAAGCAATACTAACTGATGTTAAGTCATGGTTCACCAA 

>GBEQ0370 j Acc | CD536127 | Ver | CD536127 .1 GI : 31578542 | LeukoN 6_3__H 0 8 . b 1_A0 2 8 Unstimulated 

peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_J3_H08 A028 3 1 , mRNA 

sequence . : Start : 1 : Stop : 647 ~ ~ 

AAAGATGGGAAGCCCATCCTGCAGCTGGAGACAGTAGACCCCAATACTTACCCAAAGAGGAAAATGGAAA 

AGCGATTTGTCTTCAACAAGATGGAAATCAAGGGCAACGTGGAATTTGAGTCTGCAATGTACCCCAACTG 

GTACATCAGCACCTCTCAAGCAGAAAAAAAGCCTGTCTTCCTAGGAAATACCAGAGGCGGCCGGGACATA 

ACTGACTTCATCATGGAAATCACCTCTGCCTAAGAATACTACATCCAGAGAGTCCACGTGTGATGAATAC 

AGCTTAAGGGTGGCAGAGGGGAATAGAAGGGTTTGAACATGCTGGTGGAAACTTCTGCACTTCAGTTCAA 

AGAAACCCTCTGTCGTTTGCACCCAGCTTCTGATGAGCAACTGCTTAATTATTTATTTATTTATTTATTG 

GTGGGTTAGTCTATTTAATTTAATTCAAGGTGGCCAGGAAGCAGCACTGTCTGTGAATGAGCCCAATCTT 

CAACATCTATGGAACCAGTTTAATTTGGACTAGTGTACCATGTTTATACCAAGTCCTTTTACCAAGCCTG 

AAAATATGT CAGC TCAGATTATT TAAATAGGAATAT T TATGAGGAAAGAAGGATGAT CACACTGTT TCAA 

TAATTCTGAAATAAATT 

>GBEQ0371 | Acc j CD536125 | Ver | CD536125 .1 GI : 3157854 0 | LeukoN6_3_Hll .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_H 1 1_A0 2 8 3 1 , mRNA 
sequence. : Start : 1 : Stop: 523 

CGGGACAGACAAGTGTGTGGAGAGGATCAACGAGATGGTGAACAGGGCCAAACGGAAAGCAGGGGTGGAT 
CCTCTGGTACCTCTACGAAGCTTGGGCCTATCCCTGAGCGGTGGGGAGCAGGAGGACGCGGTGAGGATCC 
TGATCGGCCTCCCCATCCTGTGTGTGGGCT.CTGTGTGGAAGAGTTGGGAGCTGCTGAAGGAAGGTTTCCT 
TTTGGCGATGACCCAGGGCAGAGAGATCCAGGCCCAGAGCTCCTTCTTTAGCTTCACCCTGATGAAGCTG 
CGGCACTCCTCCGCCCTGGGCGGGGCCAGCCTAGGGGCCAGGCACATCGGGCACCCCCTTCCCATGGACT 
ACAGCGTCAATGCCGTTGCCTTTTACTCCTACACCTTTTCCTAGGGGGCTGGCCCAGGCTCCACCCCCTC 
CAAGCCCAGTGGACATTGGGTGCTGGAAGGGAGGAAGCTTTTTCTTCTTTTCCTTTTTTTAAAAAAGAGA 
AACCCCTATAGAAGAAAATAAACGCACTTTACC 

>GBEQ0372 | Acc | CD536122 | Ver | CD536122 .1 GI : 31578537 | LeukoN6_3_C12 . bl__A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_C12_A028 3 T , mRNA 
sequence. : Start : 1 : Stop: 583 

GAACAAAATGCCACGTTACTGGCTGGGGAGCCACCAACCCAGAAGATTCAGACCCCTCTGATACCCTGCA 
GGAAGTTACTGTTAGTGTCATAAGTCGAAAACTTTGCAACAGCCGAAGTTATCACAACCACCACCCTATT 
ATAACTAAAGACATGATTTGCGCAGGAGACACCAAAGGCCAGAAGGATGCCTGCCCGGGTGACTCAGGTG 
GCCCCTTGGTCTGCAAAGGTGCCTTATATGCCCTGGTCTCTGGAGGTGGTAAATGTGGTGTTGCCAAGAA 
ACCTGGAGTCTACAGCCTATTAACCCATAAATACCAGGCTTGGATCAAAAATAATCTTGATCCATCTCAT 
AGAAACTAAAACTACAAATGATTTTCTTGGATCTACCAGTTGCTTGTTTCTGTTTTTCATAACATATTCT 
ACGGGTCAACTTGATCTTCAGGTGTAGTTGGATGTAGTTAAAGTGGAGCACGGTAATGGGCCCCTCCTGC 
CCCGTTAGGACTAACTTTGTTAAGGAATCAAGTTTTTTTTTTCACATATATTGCTGATGTATTTCTACTA 
TGCTGATTTCACTGAATAAAATT 

>GBEQ0373 | Acc | CD536116 | Ver [ CD536116. 1 GI : 31578531 1 LeukoN 6_3_G0 9 . bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_G0 9_A02 8 3\ mRNA 
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sequence . : Start : 1 : Stop: 44 9 

TCCCGCCCTCCTCTGAGGAGCTCAGCGCCAACAAGGCCACAGTGGTGTGTCTCATCAGTGACTTCTCCCC 
CAGCGACTTGACGGTGAGCTGGAAGGTAAATGGCGCCGCCATCAGCCAGGGAGTCCAGACCACCAAGCCC 
TCGAAACAGAGCAATGGCAAGTACGCGGCTAGCAGCTACCTGACGCTGACCCCCGCCCAGTGGAAATCGT 
CCAGCAGCGTCAGCTGCCAGGTCACGCACCAAGGGAAAACCGTGGAGAAGAAACTGTCCCCCTCAGAGTG 
TTCTTAGGTCCCTGAGCCCCGCCACTCATGGGACCCCCCCAGGACAATCAGGAAGGGCCTTCCCCACCCA 
GACACCCCTTCCCAGCTCTCCACTGTACTCCTGAGACCCCACCCAGCATCAACTCAGCCCAGGCAGGTCT 
CACACCCTCCTCAATAAAGACCTAATCAT 

>GBEQ0374 | Acc | CD536115 \ Ver j CD53 6115 .1 GI : 3157 8 530 | LeukoN 6_J3_AO 8 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3__A0 8_A0 2 8 3', mRNA 
sequence. : Start : 1 : Stop : 599 

TTGCAGAAAATGCAGATCAAAACTTTAAAAAATTCAGTGGCCTGCCCGGGTGCACAGAAGGCTATTACTC 
CT T CAGAGGCAGTT GACAGATT TAT GCCT AGGACAACACAACTGCAGGAGCGGAAAAGAAGAAGACAAGA 
TGTTTGTAAACTTGGAACTTTTTTTGAAACAAGCACGAGCAGCAATGAGGTTGTGATTGGGCCTTTGTTG 
CCAGACATACCTAAAGTGGATATGCACGATGACTCCTTGAATACAACGGCAGATTTAATTCGGAAGAAAC 
TTAAAGAGGTAATTTCATTTGTGCCAGAGCCTCCAGAGGACAAACTGGAAGACATGCATACAAGTCACTC 
AGT GAAACAAAGAAGAAGGATATAGAT T GCCAGCCGCAGAT TAT T T T T T AAGGG ACT ATT TAT T T T T TAT 
TTTTAACCTGTCATTTTAGTTTTTGAAGAGATTTTACTGGTATTTTTTTAATGCACTCCTTTTTGTAATT 
TCATTCAAGCCACTTGTTTAAAACAGTTTCATTTTTTGAAATTAGCTTTTCATGCACAAAATACATGCCA 
GCCAAATATGTCCCTTAAAAAAAATAAAACTTTGGTTAC 

>GBEQ0375 | Acc 1 CD536114 | Ver | CD536114 .1 GI : 31578529 | LeukoN6_3_F10 . bl__A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3__F1 0_A02 8 3 1 , mRNA 
sequence. : Start : 1 : Stop : 647 

GGGGTTGGAGGTGTTATTTGCAGTCCTAGATTTTGCTGGATGCACTAAAAATATAACTGCTTGGAAATAT 
TTGGCCAAGTATCTCCGACAGACCTTAATGGGGAGTCATCTTGCCTGGGTTCAAGAAGAGTGGAGCTCCA 
GGAAAAACTGGTGGCCAGGCTTTCACTTCAGCTACTTTTGGGCAAAAAGTGATTGGAAGGAGGATAAAGC 
GTTGGCTTGTGAGAAGGCCTTGGTGGCTGGAGTATTGTCAGGAAAAGGTTGTAGATATTTTCGGTATATT 
TCAAAACAAGATCAT CAAGTCT TCAGGAAGAAAATTAAGCGGATGAAGAAAT TAGT GAAAAAATACAGTA 
TCATAAATCCAGGACTCTGATACGGAATTTTAGTTATTTCCGATCAGTAGCTACAGTGTAGCAGCTCGCT 
AGGTAGTTATCGAATGTATTTATTTATTTGGTGTTTCAAGAAGCCAGTTTTATGGCTACAAAAAAGTTGT 
TTTTATATTTTTTTTTACATTTCTTTTACTGTCTGTTATGGCTATAGAAACAGTCTCACTGTCTTTGCTC 
TTTGCAAATATTTTATTTTTCCTTTTTGTACCGTTAAATGTAACATTTATTAAGGAATAATCTTCGAATA 
AAAAAT G T AT T T AAT T G 

>GBEQ037 6 | Acc | CD536099 1 Ver | CD53 6099 . 1 GI : 31578514 | LeukoN6_3_G08 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_G08_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop : 582 

GGAGGAAGAAAGGAAGAGAAAAAAGCAGGTGCCTGCAGAACATGTTAATTTATCAGAGGCTAAAACAGAA 
GAGCCCCCAGTGCATGCTAATGAAATTGCAAAAATGAATAATTCCCAAGGGGATGGTGAACATTTTGCAC 
ACCCACCCACAGAGGTTAAAGTGCATTTTGGTAATCAGTCAGTACAACCTTTGGCAAGAAAGCTGGAAAT 
GTTGCCTGAAACTTCCTCCCTTCCACGAAAAGGCCTGAAGATTCCTGGCTTAGAACATACAAGCATTGAA 
GGACCAATAGC AAAT T TAT CAACT CTT GGAACGGAAGAGCT CCGGCAACGAGAACAC TAT C TCAAGCAGA 
AGAGAGATAAGTTGATGTCCATGAGAAAGGAGATGAGGACTAAGCAGATACAAAATTTGGAGCAGAAAGG 
AAAGCCTGGGGAGGTAGAGGAGATGACAGAGAAACCAGAAATGACAGCAGAGGAGAAGCAAACATTACTA 
AAGAGGAGAT TGCT TGCAGAGAAACTTAAAG AAGAAGT TAT TAATAAGTGATGT TAAAAACAGT T TAGCA 
AAACAGAAGT T CAAAT T TTCTT 

>GBEQ0377 | Acc | CD536097 | Ver | CD5360 97 .1 GI : 3157 8512 | LeukoN 6_3_B 0 9 . b 1_A0 2 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_B 0 9_A0 2 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 5 67 

GGAGTAAATGCATGTCCCTGCATTTTCTGTGATCTGGAAATCCCTTGATTTTTTGCAAATGGTAGTACTT 
GCAATCTGTTTTTATAATTAGTACTCCATTTTAATCTTAATTTATAATTTTTATCTTAAGCAGCAAATTA 
AAGTGGCCAGTTTTAAGACGGTGTTGCTGTAACACAAAATGTAAGAAAATTTAGGAAAGCCTCTTGATTT 
TGTTTGGCCTCACATTGCCTTGGTAAAGTAAAAGGAAACAGTACGCATGGAGCTAGGAAACCAAAGCAAG 
TTTGTGAAACTGGCACAGTGATAGAGAATTGCTGTGGAGAGTTGTAGAGCAAAGGGATGGGTCCTTCGGG 
CCTGCCAGTCTGTAAAGGTGTTCAAATAAAGGGCTGTTCCTACAGGTAACGTTAAATGTGAACTTGACAC 
TTCAGAGTCTTCGAAGGGTTTCTCAGTGTATCAGTGTAATAGCGTGTTGCCACCACCTGCCTTTGTTCCT 
TGTTAGTGTAACAAATGTTGATAGAGGTTTATTAATTTTGTTTTTGTTCTATGTAATCAAATAAAATTTG 
AGTAACA 
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>GBEQ0378 | Acc | CD536090 | Ver | CD536090 .1 GI : 31578505 | LeukoN6_3_B05 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_B 0 5_A0 2 8 3', mRNA 
sequence Start: l:Stop: 536 

TCCCTGTGGGTCCCATGATCCCCTTCCACAGGTGGACATTCAGATGCAATGGCTATTACAGGAAATACCC 
CCAGGTGTGGTCACACCCCAGTGACCCCCTGGAGCTCCTGGTCTCAGGACCCAATGTGGAACCCAGACGC 
GCACCGACAGGTCCCATCTCCACAACCGAAATGCCTGACACCATCAGCCTATCACAAAACAAGTCAGACT 
CCAAGAGTGATACATATCCCAGAGACTACACAGTGGAGAATCTCATCCGGATGGGCACGGCTGGCTTGA^ 
CCTTGTGGTCCTCGGGATTCTGATATTTCAGGCTCAACACAGCCCAAGAAGACCCCAAGACGCAGCCAAG 
AGATACCCATAAGAGAGAACAATGTGCTGTTTAGAGTGGTAGAGACTTGGAAAGAAATCTTGTATTCCCA 
GGAGGATCTGGAAGAACATTTGGGGCATATGTTGTGTAAAATGTCTGCAGGCCATTGGTAGGTGGAGGAA 
TTCATGCACAGGGGCATGTCTTGTCTCTTCTTCCATTAAACTATGG 

>GBEQ037 9 j Acc | CD536081 | Ver | CD536081 . 1 GI : 3157 84 96 | LeukoN6_3_E03 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__3_E03_A028 3 1 , mRNA 
sequence. : Start :1: Stop: 577 

GTGAGAAAGTGCGCCTCCTTAAAGGGTCCTCTGGGGCTCAAATGGCACCAAGTGGTGAATAACATATCCC 
AGTTCATTTTCTGGACCGTTTTTGTCCTAATGCTTCTGTTTTATGTGGTGATCGCAAAACAAGTATATAA 
T T C T T AC AG AAAG T C C AAAAG C AAGG AGAGC GGAAAC AAC AAAAAG C T GG GAGG T AAAG TGTTCGTTGTG 
GTGGCCGTCTTCTTTGTGTGCTTTGCTCCATTTCATTTTGCCAGAGTGCCATATACACAGAGCCAGACCA 
ACAGCAGGACTGATTGCCGGGTGCAAAACCACCTGTTTATTGCTAAGGAAACAACTCTCTTTTTGGCAGC 
AACTAACATTTGTATGGACCCCTTCATATATATATTCTTATGTAAAAAATTCACAGAAAGGCTACCATGC 
AT G AG AG GCAG AAAGAT GGC AAC AT C AAC CC AAG AAAAT C AC AC CAT C C AG AT T G AC AAT AAC AT AAC C C 
TAGGCT GATAACT TTAT TAT GG T TAGC T TC TAT T TATCAACAAGACT T T AAGAGACAAT T TAT T GGAAAT 
AAAAT T TAAGCAAGAAA 

>GBEQ038 0 | Acc | CD536079 | Ver | CD53607 9 . 1 GI : 31578494 ! LeukoN 6_3_H09 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_H 0 9_A0 2 8 3 1 , mRNA 
sequence Start : 1: Stop: 588 

GAAAATGTATAGATTGGGGTTTAGCTGCTGCATTTTGCCTTTCTTAAATAATTATTTTTTGGAATGTAAC 
CCCTGTTCTGTCTTCATTGACAGGATTTGCTTGTGTTGTGAAACACTAACACAAGAGCTTCCAGTACCTG 
GGCTGTGCCTAGGTGATGCTATCTCTTCTACATCCCCTGCCTTCTTTATCCCAAATCCCACTCAGCATAT 
CTTCAGACCCAGTTTGTGAGACCAACTTGGAATAATTTTAGTCGGTAAATTATTACTTCCGTGGTTGGTT 
CCCTTTCTAGTAACTCTGATAATCAACAGATTGAAAAATTTCCTCTGCAAATGGCAGTGGGAGCAAATCC 
TTTGTTGGTTTTGCGCTACATGCCTTTCTAGACCAATAATTCGCCTTTTTATACATCTGTAAATAAATGG 
AAT GT T T T TAAGAAT AAAAT TATGT CAGAT T TAGCT T TT TCT T TTAT AT AT TAAAT ATATATC T T TCC T T 
TTCTGCTTTTGAAAAAACGACTATTTTTTTAGAAACCTAAGAACAGAAAAAGTTTGGCGAGTGGAAGGCA 
GAATGTATAAACTTGAAATAAATCAGTT 

>GBEQ0381 |Acc|CD536074 | Ver | CD53 6074 . 1 GI : 315784 8 9 j LeukoN 6__3_H 05 ,bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_H 0 5_A0 2 8 3 1 , mRNA 
sequence .: Start : 1 : Stop : 623 

ACATGGGGCAGGACTTGGAGATTGAACGGGCCCTTACTCCAGTGCTGTCATCATGTGCTGTAAGTAGCAC 
TCTCCCCGACTGGCACATGCCAGGGGAAATTGTGCCGGACAGCACCAGTGACCTGTACAGCTTCCAAGTG 
TCGCCTATGCCCTCCACCTCTGAAGCTGCAACAGACGAGGACGAGGAAGGGAAATTAACTGACGACATCA 
TGAAGTTCTTGGAGCAGTCGGGGTGGCAGCCGACAAACGTGGATGGCAAGGGATACCTGCTCAATGAACC 
TGGGGCCCAGCCCCCCTCTGTCTATGGAGACTTCAGCTGCAAGGAGGAGACAGAAGTCGACAGCCATGGG 
GGGTATATTGGGCTGATATCTTCAGATCTGAAGAACATGGACACCAGCTGGCTGGACAGCCTGTTGACCC 
CAGTCAGGCTGCCCTCCATCCAGGCCATTCCTTGTGCTCCATAGCTGGGCCCCTGGCCCCCTTTTACTCC 
CCTAGGTGAGCAGGACCAGTGACCTCAGAAAAGCACAGCACCGACCCCAGGGCTGGCTCTGCACTAAGTC 
ATGTGTGATCACATATGTACATGTCTGTAAATTTGTACATTTGTCTTTTTATAAAAAGTTAAT 

>GBEQ0382 | Acc | CD536073 | Ver | CD536073 . 1 GI : 31578 48 8 | LeukoN 6_3__B 04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_B04_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 600 

GGAAGTGGAGCACTGATGATGTGCAGATCAATGACATTTCCNTGCAGGATTACATCGCGGTGAAGGAGAA 
GTATGCTAAGTACCTGCCCCACAGCGCAGGGCGCTATGCTGCCAAGCGCTTCCGCAAGGCGCAGTGCCCC 
ATTGTGGAGCGCCTCACCAACTCCATGATGATGCACGGCCGTAACAATGGCAAGAAGCTCATGACCGTGC 
GCATCGTCAAGCATGCCTTTGAGATCATTCACCTGCTCACCGGCGAGAACCCCCTGCAGGTCCTGGTGAA 
TGCCATCATCAACAGTGGTCCCCGGGAGGACTCGACCCGCATTGGGCGAGCCGGAACAGTGAGGCGGCAG 
GCTGTGGATGTGTCCCCGCTGCGCCGTGTGAATCAGGCTATCTGGCTGCTGTGCACAGGTGCCCGTGAGG 
CTGCCTTCAGGAACATCAAGACCATCGCCGAGTGCTTGGCAGATAAGCTCATCAATGCGGCCAAGGGCTC 
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CTCCAACTCCTATGCTATCAAGAAGAAGGACGAACTGGAACGTGTGGCCAAGTCGAACCGTTGATTGCCC 
GACCACAGCCCCAATAAACCTGTTTCCTTTTGGGGCAGCC 

>GBEQ0383 | Acc| CD535986 } Ver ) CD535986. 1 GI : 31578401 1 LeukoN 6_2_B07 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_B07_A028 3 1 , mRNA 
sequence, : Start : 1 : Stop: 384 

TCCACACGCAAATTTCCAAGTATTTTTTTGAGCGAGGGGATGCTGTGACCAAAGCAGCCAAGCAGCCCCA 
CGTGGGTGATTATCGGCAGCTGGTGCACGAGCTGGATGAGGCAGAGTACCGGGACATCCGGCTGATGGTC 
ATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGAACTTTGAGAAGCTCAAGAAGC 
CCAGGGGAGAAACAAAAGGAATGAT T TAT TGAGAGCC TCCT TTCAT TT T GCGATGGCT CCAGAAGAGACC 
TTTCCCCCATTTACAGGGGACTCCAGACCTTCCCCCCCCTTTTGCCTGTTGGGGGTTTTCCCTCACCTTG 
CCTCGCAGGCCACAATAAATATCATCATCCCGTT 

>GBEQ038 4 | Acc | CD535985 | Ver | CD535985 . 1 GI : 315784 00 ) LeukoN6_2_C09 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_C09_A028 3', mRNA 
sequence. : Start : 1 :Stop: 64 5 

ATTTTGACTGCAGAGCTATGTCCATTGGAGCCCGTTCTCAATCAGCTCGTACTTACTTGGAGAGACATAT 

GTCTGAGTTTATGGAGTGCAATTTGGATGAATTGGTTAAGCATGGTCTGCGTGCCTTACGAGAGACACTT 

CCTGCAGAACAGGACCTAACTACAAAGAAT GT TT CCAT TGGAAT T GTTGGTAAAGACT T GGAG T T T ACAA 

TTTATGATGATGATGATGTGTCTCCATTCCTGGAAGGTCTTGAAGAAAGACCACAGAGAAAGACACAGCC 

TGCTCAACCTGCTGATGAACCTGCAGAAAAGGCTGATGAACCAATGGAACATTAAGTGATAAACCACTCC 

AT AT GTGTAT TAT CAAAT CTGTAAGAATGCAGGAACAT GTACT GAT GACAATAAT CT AT ACT T TGAAACA 

AAAGATGCAGACTGGTGGAATGGTATGTTTTAGGAATCAGTCCAGATGTGAGTTTTTTCCAAGCAACTTC 

AATGAAACCACATAATGGGATGCATTTTTCTTTGAAAGGGTCTATATAATCATTTTCTAGGACGTATAGT 

TATCTGTACTAATGTTTTTATATGAAGAACATAGTGTCTTTGTGGTTTTAAAGACAACTGTGAAATAAAA, 

TTGTTTTACCTGCTG 

>GBEQ0385 | Acc | CD535971 1 Ver | CD535971 . 1 GI : 3157838 6 | LeukoN 6_2_F1 0 . bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone' LeukoN 6_2_F10_AO 2 8 3', mRNA 
sequence. : Start : 1 : Stop: 618 

GGCCAGCCCACCAGGCCGCTGGCTCCAGGCCCGGATTGAGCTGGGGTCTCCAGATGAGGACCCCGAGCGG 
CAGGAGGATGAACAGGATGTGGAAGATGACTACTATGACATGGAAGGTGGCCGGGAGGAGGTTGAATCCC 
GGGAAGAGGGGCAGCCATGTGGAGAGGAGCCCAGCCCACAGCAGGGCCCAGGGCCGGCAGAAGAAGCACA 
CGATGGTGACGCCAGTGATGCTGATGATGCCGAAGGGGCCCTGGCCCTCAGCTGCCAGGGGCCGGCGGGC 
TCAGGGGGCAGCGCGGAGGCTCTGCTGAGTGACCTGCATGCCTTTGCTGGCAGTGCGGCCTGGGACGACA 
GCGCCAGGCCAGCGGGGGGCCAGGAGCTGCATGTCACTGCACTGTAGGGGCCAGCCCTGGGGTCGCATCC 
CTGTCACTGTGCATCTGCTTCCCAAGCTGCTGTGGCTGGACACAGCCTGCCCTGGAGCCCCACATGGAAA 
GCCTCAGACTGTCACTCCCTCGACTAGTTCAGTCCCCCAGTCTGTGCATCCCCACCCCCTCCAGAAGGCC 
ACCATCCCGTGCCCACCCAGGGCACTGGGCAGCCATCTGAAATAAAACCCCTACAGCC 

>GBEQ0386 1 Acc | CD535963 I Ver 1 CD535963 .1 GI : 31578378 I LeukoN6_2_Cll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_C 1 1_A0 2 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 5 4 5 

GCCTTGCTCAGCCGGCTCATTGGCACCCGGGGCTCGGCCCAGCTGGAGGCCAAGGTGCGAGGGCTGGAGC 
GCCAGGTGGAGGAGCTGCGCTGGCGGCAGAGGCGAGCGGCCAAGGGGCCTCGGAGCGTGGAGGAGGAGTG 
AGAAGGCGAAGGGACGCCAGCCACCTTCGTTGTACCAAAGAGCTGCCCCGCTTCAGGGTCACAGAGCCCT 
CCTCCCCTTTTCTTGCCCTGTCCCTGAATCTTGAGAACCTTTATCTCTGCCCCAGACTCCCTAACTGAGA 
GGGAGGAAGACCACGCCCCCTGCTGGTCCTCTGTCTGGGGTTGGTCCTCTTAACCCTTTCTCTGCTGGCT 
GACCCCTCTCCATCAGGACTCTCATTCTTCCCTTTAAGATCTGGTGGAGGTGGGTGTCCTCCTGTGCCAG 
GCCCAGCACAGGAT GTGAAGAAGAAATAAATGCCTAGTTCT TAACTGT T GAGGT TT GAT GT GGAAT CACG 
GCTGCAGTGATATATATTTTTATCAGCGCTTGATGATTTTAAATAAAATGCACGC 

>GBEQ0387 | Acc | CD535952 ) Ver | CD535952 . X GI : 31578367 j LeukoN 6_2_H0 6 .bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_H06_A028 3 f , mRNA 
sequence .: Start : 1 : Stop : 654 

AAGTTACAGAAGATCTTAAAT TG TATCAAGACCCGGAGACAAACT TCCAGCTAGGTCCAAAT T TGAACTG 
GCCAACCAGTT TT TAAAACAT T GGACTAGAAGAGAAAC TT AT TGAAACAT TAAAAAAATAT GT GT C TGT T 
CCAGCAATAGGAGCTTTTTGTCCCCTAGTTTTCTTGTTGATGACTACCATGGGAGGTGACTGGCTCAGCT 
GGCCTGCTTCTGCCAGGGAGGAAGAGGCCGCAGGGAGCATCTCTGATGAGGTTCCACAGCTCTGCTGCCT 
ATCCTCATCCTGAAAGCAGGGCAGTGGTACCTGAACAACGCCTGCCCTCTGATTCACCGTGTGAGGATGA 
AGTTCGCACCTCCACAAGCTGGCCTCGAGCATGGATTAGCAGTTTCCTGGGAGGTGCTTTGAGTGTTGAG 
ATGTGCAGGCATCCTTCCTGCTGCCCGGGGAAGCTGCTCTTGATGGAAGCCCAGGTTCTCCTTCCCGACT 
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CAGGAGTGGGTTGGGGTCTTCAGTCGGCTCTCACTGGCAGCTCTGGCTTTAATGTTCTGTCTGCAGAGTG 
CAGGCGGTTTTGCAAGGAACAGGGGGCCTGACTCCCCTTCCTTAACTTGTGTCTTCGTGCACTCCTGCTG 
AAAGAT GT T AAT CTGAATAAAT GT 

>GBEQ0388 1 Accj CD535948 | Ver | CD535948 . 1 GI : 31578363 | LeukoN6_2_H02 . bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_H02_A028 3 T , mRNA 
sequence .: Start : 1 : Stop : 698 

ATGGATGTAGTTCCGTGAGTCCAGAAGCTGGAGTTGTCCACAAGAGCTGGAACCAGGGTGGGGGCTACCT 
GGTGGGAGCTAGGACCACCAAAGAGTTGTAGCAAATGGAGCCATGGCAGGCACAAATCCCCTGCCTGAGA 
TGAGGCAATGCCGGTGAGTCAGACGTGGAGAAGGACCCTCCTCTTCACCTCTCCTCCTGCCCTCGAGTCT 
TCCTCCAGCACCAAACCGTTCCAGCCCTACCAGGAAGCCAGTGGCAAGGGCCCTGGGAAATGTGATTTCC 
TGCAATACAGAGGAGAGCAAGGGATAACGACACAGGGGAAGAATAAGAAACGGATATAAGCC T AGCCCT T 
AATGTGAATATAAGTGATCATATTCCCTGATGTTCAGCAATGCCTCCATTCAATCATTTATTCCTCGAGT 
TGTCAGATAATCTGTGTATTGCCACTCTGTGCAAAATAATCTGTTGTAGCTTTCAAATATACCTGGAACT 
TTTTAGATTATTCCAAGCCTTTTTCTGAGTAAATTTTTTGTTGCCTCTAATTCTCTAAGTGGGGTAAAAT 
TCATGGTAAAGATTTTTGCACTTTGTTTTCAAGGTGATGTTGTTTTTTGAATTCTTGATAAATTACTGTT 
TTATTCTGCCTAATAACTGGTTAACAAACAAATGTTTATATTTATTGATTAAAACGTGGTGGCTAAAT 

>GBEQ0389 | Acc | CD535947 | Ver j CD535947 . 1 GI : 31578362 | LeukoN6_2_D12 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__2_J312_A028 3 f , mRNA 
sequence. : Start: l:Stop: 584 

ATATGCAATGTCACTTACAACATTAATCAGATACTGCATTTAAGATCTCGATGTGGAGGAGATGGAGGAC 
TCAGAACCAAGGATTTCCAAGTGATTTCTTCCAAAGCACGAGAAACTAACTCTGTTAAGGCTGGTCTGTT 
CTAACTGAGATGACAGTCATGTCCCTTTCTAGGGACCTCAAGGATGACTTTCACAGTGACACAGTGCTCT 
CCATCTTAAATGAGCAGCGCATTCGGGGCATTTTATGTGATGTCACTATCATTGTGGAAGACACCAAATT 
TAAAGCCCACAGCAATGTCCTGGCTGCTTCCAGCCTTTATTTCAAAAATATCTTTTGGAGCCACACAATC 
TGTATTTCCAGCCACGTCCTGGAGCTGGATGATCTCAAAGCTGAAGTGTTTACAGAAATCCTTAATTATA 
TCTACAGCTCCACAGTCGTCGTCAAGAGACAGGAAACAGTCACTGACCTTGCAGCTGCAGGGAAAAAGCT 
GGGAATATCCTTCTTGGAAGATCTTACCGATCGCAACTTCTCAAATTCCCCAGGTCCCTACGTCTTCTGC 
ATTACTGAGAAGGGAGTGGTAAAG 

>GBEQ0390 | Acc ) CD53594 6 | Ver | CD53594 6 . 1 GI : 31578361 | LeukoN6_2_C0 3 . bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_C03_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 709 

GCCAGGAAACAAAGCTTAGCAGGAGAGGAGAGCCAGAGAAGTGACAGGGAAGCTACAGGTTACAACAGAT 

TTGTGAACTCAGCCAAGCACAGTGGTGGCAGGGCCTAGCTGCTACAAAGAAGACATGTTTTAGACAATAC 

TCATGTGTATGGGCAAAAAACTCCAGGACTGTATTTGTGACTAATTGTATAACAGGTTATTTTAGTTTCT 

GTTCTGTGGAAAGTGTAAAGCATTCCAACAAAGGGTTTTAATGTAGATTTTTTTTTTTTTTCTGCACCCA 

TGCTGTTGATTGCTAAATGTAATAGTCTGATCATGACGCTGAATAAATGTGTCTTTTTTAAATGTGCTGT 

GTAAAGTTAGTCTACTCTGAAGCCATCTTGGTAAACTATCCCAACAGTGTGAAGTTAGAATTCCTTCAGG- 

GTGATGCCAGGTTCCATCCGAAATTTATTTATAACCTGCTTGGGCACAGAAGCCATTGTCTTCAGAAACC 

TTGGTGTAGTTGAACTGACAGTTACTGTGTTGTGACCTGGAGTTCACTGTTAAAAGGGTCACCCAAGCAA 

AGTCATGGAGTTCATTTGGTTATTAATATGATTGTTGGCACATCCTATGCAATATATCTAAATTGAATTA 

TGGTATCAGATAAAGTTATAGATGGGAATGAAGCTTGTGTATCATCCATTATCATGTGTAATCAATAAAC 

GAT TT AAT A 

>GBEQ0391 | Acc ] CD53594 4 | Ver | CD53594 4 . 1 GI : 31578359 | LeukoN 6_2_F0 9 . b 1_A0 2 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_F0 9_A02 8 3 1 , mRNA 
sequence. : Start : 1: Stop: 474 

GCGGCATATGGAGTTCAGGAGGCTCAGAGCAATGGAGTCCAGACCCGCGGCCGACACTGCCCTCTTACAG 
CCCCCTGGAGACTTCAGGAGCAGCAGTCCTAGGAGGAACCTGTCGGAGTCCGATGATGACTACGACGACG 
TGGACATCCCCACCCCTGCAGAGGACATCCCTCCTCCCCTGCCCCCCAAGCCCAAGTTCCGTTCTCCATC 
GGACGACGGTCCCGGGGGCACTGCGGACGAGGGGCAGCTGAGCCCTGGGGTGCTTGTGCGGTGTGCCAGT 
GGGCCTCCCCCACGCACCCCCCATTTGGGGCCTCCCCCAGCCACCCGCAGTCCCCACCTAACAGCCCATT 
CAGAACCCTCACTCTGGAACCCGGCCCCCCGGGAGCCTGACCAGTGCCTGCACCTCCCTCCCCAAGGGAC 
ACAATTTACTGGTCCTGACATGCCCCTGTCTCCCAATAAACATGATTCAGCCTC 

>GBEQ0392 | Acc | CD535939 | Ver | CD535939. 1 GI : 31578354 ) LeukoN 6_2_H 09 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_H09_A028 3', mRNA 
sequence .: Start : 1 : Stop : 64 5 

AGTTGGTTTTACTTTATAAAAT.GAAATTTTAATGTTTCATATTGTGTTTATGTTTGTATAGATTTCAAAA 
TCATGTTAATTTGTGGCACTTATTACTATGTTAGTAAGGTTTAAATGCACATTTATCAATGAGATAGGGT 
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TATCTAAGCTATTGTGTTTATAGAATCTTGTTAAGGAAGAGCATCCAGA?y\TTTTAGTAGGAAGGTATAA 
ACGGAAGAAGGGGGAAGATATTGTGAATAGGCCCTCCAACTTTACTTTAAAAAGAAAAAAAGGAAAACCT 
TTGCCAGATTTAAGGACATTGTTTTAATTCCTTAAGTATTTTTTAATACCTTTCCAAATAAAGTTCTTGA 
AAAGTACCCAGTGTTGTTGAATTTAATGTTTCATGCTATTACTGATTCTTGATATTCAAGCATGTAGAAG 
TTAGCATATTTGTTTTTCTTTTTTTCATCGTTAACATTTCATTTGAAATGCATATCCTTTCTGAAATACT 
TTATTTTTAGCATAAATGTTGTGCATTTTATCTTAGTGTTTGGATGAAAACATTTGTGTTATTTAGCTTT 
CTTTCATTTGCTTTGTATATTTAATAATGTACCTTTTATTTTCCGGTATGCCTACTTTTGTATTGTACAA 
TAAATTTATTTTAAG 

>GBEQ0393 | Acc | CD535933 j Ver | CD535933 . 1 GI: 3157834 8 1 LeukoN6_2_H05 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2__H0 5_A028 3 1 , mRNA 
sequence .: Start : 1 : Stop : 604 

TCAGTGTGGGGCCCATGACCCCCAGTCACAAGTGGATTTTCAGATGCTATGGCTATTACAGGAACTCCCC 
CGAGTGGTGGTCACACCCCAGTGACCCTGTGGAGCTCCTGGTCTCAGGTCTTGAAAGCTACCAGAAAGTT 
CTGATTGGGGTGTCAGTAGCCTGTGTATTGCTGCTTTCTCTCCTCCTCTTCCCCCTCGTCAGAGAGATTG 
CT GGACAC GAAGGACAGACAAGAGGAAGGGGACAGT CAGGCT GC T GC ATCAGAAGAC TCCCAGGATGT GA 
CCTACGCCCAGCTGAACAGTTTGAATCTTGGACAGGAGTCAACCACACCTCCTTCCTCCCAATCAGAGTG 
TCCCCCAGCAGAGCCCAGTGTGTACGCAGCTCTGGCCGTCCACTAGCCCCAGGAAGGACCCAGACACCAT 
CCTCCAAGGAGGGAGACTGCGGGGCCCCCAAAAGGCAGTGAGGCTGCCCCCATGGACACTAAGCTAATGA 
ACTGGAGCCTGGGGACCTTTTGTAAGCAAGAAGGAGATCCTTGGACTTTAGAAGTCACCAAATTCTGTAG 
AT GAATATAAATATTAGCTCT CTAT T TT TAGAAAT AAAGCAAT A 

>GBEQ0394 | Acc | CD535932 | Ver | CD535932 .1 GI : 31578347 \ LeukoN6_2_C0 6 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_C06_A028 3 r , mRNA 
sequence .: Start : 1 : Stop: 699 

CCTTAAGAGAGAGACATTGGCCATGACAGTGGGGAGTGGGGTGAATTATCCCATTCTAATTAAGAAAGAG 
CTTTCCCAAAATAGTCTCTAATTTCCAGTTTTTGTAAAAGAAGTTCGTTTTTGGAGTAAAAAGTATTTTC 
ATATCTGTTTGGGGGAAGTTAACGCATCAGGAAAGAATATTATTAGGTGTTTAAACCCTGAAACAAACAT 
ATACTGATGCATAACTTAGTAGATCACCGAAACTAACTTGCTGAAATCTTTGGTTTTGTCCTGTGAGACC 
AGTGCTTGACATCGTCTGTTCTCCTGAGCCCAGTTGGTGGCTCCAGTTTGCTTTTCTCTTCGGTCTCGTG 
GTAGCAGCCTTGGTCGTTTTCGTTGGAGGTTGGAGAGGAGCTGAGGAGAAAGTGCTCTTCGGGGTTTTGA 
TTCCTCTGCTAGGACGCTGCCTAAACCAGCTCATCTCAATGTCCTGTTGACTTTATTATTATTCCGGGTA 
GTTGAAAGAAAAGAAAATGGATGGACGTCATTAAAACCAGCTCAAAAATATATTCTTGTCAGTAAAGATT 
TCTTGTTGAGATGTCTTGGATTGCACTTTCGTGGAGGGAAAACAGTGTAAATAGTTAAAGAATGTTGATA 
AAATTGAAACATTTGGTTATGGAATTGTGTGTGGTGTTAGAAGGTTTCTGTTTGTGAAATGTCTGTATT 

>GBEQ0395 | Acc | CD535927 | Ver | CD535927 .1 GI : 31578342 | LeukoN6_2__F08 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_F08__A028 3 f , mRNA 
sequence. : Start :1: Stop: 720 

TTCATCCCTATGTGGAAAACGGTGGCAAGTGGGAGAAACCATCAGAAATTTTGGAAATCAAGGGACAGAA 

TTGGGAAGAACAAGTGAATAGTCTGCCTGAAGTTTTCAGAAAAGCTGGGTTTGTTATCGAAGCTTTCACC 

AGACTGCCATACCTGTGCGAAGGCGACATGTATAACGACTACTACGTTCTGGACGACGCTGTCTTTGTTC 

TCAAACCAGTATAAACACGTGGAGGCCGAAGTCTTCAGAGTCCACCCCAAGAATGTACACTCCAGAGGAG 

GGGCTGCATTTGTGATTATGTGAAGGGAGGACCTTTGGGGACTGCCGTTCTAAATATCATGTAGGAATTT 

AAAAAGCCAAAATACTAATTATTTCTTTGTAGTTTGTAAAAGGAGTGTTTTTAAAAAAGAAAAACCCAAC " 

TCTTTGAGGATTTTTATCAACTCTTGACTCAGTAATGCAGGTCACACTCCAATTAAGGAAGATATTTTTT 

ATACTTCATTGCAGTAGGAACTCATTCCCAGTCAAAGCAATAGTCGTGACTTCACGTGGAACCGATAGAT 

ATGGATTGTTTTTAATAAAATGAAGACTGGCAATAAAGTTGTCCATTCGCTTGCAAATATTGGTTATAAA 

GTATAGCCACTGATACTCTTTCATGTTTAGAAATTCTTTTTGTCATTATTCAAGAAAATGTTTTTAATCA 

TGCTAATAAACTTTTTGGAG 

>GBEQ0396 | Acc [ CD5358 85 1 Ver 1 CD535885 . 1 GI : 31578300 | LeukoN5_5JBll .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN 5_5_B 1 1_A0 2 7 3 1 , mRNA 
sequence .: Start : 1 : Stop : 538 

GCCCAGGGCCTGCCCTCCCTGGTTCAGTGCCCTCATGGTACCCCCACCGCCACCCCTTAACCTTATCTCC 
TGAGAGTTGTTACTACTTTGAACATCCTCTGCCCCTGAAGAAACTTCCCTGTCCAGTTTCTTTCCTAACT 
CAAAGTGTTAAATTAGCTAATTTGATAAACTAACCTGTGCTGATATAGTTATGGGAGAGGGCTAGAGGAG 
AACCTCAGGAGACGGGTTCATTTTAACCAGGGTCATGTGGCAAGAGCAGCTCTGCCTTTGCGATGGTTTA 
ATGGAGTCAAGAGGTTCACTCCTCCCGCCCCAGCAGGTGATGCATTACTCCCTCCTTTGGGCTCCCACAG 
CACTTTGTATATACCTCTTACTGTAGCACTTAGCACGTGGTAGCTCCTTAGCTATGTGTTTTTTGTATGT 
TTCCCCTCCAATAGACTGTGAGCTCCTCAAGGACAGGGACTGTGTGTTAGTCACTGATGTATCCCCAGCG 



571 



WO 2005/067649 



PCT/US2005/000517 



CCTAGCACAGTGCCTGGCACACAGTAGGTGCTCAATAAATGTTTATTG 

>GBEQ0397 j Acc 1 CD535878 ! Ver | CD535878 . 1 GI : 31578293 | LeukoN5_5_G01 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__5_G01_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 433 

GAGGATGCCTGCAGCTGCCAGTTCCCTGAGGAGGAGCGGGGGGAGCAGCTGTCAGAGGACAAGGGCCAAC 
TGGGGGACCTGTGGGTGTGAGGCCTGGCCATCCTCCGTCAGTGGACCCCGAGCCAGACCCTCCCAGGAGC 
CCTCCCAGGGTTGGCCCTCAGGAGCAAGGATTTTGTGCCCTGTTTTGGGCCCGGCCCTGTTCCCCACGAT 
GGTGGAAGTGGGTGGGGTGGTGATTAGGATTAGTCCCCCGGACCATGCAGAAGAGGCAGCAGCAGTGACC 
GGACACCATGGGGGACACAGACATATCGGTGGCTGCCTTTGTCCCTTGGCAGCCCTGTTGGGGTGGGGTT 
TGTGGGCCCCTGTTTTCAGGATGGGAGGCCGTGCCCAGCACAGGAGCTGGCTGCAGGCGGCACTCAATAA 
ACACTGTTCAGTG 

>GBEQ0398 | Acc | CD53587 4 | Ver | CD53587 4 . 1 GI : 3157 828 9 | LeukoN5_5_B03 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_B03_A027 3', mRNA 
sequence . : Start : 1 : Stop : 671 

AAAAGTGCAAACTTAGATCTCAATTTCAGTATGTCTGTAAAACTTAGTTTTTCCAAAATCCCTGGACTCT 
TGAAAATTGGTACAGAAATGGAAATTTGCCTTGTTGCAACGTACAAGTGCAAAAGATGAGTTAAAAAAAT 
TACAAACAGCTTGTATTATATTTTATATTTTGTAAATACTGTATACCATGTATTATGTGTATATTGTTCA 
TACTTGAGAGGTACATTATAGTTTTGTTATGAAAGTATGTATTTTGCCCTGCCCAAATGGTAGGTGTTTT 
GTATATATACAATGGAGAAATTTTAAGTGTGTGCTAAGGCACACGGAAGACCAATTTATTTGCACAAGGT 
ACTGAGAT T T T T T T T TCAAGAAACAGCT GT TGAAT CT CAAGGT GAAGATCT AAATGT GAAC AGT T T AGTG 
ATGCACTACTGAAGTTTCAATCTGTGGCACAATCATTGTAAACATGGGGTTTGTCTATGTTTCTCTAAAT 
TGATTTCTGCCTTCTAATCTGTGATTACTGGAAAACTCCTATTCCCATTTTTACCAAGCTTAATTTCTGG 
CTTTTGGTTTATATCCATTATTCAAATTTAAAATACCTCTAATTTTAATGCCAACAAAATTGGTTGTAAT 
CAAATTTTTAAATAATAATAATAATTTGGCCCCCCCCTTTT 

>GBEQ0399 | Acc I CD535871 | Ver | CD535871 .1 GI : 3157 828 6 1 LeukoN5_5_Dl2 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_D12__A027 3 f , mRNA 
sequence. : Start : 1 : Stop: 64 6 

TATTCCAATTTCTGCACAGCTGAAATATAATATTGAAGTTGTCTGTGAGTATATTGTAAAGAAAATTCCA 
GTACCTCTAAGAAT GAAGTGCTT ATGGTG AACAT AGG AT CCT T GTCAACAGGAGGAAGAGTT AGT GCAGT 
TAAGGCTGACTTGGGTAAAATAGTTCTCACTAACCCTGTATGCACAGAAATAGGAGAAAAAATTGCCCTC 
AGCCGAAGAGTTGAGAAACACTGGCGTTTAATTGGTTGGGGTCAGATAAGAAGAGGAGTAACCATCAAGG 
C AAC AGT CG ATGAT GACTG AAGAAT AT CAGTT AGT AATACAT T TGGACGAAGTCAACATTT CTTTT AACA 
ACGTGAGGGTGTAATATTTCACAGCTCATTATCTTAGCAGAAACTACACGGTTATTCTCATTTTTTGGTG 
ATGAAAATTTTACCTCTATTACTAAAATAAATAATAGGGTCTACAGTAACTGTCAAAATCAGCATATTGA 
TGAAT T T AAACCACATT T T AGCAGAAATTGAT CAT T ACTAAACAGT GTCAAATTTGT ACATCAGT T CAGG 
TTTGAAATGAAAGTGCTGTTACAACCACCTTTGCTGTAGTACCCCCATCACTGAACCTGTTTGAAATAAA 
ATATTTCTTCTTATTC 

>GBEQ04 00 | Acc | CD5358 62 ) Ver 1 CD5358 62 .1 GI : 3157 8277 1 LeukoN5_5_C02 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_C02_A027 3', mRNA 
sequence . : Start : 1 : Stop : 7 4 0 

TAAATCCTAAATAACACTGGCAATTATATTTTAGATTAGTTTTTATTTTTATGGTGGTTTTTACAAAACA 
CTTTCATTGGTAGGAGCCACATTAAAACCTAAAAATAAAGTCATTTCCTTTCATATTAGTTTTCTTCTCC 
ATAGGACAAATGGAATTGAATTGTGAGTTTCTCTTTTAATGATACTAAAATCCTTTCAATTTCCCATTTA 
CACTTTTTTGTGTTTTTACATGAGGTATTTCTTCAAAAAGCCCCAGTCTCGCCTAGGAAATAAGAAAAGC 
AAGAGTTGATTTTGCTTATTTGCTAAACAGTTTAGTATTTGTAGCTCTGTTGACTAGAGCATGACTCTAA 
TGAGGACAGCAT TGAGAT TTGATCGTAAAAAGACCAGT TAGC TTTT.TGTAGGTAACAAACAAAAAAACTT 
CCAAAAATTAGATTGTCCCAGCCAACTGTCTCCCAGCTGTGTGTCAGGGGTTACCAGGGGGAATGGGCAA 
GAGTGTGTGGAGGAGAGGGGAAAGGGAGCGAATGGTTCTCAGCAAACCATTTACCACTCTAGAAAAAGAA 
ACTTCACATTCTTGTATGAAATTCACTAATCTTAGACAGTTTGTCTAGAAGTCAGCAGATGTCTTTGAAC 
CATCT T TTAGACTGCAT TTGGAGTGGTGAGGCAGCATAT GAT GAAT TAAAACATAGAT TGTTTTTT TAAA 
AAAAT CATT CAGATACACTTTGT GTT CCTTAAATAAAT TC 

>GBEQ0401 | Acc 1 CD5358 61 1 Ver | CD5358 61.1 GI : 31578276) LeukoN5_5_F09 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_F09_A027 3', mRNA 
sequence . : Start : 1 : Stop : 604 

TCAGGAAGT TGC TGATC AGT TGGAT T T GCAG AG AAT TGGAAGGCAGCACCAGGCAGGCTCAGACTCACTG 
CTGACGGGAATGGCATTCTTCAGGATGAAAGAGTTGTTTTTTGAGGACAGTATTGATGATGCCAAGTACT 
GTGGGCGGCTCTATGGCCTAGGAACAGGAGTGGCTCAGAAGCAGAATGAGGATGTGGACTCTGCCCAGGA 
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GAAGATGAGCATCCTGGCGATCATCAACAACATGCAGCAGTGATGGCGACAAGGCTCTGTGGGATGGGCC 
CGATCCCAGAGTGGTGCTTATTGTGCTGACTGTGTATATTTATCTTCCTCCCCAAGAGAAAACGCTTCTT 
TTGAGCAAACTGTACCTACCATCTGCATTGAGCAGAAAGACTTTTGTTTTACTGAAGACAAAAGATGTCT 
TTATTTTAGATCCAGAAGAGGGGAGTTTGCTCTGAATTTGTAAACAAGTCTTCCCTATTCCTCATCCCCA 
AGCCTCTCCTCTCCAGTTGCCTCCTTCCTGCCACCAGCATCCAGGGCGCATTTGACATCTTTTTAAATAT 
CCAGGACCAGTGAGAAACAAACTAGTAAAATGTATATAACTCTT 

>GBEQ04 02 | Acc j CD535856 | Ver | CD535856 . 1 GI : 3157 8271 ) LeukoN5_5_E10 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_E10_A027 3 f , mRNA 
sequence. : Start : 1: Stop : 702 

ACAACCAGGACTTGGGTCAAGATGGATCAGAGGAGAATTTTATTATGTAAAAGAGAGGGTCTCCTCCCTT 
GATGCTGGGCAATGCATTCAGTATATTTTGTGTACCATGGTTAAATGGTTAATTTGGGGACAAAAAGTTT 
TATAGAAATTTTAAAACTTTTGAAAAAGAAGTTTAAGTTTTATCACCTTTTTTTCTCATGAATTCTTAAA 
GTCTACTTTATCTACCCTATTGTCCTGGAAAATACCTGCATTTCCTTTGTATCACATTCAACCAACATCA 
CTATGATTTAACTAGACTCCTCATGTCTATTAAATTGCTTTAAAGAATAAATTATACTGTTTGTAAAAAA 
AT T CAGT T T G AG AAGAAAAT TGACAGGAAGGGGTTGAT ACCAAAGT CTTCAGGAACCT GACT GTT GT GAA 
TTATAGATATACCCCTTTGTTATGACAAAACCCGGGTGAAACACACAGTGAGTTCAGAGTGGGTATTTGA 
CATGTTTTGCTGTGTGAAGTGCGCTGCTCTAATGTTACCATTGATGTGTTTGCAGAGCTAGTAGACACCG 
TGTGTTTAGAAGTGTGATTGCTGTTATTAGA2UVCTTAAGACCCAAATGAAAGCACATTGTGCTCTCAGGA 
CTTCACACCACTTTACCTTTTTTCCTGTATATCTGTGTATTTTCAAATGTTACTCTATTAAAGCAGAAGT 

AT 

>GBEQ0403 | Acc | CD535855 | Ver 1 CD535855 . 1 GI : 31578270 | LeukoN5_5_F07 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_F07_A027 3^, mRNA 
sequence. : Start : 1 : Stop; 301 

ACGGGGGGTCCTGGAACATGAGCATGCTGCAAACCGAGGACATCGTTAAGTCCGCCCAGGCCGCGATGGA 
GAAGAAGGAACTGAAGAATATCACTTTTTCCAATTTTTGAGGGCCCCCGGGTCCCCACCCTGGCCCGGGG 
TTTGGCCTTGTTCCGCCTCGTGCCCGTGTTTCCTCCCCTGCAGAACGGGAGGATGGGTGAAGATGGTCAC 
CTGGCCGCCTTTTCACCCAGCCTCCCCGTTTATAACTTTATGACACTGACTTCCTCATCTTATCTTTGCC 
T T ACT AGCAATAAAGGGAAGT 

>GBEQ04 04 | Acc | CD535852 | Ver j CD535852 .1 GI : 3157 8267 | LeukoN5_5_E04 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_E0 4_A02 7 3 1 , mRNA 
sequence . : Start : 1 : Stop : 48 9 

CTGTTTACTTTCATAGGACGTTTGATGTGTTCAGATAGGAAGGCCCCTGAGAGGTACTGATGCTTTCTGC 
CTCCGCCGCAGACGCTCTGGGTTCTCTGCAGGAACGAGAGGAAGCAGCTATCTTGTCGCCCTCTCCAGTG 
ACCTCTCCATGTTCCCACCCACAACACTAAGGCTGCCCTGTCTGTCAAAGGAAGTCCTCCTGTCCTTGCC 
TCCTTGCATGACAGCCCCTCCCCACGCTCTTCCTCTGTGCACATGCGCACACACAGGAGAAGCCAGGCAG 
ATGGCAATCCAGTTTTCCTTTTTTTAGGGGAAAAAAATGGGAAAAACAGATTTTTTTAAAAGTCCACCTG 
ACCCAACTCTATTTAATATGCCTCTCCCACATATCACCACCCAGCCTGATATTCTCCCTCAGGAATCCTC 
TGAAGTGGTTAAGTTGTAGCCCTCAAATTTGCAACGTGTATTTTTCTAGGAGAGTAAAGTAATCTTTAC 

>GBEQ0405 | Acc | CD535851 | Ver | CD535851 .1 GI : 3157 8266 | LeukoN5_5_F06 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_F06_A027 3 1 , mRNA 
sequence . ■: Start : 1 : Stop : 635 

CATGAAACTGGAATAAGCCTTTGAAAAGAAATTTGTCCTTGAAGCTTGTATCTGATATCAGCACTGGATT 
GTAGAACTTGTTGCTGATTTGACCTTGTACTCGAGTTAACTGTTACATTGGTGTATGTTTAATACCCTGT 
GCATATCT TTGATTTAAGCCCCCAGCACACGCGGCTCGGCCACTTGGTGGCTGAGGTGAGAACAT AT CCG 
TGGAAGAGAAGTCCATTGGCTTGAGGAGAATCTGAGAGACCAAGAGTTTCTTGATCTGTGCAGGGTATTA 
ACGTGTGAGAGCTGTCTGTTCCAGGATTTCTCTGGAGGCTGGCAAGAGTCCTGAGCAGTTGTCATTTCTG 
TCTTGCCGGTCTGACGGGGTTGGGAAGGGCCGAGCCTTAGGACCCACTTTCCTTTCTCCCCCGATGTTTT 
CCCGCCAGAACACCGTGGGTGGTTACTTGCCTTGAGTTGGGAAACGGTTTGCATTTATACCTGTAAATTT 
ATTCACCCTTTTAATTTATGTAAGGTTTTTGTACGCAATTCTCAATTCCTTAAGAGATGACAACAAATTT 
TGGTTTTCTACTGTTACGTGAGAACATTAGGCCCCAGCAACGCGTCATTGTGTGAGGAAATAAAGTGCTG 

CAGTC 

>GBEQ04 06 | Acc | CD53584 4 | Ver | CD535844 . 1 GI : 31578259 ] LeukoN5_5_Gl2 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_G12_A027 3 f , mRNA 
sequence . : Start : 1 : Stop: 609 

ACCAAGATGAAGAGGTCATAAGTAAAACTCCAACTTTGGCCCAGCTTAATAGTGAGGACTCTCAGTCTGT 
TTCTGATTCCCTTTATTACCCTGATTCACTTTTCAGTGTCAAACAAAACCCGTTGCCCTCTTCATTCCCT 
GGTAAAAAGATCACGAGCAGAGCCGCTGCCCCTGTGTGTTCTTCTAAGACGCTTCAGGCTGAGGTCCCTT 
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T G T C AG AC T GT G T C CAAAAAGCAAG T AAACC C AC T T C AAGCAC AC AAAT CAT G G T G AAGGCC AAC AT GT A 
TCAT AACGAAAAGGT GAAC T T TCAT T T TGAATGT AAAGACTATGTAAAAAAGGCAAAAGTAAAGATCAAC 
CCAGTGCAGCAGAGCCGGCCCTTGTTGAGCCAGGTGCACGCAGATGCGGCAAAGGAGAACACCTGCTACT 
GTGGGGCGGTAGCCAAGAGACCAGAGAAAAAAGGGACGGAGCCTCTTCAGGGTCATGCCACTCCAGCTTT 
GCCTTTTAAAGAAACCCAGGAGCTCTTACTCAGTCCCCTGCCCCAGGAGGGTCCTGGGGCAATTGCAGCA 
GGAGGGAGTAGCAGCCTTTCTGCCAGCACATCGGTCTCAGATTCATCCC 

>GBEQ0407 | Acc | CD535842 | Ver | CD535842 . 1 GI : 31578257 | LeukoN5_5_A12 . bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 5 A12 A027 3', mRNA 

sequence. :Start:l: Stop: 573 ™ 

ACAAGTATAATTTTCCTCACACGCAGTTACTGGCCAAGACAATTGAAGGCATTACGCTAGAAGAGTTTGA 

CAGATTATCTTTCAATATGATTTTAATGAGCCCGCCCTGTCAGCCATTCACAAGAATTGGCCTGCAAGGT 

GATGTGACTGACCCAAGGACGAATAGCTTCTTATATATTCTAAATATTCTCCCAAGGTGAAAACTTAGAT 

TCCTGTACAAGCTTACCTAAAATTTAAAACTTTGGATCTGGAAGAGTATGATGTTTGTCATTTTATAGAG 

ATTAGCGGGTTATGCATGCTGCTGTCAGATACTGTGCATGTCCTTGATCATATTCTGTCATGACTAACAG 

AGTAACTGCAAATTTGCCAGTTTCACTGGTTGCCACTACAGTGAGTGAATTACTTCTGCTCACAGTGTTA 

ATGTAAATGATGCTAATGATGGTGGGTGCTGTGCCCATGGCCTGGAAATTTGTGCCCACCCTGGAAGCTG 

CCATTCTGTGTAAATAGCAGCCCTTTGAGCTGTGCAGTTCAGAGGCTCTGTGTGAACCCTTGTTTTGAAA 

TAAACTTCAATAG 

>GBEQ0408 | Acc | CD535838 | Ver | CD535838 .1 GI : 31578253 | LeukoN5_5_Gll . bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5 5 Gil A027 3 f , mRNA 

sequence. :Start :l:Stop: 590 "~ 

GCCAACAACCGCTTTGAGACAGGGAAGAAAAAACTGCAGTACCTGAGCTTTGGCGACTTTGCCTTCTGTG 

CTGAGCTCATGATCCAGAACTGGACCTTCGGAGCCGTCGACTCCCAGGTGGATGACATGGACATGGACTT 

AGACAAGGAGTTTCTTCAGGACTTGAAGGAGCTCAAGGTGCTTGTAGCTGACAAGGACCTTCTGGACCTG 

CACAAGAGCCTGGTGTGCACCGCCCTTCGAGGAAAGCTCGGTGTCTTCTCTGAAATGGAAGCCAACTTCA 

AGAACCTGTCCCGGGGGCTGGTGAATGTGGCCACCAAGCTGACTCACAATAAGGACGTCAGAGACCTATT 

TGTGGACCTCGTGGAAAAGTTCGTGGAACCCTGCCGCTCTGACCACTGGCCATTGAGTGACGTGCGGCTC 

TTCTTGAATCAGTATTCGGCGTCGGTCCACTCCCTGGATGGCTTCCGGCACCAGGCCCTCTGGGACCGCT 

ACATGGGCACCCTCCGTGGCTGCCTCCTGCGCCTCTATCATGACTGAGGCCCCCTTCCGCCGCAGGGCCC 

ACACTGACAATAAAGTTGCCATGACTTTGG 

>GBEQ0409 | Acc | CD535830 | Ver | CD535830 . 1 GI : 31578245 | LeukoN5_5_H12 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 5 H12 A027 3' mRNA 
sequence. : Start : 1 : Stop: 622 ~~ 

AGAGTCTACAGGCCATGTAAAAGAACATGGGTTTTTTTGATTGATAAAAGTGATCACAAATGTTGGCTTC 
AGAGATCAGGGTCACTGTCACAACACCCAGCAAGAGATCATGATTCTGTAGATGATGTCAAAGCATTTTA 
CTATATTTTTTCCATCCTAAACTTCATAACATTTTGTGAATAAGACAATTGTTATTTAAAATTCTAGTTG 
TCATTCCAGCAATTGAGGCCTTCATAGTTCAGATGTTATAATATTTACTAGGGATCTTAAACAAATATAT 
AAAAAATTATTGCTCACTCTATAAGCCTCTTATGGCTAACCTCTAGCATAGTTCTGCCACTATATTTTAC 
CTCTTAGCTGTCAGCAAGCATAGGATCTCATCAGGGCAATGTAGGGAGCTAAATGAATTGATTTAAATGT 
AAAAGCAAATGAAAAGTGCATGTTTATTTTTCCTGTCTATGAACGTGTATACCCTTACGTATGGAGACCA 
ATAGTCACCTTCAGT GAT TAT GAAACAGAT TAAT CCC TAAATAACAGAAAATGTAAAAAT CAAATATAT G 
CATTTGGTTTAGGAATGTGCTTTTGTACTTCCACTTGAATAAAGGGTGTGTTTGATACTCTG 

>GBEQ0410 | Acc | CD535781 1 Ver | CD535781 . 1 GI : 31578196 | LeukoN5_8__B08 . bl__A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__8_B08 A027 3 1 , mRNA 

sequence. : Start: l:Stop: 474 ~ 

AAGCTATATATATTTTGCATTGATAGTAGACAAATCTCCCAGGCTTGGTCGTTGTGAGGGGAGGGGACAT 

GAGTTCTAGGGCCCTTCCCCCTTCCCCTTTTTCCTTATTTATTCTCATCTCTCCACCTTCACCCCTTGCT 

GTTTATAGTGCTTTTGTGTAGCCAGTGCTCCCTCCCCAGGCTTTATGGAGCTCCCTGCAGCAGCCAGGAG 

CTGGAGGTTCCCTAAGTTTGGTGGGTGCGGAAGTACTGTTTAACTGTCTGTCCCACTTGGCTGGCGTTAT 

TGCTTTTTGATGATGTTATGCTAACAATAAGCAGTACACTGGGGTTTATTTCTGTGGCCTGACAAGGAAG 

GGACATTCACGGCGGGTGGGCTGGGTGTGAACACTGAGTTTCTGGCATGTCCCCGCCAGGAGTACCTGGC 

AGGACCTTGGGGTACTCAGTGGTTTCCTTCCTAATAAAATAAAGACGGGTTGCC 

>GBEQ0411 | Acc | CD5357 67 | Ver | CD5357 67 . 1 GI : 31578182 | LeukoN5_8_All .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5 8 All A027 3 f , mRNA 
sequence. : Start : 1 : Stop : 527 — 
AGACCCTTTAAAATCTCCCTTCCTTTTTATTTTTCCCAGAAATGGGGTAATCCCCTTAAATGAAAGTGGA 
AATTTATTAATTTTAAAACGTCTTGTAAAATTAATCCAGAAAATATAAATAATTGGTCATTTAACTATAT 
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TTTTTTMATACCTGAAAGATAAAGACCCCACCCCTTTCCCCCCTTTATATTTTTTTTACATAGTCGGGA 
ATCATACCCAGTTTTTTTTTTTTTAAAGCCCAATATTGAACCCTTTAAAAGGTATTTAAGGGTTTGGTCA 
AGTGAATATGATAAAATGTATTTGTCTGTATAAAGAGAAAATGAAATTGTAGTCCCTGTTATGTACTGCC 
ATTAGTTACACCCTAGTTTTAATTTTTAAAACAATTTTGGTTAGCAAAGCTAAAAAAATGGATGTTTCAG 
TTAAATGTTTTAAAGAGGTACAGATTTTTCCiyVGGCCATAATATAAGTTATTGTTCTGTAGAAATATCCT 
ATTAAATATTGTATGTCCCTCCCTCTGTACCCTTTGT 

>GBEQ0412 |Acc|CD5357 64 | Ver | CD5357 64 . 1 GI : 3157817 9 | LeukoN5_8_G01 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_8_G01_A027 3', mRNA 
sequence. : Start : 1 : Stop: 4 83 

GTTTAGGAGAACGGCAGTCTGTGGCGATGGAAAGAGTTCTAACAGACGGTGGCGCAAAAAAGTCAACTTT 
TCTTCATCGTTTATTGTCCGTAAACGCATCTCCTGAGGATCTAGCTGGGCCTTCTCTCTGGGTTTGGGTT 
ATTTCAGCTTACATGTGTCCTTTCTATTATGTTGTTATCGTGTGGTGGTTTTTCAAACAACTAGGGAAAC 
AGAAACTCTTACTCTGTAACAGCAATGAATTCTGCCATTACTCAGGGGAGGGACATGGGGTCGTCCTTTA 
GCACCACTCTCTCCATGATCTCCACCAGTTCCTTGAGCAACCTGCATAACAATGTCTTCCGAGTACAGAC 
AGCATGCAGCTCTTGTCCTGTCCCTTAGGGCCATTTAACCAGATAATCAGCTAGGAGCCTTCCATTTTGC 
TCATTCTGACCCAAAATCTTTGCTACTTAAGTTCTGGACTCTGTTTTTCATAATAGGCACAAT 

>GBEQ0413 1 Acc I CD535759 ] Ver 1 CD535759 . 1 GI : 3157817 4 ! LeukoN5_8_E10 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_8_El 0_A02 7 3', mRNA 
sequence . : Start : 1 : Stop : 582 

GCCAGCTGAACGCAGACCTGCGCAAACTGGCCGTGAACATGGTGCCCTTCCCCCGCCTGCACTTCTTCAT 
GCCCGGCTTCGCCCCGCTGACCAGCCGCGGCAGCCAGCAGTACCGGGCCCTGACGGAGCCCGAGCTCACC 
CAGCAGATGTTCGACTCCAAGAACATGATGGCCGCCTGCGACCCCCGCCACGGCCGCTACCTCACCGTGG 
CTGCCATCTTCCGAGGCCGCATGTCCATGAAGGAGGTGGACGAGCAGATGCTCAACGTGCAGAACAAGAA 
CAGCAGCTACTTCGTCGAGTGGATCCCCAACAACGTGAAGACGGCCGTGTGCGACATCCCGCCGCGCGGC 
CTCAAGATGTCCGCCACCTTCATCGGCAACAGCACGGCCATCCAGGAGCTGTTCAAGCGCACTCTTAGTG 
AACTGTCGTTGTCCTCAATCACGCATGGTCTTTCTATTTGTATACTATGGTGCTCAGTTTTGCCCCTGTC 
AGAAAT T CACACTGTTGAT GTAAT AAT GT GGAACTGCTC TAAAAAT TATAGTAT T GTCTAAGATATCTAT 
ACTAATAAAAAAGCATGTGTCC 

>GBEQ04 14 | Acc I CD535754 | Ver | CD535754 .1 GI : 31578169 | LeukoN5_8_D08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__8_DQ8_A027 3', mRNA 
sequence . : Start : 1 : Stop: 573 

CAGATCCTGGTGATGCTTGAGACAGTTCCTCAGAGTGGAGAGGTCTACGCTTGCCAAGTGGAGCACCCAA 
GCCGGACAAGCCCTGTCACAGTGGAATAGAGGGCCCAGTCTGAATCTGCACAGAGCAAGATGCTGAGTGG 
AGTCGGGGGCTTCGTGCTGGGTCTGCTCTTCCTTGGGGCGGGGCTGTTCATCCACTGCAGGAACCAGAAA 
GGAAACACTGGAC TT CAGCCAACAGGACT C TT GAGCT GGAGTAAAGAT GGCGACCT T C AAGGAAG AACCT 
TCTGTCCCAGCTTCTTTGCAGCATGAAAAGATTTCCTGCTTGGTTCTTACTCTGCCGAGAATGCTTTCTC 
AGGATCTGGTTTGCTCCTGGTTCAGTGACACTGCAGAAAATGCCCTCCCCATGGCTTCCTTAGTCCCTGC 
CCTAGGCCTGGAAGTCCCCAATATTGATTGCAGTACCTCATCTTCATTCTCTCCCAGTCTCCATTGTATT 
CAACGCTTATGGTCTCCCTTGAATTTGAACACACCTTCTGCCCACATTTCTTTGTAAAGTTTTTCTCAAA 
TAAACAT GAAGTG 

>GBEQ0415 |Acc[CD535752 (Ver (CD535752.1 GI : 31578167 | LeukoN5_8_A09 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_8_A09_A027 3' , mRNA 
sequence. : Start : 1 : Stop: 540 

AAGGATTGTGGCATCCACCACATGGTACCTCCAGGTCCTATGTTTGTCAGTTGCTGCAGAGATGGATTTG 
GAAGATGGAGGAGAGATGCCCAAACAACAAGATCCCAAGTCTAACTAAATACCTCCTGGAATCCTGAGCT 
GTGGAAAGCAGGGGCCTCTTTCTCCTACTGGCTGGAGCCAAGGAAGCTGAAAAGGAAAGCTCACTTCTTT 
GGAGGCACCTCTCCAGAAATCTGGTCTAGGCAGCTTCAACAACTTTGAACTTGCTTTTTGAGAGATGGAA 
AGT AAT T TAT T TGT T T TGCTACATAT TGT TCCAGAT T TT T T TAAAGGGACAATAAAGCAGACTATGGT GG 
GGAGCATGTCAGGTGTGGGCTTGGTTGTTCTAATAGCACATTCCCATGTGTTAAGATATTCACTCACCTC 
TGGATGTGCCTACCCACTCCTCTTTTCCTTTA2\AAGGGCCAATAATGCTCCAAACTTCCGTCTCCTTTAG 
AGAGACATGAAACTGTCACAGGTGTTGGACAATAAAAGGATTATGTTCCT 

>GBEQ04 16 | Acc | CD535750 | Ver | CD535750 . 1 GI : 31578165 | LeukoN5_8_F04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_8_F04_A027 3 f , mRNA 
sequence. .-Start : 1 : Stop: 604 

ACTGCAAATGCTGTCCCCCAGTGAGCGGCAGTGTGTGGAGACAGTGGTCAACATGGGCTACTCATATGAG 
TGTGTCCTGAGAGCCATGAAGAAGAAAGGAGAGAATATTGAACAGATTCTTGACTATCTCTTTGCACATG 
GACAGCTCTGTGAGAAGGGCTTTGACCCTATTTTAGTGGAAGAGGCTCTGGAAATGCACCAGTGTTCAGA 
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GGAAAAGATGATGGAGTTTCTTCAGCTAATGAGCAAATTTAAGGAAATGGGCTTTGAACTGAAAGACATT 
AAGGAAGTTCTGCTATTACACAACAATGACCAGGACAACGCTCTGGAAGACCTCATGGCTCGGGCTGGAG 
CCAGCTGAGACCAGGCCTGCCAAGGCCCTGCCACGGAACCAGCCCCACAGGAGGCCCTGAGGAGCCCACC 
TGTGGGGGAGAAGGGGCACTCTTGGGGATTTTCTTTTGGGGGTGGAAGGTCAGGTGGGAGACTCTGCTTG 
CCCGTCTCCCTGAGCCTAGGCCCTGAGCTGGGGAGCAGAGGGGAAGATCGGGACAAGTGAATGCCCCCAA 
ACTGTCCTGGCTCCTTCCATATTAAATGTATTTTGAGAAGTGTC 

>GBEQ0417 | Acc | CD535746 | Ver | CD53574 6. 1 GI : 31578161 | LeukoN5_8_A08 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_8_A08_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 5 98 

CCCCTATTCTAATATAACAGTCAGGGAAGAGTCCTTAAAGTTTAATCCTTATGATTCTAGCAGGAGAGAA 
CAGATGGCAGACATGGCCAAAATAAAGCTAACTGTTTTGCATTCTGAAGATGAACTAAATCGCTGGGACT 
CTCAAATGAAACAAGATGCCGGCAGATTTGATGTGAGTTTCCCAAACAGCATAATTAAGAGAGACAGCCT 
TCGAAAGAGGTCCGTACGTGACTTGGAACCTGGTGAGGTGCCTTCTGATTCTGATGAAGATGCCGAACAC 
AAATCCCACTCACCCAGGGCCTCTGCATTATATGAAAGTTCTCGATTGTCTTTTTTATTGAGGGACAGAG 
AAGACAAACTACGT GAGCGAGATGAAAGACT CTCTAGT T C T T TAGAAAGGAATAAAT T T TAT TCTTTTGC 
ATTGGATAAGACAATCACACCAGACACTAAGGCTTTGCTTGAAAGAGCTAAATCCCTCTCTTCATCTCGA 
GAAGAAAATTGGTCTTTTCTCGATTGGGACTCCCGATTTGCTAATTTTCGAAACAACAAAGATAAAGAAA 
AGGTTGACTCTGCTCCAAGACCTATTCCATCCTGGTAC 

>GBEQ0418 | Acc [ CD535 693 | Ver | CD535693 .1 GI : 31578108 [ LeukoN5_7_F04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_F0 4_A0 2 7 3 f , mRNA 
sequence .: Start : 1 : Stop : 64 1 

AAGGATCGGGGAACTAAATTTTTATGGCTTTAGTTCCCTGTGATCTGTGCATTTATACCTGCCTATGTGC 
CGGCCACATCTGAATGTAGCTGGTGTTTATGCTGAAGTTATTTGTGTATTTTAGCTTCTTTTTCTTCATA 
TTTATAATGTTGTTCTGGCATCATCAGATTGCAGTTTCAATTAGCTTGTGAAATACTACTCATCTTCTGT 
CTTCACCAGCAGGCTCTGTATTGTTGATATTTCAACTTGTTTTATTCTTACATTGGCGGAATTGAAGGAA 
TTAGTTTTTAATTGCATAAAATGTCTGTTTACTAATTGGTGGAAGATAGATGTTTGTATTTAAGCAGTTA 
CATTTGTATTCTAGCTCAATAGAAGAAAGCCGAAGTGTTGTATAGCCTGTATTTTTCATTGAGATCATGG 
GCATTTACTGTACTTGCTGGATCTTACCAAGGTCATGTATTCTTCTGCATTGCCAAAGTGTCTGCATACC 
AAAT TAAAGGGGTT T T TAAATACGC T TCATGGCAGTTGTTTATAAAGGTCAAAGGGGAAAAT TC T TAT T T 
ATTAAAGTGGT TTAAATAAAATAGAT TAAAAT GTCCAAAGAGT T TAAT GGCT AT T TAGGAAAAAAATATC 
ACT T ATAAT TT 

>GBEQ04 19 | Acc | CD535 687 ) Ver | CD535 687 . 1 GI : 31578102 1 LeukoN5_7_E09 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__7_E09_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 60 9 

GAGCCACATAATGGGAAATGCAAGGAATTCTTCCCAAACCACCAGTGGGTAAAGGAGGCGACCGAGGAGG 
ATAAAGACGACGGCCCCATCCAAGAAGAAACCAGAACCCCCTTAAGTGTCCCCTGCAGCATGGAAAGCAA 
CAGGCAAGACACTGAAGTCAGAAGGCGGGTCGCCGGGGGAGGTCCTGCCCAGGGGGAGCTGTCGCCGCCC 
AAGGAGGAGCAGGACCAGGCGCTGACTCACTGGAAGCCGTTCCTGGTCAACATGTGCATGGCCACAGTCC 
TCACGGCCGGCGCGTACCTCTGCTACAGGCAACACATAGGCTGACCCACCTCCACCCTGCTGGCGGCGCA 
GGCTGTGAGCAGTCTGGAGTTGGGCTTGTCTGTCTGTTTCTGAAGTCCTGTATATGTATGCAGTAGTTTG 
GGTGTATATACATAGTAGCATTTCAAAATGGATATACTGGCTTCACCTCCTATCCTTGGAAAACAGATGG 
CTCTCCATCTTGTTACATGTATGTTAGAGAAGTAGTGAGCTGCTCTGCTATATGCCTTAAGCCGATATTT 
ACTCATCGGGTCATTATTTTTTACAATGGCCATGGAATAAACCATTTTT 

>GBEQ0420 | Acc | CD535686 | Ver | CD535686. 1 GI : 31578101 | LeukoN5_7_A08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_A08_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 623 

AGTAACAT CAAACAAAAATAT T TAACT TTCATT GCAT T TAACAGAGGAAAAAAACAGGTGAAACCAAAGA 
AAATGT TGAACTTCAGGAAAGT TCT TCAAAGCAGATAT TAAGCCCCCAAAT T T C TAT TAAAAT T T AAAAA 
TGATTAAGTGAACTTGGAGATCATTAAACTGTTTCTCAGTAAGCATATTTCTTTCCCATTCGAAAAATTT 
GTTACTGTTGATTTATTAAAAAGCAATATAAAACCTACATTTATTTTTAGGGTGACTCTTCAGGAAAAAT 
TAGTAAAGGGAACACTGATCT GTAAGAAAAT TATT T TGTAAACAACAAAAAGT TGGCATCAGAAAAAAAC 
TCTCAAAGATTGTCTGTGTGGGGCTGGCCCGATGGCGTAGTGGTTAAATTCACGTGCTCCACTTCGGCGG 
CCCGGGTTTCTCTGGTTTGGATCCTGGGTGCAGTCCTAGCACCGCTCCTCAAGCCATGCTATGGGAGCGT 
CCCACATAGAAGAACTAGAAGGACGTACAACTAGGACATACAACTATGTACTGGGGCTTTGGGGAGGGAA 
AAAAAACAGAAAAAAGAGGAAGATTGGCAACAGATGTTAGCTTACGGCCAATTTTCCTCACCC 

>GBEQ0421 | Acc | CD535685 j Ver j CD535685 . 1 GI : 31578100 | LeukoN5_7_G12 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_G12_A027 3', mRNA 
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sequence . : Start : 1 : Stop: 585 

TAAGAGTGCCTTATTAAAGTGTAGATTTACTTCTTAAAATGTGGATGATAGGAATTTAAAGATTTATATA 
ATGCTTCAAAAGCCTTTAGAATACTGTAAGAAAAGGGTTTTTTAAAAATTGGGCTTATCTGTATATCTGA 
ACTCTTAGAACTTTCTTATAGCTGAAACACTAGGATTTATCTGCAGGGTTGCAGAGAGAGAATCCTGCCT 
GAAATAGACTCAAACAAAACCAAACAAAACCAGCCGACGCTGTTACACTTGATATTAAAATCTGTTTTCC 
CTCATTTCTTTCTCTTTTCTCTTGCTGCCCACATGGTGCCTTTATTTTTATGAGCTCCAGTTTTATGGGT 
TTAGTCAGAAACAATTCAGTTCTCAACATTGAATTTAGGAAGCTTTTTTTCTTAGATAAAAAGTCATATA 
CATTTTTTTAAAAATCTGTTTATCCAGGAAAATATATTGAAATCATGCTGCTGAGCCTCCACTTTCTCTG 
ATGTGTTGGTTCAGTTTTCTTTTATGATAGAACATAAACTAACATTTAAAAATTTACTGATGTATATTTA 
AAGCCAAATAAACTGTTTCATTAAT 

>GBEQ0422 | Ace | CD535683 ) Ver | CD535 683 . 1 GI : 315780 98 | LeukoN5_7_D0 6. bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_D06_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 55 9 

TAAAAAAGCAAAAGCCAGGGGAAAAAAGGAGT GAC AAAAAAGAGAT CATAAAT AGAAT T C TC TAAGAGGT 
TTGCTCTTAATGTTTTTTAAGGACTGTCGTGAGCCGTTGTCCACCCCCCACCCCGTAATAAATTGTAATT 
TTATACTGCTTACTCTAATTTTTTAACGCTGTAATAACTTTGAGACCACCTCTGACCCGCCACGTTATAA 
CTGTTGTAGAATCTTAAACATTACCAAGATGATTCCCATGAGGGTCTGGAATTAAATGCGTTGAGTAGTG 
ACTACATTTGTTTGTTTCCAACTTGATTTTGCAACTCTTATAATAAAGGTTTTTCCCACCTCATTCAATT 
TGTGTAGCAGATGGTACTTCCCAGCCTCTTTCAGTCCCCATTTTGAAATGCCCCCCAGTTTCGGGTATTC 
GTGTTTTCGTACGTGGATACAAACCTATTGGCACGAAGGACCATTTTTTACATAATGTTACATGGATATT 
TGACCCCCCATGAAAATGTTTAGTGCTAATAAGCAAAAATGGAAAGGTTTCCTAATAAATTGTTACATG 

>GBEQ0423 [Ace | CD535681 1 Ver | CD535681 . 1 GI : 31578096 | LeukoNS J7_A07 . bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_A07_A027 3*, mRNA 
sequence. : Start :l:Stop: 24 0 

AAG T GAC AG CTTCCCTT T CC T AAAAAT G CAAAGT T T GAG T T T CAT AT AG T G AGAG AAC T AAAAT AAT C AA 
TTGGCCAGTGAGATGTTTCTCATCTTTCTTGCTCAGCATTTTGAGTTGTTCCATGATCACTTTTGAATAA 
GCAATTTGCTTTTAATTAAATTTGGTGCCTGGCTAAAGATTCCCAAATTATAGTTTAAATTTATAATTAA 
TTCTCCCATCTTGCAATAAAGTGCCAGTTG 

>GBEQ0424 | Acc | CD535664 | Ver | CD535664 . 1 GI : 3157807 9 | LeukoN5_7_C01 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_C01_A027 3 1 , mRNA 
sequence. :St art: l:Stop: 5 63 

CTCCATCCTGCTCCAAGGAGTGAAGGAGTCTGACAGAGGAAGCTACACCTGCAGCATCCACCTGGGAAAC 
CTGACCTTCAGGAAAACTTTTGTGCTGCACGTGGTTCAAAAAGAGCTCCGAACATTGGTGACCCCGGAAA 
CCCTCAGACATGAGATCCTGGGCGGTAATCACCTGGTGATCATCGTGGGGATTGTCTGCGCCACAGTCCT 
GCTGCTTTCTGTTCTGATATTGACCTTGAAGAAGAGGAATAAGAGTTCAGAAACCTCCACAACTGTGGTA 
AAAAGCCTGGAGAACGCAAAGAAGGCCCTTCCAGAGAAACACATTTACACCTCAATAGCTACACGAGAGG 
TGATCGAGGAAGAAGAATCAAGTGGAAAATCAGAGGCCACCTACATGACCATGCACCCTGGCTGAGCTGC 
TGCAGTGGCAAACACTCCATCGGATCAGAACCTCCAATTGCATGGTATTCTTTATGGACGAGTTACTGAG 
AAGAATTGCAGAAATAAAAACCAACCCAAATGATTCCTTTGGCAAGTTATCCCTAAATAAATGTGGTTTG 
TGT 

>GBEQ0425 | Acc | CD535663 | Ver | CD535663 .1 GI : 31578078 [ LeukoN5_7_E05 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__7_E05_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop : 483 

TTAAGTATGCAGCTGACCCGCAGGACAAGCACTGGCTGGCTGAGCAGCATCACATGCGGGCAACAGGGGG 
GAAGATGGCCTACCTCCTCATTGAGGAGGACATCCGGGACCTCGCTGCCAGTGATGACTACAGAGGATGT 
TTGGACCTAAAGTTAGAGGAGCTGAAATCCTTTGTCCTACCCTCCTGGATGGTTGAGAAGATGCGAAAGT 
ACATGGAGACACTACGGACGGAAAATGATCATCGTGCTGTTGAAGCACCTCCACAGACCTGAAGCCCGGT 
CCCCTGGCTACACTTGGCAGCCCCCCTCCAAAGCCCTCTTACCCACGTGGCTGAGGCCACCGCTGGGATG 
GATCTCAGCAGCATTAAGCTGTGCCTGGGCTAGTTTGTAGTGACTCACTGCAGAGCACCCCCAGACTGGC 
ATGTGGTTCTATATTTGTAAAGTTATTGGGATAAGAAGCAATTAAACAGTTTGTAATAACCCC 

>GBEQ042 6 | Acc | CD535 604 | Ver | CD535 604 . 1 GI : 31578019 | LeukoN5_6_A05 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_A05_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 70 5 

AAGGACAAAATCAATTGTATTTACAAAACTGTAATTTGGTATGTTTTGTTTTGTTTACTGAACCTTGTTT 
TGTAAATACTATACGCTTAGCTTAAATATCACTTTCTTATAAACAATATAACTTCTTCAAATTGTGTATA 
TTGAAACATTAGCAAGTCTTGTTTTTTCTATAAAGAAAACACAATTGGTGACAAAGGTTTTCAATCATTT 
TTTCAAAATTATAATGCAATCCCAATGGTCAGCATATTTTGAAATTAAAATTTAAAGATCACATCTCTGC 
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ATTCATTTTTAATTATGCTAA.CACACTACAGATGTTCTGTACTTACTTTAAAAAAACTTGTCTGAGGTTT 
GAGGGAAAAGATGCTTATTTGGAATTTCTATAAAAAGTACCATTTTTATATACTTAGCTCAATAGTGACT 
TAAATAAAAGCGGTATTCTCAGTTGTTTAAAATCACTAGCCTATAGTAACCACACCTCAGTTTGAAATTA 
GATTTTTAAAATATTATTCCCTAACAGTTTCTTTTATATGGAGCCATAAGGAAGGAACCTAGTATACAAT 
TCCTTTTTATCTGGGAATCAGGGAGTAGTTCCCAAATACACAGGATTTACTGATAAGATTTTTTTTTCTT 
CCC T TCATATATAAAT T CACACTCAAATAGAAAAAT TAT TAAATAGCCAT TAGGGAAGGTCAGGAGACT T 
ATTTC 

>GBEQ0427 | Acc | CD535603 1 Ver | CD535603 . 1 GI : 31578018 | LeukoN5_6_C09 .bl_A02 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_C0 9_A0 2 7 3 ' , mRNA 
sequence . : Start : 1 : Stop : 4 99 

AATCCGGACTTTACTCAACCTATCTCAGAAGTTGTAGATGAAGTAATTCAGAATTGTCCTATTGACGTCA 
GGCGTCCTCTCTACAAGAATATTGTCCTGTCTGGAGGTTCAACCATGTTCAGGGACTTTGGACGTCGCTT 
GCAAAGAGATTTGAAAAGAACTGTAGATGCCAGGCTGAAATTAAGTGAGGAATTGAGTGGTGGTAGATTA 
AAGCCAAAACCTATTGATGTACAAGTCATTACCCACCACATGCAGCGATATGCAGTTTGGTTTGGAGGAT 
CGATGCTGGCTTCCACGCCTGAGTTCTACCAAGTATGCCACACCAAAAAGGATTATGAAGAAATTGGACC 
TAGCATTTGTCGTCACAATCCAGTGTTTGGAGTCATGTCGTAAAATTGACTCATAGTTACGGGGGTTAGG 
GAGGCGGGAAAGTTAATTTTCTTTGCATTTTAAAATATCTGGATCATGAAGAAAACGTGATGAAAATAAA 
TTAAAACTG 

>GBEQ0428 j Acc | CD535599 | Ver | CD535599 .1 GI : 31578014 1 LeukoN5_6_C01 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__6_C01_A027 3 f , mRNA 
sequence . : Start : 1 : Stop : 2 91 

AAGAACAAGAAGGAGGAGAAGGTGAAGAAGCAACGGTCAGCGGACAAGGAGAAGAGCAAGGGTTCCCTCA 
AAAGGAAGTGAGGGGGGCATTTCTTGAGCCTCAGCCCTGATCCCTGTGGAGGCCTCCAGTGAATGGATGC 
CCGCAGACTGAACCTAGGAGGCTGCCCCATTTTTTTGTAATTTAAATGACGGTGTCCCCACCTCCCTTTC 
CCTGACCCTGTATATAGCCCAGCAAGGCCCCAGATGGGGGCCAGGCCCTTTTACTCCTGTAAATAAAGCC 
CCTAGGAACCC 

>GBEQ0429 [ Acc | CD535597 | Ver | CD535597 . 1 GI : 31578012 | LeukoN5_6_E0 5 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_E 0 5_A0 2 7 3 f , mRNA 
sequence .: Start : 1 : Stop : 305 

AGACTCATTCCCTGAATGAGCAGGTGAAAGCCATCAAAGAATTGGGTGACCACGTAACCAACCTGCGCAG 
GATGGGGGCCCCCGAATTTGGCATGGCAGAGTATTTTTTTGACAAGCACACCCTGGGAGAGTGTGACGAG 
AGTTTyVGTTTCAGGCCAGTTTCCCTCAACACGGGTGACCTCCCTGATCCACCGAGGCAGTGCATGCATGT 
TGGGGTTACCTTTCCCTTTTCTATAAGTTGTACCAAAACATCTACTTAAGTTCTTGGATTTGTACCATTC 
CTTCAAATAAAGTAATTTGGTCCCC 

>GBEQ0430 | Acc | CD535594 1 Ver | CD535594 .1 GI : 31578 009 j LeukoN5_6__B06 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_B06 A027 3', mRNA 
sequence .: Start : 1 : Stop : 399 

AGGTTTTTTGGCTACACTATCCTCCCTGGGTCCAATTATCCAGAAGGTCAGAACATTTCCTAGAGGCAGA 
ATCCTACAACTTCCACTCCAAATGAGAAGGAGGCGCAAACTTTCAGTGATGCTGTTGAGCCCCTCCCACA 
TCCTCAAACCCTCCACATTTTCTTGGATCCTATGGTTTTTTCATCCAATTCTTTGAATTTCCCAGTCCCC 
ATATGTAAACCTTAGCAACTTGGGGGAGCTCATTCCTGGGAACATTTTGTAACAAAGTTATTGTCCAACC 
CTGTTTGTAGGGTGAATGTAATTTGGGGAGGGGGGATAAAGGCCCTCCTGGGGGCCCAACAGAGGGCAAG 
CAGTGGCTGGGGTCATTTCCAAGGAATAAAATTTGGTGGAACTATTGTT 

>GBEQ0431 j Acc | CD535587 | Ver | CD535587 . 1 GI : 31578002 | LeukoN5_6_B12 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_B12 A027 3', mRNA 
sequence . : Start : 1 : Stop : 602 

CCGGGAAGAGCCTCCGCCTGGGGACCGGGGCTCACCGCTTAGCTCAGCCCCGGTCCTAGGCGGCTGGTTC 
GGCAGGGGCTGCGCCAAACGCACAAAAAGGAAGAAAGTACTGTGACGTGGTCAGCGTGGTGCGTGACCAA 
GAACAGCAATTGGCACTTTGCAGATGGCCAGAACTCTTTTATTCAGGGCACGTGGCGCCATGAGGGCCAG 
GACTACCCCACAGGTCCTGGGGAGAGTTCTCTGGGGTGACACTTTCACCCTGACACATTAGCCATTTGTC 
CTTGTGGGGAACCCCCTTGCACTGCTGTGGTTGTCCCCGCGTGAGCCAGACGTGGAGGATGCTGGACCCA 
TCAGCCTCTTCGTGGAGGTGGCAGCCACCCGTTTCTGTGAGAACAGAACTGGCAGGCCAGGAGGAAGCAC 
AGGCTGCCTTACCTCATTCACGGGGCTAATCTCAGGGGCCTCCACCCTCTTTCTACTACTACTTACTGAA 
AATGTTAACTTTCTAGAAACCTTTTTCTGTACTGGGTATGCAACAGAGGGGTGGTTTTGACCCTTGGCTC 
TCAGCGGACCTTTTTACTGTTAGTAAACATCTCAGCACTGTC 

>GBEQ0432 | Acc | CD535583 | Ver | CD535583 . 1 GI : 31577998 | LeukoN5_6_F05 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_F05_A027 3 ' , mRNA 
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sequence . : Start : 1 : Stop : 616 

GCAT TCC T TTATTCC AT G AAAGGGGT T ATAT AGAGAAGACT T T T T GT G AT CT GAAAGAAGAATT TCATAG 
AATATGCATGCTAGCAAAAGCCCAAAAAGACCACTTAAGCAAACTTAATGTACCAGTCACTGCAACTGGT 
AAGGTT TGAT T TAATGTAT AGT AATAT TAAT T T TAT TGGT TGGAAT T GAT T T C T TT T T GAT TGTGAAAAT 
ATTTCTAAATGCTTAAGTGCTAGAGATCTGCAACTTGCACCTCACCATTATCAGTGGCTTAATACTTTGA 
CCATTTTTAAATTGCACAGGTCTAAATCTGAGTACGTATCTGTCAACTAGAACACTGAGTGTTTAACTTC 
AATTTCTTCCCCACTAAAACGGCTTCCTAACATTATTCTTATACTTTGTATTAACTGTGTCACAAATAAT 
AAATATAACATTATCCTTGAAATCTTTTAGATCTGTTGTGCTACAGACTCCAGTGAAGTTTTGCTAGGTT 
CAAACAGAAACCAAAATATCAAATATTGTACTTCTGACAGTAGATCACGAGGAGAAAGAAATAAGAAGAA 
ATGTTTTGGAAAAAGATGCCTATTCAGGCTTTTCAAGGATGAACATTACATTGAAT 

>GBEQ0433 ] Acc | CD535580 ) Ver ) CD535580 . 1 GI : 31577995 | LeukoN5__6_A02 ,bl__A027 Unstimulated 
peripheral blood leukocytes 1SI5 Equus caballus cDNA clone Leu koN 5_6_A0 2_A0 2 7 3 1 , mRNA 
sequence. : Start : 1 : Stop : 594 

AATGTTAGAATTGATTTCCAGGGATCAGTCAGCATGTATAGTTAATACTGCGGGGTTTTTTATTTGGCTG 
GCCTGAAC AATCCT TGAGGAGCACT CT T GACT GATT T T TAG AAC AT TCAGATTTACCC AG AAT GTT CC CG 
AGTGGTGGAGACAGGGGCCTCGTGGCGCAGACCTGGTGCCGGGCCGTTTGCTTACCAAGCGGGACCGGGT 
GCAGATTCTTCACTTCCTCGCTTCTGTTTGAGCTCAACACCTAAAACCAGTTTTGCTGCTATAATTCAAT 
AT TGTTAAT TCAT CTGCACAT T TAT CTGT T T ACCAAATGAAATAGAATAGGATTAT CTAATGAGATACAT 
GTTTATACTTAAATAGCTTTTTGAAAAACAGGCCTTTGGGGGAGTGAGTTTTAAGAAGTCCCTGGATTCT 
GCAGCTAGGTCACTTTTTAACCCCCGTGCAGAGAGATGGCCACAAGCTGCTCTTTGTAGCGCCCTCCACG 
GATCCCAGCCCGCCTTTGCTTGGGAGATCAGCGCATCCGCGAGCTCCAGTTTTCATATTGCAGCTGAGGT 
TCTTACCTACTCAATAAACTGTTTTTACTCANCT 

>GBEQ0434 | Acc | CD535579 j Ver | CD535579 . 1 GI : 31577994 j LeukoN5_6_B04 ,bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_B04_A027 3 f , mRNA 
sequence . : Start : 1 : Stop : 38 0 

GCCCCCCCCTTTTTTGCACTTGGGGTTCCGGCATGGACAATGGACCTGGGAGTGGGGTGGGGGTTCCCAA 
AGAGTTCAGTGAGGCCCTTTACACCTGCATCCCGACCCATGGGAGGGTGGAACCTTGGGGAGGACCCCTC 
CCTTCCCAGAGGGGCTTGCTGCCTGGCCCCCTACATTGGAACTGGAGGCAGGGAAAGGATGGGGAGAGGA 
GGGTGGGTCCCTGTGAGAAAACAGGCATTGCCCGCAGCCTTTTCCCCCGCCCCCTGCAGGAAGGAGCTGC 
CTGGACCCGCTCATGGGGGGAGGGGGCAGAAGTGTTTTTTATATATGGGTATATATTTTTTTTTTTAAGC 
TTTGAGCTGTCAACGAGACGTTTCCTTCCG 

>GBEQ0435 | Acc ] CD535578 | Ver | CD535578 .1 GI : 31577993 I LeukoN5_6 JD08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__6__D08_A027 3', mRNA 
sequence . : Start : 1 : St op : 67 0 

TTTCGGGGAAGGGCATATGTCACTAATAGAATGTCTCCGAAACTGGATTGACATGGGGAAAAAAACATCT 
TTCCCTTCTAGTTTTGAGAGACCTTCCTCTTGGTTCCCAGGAGGAGAGATCTCTTGACGTTGACACACAT 
GCGCCACCTTGGCACAAACGCCTGGTGGTGTGGAAAAACTAAAATTCGTTTTTATGTCTTCTTCACCCTC 
TCCGCCTTCAGCATAGACCTGACTCCCTTAAACCCAGAGACCTCTTGAGACCTGACCCCCCAAAATTGGT 
TACTAGTATGTCAGGCAATCTGGACTTGCCAGTGTCACCATTGAGATGGCACCCCTCAAAAGAGCAGCAG 
TTCCCTTATTTAGATTGTGGATCTTCAGATTGATAGTTCTGCCATTTTCATTTCATTTCCTGAAAGTCAG 
GGTCGGCTTGTGAAAAGTTGTTAAACAACATGCTAAATGTGAAACGTCAACCCTCACTCTAAACTTGCCC 
TGTTGAGAGCATCACATGAAGACTTCGTTGGGTTTTATAGTGGCTTTCTGATTTTGGTAGTCCATTGAAG 
AAGGGAGTTTGAAAGTTGTTGTATACTGTTACCGATTGTCTGCCCATGTCCTGCCTGAAATACCATGATT 
GTTTATGAAAAGTATCTTTAATAAAGCTGGATACAGTTTG 

>GBEQ0436 | Acc | CD535577 | Ver ) CD535577 .1 GI : 31577992 1 LeukoN5_6_H01 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__6_H01_A027 3', mRNA 
sequence . : Start : 1 : Stop : 607 

GTAATAGCCTAAACACAACTATTATTTACTTACAGCCTTATGTTTTTGTATTTCCTTGGTAGACAGTAAT 
TTTTTTTAAAAGAAAGGAACTGATATTTTAAAGACCAATTTGTTCTACCTAGCATTTTAACTATAATTTT 
TCTGCCGGATATGTTGAATGCACCAATTCTCTCATGCATGTTCATTCATTGCTACATAGTTTGGTTCTTC 
TGGAGTATT TT TATCACGTAAC TAT TAGAT T ACGGT T AGGAAAATG AGCAGAACAGT T AAATGAAACAT T 
TTTTGTCTTGCTAATTTTTTTCCTGAAGAACCAAAGTATTTTTTCAGCCGATAGTTGAATGAGTTTGTTT 
GCCTGCACTAGCTGTGCCTTTCATTACTTTGTTAGAGCAATGCAGCGACTTATACTAAGACCGTTCATCA 
T T TAAAAAACAGAAACAAAATTTGTCAGGACAAGT GT ATGGT T AAGAATT T CCAGTATGACCACACCCAA 
TAACT TAGCTT GT TAT TGGAT T TT T GT ATTT TAGGTGACATAGT TAAT TACAAAGAAACCTAATT CATAG 
TATGGTTATTGGTTACCACAGGGAGGTGAATAAAACCTAGTATTTTC 

>GBEQ0437 ( Acc| CD535574 | Ver 1 CD535574 . 1 GI : 31577 989 ) LeukoN5_6_G06 .bl_A027 Unstimulated 
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peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5 6 GO 6 A027 3', raRNA 
sequence .: Start : 1 : Stop : 639 

TGAGCCCAAGCCCTCAGTGGAGCCTGTCAAGAGCATCAGCAGCATGGAGCTGAAGGCCGAGCCCTTTGAT 
GACTTCATGTTCCCAGCATCGTCCCGGCCCAGTGGCTCTGAGACCGCCCGCTCNGTGTCTCTTTTCTCTT 
TCTCTTTAGTCTTCTCATAGCATTAACTAATCTATTGGGTTCATTATTGGAATTAACCTGGTGCTGGATA 
TTTTCAAATTGTATCTAGTGCAGCTGATTTTAACAATAACTACTGTGTTCCTGGCAATAGTGTGTTCTGA 
T TAGCAATGACCAATAT T AAAC TAAGAAAAGATAT GACT T TAT T T TCT AGTAGAT AGAAATAAAT AGC TA 
TATCCATGTACTGTAGTTTTTCTTCAACATCAATGTCCATTGTAATGTTACTGATCATGCATTGTTGAGG 
TGGTCTGAATGTTCTGACATTAACAGTTTTCCATGAAAACGTTTTATTGTGTTTTTAATTTATTTATTAA 
GATGGATTCTCAGATATTTATATTTTTATTTTATTTTTTTCTCCCTTGAGGTCTTTTGACATGTGGAAAG 
TGAAT T TGAAT GAAAAAT T TAAGCAT T GT T T GCT TAT TGT TCAAAGACAT TGT CAAT AAAAGCAT T TAAG 
TTGAATGCG 

>GBEQ0438 | Acc | CD535568 | Ver | CD535568 .1 GI : 31577983 | LeukoN5_6_F10 . bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_F10_A027 3*, mRNA 
sequence. : Start :1: Stop: 573 

CGCACAAGTTCTGCTTCCCTTGCTCCAGACAAAGCATCAAACAGCAGGGAGCTAGT.GGAGAGGTCTATTG 
TCCCAGTGGGGAAAAATGCCCTCTTGTGGGCTCCAATGTCCCCTGGGCCTTTATGCAAGGGGAAATTGCA 
ACCATCCTTGCTGGAGATGTGAAAGTGAAAAAAGAGAGAGACTCGTGACTTTCCGGTTTCAGAAAAACCC 
AATGATTACCCTTAACTAAAACTGCTTGAATTGTATATATATCTCCATATATATATATATCCAAGACAAG 
GGAAATGTAGACTTCATAAACATGGCTGTATAATTTTGATTTTTTTGAATACATTGTGTTTATATTTTTT 
TTGACGACAAAAGGTATGTACTTATAAAGGCATTTTCTTCTTTTGTTAACGTTATTAGCATATCTTTGTG 
CTTTATTATCCTGGTGACAGTTAACGTTCAATGTAGGCTGTGACTTGCGCTGCTTTTTTAGAGCACTTGG 
CAAATC AGAAATGC T TCTAGCTGT AT T TGTAT GCACT TAT T T TAAAAAGAAAAAAAAAGCCANAATACAT 
TTTCTGACATTGT 

>GBEQ0439 j Acc | CD535555 1 Ver | CD535555 .1 GI : 31577970 | LeukoN5__6_H06 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_H06_A027 3 1 , mRNA 
sequence. : Start :1: Stop: 516 

CATCACCCCTTACTTGTCTGCTCTCTTTGACAGGCTCCACCCCTGCCACCTCCTCACTTGCTTGTCACTT 
AATTTTGGTCACTTGCAAGTGTCCGTGTGATGTGATCAACACGCTGATTGCCTTGGTCAGTGACAAGGCG 
CTGTTCCCTTGGTTTTGTTAGTAAAATGCCTCGGCACGGGAGAAGAGATGTGCCACACGCTCATGGCCAC 
CAAGCCTTTACTTCCGTCGAGTTTCTTATTAGCCCTCAAGCTATGCCAGGAAAAGTTATACAATGCCAAA 
ATATTTATAAACCTTTACTTTGTTCATAAAAAATTTGACTTTGAATACTTTGTCATTAGGGGGTATCCTT 
GTCCCAAAAAGACACATAAGAATCTACTCACTGGAATTTAATTTGATTAGGATTGAACACTTCAGTTGTC 
TCTAGGCCCCACAGCAAGCAGTAAATGCCTGTTAAAGAAATGGAAATGTGAAATGTGTTCTGTATAACTG 
AAAGCAACTAAATATCCTTCTCACTC 

>GBEQ04 40 | Acc | CD535553 | Ver | CD535553 .1 GI : 31577968 | LeukoN5_6_D12 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6__D12 A027 3 1 , mRNA 
sequence. : Start :1: Stop: 661 

CCAAAAATACAATGCTTTGATAAACTACATTGAACTTCAAATTTCAGATGAGGCAGCATTTTCTTGAGAT 
AATTATCGAAGTTTCTTCCTTGTTGAATGATACAAAATCTCTCTGAAACTAACAGGAAGGTATTTTTACA 
TAACTGGGATAACTTGTTGCTATAATTGTTACCTCACCTCATTTTATTTTAACTAGTAATTTAAAAGTTA 
TTGTAAGTCCTCGAZIATGCTTGTAACTGAGAACCAACAGAAAAAAAGTTAAATTTAGAATAAGAATGATT 
TCCTTCATTTTCCCTTCTTGTTTTTGGTTGGTCATTGAACTTTTGTAAAATTTTGATTTAATGTATCTTG 
GGTCCTGTTACTTTATCATCTAAGACTCATTATTTTAATGCAGGAAAAAAAAAGATTTAGCAATTTCTTT 
TGGTCTTGCTTACATGTAAAGTATGCCATCCAGTCATTTAAGAGCCATCCCCAACTCCTCGGCAATATGT 
ATTTGAATTCACATTATTTCTGTTTTACAGCAGTTTTGAATAGCATATATTGTGTCACTGAGTGTCATAT 
TATTTGTAAGTGATGTAACATAGCCATCAAAATTGGTATCAAGTAATGCCTAATACTGTGGGATGTAAAC 
T T CACGAGATCATCGT T TCACAT TAAAT ATG 

>GBEQ04 41 | Acc | CD535550 | Ver | CD535550 .1 GI : 31577965 j LeukoN5_6_F0 9 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_F09__A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 610 

TTTTAAGGGGGAAAAATAAAAATAGTATACAGTTTGACTTTTTGGAATTCTACAGTTTTATCCTGGCCTC 
GTACTTGCTTGTATTATAAATGTGAATTTTATAGATGTTAGGCTATAAGTTGCTGTAAAATGTGTGTAAA 
TTTGTATCCTTTACACAAACTCAGTTCCTTACTCTGATACACAGTAAATATAACAGGGCTAAATGTTTTA 
AAAAAAATCAAAAGAATCTT T TAGAT TCT AGGAATACATT TAAACTT TTTAAAATGCT TAT TAAGACATT 
TGTCTAAGTCACTTGTGATGAAAACTACACAACTTTTTAAAGTAAATTATTAAGCAAACTGGAAAAGTGA 
TGTATTTTCATAGTGACCTGTGTTCCACTTAATGTTTCTTAGAGACAACTAGTGTCTTTTAAAAGTTATT 
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TTGTATTTCTAATTTCATAATTCAGAACTAAATTTTTCATAGAAGCAGAAGTGTTGAGCCATGCTACAGT 
AGCTGGGTGTTAGTCTCCTTGTCCTAATTCCCAACATTTCTTAAATTATTTTATATATCATACAGTTGTC 
ATTGATTATATGGATATATGTTTGTTCATCTAATAAATCAGTGAATTGTT 

>GBEQ0442 1 Acc | CD535548 | Ver | CD535548 . 1 GI : 31577963 ) LeukoN5_6__H12 . bl_A027 Unstimulated 
peripheral blood leukocytes 1SI5 Equus caballus cDNA clone LeukoN5__6_H12_A027 3 * , mRNA 
sequence. :Start:l: Stop: 405 

GGAGCGGCCCACCTTCGAGTACATCCAGAGTGTGCTGGAGGACTTCTACACCGCCACCGAGAGCCAGTAC 
CAACAGCAGCCGTGATGGGTGGGACCAGGGCAGGACCAGGCACCGAGGCGAGGCCAGTGGGGTGGCTCCA 
GCACCATCTGCCCCGGGGCCCACTCACCCTTCCCACTCCCAGACACCCACTCTCGCTCCAGCCACAGTAT 
CCTCATCTGTCAAGGGGGTGGGTTGGACTGGACAATCTCTTTTTGACTCTAGCAATCCACAATCTGCCAT 
TCTCAGGAGACCCCCAAGTTGACATTTCTATGGCCTGGGAGAGTTGGATTCCACTCACAGCTGTGGTTTG 
GATGGGAAAC T TTAAAAATAATGAAATAAAT AT T T AAAT AAAGGGTATGAATGCT 

>GBEQ0443 | Acc | CD535544 | Ver | CD535544 .1 GI : 31577959 | LeukoN5_6_D04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_D04_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 642 

AAGGTGAGAATGTTAAGTGGACTGATCCATTGCCAGAATGCAAAGAAATTGCATGTCCAAGCCCACCAGC 
AAXTGCCAATGGAATTATTCTAGAGCAACATGACACTTACATATATAGACAGTCTATAACATATAAATGT 
GAGAAAGGATTCACCCTGGTCGGAGGCAACTCTATTCATTGCACTGTAAAAGATGGCCAAGGGGAATGGA 
GTGGCCCGCCACCTGAATGCAAAGATAGTTCTCAGATTTCCAAGGTCACACCAGCGGTTGAGAAACCCAC 
CACTGTAGATGTTACAGCTACTGAAGCCCCATCAACTCCTCAGAAAACCAGTGCTGTAAGTGTTACAGGT 
ACTGAAGGCCCATCTCCTCCTCAGAAAACCAGTGGTGTAAATGTTACAGGTACTGAAGCCCCATCAACTC 
CTTTCTTTCCCTCCTCTAATTCCACACAATTTCCATGAGACTATTGCTGCTCCTCGATGGCTTTATCAAT 
GGCCTAATGATAAAAGACTGTCTTTTCTCTGATTCTTTAATCAACTGTCTCTTAGAACATGCACAGTAGT 
TTTTCTACATTCTGTGTGAAAAGTATTTATTAATGTGGAGTCGACTTTATGTTTTGAAATAAACATGACC 
AAGTTTAGTGTC 

>GBEQ0444 | Acc ) CD535472 | Ver | CD535472 .1 GI : 31577887 | LeukoN5_4_C01 . bl__A027 Unstimulated 
peripheral blood leukocytes 1SI5 Equus caballus cDNA clone LeukoN5_4_C01_A027 3 ' , mRNA 
sequence. : Start :1 : Stop: 5 66 

AAGCTGGAGAAGAAGAAACAGAAGGAACAGGAACAAGTGAGAGCAACGGGCCAAGGTGGGGACCTGATGG 
CAGATCTCTTTAACAAGCTGGTCATGAGGCGCAAAGGTATCTCCGGGAAAGGACCGGCGCCCGGGGCCAG 
CGAAGGGCCAGGTGGAGCCTTTGCCCGAATGTCAGACTCCATCCCGCCTTTGCCTCCCCCACAGCAGCCA 
CCGGGAGAGGAGGACGAGGATGACTGGGAATCCTAGGCCTCAGCTGCTGCTTCCTCCCCAGAACTCAGGC 
TTAGGTATGGCCCTCACGCGGAAACAGCGGGATGGGCTCCTCGGCCGGCAGCTTTCAGTCCCTGCTGCCC 
TTGGAGGGACCGGGCTGTGGAGGACTGTCCCAAGACTGTGCCTGGACCTTCTTCAGGAAGCGGGGAGGCC 
GGCTTCCGAGGCCACACGCTGGAAGGGGCCGGGGGGAGCCCTTGCTCTCTGCCTGTGCTTTACCCACCCC 
CT CAC CAGCAT GC T TTTTTTTT T AAAGAGACGC T G AGAT AAACAAT CC AT G AAT C AAT AAAGAAG CAT AA 
CGCAAG 

>GBEQ04 4 5 | Acc | CD535471 1 Ver | CD535471 . 1 GI : 31577886 | LeukoN5__4 JE05 ,bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_E05_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 123 

GGGGCAGGGCAGGGAATGGGGTTACCTGACCTTGTTTGAGGGTATGGGTTTTTTTTACTTCACTTGTTAT 
CTCAAAGAGTACTCGGAGCCAGTGATCCTTTTATCCCCCTACAGTCTTTAAGG 

>GBEQ04 4 6 | Acc | CD5354 67 ) Ver I CD5354 67.1 GI : 31577882 ] LeukoN5_4_G05 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G05_A027 3 ' , mRNA 
sequence. : Start :l:Stop: 703 

AGCAACAGATATGTGGAATATTGGTATAATAGCATATATGCTACTAACTCATACGTCCCCCATTTTGGGG 
C GAAG AT AAT C AAG AAAC AT ACC T C AAT AT T T T CT CAAGT T AAT G TAG AT TAT T C AG AAGAAAC T T T T T C 
GTCAGTTTCACAGCTGGCCACAGACTTTGCCCAAAGCCTTTTGGTAAAAAATCCAGAGAAGAGGCCCACG 
GCGGAGTCCTGCCTCTCTCACTCGTGGCTGCAGCAGTGGGACTTTGGGAACTTGTTTCACCCTGAAGAAA 
CTTCTGGTTCCTCTCAGAGTCAGGATCATGCGCTGCGGTCCTCTGAAGACAGGACCGCCNAAGTCCCCTC 
TGTAATGGAACCTGTAGTGACCGGGAGGACAAAGAGAACATCCCGGAGGATAGCAGCATGGTGTCCAAGA 
GGTTTCGCTTTGATGACTCGTTGCCCACTCCCCATGAACTTGTCTCAGATCTGCTCTGTTAGCACGGGTC 
TCTTTGACTCGCTTGGACTGCATTTGGAATTTGAAATCCACTCCCATGTGAGATGGTGGTTTGCAGCTTC 
ACATATGGCATGTTTATATTGTAAATGCACTTTTGCATAGCAGAATTTAGGGAAGAGTTTTAATGCTAAA 
T TACTAGCTGC TAGTAGAATTT TATTT CCTATCATGAGATATCAAGTCTGCAGAGAAGAAGAT ATTTAAA 
TAT 

>GBEQ0447 1 Acc | CD5354 64 | Ver | CD5354 64 . 1 GI : 31577879 1 LeukoN5 4 Cll.bl A027 Unstimulated 
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peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_Cll_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop: 664 

GGAGTTAATTTGCCACAGAAGGCTGGAGGATTTTTGATGAAGAAGGAGCTGAACTACTTTGCCAAGGCCT 
TGGAGAGCCCAGAGCGACCATTCCTGGCCATCCTGGGCGGAGCTAAAGTTGCAGACAAGATCCAGCTGAT 
CAATAATATGCTGGACAAAGTCAATGAGATGATTATTGGTGGTGGAATGGCTTTTACCTTCCTTAAGGTG 
CTCAACAACATGGAGATTGGCACTTCTCTGTTTGATGAAGAGGGAGCCAAGATCGTCAAAGACCTGATGT 
CCAAAGCTGAGAAGAATGGTGTGAAGATTACCTTGCCTGTTGACTTTGTCACTGCTGACAAGTTTGATGA 
GCATGCCAAGACAGGTCAAGCCACTGTGGCGTCTGGCATACCTGCTGGCTGGATGGGCCTGGATTTGCGT 
ACATTCTTCAGGATCCCATTTGCACTTCTTAGGGACTAAACCATTGTGCATTCTAGAATGCATGTATTTA 
TATTTTGCCTGTTAAAAGAAAGTGAGCTGTTAGCCTAGTTCTCTTTTTGAAGTAGCTTATTCTGATTAGC 
T T T GTCAT T GTT T CACT ACT CAGCAT GGAAACAAAAT GTAAT T CCAATT GT AGGT AGGGAGGGAGGTGAA 
GTTGGTAATCTGTTAAATAAATAATAAAAGTATC 

>GBEQ044 8 j Acc | CD5354 63 | Ver j CD5354 63.1 GI : 31577 87 8 | LeukoN5_4_C04 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_C04_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 689 

GGGTAAAAGTGGATAAGGCAACATTTATGGTTGGTAGCTACGGGCCTCGGCCAGAGGAGTATGAGTTCCT 
GACTCCAACTGAGGAGGCTCCCAAGGGCATGCTGGCCCGAGGCACTTACCACAACAAGTCCTTCTTCACC 
GACGACGACAAGCACGACCACCTCACCTGGGAGTGGAACCTGTCCATTAAGAAGGAGTGGACAGAATGAG 
TCCACCTGCCCATCCCTTTCCTTACCCATGCCCCGTGGAAGAATCCTCTCAGTGGGTTCACCACCCTGTC 
CCTNCCTCCCTGTTCACAGCTGGGTCCCTTCTCCAATGCTCCTCACATTCTCTTGTTGATGCATCTTATC 
CCACATTGTCTCTCAAAGTGGTCTCTAGCACAAGATGCTTAAAACCCAGGCTTCATCCTGCCCGCTGCAT 
CTGATCCCCCACCATGGCCAGATCTTTGAAGTTCGCCAACTCAATACACAATCATTTAATATTTTCTCCT 
C TTAT T T CCATT T GAGCAACTAGAGACCAGGAAAT GGGCAAACTAT CACTAACAGT CCT T T TGCC TT GGG 
TTCCAGTAGCTCATTCCGATCCCTAGATTCTTCTGTGGTTGCTGCTGGCTCAATGAAGGTCCCTAATCAT 
ATTCCCTGCCAGTTGGGGTTCTTCTTTTCTGGGAAACACTGTAAACAGCACAAGAGAGT 

>GBEQ044 9 | Acc | CD5354 62 | Ver | CD5354 62 . 1 GI : 31577877 | LeukoN5_4_E08 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4__E08_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 652 

AGGTTTGCACCCGATTTCTGGACATTTTATAGCTGAACATTACATGTTCTTAAAGGGACATGAAACTTAC 
TCGTATTATGGCCCTCTGAATTTACTTACCTTCAATGTGGGTTACCATAACGAACACCATGACTTCCCCA 
ACCATCCCGGAAAAAGCCTTCCCCTGGTGAGGAAAATCGCAGCCGAGTACTATGACAGCCTCCCCCCACT 
ACCAGTCCTGGATAAAAGTGCTCTATGACTTTGTGACAGATGACACCATAAGTCCCTACTCCAGGATGAA 
GAGGCATCAAAAAGGCGAGGTGGAACTGGAGTGAAGGTCGCCGGAGCCAGAAGAATTCCTCTCTGAAACG 
TCCAAGTAGCCGATAAGGTGGAGCTCTTGCATTATTAAACCGAGACCAAGGGGTGTGGGAGCCACCCTCA 
TACAGTTTCTGAGTGTGATCCCCGTGGTGTCAGGAAGCTAACCTGGCTCTACCAGCTTGTCCGCAGTGTT 
CAGCTTTACTCACAGGAAGTGTATTTGTTGTGTTGTCATTGTGGAGGATGTTTTCACCCATGTCTGACAG 
TTTGCTAGCATGTCATAAAGAAGCTTTTAAAAAGCTGTTTCTAGTACATTATTTTCACTATAAAGTTTTC 
CTTTATTAAAACTGTTAATAAA 

>GBEQ0450 | Acc | CD535455 | Ver | CD535455 .1 GI : 31577870 j LeukoN5_4 JB12 ,bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__4_B12_A027 3 1 , mRNA 
sequence. : Start : 1: Stop: 636 

GTGCCATGTGCAGCATGAGGGGCTGGCTGAGCCCGTCACCCTGAGATGGGAGCCGCCTCCTCAGTCCACC 
ATCCTCATCGTGGGCGTCCTTGCTGGCCTGGGTCTCCTTGGAGCTGTGGTGGCTGGAGCTGTGATCTGGA 
GGAAGAAGCGCCCAGGTGAAAAAAGAGGGATTTACGTGCAGGCTGCAAACAGTGACAGTGCCCAGGGATC 
TGATGCGTCTCTCCCACAGAAAGTGTGAGACGGTGGCCCTGTGGGAGACCAAGTGATGCAAGATTTGTTC 
ACGCTCCTACTTTGTGACTTCAGATCCCCTCTCTTCTCTTTCTGTAGCTGGCATCTGAATGTGTCTGTGT 
TCCTATTAGCATAATGAGAGGAGGTGGGGAAATTGACCCACCCCTGCCCTTCCACGACCCCCTCCCCCAC 
ACTGACCTTTGTGCTTTCCCTGATGAAATTTCCTGTTGCAGCAGAGGTGGGGCTGGGCCGGCTCCCTCCC 
TGTCTTAACTTCCTGTTGCACTCACTAGTGATCATTTGCTTCCTTGCTGAAAATATGGATCCAGATATGA 
ATTTTTTTCTAATTCTTCTTCTAAGGGATTGATGTGTTAATTAAAGAAGATTCCTAAAGTTTGAGAGTGG 
AAATAA 

>GBEQ0451 j Acc | CD535452 | Ver | CD535452 . 1 GI : 315778 67 | LeukoN5_4_A03 . bl_A0 27 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_A03_A027 3 f , mRNA 
sequence. : Start : 1 : Stop: 265 

CAGGCTGCATTGTTTGAAAGAATTGCCTGGTTTTGCTTTCGGTCCAGTGTTGAGACATGTGTCCCTTTTT 
GCAGGCCCTGCTCCATCCAGGGTTGTTTGGCCTCCCTTGGCCTTTTGGACCAGCAGCGAGGGGCCCTGGC 
ATGAACAGAAAAGTCGGAGGACGTGTACAAAGGCTTTGTAAAACCAGAGGCGGTTTCTATTTTTGTCTAA 
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TGTTATTCCAACTCAAGGTGAGTAATAAACATCCCTGGAACCAGCTTTTGGGGGG 

>GBEQ04 52 | Acc | CD5354 50 | Ver | CD5354 50 .1 GI : 31577 8 65 j LeukoN5_4_D09 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_D0 9_A0 2 7 3 f , mRNA 
sequence . : Start : 1 : Stop : 615 

GATTCCGTTTAATCACTGCTGGCCATTACATAGGTTTTGTTGTTTGGGGGCAGGGAGGGGGCTTTTGTTC 
CCTTTGGACGTAATATAGTCAATGCACTAACAATTATGTACATTCAAACTTGATTATTTTAAATTCGATC 
TTCGGCTGTACTGTAAATAGGGTACTGCATGGTAGTCTCCATATATGTTTATTACTTTTCTGTAATATTT 
AAGAGTTGCTTAAAGTATACAAAATGTACAGTTACTAAAAACAGCTAATTTTTTCCTTCTCTCCTCCTTT 
G AAAGG AAGGGG C T T GAG T T G T T C C TAG C T G GC T AGAACCAT AAT AAAC AAT GT AC C AG T AAT T T G T AAC 
TTAAGTATTGCAATATGTTAGTAACAATCTTGCAGCCTTGTTTTCCAAAGTTCATTTTATTCTGATCAGT 
ATATTGCACTAATTGTTTTAGGTATTTTCATTATATGAAATCTACCATGTGTCAGAGATGATTTAATCTA 
T T TAAGTGTT GAAC TGCT GGCAGAAC T TGTACAT TT AC AGTAAT TC AGAAT TAGT AAGGAAAACAGT T CA 
CCAGTGTTTAGTTTTATATTGAGGTGCTCAGGTTGGAATAAAGTGGTTAAAAAGC 

>GBEQ04 53 | Acc| CD5354 4 8 | Ver | CD5354 48 . 1 GI: 31577863 | LeukoN5_4__C03 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_C03_A027 3", mRNA 
sequence. : Start : 1 : Stop: 67 8 

GCCAAGAGGAGAAAAATGAGCCAGAAGGGCAAGAGAAAGGGGGGCCGGCAGGGTCCAGGGGGCAAGAGGA 
AAGGGGGCCCGGCTAGCCAGGGAGGAAAGAGGAAGGGGGGCTTGGGAGGCAAGATGAATTCCGGGCCGCC 
TGGCTTGGGTGGCAAGAGAAAAGGAAGGCAACATCAAGGAGGAAAGAGGAGGAAGTAAATTGCCCCCGCG 
AACCCGTGTAAACCAAGAACTATACTAAATTTTAAGTTCTGCGTACTGTACTGTAGGGGGAGATGCAGAA 
GAAGGTGACCGATACCTTCACTGAGCTTGAGGTTGAAGGGATAGAACTGCCCTTCCCTCAAGATATTGTG 
TAAGTGTTGGACTCTCCAAATTAATGTTTTTCCCACAACCAAGACTTTGGAGATTAAAGGATGTATTTGA 
GGACT TAAGAAT TAGGGAAAGAAGT TGGT CGAAACTGAGAAT GAGT T T TGT T T TCAGACAGACATCT T T T 
TCCTTTTTAACTTTTGGATATGGTGTGAGGAACAGTTAGTCATGTTTTGACCCTTAGATTGATTTCTTTT 
AT T CATTATTT TT GTAACAAACCTGT GTATT TATC AAAGTCAGGGGGAAACAGGAAGAT TACATT T TCAG 
AACTGGAGTTACAAGTCACTGTTGTAAAGGTAATGTAATAAAAGTATA 

>GBEQ0454 | Acc | CD535447 | Ver | CD5354 47 . 1 GI : 31577 8 62 | LeukoN5_4_D05 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_D05_AQ27 3', mRNA 
sequence. : Start : 1 : Stop: 661 

CTTTTTGTCTATTGGTCTTCTTTTTGCCCCTGCCCTCTTCCCCCTGCCCTCTTCCCAATGAAAGCCATGT 
CAAAT T AAT CACTGGAT TGACTACT T CAT CT TT T TATGT TTAAT GGAAGGTATACCACAGT T GTAAAGCA 
ATAAGATTTGGATGAACATATGGAAATTTTGCTTTTTGCTAAATGGTAGCAAGTTGAACAGTGATCAAAA 
AACATAGGGTTTTAGTTAAAAATGATTGCTTCTTTCTCTACCTGGACTTTTTAAAAAATCAATTGTCATC 
TAATACGAGTTTATATATCTGTATAAAAAGTATAGATATCTAAAAAAAATCATGACTTTAAACTTCCACT 
GATGGGGCAGATAGGAGATAAAGATGAATTCTGCGTTGTTACTAAAAGTATTCGTATTTTTTACCTTGGG 
GGCAGGGCAGGGAATGGGGTTACCTGACCTTGTTTGAGGGTATGGGTTTTTTTTACTTCACTTGTTATCT 
CAAAGAGACTCGGAGCCAGCGATCCTTTTATCCTGCTACAGTCTTTAAGGAACTTAAAAAAACAAAAAAA 
.GCAAGGGCCGCCAAAACTTAAATTACTTTTGATTTTTTATTTCATTCTCTAATGGTTCATGTTCTAAAAT 
ATATATGTATCTATTCTGTTTCTTGGATAAA 

>GBEQ0455 I Acc j CD5354 43 | Ver | CD5354 43 . 1 GI : 31577858 | LeukoN5_4_D01 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4__D01_A027 3 f , mRNA 
sequence. : Start : 1 : Stop: 619 

GTGCCCCATCCCCCCGGGACCCAGTCTGCATGTTGGCCATGGCTGCAATTTCTAGCCTGTTGCCTCTTCA 
TCTAGATCCCATTCCCGGACATTCCCTTTTCCTTCACCCAAGTTTTCCCCTTTGCTCAGCTCCGTGGTTT 
CTTTCCTTCATCTTTTTCATCCTCTGCCCAGTGTAAGGCTGTCACCATGTGAGAGGCCACCTTTGCCTGG 
TGGCTTCATCTCCACCAGCATCCCCTTTCCCTCAGGGGGCCCTAACCCGCCAGACTCCAGCTTTCAGAGG 
GGAAAGAGGTCCTCTGAAATGGTTCTTCCCCACATTTAAAGGGACTCAAGGTGCCTGCCACTTCCTCAGT 
GAAGAAGTCTGTGTTCCACCCCATTACCCGTCAAGATTTCCCCCTCATAGTCCCAGAGTGGCAGATAGGA 
CCTGGCTCCAGGGTTCTAGCTCCTGTCACCTGGGTCAGTGCTAGCACAATCTGCCAAAGTTCTAAAGACC 
CTCCCCCAAGACCCCATCACCTCACATGCTTCTTCTGTGTGTATTTCTTTTTGTTTTTATGGGAGGTTTT 
GGGAGCAATTTAAACTCCCAGTTGTTTATTTTCACAAAAGGAAATAAAATAGCAGTTGC 

>GBEQ0456 | Acc I CD535442 | Ver | CD535442 . 1 GI : 31577857 | LeukoN5_4_E03 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA' clone LeukoN5_4_E 0 3_A0 2 7 3 1 , mRNA 
sequence . : Start : 1 : Stop : 677 

AGTGGGAACTTTTTCTACTTTACATACAAGTTCTGTATGTGTAGAAATAAGTAAATATGTATTTAAGGAT 
AATTTTCATGAGGGAATTTTAAAGGCCATCTTGCTAACCTCACAAAAGGTATTAGGTCATGGAAGAAGTA 
TTCATGTCTTTTCCCTCAGTGATACCATGGGCCCAAAGTTGGAATTGCTCTTTAAATCTTTTAAATAGAT 
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AGTGGCCATTTCAGAAGCTCTTAATAGTAATGTTGGCCTCATATTGAACTTTAAACATTTTTTAGAATTT 
TCCTAAAAGTCAAAATATCATGGGTTGAACCACATCAATTAATACAGCACGAGGGAGCCTGTCCAGAGGA 
ATAGCCAGCACTGAGAATTTCCACTCTTGTCTGGAGCTGACCAGTTTGGGGTGATTCTCTTTCTTTCAGA 
AGTCCTTTTTGATTGCAATGTGCTACTGGTGTCTAGTTAATTAGAAATTAAGGCATTTCTGAATTGATGT 
AAGTGGAATATTTTAATCTAAAAGTTTTCAGGTTACTTGAATATTTTTTAAAAATTGAGCTTTATTTCTG 
CTATTTACCCTTTCATTTTTGTATATCAAGTTATTATACTTAAAACTGTTATCTTGAAACTTTGTGAACC 
AACTTGCTGTATTTGCACTTTGAGCTATTGAAATAAATGTGATTTTT 

>GBEQ0457 I Acc | CD535440 | Ver | CD535440 . 1 GI : 31577855 | LeukoN5_4_G07 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G07_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 609 

TAAGATTGCTGTTTGCATTGCCACTTTGCATAAGGAAGTAATTTTGGGTTTGAAAAACTGCAAATTTATA 
GATCTGAAATCCACCCATGTGATCATATTCTAAAGGCCATTTAAAACAAATAGGAGAGTTTAGGGAAGAG 
CATAAAATAATGTGCTTTGGGCGTTTGACTGACTTGGAAATCCAAGCTTATTTTAATTAAGACTATTAAA 
ATCATTTTTTAAATTATGAGTTAGTTTTGTTGGAAAAGAGAAAATGATCAATGTCAAATTTTCCCCCCCA 
ACGTAAATATCCCCCCCCCCATGGAATATGCGAGAGAACTATCCCATAGCATTTGATACCCACTAGTCAT 
CGTCTCAATCCATGATCCTGTACGTTGTCATCAAAATATGATTTAGAAATATTGGCCAAGATTTGTTTCT 
TTAACTGAAAAGAAAGCCCCCTGTTTAAATGTGTAAAAGAAAAATGCAGAGGTTATTAAAATGTAAAGAG 
GTACCAGTCTTTGGATTTGTCTCTACATATATATGGCTCTCCCTTAATATACCCCTTTTTTGTTTGTGAC 
TTTCAATTGTAATCAGTTAATAAAGTATAAATTTTCTGCATTCAGGTTC 

>GBEQ0458 [ Acc | CD535439 | Ver | CD5354 39 . 1 GI: 315778 54 | LeukoN5_4_H09 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_H09_A027 3 1 , mRNA 
sequence .: Start : 1: Stop: 687 

TATGTCCCAACGGCCAAAACTTATCCCAGTAAATTGGCAAGAAGTGAAAGCCGAAGTGGATCCAACCGAA 
GAGAAAGGGGTGCCCCACCGCTTCCCTCCCACCCCGAGGTGATCCTTGCCTGCTCTTCTCCACCCAAGCC 
CAAGAGGTACTTGTGTTGTTGCTGTGGAGAGCTGCACACCTTCCTTCCCTTCTCTTGTCCTCTTCATATT 
GGCAGTAGGGAAGAAGGGAGGGTGATGTGGGAATATGTGTGGGGGGTGGGAATGCAGTGAGAAAGGCACC 
TAGGTTTTTATATTGTGTATATTCTCAAGCTACTGCTTGCTTCCGCTACAGCCCACCAGTGTTGGCTGCT 
TGGGGGTGGATAGGCTTTTGTGGCAAGTAGGCAGAGATGAATTTTGTCCCAGCTTTCAACCAACCAAATC 
CAAACTTTCACTGCTTATTTCCTCCAGGCTATAATATTAAAGTCCCTGAGAGCTGTTTGCTTCCCCGCCT 
CTTTTGCATGCTTGGCCTCCTGTCTGTTTCCATGAACCACAGACTCTCTAAGCAAATTGCTGCACGAGGG 
CGCTCCTAAAATTTTTGCAGTTATAGGATGTCCAATCTTTGATAGTCTGAAGAAAGCTCTAGGACAGAGC 
T GTCCAGTAGAAATATAAT GTAAACCAC ATATACAATT GAAAAATAT CT AGTAGCCA 

>GBEQ0459 | Acc | CD535438 | Ver | CD535438 .1 GI : 31577853 | LeukoN5_4_A06 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_A06_A027 3 f , mRNA 
sequence. : Start :l:Stop: 4 38 

TCCAGCCACCTTCATCCCTGGGTCGTCTGAAGCGATCCTCTCGATCCCCATCTCTCTCTCTGTCCCTTTC 
TCTCTCTCTGTCTCTGTCTCTATCTCTTTCCAGGTCCTTGTCATTCTCATCACGATCTGGATCCTCTGTC 
TCTCTCTCTTTTTCTCTATCCCATTCACGTTCTTCTGATGGTCTCGATTCTCGAGGTGGACCCCAACTCT 
CTTCCCTTGCTTCTCTCTCTCCCACTCTCCCCTGCTTTCCCAACTCTCCCCTCTCTTGCCCCACTTTCTC 
CCTTTGTCCTACCTCCCCCTTTTCATTTCAGTGAAATTGGA.GCGCTTTGAAATTCCAATCAAGGTTCGCT 
TAAGCCCAGAGCCATGGACCCCTGAAACTGGTTTGGTCACTGATGCTTTCAAACTGAAAAGGAAGGAACT 
GAAGAACC AT T ACC T C AA 

>GBEQ0460 | Acc | CD535436 | Ver 1 CD535436 . 1 ■ GI : 31577851 | LeukoN5_4_G10 .bl_A02 7 Unstimulated 
.peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_GlO_A027 3 f f mRNA 
sequence. . : Start : l:Stop: 674 

AAGAATCCAGTTTGGCTTAGTGTTTGAGATGGAATTGGGAATGTTGTTCCAAGATTTGGAATGCAGTCAT 
GCTCACATTCACCAAGCTTACTTCCGTCTGTCTGTCAGGAGCATGCAACAAATGTTTTGTTTGCCCTTTG 
CTTCTGCTTTTTTTCAGGGAAGCTGCTAAAGAATGTCGACGTCGAAAGAAAGAATATGTAAAGTGTCTGG 
AGAGTCGAGTTGCTGTGCTGGAAGTTCAGAACAAGAAGCTTATAGAGGAACTTGAAACCTTGAAAGACAT 
TTGCTCTCCTAAAACAGATTAGTATAAATATTTGACTATGAACTGATTACAACACGTACAGTTGCTTTTG 
AAGGCAATACAATATATAGCTGACAAGAATTATGGCTTTTTCCTTTGTATCATTCATCGTATTCTCTAAT 
CTCTAACATTCCTAAAATGCTTCACTGTACGTAGTTAACTCTTAGCTGTAACTTCAGTTTTTTAAAAGAG 
ACAAACTGTAAAAAAATGTATGTAACAAATTCTTAAAATGCAATATTTGTAAGACTTGTTTCAATGCCAC 
ATATTTGCAGTTCCCAATCTCTGTCATGAATAGTGTCCTATGCAATAAAATTTTTTGCAGGTCTTTAAAA 
ATCATTTTAGGAAAGGATCATCAAAGATAATGCATCCAGCAGTC 

>GBEQ0461 | Acc | CD535432 | Ver I CD535432 .1 GI : 31577847 | LeukoN5_4_H05 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_H05_A027 3 f , mRNA 
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sequence. : Start : 1 : Stop : 654 

AGCAACAGATATGTGGAATATTGGTATAATAGCATATATGCTACTAACTCATACGTCCCCATTTGTGGGC 
GAAGATAATCAAGAAACAT AC CTCAAT ATT T C T CAAGTT AAT GT AGAT T ATT C AG AAG AAACT T T T TCGT 
CAGTTTCACAGCTGGCCACAGACTTTGCCCAAAGCCTTTTGGTAAAAAATCCAGAGAAGAGGCCCACGGC 
GGAGTCCTGCCTCTCTCACTCGTGGCTGCAGCAGTGGGACTTTGGGAACTTGTTTCACCCTGAAGAAACT 
TCTGGTTCCTCTCAGAGTCAGGATCATGCGCTGCGGTCCTCTGAAGACAGGACCGCCAAGTCCTCCTGTA 
ATGGAACCTGTAGTGACCGGGAGGACAAAGAGAACATCCCGGAGGATAGCAGCATGGTGTCCAAGAGGTT 
TCGCTTTGATGACTCGTTGCCCACTCCCCATGAACTTGTCTCAGATCTGCTCTGTTAGCACGGGTCTCTT 
TGACTCGCTTGGACTGCATTTGGAATTTGAAATCCACTCCCATGTGAGATGGTGGTTTGCAGCTTCACAT 
AT GGCAT GT T TATAT TGTAAATGCACT T T TGCAT AGCAGAAT T TAGGGAAGAGT TT TAAT GC T AAAT T AC 
T AGCT GC T AG TAG AAT T T TAT T T C 

>GBEQ04 62 | Acc 1 CD535428 1 Ver 1 CD535428 . 1 GI : 31577843 ] LeukolS15_4_C02 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_C02__A027 3', mRNA 
sequence. : Start : 1 : Stop: 680 

CGAAAACCAGCTGCCCACTCTGGTCAATCCATCCCTTCTAAGGGGCTGAATCATTGTTAATTCAAATGAG 
GATTCAGTCACACTGTTGCCAAACTGGCATTCAATGTCTAGTTCCGGGAAATAATAATTGTTTCAATCAT 
CAAACAGTCCCTTCGAATACACAACTGCTTTGCTAACGAGTGGTCATGATCAACCATCACTCGCACGTGG 
TCAGTGTGGGCACACGGCAGTGGGCTCTCCTCGCCACGCTCACCCCTGGTAAGGAGCAGTCAGGCCATCC 
CTCAGGCCAGCCGGTCTGCCGCCGACTCGGTGGAGGGGCCTCAGTTGTGCCCGATGCCTGTGGTCAAGCA 
GAAATTCAGCCCTGAAATCAGGCAAATTCGTTTGTTGGACTAAATCCACAGGTCAGTTCAGTCAAAACAG 
GCAAACCCTGAGTGGGCGCAGATGCCGCCCGGGGGCCGTGCTGGTGGTGGGGGAGGGGAAGCTTTGAGCC 
CCAACACCCACTGCTCTGCCTGCTCCCTGTGGCCAGGGTTCCCCAGGGGGCTGACCCACAGGCGGAGACG 
GGGCCACGGAGGCAGGTTCTCCGGGGTCTGTGGGGGGTACGGAGGGAGAGGGCTGTGCTAGGGGCTCCCC 
ACCGGCACCCCCTTGGTAATTGTATGTGTGCGACGGGGAAGAATTTTCAA 

>GBEQ04 63 | Acc 1 CD535427 | Ver \ CD535427 . 1 GI : 31577842 ) LeukoN5_4_D04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__4_D04_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 607 

AGATCT T TCCAT ACTCAT AGT GAT T TTT CAAGTATTTGAGCCTAAAGATTT TGATCC TACGTT T T TAT AC 
CTGTTTAAATCGTTCACTGTTATTATTAGTCATCCATCAAATAAAGTTGTACTTAAAAAATTTACTACAA 
TTATGTACGTTTCTAAGTCGAATACTTATGACTTGTTTTAATTACAGGAAAGTATCTTGCCTCCTTGATA 
T TT AT AATCCT T T T T T TTCT AAAAT GGAGGT AT AATTAT ATGAC T TTT AAG AACT G AAAT AC AG AT AAAT 
GAT T TAAAAAGTCAGAAGT TAAGGAGAT TAATGT T TCTGTGGT CAT AAAG ACTGAT TGAT AATCCT T GCC 
TATATATTCCTGGTAGCATATGACAAATGTTTCTGAGGTAACAAGATGAGAACAGGTTAAAGATTTTGGG 
AT T TGGAGAGAAATATTTTAATTTTTAAAT GTAGT TAAACAAAT TAGAATG TATTCAT ATT TGTACT T TC 
TGTTAAAATGCATGATTACAGGATTGTTACTTAGATTTTTGTGTTTATTCTTGGTGAAAAGCTTTGTTTT 
TTTCTGGTTTTTAAGTTTGCACTCGAATCTTAAGAAATAAATCCACC 

>GBEQ04 64 | Acc ) CD535426 | Ver | CD5354 2 6 . 1 GI : 31577841 | LeukoN5_4_E06 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__4_E06_A027 3 f , mRNA 
sequence. : Start : 1 : Stop: 609 

TAGAGAATGCTAAGAAGCTAGGACTCCGGTGCCACTCGAAAGGGACAATGGTCACAATCGAGGGACCTCG 
TTTTAGCTCCCGGGGCAGGAAAGCTTCATGTTCCGCGCCTGGGGGGCGGATGTTATCAACATGACCACAG 
TTCCAGAGGCGGTCCTTGCTAAGGAGGCTGGAATTTGCTATGCCAGCATCGCCTTGGCAACAGATTATGA 
T TGCTGGAAGGAGAATGAGGAAGAGGT T TCAGT GGACCGGGTT TTAAAGAT T T TGAAAGAAAAT GGCAAT 
AAAGCCAAAAGTTTACTCCTCAGTACCATACCCCAGATAGGGTCCATGGAATGGTCAGAGACTCTTCGTA 
CTCTGAAGGATATGGCCCAGTTTTTTGTCTTATTACCAAAACAT T AAAAT AGCATGGCTGCCCAGAAGAG 
AAGACGACTTTCTAATTGTACACACTTGGGCAATTCCTGCCTAACTTTGAAAAACATGCAGCTTTCATGT 
CCT T GCGTGCTAAGGAAGAACATATAAGACAAGCCAT TGCATGAGTCAGAGAT GCC TAT CGGACGTGGAT 
T GCT TCAAAAAACAAAGAACGC AAATGACCAGCAAAT GATTGGGAAAGT 

>GBEQ04 65 | Acc | CD535425 | Ver | CD535425 .1 GI : 31577840 | LeukoN5_4_F08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4__F0 8_A0 2 7 3 ! , mRNA 
sequence. : Start : 1 : Stop: 562 

TGGTGGTGCCTTCTGGAGAGGAGCAGAGATACACGTGCCATGTGCAGCATGAGGGGCTACCTGAGCCCAT 
CACCTGGAGATGGGAGCCTCCTCTTGAGTCCCCCATCCTCATTGTGGGCGTCATTGCTGGCGTGGGTCTC 
CTGGGAGCTGTGGTGGCTGGAGTTGTGATCTGGAGGAAGAAGCACTCAGGTGGAAAAAGAGGGAGCTCCA 
CTCAGTCTACAAGCAGTGACAGTGCCCAGAGCCCTGTCTGATGTGTCTCTCATGGCAGTGTGAGCCTTTT 
TGGAAACTAAGTGATGCAAGATGTGTTCACACCCTCACTCGGTGACTTCAAGAACCCTGACTTCTCTTTC 
TGCAGATGGCATCTGAATGTGTCTGCGTTCCTATTAGCATAATGTGAAGAGGTAGGGAGACTAGCCCACT 
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CTTGCCCANNGGGACCCCCACCCCCCNACACACCATCATGTGATAGTACCGTGGATATATGTATATGCTC 
AAACTTGTTAAATTGTATATATTAAATATTTGCAGTTATTTTTATATCAGTTATATCTCAGTAAAACTGT 
TT 

>GBEQ04 66 | Acc | CD535423 | Ver | CD535423 .1 GI : 31577 838 j LeukoN5_4_F04 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4__F04_A027 3 T , mRNA 
sequence. : Start :l:Stop: 664 

GTTTCAATGTTTATTATAAAAGCCTTGCTAATTTAGTAGTGATGCTTTCCTTGGTTGTACAGGTGTACAT 
TTGTAAACCTTCATGCTGTAAATGAAATTCGTTTTATCTCTTTGGGAAACATTTGCATTTTAGTGTACAT 
TTATGTCCCTGCCCTCTTTGACCTGGCATATAGTGTTGTAAAATGTAAATTTATTTCTCCAAATCGAGAG 
TGAT T T T T TAAAAAT TTT T TATCT T TATAT GGT T T CAGAAGTATGAACCAGC T T T C T T T TTATT AT T GTG 
AGAAACATTTTGTTTTATAACATAGTTGTTAACTCTGTTAATATGGACATGCTAGGATTTGGATCATTTT 
CAAGAAGTCAGGGTATTGTGCATAATAGAAAGTATTGGACTGAGATATTTGGCTACTATGGAGGCCAATG 
CTTTTTCCATCTTATTAAATGTGATGTGACTTTTTTCTTTGTACAGAAGAGTACTGTATTTTTGAATAGC 
CTAC TCCCAAGTAAGAGCAAAT CTGTATGATAACAT T TT T T TCTCTGGACAT AAGACATAACAGTAACAT 
GATGTACATTTACAAGCGGCCCT.TATGTACATTTCCCCAACAATCTTTTTAAGGCAAAAATTGTGACCCA 
TATGTGTATAATTAAAATGGTTTTTAATCCTTTG 

>GBEQ0467 | Acc | CD535421 | Ver | CD5354 21 . 1 GI : 31577 836 1 LeukoN5_4_A0 5 .bl_A02 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone Leu koN 5__4 _A0 5_A0 2 7 3', mRNA 
sequence. : Start :1: Stop: 7 13 

TCAGGGACCCAGAGATCACGCAGCTGGTGAACGCTGGAGTTCTCACCGTCCGAGATGCTGGCAGTTGGTG 
GCTAGCTGTGCCTGGAGCTGGGAGATTCATCAAGTATTTTGTTAAAGGGCGCCACGCTGTCCTTGGCATG 
GTCCGGAAGGCCAAGTACCGGGAGCTACTCCTTTCGGAGCTTCTGGGCCGGCGGGTGCCTGCTGCGGTGC 
GACTTGGCCTCGCCTACCATGTGCATGACCTCATTGGGGCCCAGCTGGTGGATTGTGTCTCCACCACTTC 
TGGAACCCTCCTCCGCCTGCCAGAGACTTGAGGATTCTGCTCGTCCTTGCGCATCTCCCCAGAGTGGGGC 
AAGAGGGGCCCAGGAGTGCTCCCCAGCAGTGGCTGAGACGGGATCACCTTGGGAAGGCTTGGGATCCAGG 
ATGAGTGTTGGGCTTGTGGCCATGCAAAGAGTCAGGGTCAGACATGACTGTTGCTGTTTACCTGGGCTCC 
GACCCAGTGGTGGGGTTTGGGCAACGCTTCTCTGCCCTTCCATGGAGGTGGAGCCAGAATCCGTGCCAAG 
GCCATGGCTGCTGCCTTTCATGTAAAAAGGTGCTGTTGTTACTCTGTCTGGAGATAGGAAGGTGGGCTTT 
CTGGGGAGGGTGGTGAAGGAGGGCAGGGTTCTGTTCCCTACATGTTGGGTTGAAACTGCCAAATAAAGTA 
CTTCTGCCAGGAA 

>GBEQ0468 | Acc I CD535414 | Ver | CD535414 .1 GI : 31577829 | LeukoN5_4_A01 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_A01__A027 3 1 , mRNA 
sequence Start : 1 : Stop : 613 

CCCAGACCAGAAGGTTTGCTAAAAGGTCAGAGTAATGCAGAATGCGTGCCTTCATCTCAGACTTTGTTCA 
TCACAGGTGGATCCCGTGTGTCTTCAGTAGACAAGTCACCTTTGTAGCTAGCACCAGTGCCAGCTCCATG 
CCATTGCACCTTCTTTAGTCTTGATTGTCCTTCCCGCATTTATTGGTGTATTAAAATGACTGAATATGAA 
CATTAAGGACTCCATGAACCTGGGCTAATGGGAGACTGTAGAGAAAATGAAAAAAGATCCCCCGGAGGAC 
ATCTTTGGGGGGAGGGAACTTGGGAGGAGGGAAATGACTAATGAAGCTAATTAAAAGAAGCATTCAAATC 
TGCTTTCTACCCTCATTAACAATTAGCAGGGCACTGGCCAGAGTTTGTACCCTGTGTTTTACCTTAACAA 
CATTCTATTTGCTCCTTTGTATATTTAAGTGTTGTAAGGAAATGTGTTTCAATCAAAACTGAACATGAGA 
TAAAGGAAAGAGAT GTGGCT T TT GTGATAT TCTAT CACAAACACT T T TAT TGTATCTCT GTAAAATACAA 
TGTATGTATGCATGTAAGTGTTCTCGTCCTAATGTTGCTATTCCATGGCAAAG 

>GBEQ04 69 | Acc | CD535339 | Ver | CD535339 . 1 GI : 31577754 | LeukoN5_2__G08 . bl___A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_G08_A027 3 ? , mRNA 
sequence .: Start : 1 : Stop : 624 

AGCGCAAAGGGCCAGCTCACCAACATAGTGAGTCCCACTGCGGCCAC'CACGCCAAGAATCACCCGCTCCA 
ACAGCATCCCCACCCACGAGGCGGCCTTCGAGCTGTACAGCGGCTCTCAAATGGGGAGCACCTTGTCCCT 
GGCCGAGAGACCCAAGGGAATGATTCGGTCAGGATCCTTCCGAGACCCCACGGACGACGTTCATGGCTCG 
GTGCTGTCCCTGGCCTCCAGTGCCTCCTCCACTTACTCCTCACAAATCCGGAAGCTTCGTAGGGAACTGG 
• AGTCATCCCAGGAAAAGGTGGCCACGCTGACGTCTCAACTGTCTGCCAACGCTAACCTGGTGGCAGCTTT 
CGAGCAGAGCCTGGTGAATATGACATCCCGTCTGCGTCACCTGGCAGAGACAGCAGAGGAGAAGGACACT 
GAGCTGCTGGAT T TGCGAGAAACCATAGACTTCCT GAAGAAAAAGAAC TCT GAGGCCCAGGCAGT CAT TC 
AGGGAGCCCTTAATGCCTCGGAAACCACCCCCAAAGAACTTCGGATCAAGAGACAGAACTCCTCGGATAG 
CATCTCGAGCCTCAACAGCATCACCAGCCATTCCAGCATTGGCAGCAGCAAGGAAAATGATGCG 

>GBEQ0470 | Acc | CD535334 | Ver j CD535334 .1 GI : 31577749 | LeukoN5_2_Bl2 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_B12_A027 3 1 , mRNA 
sequence Start : 1 : Stop : 133 
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T TAT GAACAAT T T TGCCATCAAC C T TTAAAGGT T T T AAACCT GCCCAGAAAT CCACCACAGTAT T TGAAG 
TTTCCCTCTGTCTCCTCCTCTAATTAAGCTTGTTATTGGTTATGCACCAGCCTTCAAGATAAT 

>GBEQ0471 jAcc)CD535329 [Ver (CD535329.1 GI : 31577744 | LeukoN5__2__C10 .bl__A0 2 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_Cl 0_A0 2 7 3', mRNA 
sequence. : Start : 1 : Stop : 688 

GGGTAAAAGTGGATAAGGCAACATTTATGGTTGGTAGCTACGGGCCTCGGCCAGAGGAGTATGAGTTCCT 
GACTCCAACTGAGGAGGCTCCCAAGGGCATGCTGGCCCGAGGCACTTACCACAACAAGTCCTCCTTCACC 
GACGACGACAAGCACGACCACCTCACCTGGGAGTGGAACCTGTCCATTAAGAAGGAGTGGACAGAATGAG 
TCCACCTGCCCATCCCTTTCCTTACCCATGCCCCGTGGAAGAATCCTCTCAGTGGGTTCACCACCCTGTC 
CCTCCTCCCTGTTCACAGCTGGGTCCCTTCTCCAATGCTCCTCACATTCTCTTGTTGATGCATCTTATCC 
CACATTGTCTCTCAAAGTGGTCTCTAGCACAAGATGCTTAAAACCCAGGCTTCATCCTGCCCGCTGCATC 
TGATCCCCCACCATGGCCAGATCTTTGAAGTTCGCCAACTCAATACACAATCATTTAATATTTTCTCCTC 
TTATTTCCATTTGAGCAACTAGAGACCAGGAAATGGGCAAACTATCACTAACAGTCCTTTTGCCTTGGGT 
TCCAGTAGCTCATTCCGATCCCTAGATTCTTCTGTGGTTGCTGCTGGCTCAATGAAGGTCCCTAATCATA 
TTCCCTGCCAGTTGGGGTTCTTCTTTTCTGGGAGACACTGTAAACAGCACAAGAGAGT 

>GBEQ0472 | Acc | CD53532 6 1 Ver | CD53532 6 . 1 GI : 31577741 1 LeukoN 5_2_D0 5 . bl_A0 2 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_D05_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop : 755 

AAATGCAGCAGCAGATCAATTGTATTAGCAGAATATTGTCCTCATTGCATGTGTAGTTTGAGTACAGATT 
CCAAACTTATGGCTGAGTTTCTTCTAGTATGATCAGAAGTTTCTTTTTTCTTTGCTCTGAATAAAACTAA 
ACTGTGGGTTCTCTATGGAACATGGCATTTTGGGCTTTCCTCTTTTTGTAAAGTGATTTCTGCCTAGTTT 
ATTGTCCAGTTAACTTTAGTGATCTTTTAAATACAAGTTGGCATTGTAAATAAAACAGCTTGCAAAAAGT 
T T T C T G AAAT AG AAT AAC AAC G TAT TAT C T T TAT T CAT GAG T T GG AAAC T G G AAAAAG G C T AC T T G AGG T 
AAATGTTCTGAGTGGGGTTATTAGGATGTCTTCCAGCTTCCTGGAGTCGAGGAGTGCTACTGGTATTGAT 
CAGCCTTTATGGAGCAGAGCTCCCTTAATTGGATCTGAGGACTTGTTTTTGCATTTTTAATCCTCTCAGC 
TTTGAATATTTTGGCTAGAGACTCAGTTACTACTCACTTTGTGGTTTTGGGGGGAATATAAATAGACATT 
TGTTAGCTTTGCAATTAAAAAAGACAACCCATATAGTACGTCATCTTTTTATAATCAGTGATCCCATGTG 
GGGAAAACTATTCACACTACTTGCATGTAAAAAATAATTTAACCTTTAGTATTAAAATGTGTGGCAAAAC 
CTAGAAAAC AT CAGTCAAATGCAAGCTAT T T TCAATAAAAAGTAAGT TAC AT GGT 

>GBEQ0473 I Acc j CD535320 1 Ver | CD535320 . 1 GI : 31577735 | LeukoN5_2_G07 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_G07_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 545 

TAAAATAAAGAAAGCATTTTATCATTTGTCCCTTGAATGTAGAATTTGGTTTCAATTTCATAATTCTGCT 
TGCAAACAT AACAGTT TAAATGGT GTAT TAATATATATATAGTATAATT TAAAAT T TTCAT TT TATAAT T 
TTCCTGTTCCAAGGTGAAATAATGCATTTAGTAATTTTGGGAGTGGGGGAAGTATTATGTTTAACGGGAG 
TTGTCAGGTGTGAGCCCCTCAGAAATTACAATTTTTTCTGTTTTAAAAGAGATCTCCTTTTTAGTTCTTG 
AAAACCATTGTCGTTTGAATTTCCAATAATGATTAAAAATCTTTTCTTTTTAAATTAAAACTGCCAATCC 
CTTGATTTTTGAGAAGGATTTTTTAGAAATCAATCTGATAGTTAAACTTTTTTTTCTGAAGCTTGGTATT 
GGATGT TAACT TT T ACCCAGT T T TGAGCACT GT TAACAATACGT GGAAAGTAT T T TAAGAGATCAATGGA 
AAGTTAAGCATTTGAAATTTACCAGGGATATTCTTCTTTTTGATTCAGAAAATAA 

>GBEQ047 4 } Acc | CD535316 | Ver 1 CDS 3 5 31 6. 1 GI : 31577731 1 LNsukoN5_2_C06.bl_A027 Unstimulated 
peripheral -blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_C06_A027 3', mRNA 
sequence. : Start : 1 : Stop : 681 

GAGGGGCAAAATCCATGAAGGAAAAAAAAGCACCAAACAACGCGTTCTCCATGGTTTCCAAGAATTCCTC 
AGTAAAGATGCCAATGAAACTTCAAGCAAATCTACTTCAGTTCTTCATATCCTATGTGGATCTGGTGTAG 
GGTTGTCAGATAAAATACAGGATGCCCAGTTAGATTTGAATTTCAGTAAAATAATGAATAGCTTTTTCAT 
TGT CCCACGC AGT ATCT AGGACAC AT T TAT AT T T AAAAAAAAAAAGAAT TATT CAT GT T TAC AG T AAAT T 
CAAATTTAGCTGGAAATCCTGTATTTTGCTGTTGTTGCTAAATCTTGCAACCCTAGTCTGCTGCCCAGGA 
TCCATGAGTCCCTGTTCAACTAAGCCTTGGTTTCTTCTTTAATCCTAAACTGGAGAAAAGCATCAGCCAC 
TGTCCTCCCTCACAGAGAGCTGAGGACTGGTGGAAGCACATTAACTTATTTTCATGATCATGTAAATTAT 
TTT CCAGTGT AACTT ATT CACCT AT T TAT TAT T T AT AT AT T TATT TAT C CAT CAAATATAGTAATTATTT 
TTGCATGAATTTGGAAAAGTGGGAAAGGAAGCACGGTTGATAGGATAATGTAATGATGTTAGAGTGAATT 
TATAT T TAT TT TAAATATTAAAT TATGTTATAT TACAGAAAT TTGATT TGC 

>GBEQ047 5 } Acc } CD535312 | Ver | CD535312 .1 GI : 31577727 ] LeukoN 5_2_F11 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_Fll_A027 3 f , mRNA 
sequence. ; Start : l:Stop: 634 

AATTAAGTTTGAAGCTTTTTTTGAAACAGCAGTCCTCGGTATTAATCAGAGCATGTGTCAGAGTGATGTT 
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CCGTTAATCTTTTTGTAAATATTGCCCGACCGTACTCTCACATGTGGCAAAATATGGTTTGGATTTTCTT 
CTTTTTTTTGAAAGTGGTTTTTTTTTTTCCGTCCTTTTGGTTTAAAAAGTTTCACGTCTTGGTGCCTTTC 
GTGTGATGCGCCTCGCTAATGGCTTGACATGTGCAGTTGTGAGGGACATGCTCACCTCTAGCCTTAAGGG 
GGGCAGGGAGTGATGAATTGGGGGAGGCTTTGGGAGCAAAATGAGTAAGAGGGCTGAGCCGAGCCTCGGT 
TCTCCAGAATGTAAGAAAACAAAATCTAAAACAAAATCTGAACTCTCAAAAGTCTATTTTTTTAACTGAA 
AATGTAAATTTATAAATATATTCAGGAGTTGGAATGTTGTAGTTACCTACTGAGTAGGCGGCAATTTTTA 
TATGTTATGAACATGCAGTTCATTATTTTGTGGTTTTATTTTACTTTGTACTTGTGTTTGCTTAAACAAA 
GTGACTGGCTTATAAACACATTGAATGCGCTTTATTGCCCATGGGATAAATGGTGTATATCCTTGAGAAA 
AATT 

>GBEQ0476 | Acc | CD535310 | Ver | CD535310 .1 GI : 31577725 | LeukoN5_2_F04 . bl_A027 Unstimulated 
. peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_F04_A027 3 T , mRNA 
sequence. : Start : 1: Stop: 658 

AGGCAGGTAGAGTTAGCGACTCAAAGTGGGCCCCAGCGGGGTTTCTGGGGGAACGTCTGGCCATGTGGCA 
CTTGTTGATCTGGGTGCTGGCCACGTGGCTGTGTTCGGTCTGAAATTCATTGCAGTGTCCACTTAGGATC 
TGTGCCCCTTCCTGTATTATACAACAGTAAGAAGTAAAACATTTTGAAATAGGGGAAACTGAGGCACAGA 
GCGGGGAAGGCCAAGGTCACACGGGGAGGAAGTGGCTGAACGGGGACTCAAACCTGGGCTCAGGGCTTCC 
CTCTGAACCGCATGTGTCCCGCCGCTCGCCCCCCACCCCGCAGAGTCGGCCATGGAGAGAGACCGCTACA 
TGAGCCCCATGGAGGCCCAGGAGTTCGGCATCCTGGACAAGGTGCTGGTGCACCCGCCGCAGGATGGGGA 
GGACGAGCCTGAGCTGGTGCAGAAGGAGCCCGTGGGGGCGGCCGCGGCGGAACCCGCCCCAGCGAGCGCC 
TGAGAGCCGGACCTCCCCCTCCGGATGCCAGTGGAGGGGCTGCCGGGCCGCAGCCCTACCCACCGCTCGC 
TGCTGAGCCTGCAGGGGCCCCTTGAGGACCTCCGGATCTGGGGGTGCCCCTGAGGGCGGGGATCCTGGCT 
GAGACACTGTGAT T T TAAAT TAAATCT T 

>GBEQ0477 | Acc 1 CD535308 | Ver j CD535308 .1 GI : 31577723 | LeukoN5_2_C09 . bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__2_C09_A027 3', mRNA 
sequence. : Start : 1 : Stop: 650 

CTGAAGCTGCATTACGCCTGGTCAAACCTGGAAACCAGAACACACAAGTGACAGAAGCCTGGAACAAAGT 
TGCCCACTCATTTAATTGCACGCCAATAGAAGGTATGCTGTCACACCAATTGAAGCAGCATGTCATCGGT 
GGAGAGAAAACCAT TAT CCAGAAT CCCACAGACCAGCAGAAGAAGGACCACGAAAAAGCT GAAT T T GAGG 
T ACATGAAGTCTATGC T GTGGATGT T CT CATCAGCT CAGGAGAGGGCAAGGCCAAGGAGCAGGACAGAGA 
ACCACCATTTACAAACGAGATCCTTCTAAGCAATATGGCCTGAAAATAAAAACTTCACGTGCCTTCTTCA 
GCGAGGTCGAAAGGCGTTTTGATGCTATGCCATTTACTTTAAGAGCGTTTGAAGATGAGAAGAAGGCCCG 
GATGGGCGTGGTGGAGTGCGCC7LAACACGAACTGCTACAGCCGTTTAATGTTCTCTATGAGAAGGAGGGT 
GAATTTGTTGCCCAGTTTAAATTTACAGTTCTGCTCATGCCCAATGGCCCCATGCGGATAACCAGTGGTC 
CCTTTGAGCCTGACCTTTACAAGTCTGAGATGGAGGTCCAGGACGCAGAGCTCAAGGCCCTCCTACAGAG 
TTCTGCAAGTCGGAAAACTC 

>GBEQ0478 | Acc | CD535306 | Ver j CD535306 . 1 GI : 31577721 1 LeukoN5_2_B10 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_B 1 0_A0 2 7 3 f , mRNA 
sequence .: Start : 1 : Stop : 5 98 

CCCCCTTCATGGCTCACCCGCTGTGCCATCCGGCCAGAAAAGCAGGCCCCTGGAGCTGGTCTGGGCCAGG 
ATCGCCAGGTCCCACTCTGGGGCCAGCTGCTCCTGTTCCTGGTCTTTGCTGCCTTCCTGCTTTTTGTCTA 
CTATTCCATGCAGGCTGAGGATGGCAACCCCTTCTGAATGGAGCCCTGAGGGGCTGGCTTCGGGGCCAGC 
TGTTCTCGAAGTCCTGGCTGACTGCATTAGCAGTGTTTGGTGGTGGGGGGGGGGTTGCTTTTCTGTGTGT 
TC.TAGCTTGGGGGTGCTGGGCCTGGCCGGGGGCAGTACTTGCTCCCCCTGACTTGTCCTGCCTTGTTTTG 
CCAGGGAGGCAGCCGGCTCAGGCCCTGCGCGCCGTGGTGGGCCTGGGCAGGCCTTCCTCTGAAGCCTCCT 
GGTCCTGCTTGCCTCTGACCCTTAGGACCCAAGAGGGCAAGACCCTTCTCCTGGAGAGGAGAACGTGGTT 
GTTGTCATTGCATGCCTCCTGTTCGTTGTCACCTTGTTGGGGGGGATTAACCAAAGGCCACCCTGACTTT 
GT TT TCATGGACACACAATAAAAAGACCATT TATT T T T 

>GBEQ0479 j Acc | CD535300 | Ver | CD535300 .1 GI : 31577715 j LeukoN5_2_D10 . bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_D10_A027 3 1 , mRNA 

sequence. : Start : 1: Stop: 601 ~ 

TAGGAACGGGGACTGGACTTTCCAGATCCTTGTGATGCTGGAAATGACTCCCCAGCGAGGAGATGTCTAC 

ACCTGCCACGTGGAGCACCCCAGCCTCCAGAGCCCCATCACAGTGCAGTGGCGGGCACAGTCCGAATCTG 

CCCAGAGCAAGATGCTGAGTGGCGTCGGGGGCTTCGTGCTGGGGCTGATCTTCCTCGGGCTGGGCCTTAT 

CATCCATCACAGGAGCCAGAAAGGACCTCGTGGGCCTCCACCAGCAGGGCTTCTGCACTGACTCCCGAGG 

ATACTTTGGGATTGGTTTTTGCTCTTCTGTAATGCCTGCCGTCCTTGCTAAGAATTCCTAGCTGCCTCTG 

TCAGCCTGTCCCCCTCCGGGGGGGATACAGCTACCGGGTCACCTCCTGTAACCTCTACCCTAAGGATGTG 

ACTGTGACGCTGCTTCCTCCACTGACCCCAGAGCCTCTGCCTGTGCGATTGCTGCCAGCAGCATCTACTC 
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AAGTCCCAGGGGGGTTTTCTGTTTCCATCGTCCCCCCACAGACTGTACAAGAGAAGCACTTTGAAGCCAT 
TTACC TGAC TATAGAGCT T T TATCATAAT TAAACAT GATTA 

>GBEQ0480 | Acc | CD535297 | Ver | CD535297 .1 GI : 31577712 | LeukoN5_2_F07 . bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_F07_A027 3', mRNA 
sequence .: Start : 1 : Stop : 5 90 

TGCAGTGATGGAGATGCAGTCCCCTGTTAGCCAGGTGAGGTCCACAAAGTCCAGGTTCCCTGGGGCAGCC 
ACCTAAGGTAGGCTGGAGGCACTCCCCAACCCCTATGTGCGTCCACTTTATGCCTGTTTCACCTTTCCTC 
ACATGGGGCGCTAATAACAAGGAGGTAGCCTTGCCCACTCCCAAACCNNTTTGCTCCTCCCCACCCCCCC 
AAGGTTCTGGTTCCATCTTTCCTCTGTTCGCAAACTACCTCTGGACAGTTGTGTTGTTTTTTGTTCAATG 
TTGTATCTTAGACATCCGTCATTGCTGCTGCTACCAGCGCCAAATGTTCATCCTCATTGCCTCCTCCTGT 
TCTGCCCACGTTCCCCTCCTCCAAGATGCTCTGAGGGGAAGGGGCCTGGGCGAAGCAGGCTGGGTTACGA 
CTACCCCAGTCCCAGGGAAGGTGGGGCCCTGCCCCAGGATGCTGTGGCAGCGTGCTGACTGTGAGGGTGT 
GGGGGCCAGCCACCTCCCCNCCTGTTTTGTCGGGGGAGGAGGCAGCCATCATCTGTCCCAGCCTGGGGCC 
CCCCTCTGGTTTCATATTTGCAGTTACTTG 

>GBEQ048 1 | Acc | CD535292 j Ver | CD535292. 1 GI : 31577707 | LeukoN5_2_A04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_A04__A027 3 f , mRNA 
sequence .: Start : 1 : Stop: 251 

TAAATACTTAGGCAGTCATGTTGGGGGACAGTTACAATGTTACCGCAGCACGACAGAGTTTATTTCTATA 
CTTGAATTCTTAAGTATAGAAGGTAGAAGTGATTTAAATGGCATGGTATATATATATATCATTCTATGCC 
CTTGT2VAAACTTATTTGGGACCTCTTGAAGGAATGGACAATGTTATATATTCTGCTATCTGGATTTTCCT 
GGTAATT TGAT GGAATAT T T TAAGT T TCAGTAAATCAGAAC 

>GBEQ0482 | Acc | CD535206 | Ver | CD535206 . 1 GI : 31577621 | LeukoN5_l_G04 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__l_G04_A02 7 3 f , mRNA 
sequence .: Start : 1 : Stop: 671 

AAAAGGGAAGGTAAATGGCATAAAT ATGGT CGCAATAATGGAAGACACAT GGCAAATCT T GAAATAGAAT 
TGGGGCAATTACCTTTTGATCCTAAATATTGACCATCATGATTAAGTTAAATTAGAAAACTGTAACAAAC 
ATGGATGCTTTCTACAATGTTTGGTGTTGAAATTAAGATGAAATTATCAAAATAATGTCTTTTTATCATT 
TCTAAGTATCAGTTTGATGGCTTTATATTATTACTCAGAAGCATCAAGCAAAAGCTTACTAACCTGCATT 
TTCCTGTAGCTTTGCTGAATTTTTTTTTTGGCACTGGAAATGTTCAACTGTAGTTTCATTAAGGAAGCCA 
GGAATGCAACAGATTTTGTGCATGAAATGAGACTTCCTTTTAGTGTATGAGCTTAAAGCAAGCTCAAATC 
ATACATGACAAAGTGTAATTAACACTGATAT TGTGTTAAAT TTGCAGTAGAGCT T GAAAAAAGTACAT TA 
TGATGGAATTTCATCTAACATTTTATAACCTTACACTTGCTTCTTGTCTTTTTGTGGGTTCAAGAGCCCG 
TTGACTTGTGAAGAATTTGCTGCCTTCTTATGAGCTTGCTGACTTGTTCTCTTGTGAAATTTCTTGCACA 
TCTGAATATTTGGAAGAAACAATAAAACTACCCCCTGGGGG 

>GBEQ0483 | Acc | CD535201 | Ver | CD535201 . 1 GI : 31577 616 | LeukoN5_l_C10 .bl_A02 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C10__A027 3', mRNA 
sequence .: Start : 1 : Stop : 629 

ACAAGAAGGCCATGGAATCCAAGAAGACATACGAGCAGAAGTGCCGGGACGCGGACGACGCCGAGCAGGC 
CTTCGAGCGCATTAGTGCCAATGGCCAGCAGAAGCAGGTGGAGAAGAGCCAGAACAAAGCCAAGCAGTGC 
AAGGACTCAGCCACAGAGGCAGAACGGGTGTACAGGCAGAGCGTCGAGCAGCTGGAGAAGGTGCGAGGCG 
AGTGGGAGCAAGAGCACCGGACCACCTGCGAGGCCTTCCAGCTGCAGGAGTTTGACCGGCTGACCATCCT 
CCGCAACGCCCTGTGGGTACACTGCAACCAGCTCTCCATGCAGTGCGTCAAGGATGACGAGCTGGACATC 
TCTGCAGGGGACATCCTGGAGGTCATCCTGGAAGGGGAGGATGGCTGGTGGACAGTGGAACGGAATGGGC 
AGCGTGGCTTTGTCCCCGGTTCCTACCTGGAGAAGCTCTGAGGAAGGGGCAGCAGCCCCAACCTGGACCT 
TCCCTGCTCATGGGGCCAACAGTGCCCCCCATCACTGCCCTGGCCCTGCTGGGGCCCCGAGACCGACCTA 
CTCCTCCAGGACAGGTGCTGGCCATTCCCCGGCAGTCACTCCAACAGAGAATAAAGGAGTGCATTTTTC 

>GBEQ0484 | Acc | CD535200 | Ver | CD535200 • 1 GI : 31577 615 j LeukoN5_l_H02 ,bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_H02_A027 3 1 , mRNA 
sequence. : Start :1: Stop :7 19 

CAT GAGAAATGTGAC TCAGCAAAT CAATGAGCGCAAGCGGCGT TTGGAGAATAT CGACAAGAT T GCCCAG 
TGGCAGGCCTCTGTCCTAGACTGGGAGGGTGAAGACATCTTAGACAGGAGCTCGGAGCCCTATGGCCGCA 
ACCAGCAGCGGGTCTTCTTCCTGTTTGACCACCAGATGGTCCTCTGCAAGAAGGACCTGATCCGGAGAGA 
CATCCTGTACTACAAAGGCCGCATTGACATGGATAAATATGAGGTAGTTGACATTGAAGATGGCAGAGAT 
GATGACTT TAATGT CAGCATGAAGAATGCCT TCAAGCT TCACAACAAGGAGACT GAGGAGATACATCTAT 
TCTTTGCCAAGAAGCTGGAGGAAAAGATACGCTGGCTCAGGGCTTTCAGAGAAGAGAGGAAAATGGTACA 
GGAAGATGAAAAAATCGGTTTTGAAATTTCTGAAAACCAGAAGAGGCAAGCTGCAATGACTGTGAGAAAA 
GTCCCTAAACAAAAAGGTGTCAACTCTGCCCGCTCAGTTCCTCCTTCCTACCCACCACCGCAGGACCCGT 
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TAAACCAGGGCCAGTACCTGGTCCCCGATGGCATCGCTCAGTCGCAAGTCTTTGAGTTCACCGAACCCAA 
GCGCAGCCAGTCACCATTCTGGCAAAACTTCAGCAGGTTAACCCCCTTCAAAAAATAATACCTATAGGGA 
G GC AGATAAT T T T AAAAAA 

>GBEQ0485 | Acc ) CD535197 ] Ver ] CD535197 .1 GI : 31577612 I LeukoN 5_1_E 1 0 . b 1_A0 2 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_E10_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 581 

TCAGAGCTAAGTCAAGACAAGCTAGCAGCTGGAAAAAGTTGTTTTAAACCACAAAAACCCCTGGTTACCT 
GCCATCTCATGCTCAGCCTTATCACTCCCCTTTCCCTGAAACTCCCCCTCCCCCGCTGTGTAGTAGGGAC 
CGGGTGGGCGGAGGGTCCCTTTTCCTTTGGGCTGCGCATCTTTAATGTTCACAGAAGGCACGGCTCCTGC 
TGCGAGGCTGTGAATGCTGCTGAGAACCTCCCTTGGATGGGACGGCTACTTTATTTTTGAGAAGGAAAGA 
AAAGTCCTGTACATATATACATAAAGGCAGATGGCTATATATAAAGAGATAGGGCTGTTTATGAAACAAG 
AAAATTATGGGAAAACTCAGACTTTACGCACAGTTAGTCCCAGGCCCCAGGCCGGGTGCAAGCCTCCGAG 
AACGGTGTGTAAAGCATCCCCTCCCCCAGACGTGGGTATGAGTGCTGGGAGTGCCTTCTAGCATTGTGTT 
GCCCAGTGGGTGTTTGTTTTCAGGATATTTTCTTTTTAAGTGTCTTTCTTATATGGGTTTTAAAAAAAAG 
TAATAAAAGCTTGTTGCAAAA 

>GBEQ048 6 | Acc | CD535195 | Ver| CD535195 .1 GI : 31577610 | LeukoN5_l_G07 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_G07_A027 3», mRNA 
sequence. : Start : 1 : Stop: 651 

ATTGAAGTCAGATGGTTCCGGAATGGGCAGGAAGAGGAGGCTGGGGTCGTCTCCACAGGCCTGATCCGTA 
ATGGAGACTGGACCTTCCAGACCATGGTGATGCTTGAGACAGTTCCTCAGAGTGGAGAGGTCTACACCTG 
CCAAGTGGAGCACCCAAGTCTGACGAGTCCTATCACAGTGGAATGGAGGGCCCAGTCTGAGTCTGCACAG 
AGCAAGATGCTGAGTGGAGTCGGGGGCTTCGTGCTGGGCTGCTCTTCCTTGGGGCGGGGCTGTTCATCCA 
CCGCAGGAACCAGAAAGGACACACAGGACTTCAGCCAACAGGGCTCCTGAGCTGAAGTGTAGATGATGAC 
ACTCAAAGAAGAACCTTCTGTCCCAGCTTCCCAGCATGAAAACGTTTCCTGCTTGGCCCTTATTCTTTGA 
CCAAGAGCGTACTTTCTCAGGATTTGATTTGGTCCTGGTTCAGTGACCCTGCAAAAAATGTCATTCCTAT 
GGCTTCCTCAGCCCCTGCCCTTGGCCTGGAAGTCCCCAGTATTGATTGTGGTACCGTGTCTACATTCTTT 
CTCCCTCCCCATTGTATTCAACCCTTATGGCCTCCTATGCACCTGAACTCACCTCTGCCCACATTTATTT 
ATAAAGTTTTTCTCAAATAAA 

>GBEQ04 87 ! Acc | CD535193 | Ver | CD535193 .1 GI : 31577608 I LeukoN5_l_G10 ,bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l__GlO__A027 3', mRNA 
sequence. : Start : 1: Stop :551 

CCCAAAGCAGTATTAGAAAACGCATTGAGAAACTTTGCCTGTCTGACCACCGGGGATGTGATTGCCATTA 
ACTACAATGAGAAGATCTATGAACTTCGGGTAATGGAGACTAAGCCTGACAAGGCCGTGTCCATCATCGA 
GTGTGACATGAAT GT GGACT T TG AT GCT CCCCTGGGCT ACAAAGAGCCT GAAAGACAAGT CCAGCACGAG 
GAGTCAACCGAAGGTGAAGCTGACCATAGCGGCTATGCTGGAGAGCTGGGCTTCCGTGCCTTCTCTGGCT 
CCGGGAATAGACTGGATGGGAAGAAGAAAGGTGTGGAGCCCAGCCCTTCCCCAATCAAACCTGGAGACAT 
TAAAAGAGGAATTCCCAATTATGAATTTA2\ACTTGGTAAGATCACTTTCATCAGAAATTCACGTCCACTG 
GTCAAAAAGGTTGAGGAAGATGAAGCTGGAGGCAGATTCGTCGCTTTCTCTGGAGAAGGACAGTCGTTGC 
GTAAAAAGGGAAGAAAGCCATAAGTTGGGACTCTTGGCTGATTGGAAAATAAAATGATAAA 

>GBEQ0488 ) Acc | CD535192 | Ver | CD535192 .1 GI : 31577 607 | LeukoN5_l_Bl 1 . bl_A0 2 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l__Bll_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 677 

GATTGTCAACTTGCCGGTAGATGACTTTAACGAGCTGTTGGCACGGTACCCGCTGACAGAGAGCCAGCTG 
GCACTAGTCCGGGACATCCGAAGGCGGGGCAAGAACAAGGTGGCCGCCCAGAACTGTCGCAAGAGAAAGC 
TGGAGACCATCGTGCAGCTGGAGCGGGAACTGGAGCGGCTGGGCAGTGAGCGGGAGCGGCTTCTCCGAGC 
CCGAGGGGAGGCCGACCGGACCCTGGAGGTTATGCGCCAACAGCTGACGGAGCTCTACCGGGACATTTTC 
CAGCACCTGCGGGATGAAGCAGGCAACAACTACTCCCCTGAAGAGTATGTGCTGCAACAGGCTGCCGATG 
GGGCCATCTTTCTGGTGCCCCGGGGGCCGAAGGTGGAGGCCACAGACTGAGCTGGTCCAGAGGGGTGGGA 
CTGGTGATGGCGATTTCCTTCATTCCCTTCTGATGAAGGTACTCCCCAACCCTGAGGCCCAGGAGCTGTG 
TTCTCTAGACCGGAAGGGGACAGTGGGAAACCTGGCATTGGGAAGGTCCAAAGTGTGTTCTGTGAGGCTC 
GCCTTGAGGGAAGTATGTGAGGGGAGGGCTGGAATCTCTCTTCTGTGATTCAGCTTCCCAGGTCTCCAAC 
GTCCACCTCTTGTTTGAGCTTTGGTATATAAAGCACTCTACAGAAAT 

X3BEQ0489 1 Acc | CD535191 | Ver ) CD535191 .1 GI : 31577606 | LeukoN5_l_G03 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_G03_A027 3 r , mRNA 
sequence. : Start : 1 : Stop: 665 

TCAGTGAGAATACAGAGGGATATTGGAGT CATT CAGAT T TCAGAAAGCGGT T CCT TGGGTTAAAGC T GCA 
TTGACTTGGAAAGAACCCAGTTAGGCTGGAAGACAGAAACTCCCAACTGGCAGAAAAGCAAGTAACTAAG 
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AAAGAAATCCACAAAAGTTCTTGAATTTACCTCATTTAAATGCATTTGTTAAATTTATTTTGCTAAACAA 
AATGAACTGCTTTTTTGTCTCTAAAATGATGTTCTAAATAAAACCTTAACTTTTTGTTGAAAATGCACTG 
AGTCCTCTGCAGATTTTTAACTAAATAATAAGCATATCAAAGAAAAACAGAGCAGCTTCAACATAGGAGT 
GGACAAAAGAGCTGTCATTTTCCACATCCTGGCTGCTCAAAGGCTGTCCAGGACGGGGCATCATCAGCTT 
TGGCTGCAAGCTTGTGAGAAATGCAGAATCTCAGACTCCAACCCAGACCTACTAAATCAGAATCTGCATT 
TTTAATAAGGTCCCCAAGGGGTACATGTGCGCATGAAAGTTTGAGCAGCATTGTTCTAAAGGACTCTACA 
GTCAAATTGCATCCATTTTCTATCATGGCACATTAAATGTCTTAATAGTCTATCAATCAAGATTGTGTCT 
GATTGCTTGGAACAGTAACTTGATAACAATGGATT 

>GBEQ04 90 | Acc | CD535185 1 Ver | CD535185 . 1 GI : 31577 600 ] LeukoN5_l_C02 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C02_A027 3', mRNA 
sequence. : Start: l:Stop: 587 

TGGTTAATATATATATATATTTTAGCAGTGACATTCCCTGAGAGCCCCTGAGCTCTCAAGCTCCCCTCTG 
CCAGGGTGGGGGCCTGGCCTGGCCTGTCTTCTCTGGGGGTGCCCGATGGCGGCCTCTCCCCAATGCTTAG 
TAATACATTCCTTTCTCCAAACCTACCAAAACTGGACAAATGGCCTCTTCTTTTCCGCTGGGACCAAAAT 
TTGGGGGCCTCACCATCCCCCACCGTACCTCTTCTCTTTCCCTCTGGCCCTTCTTCCCCCTGAGCTCTGT 
GCCCTCAATCCATTCCTTGGCTGGAGGTTGGGGACACTGCCTTCTAGCCTTCCTTCCACAAATATGCCTC 
GCCCACAGCTGTGGCTGCAGGGACGTAATTTATAGGGAGGGGCCTGTGGTGGCTGCCACTCCAGCCACAG 
CTGGACTACGCTCGCCACACATCTGCGGCCGCCTGCCCTGGCAGAGGCCCTCTTGGCTTCTCATTTTCCA 
TTCCCCTCGCTGTGGCTATGGAGTGGGGGTGAGGGGACGGGGGAGGGAGGGCTGCCCACTGTGGGCTGGG 
GCTTGAAGAATCTGAGTTTGCTGATTT 

>GBEQ04 91 t Accl CD535184 } Ver j CD53518 4 .1 GI : 315775 99 | LeukoN5__l_D04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_D04_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 634 

TCCAGCATAGCCCTGCTGGTCAAGATTTTCTGTAGCTCCCGGAGGGTGAAGGTGACCAGGCTGGGGGTGA 
CCATCCTGCTCACAATGCTGGTCTTCCTCCTCTGTGGCCTACCGTTCTCCATCCACTGGTTCCTCGCAAT 
ACGCATCCAGAATGGTTTCAATACGTTCCTTTGTTACCTTTATATGGTTACGATTGTCCTGTCTGGCATC 
AACAGCAGCGCCAACCCCATCATTTATTCTTCGTTGGCTCCTTTAGGCAGTGGCGTCTTAAGCAGAACCT 
CAAGTTGGTTCTCCAGAGGGCTCTGCAGGACACTCCTGAGGCGGAGGAGGGTGACGGAAGCACTCCTCAG 
GAAACCCTGGACATGTCCACTAGCAAGTTGGAGCAGTGATGAAGAGCCCCTGCTGTGGTCGGTCAGAAGT 
GACTGCGAGAGTCAACGCTGCCCTGCCAGACCTGGCAATTACCCCCTCTTCTTTGAGCCTCATGCCTTTA 
AAATGTGGCGGCGATTCCCCAGTGTCTTCAGACAGATTGTTTTTAGTCCAGCTTTTCTAGTTTTTCTCAG 
AGAAAGCATTAGTCTGAAAGCTGTACCTCTCCATCTTTCTTGACGTTACCAATAAATTTCTCATGTTTTC 
TTCC 

>GBEQ0492 | Acc } CD535183 i Ver | CD535183 . 1 GI : 31577598 | LeukoN5_JL_F08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_F08_A027 3 1 , mRNA 
sequence. : Start: l:Stop: 674 

AATTTCAGTTATTTAAACATTAAGCATTTCTTGAGTATGTGTGTTGAGGCCATCAAAGCTCATAGCTGAT 
TCAGTAACCAGTTTCATGCTGTGTCATTCACACTCACTACTTACACTGCCATGGTGAAAATGTGGAGGAA 
AAAAGTATCCGTGTGTGTCTGGGAAGCATTATACACTTGTACATTTTTTTATACTCTGATTCTGTAACAT 
TTCTGAGTTTTGTTTCTGTTTTACAGAAAAAAAAAAAGTGATAAAGCAATCAGAAGATCAAGAGGTTTAC 
TATCGATGCTTGGGGTCATCTGACCTTTGCTGGCCAATATATCTACATGGCCAAATTAATTCACTAGAGT 
AATAATTTTTCAAAAGCCAATTTTTTTCTGTATGAAACTGCCAATATCATGAATAGAAAGGGAGAACCAT 
AAAGGAGAAAGAAAGTGACGTGCAGTTGCGTTTGTGTTACCTAGAGGAGCAGTGTGGAGGCAGGCGCGAT 
CAGCCCAGCTGTAGGGGCCTGATGGTGTTGCTTTGGAGGGATCCATACTTGCATTTCGCATTCTTCATAT' 
GTAATCATAT TGCCAAAGACAAAACTATT TCAT CAT T T AT TGT AAAT AACACT T TCCCCNCAGACCT ACC 
ATAACGTTTCTGTGATGAATTGTCTTCCAGTTGCAATAAAAATT 

>GBEQ0493 | Acc | CD535177 J Ver 1 CD535177 . 1 GI : 31577592 | LeukoN5_l_C0 9 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C09_A027 3', mRNA 
sequence .: Start : 1 : Stop : 611 

GAGGCCCGATTCCTGCACTATCTCTCCATGTTCAGTTCTAAGGAGTCCCAGCGTGGCATGGGCTACATGC 
CCAAACGTGGCCTGGAGGTGAACAAGTGTGAGATTGCCAGATTCTACAAGCTGCACGAGCGGAGGTGTGA 
GCCCATTGCCATGACAGTGCCTAGAAAGTCGGACCTGTTCCAGGAGGACCTGTACCCACCCACTGCAGGG 
CCGGATGCTGCCCTCACAGCTGAGGAGTGGCTGGGGGGTCGGAATGCCGGGCCCCTCCTCATTTCCCTCA 
AGGATGGCTACGTGCCCCAAAGAGCCGGGAGCTGAGGGTCAACCGGGGCCTGGATACTGGGCGCAGGAAG 
ACAGCACCAGAGGCCAGTGGCACTCCTAGCTCGGATGCTGTATCCCGGCTGGAGGAAGAGATGAGGAAGC 
TCCAGGCCACTGTGCAGGAGCTACAGAAGCGCTTGGATAGGCTGGAGGAGACAGTCCAGGCCAAGTAGAG 
GACCCCAGGGCCTTCAGCTGGGACCCATGGCATCACCACCTTCCCTTCCATTCATACTCCCTACTCCTCA 
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GGCCACAATGGCACATAAAAGAAAAATAATAATAAAATGGCATTATTTTCG 

>GBEQ04 94 | Acc | CD53517 6 | Ver | CD53517 6.1 GI : 31577591 1 LeukoN5_l_B10 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_B10_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 595 

AGGTCCTTGGCCTCTATGGTCTCATCGTCGCCCTCATTCTCTCCACAAAGTAGCCTTTCCAAGCCCACCA 
GCCACAGAATATGATGTAAAGACCACCCCCTCCTCATTCCAGAACGAACAGCCTGACACACTTGCACGGG 
GCAGCTGTCCCCCCAGTAGCTGGTCTTGTAAATGCGCAGTGTCCTAGTGCCCATTGTCCGTCGCCCCTGG 
CCTTGCCCCCACCCGCCCCGTGCCGTGGACATCTGGGCCCACTCATTACCCATCCAGGCTCCCGACCAGT 
GAGGATGCAGGCCCCTGGCCGCCCCCACCNCCCTGCCCTAGAGTGCTCTGTGTATAAGGATGAATTAGAG 
TTGTCATTTTCTCTTCACTGGATGTTTATTTATAAAGATTTGACCTGTTCATGCGTCTGTGGAGCAGCCC 
TCCGTCTCCCGGCTATATAGTAATCTTAGGTAGAGTGTTGCCTTGTGGGTTACCGTTTGCTCTGAGACTT 
CTCGGATGGACCCACCCTCCTCCAGCCCTGGCTGCCAGCGCCGCGGGGCCGCGTGCTGGGCCTGCCGGGG 
CCTGGCGCCGAGCCGTGTCCAATAAAGTTCTCGGA 

>GBEQ04 95 | Acc | CD535175 | Ver | CD535175 .1 GI : 31577590 | LeukoN5__l_G02 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_G02_A027 3', mRNA 
sequence . : Start : 1 : Stop : 5 99 

AGGTTAGGGTCTCCTCTGCTGCTGTAGGACGGGTTCCGTACGCGTGTAGCTATGAATGATGCAGAAGATG 
CTACGACTGTACGTTCTCAGTTGTTACGTTTCTAAGTTGTGTGGGGAATTATGGACTTAACTGTGTCACC 
TGCATTGTGTTGTGTAAAAAATAAATACAAGGATTCTTTTAACTAGTTCAAATTATTACAGAGCCAAATG 
TCCATTTTGATTTGCATGCTAGAATTGGAGTTTTTTAAGCCATTATTTTTAGTTACAGGAATATGTATGT 
T TCTATAGTAAGAGACAAACAATT T T T TAAAAGAGAGAAATT T GGCCAAT T TACCCAAAAT T TAT CT GGT 
CCCTTTCATTCATTCTACTAAAATTAAAGTCCTGTAGCATAGGGGTGAGCAAACTGGTCCATGGGCTGAA 
CATGTTGTGTAACTGAAGTTCTACTGAAACAAAACTGTACCCATTTGTTTTTTCTGTGGTTGCTTTCCAC 
AATTGCAGAATTGTATGGCCTGCAAGTCTAAAATATTTACTGTTTGGCTCCCTAAGAAAAAGTGACCCCT 
GATCTAATAGTCTGTTGAAGGAAAATGAATCATTAACTC 

>GBEQ0496 | Acc | CD535160 [ Ver | CD535160 .1 GI : 31577575 1 LeukoN5_l_H07 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_H07_A027 3 ! , mRNA 
sequence Start : 1 : Stop : 672 

CAGGAAGAGATGAAAAT CCTGAGGGAAGT T CTCAGAAAATCAAAAGAGGAATAT GACCAGGAGG AAGAAA 
GGAAGAGAAAAAAGCAGGT GCCTGCAGAACAT GT TAAT T TATCAGAGGCTAAAACAGAAGAGCCCCCAGT 
GCATGCTAATGAAATTGCAAAAATGAATAATTCCCAAGGGGATGGTGAACATTTTGCACACCCACCCAAC 
AGAGGTTAAAGTGCATTTTGGTAATCAGTCAGTACAACCTTTGGCAAGAAAGCTGGAAATGTTGCCTGAA 
ACTTCCTCCCTTCCACGAAAAGGCCTGAAGATTCCTGGCTTAGAACATACAAGCATTGAAGGACCAATAG 
CATTCTCTTTTTTGACCCAGAATTTATCAACTCTTGGAACGGAAGAGCTCCGGCAACGAGAACACTATCT 
CAAGCAGAAGAGAGATAAGTTGATGTCCATGAGAAAGGAGATGAGGACTAAGCAGATACAAAATTTGGAG 
C AG AAAGG AAAG CC T G GG GAG GT AGAG GAG AT GAC AG AGAAAC C AGAAAT G AC AGCAG AG G AG AAGC AAA 
CAT TAG TAAAGAGGAGAT TGCT T GCAGAGAAACT TAAAGAAGAAGT T AT T AATAAGT GATGTT AAAAACA 
GT T T AGCAAAACAGAAGT T CAAATTTTCT TAAAAATAAATT A 

>GBEQ04 97 | Acc | CD535156 1 Ver | CD535156 . 1 GI : 31577571 | LeukoN5_l_H03 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_H0 3_A0 2 7 ' 3 1 , mRNA 
sequence . : Start : 1 : Stop: 715 

GTTTCAGTCTCCGCCAAGCATCCCAGTACAAATAGAAGAGTATTTAAAGGACCCGGCTCAGCCTATCTTA 
GACGCCTTGGACAAGGACAGCTCCCCAACGGAAGATGCCTGGGACTCTGTGTCCGTCGTTGTGTTTCCAG 
AGAAGGAGTAAGAAGATGTTCTCCAAAGCACTTTGAAGCAAAGCATTGGCCTGCTCCACCGGCCTGCAGG 
AAGAGGACTGAGCTCCTGAAGCTGCTGATGTCCCTGTCAGGACTTTACGGAGCCCACTACTCCATGTCAC 
TGTCCCAGAAAGGCCAGTGGCGCCTGGGGAGAAGCAGTGGGTCTCATCGGGGAGACAAGCTTATTTGTTT 
TT CTTTAAGAAT TT TCT CAATCAT ACACGT CGCT AGGATGAT T CTACAGAGAT CTCTCAGAATAAT TAAG 
ATTTCTCTTAAACACTAAACAAGCCTGTAATTATTTGTTAGCAAAATGGCTCTGGCACACCTGTGATATT 
TTGTTCATTGTCGGTTGGGCCAGGCAGTCCGGAGACCGAGTCCTCTCCTTGACTCTGACGAGTGAGCTGT 
GGACCCTCGGGCAGGTCACCTAACCTGTCCCAGCCTGTCCCAGCAAGGGACATTGAGCACCCTCCCACAT 
CCAGTCTCCCAGCTTAAAACGTGATGAATCCTGTAAATATTTTCCTTGTAATTTAAGTGTTTTTTTTCAA 
GC T AGAAAT AAAAG A 

>GBEQ0498 | Acc | CD535152 | Ver | CD535152 .1 GI : 31577567 | LeukoN5_l_Ell .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_El 1_A0 2 7 3 ' , mRNA 
sequence . : Start : 1 : Stop : 664 

CCCCTGTGAACTTTTTGGCAACAAAGAGAACCCACTGAACATTCTTGGCCTCCTCACTGCTTCTCTTCTG 
CCTTCTCAGGAAAGCTGGTGTCTGATTTTGACCATTGGTCTTATTGATTCCACTGGGCGCATCACTTCCC 
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CAAATTTCCTGCCCTCCCTGGAGACTAAGGGTCTGGGGAAAGGGCCCAGGTTGTTGCAAGGGGCCTGAAA 
GGATTCTGGGCAGAGGGACAGGATCCTGCTGAAATAATGGGAAGCCCCACAGCTCTCTTCCCCAAGGATG 
AAACTGGAGCAGGCACACCTGGGGTTCCTGGTCAGCAGAAAGGGGCCCCAGTGGGGTCTAAAGTGAGGAA 
GATCCAGACTGCTCTGCTAGCCTCATGGCAGAGGCTGAGTGCACTGGGGTCTCAGGAGACGGTCCCTCCT 
TTGTGGCAGGGCTGGGAACAGGGGAGGTCAGCCAGACCCCTCCACAGGTCTAAAGTCTCCACTTCCACCC 
ATAGGCCTTATTGCTGTGTTTACAGTGACCTGCCCCAGGCCACTCTCCTACAGGGACTGGGGTTTCTGGG 
GTCCACCCTCTGGGTCAATGGTTATTTGATGATTTGATTTTTTTTCTCTGTAAACTTTTAACCAGGCTTT 
TCCCCATATCAATTTCTGTGATTTATGCCAATAA 

>GBEQ04 99 | Acc | CD53507 6 | Ver I CD535076 . 1 GI : 31577491 1 LeukoN5_3_E04 . bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 3 E04 A027 3', mRNA 

sequence .: Start : 1 : Stop: 651 ~ "~ 

TCATTACAGACAACAGTCTGGTGGCAGCGGGCCACGACTGCTTCCCGGGTGCTGTTTACCTACGACGGCG 

CCGCGGGGACGCTGAGCTTCGGGGGGCGGCTGGACGTGCCCAAGCAGAACTCGCAGCGCGGCTTGACGGC 

CCGCGAGCGCTTCCAGAACCTCGACAGGAAGGCGAGCTCGGAGGGCGGCGCGGCCACGGGCGCCGGTCTG 

GACTCGCTGCACAAGAACAGCGTCAGCCAGATCTCGGTGCTCAGCGGGGGAAAGGCCAAGTGCTCGCAGT 

TCTGCACTACGGGCATGGACGGCGGCATGAGCATCTGGGATGTGAAGAGCTTGGAATCAGCCTTGAAGGA 

CCTCAAGATCAAATGACCTGCCAGGATTATGTTGCCCTCATCCCAGCTGCTGGGGGAAGGGGTGAGGGAG 

GCTACGGTCGCT.TTGCTGAATGTTTCTAGGGTACCAGTTTGGGGCGCCACAGGAGCTGCTCCCTCAGGAG 

GGGAGGGGAAGGGGTGGGAAGCTTTTCTTATCTGTTGAAGGAACACGTGCCTTTTTCTTAAAGAAATGCT 

TTCGTTTCTTGTAAAAATTATCCCCAAAGCAGTCTGCTGGTCATGAACTGCTTCAAAACTGGAGGTAATA 

AAAATGCAAAGTAGAAATGCT 

>GBEQ0500 |Acc|CD535073|Ver|CD535073.1 GI : 31577488 | LeukoN5_3_Gll .bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3 Gil A027 3», mRNA 

sequence. : Start: 1: Stop: 512 ~~ ~ 

CCCCCATCATTCTCACCCTGCCAGAGGGTCAGGGTTGAAATGAGCTCCATCCTTTGCTCTGGAAAGAGGT 

GATGATCAAGTCCCTGACCTCAGTGTGAGGTGAGTGGAGTGGGAGGGAAGTTGGAGCTCTGAGAGGCAAA 

GCTGCTTCACTGGGGTGAAGGACCCAGCTGCTCTGGCCTTTGGGGGATAAAAAACCTTCAAAAGGCAGGG 

GCCCAGGCCCTGGAGCCACCACTAAGCTGGCGGGCTACCCTGGAGCCAGGCAGTCCTGGGTGAGGGGTCA 

GCCCAGAGGAGGGGGTCTGGGCTGCCACCAGCCTCTGTAGCCTTTGGGGACCCAAGTGGACGCACCACCT 

TTCCCTCCTCATTGGGTTTTGTTGGGTTTTTTGGGGGTTTTTTTGCACTTGGCCCACGCCTGACAGTGGA 

GCCCGCCCAGTCAGTTTCACTTCGGGGCTCCCATGCACTAGCCCAAGGCAGCCTCTTGGGGGCTTGTGTG 
GTTTAAGGAATCCCTTAAAAAA 

>GBEQ0501 jAcc|CD535067|Ver|CD535067.1 GI : 31577482 | LeukoN5_3_C10 .bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 3 CIO A027 3', mRNA 

sequence. : Start : 1 : Stop: 752 ~ ~~ 

C AAAG G C AAAC T GAAGAAC AG AG AG C AG AAAG AG T AAAAC C T T T TAT G AC AG GGG C T GC AG AAC AAAT C A 

AGCACATCCTTGCTAATTTCAAAAACTACCAGTTCTTTATTGGTGAAAACATGAATCCAGATGGCATGGT 

TGCTCTGCTGGACTACCGTGAGGATGGTGTGACCCCGTATATGATTTTCTTTAAGGATGGTTTAGAAATG 

GAGAAATGTTAACAAATTTGGCTATTACTTTGGATCTACACCTGTCATAACTGGCTGCTGCTTTTCATCC 

ACACAACACCAGGACTTAGACAAATGGGACTGATGTCATCTTGAGCTCTTCATTTATTCTGACCTTGATT 

TATTTGGAGCGGAGGCATTGTTTTTAAGGAAAAAACATGTCATGTAGGTTGTCTAAAAATAAAATGCATT 

TAAACTCATTTGAGAGAATGCCTCTTAGTTTAATCCGTATTTAAATCCATCTTGTGTAGTGTTCCTGGAG 

AAGCTAGAGCCTGGTTGTAGACCACTACTAGAAAGCATAAGACTGCCTTCAGATCACTTCTACAGTGAAA 

ACTACTTCCGGGACTGGAATATAAAAACCAAGAACCACAAGTCTTAATTCTGAGTTGAAGTAAAGGGAAA 

GACCATGCTCATAGCAGTGCCAACATTTGAAGTGGATTCCTCAGACATTTCATCACCTCCAAACGGAAGT 

AGTTAATCCTGGAAGAGATTACCAAAAGAATAAAAAGAGACTAATACAGTGG 

>GBEQ0502 | Acc | CD535066 | Ver | CD535066. 1 GI : 31577481 | LeukoN5_3_H02 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 3 H02 A027 3', mRNA 
sequence. : Start : 1: Stop: 437 ~~ 
AGAGAAT GAGGTGTCCGGGAAAAGAGAGAAGGTACAGGAAC TAATAAGACGAGC T GT GGATCAT TTAAAG 
'AAAGCTGATGAGATCAATGGAAATCTCTCTCATGCCTGCTCCTATCTTGCCTGCCTGGAATCATAATACA 
GCATGTGAAGAACAAAAGAAAGAGGATTCAAATCTTCAGGGAACCCACAAAATTCATGGTATGCTTGTGG 
TCATTGGGATTTTTTAGGTAAATACTGCATGACCTGAAACATCAAGGTTAGTGTGAAGCAAAACAGAGTC 
AGCTGGGCCAGCATGAGATCACCAGCCACCCTCTGGGTTGCAAAATGTTTGCCTGTTGGAATTAGCTTAA 
ATTTAAATGGTGGTTACCAGGGCTTGGGGGTGGGGGAATGGGAGAGATGTTGTTTAAGGGTATAAAGTTG 
CAAACTTGTGGATAAGT 

>GBEQ0503 | Acc | CD535061 | Ver | CD535061 . 1 GI : 31577476 | LeukoNS 3 B08.bl A027 Unstimulated 
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peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3__B08_A027 3', mRNA 
sequence .: Start : 1: Stop: 655 

GGCGGAGCAGAAGTGTGAAGAGTGGAGGAGCCAATACGAAGCTCTGAAGGAGGACTGGAAGACACTGGGG 
ACCCAGTACAGAGAGCTGGAGAGCCAACTCCATGTCCTTCAGTCCAAACTGCAGGGAGCAGACAGTAGAG 
AC T TACAGAT GAACCAGGCT C TGCGACT TTTGGAGAATGAGCACCAGGAAC TACAGGCCAAGAT TGAATG 
CCTGCAGGGGGACAGAGACCTGTGCAGCTCAGACACCCAACACCCTACAAGATCAACTAAAGAGGTCAGA 
GGAGGGGAAACTCGCCCTGGTGACCAAAGTACAGCAGTTGCAGAGTCTGCTTCAGAATCAATCCTTACAG 
CTTCAAGAACAGGAGAAACTCTTAACAAAGAAAGGTCAGCAAATTTACTTCCACAAATTCTAAGATAGTG 
CTCTTTCCTTGCTGGCTAGAGGCAGGGGGATGCACTACATGACCTCTCGGAGTCCCATCCAGTTCTGGAA 
CTGTGTTAGGTTAGGGACCTGGGGGAGCTTTTAAAGGACTGATCAGTGGCTCTGAGAACACTTGAACTAG 
TTAGCTTCCTATCCTGAGAGGTATATAAACTGTGAAAAGGATTTCTACTCCCTTCTGAAAACCATGTTTG 
TGT TGAACAT T TCAATAAATT GAT T 

>GBEQ05Q4 \ Acc | CD535059 I Ver | CD535059 . 1 GI : 31577474 | LeukoN5_3_Hl 2 . bl_A0 2 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_H12_A027 3', mRNA 
sequence .: Start : 1 : Stop: 597 

CAGACACAAAGAACT TATCCC T TAGGAGAT TCC CAAGAAAGTCAACAAGAT CCT GT T CCCAGAGAGCAAG 
GTCATTGGTCAAGGGGAACAAAGAGTAGGCAGAAAACTTAGAGGTTTCTCAAAGTGAAGAAAGAGGGGGA 
ACTCCAGCCAAGTTCCTGCCCTCCTCTGAGGCTGTGAACTTCTCTTCATGGAAGCCCAGGGTGGAGGTGG 
GGAGGACAGGGCCAGGTCAAAGCCTTTCACACAAACACTTCTAGAGCTGCCCATCCCTGTTCTGCTCTTG 
GGCTCTTGGATACCTCCTGACCCTTTTAGCTCCAGCTTAGGAGGAACATGTCCAGGAAGCTCTTTGAAGG 
CCTCAACGTTTGTTGGAGGGACTGCCCCCCTTTCTAGCTCCTCCACCCTCTGCCTCCAGTCATCTTAGGG 
AAGAGAGGTCCTGTCCAGATCTCTCTGGCCTCTCCTTTTCCCTTTGGAATAACTTCCTCTTATTTCAGGG 
AAGGGAAATGGTGTCACTCAGGCTCTGGGACTGCTTCTCCAGATAGTCTGGGGCCACAGGTCCCATTAAA 
AT AAGGGGTGATGTCTCAGAAT AAAAAGTAT T T T TAG 

>GBEQ0505 1 Acc | CD535055 I Ver j CD535055 . 1 GI : 315774 70 | LeukoN5_3_H01 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_H01_A027 3 f , mRNA 
sequence. : St art: 1: Stop :72 9 

AGCAAGAGGTATGCTGAGGCTGTTGCTCGGGCTAAACAGATTGTGTGGAATGGACCTGTGGGTGTATTTG 
AATGGGAAGCTTTTGCCCGAGGAACCAAAGCTCTCATGGATGAGGTGGTGAAAGCCACTTCCAGGGGCTG 
CATCACCATCATAGGTGGTGGAGACACTGCCACTTGCTGTGCCAAATGGAACACGGAGGATAAAGTCAGC 
CATGTGAGCACTGGAGGTGGTGCCAGTTTAGAGCTCCTGGAAGGTAAAGTCCTTCCTGGGGTGGATGCTC 
TCAGCAATGTTTAGTACTTTCCTGCCTTTTGGTTCCTGTGCGCAGCCCTTAAGTCAACTTAGCGCTTTCC 
ACATCTCTACTTGGCATTAGCTAAAATCTTCCCCCATGTCAAGATTCAGCTAGCAGCTAAGAGATGCAGC 
ACCAGGAACCCTTAAACAGTTGCACAGCATCTCAGCTCGTCTTTACTGCACTCTGGATTTGCCTACATTC 
TTCAGGATCCCATTTGCATTTCTTAGGGACTAAACCATTGTGCATTCTAGAATGCATGTATTTATATTTT 
GCCTGTTAAAAGAAAGTGAGCTGTTAGCCTAGTTCTCTTTTTGAAGTAGCTTATTCTGATTAGCTTTGTC 
ATTGTTTCACTACTCAGCATGGAAACAAAATGTAATTCCAATTGTAGGTAGGGAGGGAGGTGAAGTTGGT 
GATATGTTAAATAAATAATAAAAGTATCC 

>GBEQ0506 ] Acc ) CD535053 J Ver | CD535053 .1 GI : 31577 4 68 1 LeukoN5_3_C02 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_C02_A027 3\ mRNA 
sequence .: Start : 1 : Stop : 521 

AAAT TAAAAAAGGAAAATCAACAAAGAATT GATCAGATACAAGAGT CTCAT GCCACAGT TAT CCAGGAAA 
AAGAACAACAGCTACAGGAATTAAAACT CAAGGTT T TTGATT T GTCAGACATGAGATGT AAGTTAGAGGT 
TGAACTTGCCCTGAAGGAAGCAGAAAGTGATGAAATAAAAATTTTGCTTGAAGAAAGCAGAGCCCAACAG 
AAGGAATTCTTAAAATCTCTCCTTGAACAAGAGACAGAAAAT T TGAGAACAGAGATAAGTAAT TTAAACC 
AAAAGAT TCAGGATAATAATGAAAAT TATCAGGTGGGT T TGGCAGAGCTAAGAACTTT AAT GACAAT TGA 
AAAAGATCAGTGCAT TT CAGAGT TAATT AGTAGAC AT GAAGAAGAATT TAATACGCTTAAAGCTGAATTA 
AACAAAGTAACATCATTGCATCCCCAAGCATTTGAAATAGAAAAAAAACTGAAAAGAGAAATAGTTGAAC 
TGCAGAGTAAAATAGACT CAGAAT TGAGTGC 

>GBEQ0507 | Acc [ CD535051 1 Ver | CD535051 .1 GI : 31577 4 66 1 LeukoN5_3_A0 9 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3__A09_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 67 6 

CATCATGTACAAGGGCCGAACGGTGCTGCAGGAGGTGGTGGGCCGCCCAAGATGTGTGTTCCTATACGGG 
CCTCCCAGCCTACCTGTTGAGGCCACAGAACTCCAGTGCGTGGCCTTCCCCAGCCCTGCTGAGTTCCCCG 
ACCAGAAACAGCTTCACTACACAGAGAAGCTGCTGCAGCACGTGGCCCCTGGCCTGCAGCTGGAGCTCCG 
GGGGCCTGGGCTGTGGGCCCGGCGCCTGGGCAAGTGCAAGGTCTTCTGGGAGGTGGGAGGCCCCCTGGGC 
TCTGCCAGCCCCTCTAGCCCGGCCCGCGTGCTGCCCAGGAACTGCGACACTCCCATCTTCGACTTCAGCA 
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CCTTCTTCCGAGAGCTTGTGGAGTTCCGGGCTCGCCAGCGCCAGGGCTCCCCACACTACACCATTACCTG 
GCCTTTGGGCAAGACCTGTCAGCCAGGAGACCCAAGGAGAAGAGCCTGGTCCTGGTGAAGCTGGAGCCGT 
GGCTGTGCCGGGCGCACCTGGAGGGTGTGCAGCGTGAAGGCGTGTCCTCCCTGGACAGCGGCAGCCTAGG 
CCTCTGCCTGTCCAGCTCCAACAGCCTCTACAACGACCTCGAGCATTTCCTTGACCACTTCTTCATGGAG 
GTGGAGCAGCCCGCCTAGACCTGGGGCCCGGACCCCACCCTGATCC 

>GBEQ0508 | Acc | CD535047 | Ver | CD535047 .1 GI : 315774 62 | LeukoN5_3_H08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_H0 8_A0 2 7 3 1 , mRNA 
sequence. : Start : 1 : Stop: 688 

CATGGCTGGGATGCTGTAGGGTTTAGGGATTGACTGACTTTGAGAGGTTCTTTAGCAGCAGCAGGCGCAC 
TTGTGAAAGGCCTTTTTTTAATTGATGAGCTCACAGGGGTGGTTGCTTTTCTATAAATAAACTAATGAGA 
GCGTACTGGAGCATGCAGTTTGGTTTTGGCTTTTCAGATAGTACTTTGGAAATAAGTTATTATGAGATTC 
AAAATTGTGAACAGTCTTGAAACATCTGTCCTGTGAACTAGTAATTTGATTGTGCTGTGTTATTTTGCTC 
CCTGACAGCTAGTTGCCCTTTTCAGTATGTGTTTGTTTTCGTTTGGATTTTTTACTTAATGAGATTTATT 
TTGCTCAGAACTCCATACGTTAACCTATTAATAAAACATTATTTTAGAATCAAAGGCAAACTTGAAGAAC 
AGAGACCAGAAAGAGTAAAACCTTTTATGACAGGGGCTGCAGAACAAATCAAGCACATCCTTGCTAATTT 
CAAAAACTACCAGTAACAAATTTGGCTATTACTTTGGATCTACACCTGTCATAACTGGCTGCTGCTTTTC 
ATCCACACAACACCAGGACTTAGACAAATGGGACTGATGTCATCTTGAGCTCTTCATTTATTCTGACCTT 
GATTTATTTGGAGCGGAGGCATTGTCTTTAAGGAAAAAACATGTCATGTAGGTTGTCT 

>GBEQ0509 | Acc | CD535041 1 Ver | CD535041 . 1 GI : 31577456 1 LeukoN5_3_H04 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3__H04_A027 3', mRNA 
sequence .: Start : 1 : Stop : 660 

TCATGCAATAAACTGAAAAGAGCCATGCTGTCTAGTCTTGAAGTCCCTCATTTAAACAGAGGTCAAGCAG 
TGGGCGCCTGGCAGTGTCCAGCCTGAAACAAAGCAATAATGTGATGTTTCGGCCAAGCCCAGAGCCCCGA 
GATCACAGATGGCTATGTCTGGCCAGAAGCTCCTCGGCTCTCCCTCTACAGAGTTCCCTGCCCTGAGAGA 
ATGTCACCACCTGAGCAGCCCTTGGTGAAGCTGAGAGGAGAGGATGGGGTAAGGCAGCAACGGCAGCTGC 
ACCACTAGGCGGGAGCCTTTGGTGGTCGAAGAGTGATGCCCTGGTGTCTCCAGCCTGCCCGGGTGCACAG 
AGCTTAGAGTGGCCCCCTTCCCTCTAATGAGGTGATAGGACATCTGGCTTGCCAGCGAGGTCTTTTTGAC 
CAGACATATCCTAGCTAATTGATGTCCGAACACCAGAATGTGAGGCCACCCTTCTAGCAGAGTTAAACTT 
TTGACAAGGGAACAAATCTCAAACTGATATGTGTCAGTCACGTAGCCAGCTGTAGAACTTGCGGCTTGAC 
TAGCAGCAGCTGCCCAATGCCATGTGAAGTAACAAACTGGTCTTTGGTTTTTTCCTTCCCTTCAGTTTTA 
ATGTTATGTAATGTGTTTAAACCCTTATTT 

>GBEQ0510 |Acc|CD535034 )Ver| CD535034.1 GI : 3157744 9 I LeukoN5_3_A08 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_A0 8_A0 2 7 3', mRNA 
sequence . : Start : 1 : Stop : 4 94 

ATAAAAGGCTTCCTGGACAGAGGCCTGCTCATTTGCTAGCAGACAGTTCCAAAAACAGACTGTTAGTCCT 
GCTGCTTACCCGCTGGATTTTTTAGGCACTGAGTTTGTAACTTTTTGAAACAAAACAATGTGTGGCTTTC 
CTATTTGGGGGCACACTCTGTTCTTGTGAGCATTATTAAATCTTGTTTGTAAATATGTTGACTTTCTCTT 
AACATTTGCCCTGGGTCAGGAGGAAACAGCTGTGTGTGCAGGTGAGACAGTGCCCTTTAGACTGTGCTTT 
ATTATGTATCCAGTCATGTCTTCTACTTTCGCATATCTGGACCGGGGTGCAGAAGTGCATCCTTCGCTCT 
TTCCAGTGGATCCAGCTGAAAAACCCAGGACGGGATTAGAGAGACACTGGTATTTTCTGACTTTTACCAA 
GTT GCT TGT T T CT TT TCAT T T AGAAAGAAAAAACCAATT TCTAT CACT TTCAGCACTTAAC TAT TAAATA 
TGAA 

>GBEQ0511 |Acc|CD528909lVer ICD528909.1 GI : 31567531 | LeukoN3_8_E07 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_E07_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 708 

GAGATCAGGGACATGCTGCTGGCCAATAAGGTGCCAGCTGCTGCCCGTGCTGGTGCCATTGCCCCTTGTG 
AAGTCACTGTGCCAGCCCAGAACACTGGTCTGGGGCCCGAGAAGACCTCCTTCTTCCAGGCTTTAGGCAT 
CACTACTAAAATCTCCAGAGGCACCAT T GAAAT TCTGAGT GACGT GCAGCTGAT T AAGACTGGAGACAAA 
GTGGGAGCCAGCGAAGCCACACTGCTGAACATGCTGAACATCTCCCCCTTCTCCTTTGGGCTGATCATCC 
AGCAGGTCTTTGACAATGGCAGCATCTACAACCCGGAAGTGCTTGACATCACAGAGGAAACTCTGCATTC 
TCGCTTCCTGGAGGGTGTCCGCAATGTTGCCAGTGTGTGTCTGCAGATTGGTTACCCCACTGTTGCATCA 
GTACCCCATTCTATCATCAATGGGTACAAGCGGGTCCTGGCTTTGTCTGTGGAGACTGATTACACCTTCC 
CACTTGCTGAAAAGGTCAAGGCCTTCTTGGCTGATCCATCTGCATTTGTGGCTGCTGCCCCCGTGGCCGC 
TGCCACCACTGCTGCTCCTGCTGCTGCCGCAGCCCCAGCCAAGGTTGAAGCAAAGGAAGAGTCGGAGGAG 
TCGGACGAGGATATGGGATTTGGTCTCTTTGACTAATCACCAAAAAGCAACCAATTCAGCCAGCTTTATT 
TGTGAAAC 

>GBEQ0512 | Acc | CD528 907 j Ver 1 CD528 907 .1 GI : 31567529 1 LeukoN3_8_E03 .bl_A025 Unstimulated 
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peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__8_JE03_A025 3 1 , mRNA 
sequence .: Start : 1 : Stop : 362 

GTACCCATTTATTTTAATTTGAGAAGTCTAAGGGTAGGGCATGAATCCCAGTTCATATATTTTTATTTGC 
AAAGTGACTGGAGAAGGAGAAATCAGCTTAAGTAGGAGATTAAGTAATCCTTAGAGTTGTAGATATTAAC 
TAGAATATGAATCCTTAGAAAGTCCCTTTCTCCCTTCAAAATTGTATATAGCCATTTATAGTAGAACCAT 
GCTATTACAAAGAAGTTCACCCCCTATGCATTAAAAAAAGATGTATCTGTTAACTTTTCTTCGTAGGAGG 
TTATGTCTGTTCGTTTCTACCAGTAGAATCAGCTTATGTTGACATGGTTCAGTTGTCTCTAAATAAATGT 
TTTTAAAATGCT 

>GBEQ0513 | Acc | CD528905 | Ver | CD528905 .1 GI : 31567527 | LeukoN3_8 JB08 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__8_B08_A025 3', mRNA 
sequence .: Start : 1 : Stop : 67 6 

AT7\ACGTTCAAACTCTGCAGAATCAACAAGATATTCTCCCTTTCTAGAAAGTTACTGTGGCCCATGTCCT 
AAAAACTGGATATGTTACAGAAATAACTGCTACCAATTTTCTAATGAGAGCAAAAGCTGGACCCAGAGTC 

, AAGCTTCTTGTAAGTCTCAAAATTCCAGTCTCCTGAAGATTTACAGCAGAGAGGACCAGGATTTCTTTAG 
ATTGCTGAAGTCATATCATTGGCTGGGACTAGTACAAAATCCAGCAAATGGATCTTGGCAGTGGGAAGAC 
GGCTCCATTCTCTCACCCAACCAACTAACAATGGTTGAAATGCAGAATGGAACCTGTGCAGTTTATGGCT 
CAGGTTTTAAAGGTTATACGGAAAACTGTTTAACTCCAAACACATACATCTGCATGCAGAGGATTTTATA 
AAATACAAAGGAGACAAAGAC AAAAAGCCATT CT C TGAGTGTT CTCCATGAAGAAAAC T T CCAGAAGAAA 

' ATTCCACCAATGTTTATTGAGTTATTTTTCCACCTATGACACACAACAGACAATAACCTTACAGGGACTG 
ATGGCCAACAATTAAAGAATTTAGCTTCGATAACAATATTTTGTTTAATTTTTTAAATTTTTGAGTAATG 
GACAGAT TCATT T T TAAAT T TAT TAAAC T TGATATCTAGGT CAAAT 

>GBEQ0514 | Acc | CD528901 1 Ver | CD528901. 1 GI : 31567523 | LeukoN3_8_D04 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8 JDO 4_A02 5 3', mRNA 
sequence Start : 1 : Stop : 64 5 

GTTTAAATTAAATACGTAAGTTAACGTAATTTTGAACTGGTTTTCTAATACCAATGAATTGGTTACCCAA 
AAATATTATTTTATTGGGAATGCAACTGGCAGCTCTTGTTAAATGGGTAGCTCAGGTGACTCGTGGTGCT 
TCGGTGATGCCTTTTGTGTATTTCTCAGTCACAGCACTTAGCTGGTTTATGGGTTTGTCATCTCCACTGG 
AGGAAGAGTTTCTTGAGGATGAGAACTGGCATATCACTCTTATTTTCACAGTGATTAGCACTGTGCTGAC 
ATGGGGGTGCTCAGTAGTTGAACTAGTGAACATATTTAATTGACTTCACATATAATTAATTTCAAAGGAC 
AGTATAAAACTCCAAGAT TGCTCAGCAT TATGT GAGGAGGAAGAAGAGGAAGATGAAGGAGAAGC TGCAG 
AT ATGGAAGAATATGAAGAGAGTGGATTGTT GGAAACAGAT GAGGC TACCCTAGACACAAGGAAAATAGT 
AGAAGCTTGTAAAGCTAAAACTGATGCTGGAGGTGAAGATGCTATTTTGCAAACCAGAACTTACGCCCTT 
TACATCACTTACGATAAATATTACCAGACACCACGACTATGGTTGTTTGGCTATGATGAGGTAAAAATAA 
AGAAAAAGTTATTTT 

>GBEQ0515 |Acc|CD528898 | Ver | CD5288 98 . 1 GI : 31567520 | LeukoN3_8_A12 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_Al 2_A0 2 5 3 f , mRNA 
sequence .: Start : 1 : Stop : 699 

TATAACAAAGTTCTCACATAGATTCTGTGCTTGTAACCCTGATTTAATGCGGGAACTTGGCCTTAGTCCT 
GATGCTGTCTATGTACTGTGCTACTCTTTAATTCTACTTTCCATTGACCTCACCAGCCCTCATGTGAAGA 
ATAAAATGTCAAAAAGAGAATTTATTCGAAATACCCGTCGTGCTGCTCAAAACATTAGTGAAGATTTTGT 
AGGGCACCTTTATGACAACATCTACCTTATTGGCCATGTGGCTGCGTAAAAGCACAATTGCTACGACTTC 
AGCTTTTAACTTCAAACTTAAGCTACCCAAGGACTTATTTAGCGGATAAGGGGGTTACATTAGTGCTGGT 
CATTCCAGCCTCTGTATACAATCAAGCTTGAGTGGACAAACTTTTTTTTTCTTTTACTGTTCTCTTTTTT 
AGTAATTTCCTTGGGGAACTAAAAAATTTTG.CAGAATTTTTCTTAATTTTGCTTATCATGTTTTGCACAA 
AGCAGGGCCATTGTCTGACACAGCTGTTTAAGAATGTTAAACTGACATTATACTCTAAAAGATGGTATAT 
TTGTGCATTAGATTTGCCTGAAAAACTTTATTCACTTCCATTCTTTTTAAAAATACCATGTAATGTGTAC 
ATATT TAACTAAAGAGAT T TATAAT CAT AATTAT TT TAT TGTAAAGAT TT TAACTAAAGCCT T TCC T T T 

>GBEQ0516 | Acc | CD52 8 8 97 | Ver ICD5288 97.1 GI : 31567519 | LeukoN3_8_F04 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__8_F0 4_A0 2 5 3 1 , mRNA 
s equence . : Start : 1 : Stop : 7 3 8 

GCCAAGCCGGTTCCATTAACATCAGGAGTCCGATTCCAGGTTTGTGTAGAAGTATCTAAAGTGAAGATCA 
ATGTTACTGAAAT TCCT GAT GAAT T GCCTGACAAT CAGATGAGAGACAAGCTAGAAC T GAGCT TT T GT AA 
GTCCCGACACGGAGGAGGAGAGGTGGAATGCGTGAAGTACGATAAGCGGTCTGGAAGTGCTGTCATCACG 
T TTGT GGAAACTGGAGT TGCTGACGAGAT T T T GAAGAAGAAAGACTATCCTCT TTATACAGATCATAGCT 
GCCATAGAGTTACTGTTTCTCCGTACATAGAAAAACACTTGAAAAAGTTTCAGGTATTTTCAGGAATATC 
TAAGAGGACAGTGCTTCTGACTGGAATGGAAGGCCTTGATATGATGGATGAAGAAACTGTGGAGGATTTA 
GTTAGCATTCACTTTCAACGGGAGAAGAATGGAGGTGGTGAAGTCGATGTGGTCAAATGTTCTCTAGGTC 
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AACCT T ACAT AGC AT ACT T T GAAGAAT AGACT CATGAGATCATAGCAAAATT GGAGCT TCTGAGCCCAAA 
TCACTGTCACTGTTTGACAAAAATGAGTATCCTTTTCCTTAAAAAAGTGAAAACTTTAATTCTTTACTAT 
CATTTATTTTTAGATACAAAATATGTTTCCACGTTTTTGAATTCTTCTTTCTTTCAAACTGTGCTGCATG 
TTCACAAATGCAATAAGTGCACTGAATTAAAAAGAGTT 

>GBEQ0517 | Acc | CD528894 | Ver | CD528894 .1 GI : 31567516 | LeukoN3_8_C05 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_C0 5_A0 2 5 3', mRNA 
sequence. : Start : 1 : Stop: 604 

GATGTTAATGCTGACCGAAAGATGGAGATCTCAAAAAGCTTGATTGCAAATGCAAATGCAACTCCTAAAA 
TCAATCGTCTGTACTTGCAAGCTCCAGGAACATTTGTGAATGGGGTATATCAGGTGCATAAGAAAACGGT 
T AGG AAT C AAT T C G T T TAT TAT GAAAT AAAAG AT AAT ACAGG G AAG AT AGAAG T C AGG AT G TAT GGACG A 
CTGGCCCAAATCAACTGTGGGAAAGGCGATAAACTTAAACTAACCTGCTTTGAATTGGCATTAAGTGAGA 
AGAAGTGGCAGCTGAGATCTGTAATTCACAGTTTCGTCAAGGTCATCAAGGCCAGGAAAAGTAAGAGACG 
ACCACGCAGTCCTTATTCATATATGAAAACCTCACTAGAGTTCTCCTAAAAACCTGGATGCCATTAATAA 
T GAT GTT TATGGAGT TAAGATCTAAGCACAGAAAGAAATAT AT ATGGT T GACATACAGCAAT GTAT ATGC 
CAGCTATTAATTCTATCAATGGGGTGTTACAGGTGCTTTTTGTTTTCTTTTTTATATTTTTCTGTGCCAA 
T TCAAT GCCATAT T T TAT ATCTAT AT TAT T TATAAT TCCCCCCN 

>GBEQ0518 | Acc | CD5288 91 | Ver | CD528891 .1 GI : 31567513 | LeukoN3_8_F07 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_F07__A025 3 f , mRNA 
sequence. : Start : 1 : Stop : 147 

CAAATCACGATGATGAGTATTTGGGGGTGGGTGGGTAAGGGGGGAGTGGGAGGGGATGGAACCAACTTTT 
TCGGTATTTTGTATGGAAGTTTTGTTCAACATGTAACCAATCAGTATCTTGTCAATATAGTCACCCGATC 

GATCGCC 

>GBEQ0519 |AcclCD528888 1Ver|CD528888.1 GI : 31567510 | LeukoN3_8_G05 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_G05_A025 3 1 , mRNA 
sequence . : Start : 1 : St op : 7 4 0 

TGGTTTTGCCATGTACTATTTTACCTATGACCCATGGATTGGCAAACTGTTGTATCTTGAGGACTTCTTC 
GTGATGAGTGATTATAGAGGTATGATTGAGTTCAGGGGGCAGCTCTAAAGAGAATTAGGGCTTGAAGTCT 
TTAAAATGACTTTTTAAATGGTACTTCTCTTTCTTTTAGGCTTTGGCATAGGATCAGAAATTCTGAAGAA 
CCTAAGCCAGGTTGCGATGAAATGTCGCTGCCGCAGCATGCACTTCTTGGTAGCAGAATGGAATGAACCA 
TCTATCAACTTCTACAAAAGAAGAGGTGCTTCTGATCTGTCCAGCGAAGAGGGATGGAGACTCTTCAAGA 
TCGGCAAGGAGTACTTGCTAAAAATGGCAGCAGAGGAGTGAGGAGTGCTGGTGTAGACGATGACAGCTTC 
CATTCTATTTTAGAATAAATTCTCAACTTATCTTGCTTTCTATCCTGTTTGTAGTGAAATAATAGAATGA 
GCACCCATTCCAAAGCTTTATTACCAGTGGCGTTGTTGCATGTTTGAAATGCGGTCCGTTGGAGATGGTA 
ATCTTGGATGCAGTTTGCCGTCAGATTTCTCCTTGAACATCTTTTTGCTAAACAACTAGGTGGTGTGATC 
TTAATGTATATGAAAAAACTTCATTCTTGTGAGTCATTTAAATGTGTACAATGTACACACTGGTATTTAG 
AGTTTCTGTTTTGATTCTTTTTTAATAAACTACCCTTTGA 

>GBEQ0520 | Acc | CD528884 ] Ver | CD528884 . 1 GI : 31567506 | LeukoN3_8JD0 6. bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_D06_A025 3', mRNA 
sequence. : Start : 1 : Stop: 584 

GCAGGGCTACCGGGATGGCGTGCACATCCTGCTCCAGGGAGTTCCCAGTGACCCATCGCCTGCCCGCCGG 
GAGGGTGTGAAGAAGAAGGCAGCCGAGTACCTGAAGCGGGCAGAGGAAATCCTGCACTTGCACCTGTCCC 
CAGTCCCGCCCTGAGAGGGAGCACACCCTTCCCCAGGACTCCAGCTCCAGCACTGCCAGCACCCCCTTCG 
CCTTCCCCTGGTGCCTGGCCCTATCTCCTGGTCTCGTAACTCCAGGGGCCATTTCTGTATGTAACTGGAC 
CAAGAATGAGAAAAATAACGAATTCTCAGCTCACTGACCACACCTGCCACCTTGGCATCAGGGACTCACA 
CTTCTGATCCTGCCTGTCTCTATCTTGATGTGTGAGCAGCAGCTCTGGTCACTAAACTCTGTTTACCCAT 
CTAGAACCGGGGTCTGCAAAGTACGGCCTGTAGCCAAATCTGGCCCACTGCCTTTTTTTGTAAGGCCCAT 
GAGCTAGAATGGTT T TTACAT T T T T T AATAGT T GAAAAGAATCAAAAGAATAATAT TCCGTGACAGGTGG- 
AAAT TACATGAAAGTTAAGTAT CT 

>GBEQ0521 1 Acc | CD528881 | Ver | CD528881 . 1 GI : 31567503 | LeukoN3_8_G08 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_G08_A025 3 f , mRNA 
sequence .: Start : 1 : Stop : 677 

CAGTTGGATCAGGAAGATGCTCAGCGTCTTTATCAAGCTGGTGAGGGGAGACTAGGGACAGATGAGTCTT 
GCTTTAACATGATTCTTGCCACAAGAAGCTTTCCTCAGCTGAAAGCTACCATGGAGGCTTATTCCAGGAT 
GGCTAATCGAGATTTGTTAAGCAGTGTTGGCCGTGAGTTTTCTGGAAATGTTGAAAGTGGTTTGAAGACC 
* ATCTATTGATCTTGTACAAATAAAGCAGATTTTCAGTCAGATGTATCAGAAGACCCTGGGCACAATGATT 
GCAAGTGACACGAGTGGAGATTACCGAAGGCTTCTTCTGGCCATTGTGGGCCAGTAGGGGGGATTTTTTA 
AAT GAATGAAGCTAT TCAAAGCTTATCCT TCAACACAATGACCCGCATGCAGCAAT ATCAACCAT CAACC 
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ATCGCCTAACCAAAAGAGCTTTTTACCAAGGAGTGTGTCAGGGTATTGTGCTTGGTTTGCACAGGGGGTT 
ATTGCCTTAATTCCAATGTTATTTTTTCTCTATACAATTACTGTAAAGCCATATCATAATGATATAGTAA 
TAATGCAATGTT T T TAAAGCACAAT T C T CACTG T T C TTAT T CTAACCAGGAT ACAAAAT T GAAT AAAAAT 
GACAACAATCTCTAATTCTGTGTAATAATATTGAATAAAAAAGGTTG 

>GBEQ0522 | Acc | CD5288 80 | Ver | CD52888 0 . 1 GI : 315 67502 | LeukoN3_8__B09 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_B0 9_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 67 1 

TCCCCCAAAGAAAATGGAAAAGGTGATATAAAGTCAAAATCTAGATCAAGGAGCCAGTCTCGCTCCAATT 
CACCCGTACCTGCTCCACCCTCAAAGGCTCGTTCTGTGTCCCCTCCACCAAAAAGAGCTTCAAGATCCCG 
TTCTAGATCTCGTTCAAAGTCAAGGTCACGGTCCAGATCGAGTTCCAGAGATTAACCCAGAACTCTCAGT 
TCTTTGCACACTATTACAGAACATTTTCCTACTTGCTTAGGCAGTTACTCTTCCACGTTTATACTTGGCC 
TCTTCTGCAGGAGGAGTCTCCTGAAAACAGGGGCGCACAGAAATTTGATTTGTGGCCAAATTTGATGAAA 
AAGATGAGGTTCTAAAGAAATGGTGGCATGAAGTCAAAGACCCTCTCCCTTCTTTGTAGAATTAAGATAA 
CTTTGATTTTATAGCTTTTGAGCTAAAATAACTTTTGTAAAGATTAAGCTCATTTAGATTTTTTTTTTTT 
TTAAGTATTTCAGCAGGATCTGCTGCAGGGGTTTTGTTTATTTGTTTATTTGTTTGCTTACTTTAAATTA 
AC T GT T T CAAGC T T T GAAT ACT T AAGGC T T T AGAGG G AG AAC T C AAT C T T C AAT T AT GT TGGCTTTT TAT 
AAAGCT TGAGTTAT GTAAGAT T T CAATAAAAGT T T GCTACC 

>GBEQ0523 | Acc | CD528 879 | Ver | CD52887 9 . 1 GI : 31567501 | LeukoN3_8_AlO . bl__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_A10_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 68 1 

•TTTTCCCTTAATTTAAGATTTCCTTTTTGGAAGGGACTGCAGTTATTCAGTACTTTCTCTTTCCTGTTAA 
AAATATATCTAAGTTGTATGTTTTCACAAAGTATGGTTCCAATTTGGAGCACCTTGGAACTTTTGACCCA 
GGAAATTTTTCATAATTCTGTATTCTTAAGTGAAGATTGAGTTGGCCATCCTTTTTCCTCCTCTCAAGTT 
TTTTGGGCCTACAGAATGTTAAATAATATGTATTTTGACTTTTTTTTCCTGGAGTCTTGTATATTTATAG 
TTTTCTATATAAGCTGTAGTATCTTCATGAAGACCAAGGCTCAAATTTACTGTGCTGAAAAAACAATTCT 
CATAGGATTATTATTTTCATGGTATTTTCTTCCATAATATCTCATTTAGAAAAAAGAAGGTTCTTTATGA 
ACTTAGTGTCCATTGTCATGCAATGTTATTTTTTTCCATTTTTTCCCCCTCTAATTTTGGAATTTCTGAT 
CCT GGGAAAGAGAATCAAACAAGAT C TT AAGT T CTGTGAGAACTT GGT T CAT T T ACAGAT T TCAC TGAAG 
AAAAATTAATTTGGTCTTATGTAGTCTTCAAGTGTATATTTAAAGAAGTCTTTTTTTGTATTAGTTCTCC 
TGTCACTTCAGTTCCTTTATTATGCGTCATTTTTTTCCTATTAAAATGCCA 

>GBEQ0524 1 Acc | CD528 87 6 | Ver | CD528 87 6. 1 GI : 315674 98 1 LeukoN3_8_G04 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__8_G04_A025 3', mRNA 
sequence . : Start : 1 : Stop : 401 

GAGACCATCCCACCCCTCCACCTGCACCGCCCTCTTCAGTTATTTTTTGATGTCCAGCCCCTCCCTCCAT 
TCAGACCCCACCCCAGTGTCCCAAGTGCCCTGATGTAGGGCCCTGACGTGGCCTCAGGCTGCAGAGTCCT 
CCCCTATCCTGCAGGGACCACCCCCACCCCCCCAGCTCCCCCACCTGAGGGGGCGCCAGGTTGAGCGCTG 
CTGCTTTCACTGCTGCACCGATGCCCTCGGCTGGCCCCTGAGAGGCCTCCTCGTCCTCTGCTTGCTGAGG 
GCTGGAGACACCCTGACCCTCTGGGAGGCTGGACTGGGCCGGGCTCACCTGCCTGGACATTCCCACCTGC 
CCCCTTGCTGCCAGGTTGTGGCTACAGCTACAAATAAAAACCTTGTTTTCC 

>GBEQ0525 | Acc | CD528 8 60 | Ver 1 CD528 8 60 .1 GI : 31567 4 82 | LeukoN3_5_B10 .^bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__5_B 1 0_A0 2 5 3 1 , mRNA 
sequence . : Start : 1 : Stop : 222 

CATAAAGTGAAAGATATCTGCAATGGCCCTTGAGGGGTTGGGGAAGGAGAGCAAGGACTGGCTGCATTGG 
ACCCAAAACTGGACAGAGGCTAGGCATCGTCAAGGTTCATGAGTTGTCCAGCTATAAATTCATTTGAGTA 
GCAGCCCTGACAAGTTTTTGAGGTCAAAACCCTACCATGTGTAAAAAAAGAAATTACCATGTTAATAAAA 
GTATTCATTCGC 

>GBEQ0526 | Acc 1 CD528 854 | Ver | CD528854 .1 GI:31567476| LeukoN3_5_D10 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_D10_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 628 

TGCTTTCCGCTCGGCTCGGAGGAGGCTAAGGTGCAACTCTCTTCGGTCGTCCCGAATCCGGGTTCATCCG 
ACACCAGACGCCTCCACCATGCCGCCCAAGTTCGACCCCAACGAGATCAAAGTCGTGTACCTGAGGTGCA 
CCGGTGGGGAGGTCGGTGCCACGTCTGCCCTGGCCCCCAAGATCGGCCCCCTGGGTCTGTCTCCAAAAAA 
GGTGGGCGATGGCATCGCCAAGGCAACTGGTGATTGGAAGGGTCTGAGGATCACTGTGAAACTGACGATC 
CAGAACCGACAGGCTCAGATTGAGGTGGTACCTTCTGCCTCTGCCCTGATCATCAAAGCACTCAAGGAAC 
CACCAAGAGACCGAAAGAAGCAGAAAAACATAAAGCACAGT GG AAACATCACCT TT GATGAGAT T GTCAA 
CATTGCTCGACAGATGCGGCACCGGTCATTGGCCAGAGAACTCTCTGGAACCATTAAAGAGATCCTGGGG 
ACTGCCCAGTCTGTGGGCTGCAACGTTGATGGTCGCCACCCTCATGATGTCATCGATGACATCAACAATG 
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GTGCTGTGGGATGCCCAGCTAGTTAAGACTTGGTGAGGACAGTACTTCAATAAAGGATCACCTGACAA 

>GBEQ0527 | Acc | CD528853 I Ver 1 CD528853 . 1 GI : 31567475 | LeukoN3_5_D03 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__5_D03_A025 3", mRNA 
sequence . : Start : 1 : Stop : 68 0 

AGAGCCCCATGCTACATGAGATGGAAACGGGACCCTGAAAGTGGAGGACTTTTCCATTTTTTTCCTAAGG 
GGAAAAGTTGTGACCTGCCAAAAAAACTGACCTTGAATTCAGCCTGGGTGTTGAGGAAGCATCACTCAGA 
ACTATTGATTCAAAGCTGGGTAGTGAATCAGGAGGCTGGGAGCCTTCTCGAAGAAGCTTGTATTGGTACA 
GCTTCCATGTCTGTAGAGAGCACAGGGAGAGAGAGGCCTACATGTGGCGTGCCCCACACTGGAAT^AGCAG 
GACTGTGAGATCAAAAGATGCAATGTAATAGTGTTGGTCCAAAAGCATTTAAAATCAATAGCTCTGGGAT 
CATGTGGCCTTACCTAGCTGGCTGTACATCTTTCCCAAAACCAGACCATGTTACCACGTAGTGGTTTTAG 
TTTTAGTTTAGTACCAAGTAAGATTAAAATGTTGACTATGTGCAAGGGTGTTGAAGTTCTTTGGACTCCG 
GATTGTCAGTACCGTTGTCTCCTGTAACGCTAAACCTGAAACGGTCTGTGTTTGAATTGTTAAATGGTGT 
GTGTAATAGAATGAGTGCTGTTATGCAGAAAACTACAGTGTCCGTTAAGAGTGCCAAAAACTGTCCGGAA 
GGCAGCTATACTTTGAAGTGGTCTTTGAATACTTTTAATAAATTTATTTT 

>GBEQ0528 j Acc | CD528852 | Ver | CD528 852 . 1 GI : 31567474 j LeukoN3__5_F07 .bl__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_F07_A025 3 f , mRNA 
s equence . : St art : 1 : S t op : 6 3 0 

TTTGTGACCAAGCCCAATAGTTCCGACCCCCCTGCTGTGTTCACAGGTGACACCTTGTTTGTGGCCGGCT 
GTGGGAAGTTCTATGAAGGGACGGCAGATGAGATGTACAAAGCCCTGCTCGAGGTCCTGGGGCGGCTCCC 
TCCAGACACAAGAGTGTACTGTGGCCACGAATACACCATCAACAACCTCAAGTTCGCTCGCCACGTGGAG 
CCCAACAATGCCGGCATTCAGGAGAAACTGGCCTGGGCCAAGGAAAAGTACAGTATCGGGGAGCCCACAG 
TGCCGTCCACCATAGCGGAGGAGTTCACCTACAACCCATTCATGAGAGTGAGGGAGAAGACTGTGCAGCA 
GCATGCGGGTGAGACGGACCCTGTGACCACCATGAGGGCCATCCGCAAAGAGAAGGACCATTTCAAGGTG 
CCCCGGGACTGAGGTGGCTGCGGGGCCTGGGCGCCTATGGCTGCTGCCCCCGCCTTCAAGCGCATTCGGG 
TATCAGATGTTTTAGGTGAATTTTCTGCTAGAAGTGTGGAGATTCAGTCTTGGTTTAATCTTAAGTTAAT 
TTCAGAGCCCTCTGCTTGTGTTATCAAATGTCCTAACGCATATCTATAAGAGAAGCAGCTAGGAAGCGTT 

>GBEQ0529 | Acc 1 CD528849 | Ver 1 CD528849 . 1 GI : 31567471 | LeukoN3_5_G05 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5__G05_A025 3 f , mRNA 
sequence. : Start :l:Stop:730 

GTAAGACTTTTTTTTTTCTTTAAACAAATGCTACTTCCAGTTAATGCATTTAGCCCTACGGAATTTTTCA 
GGGACCAGAAAACTTTAAAGAAAAAGTTCTGCATCTTACAATTGTAAGCAATTAAATATCGGCTTGGGAT 
TGTTCTGTAGTATTCATTGCTAAAAAATTATTGTAAGTAACAGTTGGCAAGATCTCCAAGCAGAAAATTG 
CATGTTAAAACTTTCGCTTGAAAGAATTTGTGTGTGAATGTTAATGGAAAACACATTTAAACAGAATAAA 
ATTTAAGGTGGCCCAGAACGAAAGCCACAAATGAGTGGTCATTTGGTGCTTAGTCTTTGTAAGGGCTCTC 
CATGGTTTGACTTGCTCCAACTGCCTTTCAATGAGGACACATCCCCTTAAAGCATGTTCATCAAATACAA 
GACTCGTTCTACAATTTCATTGGAAATCTTAGCCTGAAATGAATTGCTTTAGCGCTGATTGAAGTGTGAA 
TAGTGGAGTGGCTATCCTAAACCTTGGTTTATCTCAGTTCACGCTATCAGATTTCTGAGGTAACACAGTT 
CTTACCCAGTGGTAATCTACTTGTAGCCAGAATACTGTATTCATTAAAATTGGACTATGTTCACTTTTGT 
ATTCCTGTGCTTTTTTTTTGCGCAGCGCGTGTATCCCTAGTATAAATGTGTCGCTTTTAAAGTTTTGTCT 
CTGTGACTTTTGGAAATAAATTTTTTAAAA 

>GBEQ0530 | Acc | CD528848 | Ver | CD528848 .1 GI : 31567470 | LeukoN3_5_G01 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_G0 1_A0 2 5 3 f , mRNA 
sequence . : Start : 1 : Stop : 22 4 

TCTCCCTTTCTTCACGCCCCCTTGATGTCTCTTACCAACATCTCCTCTGATGGAGTGACTGAATTGTGTG 
ATGGCATTGTTGCCTTCCCCTTTGCCCTTTGGGCCTCCCGTCCCGAGAGGGCCTGGAAATTATAAATATT 
ATATAAGGAGTATATATTTGAACTTTTTAAGTTGTCTTTAGTTTGGGTCCTGATTTTTCTTTTTACAATT 
ATCAAAATAAAATT 

>GBEQ0531 |Acc|CD52884 6|Ver]CD52884 6.1 GI : 31567468 | LeukoN3_5J302 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5J302_A025 3 1 , mRNA 
s equence . : S t art : 1 : St op : 6 4 9 

CCATTGGGGATACTGCAAAAAAATTGGGTGAAATGTGGTCTGAACAGTCAGCCAAAGATAAACAACCGTA 
T GAAC AGAAAGC AGC TAAG C TAAAG G AGAAAT AC GAAAAGGAT AT T G C T G C ATACC GTGC C AAG GGC AAA 
AGTGAAGCCGGAAAGAAGGGCCCTGGCAGGCCAACAGGCTCAAAGAAGAAGAATGAACCAGAAGATGAGG 
AG G AAG AG G AAG AG GAG G AAG AAG AT G AAG AT G AGG AG G AAG AGG AAG AGG AT G AAG AGT AAAT GGC TAT 
CTTGTAATGTGTGTGGAGTGTGCGTGTGTGCTCAGGCAATTATTTTTGCTAAGAATGTGAATTCAAGTGC 
AGCTCAATAT T TAGCTTCAGTATAAAAACTGTACAGATTTT TGTATAGCTGATAAGAT TCT T TGTAGAGA 
AAAT ACT TTTTTTAAAGTTCAGGTTGTAGCTTTTTGAGGGGCTACTACATACAGTTAGATTTTAAAGCTT 
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CTGATGTTGAATGTTTCTGAATATTTAATGGTTTGTTTAATTTCTTGACTTGTGTATGGTAGCACAGCAA 
ACT CGTAGGAAT TAGT ATCAATAGTAAAT TT T CAGTT T TT T AGAAT GT TGCAT T T TGT T T T T T AAAAAAA 
TTTTTGTAATAAAATTATG 

>GBEQ0532 ) Acc ) CD52884 5 | Ver | CD528 84 5 . 1 GI : 315 67 4 67 | LeukoN3_5_C04 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_C04__A025 3 ? , mRNA 
sequence. : Start :1: Stop: 370 

TCAGAAATAACTTGTTTGTAAAAGAAAATTTGTCTCCTCCCCCAGTAGTAGGCTCCTGAGTATTTATTAT 
ATGTTGGCAAATCAAAATTTTTTAGGTTGAAGACAAGAGGTTATTTTTAAGTTGTGTAGTCTTAGTTGGG 
TTAGGGTTTCAATTTTAGTTAATAAAATACTTAGTTTTGACTTGTTTGTTCTTTTGAATTGCTGTTTTAA 
TAATACTTTTAAATGAGCCCAAAGAATGTTGAGGTTCAGATTAATTTCTTTTGAACGATGAATTTTTTTC 
TGTGTGATGAATGGTTTCCATCCTTTTTTCCTTTTGTTAATGGTATTTGTAATATTGATTAAGCCATGTA 
AAATAAAATGTGTGCCTAAT 

>GBEQ0533 | Acc | CD52884 4 | Ver ! CD52884 4 . 1 GI : 315 674 66 | LeukoN3_5_Ell .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_Ell_A025 3', mRNA 
sequence. : Start: l:Stop: 313 

CAGAGTATTATAGTGTTCTCTCTTTTGTTGGGCATATAATCATGCACACCCTTTTTATTTTTTTGAGGTG 
GGAGTATATTTTTATTTCCTAAATGCCATAGTATAAAGATCAAATTTTTGAGTGTGTTTGTGCAGCTCGA 
AAATAAAGATCCATTGCGGGGGGACATTGGTTTAGGCGCAAGGCCCCCTTGAAGCAAGTTTTACTTTGGG 
TGGAATTTTCTTTGTATATTATAACCATTTATTTAACTTGTTGCAGTTTGAAGTAAAAAATTTCCAAAAT 
GTATGCTCAACAATAATCATTAAAATGTTTGCA 

>GBEQ0534 | Acc | CD52884 1 | Ver | CD528 84 1 . 1 GI : 315674 63 | LeukoN3_5_G08 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_G08_A025 3', mRNA 
sequence .: Start : 1 : Stop : 4 91 

CTTTCTACCAACCATGTGACCCCCGCCAGCCCTGACCCCCACCCGTCCTCCCTTCTTCGGGGGATGGGAG 
GGAGGAGGCGGCGACTCTTGGGACAGAGGCCTGGGCCGTGATGGACTGCCTGCTCCCGCAGCCTGGGCTG 
TCATCAGGGGCAAGGCCATGAACTGAGCGAGGACCCCTGGTCCTGGGCCTCAGGGTGGGGCTGGGGGCCT 
CGTGTTCATCAAGACCCCCCTCTGCCCGCCTCGCCACATCTTCATCACCAGCAAATGCCAGGACCTGGCT 
CCCCATCCTCAGAACTCGCAAGCCATTGCCCCCCGGTTGGGGAACCCCCCTGCCTCGGTTGGTGACAGAG 
GGGGTGGGCCAGGGGTGGGGGGTTCCCCCTGTACATACCCTGCCATACCAACCCCCAGGTATTAATTCTC 
GCTGGTTTTGTTTTTATTTTAATTTTTTTTTTGGTTTTGATTTTTTAATAAGAATTTTCATTTTAAGCAC 
A 

>GBEQ0535 j Acc j CD528838 | Ver | CD528838 .1 GI : 315 674 60 | LeukoN3_5__B12 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5__B12_A025 3' , mRNA 
sequence . : Start : 1 : Stop : 647 

TGGAATACCAACAATAGCCCTTTCAGGAATTTCAGTCTTAAGGAAAAAGCAACAAAATACCCNACATTTC 
CCACTTCTCTCCATTTTTAAGCTTAATTTTAGTAACTTATTTACGATGTTTGGACTCTGTTCCGGCCTGT 
CTCTGGAGGCCGATCCTCCCGTGGGTCTGAGCAGCGCCCTTGGCGGCGGCCGGCCCGGGAGTTGGCGTGC 
ACAAGCGTCTGCCAGGAAAAGCCAATTTCCGTTTGAAGGTTAGGGGCCCCGGGCCACCGTGGCTCCGCCG 
TAGCTTGTCCGCGTGGAAGCGCGAGCCCGCACACTGGCGACCGCCGCGAAAAGGTTGCGTTCAATAAACT 
TAGC T TGAGC T TATGCAAT GAT T GGTAAAGAT-TT T GGCAT TGTAAGAATTAGGGAACGAT CATAGAAATA 
TAT GTAAAGTAT T CAAT T T T CAATCGTTT TTCAAATTACTGT T T TAAATT GT T TTGCTGAGT TGTAATAC 
T T T TGAGATACAATGTAT T CCT TGTACTGAAAGAATGAAAAAAGGAC TT T T TCAGCATT T GAGGTAAGT T 
CTTTAACGTTTCATTAAAAACATTTTTTACAAATATTTTGTACATGCACTTGCAGTATTGAGGTTAATCA 
TTTTAATAAATTCGGAA" 

>GBEQ0536 ) Acc | CD528 831 1 Ver | CD528 831 . 1 GI : 31567453 I LeukoN3_5_A0 6 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_A0 6_A0 2 5 3 1 , mRNA 
sequence .: Start : 1 : Stop : 67 6 

GAGGCCGCGGACCTGTGCAAGGCTTTCAACAGCACCCTGCCCACCATGGCCCAGATGCAGAAAGCGCTGA 
ACATTGGCTTTGAGACCTGCAGGTACGGGTTCATAGAAGGGCACGTGGTCATCCCCCGGATCCACCCCAA 
CTCCATCTGTGCCGCCAACAACACGGGCGTGTACATCCTCACGTCCAACACCTCTCAGTACGACACCTAT 
TGCTTCAATGCCTCAGCTCCGCCCGAAGAAGACTGTACCTCGGTCACAGACCTGCCCAACGCCTTCGAGG 
GACCCAT TACCATAAC TAT CGTTAACCGT GAT GGCACTCGCTACACCAAGAAAGGCGAGTACAGAACTAA 
CCCTGAAGACATCAACAATGGCAATGGAGCTGTGGACGACAGAAAGGCAAGTGGGCTCAATGGAGAGGCC 
AGCAGGTCT CAGGAGAT GGTGC ACT TGGT GAACAAGGAGTCGTCAGAGACCCAAGACCAGT TTATGACAG 
CCGACGAGACACGGAACCTGCAGAATGTGGACATGAAGATTGGGGTGTAGCACCTGCACCTTGACCTTGG 
GAAGAAACCACAGTCAGAGAGAGCAGTCACAGGGGGCTGGGACATTTCACAGATGTGATGTGCTACTGAC 
TGCTTCATTCGGGATCTTTTTTTAACATAAAATTTTCTACTCCTTT 
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>GBEQ0537 | Acc | CD528830 | Ver | CD528830 . 1 GI : 315 674 52 | LeukoN3_5_B08 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_B08_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 660 

CAGCCTGTGCCTTTCCCGGACTTTCTTTTCTGTTCTTTCGGAGGAGAAGGGGCCATGCCTGGGCGCGGCG 
CTGGGTTGCCACACTTGGGAGCGCCGCCGGAGCTGGGCGCTGGGAAGGCGGGGCGCGCAGGCTCCTGCCG 
CCCTGCCGTTGGGCTGGCGGAGCCCGCAGCGTTGCTAGGATTGCATCAGTTTTCCTGTTTGCACTACTTC 
TTTTTGTAACAGTGGCCCTTTCTTAAGTATTTCGAATCTCCTCCTTGCTCTGAAACTTGAGCGATTCCAT 
TGTGATAAGCGCACAAACAGCACCGAGTGTCGGTAACCGGTACTACTTTATTAATGATTTTCTGTTACAC 
TGTATAGTTGTCCTGTGGCACCCCTACCCCATCCCTTTCTCGCCACCCTTTCTCCCACCCCACCCCAGTG 
TGTGTAAGTTGGCACTGTGCCAGCTTGCACGAAGCTTGCCACTCCGCCAGTGAAAATAATAACATTATTA 
TGAGAAAGTGGACTTATCTGAAATGGAACTAACTGACATTCTATCCGTGTGGGACATAGAATGATGAAGG 
GTTCCACTGTTGTTATATGTCTTAAATTTATTTAAAACTTTTTTAATCCAGATGTAGACTATATTCTAAA 
AAATAAAAAAAGCAAATGTGTTCACGAAAC 

>GBEQ0538 | Acc | CD528829 | Ver | CD528829 . 1 GI : 315 674 51 | LeukoN3_5_G10 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_G10_A025 3 f , mRNA 
sequence. : Start : 1 : Stop : 719 

ATACCTTGGTTATGATTCAGGAGAGGAAAAAAAGACCTCCTCCCATCAATTTGTAAATGAAATTTTCAGG 
AGGCTCGGCCACCACACAACATCGAAAATGTATGTATTGTAGTTTTTTAGAAAAACCACCATCGTGTCAC 
GTCGACGATGCCAAATTATGTTAGCGTGAGCGGAAGCACTGTGGGGGAGGAAGAAGGCAGCAGCTGAAGA 
AAAAAGCTCAAATGATCTAGTCACTTTCGATACTGTACTTCAGATGCGAAATGGATATTCGTCTCGAAAC 
CTGACAAAGCGCGCCTGCTTCGATGTGAACTGGTCTAGACAATGACCAGTGGCTGGGTCAGTGGGATGTC 
T CT CTGCGAGCACAAAGGCTTATCAAATGACAC TAAAAAT AAGTT CAACAACCAT CACAT TGGAAGAGAG 
AAGGCGAACATTTCATGTTTGGCGGGCATGTGAATGCACCCGATGGAAAGAGCGATTTGGAGCATCCCAA 
TATAATTACCCCCATTGTGCTCTTAATGGAAATTTCAAAGGACGGAAGTGATTCTGTTGGTTGGTGTCCA 
GAT T TGTGGCACTGCTCCAAGAAGCC T TACT CACACACACAAATATATATATGCATATATAT ATATCC TC 
TAGCTTGAATCTTTTGCTCAAGTTTATTTATGTCACTGGCTGGCTGGATCCAAAGTCATGTGTCTACATA 
TGCATAAATAAAATTTTAC 

>GBEQ0539 | Acc | CD528783 | Ver | CD528783 . 1 GI : 315674 05 | LeukoN3J7_H02 ,b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_H 0 2_A0 2 5 3', mRNA 
sequence . : Start : 1 : St op : 68 5 

CTGTAAAATGCGTGCACATTTTACCCTTTCTACCTCATAGTTTGTGGTGGGGGTTAAGCATGGGGGAGTG 
AGGTAAAAACCTAT ACT TGCCT TGAAGAAGAT GT TAGAAGT TAT TATAGCCATGGT T GACCAAGCTCTGG 
GGTGCATACAGAATCCCTCGAACCCTAGAAGCTGAGCACAAGCTTCCTCTCTGCCTGCCCGGCAGAGCCT 
GCCTCGCTTCCTTTCACCCACACCTGTAGCTCGAATCGCCTTTCCTTGCTATGAGGCCTTCACTAGAGAA 
GACTTCTGTCTCTAGGTTCTGAGATAAGAGTGTGTAAATTTGGATAGCAGGGATAACTGTCTTGCTATGG 
TCTCGACATACAAAAATTCTCCTTCTACATGCACTTGAATAGGTGGCATAAAATGCACTGTCAGTATACA 
GAAAACATC TGTAGCAT AT CT CTGATCAGGAGTAGCAAATAT GGCT T CATAAAGTGGGAAGAAAAAGGCA 
ATTTAAAATAACTTTTTGAATAGTGGCCAGCTCACTAAATAAGGAAAGGAGACATTTTCATGTGTTCTTG 
CTTAGTCTTTATAAACGCCACTAAGTTAACAGCTCTGTATCTTTTTGGTATTTGCACTATGTAATGCTTT 
TAATACCTGTTGATTCTTTTGTGCTTTTTTTTGTGTATTAAACGTTTTCATTTGC 

>GBEQ0540 | Acc | CD528782 | Ver | CD528782 .1 GI : 315 67404 | LeukoN3_7_B0 1 . b2_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_B01_A025 3', mRNA 
sequence. : Start : 1 : Stop : 408 

ACATTGGTTCACAGGATGCTCTCATAGCACATTACCCAAGAATTTACAATGATGATAAGAACACCTATAT 
TCGTTACGAACTTGACTATATCTTATAATTTTATTGTTTATTTTGTGTTCAATGCACAGCTGTTTCACAC 
CTTAAACTTGCTTCAATTTGGTGATGTAAACTTTTAAACATGCGGATCAGTGTAGTACTGGTCATAGAGG 
AAGAGCTAGAAATTCAGTAGCATGATTTTTAAATAACCTGTCTTTGTTTTTGATGTTAAACAGTAAATGC 
CAGTAGTGACCAAGAACACAGTGAT TACACACACTAT TCTGGAGGGAT T T CAT TTTTAAT TCATCT TTAT 
GAATATTTAGAATTCATTCCTTGTGTTTAAAGGGAATGTTTAATTGAGAAATAAACAT 

>GBEQ0541 | Acc | CD528781 | Ver | CD528781 . 1 GI : 31567 403 | LeukoN3_7_C03 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_C03_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 674 

CCCCTGGTCAAACTGTAGCTAGGTTTTCCCCAGACCAACTAAACACTTTTATGTTAAAACTGTAAAGGAA 
CAAAAATATCGGCCCATAAGCTAGAAAGTGAATTTATATAGTATAATAGTGGCATCAGGAATCTTTGGAA 
AGGTTAGAACACTGCT T T TT TAAGCTAT CAGTGATTATAT ATAAAGAT TAAT TT CT TT TAGTCAGTAAC T 
TACTTAGTTGGAAACATTAGCGATCAGTTAAAGGATTCCTTAAATTGCCCCTCCCGCCAAGGCCTAAATT 
GACATTGCTAACCAAGGAAACAGGGTCAGCCTTGAAAAGCAAGGAATTTATTATGCCTGATGAACTGAAG 
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ATTACAGGTTGTTTAACTTTTCCTAAATTCAAATCTATTTTTATAAACTAATGTAAATAATCTGTTTATA 
TTTAGAATTCTAACTGGTTTTCATTTTTATAACTGATAGCCTAGACCTTCCTTAAAATTTTAGAAATAAA 
AG AAAGGC T C AAGT G G GT T T G T AAGAAT AAAAT T C AGC AG AGT AGAT TAG C T AC T GT G T GT T TAT T GT G C 
CAACATG2\ACTGTAATTTACCAAAGAGAAGTTCATAATTTGCTTGGTCTTGCAGAAAAGTTCCCTTGAAA 

GG AAAACCCTC T T C CAAATAAATAAAAC T T CCCAAAT TAC CAGT 

>GBEQ0542 | Acc | CD528779 | Ver I CD528779 .1 GI : 31567401 1 LeukoN3_7 JD10 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__7_Dl0_A025 3', mRNA 
sequence . : Start : 1 : Stop : 607 

TTTTGTTTTGAAAATGACTCTGAACATTTATTTCCATTGCAGTTTCTGTGGCCGAAAAGACTTAAGTAAA 
CTTTACGAGTATTATCCTTTAAGATCATTTTAATTTTAGTTGAGTGCAGAGGGCTTTTATAACAAATATG 
GAGAAATTTTGGAGGGTTGTGATTTTCCCAGTATTAAACATGCATGCGTTGATCTTGCAGTTTATTTTCT 
CATTGTGTATGTATATATAGCTTTTTCTCTGCAGCATGATTTCTCTTTCGATAGTGCCCTTGAGGGCACA 
ACTAGTTATCAGTAACTGAATGTATCTTAATCATCATGGCTGCTTCTGTTTTTTCATTAACAAAGGTTAT 
ACATATGTTAGCGTATAGTTTCTTTGTACCCACTATTTATGTCTGAATCATTTGTCACAAGGGAGTGTGT 
GCTGATGAGATTCTAAGTTTGTGTGTTTTTAAATTTTTTTGAGCAAGGGAAAGGAAAAGCTGTATGCGTT 
TCATTGCTGACTGCAGGTTTCTTTCACATTACGTTCATCAGTCTGTATATACAATATGAAGAATGATCTG 
AAGTAATTGTGCTGTATTTATGTTTATCCACCAGTCTTTGATTAAAT 

>GBEQ0543 | Acc | CD52877 6 | Ver | CD52877 6 . 1 GI : 31567398 j LeukoN3_7_C01 . b2_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_C01_A025 3', mRNA 
sequence. : Start : 1 : Stop : 487 

GAAGAAGAAGATGAGGAGAGAGAATGACTTTGTGAAGTTTGACGCCCCCTTCCTACCAAAGCCCCTGTTC 
TTCAGAAAAGCTAAGAGCAGCACTGCCGCCTCCTCTCCGAACCCTGCCGTGCAGCTGTACAAAACACCGT 
CCAGCT CCAAGAAGGTCACCT TCGGCCT GAACAGAAACATGACTGCAGAAT TCAAGAAGACGGACAAGAG 
CATCCTGGTCAGTCCCACAGGCCCCTCCCGAGTGGCCTTCAACCCTGAGCAGAGACCCCTCCATGGGGTG 
CTGAAGACCCCCAGGAGCTCACCTGCCAGCACCCCCCTGGGGACCAAGAAACCGCTGAGCGCCACACCAA 
AGAGAAGGCCGACAGCTATGGACTTCTTCTAGGGTCGTGACAGAGTCCTTTTAAAGACTGCTTTTTACAG 
AATATTCTATAAATTATAACTTTATGAAGGTGGGGCCTTTTTTATTGTTTTATAAATTCCCATAAAT 

>GBEQ054 4 | Acc | CD528773 | Ver [ CD528773 . 1 GI : 31567395 | LeukoN3_7__G09 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_G09_A025 3 1 , mRNA 
sequence. : Start: 1: Stop: 636 

TGCACAGGTTTGTGAGGGAGCGCTAAATGTATTTGCTTGAACTGTCATCAACCCTGATGATCTATGCCCC 
TTTCCTCCTTCTGTTTGGTTAAAATCGTAGGCCAATTTCTCTATACCTACAGTTTTCCTAATAATTTTTG 
ATATGACTCCTCTTCTCCCTCTGCCTAAGGACCTCATTCTTTAATAAAGCTTGTTATTTTGTCATATTTC 
TAGTAGGGCCCAAAACAAAT GTGTACCAATATAGT TGT TGT T T TAT AT TAAC TTTATACATAT CATT GAC 
TTGGCTTAGAATAGGTTTATGATTTTAGCTACTTAGGTAGGCCATTTGGTTATCGTTTGTGACAGAATAA 
TGTGAAGCTAAAGTAATTGCTAAGCTCTG2UVTGGAAATAAAATGCTCAAGAAAATTAATTGCTTCTGCTT 
TTTTATGTGCTCAAAATAGATATCGAAAGTACTCAGGCATTGAACTTGGGGTTAAGAGTATTGTTGCTTT 
AATCCAATGTATTTGCTTATAGAAAGCAAAATAAAGGTGGACTGTTGAGTAGCAAGAAATATTAAAATGT 
TCTTAAATACTCTGTATTGCTACTGTTTTGGAATTTGCCCATTTATGGGCTCCAAAAATAAATTTTTTAG 
TGAAAT 

>GBEQ0545 | Acc | CD528765 1 Ver | CD5287 65 .1 GI : 31567387 | LeukoN3_7_A06 ,b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_A0 6_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 732 

ATCCCAGAGAGCAATGACGGGCCCGTAAAAGTAGTGGTGGCAGAGAATTTTGATGAAATAGTAAATGATG 
AAAAGA2\AGATGTGCTGATTGGATTTTATGCTCCTTGGTGTGGTCACTGTAAGAATCTGGAGCCTAAGTA 
TAAAGAACTGGGAGAGAAGCTTAGAAAAGACCCAAATATTGTCATAGCCAAGAT GGAT GCCACAGCCAAT 
GATGTGCCTTCTCCATATGAAGTCAGAGGTTTTCCTACCATCTACTTCTCTCCAGCCAACAAGAAGCTAA 
ATCCAAAGAAATATGAAGGTGGCCGTGAATTAAGTGATTTTATTAGCTACCTACAGCGAGAGGCTACAAA 
TCCCCCTATAATTCAAGAAGAAAAACCCAAGAAGAAGAAGAAGGCACAGGAGGATCTCTAAAGCAGCCAA 
ACATACCACTTTGTAAAAGGACTCTTCCAACAGAGATGGGAACACCATTGGGGAGGACTGGGACCCATAT 
GGGATTGTTACCTCTGAGGGCTGAGAGGACGGAATGGATATAATCTGAATCCTGTTAAATTTTCTCTAAG 
CTGTTTCTTAGCTGCACTGTTTATGGAAATACCAGGACCGGTTTATGTTTGTGGTTTTGGGAAAAATTAT 
TTGTGTTGGGGGAATGTTGTGAGGGTGGGGGGAATTAAGTTGGGGGGTTATTTTCTAATTTTTTTTGTAC 
ATTTGGAACAGTGACAATAAATGAGCCCCCTT 

>GBEQ054 6 J Acc I CD528762 | Ver | CD528762 .1 GI : 31567384 | LeukoN3__7_F0 3 . b2__A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_F03__A025 3 r 7 mRNA 
sequence. : Start : 1 :Stop: 568 
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TCCAGATGTCAGCGGCAAGAGTTAAACATTTTCCAAGTCCAAGTAGAATACATGACCAGTGCTTCCTCCT 
GCCTGCATGGGGTTCATATTTCGTGTGTCTGTGGGAGTCTCACAGACCACTTAGACTACGTGTCGCAGGT 
CACGATTTACCCTTGTGTATTTAGATGTGTGGAACATGTATCTGTTAGTGGAAGTTATTTTCGGGAACGG 
AGGGAAAAGCAATATTACTGCGTTTGGGCCCTCAGCCCCCAACCTCCCGTCCGCTGTTTTTCCAGCTGCA 
TGCCGCTGCCCACATGGCTAACTTTGAATATGTATATTTTTACATTATGTAAATCCTTAATCAGCCTGTC 
TTGTTTAGACTGTATATGCCATTATATCGGACATTCTTGTAACTACTGTGTGATCAATAAGATTCCTGTA 
AGAAATTCTGCTTTTTAAAAAACAAAAATACCATGCTGAGAGGGGGACTAACATCCCCCATTAGTGGGTG 
AT C AC T C TAT T TAT AG GAT C T T T AAAAC AAG TAG AT T T T T AACAAAC T AAG G T G AAT AAAG G CAC AAC T A 
AAACCTGT 

>GBEQ0547 | Acc 1 CD528756 j Ver | CD528756 . 1 GI : 3156737 8 | LeukoN3J7_A02 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_A02_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 672 

GAGCATGCAGTTTGGTTTTGGCTTTTCAGATAGTACTTTGGAAATAAGTTATTATGAGATTCAAAATTGT 
GAACAGTCTTGAAACATCTGTCCTGTGAACTAGTAATTTGATTGTGCTGTGTTATTTTGCTCCCTGACAG 
CTAGTTGCCCTTTTCAGTATGTGTTTGTTTTCGTTTGGATTTTTTACTTAATGAGATTTATTTTGCTCAG 
AAC TCCATACGT TAACCTAT T AAT AAAAC AT TGT TTTAGAATCAAAGGCAAAC T TGAAGAACAGAGACCA 
GAAAGAGTAAACCCTTTTATGACAGGGGCTGCAGAACAAATCAAGCACATCCTTGCTAATTTCAAAAACT 
ACCAGTTCTTTATTGGTGAAAACATGAATCCAGATGGCATGGTTGCTCTGCTGGACTACCGTGAGGATGG 
TGTGACCCCGTATATGATTTTCTTTAAGGATGGTTTAGAAATGGAGAAATGTTAACAAATTTGGCTATTA 
CTTTGGATCTACACCTGTCATAACTGGCTGCTGCTTTTCATCCACACAACACCAGGACTTAGACAAATGG 
GACTGATGTCATCTTGAGCTCTTCATTTATTCTGACCTTGATTTATTTGGAGCGGAGGCATTGTTTTTAA 
GGAAAAAACATGTCATGTAGGTTGTCTAAAAATAAAATGCAT 

>GBEQ054 8 I Acc | CD528754 | Ver | CD528754 .1 GI : 3156737 6 | LeukoN3_7_C06 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_C06_A025 3 1 , mRNA 
sequence . : Start ; 1 : Stop : 545 

CCCGAAGAAAAAAACTGTTAAGAAAGAGTATACCCCATTCCCCCCACCACAGCCAGAAAGTCAGATCGAT 
AAAGAATT GGCTAGTGGT GAATACT T T CTGAAGGCAAGT CAGAAGAAGCGCCAGAAAATGGAAGCAGTGA 
AGG C T AAAC AAGC AG AAGC G C T C AG T AAGAGG C AAGAGGAAAGAAAGAAAGC T T T TAT T C CC CC TAAAGA 
GAAACCAGTTGTGAAACCGAAGGAAGCTTCTACTGAAACTAAAATTGATGTGGCTGCCATCAAGGAAAAA 
GTTAAGAAAGCAAAGAATAAGAAGCTGGGAGCTCTTACAGCTGAAGAAGTTAAGCTTAAAATGGAAGCAG 
ATGAAAAGAAAAAGAAGAAAAAGTACCATCCAGAAAAAAAACTGAACTAAAACTTAATAAGCTTTCTTCT 
TTTGTAAAGGATTTTGAGATACTAGGGCATTAGTTCCCTTATCTGATGAGTATACTCTGATGATTTTTTT 
TCTGAGTTTATTTTTTAGAAAAGTGTTTATATAAACAGCGGTTCTTTATAACCTT 

>GBEQ0549 | Acc | CD52874 6 | Ver | CD528746 . 1 GI : 31567368 ! LeukoN3_7_C02 . b2_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__7_C02_A025 3', mRNA 
sequence. : Start : 1 : Stop: 500 

GCCTGCCAGGCACTGCCCCCAGGGTGACGGCCCTGCAGTCCCATGGCGACCGCCACACTGTGCCTTATGT 
CTGCTGGGAGGCCCGGGCTACACTGTCCCCACAGCGTGCCTCCTCCCTGCAGAGCCCTACACCCCACCCG 
GGGTTTGACAGCCTTGGGTGGCCCCTGGCAGAGAGACAAGGACACAGACATGCCTTCAGTGTGGGGACAG 
GGGACACTGAGGAGAGGGCGGACATCCCTGGGGAGGGGCCCCCAGAAAGCCTCAGCCCCTCAGGGAACAC 
AGGGTCCCAGGCCCCAGGGGTAGTGAGACAGGGCAGTCTGTCTTGCGACTGCCTGGGGCGAGTGCAACAA 
TACCCCACAGGGAAGGGGCGGGTGGCGCTGGTGCTCTTTTTAGGCCCACCATGCTGGGAGAGGCCTGGGG 
ACCCCAGCGGTCAGAACTGGGCCACCTGGGGACCGCTGCAATGGGATCAGCATGATTGTCCATTAAACCT 
CCACTCTGCG 

>GBEQ0550 | Acc | CD528745 | Ver | CD528745 . 1 GI : 31567367 | LeukoN3_7_D04 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_D0 4_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 628 

GAGACTTGAGCCCCACACCAGCCCCTTTGCACTCCTGGGGCTCAAAGCTGGGCAGCCCGTTGCATGCCAT 
■CAACCCTGCTTGGCAGGGCCACTAGAGACTGGAAGACTCATCAGAAATCTCAATATTCATCGCCTTCATC 
TACCTTCCCTGGGAATTGGAGGGGGTGTAAGTCCTCAAACCTTAGGAATAGTCAAGGTAGGATGGTCATT 
TAACTCCCTCCCCAGTACATGGGAGCTTGAGGCAGTGAGAAGATCCCAGCCACCAAGGGATACTACAACC 
CCTCCTCTGATCGCAGGGAGTGGCTGGGAGTCTTGGTCCTGAGCTGTGGGGACACCCCCAGTAGTCAAGC 
CACTAGACAGGATCTGAGGGCTCAGACCTCCATCTCCCAAGAAAAGGCATATCTCCCAAGGTTGTGACCT 
GAGTGAGTGTTCCACCCTTCTTCCCAATAAGAAAAGAAGGGAGAGTGGGCACAGCAAAGAGATAAAGACT 
CTTCTCTCACCCCCACCACAGCAACCGCAGTCCCAAGACTGAGGGGCCTACAGGCTGTGAATGGACATTT 
AGCCCTGCCCACCCTCCCCACTGCTGCTCTGAGTCTGTCTGATGTTTTGACTGTACGAATAAATATAA 

>GBEQ0551 |Acc|CD528736|VerlCD528736.1 GI : 31567358 1 LeukoN3_7_B09 . b2 A025 Unstimulated 
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peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7__B0 9_A0 2 5 3\ mRNA 
sequence. : Start: l:Stop: 277 

CTAAATAGTTTTTTTTAATAGTTTAAAACTATTTATCAATATTGATCAGACTTTTAAAAAATTACTTTGT 
AATCC T GCGGAC T CCCGGTAT GTAT TAT AT AT AT AT AT AT TAT AT AT TAAATATAT AAT ATATGGGGAT T 
ATAAAAGT TGAAAATAT TGAATCAT TATAAT AT T T TAAGT T GC TGAAT GTATGT T AAAACGGGAT T GAAT 
GAGATGTATTTGTTTCTAGAAATTTTGTTTTTTTTTGGAATGGGATTAAAATCCATTTTGAAAGTTC 

>GBEQ0552 | Acc | CD528734 ) Ver | CD528734 .1 GI : 31567356 | LeukoN3_7_H0 8 . b2_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__7_H08_A025 3 f , mRNA 
sequence. : Start: l:Stop: 658 

GCTTAATGTAAGCAAACTGAACATTTTGAAACTTGCTCCTGGTGGGCACGTGGGACGTTTTGCATTTGGA 
CTGAAAGCGCTTTCCGCAAGTTAGATGATCTTTATGGCACTTGGCGTAAAGCTGCTTCCCTCAAGAGTAA 
CTACAACCTTCCCATGCACAAGATGCTCAATACAGACCTTAGCCGAATATTGAAGAGCCCAGAGATCCAA 
AGAGCCCTCCGAGCACCACGCAAGAAGATTCATCGCAGGGTCCTGAAGAAGAATCCACTGAAAAACCTGA 
GAATCATGTTGAAGCTAAACCCGTATGCGAAGACCATGCGCAGGAACACCATTCTTCGCCAGGCCAAGAA 
T CACAAACT CCGGGT GGATAAGGCAGCAGCAGCACTAGAAGCCAAAT CAGAT GAGAAGGGGGT TCCAGGC 
AAGAAGCCTGTGGTAGGGAAGAAAGCAAAGAAGGCTGTTGACGTTAAGAAGCAGAAGAAGCCTTTGGTGG 
GAAAAAAGGCTGCAGCTACTAAGAAGTCAGCAGCTGAGAAGAAGCCTGCAGAAAAGAAACCCGCTGCAGA 
AGAAAAGAAGCCTGCTGCGTAAACTTGTTTGTTTATTTCATAAAGGTCACATCATTTTGGACAGCTCCTT 
T TGAAT AAAGACCT GATCAAAGAGACAG 

>GBEQ0553 [Acc | CD528733 | Ver 1 CD528733 . 1 GI : 31567355 | LeukoN3J7_A05 b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_A05__A025 3', mRNA 
sequence . : Start : 1 : St op : 3 67 

AATAAAAGCTTTTGTTTTCTGATGGGAAAAATAGGTTTACTAAAGATGAATCCCCCTTTAGATTTTTCTT 
AC T CAC T TTAAACAGACCCAAGGTAAAAATG T TAATAGGGAAGTCCAT T TTCCCTAT TAGTAT GAACTAA 
GAAATAGTTTAAAACCAGTGGTTGGAGCAATGTTTTTCCAGTTTCAAATATGGCGATTATGAAGAAACCA 
ATGTCAT T T GCT GCTAT TAT TGTAAGAG T CT TATAAT TAATAGTAAT TCTT TAAT TT T T GAT T GGGAGCT 
CACTTATTTTGGGCTGACTATCCCAATTTAAAGAGCCCAAGTGTCCATTGTGCTCTGTGTATTCAGTGAT 
AAAGTTCCCGAATCCCC 

>GBEQ0554 | Acc | CD528 634 | Ver | CD528634 .1 GI : 31567256 | LeukoN3_3__F0 3 . b 1_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_F03_A025 3', mRNA 
sequence .: Start : 1 : Stop : 543 

AGGAGGACGAGGACGATGAGGATGAAGATGAT GAT GAT GAT T TAT C T CAGGGCTATGATAGCT CAGAAAG 
GGACTTCTCACTCATTGATGATCCTATGATGCCAGCCAACTCAGACTCCAGTGAAGATGCTGATGACTGA 
AGCCCCAGCATGGTCCCCATTGCTTGGGTGGCTGCTGTATTTTCATTTACTCTGGCCCTTGGACTATGGA 
AAAGTGGGAGGGGCAGGGGAGATGTGGGGAAACCCAGGACTCCAGGAGGTGAAAAGGAAAGAGAAAACTT 
GTACCTGATTGCTTCCAAATTTGAGAGGATTGGGTGGGCAGGGGATCTCCTAAAATAATACGTGACCACT 
TCCTCATTTCTGGGGAAGGACAGGAGACTAGAGCAGCTGATGCGCTCACCCCTCCCTAGACACCTCCATT 
AACCACAGACTATGTAGCGCTGGCCCAGCCTCTGGCAGAGCCTGTTCCTGGCCGAACTGTGGATACAGCT 
GGAGGGTCAGGAACTATTACCTTCCTTCCCCTTGGCATTAATAAATTTAAGTT 

>GBEQ0555 | Acc | CD528 632 | Ver | CD528 632 .1 GI : 31567254 | LeukoN3_3__H07 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_J3_H07_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 67 

GCAAGAATGCCCAATAT T TT GATAATTGGCAT T GGGTCAAAATAAAAT GTGATAAAAT TT T AAATCTATA 
AAACTTTATCAAATA7VAGTTTTGTTTTTCCCATTAAAGTATTTCATTACTTTCTTATTTAGAGGCATTAC 
TTTTCTTTCTTTTAAATATTGGTCAATTCCTGATGTAAGGTGTGAGGTTCCCAGTTGTATTCCAGTATTC 
GAGATAGAT TCCT GAT T TTTCAAT TAGGGAAAGTAAAAT CCAAAATGT TAGCAAAACAAAGTGCAATAT T 
AAATGTTTGCTTTATAGATTATATTCTAGGGCGGTTGGGAATTTCTCTTTTTTTTTTTTTCTTTTTTATT 
GGGGGCGGAATATGTCCTTGTAGGCTCTGTTTTGAGAAAACAATATGTGGGAAATGATTTAATTTTTCCT 
ATTGCTCTTCCTTGTGGAAAATAAAGTGTTTTGTTTTTTCTTTTTTG 

>GBEQ0556 | Acc | CD528 62 9 | Ver | CD528 62 9.1 GI : 31567251 1 LeukoN3_3_E09 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_E09_A025 3', mRNA 
sequence . : Start : 1 : Stop : 57 8 

AGAGTGAGGAT TAAAACAGGACC T GAACATTCAAAAGAAAGCT T TGGAGAAAATCAGCTT GCT TGCCTAA 
AAACCTAAATATATGAAGATTGTAGGACTATCTTCCCAGTCCCCATGTTCGTGGTGGGGCGATGGTTATT 
TTACACAGTTCGACGGGAGAGAGGGGCGTGCAGGACGGGAACAGGTGTTTGCTCTCCTAAGAGCCTTCAC 
ACACAGCCCTGi^AGAGTGAGGACACAGTACATAGCGCTAGCCAAGTGGTTTTGAAAGTAAAGTATATTCA 
TAAGGAAAAATAATTCTCCTGTTGTTACA2\AACTATAGCCACTGCAAGAGTAGTAGTCAAGTGTCTAGGT 
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CTTTGATATTGGTCTTTTGGTTAACAGTAAACTTAGCTTAAGTAGACTCTACAGTTGTATGAATTTGTAA 
AAGTATTATATGAACAACTAGTGAGGTTTCAGATTCTTGTAACTGTAGCTGAATAGTCATTGTATTTTCT 
TGTGAACTGTGTTTAATGGTTTTACCTCAAATCAGAAAACAAAATGAAGTGCTTTGGTCAGTTAATAAAA 
TGGTTTTACCCAGTAAAA 

>GBEQ0557 1 Acc 1 CD528623 | Ver | CD528623 . 1 GI : 31567245 j LeukoN3_3_H12 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_H12_A025 3 f , mRNA 
sequence. : Start :l:Stop: 74 6 

GGTTCCATCCGCCTGAGATTGAAATTGATTTGCTAAAGAATGGAGAGAAGATGAAAGTCGACCGGTCAGA 
CCTGTCTTTCAGCAAGGACTGGTCTTTCTATCTTCTGGTCCATACTGACTTTACTCCCAATGGTGTGGAT 
GAGTATAGTTGCCGTGTACAGCACTCTACTCTCAAAGATCCCCTGATAGTTAAGTGGGATCGAGACCTCT 
AACCAGCATCATGAAGGCTTGAAGATTCCTCATTTGGATTTGACTAGTTCCAAATTGTGCTTACTCTTTA 
ATACTTACATACT T TCATGC TT TATGCACATAAATCAGGAAGCT GTAC T GAT CT T AAT ACAAATATTAGC 
TTCTTTATAACTCTACTTTGGCCGCTATGTCTCCTTGTTTGACCTGTGTGGGCAGGTAGCTAGAGGGAGA 
TCCTGGCAGCTTAGAAGTGGGTGGGAAAGAATTCACATGTTAAACATGAACATTTTGGTCAGATATGAAC 
TCTTCAGTTTCTTGTGCACACAAAACTGGATATCACGATAGTTATGTAGGTTTAGAGTTAATCTTCAGTT 
TGAATACT T TGCT TAGAAT T TGAGAAAAAT T T TTTGAAGGATAAT T T TCAGAAGTAT TGGAAAT T TGT T A 
TCATGGATGATTTTTTTTGGCGAAATTCATATTTACCTCTTACACCTGTTTAAAAAAAAAGACATGGTGG 
AG G AC AT T T GAT TTTTCTGTTT C AC T AAT T AAAAC AAT GG T AAAAC 

>GBEQ0558 j Acc | CD528621 ) Ver | CD528621 .1 GI : 31567243 | LeukoN3_3_B 1 1 . b 1_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_Bll__A025 3', mRNA 
sequence . : Start : 1 : Stop : 693 

AGGAACAGCCATAATCCCTTGAATGATTGTATTAATTATTGACTGTCCTTACTCCATTGGAAGCTCGTGT 
TTATAGGAACTTGTAGGGCTCATTGGTTTTACTGAAATTCCATCTAATTATAAATTAGCTGTAGATACCA 
CGTGCTTCTGATGAACTGAAAATAGATATCTAGCCTGTGGGAACCATCATGGTTTCCTCATCTATCATGT 
AGAAGATTATATATGGATACATTAAAAACATAAGAGTGGGATGTTTTCCCTTTGACTTGAATATTATCCC 
TGTATATTGCATGAATGAGAGATTTCCCATATTTCAACCAGAGTAATAACTTGCTTTAATTCTTAAGCAT 
AAGTGAACATGATATAAAAATATATGCTGAATTACTTGCAAAGAATGCATTTAAAGCTATTTTAAATGTG 
TTTTAATTTGTAAGACATTACTTATTAAGAAATTGGTTATTATACTTACTGCTTTAATCTGGTGGTAAAG 
GTATTCT TAAGAAT T T GCAAGTACT T TAGAT TTTCAAAACTGAATGAGAGAGAACAT TGT ATAACCGCCC 
TGCTGTTCCTTTAGTGCAATACAATAAAACTCTGAAATTAAGGCTTATTTTCAGTGCATTGTTTTAAAGG 
CTACAAATACCTATTTCTTAAACTTGCTTAATCCATAATAAAGATATGTTACTGTCCGTTTTT 

>GBEQ0559 | Acc | CD528 619 | Ver | CD528 619 . 1 GI : 315 67241 [ LeukoN3_3_A02 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_A02_A025 3 1 , mRNA 
sequence, : Start : 1 : Stop: 542 

AAATGGAAGTCAAAAGGTCGCAGATTTAAAGGAAAAGGAAAGGGAAATAAAGCTGCCCAGAGTGGGTCTG 
CT AAAGGAAAAGTACAGT T TCAGGGCAAGAAAACT AAAT T T GATAGT GATGAT GAACATGAT GAAAAT GG 
T GC AT C TAG AC C AGT AAAAAG AGC AAG AGAAGAAAC AGAC AAAGAAGAC C C T GC AT C AAAG C AACAGAAA 
ACAGAAAATGGTGCCGGAGACCAGTAGTTTAGTAAACAAATTTTTTATTCACTTTAATTAGGTTTTAAGC 
TGCTTTTGTTTTTGGAGGCTTTTAAAAAGAAAAGCGAATTAGGTCCACTTCAATGTCCACCTGTAAGAAA 
GGAAAATTTTTTGTTGTTTAACTTGTCTTTTTTTGTTATCCAAAGGAGGATTTTTTTTTAATGTATAGTT 
CTGTTTGTGTTATTTCAGATGATTCAAATATCGAAAGAAAAATTCTTCCACTAAATTGCCTTTGTAATAT 
GAGAATGTATTAGTACAAACTAATAAAATATATACTATATAAAAAGAGCAAA 

>GBEQ0560 | Acc 1 CD528 615 1 Ver | CD528615 .1 GI : 31567237 | LeukoN3_3_C01 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C01_A025 3', mRNA 
sequence. : Start : 1 : Stop : 277 

TAAAAACGGTATGTTCTTGGCTCATATATTCTGCTGTGGTTGTGTCCACACTGGGAATATTCCTCTTATA 
TATAGTGAGTGTTGTACCACTTGAGAAATTTTGTTCTATTATGAAAAATTAATTTTTCTGCCCATAATGA 
CTGAGTAAAAATAGAATGGTAACCAAAAAGCAGTGTCAAGTAAGAATTTCAACACAGCCACATTTTTTTA 
ATGAAACTACTATCAGAAGTAAAT TAAT T TGT TGT AATAAAGTCCAATAT T T AAT AAAAT GTAC AGC 

>GBEQ05 61 1 Acc j CD528611 1 Ver | CD528611 .1 GI : 315 67233 ) LeukoN3_3_C08 ,bl__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C0 8_A0 2 5 3 f , mRNA 
sequence Start : 1 : Stop : 617 

GGCACCAGCCCCTGCCCCAGTCCTGGCGCAGGCCCCAGCCCCTGCCCCAGCCATGGCATCAGCTTTGGCC 
CAGGCCCCAGCTCCCGTCCCTGTCCTAGCCGCAGGCCTTGCTCAGGCCGTGGCCCCGCCTGCCCCCAGGA 
CCACCCAAGCTGGGGAAGTGACACTGACGGAGGCCCTGCTGCAGCTGCAGTTTGATGCTGATGAAGACCT 
GGGGGCCCTGCTCGGCAATAACACTGACCCGGCCGTGTTCACGGACCTGGCATCTGTCGACAACTCTGAG 
TTTCAGCAGCTGCTGAACCAGGGTGTCTCTATGGCCCCCCACACAGCTGAGCCCATGCTGATGGAGTACC 
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CTGAGGCTATAACTCGCCTGATGTCAGGGTCCCAGCGGCCCCCTGACCCAGCTCCCGCTCCCCTGGGGGC 
CTCTGGGCTCCCCAACGGTCTCCTCTCAGGGGACGAAGACTTCTCCCCCTTTTCTCAAGTGCCTTAATAG 
TAGAGTTTGGAGAGTGGGGGGAGGGCAGGCTGGCAGCTCTCCAGTCAAGAGGCTCAGTTTTTACAGAAGA 
TTCAAAGCAGCTGGACTCTTGCTCTTTCTACTGTCAACTAATAAATTCATTGCCAAG 

>GBEQ05 62 | Acc | CD528 604 | Ver j CD528604 .1 GI : 3156722 6 I LeukoN3_3_G12 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_G12_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 694 

AAAAAAAAATAGATGCATTCAGTTGATAAGTTCCTTGCTTAACTACACAGCTATGATGCAATCATGTTTC 
TAGGTCGCTTGCCCCAGTGAAATATGCACATGTATGTTATGGAACCGGGATGGCAAGTAAGTTTAAAATG 
GCATCCTTTTGCAAAGAGCTCAGACTTTTAATTAACTCTTATAAAATAGATCAGCATTCATTGTCCAAGG 
CTGGTTTTCCTTGGGTCTTTGCTGAAAAAATCTTAGTAGTTTCGCCCTTTTTAAAACAACTGTGATCATG 
AATGCCACTATCTCTCAGATATTTGAACTTTTTGTGTTAGCTTAGGCACATATTGTGTGAATACATTAAT 
CTAAGAAGAGAGAATCTTCTCTATGCCTCTATTCCAGTGAATAGCACAAGTATCAGATAAAAGGGTCAAT 
T T T TAAAAT GTTAAAT T CTGAAAACT CCTAAGAAGACAGGAAACAT TAT GGCCTAAATCACTT ACCCAGA 
AGAT GTAC ATAT TGTACT T TAGT T TCACACCACT T TAT TACTAAAAGCAAACACC T TT TACT TTAAATT A 
CTTTATCATATCATTTGACATATGCAAGTCTGTGCTCTTTGCCAAAGTCAACGTATAATGAAGATATGGC 
TTTGTTTATTGAGATTCAAACTTGATGTGATGCTTTAAAATAAACTCAGTACTTTTAGAACCAT 

>GBEQ0563 | Acc j CD528 601 1 Ver | CD528 601 .1 GI : 315 67223 | LeukoN3_3^F0 5 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__3_F05__A025 3', mRNA 
sequence. : Start : 1: Stop: 592 

GCATACAGAATCATTCCATACATGTTGAAATGACTGAGGGGTTTCCTTTGCTCTCTAGGGGCTTATATAG 
CATTTGGGGAGGGAGCATGTATTCTGTGAGGTTGTTAGGTGTTTGTCCAAGTGTCATTTGCTAATGTACC 
CCTGCTGTTTGCTTCTGGTAATACAATATATTTCCCCCTCTCAACTTCCAGCCCTGCCCCTGAGGGTGGC 
AGGGGGCTAGGGTAGCAGCATACCAAAGAGATGTGCTGCAGAATTCCAGAGGTGGCCTGGGCGAATGAGA 
CATGGGGCAGTTGGCCTAAGTCTTCAAGGAGTCCGGAGTGGCAAGAGAAAACACATCAACTGGTGCTGGA 
ATGGAGGATTCTGGGCAAGTCATGGAGACCTGAATAGAAGCTGCAGCAGAGATGATGGAATCCAAGGAAA 
CCTCCTCTCTGGTGGATGGAGATTTCTTCAGTGGACACTACCAGCTCTGAGAGCCCTACCCCTGTTTCCT 
GCCACGGTGTGGGTCAGATGTATATATTCTTTATTACATCAGAAGGACAATGCTAATATGTCATTCTTGT 
GAGTGTCCT AATAAAGAAATATATT CAT TT TC 

>GBEQ0564 | Acc I CD528600 | Ver | CD528600 .1 GI : 31567222 } LeukoN3_3_H09 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3___3_HQ 9__A0 2 5 3 f , mRNA 
sequence . : Start : 1 : Stop : 697 

AAAAGATGCAGAAGGCATCTTGGAGGACTTGCAGTCGTATAGAGGAGCTGTAGACAAAGACAGTATTCTG 
CAGTGACTGGGAATGCACAGTTTTTAGTGATTGCAATTCCTCTCTCATTTACTCTTGCTTTGTATTTCTG 
TCCTCTGTTCCTCCTCCCTCTTTTTTAATCATGTTCTTGTTCTTAAGACTTCTTTTCTGTGCCAAAATCA 
GTAAAGTTATACTCTGAAGGGACATTGTCCTTTCAAACAGGCCATCTAAGGCAGCTAATTATGCATTGCA 
TTGGGGTCTCTACTGAGAAAAATTCTGTGACTTGAACTAAATATTTTTAAATGTGGATTTTTTTTGAAAA 
CTAATATTTAATATTGCTTCTCCTGCATGGCAAAACTGCCTATTCTGCTATTTAAAAACCCTCAATGACT 
TTATTTTCTACTGCCGCTTTTTTCATGTGCAGCCAAAATGAAAATGTTTAAATTAACTGTGTTGTACAAA 
TGGTACCCAACACAAACTTTTTTTAAATTAGTAAGACTTTTGTTTAAAGTTTTAAGTTTGCATTTTGACT 
TTTTTTGTAAGGATGTATGTTGTGTGTTTAACCTTTATTAACTAACGTTACAAACTGTGATGTGTGCGTA 
GAGTATTACGTATGCATGTTCATGTTTAAAGAATGGCTGTTGATGATAAAATAAAAATCAGCTTTCA 

>GBEQ0565 | Acc I CD528599 1 Ver | CD528599 . 1 GI : 31567221 1 LeukoN 3J3_A0 6 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_A06__A025 3 1 , mRNA 
sequence .: Start : 1 : Stop : 533 

AAGGCGGAGGATGAT TACAAGGACT ATGG AGT CAACTGT GACAAGAT GGCATCAGAAATTGAAGAT CATA 
TCTATCAGGAGCTCAAGAGCACAGACATGAAGTACCGGAATCGCGTACGCAGCCGAATCAGCAACCTCAA 
GGACCCCAGGAACCCCGGCCTGAGGCGGAACGTGCTCAGCGGGGCCATCTCCGCTGGGCTCATTGCCAAG 
ATGACGGCAGAGGAAATGGCCAGTGATGAGCTGAGGGAGTTGAGGAATGCCATGACCCAGGAGGCCATCC 
GTGAGCACCAGATGGCCAAGACAGGCGGCACCACCACTGACCTCTTCCAGTGCAGCAAATGCAAGAAGAA 
GAACTGTACCTATAACCAGGTGCAGACACGAAGTGCTGATGAGCCCATGACTACCTTCGTCTTATGCAAT 
GAATGTGGCAATCGCTGGAAGTTCTGCTGACAGAACCGCCAGCCAGGATTTCAGTGAACAAGGTGAGGAA 
GAATAAAGAGAAAGCACTAAGCCGTTGTAACTGGAGAAAAAAT 

>GBEQ0566 | Acc I CD528593 | Ver | CD528593 .1 GI : 315 67215 j LeukoN3_3_E07 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__3_E07__A025 3', mRNA 
sequence. : Start : 1: Stop: 614 

TATATAAATATATATATATTTATATTTTTGGGGGTGGGAGAAATCCAAAATAAAATAAATGCTTGTTTCA 
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TTTCTAAGCTGCTGATAGTCATTCCTTATTGTATGTTGTCAGATGAGGAAATTGTGTGGTTT6GTACATA 
AAG AT GAGTAATAT AAACTGAAATCTATAAT T T TAAGGGCT T AACCT ACGAC T T T GATAAGAAGCT GGAA 
CAGTCCACTGAATGGATATAATGAATTGCAGTATATATGTATGATTGCTTTTTAAGTGATTCTTTTGTTA 
ACTCATGTAAATTCTTAAATCCTTTTGCACTGATGTGTCGAACCTTATTGTACATTCAATTAAGGCAAAC 
TTTTATAATTTACCTTTTGTTTTCAATGACCTTGAAATGTTATAGCATGGTATTTTATGCAACTAGTTAG 
ACTTGGGGTTGACACTGTATTTTTTCACATTGATTTAATGGTTGAGTGTAAACTTTTTCACCCGGCAGGG 
TTTTCACGCAGTGCGTACCCATAGATGCATGTACTTGTGTTTTGTGTAATTGTTGAAGTGCAATGATGTA 
TAAAAAAGTGGATTCACCCGTTTTTAAAAATAAAACATTGATAAAAGGTGTTGG 

>GBEQ0567 | Acc | CD528592 j Ver | CD52 8592 . 1 GI: 31567214 | LeukoN3_3_F0 9 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_F09_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 622 

CAGGGCTTCAGTGTAAGGGGGACTGAGCCATCGAAAGCTCATTGCCAGAAGGATACCATTTTTGGCTCTC 
CCTCTTCACTACCAGTACACAGTTTGACCCAGTGGCCACTGGTTCACAGTACGCCACGTCACTGCCATCC 
CATGAAACAGTTTGTTCCCAGGCCGTGCAGAATCCTGGAGTGGCATGCTGACCAGAATGGCTTGCTTCTG 
CAGAGGATGCTGCCCCCTGACTTAGCTGCTGCCTCCAGCTTCTTGCTTAAGAACTTACTAAAGGGACTTC 
CTTCCCATTAAAACCCCAATAGCAACTCTCCCTAAATTTGTTGATTCTCTGCTAGGCCTGAGAATCTGAA 
TTAACATCTCTTGAAGCCAAACTCCGCCTCTTGTGCTTTTTTTGCTTTGGATAAAGGAGTTTTTCTTTAG 
AAACAGTGCCAAGAATGACAAGATATAAAAAACTAAT T T TAAAGAAAATGCCT AACAGGTT TT TAAT ACA 
GTAATCACTGTAATTATCACTTTCTTTTCTAGTTCCTTGGTTTTCAGCTCAGGCTGCATTCTCTAACTCA 
TACTGTGAAGAAAGAGGTGTTTTTGATTCAGAAATATATGAAATCTACATAGTCTTAATTGT 

>GBEQ0568 | Acc | CD52858 6 | Ver | CD52858 6.1 GI : 31567208 I LeukoN3_3_C12 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C12_A025 3', mRNA 
sequence . : Start : 1 : Stop : 693 

CCCAGGACCAAAAT CACATGGATGAAAGCAGAAGATT CTTCTAAAGTTAGT AGT GGAACAC C TAT C AAAA 
TTGAAGATCCAAATCAGTTTGTTCCTTTAAACACAAACCCGAATGAGGTACTGGAAAAGAGAAATAAGAT 
TCGAGAACAAAACCGATATGACTTGAAAACAGCAGGACCACAATCTCAGTTGCTTGCTGGAATTGTTGTG 
GATAAGCCTCCTTCTACCATGCAGTTTGAAGATGACGATCAAGCCCCACCAGCTCCTCCCAACCCCTTCA 
GT CAT C T C AC AGAAGG AG AACT T GAAGAGTAT AAG AAGAC AAT C GAACGT AAAC AGCAAGG C C T GGAAG A 
TGCTGAGCAGGAATTACTCTCAGATGACGCTTCATCTATTTCACAAATTCAGTCTCAAACTCAGTCACCG 
CAAAATATCCCTGAAAAATTAGAAGAAAACCATGAGCTATTTTCCAAGAGTTTCATCTCCATGGAAGTGC 
CTGTCATGGTAGTAAATGGCAAGGATGATATGCATGATGTTGAAGATGAGCTTGCTAAACGAGTGAGTAG 
ATTAACTACAAGCACGACCATAGAAAACATCGAGAT T ACCAT TAAGTCT CCAGAAAAAAT TGAAGAAGTC 
CTGTCACCTGAAGGTTCGCCTTCAAAATCACCATCGAAGAAAAAGAAGAAATTCCGCACTCCT 

>GBEQ05 69 | Acc | CD528585 | Ver 1 CD528585 .1 GI : 31567207 | LeukoN3_3_H04 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_H04_A025 3 1 , mRNA 
sequence . : Start : 1 : St op : 62 5 

TGTAATTTGCCAAGCTTGAATTCTTTAATGCATTTGCATAAATTCTATACCATTTAGAGCTTAAAGCTAC 
AGAAGCATTGTTAGGAATTGCTTGGGCACTGAATTTTAAACTTTTTGACATTGTTAACGAGCATGTTCAT 
CTTTTCTTGTCACTAGTTCAAGAAAAATATGCTTAATGTACATTACTAAAGACTATGTATGTGTTAACCT 
GTTTTACTGCCAAAAGTTTGCTATTTGTCCACAATTTCTTTAAGACCTGTTCAGAAAAGGATTTGTTTGC 
CTTAACAAATACTGT TGGGTAAAAACACAGTATAATGAGT GAAAT GGTT GCACGCAGGAACAGCCTACAC 
CTGAGTGACTCCAAGAAGAAGGGATGTCCACGCTACGCGTAGATGGCACGTTATGAGGACTTTAATCTTT 
CCTTAAACACAATAATGTTTTCTTTTTCTTTTATCCACATGATTTCTAAGTATATTTTTCATGCAGGACA 
GTTTTTCAACCTTGATGTACAGTGACTGTGTAAAATTTTTCTTTCAGTGGCAACCTATAATCTTTAAAAT 
ATGGTAAGCATCTTGTCTGTTTTGAAAGGGATATGACAATAAACCTACCAGATGGAAAATCCTGT 

>GBEQ0570 | Acc | CD528583 1 Ver | CD528583 .1 GI : 31567205 | LeukoN3_3__C 1 0 . b 1_A0 2 5 Unstimulated- 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_C10_A025 3", mRNA 
sequence . : Start : 1 : Stop : 659 

TGAAGAAGAGGAATAAGAGTTCAGAAACCTCCACAACTGTGGTAAAAAGCCTGGAGAACGCAAAGAAGGC 
CCTTCCAGAGAAACACAT T TACACCTCAATAGC TACACGAGAGGTGATCGAGGAAGAAGAATCAAGT GGA 
AAATCAGAGGCCACCTACATGACCATGCACCCAGTTTGGCCGTCTCCAAGGTCAGCACCAAGTAACCCAC 
CTGAAAAGAAGTCAGCTGGAGAAATGCTGAAAACAGAGCAAGCTTTTTGAGAAGAAAGGCGAGTTCCCTT 
CATCCTTGCCAGTGGCAGACTTTCTGTGCATCCCTAGTCGCTGTACCAGTTATTGCAGACCCCTCGTCTT 
CCCGGTTGTCTTCCTGCCTCATTGCTCGGTCAAAGGGCTGAAGATGGAGGGTCCGGAGCCGGGCAGCAAG 
ACTGGACAGCTCTGGAAGAACAGGCCGTGCTTGGGGGTGGGGAGCGTGGACTTGCTTCCTCTGGAGTGGG 
ACCCTGGCCCTAGGGACCCTGGCTGAGCTGCTGCAGTGGCAAACACTCCATCGGATCAGAACCTCCAATT 
GCAT GGTATT CTT TATGGACGAGT TACTGAGAAGAATTGCAGAAATAAAAACCAACCCAAAT GATTCC T T 
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TGGCAAGTTATCCCTAAATAAATGTGGTT 

>GBEQ0571 [Acc|CD528581 |Ver ICD528581.1 GI : 31567203 | LeukoN3__3_Dll . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_Dl 1__A0 2 5 3 1 , mRNA 
sequence. : Start: 1: Stop: 7 40 

AGACCCCTCGTCGTATTCCAGTTCCTTTAAAAAGAGAGTAGTTATTTCCATGGGAACGTTCTGGGGCTGG 
GACCAGAGGAAGCTTCCCTGGGTTGTTTTTCCCAGTTGTATCATAGTGCCAAACAGGCCTGATTTTTATT 
AATATTGTTATTATTATTGGATCACTTCCTATTTTCTGCTCAGAGCAGGACTGATTGGATTAAGGAAAGA 
TGCCTGTCAAGTGTGGATAACAAACTCCATGCCGGCATGTATGATACGAGATTCAGTATAATTAAAACCA 
CATCGTGGCTTATATTCTGTGCCATACTTTTTTCTGGATTTGAAATTAGCTCCAATTGATTGATTTGTTC 
TTGATTTCTATGAAGGATCCATCTTTGTGTATTTATGTATTTTGAGGGGTGAAAATTATTTTGAAAACTG 
AGTCTGATGCTCTCTTAACATACATGTGCACACACACAATGATTTCCTTCTTCCTTCAGTGCAGTTGACA 
GAATCCTGGGACTGTCCAGGATAAACGATCCAGGAGGAGGACACTCTTGGATAAACTTCTCTTATTTTGT 
TTTTTTTGCCTAACAGTTAGAGGGCTATGTTGTTGGACTTATACATCTAATGAATGATCAGCTATAGAGC 
ATAGTATTTATATGTAAGTGATAAAATGGGTTTGTAACTTTAGTTTAAAAAAGGGAAAGTTTCGTTCTGT 
AT AT T T TGT TACCT T T TACAGAATAATAAAAGAAT T GCAT 

>GBEQ0572 | Acc | CD528575 | Ver | CD528575 . 1 GI : 315 67197 ) LeukoN3_3_B10 .bl__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_B10_A025 3'/ mRNA 
sequence. : Start : 1 : Stop: 625 

CCCTGCCGCCGCCCCCGCCGCCGCCGCCCNTGGAGGACGACGAGCTCCCCCCGCCGCCCCCCGATTTTGA 
CGAAGCGCCCCCGGACTTCGTGCCTCCCCCGCCGCCGTGGGATGCGGGGGCTTCCTTGCCGCCGCCGCCG 
CCGCCGCCGCCCGCCCTCGCCCCNGAAGCCACGAAGCCGTCCCCCGTTGTCGCCAAAAGGCCTCCGGTTC 
CCCCAAAGAGGCAGGAGAACCCAGCGCCGGCCAGCGGGGGAGGGGGCGGCGAGCAGGATTTCATGTCGGA 
TCTGATGAAAGCTCTGCAGAAAAAGAGGGGCAACGTGGCCTAGGGAACGGGCGCGCGCCCCTCTAACCTC 
AAGTG'CGTCTCCGCGGTTCTGTTTTCGTGGCGTCTTGTTCATTCTCGGTAAAATATTGAAGTGTTCAGAC 
TAGAAATGATGCAAAACGGCTCACTGTTGCTGCAGTACATTCATAGCCATTAACCTAGCACCGAATTTAG 
i^ATATTTGCCTAAATGGACATATCTTTCCTATGTATTTCCTCTTAATGGAATTTATCTTTCCTCCCAAGT 
TAACTAAAATGATGTATGT TCATT T TATGATGT TCAGAAGCATCAAAT TAATAAAAGT CAAAAAA 

>GBEQ0573 | Acc | CD528482 | Ver | CD528482 . 1 GI : 31567104 j LeukoN3__2_D0 6 .bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_D06_A025 3* , mRNA 
sequence. : Start: ItStop: 688 

CAAATATGATTAAATATGTTATAC TCAT TTATAT T AAATACAT ATTAAAAT TAGCACAATAGAAAAT TCT 
ACT T T T GAGTATATAAT T T GT TAAAGAAATAT TCACATGGTAATTT T T ATGTATAATT T CT TATAT T GGT 
AAAATTCTAAACTACTTTTCACTTCAGAATTTTTCTACCTTAAGTTTTGGGTAAATGGGGTTGATGGGGC 
TAATTGAATAGAAAAAGGGCTAATGGCCCTAACATTAGATTTCTTTTCTCATTCAGAGGCCTTAATTGAT 
AT T T TATAAATAAATGACAGT T TT TATT T T TAAAC T TT TC TATTGAT TT T TGGGAAAGTAGCCCTTAAT T 
TGATGGCACAT TGAT T TATATAGT T TCCATCCCAAGT TAGAATTAAAGAAAATAAGCT ACACAGTT GAGA 
TTTAGTCGGAGGCAGTTCATTGAGGCAGCTCTATTATAAGACATTACTTGATAAATAATTATTTTTGTAA 
ACAAATAAGTTGAGTTAATTTATTCTTGGTCTTCTTACTTGGATATAATTTTAAGATTCTGGTGTTTAAA 
GACGTTTACTTTGTTATATAGCAACAGTATTCCATCCCAGACTTTTTTTTTTTCAAGCAGAACCTTAAAT 
T TATGTC TGAGAGTATGTACT GCATAGGGGCCTATT T TAT CAATAAAGAC GAG TGAT T 

>GBEQ0574 | Acc j CD528480 | Ver | CD528480';! GI : 31567102 | LeukoN3_2_A0 8 .bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_A08_A025 3 1 , mRNA 
sequence .: Start : 1 : Stop : 60 6 

CAGGGGCTGCTGGAGGAGTCGGATGGGGAGGAGGACCCGGGCGAAGTCCAGGAGGAGGGAGCGGGGGCCG 
GAGGAGCCGACCCGGGAGGAGCCGAGGCCTCGCCTGTCCCCAGCCGCCCAGCCGCCTCGGAGAAGAAGAC 
GGAGCAGCAGCGGCGGCGGGAGAAGGCTGCACGGACCCTGCGGGTGCAGCAAGCCGCGGTACGGGCTGCC 
CGGCTGCGACACCAGGAGCTCTTCAGGCTGCGTGGGATCAAGGTGCAGGTGGCGCGGCGGCTGGCCGAGC 
TGGCGCGGCGGCGGGAGCAGCGGAGGGCCCGGCGGCTGGCTGAGGCGGACCGGCCCCGCAGGCTGGGCGG 
.CTCAAGTACCAGGCCCCCGACATCGACGTGCAGCTCAGCTCGGAGCTGTCAGGGTCGCTCAGGACCCTGA 
AGCCCGAGGGCAACATTCTCCGTGACCGGTTCAAGAGCTTCCAGAAGAGGAACATGATCGAGCCTCGGGA 
GCGAGCCAAGTTCAAGTGCAAGTACAAGGTGAAGCTCGTGGAGAAGCGGGCCTTCCGCGAGATCCAGTTA 
TAACCGCTGTGCCATGCTGGAGCCCGCACCCCTCAATAAAGCCCCC 

>GBEQ0575 | Acc | CD528477 | Ver | CD528477 . 1 GI : 31567099 | LeukoN3_2jE01 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2__E01_A025 3', mRNA 
sequence . : Start : 1 : Stop : 4 31 

CAGTCAAGTTGGAGAATTGGTTTAACCCTTTAAATGAGAACAGAAATTATAATCAGTCCCTGACCAATTG 
TGCCTAGATATTAAAGTATTTACTTGTACTCTTAAGTGCTTTCTGTTTGGTTAAATATCAGTATGTTAAG 
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GTTTTTTCCTACAGGTGTATATATTGTTAAAGAGTCATCTTCCTCGCCCTTTCTTTGTTTTTTTTTTTAC 
TGGGCCTTTAAAAAACTAAATCCATCCTACTCTTACACAGCATTTCTCAGTGTAGAAATCACGTCTTAAT 
TGTTGAACGTTACTGCAGAAATTTGTGTTGTAAGAAATTTTTATGATGTGGCAGTGCTCTATTCCTAAGG 
AACTAATTATCGTCCAGTTAATGTTTATTTAACTCAAAAGTTGATACTGTATTCCAGTTAGGTTTGAATA 
AAT AT T T T CAT 

>GBEQ0576 | Acc | CD52847 6 j Ver | CD528 47 6. 1 GI : 31567098 | LeukoN3__2__All . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_Al 1_A0 2 5 3 f , mRNA 
sequence . : Start : 1 : Stop : 64 6 

CCTATAACTTCTGCTTTTGCATCTCCTCAGGCAGAAGTGGAGGATGTCTTTTGGACTCTCCTCATAGGTT 
GTCTCTTCATACATGAACCAAACCCAAGTTTGCTTTGGTGCCAGAAACACTGAGCTTTGTTTGAACAAAG 
GATATCAACACAAACTGTACTGTAAACACAGTTTGTTTATAATTTGAGGGGCAAAGGAGGAGGATGCATT 
TCGAAAGCCTGATGACTTCAGAGCCAAATTAAGGGGAGTTTTCAGATCAAAAATTGGTTACCATATATTG 
TCAGCGTCTGGTGCAGCCTCTCGTGGCTCCCAAGAATTCCTAAGGTGGGTTAATGGGGTCGTATTGTGAA 
CGCCTCACTACAAGATGACTTGAGTCCAGTGAAATCTCATTAGGGTTAAGACTATTTCAGGGATCCTTAT 
TTTGATTTTTGTTTTCTGCAATTGGATTTTATTTTATCTTATAATTTCAGTTCATCTAAATTTTGTGTTC 
TGTACATGTAATGTTTGGCTGTACCATTGACTGTTATGGAAGTTCAGCGTTGTCTGTCTCTCTACACTGT 
GGTGCACTTAACTTGTGGATTTTTTATACTAAAAATGTAGAATAAAGACTATTTTGAAGATTTGAATAAA 
GTGATGAAGTTGCATT 

>GBEQ0577 | Acc | CD528475 | Ver | CD528 475 . 1 GI : 31567097 ! LeukoN3_2J310 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_B10_A025 3', mRNA 
sequence .: Start : 1 : Stop : 518 

CCGCCTCAGGCCAGCCTGCCCGAAGCTGACCTTTAAACTGAGGGCTGATCTTTAACTGGAAGGCTGCTTT 
CTCCTTTNGCCGCCTCTCCCACCCCCCACCCCTGTGTTTTTTTCACCAAACTGTCTCTGCCTCTTCCCAG 
AGATTCCAGTTGGGCTAGAGGCTGAGCACCTTTGGGAACAACATTTAAGGGAATGTGAGCACAATGCAAA 
GTGTCTCTCAAAGCATGTTGTGATGTACACATTTTGTAATTACCTTTTTTGTTGTTATTGATGTGGCAAC 
CATTTGTAAAACATTCCAAATAATTCCACAGCTCCGAAGCAGCGGTCTAATCCCTTTCTCCCTTTTGGAA 
GGTAACTTTTTAGCTTAATGCATATTGCCGTCTCCATAGAGGAAGGAAAGAGGTATGGGCCTGCCTTACT 
GAGAGCCAGACAGAGCCCAGAAAAAGACTCCACTATGGGAAACCTCATCGCTCTGTACAAAGTACCAGCC 
AAACCAGAAAGGTAT TCCAGGAGGAGT T 

>GBEQ0578 | Acc | CD5284 5 9 | Ver | CD528 4 59 . 1 GI : 31567081 | LeukoN3_2_H07 .bl__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H07_A025 3 1 , mRNA 
sequence .: Start : 1 : Stop : 663 

GTTTTTGGGATGCCATCATTTTGAGCACCCTAAGAAAGAAATCACTTGAAGTTTAATTGAAATTTTTGCT 
GAAGCC T TAACCTT TCAAAT TAAAGAGGTAAT T T T GTAAT T AGTTCGAAAAT T T AG AC AT AT C AG AAT T C 
AT ACCTACAGT CATATAAATGGCAAGT TTATT TGCAAAACCCT GAAAGGAAAATT T TAT CAT TACCAACA 
ACCTCCCCACCCAAATGAGAAAACTAGACAAATCCTGGTGTGTTTTAATTAGGTAAGCAACACTTAATTA 
AGTGGACATTTAAAGGTTCCTTCTAGTGAATCGTTCTTTTACAAGAAGTTGAAATCCCTGGAGTATAGTG 
ACTAAGAGGACATGATTCGTGGAATGTATAAGATTTTGTTCATGGAAACCGAATCAGATGGTTGAAGATT 
GGCGATTTAGGACCTGCTGGAATAAATGAGTGAACGAACTTGTAATCTAAACTCTTTGACCTGCATGTTT 
TTTCTTTATCCCAACTTATTCTT.TACATGTAGGCTCAGACTTCTCAGTCTTTGGGTTACTGGTTCACCAG 
AAGCCAGGAAAAACAGTAACTTTGTAGTAATCAGAATGTTATCCAACTGTATATTGTTTACTTTATTGTA 
AATACTGGTAAACAGTGGTCAATAAATAGTTTT 

>GBEQ0579 | Acc | CD5284 55 | Ver | CD528 455 . 1 GI : 31567077 j LeukoN3_2_H10 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H10_A025 3', mRNA 
sequence .: Start : 1 : Stop : 655 

CAGCTCACCCACGCTGCTGGCCCTGGAGCAGGCAGGGAGGGGAGGCAGCAGGCACACACAAGCGCCACTG 

CCCGAGTTGGTGCATTACAGAGAGGAGAAACACGTCTTCCCTCGAGGGTTCCGGTAGACCTAGGGAAGAC 

CTTATCTGTGCGTGAAACACACCAGGCTGTGGGCCTCAAGGACTTGAAAGCATCCACGTGTGGACTCAAG 

TCCTTACCTCTTCCGGAGATGTAGCAAAACGCATGGAGTGTGTATTGTTCCCAGTGACACATCTGAGAGC 1 

TGGTAGTTAGTAGCATGTTGAACCAGGCCTGGGTCTGTGTCTCTTTTCTCTTTCTCTTTAGTCTTCTCAT 

AGCATTAACTAATCTATTGGGTTCATTATTGGAATTAACCTGGTGCTGGATATTTTCAAATTGTATCTAG 

TGCAGCTGATTTTAACAATAACTACTGTGTTCCTGGCAATAGTGTGTTCTGATTAGCAATGACCAATATT 

AAACTAAGAAAAGAT ATGACT T TAT TT TC T AGTAGATAGAAAT AAATAGCTATATCCAT GT ACTGTAGTT 

TTTCTTCAACATCAATGTCCATTGTAATGTTACTGATCATGCATTGTTGGGGTGGTCTGAATGTTCTGAC 

ATTAACAGTTTTCCATGAAAACGTT 

>GBEQ0580 | Acc| CD5284 46 | Ver | CD528 4 4 6. 1 GI : 31567068 | LeukoN3_2_B0 4 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_B04_A025 3', mRNA 
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sequence. : Start : 1 : Stop: 355 

AAGAGT C T T G T TAT G AAT TAT T AG AAAC T T T AGG C AAAAT C AAAAG TAT T C G CAGC AAAAT AAAGGC C T A 
CTCTGCTCTTATTTAAAGTGAAACACTGTATACTTGTTTCTCTCCAAAGTGAAATTAGGTATTTATGATT 
TCAATTCCCTTGATAAGTTTCCAAATCACTGATTTATACTGAGGATTTTACTATATTGTCGCACAATTTT 
AAGATAATTTTTGTCTCAATGTCAACTTTTTTCACTGAATAAAAATTTAACTGGGTCAAGAAAACCCCTA 
TTTGAGAAAATCCAATCTCTACACGTGTCTTGAGTTGTTCTTTTGAGTGCAATAAAGATGGTTGATGCAG 
TCTCC 

>GBEQ0581 | Acc | CD528 44 4 | Ver | CD5284 44 . 1 GI : 315 670 66 ] LeukoN3_2_H01 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H0 1_A0 2 5 3 f , mRNA 
sequence. : Start : 1: Stop: 600 

AAGAGAAC T TT CT GAATT TGCAGCTAATCT CGGGGAAGAGAAAGAT AGAT T TAATT T AT T CGAAGTT T TT 
ATGGTGTTAATATTTTTTTTTTACCTCGCTAGCTTGCGAATTTTGCCAGCCTCCAGATTTGCACATTTCT 
TATGTTGTTTTTTTTCTTTGAGTGGCATTGATCAAGCCAAGCTGAATATTTGCCATGAAATTCCACTGAA 
TGTGGAGCTCAGAAGCAAACCATAAGTTTGCTGTCGGTTACAATATGTTCAGTACCCAGTCCAAGTACAC 
ATATTT TAAAGGTCAAAGT GAATGT T T T T GTAACAT T TAAGCATAT T TCAAAT GTAAATAGAAGATTGT A 
AAATATATGGTTTTTACCAAATTCAAAAGAATCTTTTTAGTTCATACTTATGACAGTGCTAAAATTATAT 
GAAT AACGT T TCAGATACCAT TAT AT TAAAATATTT GTGTATGTGTACAAAAGTGT TGATAAATACTAAT 
CTTTAAAGTTTGTGGAGTTCCTTTATTTGTAATATATGTGTTCCTAAAAGCAATGGGATGTGAAATTATG 
GAAGTAT T T TGT TGT TGATAGAAATAAAAAATACAGT TAG 

>GBEQ0582 | Acc | CD528443 j Ver | CD528443 . 1 GI: 31567065 |LeukoN3_2_B07 .bl_A025 Unstimulated 

peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_B07_A025 3 f , mRNA 

sequence. : Start : 1: Stop: 663 ~ ~ 

GACGTTTATAAACTGGTAATCAAAAGTATTTTTCTTTTAGGTGAATGGGAAAGTGTTACCCTTGTTTTAA 

ATATCTAAGCAATGCCAACAACCCTTTTTTGTGTTCTGATTACTGTAGTCATATTTATGGGAAAAGTTTG 

TGTTATAGTCTCTTGCTAGTGAAAAAAGTGGGACAAAATTTGCTTTTGAAATAAAATGCCAAATGGCACC 

TAATTATTTTTTCTTTTTAAATGCCTTAAGTTGCAGTCTCATTTTCATAATCATTTGTTTCCAGTGTTTA 

AAAAAATAAAAAGGAT GGAGAGAAT GTAATAAGAGCAT TATAT TAGGTT TCCAAAT TTAAT T T GAATT CT 

AAAT T CACT TAGCAATAAAATCTAAT TTTAACAAAAGTATATAAGTAT AAAATGTATAAATGATGGATGA 

AGT TTTATATTGAT T TGCAAAATGCAGATTATATTT GATAGGCCATAGTATGT AGATAT TCC T T TTAGGA 

ATATTACAGCTATAAATTATATCATAATTGCCAGTCAGAAGCTATTTGGTTGAAAAAAAACATTATTGCA 

ATCTCAAGTTTATGGAATGTTTTTAAAATCCCACGTCCAAAGTTTAAAACACTGGTTTTCAATGTATTTT 

TAGTGTTGTCACTTCTTTATAGATAAATATGAT 

>GBEQ0583 [ Acc | CD5284 41 \ Ver | CD528441 . 1 GI : 31567063 | LeukoN3_2_H0 9 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H09_A025 3 1 , mRNA 
sequence. : Start : 1: Stop: 694 

TAAAAGCAAAAAGGAAGCATAAGAAAAAGCATAAAGAGAGGCATAAGATGGGAGAAGAAGTTATACCACT 
AAGAGTGCTATCAAAGAGCGAATGGATGGATTTGAAAAAAGAGTATTTAGCATTGCAAAAAGCCAGCATG 
GC T TCT T TAAAAAAAACAATATCCCAAAT AAAAT T GGAGTCAGAAAT GGAAACAGACCATGGAGTACCTG 
ATAAGTCTGGAATGAAAAATGGAAAAACAGACAGTGAAGCGCCCTGTCCCCAGGAGAAGGTTCCTGCCAC 
GGGACCGCAGTTTGTGAGCGGCGTCATCGTGAAGATCGTCAGCACGGAGCCTCTGCCTGGCAGGAAGCAA 
GTCAAGGATACTTTGGCCGCAGTCTCAGAAGTTGTTTATGTTGATTTGCTGGAAGGAGACACAGAATGCC 
ATGCTAGGTTTAAAACTCCTGCGGACGCCCAAAAACGTTAATCACAGCTGGATTGAGAGAGTTTTTGGGA 
AATGTGGCAATGTTGTTTATATAAGTATACCACATTATAAGTCTACTGGAGATCCAAAGGGATTTGCCTT 
T GT GGAATT TGAAACAAAAGAACAAGCAGCAAAAGCTAT TGAGTTTCT TAACAACCCACCAGAAGAAGCA 
CCAAGAAAACCTGGTGTATTTCCTAAGACAGTGAAAAATAAGCCCATTCCTGCCCTTAGAGTTC 

>GBEQ058 4 | Acc | CD5284 40 | Ver | CD5284 40 . 1 GI : 31567062 | LeukoN3__2_B08 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_B08_A025 3 1 , mRNA 
sequence .: St art : 1 : Stop : 5 7 2 

ACCTACCGCCAAGGTTTTCATTTGCTTCCCACCTAACCCCGAGCTCAAGCTGGCATCCAACGTCCTGAAA 
CCAAGAAAGGTGGGCCTCAAACTGTGACTCGCAGCCTGGCAGGCAGTGCTGAGTACTGGGGTCAGGGCTG 
GAGGGTAGGGCAGAGGGCAGCTCCCAGGCTGCTGGAGCCCCAAGGGCAGGGCTTGTCTCCCTTGGAACCC 
CTTCCTGGACAGATTCCTGATCATCTCTTCTCCTTCTCCCCTCCTTTCACACCGAGGCTGTTGCTCCCCC 
GTGGCATCCTGGAAATGCCTTGTGTTCTCTACCCTTTGAAGTTGGAAATCTTCCTAGCACCCAGAGGAAG 
AT CAAGGCCAAAGGCAAGT TCAAGGCCAGACT TGACAAACCCAAGGCT GAGGCATGCCTCAT GAAGACAG 
TGAGCCTCCCAAGCAAGACCTCTGCCCCTCATCGATACATACCATGGGCTGGAGGGGCATGGGGGACGCG 
AGGCTAGAGAAGCCCTGGCTTCCATCCACACTGCCTCGCTCCTGGATGCAGCACCAAATAAAAAGGAGCA 
AGT GAAGTAAAA 
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>GBEQ0585 | Acc 1 CD528439 j Ver [ CD528439 . 1 GI : 315 67061 1 LeukoN3_2_G10 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_G10_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 623 

AAGAAGAAGGTGACTTATGTAGAATTTGTCAGATGGCAGCTGCATCATCATCTAACTTGCTGATAGAGCC 
ATGCAAGTGCACAGGAAGTTTGCAGTATGTCCACCAAGAGTGTATGAAAAAGTGGTTACAGGCCAAAATT 
AACT CT GGTT CT T CAT TAGAGGCTGTAACCACCT GT GAACTCTGTAAAGAAAAGT T GCAGCT TAACCTGG 
AGGATTTTGATATTCATGAACTACATAGAGCTCATGCAAATGAACAAGCTGAGTATGAGTTTATCAGCTC 
TGGTCTCTACCTAGTTGTGTTACTGCACTTGTGCGAACAAAGCTTTTCTGATATGATGGGAAATACAAAT 
GAACCAAGCACACGTGT CCGAT T TATT AACC TTGCAAGAACTCT T CAGGCACATAT GGAAGAT C TCGAAA 
CTT CAGAGGAT GAT T CCGAAGAAGATGGAGACCATAACAGAACATTT GAT AT T GCCTAACTT CATAAGAG 
ACAAACTACT T T T T CAGAACCTAAGTAGAATAGAAACCATGTAAT T TCT CAAATGT AAATCAGCAGT TT G 
CCCACACTTAGTTTCTTGGTCTTAATGTAAAACCTTGGCTTGAAATAAAGTGCAGACTGATTG 

>GBEQ058 6 j Acc | CD528438 | Ver | CD528 4 38 . 1 GI : 315 67 060 | LeukoN3_2_D12 .bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_D12_A025 3', mRNA 
sequence . : Start : 1 : Stop : 666 

AAGCAGTTGCTGCCTACCAAGGCTGTCATTTTATAGGCATGCCCACTGCCCCCCGTCCCGCTGCACCTGA 
GGAATGCGCCCACCAGGCTGATGAAGGATCTAGGCTACGGCAAGGGCTACAAGTACAACCCCGCGTACAG 
CGAGCCCGTGGCCCAGGAGTACCTGCCGGAGGAGTTGAGAGGAGTCGACTTCTTCAAGCAGAGGCGCTGC 
TGACTCGGAGGCTGTGACAGCACAAGCCGTTTCGTTGTTTTTAGGGAGGGCCAGAAAGAGAGAGGAACTG 
AATTGTGAAGTTGTTTACTTGGTGGAAGTCAAAACAGACCAACATTTTGTGCCAGAAATGTAAGAGTTCC 
TTAGGGGGAGGCACAGTCACTTCAACTAAATGTGTGACATTGAAATTGTGTTCACTTGCACTCTGTGCAA 
TGGTTATGCTTATGAAAATATCCGGCAGCTTTGTGCAATGATTTAATGTTACAAGGAATTATCTATTTTG 
TCATAGTATTTAAGTCATAATGTCATTTCAGAATTTAGTTCTGTAGGATTTTTTTTCTTTAAAAAATGTA 
TATTCTGGGTAGTTTCAATTGGTAAAAAAAATGTAATTGTGATTTAATACTGCATAGTGTTTTGGGTATT 
T TT T T TAT AT GCAAAGGT CT TATGAGCCAATAAAAC 

>GBEQ0587 I Acc | CD528434 | Ver | CD528434 . 1 GI : 3156705 6 | LeukoN3_2_Gll .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_Gll_A025 3', mRNA 
sequence .: Start : 1 : Stop : 687 

TGGGGCAGCAGTACTTCAAAGGAGAGTCCTTCATTGTTTGCGTTGGAAGCTGTGCTTATCCCCGTCGGGT 
CCATGGGATTGATTATTGGCCTCATCTGTGTGTACTGCTTGCTTGAGCGGATGATGCCCCGAATTCCTAC 
CCTCAAGAACCTAGAGGATCTGGTTACTGAATACCATGGGAACTTTTCGGCCTGGAGTGGTGTGTCTAAG 
GGATTGGCGGAAAGTCTGCGGCCAGACTACAGTGAACGGCTCTGCCACGTCAGTGAAATTCCCCCAAAAG 
GAGGGGCTCTAGGGGAGGGGTCTGGGGGCTCCCCCTGCAGCCAGCATAGCCCCTACTGGGCTCCCCCATG 
TTACACCCTGAAACTTGAAACCTGAGCCCTTATACCCTGACAGAACCCCAGGGTCCTGTAGCCCTAAATT 
GTACTAACATCCCTTAGTCTAACCAGGCTGGGTCCGATCCTTACCTCACTCCCCTGATTTTGAATTTTGT 
GCCCCCAATAACAGCTCCCTTATTCAATATCTCCTACTTGAGGATTTTGCCCTGGTACATGTTTCATCTC 
CTCCAATCCAGCCCTCCCTCTTTGCTGGATTCTTTCCCCACTGTCCCGCCGTCCCTCCGTCCCTCCCTCC 
CTCTTTCCGTCTACCCTTCAATTGTTCCTGAATCAATGAGAAATAAAGTTTCTGCTG 

>GBEQ0588 j Acc | CD528430 | Ver | CD528430 .1 GI : 31567052 | LeukoN3_2_H0 6 . bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_H06_A025 3', mRNA 
sequence .: Start : 1 : Stop : 610 

CAAAGGGAGAGTGCCGTACCCAGGCATGAACAACCGGGAGGTGCTGGAGCAGGTGGAGCGCGGCTACAGG 
ATGCCCTGTCCGCAGGACTGCCCCATCTCTCTCCACGAGCTCATGATCCACTGCTGGAAAAAGGACCCCG 
AAGAGCGGCCCACTTTCGAGTACCTGCAGGGCTTCCTGGAGGACTACTTCACGGCGACAGAGCCCCAGTA 
CCAGCCTGGTGAAAACCTGTAAGACCCGGGTCTGCAGAGAGAGGCCTCGTCCAGGAGGCTTCCCCGCCCC 
CTCCCCATTAGCTTCCAATTCCGTAGCCAGCTGCTCCAAGCAGAGCAGCCAGAACCGTCCAGGATCAGAT 
TGCATGTGACTCTGAAGCTGACGAACTTCCATGGCCCTCATTAATGACACTTGTCCCCAAATCCGAACCT 
CCTCTGTGAAGCATACGAGACAGAATCTTGTTATTTCTCAGACTTTGGAAAATGCATTGTATCGATGTTA 
TGTAAAAGGCCAAACCTCTGTTCAGTGTAAATAGTTACTCCAGTGCCAACGATCCTCCTCGTGCTTTCCT 
TTTTTTAAAATGCAAATCCTATGTGATTTTAACTCTGTCTTCACCTGATC 

>GBEQ0589 | Acc | CD528424 | Ver | CD528424 .1 GI : 3156704 6 | LeukoN3_2_E03 . bl__A025 . Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_E03_A025 3', mRNA 
sequence . : Start : 1 : Stop : 517 

TGAGAATGTTGCCGACCATCATAGCTGACAATGCGGGCTACGACAGTGCGGATCTGGTGGCCCAGCTCCG 
AGCT GCCCAC AGTGAAGGCAACACGACTGCCGGACT GGATAT GAAGGAAGGTACCATTGGAGACATGGCA 
GAGCTGGGGATCACAGAAAGCTTCCAAGTGAAGCGGCAGGTTCTCCTGAGTGCGGCTGAGGCAGCAGAGG 
TGATTCTCCGTGTGGACAACATCATCAAGGCAGCACCGAGGAAGCGTGTCCCTGATCACCACCCCTGTTA 
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GGCGTTCCCCTGTGCTGTGGAGCCAGGACCAGTTGAGAGCAAAGCTGTGTGTGAAAGATTTGACCTCTTG 
AAGAATACTGTGGAGTCGAAGTTCATCTGTGGCTGTTATATCCTTAAGTTTGGACATGTAACTGACCTTC 
TATTTTAACATGGGTCTAATTTATTTGCTGTTTTATTTTCCATGAAATTCGGTTGATTTAAAGGTTCACT 
TCTCATGCTGTGCATCAAAATAAAAAT 

>GBEQ0590 | Acc | CD528 330 1 Ver 1 CD528330 .1 GI : 31566952 [ LeukoN3_l_A08 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__l_A08_A025 3', mRNA 
sequence. : Start : 1 : Stop : 596 

CATCATCCGGGAGGGCACCCTGATGGGCACAGCCATTGGCACCTGCTTCGGCTACTGGCTGGGCGTCTCG 
TCCTTCATTTACTTCCTCGCCTACCTGTGCAATGCCCAGATCACCATGCTCCAGATGCTGGCCCTGCTGG 
GCTATGGCCTCTTTGGACACTGCATTGTCCTGTTCATCACCTATAACATCCACCTCCATGCCCTCTTCTA 
CCTCTTCTGGCTGCTGCTGGGTGGGCTGTCAACTCTGCGAATGGTGGCAGTGTTGGTGTCAAGGACTGTG 
GGCCCCACACAGCGGCTGCTCCTCTGTGGCACCCTGGCCGCCCTGCACATGCTCTTCCTGCTCTATCTGC 
ATTTTGCCTATCATAAGGTGGTAGAGGGGATCCTGGACACCCTGGAGGGCCCCAACATTCCACCCATGCA 
GAGGGTCCCCAGAGACATCCCTGCTGCGCTCCCTGCTGCTAGGCTTCCCGCCACCGTGCTCAATGCCACA 
GCCAAGGCTGTCGCGGTGACCCTGCAGTCACACTGACCCCACCTGAGATCCTTGGCCAGCCCCCTTTCCC 
CCAGCT GTGGAGCAGAGGAAGAT TAAAGGACAGTAC 

>GBEQ0591 | Acc | CD52832 9 | Ver | CD528329.1 GI : 315 66951 1 LeukoN3_l_E 0 3 . b2__A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_E03__A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 530 

GTGCAGGCTCTGGAGCAGTTTGCCACCGTGGTGGGGGCTAAACTGATAAACCACAAGAAGGAGATTGTCA 
ATGACCAGTTTCTGCTGCAGCGTCTGGCAGACAGTGCCATTGACCTCTATGCCATGGTGGTGGTTTTGTC 
CAGGGCCTCAAGATCCTTGAGTGAGGCCCACCCCACAGCCCAGCATGAGAAAATGCTGTGTGACAGCTGG 
TGTATTGAGGCTGCAGCCCGGATCCGGGAGACCATGGCTGCTATGCAGTCTGACCCCCAGCAGCAGGAGC 
TCTTCCGTAACTTCAAAAGTATCTCCAAGGCCTTGGTGGAGCGGGGTGGCGTGGTCACCAGCAACCCCCT 
TGGCTTCTGAACACTCGCAGCCAGGGCCTGGCCCGGAATGTGCCTTCTCTCAAGCCAAAGCCCAGGCCCC 
TTTCTTGCAGGCCTTGGTTCTGCCTTGAAGGGGCCCTTGCfccCCAGACCGTGCCTGCTCTCACAGGGAGC 
AG T T AC T GCCT C AC AAAT AAAG T T C G T AAG GAG T C AAAAT 

>GBEQ0592 | Acc | CD52832 6 | Ver | CD52832 6. 1 GI : 315 6694 8 | LeukoN3_l_F10 .b2_A0 25 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_FlO_A025 3\ mRNA 
sequence . : Start : 1 : Stop : 58 6 

AAACCATTGAGGTCATTCATAAGCTCCTGGACGGCTGGTGGGTCATCAGGAAAGACGACGTCACCGGCTA 
CTTCCCGTCCATGTACCTGCAGAAGGCGGGCCAGGACGTAGCCCAGGCCCAACGCCAGATCAAGAGCCGA 
GGGGCGCCGCCCCGCAGGTCGTCCATCCGCAACGCGCACAGCATCCACCAGCGGTCGCGGAAGCGCCTCA 
GCCAGGACGCCTACCGGCGCAACAGCGTCCGATTTCTGCAGCAGCGCCGCCGCCTGGGGCGGCCCGGGCC 
GCAGAGCGCCGGGAGCCCGCTGTCAGAGGAGCAGCCGCAGCCGCAGAGCGACCGCGCGAAGCCGCAGCCG 
GCGGTGCCCCCGAGGCCCAGCGCGGACCTCATCCTAAACCGCTGCAGCGAGAGCACCAAGCGGAAGCTGG 
CGCCCGCCGTCTGAGGCCAGGGCACCCCCTCCAGAGGGTGACCTGACCCCTCCGCCCGCTCCCGCCCGCT 
CCTTGTGTGCGTTTGTATAGAGCCTGGCGTCTGAGCGCCGAGGGCATCCCCGGGCCCCGCCCCACCTCGC 
T AT C CAC CGC CC T CAAT AAAT GT T G C 

>GBEQ0593 | Acc | CD528325 | Ver [ CD528325 .1 GI : 31566947 | LeukoN3_l_H09 , b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_H09_A025 3 1 , mRNA 
sequence. : Start: 1: Stop: 654 

GAGGCCGCGGGAGGCGATCCGCACAGCCCACCGGACTCCAGGCTCCTTGAGGAGAAACGCACTGACTCCG 
GGGAGGGGGCTCGGGAGGGCCGGTCCTTATTTATTTAATTTCACCTGAGTTCCGCTGGGTTCCCAGGCAG 
T CACAGTGATGACTTAGCGT CGAGACAT T T GCT GGACT CAGCACGT TCGGGACCAATATATAGTGGGTAC 
ATGCAGTCCTTCTGACAAAAAGGGGCACAAGAGAAAGGACCCTTTGTGAGCCGGTTTCTTTTTGCTCGCC 
CTCCGTTTTTCGTAGGAACTCTTCATGCTTGACATACCTACCAGTGTTACCATTCCCGGCGACATATATG 
TGTGAGAATTTACCTTATTTATTTTTGTGGAGGTGGTCTGCCTTCACAAGCGTCAGTGTCTACTCCTAGA 
AGAACCAAATACCTCAATTTTTGTGTTTGAGTACTGTAATATCCTGTAAATAGATCCTGAACAGGTTTGT 
TTTCAGCACTGATGGAAAGCACCAGTGTTGGGTTTTTTTTAGTTGCCAACAGTTGTATATTTGCTGATTA 
TTTATGGCCTGAAATAATATATTTCTTCTTCTAAGAAGACATTTTGTTATACAAGGATAACTTTTTTATA 
CTACAGAATAAATTATGACATTTC 

>GBEQ0594 [Acc | CD528322 | Ver | CD528322 .1 GI : 31566944 | LeukoN3_l_All . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_All_A02 5 3 1 , mRNA 
sequence . : Start : 1 : St op : 5 63 

CTTTGGACTGTGTTACCCTGTATAAAGGTAGCAGGAAGACATTTTTAAAAAGCTTATTTCTTGTATTAAT 
TTTTAA7VAATTCTGAGTTGAAATGCCTTTCAACCATTACCTTTTGTGATGATAACTTTTCTCCCTTTTTC 
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AGCCCAAGATTCAGCAATCAGATGTTTATTGCACACCTATTTCTCTATTATTTGTTGTTGTTCTTGCATG 
GTTCAAACTACCGGTAATTCAGTAGCTGCCTATCCTTTGCCTTATCTAACAAAAATTTTGCCAGGAAGGT 
GGAAAGGAAGTAAGTGTTGCTCTCATTTTGTAACTCTGTGCTGCTGTCCACATCCCATGGAAACATGGGT 
ACAATCAAGTGTTTGTCCAGCCTGACTGTTGCTGGCTTTCATGACTTTAAAATAAATTGTGATCAATAAT 
AGTACATTTGATTATACATTTACTACTGTGTCTCTGATGTACTATTGTTTGTACATTTAACCTGGCAATG 
GTTTTGTAGTAATCAACTTTAAAAAAAAATGTTGACAAGCTCTGGTTGCTAATTTTTAGAAAATGAGGAT 
ATT 

>GBEQQ595 | Acc 1 CD528318 | Ver } CD528318 . 1 GI : 31566940 | LeukoN3_l_B0 6. b2__A02 5 Unstimulated . 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_B0 6_A02 5 3 1 , mRNA 
sequence .: Start : 1: Stop: 54 0 

AGAGCTCAGAAATACTGCAAGTATGCTGGCAGTGCTTTGCAATATGGAGATGTCAGCACTGCTGTGCAGA 
ATCTACAGAAGGCTCTCAAGTTACTGACTACAGGCAGAGAATGAAGCCTTCGTACAAGACATCCGTGCAT 
TTTTGGCCTAAAGAACTAACAGTGTCTTACATTCTATCTTCAGCCCATCAGGAGCACAGTTTTAAGGAGG 
ACTTCAGTTCCGCTGACTGTAACAGTGAAATCTGTGTCTGCGCTCAGATTCCTGTTGAAGCCTTCAGCAG 
CAGCCTCGGCCAGTTTTCGTTGTCCATTTAGTGGATCCAGTAATCTCTGGGTATACAGGGCTGATGTTAG 
CAAGATCCTAAAAATTTATGCCCATTGAACCCTGCTTCAAAAAATGAAAATACAGTTCTATAAAATGTAT 
TGGGAATAAGCTTTGTATCTTAATGTAAGTTAAGGAATGTTTTTAATCTATAGTCTGGACAGACAGATCA 
TAT GACT T TGC TATAAAATTCTAAAT TT AACT T T T AAT AAAAAGAT TGCC 

>GBEQ0596 | Acc j CD528306 1 Ver | CD52830 6 . 1 GI : 31566928 | LeukoN3_l_C02 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_C02_A025 3', mRNA 
sequence .: Start : 1: Stop: 614 

CCAGACAAAAAAGCCTTACAGTTAATTTTAATGTTTGCACTTTGGGGTGCAACTTACAGGGAGGGCCTGA 
AAAGAATGGGAGGGGGCTTTAAGTATTTTTAGTAAAATGTTGCCTTTGTCTTGTGCAGAACATGTAGAAT 
ATGCTCTTTAATTTAGTAAATATTTTTTTAAAAGTTAGAGATGCTTTGTTATTGTAGCTAAAGCAATTCT 
TAATCATAAAATTTCTGAAATTCTTGTAATTTTTTTTCATACTTATCTGAAGTTGTTTACCAACTTATTT 
TTGTTTGAAGTGTGATTTTTCTTTTCCTTCTCTTCGCAACCTTTCTTGCAAAAAAAAAAAGTGGGTTTCT 
GCTAATGAATTGAGCAGATATCTAATATTTTATATGCCTTTTGAGCTGTGTAACTTAATATTTGGATACT 
TGATAATTTGTTTTATTATGTAATTGATAAAATGGTGATGTGTATTAATGTTAGTTCAACCATATATTTA 
TACTGTCTGGGGATGTGTGGTTATAGTTCTGTGGGAGAAATAATTTGTCAGTGTTCACCAGCTTGTAAAA 
ATTTAGTGCGAGAGCTTAAACATCTAAATAAATAATGAAATGCATCTATCATCA 

>GBEQ0597 (Acc | CD528303 | Ver 1 CD528303 .1 GI : 31566925 } LeukoN3_l_A0 9 . b2_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_A0 9_A0 2 5 3 T , mRNA 
sequence .: Start : 1 : Stop : 637 

AGGTAGAGATGGTCTAGTAAAGATCTGGTTGTAGTGTTTTCTCCGTTTAGCCTGTGTTTATCTTCCTTAT 
GTGTTCCAAGGCGACTTATTGTTCAGCTCAGTGACATTACAGCTAGAAAGCATTCATTAGCAAAAGGAGA 
AGC AATCTCAACCTAACAAAT CAGAAATGT T TCC TAT TATT T TAT AT T GAGT TGAATAT T TGACTCTAAC 
ACTTT T CT ACAT ACAGAACACAAGT ATCT TGAAGGTTCTTCATAATTGCAT TGTAGAGGAAT T TAAGT AT 
GGCATAAGTACTTCTCAAAGATTCAGCATTTGACTGTAGTATCCATATGTTGGTTAATTTCTTATGAGCC 
CCAT GATGGAAAGACAAAGATGAATT T GAGAAAAATT GAAAGAAAT TAGATTATCAGGT TC T GT TAAAT T 
GT TACATGTATCT T GCTT AAGTTTTTGTTCTAATTTATATCCACCCAAT TACATAAAGTAAAT T TGGAGG 
AAACACCTGAAGTTGTGCAATATTTTCAGTGATATTACTTTTTTTATCCTTGTGTTTTCTACTTCAACAT 
GATGTCTATGTCACCAAGTATTATAGTCAGACTTTCTTTTTTCTAGATTGTTAAAATTGGTAAATGAACT 
TTTTTTT 

>GBEQ0598 [Acc ( CD528292 | Ver ( CD528292 .1 GI : 31566914 | LeukoN 3_1_B 0 7 . b 2_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l__B07_AQ25 3 ? , mRNA 
sequence .: Start : 1 : Stop : 535 

GCTGGTGAATAACCAAACCATGACAGCATGGATGGAGATCTTCCGAACTATTATTGACAGGACTGTTCCT 
CCTGAGAC TCTGCAAATT GAT GAGGATGACAGACCAGAAT TAGTCTGGT GGAAAT GT AAGAAGTGGGCAC 
TGCATATTGTAGCTCGTCTCTTTGAACGATATGGAAGCCCAGGAAATGTCACAAAAGAGTACTTTGAATT 
TTCTGAATTCTTTTTGAAAACCTATGCAGTGGGAATTCAGCAGGTACTACTAAAAATTTTAGACCAATAC 
AGACAGAAAGAGTATGTTGCACCCCGTGTTCTTCAGCAAGCCTTCAACTATCTCAACCAAGGGATTGTCC 
ATTCTGTGACCTGGAAGCAGATGAAACCACACATACAGAATATCTCTGAAGATGTGATTTTTTCGGTGAT 
GTGTTATAAAGACGAAGATGAAGAGCTGTGGCAGGAAGATCCATATGAGTATATACGGATGAAATTTGAT 
ATTTTTGAAGATTATGCTTCTCCCACCACAGCGGCCCAGACTCTC 

>GBEQ0599 I Acc | CD528291 | Ver | CD528291 .1 GI : 31566913 | LeukoN3_l_F02 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_F02__A025- 3 1 , mRNA 
sequence. : Start :1: Stop: 219 ■ 
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CGGAAAAGAAATAGATGTTTGAAGAGTGCTTTATATATTAAAAATTGCTTTATGTTTTAAAAATGATCAA 
TGTTTTGATTGTTTTGCAAGAAAGAAAGACAATGGAGTAACATACCCTCAAGTATGTTTAAAAAATATAT 
GAACATTGTGCTCCCTGCCTGCTTGATCAGGAAACTTGTGCATTACATTTTTTTTAATTAGCTTTTTAAT 
GGTTTTATC 

>GBEQ0600 | Acc 1 CD528290 | Ver j CD5282 90 .1 GI : 31566912 | LeukoN3_l_C09 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_C0 9_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 64 5 

TGATAAAATGGTGAGGTTCTGGAGAATTGACGAGGATTATCCTGTGCAAGTCGCACCCTTGAGCAATGGT 
CTTTGCTGTGCCTTTTCTACTGATGGCAGTGTTTTAGCTGCTGGGACACATGATGGAAGTGTGTATTTTT 
GGGCAACTCCGAGGCAAGTCCCTAGCCTTCAACATTTATGTCGCATGTCAATCCGGAGAGTGATGCCCAC 
CCAAGAAGTCCAGGAGCTGCCAATTCCTTCCAAAGTTGTGGAGTTTCTCTCCTATCGTATTTAGAGGGTC 
TGCCTTCCCTGCTGGGAGGGGCTGACAGCACCCTTTACACAAACCTCAAGCTTTACTGACTTCAAGTATC 
TGTTCTTCAAGGTTTAAAAGATTTATTTAATTTGATACATTCTTGTATTGCATTGCTAAATAGTTTGTTG 
TTTGTACTAAGGGACGATTATTTCAAGACCATGTTTTTTTGCGCGTTTCTTTTTACATGTATCCTGTGTT 
TCTGTAGGGGATAATATTGGTGACTTGCCAAAGAGAAGCCATACAGCATGTCTGCTTTTGCCTTCTGTTG 
TTTATCTCACCTGCAGATACTAAGAATGTATGCATTATGTAAAATGCTTGATTATATATTTTTGTTGAGT 
TTTTTAATTAAAGAC 

>GBEQ0601 | Acc | CD528288 | Ver | CD528288 . 1 GI : 31566910 | LeukoN3_l_G04 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_G04_A025 3 1 , mRNA 
sequence Start : 1 : Stop : 573 

GAGGTGGTGGCGGTGGTGGAAGTGGTGGAATTGGCTATCCATACCCTCGTGGCCCTGTTTTTCCCAGCCG 
AGGTGGTTATT CAAACAGAGGGAACTACAACAGAGGTGGAATGCCCAACAGAGGGAAC TACAACCAGAAC 
. TTCAGAGGACGAGGAAACAATCGCGGCTACAAAAATCAATCTCAGGGCTACAACCAGTGGCAGCAGGGTC 
AAT T T T GGGGT CAGAAGCCAT GGAGTCAGCATTATCACCAAGGAT AT TAT TGAATACCCAAATAAAACGA 
ACTGATACATATTTCTCCAAAACCTTCACAAGAAGTCGACTGTTTTCTTTAGTAGGCTAACTTTTTAAAC 
ATTCCACAAGAGGAAGTGCCTGCGGGTTCCTTTTTTAGAAGCTTTGTGGGTTGATTTTTTTTCTTTTCTT 
TTTTGTACATTTTTAATTGCAGTTTTAAAGTGAATCGTAAGAGAACCTCAGCATTGTGCACGATAAGAGA 
ATGTGTCAGTATTTCAGGGTTCTACATTTTATCTGTAAAATGTGACTTTTTTTTTTATCACAACAAAAGT 
AAAATGTTGCTTT 

>GBEQ0602 | Acc 1 CD528287 | Ver | CD528287 .1 GI : 31566909 | LeukoN3_l_H0 6 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_H0 6__A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 64 1 

CCTGGCGGCGGGCAGTCAGTACTGGTGTCCAGATGGGCATTCCCATGCCCTGCTTCACCACTGCTCTTTC 
CTTCTATGATGGATACAGACATGAAATGCTACCAGCCAACCTAATCCAGGCTCAGCGGGATTACTTTGGG 
GCTCACACGTATGAACTCTTAGCCAAACCCGGACAGTTTATCCACACTAATTGGACAGGCCATGGCGGCA 
GTGTGTCATCCTCTTCGTACAATGCCTAATCAGACTCCTTGTGTTACCCACCACGATTCCATAGACCAGG 
ACATTCCATTTGCCACACAGCACTGCTTACATGGCCCTTTGCCCTATTTTCTGCTCACATCTCTTAAAGT 
GTTGTAAGAGACTCCTGAAAAAGTCAACCTGAGTTTATTTGTAAGGTAGTTCTGTGAGAACCGTCATGCC 
CTCTGCCCTTGTCTCTTGGGACTGACCAGGAAGTGATCATGTTCGTGATGGCGCAAACCAGCTGCCTGAA 
GCCGGGCTTTCCACACGTCCCTGCGGATGGGGGAGGCAGCAGCTCCTATCACATAGATGGGAAGGGTTTT 
TGTGGAATTTGATCAAACTGGAACCTTTGTATCATGCAGGTGAATTCCCTTTTTCCTCTACTTAATAAAA 
GCTACATTATA 

>GBEQ0603 | Acc | CD528285 | Ver | CD528285 . 1 GI : 31566907 | LeukoN3_l_A03 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_A03_A025 3 1 , mRNA 
sequence. :S tart : l:Stop: 608 

GCCCGGTTCAAAAGCAACGTGACCAAGACTATGAAGGGTTTTGAGTACATCTTGGCCAAGCTGCAAGGCG 
AGGCTCCTTCCAAATCCCTTGTGGAGACAGCCAAGGAAGCCAAGGAGAAGGCAAGGGAGACGGCACTGGC 
AGCTACGGAGAAGGCCAAGGACCTCGCCAGCAAGGCCGCCACCAAGAAGCAGCAGCAGCAGCAGCAGTTC 
GTGTAGGCAGCCTGGGCCTTAGGGCAGCAGCCCACCAGACCGCCCACCTCAGGCCCTCTGCCCTCTCCCC 
CTCGTACTTCATGATTAAAAGTCAACTTCCAGTCCTCTCTACTGTCTGGGCGGTGGGCTGGGGGTGTGTC 
CTTTTGGGCATCTACGGTGCACCAGGCACGTTACCAACATCTGAGCCGAGTCTGCTTATTCTCACATTGG 
GCAGCTGAGGACAGAGGCACAGAGAGGTGCAGTGACTTGCCCAGGGTCACAGACAGCGTGCGGGTGACAT 
GGTCATAAATGCTAGACTGTACGCTCCACGAGGGCAGGACCTGTGTTTTGTTGTCCGATGTGTCCCAGGT 
ACCTGGAACAAGGTCCAGCATATACCAGGCACTCAATAAATATCTGTG 

>GBEQ0604 j Acc | CD528281 1 Ver | CD528281 . 1 GI : 31566903 | LeukoN3_l_H04 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_H04_A025 3', mRNA 
sequence. : Start :1: Stop: 653 
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CAGCTTCAGCTAAACGCCACGGAGAGGGACGACAGGCGCAGCTTCATCTGCAACGCCACCCTCAAGGTCG 
ACGGGGGGATCTTGTACAGGAATGAGAGTGTCCAGCTGCGTGTCCTGTACGGTGCCAAGATTGACCGAGC 
CAAATGTCCCCAGAACTTCACGTGGGAAGAAATGACCACCCACGTCCTTGAGTGCCAGGCCTGGGGCAAC 
CCGGACCCGGAGCTACAGTGTGTGAAGCAAGCATCGAAGGTCAAGGTGCTTGCCGGAACCCCATTCGTCG 
TCAGATTAAAACACCATGGTACCTACATGTGCCACGCGAACAACTCACACGGGAAGGACACTGTGACCGT 
GGTGGTGAACGTTCAAGCTCGGAACCCCGCCGTCGTCCCCGTGCTGGTGGTGTTAGCGATCCTTGGCCTG 
ATCACTGTCTCAGCGGCCTTACTGTATGTCTTCGTGTTGAAGAAACACTCCGTGAGTGACATCTACTATG 
TGAATCGGGGGAGCACCACCTGCTTGCCCCTCAGGTCTAGGCCGGCTGACCAAAGACTGGGGGAGGAGTC 
GTCCTGAGCCTCGGGCCGCCGGGATACTGGACAAAGGGGATGGGGGTTTGGCTGTGTCTCCGGGTTTCGT 
ACCAATAAAGCCTTCAAAATCCG 

>GBEQ0605 ] Acc | CD528280 | Ver | CD528280 . 1 GI : 31566902 | LeukoN3_l_A01 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_A01_A025 3 1 , mRNA 
sequence .: Start : 1 : Stop : 592 

TCGAGGAGCCCATGTCAGGCATGAGTGAAGCTGGGATTCCCCAGAGCCCTGATGACTCAGACAGCAGCTA 
TGGTTCCCACTCCACTGATAGCCTTATGGGGTCCTCCCCTGTTTTCAACCAGCGCTGCAAGAAGAGGATG 
AGGAAAATAT AAACGGAAAAGAAAGAGAT T TTC T GTCCAGACCTGTACGACCC AACAGAAAACCATGATA • 
TATTTAAATTTGTTTCCATAAACAGTGATTTGACTCTTATTCTTAAACACAGTGGATTTTCCTGATTTCA 
GTGGAACTGGATTTAACCAAACAAGTTTGCATTTTACTTTTACATCCATTTTATGTAGTTTTCCACACCA 
ACCAAGCCACCTTTCACAGACAGATCATGATGCTGGGACGGTAATCAGGAAACCAAAGCACTGTCCCTGA 
CCGTTGTCTTTACTGTGTGGCTAGACAAGTTACTTAGCTTCACTAGAGCTGTTTCTCATGCACAACTGAG 
AAGAATCATACCGCTTTGACCTACCTTGCAGGGATGTTGTGAAGATTGAGATGTTAATAAACCTCAAACC 
TGT GCCTGAACAGACT CACAAGTAAATAT AT G 

>GBEQ0606 j Acc | CD528273 | Ver | CD528273 . 1 GI : 31566895 | LeukoN3_l_C03 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_C03_A025 3 f , mRNA 
sequence. : Start :1: Stop: 352 

TTCAGACCCCCTTCCCGCCTTCCTGTGGGGCCTGGCATCCTGTGCCTGCCGCCATTTCTTCAGCCAGTTG 
GCACAGAGAGACGAGGTGTGGGTGAGTGCCAAGCAGGCTGCGGTCGCGCAGGCATTGAGGAAGTTGGCCA 
CCCGCAGGCTCACGGGGCCGAAGGTGGTAGAGCTGTGTCACTGTGTGAGCGAGACACAGGAGTTTGAGCT 
GGCCGGCCTGGTGGCCCAGAGTTTCCCCTTCAACTGTGTACAATACGTTTTTTTATCTGCTGCCATATTG 
TAGCTCAATACAAGGGGAATTTGTTTTCGGTTTTTTTTGGGTTTTTGGTAATAAACGGGTTTCGGTTCCC 
TT 

>GBEQ0607 | Acc | CD5282 65 [ Ver [ CD5282 65 .1 GI : 31566887 | LeukoN3_l_FQ7 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3_1_F0 7_A0 2 5 3 f , mRNA 
sequence .: Start : 1 : Stop : 537 

ACTGACCACGTGATGCTCTTCACGCAGACCAAGAAGCAGGCCCACCGCATGCACATCCTCCTGGGGCTCA 
TGGGGCTGCAGGTGGGCGAGCTCCACGGCAACCTGTCACAGACGCAGCGGCTGGAGGCCCTCCGGCGCTT 
TAAGGATGAACAGATTGACATCCTTGTGGCCACAGATGTGGCAGCCCGTGGACTTGACATCGAGGGAGTC 
AAAACGGTAATCAACTTCACAATGCCCAACACCATCAAGCATTATGTCCACCGGGTAGGGCGAACAGCGC 
GTGCCGGCCGGGCTGGGCGCTCGGTCTCTCTGGTGGGAGAAGAGGAGCGGAAGATGCCGAAGGAGATCGT 
.GAAGACCGCCAAGGCCCCTGTGAAGGCCCGGATACTTCCTCAAGATGTCATCCTCAAATTCCGGGACAAG 
ATTGAGAAAATGGAGAAAGATGTGTATGCAGTTCTGCAACTGGAAGCTGAGGAAAAAGAGATGCAACAGT 
CAGAAGTCGTCCTGGCTTAGTCTTCTTTTCTCTATTGTCAAAAAAAT 

>GBEQ0608 | Acc | CD528172 | Ver 1 CD528172 .1 GI : 31566794 | LeukoN3_4_E01 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_E01_A025 3 f , mRNA 
sequence. : Start: l:Stop: 565 

CAAGCCCATGCTCCGACGAGGCAGCAGCAAGTGGGTAGCCAAGACGGGGGTGTTCCTAGCCTCGGCCTTC 
TTCCACGAGTACCTGGTGAGCATCCCCCTGCGCATGTTCCGCCTCTGGGCCTTCACTGGCATGATGGCTC 
AGATCCCGCTGGCCTGGATTGTGAGCCGCTTCTTCCGGGGCAACTACGGCAATGCAGCTGTGTGGCTGAC 
ACTCATCATTGGGCAGCCAGTGGCCGTGCTCATGTATGTCCACGACTACTACGTGCTCAACCATGAGGCC 
CTGACGGCAGGGGCCTGAGCTGCTCTGGGGCCAGCCCTCCTCACTGCCGCCTCCTCATGTCTGCCTCACT 
GTCCACAGCTAGAGCCTGCCACTGCCTGTGTTCTGGGGAGGGGGCCTGGCTGCCCACACCTCCTCTCGGC 
CACCGGGAGGTCTCTCTGCCCCTATGGGGCTCCCTCCTATCGCCTCAGGGATGGCGGATGGGGCACAGGC 
CAGTGCCAGCAGGTGCCAGTGCCCTAGGAATCCGTGCTGATCCTGCCCGAGGGTCTGAGGATATCAATAA 
AATGC 

>GBEQ0609 | Acc | CD528168 | Ver | CD528168 .1 GI : 31566790 | LeukoN3_4_H07 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_H07_A025 3 1 , mRNA 
sequence. : Start : 1: Stop: 619 
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AGGAAGAGAAATGATATTCACTTGTTAGCAGAAAAAAAAAATTGGGCTATCTGCAAAGAATCTGTGACTT 
CTTGGCTAAAGGCTCTTTGTNTTAGGCATTCGATGAAGCGATCGCTGAATTGGATACACTGAATGAAGAG 
TCTTACAAAGACAGCACCCTGATCATGCAGTTGCTTAGGGACAATCTCACTGTAAGTACGGCGGGTTTCA 
GTGACTGCTTATGGAGGAGGGTTTGTAGTCCTGTTCGCTGGTCACCTACTTAATAATTCACTGTTGCCCA 
AGACTCGAGGGCACTTGTGTACTCTGTAAGTACAGCTAAATTTTTAAATTGTTATATTGGTTAAAACGAC 
TGCTGAGGTTTTGACCTTTGCAGTCGTCACTGTCTGCAGTAATACAGGAAGAATTCTCACAGTCGAGTGA 
GAGAAGATGATAGTGCCTGGGCCCCCTCCCTGAGTCAGTTTCACCAGCCCTGCTGTGATTGGAGCTCTGT 
TTCTCTCTTACAGCTGTGGACGTCGGAAAACCAGGGAGATGAAGGAGATGCTGGGGAAGGAGAGAACTAA 
TATCTTTCGTGCTTCGTGATCTGTTCAGTGTCACTCTGTACCCTCCTACATATATCCCT 

>GBEQ0 610 |Acc|CD528162 |Ver ICD528162. 1 GI: 31566784 | LeukoN3_4_H09 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_H09_A025 3" , mRNA 
sequence .: Start : 1 : Stop : 682 

T T ATGT T TAAAAAAATAAAT AAAT T TAAGAAAACCAT T T TAAAATTATGCACAGT TGCAGCCTGGAAAAC 
TTAAGGTGGCGCCTTATAGTATCAATTTTAGGAGCTTTATTTGGTGCATTTAACGCAACTGGTAATTGCA 
AAATCCACTTTGCCTGTGTAAGTGAAAAATATAGACTGTTATCTTGTTGGCCCTATGAAATTCTGCACTT 
GATATTTAGTATATACTCTACCTTCATTACTTCTGGCAAGATGTTCTGCCTTAGCACTCAGTTGCATTCT 
TTTTCTTTCCTGTTCATTATGCTTTAATTCTGAGGACCATATGAGGGTAGAATATATTAAAAATTACAAA 
AAT TTGTATAGGCAAACCAT T TCCT TAAGT TGATGGCCAAAT GT TAAAAT GTTAT T T T TCATATCAT T TA 
TAATCTTGTCACAGTCCACTTAACGAAGTTTGGTTAGATTTCAGTGAAAATTATCTTCCAGAGTAGTTTT 
TTTCCTAGGATGGGGGGGGTAACTTTACTACAATTAGAATGTATGGTGCAGAATTTCATGCAAATGAGGC 
GTGCCAGCAGTGTGATAATTTAAACGTATTTAAACGAAAACAAAAAGACGAATGCACAAACTTGCTGCTG 
CTTAGATCACTGCAGCTTCTAGGACCCAGTTTCTTTTACTGATTTAAAAACG 

>GBEQ0611 | Acc | CD528159 | Ver | CD528159 . 1 GI : 31566781 1 LeukoN 3_4_A0 8 . b 1_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_A08_A025 3', mRNA 
sequence .: Start : 1 : Stop : 67 8 

TGCAAGACATCCTTTTGTTAACAGATTTGTTTCTTTTTAATGTTTTACCTAAAATTTGACATGCTTACAG 
GACAGGTTTGCCTCTTACTTTATTTAACATTGTAGAAATGTAATTAATAAACAGTGCTCACTACACAATT 
TAGAATAGGCT T T CT CAT T TATAT TCTCTT CCAAAT TT GAT CAGTTAGCAAAACT TAATACACCAAT TGA 
AATATTTCTACATATGATGAGAATGTTTACAATTTAAATTTTAGAACTTGTTTTGGATGTGATTATATGT 
AC G AAAAT C GT GT AAC AC T AT GC T C AT GC T AAG AAC CGAC AT AAC AG AAT T AC T G AAAT AAAT GT G C T G T 
GAGGAATGGAAAATATATGGTGCAGATGTCTTGGTCATGATGAATTGTGATTCTTCTTTTAAACTCTTTC 
CAAAAACAAATTACTTCTTTTAATTTGAAATCAGATTCCTTTACAAATAACAGTTTTTGTATGCAAGCAC 
CATTTCATTTTATTTCATGTAGTATGGCTAATACTATAGTTGAAACAAGGATATGCATTGATACTTTTCT 
TCGTATGTAAATAAAGTTAAAAACAGTTAAAATAAGGAGTATTTTGGTAGAGTATATACATACCTCACTG 
CCAGTGAAATTGCTTTCCTATGGTAATCTCCTTACCAGAAAAATCTCT 

>GBEQ0612 |Acc|CD528158 | Ver | CD528158 . 1 GI : 31566780 | LeukoN3_4_B03 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__4_B0 3_A0 2 5 3', mRNA 
sequence. : Start : 1 : Stop: 555 

GTTATAATGTTCATGTTCTTATCACTTTTTGCATGTGAACAGATACTTTAACTTCTAACAAAGGCCAATG 
AACAGAAAGTATTTAGTGTGCTTACTCTCCAACGTGGAAATTACTTTTCCTTATTTTCTAAAAGCGTCAT 
TACATTTTTCTTATATATAATATAATTTCTCTTAATGGGAGTAGCACTGCTTTTATTCATCAAACTGCTA 
TGATAGTGGAGGTATTTTTTTTCTCAGGAGGTCATTTATTTTAAATTGGAGGATTAAGAGGCTTTGCAGA 
GTCTATTTCTTGATTGGATTTGTTTTAGTTTTGGGTGGGGTATTTTCATATTCATTAGTTTTTCTCTATG 
AAGCAATTTAGATTGATTTTTTTTCCTTTGTTAAATCTAACTTGCAGTGTGTTTTCTAGATTGGAAAGTG 
GAAAATGAAATACATTATATAATAATAATGATTAATAATAATAAAGGTTitCATATAGTTTTAAAGCTTCA 
AAGAGTCTTTATACAAAATCAGCTTATATTCTGGAAATGTTTATAATAAATTGTTCTAATTCTGC 

>GBEQ0613 | Acc | CD528152 j Ver | CD528152 .1 GI : 315 66774 | LeukoN3_4 JD12 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Dl2_A025 3 1 , mRNA 
sequence. : Start: 1: Stop: 653 

TATTTAAGGACTGTGGGTGAAAAGCTTCTACCTGGAATTGAGGTGCTTTGGACAGGTCCCAAAGTTGTTT 
CTAAAGAAAT TCCAGTAGAGT CCAT TGAAGAGGT T TCTAAGAT TAT.TAAGAGAGCTCCAGTAATCTGGGA 
TAATATT CAT GCTAATGATTATGATCAGAAGAGACTAT T T TTGGGCCCATACAAAGGAAGATCCACAGAA 
CTCATCCCACGGTTAAAAGGAGTCTTGACTAATCCAAATTGTGAATTTGAAGCCAACTATGTTGCTATCC 
ACACCCTT GCCACT TGGTACAAATCAAACATGAAT GGAGTGAGAAAAGATGTAGTGATGACTGACAGTGA 
AGACAGTACTGTATCTAT CCAGATAAAGT TAG AAAAT GAAGGCAGTGATGAAGATATTGAAACT GAT GTA 
CTCTATAGTCCACAGATGGCTCTAAAGTTAGCTTTAACAGAATGGTTGCAGGAATTTGGCGTGCCTCATC 
AGTACAGCAGTAGGCAGGTCGCACACAGTGGAGCTAAAGCAAGTGTAGTTGATGGAACACCCTTAGTTGC 
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AGCACCCTCTTTAAATGCTACAACTGTAGTTACAACAGTTTACCAGGAGCCCATTATGAGCCAGGGTGCA 
GC C T T GAGT G G T G AC C C T AC AGC 

>GBEQ0614 I Acc | CD528151 | Ver | CD528151 .1 GI : 31566773 | LeukoN3_4_C03 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4__C03_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 65 

T TTAAAATAATAAAT T GAGGCAAACAGT TAAGACGTT T TAT T T T TAGAACAGCAAGT T AACTGT AAAT AT 
TTTAATGTTAGTTTGCTCATCTATGATCTGAGATCATGCTGAAGTGAGAAAAATGTCCCCCAAACTACAA 
TTTAATGCGTTGGGAAAAAAAAAACTAAAAATAGTAATTCCAGCTACAATCTTCGGATCACCCTTGTAAT 
GTGTTATGGGTCCATTTTTCCTGGAATACCTTAAACCGAAGCAGTTTCCCCCATTTTGGAGATTTTGTAG 
TTAATTTTAATTTTGGCTATTGTTTGGAAAAGATGGGCTGTCTGTGTAGATATGAAGTATAGTTTTTCCA 
TAAAACAGATGTTTATTTTGTATTAAAAATACCACTGTACTTGTTTTACACCATTTGTATACATGTGGTG 
ATATTAATGCTGAACTGTAAAATTCAGGAATTAAAATGTGACCCT 

>GBEQ0615 |Acc|CD52814 8 | Ver | CD528148 . 1 GI : 31566770 | LeukoN3_4_F0 9 .bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4__F0 9_A0 2 5 3», mRNA 
sequence . : Start : 1 : Stop : 3 9 9 

TTCCAGGATGCCGACGGCCTTTGCCCCACCCAGCTTGAGTGGGCCATGAAGCTCTGGTGGCCACACAGCG 
AAGCCATGATTGCCTTCCTCATGGGCTACAGTGACAGTGGGGACCCTGCCTTACTACAACTCTTCTACCA 
GGTGGCTGAGTACACCTTCCGCCAGTTTCGCGATCCAGAGTTCGGGGAATGGTTTGGCTACCTGAACCGT 
GAGGGGAAGGTCGCCCTCACCATCAAGGGGGGTCCTTTCAAAGGCTGCTTCCACGTGCCACGGTGCCTAG 
CCATGTGCGAGGAGATGCTGGGAGCCCTGCTGAGCCGCCTTGCCTTGGCCCCGGCCCCCGGCGCCCGGTT 
TCCGCCCGCTGTCCCCGCCCGCCAAGGAGCGGAATAAAGCTGAGCCTAC 

>GBEQ0616 |AcclCD528145|Ver [CD528 145.1 GI: 31566767 I LeukoN3_4 J304 ,bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__4_B04_A025 3', mRNA 
sequence. : Start : 1 : Stop : 4 98 

GATTTAGAGTACCAGAAGTTCAGAGTTTGTGTCAAAGCAGTCAAAGACTCTGCTTGTTATTTTTTTCACA 
CTAGGATTCTGGCCTTTTTAGATTAATATTGATTGTATAGGGAGCAGAAAGACAATAAAGAATCGAACAT 
TTTCTTTGTATACTTTTTTATGCTAATTTTATTGTTATACATAAACAGTAGTCTTCATTTTTAAAGTCTT 
TCACATT T TCCACT CT TCT T T T T T T AAATG AAGT AT T TCAT AGCTACGAAAATAT AC AAAT GTGTATATA 
AGGTATAAAGAAGAAGAACTGTCTGTGCATCCATCATCCAGCTTAGGAAATGAATGTTCCCTGCCTTTTA 
GAAGTCCCCCATGTGCCCTCTCCTTCTCAAGTAATTATTATTATGAATTTTGTGTTTGTTATTCTCTTGT 
TTATTGTAGTTTTACAACGTATGTGTGTATCCCTAAATGAAATGTTAAGTTTTGTATGTTTTGAATTTTA 
TAT AAATG 

>GBEQ0617 |Acc|CD528142 |Ver ) CD528142.1 GI: 315 667 64 ) LeukoN3__4_B12 . bl__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Bl2_A025 3', mRNA 
sequence . : Start : 1 : Stop : 64 0 

GAGAAAGACT T TCAAAT GGAGAAAGATAAGTGCTCAACATGTACAGTGTGC TAAGATAT T TAT TACATAT 
TTATTACAAGGCGAAAAACCCCAAAAACACTTTATGAAAATTAAGTATTTAATGTCCTTTGAACAGTCAC 
CATTTACTTACGTAAAGTGACCTCTGTGTTCATTTTTATTGCACTTATTATAATCTAGTACTGTACACTA 
AGAGTTAACATGATATGGTCATAAATTATTTTAGTTTGTAATATTGTTCACTCTTACAGAAATTTATGTC 
AACTTCTAGGTTGCTTAAGTGTTTAAAATTTTTAAGGGTTTCTAATGCAGTTCATTATTTTGTACTGTAT. 
ATGTGTTT GATAGAAGT ACTCT TT AT T T AT AAAAGACCTTAT T T T AT AGTCTT AGGAGT AT GAAAAAGAA 
GGCTTACACTATTTGATAATTTTTTTTTCTTTGATCCTGGAAAATTGAATACTTAAGACTTGGAACCTTT 
AATTCAGATCACTAATTTACATTTTGTATTATTTATCTCAGATTATGAATAAGATGCAATGTTTGGCATG 
T ATAAAT AT ACACTGAGCTGT T AAT AT T AT TTGT T T CAGT ACAGTAGCAGTAAATATGAAAATAAAAATC 
AGAACTGGCC 

>GBEQ0618 |Acc| CD528139I Ver ICD528139.1 GI : 31566761 j LeukoN3_4_A03 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4__A03_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 65 

AAATAGATTTAAATTAAATACCATTTGGGAATTCCAGGGTGAATTTATTAATTACCCAAGCTGCATTTTG 
CCAATGAAT AT GCATGT GATCTTTAATTATTGAAGAAAAGAATAAAGT GAGGACT TAAAACAGT TCATGA 
AAGTGGACCTTTGAAAGCTTGTCAAGAGTTGCAC2\AATCTAATAGCTATTTTGTTTTTGTTTTTAGGAGG 
AGATTGCTAAAGTAACCCATCTTGCAGGACGACATTGAAGATTGGTCTTCTGTTGATCTAAGATGATTAT 
TTTGTAAAAGACTTTCTAGTGTACAAGGCACAACTGTGTCCAACTGTATATAGCTGCCAATTAGTTTTCT 
TTGTTTTTACTTTGTCCTTTGCTATCTGTGTTATGACTCAATGTGGATTTGTGTTTATACAAATTTTATT 
TGTATGATTTCATGTTAAACCTCAAATAAATGCTTCCTTATGTGA 

>GBEQ0619- lAccICD528136|VerlCD528136.1 GI : 31566758 | LeukoN3_4_Ell ,bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__4_Ell_A025 3', mRNA 
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sequence . : Start : 1 : Stop: 687 

GAT GCACT AT AT AT GT GACT GTGACTTT CAAGGAAAT T T GT T TGCCAT T T GC TGAT T T TT T TGAAGT T AA 
TTTCTAACTTCTTTCACTGATAAATGAAGAAAAGTATTGCACCTTTTCAAATACACCAAATGGATTGAGT 
ATGTAATTAAACATTTTTTTCCCTGTCAGTCATTGTCTTATATGCTTAGCATAGATGTGCAGCATAATAG 
TGTATGATATGGTGTTCCTAGAACACAACTGAAGACCTGGTATATGGAGGAAGTATGAGGGGTGGTGCTG 
GAAGACAGATGGCTATGGAATGATTCACATCCTCTTTCAAGTTGTGAGGATGGAGACCTGCTTCATTAAG 
AAGCTGAGGGTGGGGTGGGGGTGGGGAGAACATTTAACAACATGGGGGGGACCAGTCAGGGGAATCCCCT 
TATTTCTGTTTTGCATATGAGGAACCCTAGAGCAGCCAACTGAGGCTGTCTAGTTTAATAAAAATCATGG 
CAAGAGTCTTATGAAGACTCTTCCTAAGTGTTAATAGGGATTTTATCAGCTTGTTTTGGTTGCAGTTTCC 
AATTTTTAAAAATGTTTCGGTAATATTCTCCACCTCCCCTAAATCCTGATTCCTGTAGATTCATTAGTGT 
TGAACAAGTGCTTTCTCATGTCTCAATTCTTTGTATCTGCATCTTTTCAGATGTATT 

>GBEQ0620 1 Acc ] CD528133 ) Ver 1 CD528133 .1 GI : 31566755 1 LeukoN3_4_H10 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3_4_H 1 0_A0 2 5 3 ? , mRNA 
sequence .: Start : 1 : Stop : 693 

TCCAGGCCAACTAGCCCCCAAATTATTTTATCTTTTTTATTTTTTNGTAAAATTCTCCCCTACTTCCCAC 
CTTTTTTTAAAAAAAATCCTAATCTGCCCCCAGTAACCACAGCCCTGTCTGTAATAAAGAGGAATGGCTG 
TTCCCAATCTGCGATCGCTGGGTGTCCTAGAGGTTGGAATGGGCATGAGTGATTGAAATGACAAAGGGAG 
GAAGTAGATGACTGAAGACAGGCTTTCTGCCCGACTGCTGAGACTCACGTTTGTCTCTCCTTTTATCCTC 
TGAGTGAC AGGAGAT GAGGAT GAGGGCACT AATCAGGTT GGACTCCT GGCCT GACCCT GCT GCACT AACT 
GCAGAACCAGTTGCTCAAAGCCAAACAGCTCGTGTCAAAACCAGCTTTGGACCTCTGCTATAAAAGTAGT 
TGTCTCTTTCCCCCCAGAAGTCTATTCATTTTGCTTTTTTGTTTGTTTTTATTTTTTCCTTAAGCGCTAC 
T AATGT AGAGAATGAAT TGAATT GT GCAAT GT TGCTGT T CT GGCGATTGGGGAGATGAACATCCCATTTG 
CCCACCCCAGTCCTAGGCTCCCTTCCCCTCAACAAGACTTTCATTAGCTTATGATATTTGCTGCCGAGAT 
GTTATAACAAGGACTCATCGTGTATATAAGCTATTTCTTGATCCATTTAAAAGGAATTGTACA 

>GBEQ0621 | Acc | CD528128 i Ver | CD528128 .1 GI : 31566750 | keukoN3_4_Gll .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_G 1 1_A0 2 5 3', mRNA 
sequence .: Start : 1 : St op : 62 9 

CATTGCCATCCAGAACCTGCTGTACTATGGCGTTGTGACACTGGTCAGCATCCTCCAGTACTCCAATGTG 
TACTGCCCAACACCCAAGGTCCAAGACTTGGTAGATGACAAGTCCCTGCAGGAGGCGTGTCTGTCATACG 
TGACCAAGCAAGGGCACAAGAGGGCCAGTCTCCGAGATGTGTTCCAGCTGTACTGCAGCCTGAGCCCTGG 
CACTACTGTGAGAGACCTCATTGGCCGCCACCCCCAGCAGCTGCAGCGTGTTGATGAACGGAAGCTGATC 
CAGTTTGGGCTTATGAAGAACCTCATCCAGCGACTACAGAAGTATCCTGTGCGGGTGTCTCGGGAGGAGC 
GGAGCCACCCTGCCCGGCTTTACACAGGCTGCCACAGCTACGATGAGATCTGCTGCAAGACAGGCATGAG 
CTACCATGAGCTGGATGAACGGCTGGAAAACGACCCGAACATCATCATCTGCTGGAAGTGAAGCTGGTTG 
GGACTGGACCCGGCACACAGCTGTGGCTTCTCTCTCCTGCTAAGCTCTGCCTGGCGCGTGAGGGCTAGAC 
CAGCAGACTAGTCCATATTGTCTCAAGGTTGACCCTCACCTCTGTAAATAAAGTCATCCATTTCAACCT 

>GBEQ0622 j Acc | CD528127 I Ver j CD528127 . 1 GI : 315 66749 | LeukoN3_4_F02 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_F02_A025 3', mRNA 
sequence. : Start : 1: Stop: 536 

ATTAGGTGGTGGCTGATATCACAAAGCCTTGTTGGACAGACTTCTTCCTTCCTCCCCTCCTTGGTGTAAA 
CTTTCCCCCAAATAATCCGGTAATTCTGAATAGTCTAGAATTCTAAATTGTAAGCGATGTGGGAGGTGGG 
AATAAATACATTATAGACATTTAAGTTTAGGCCTT2\AAGTTTTTAAACAGTAATTTCAAAGCCTTTTTTG 
TTT TAGCAACGGCAGCCT T TAACAGT TGAGCACATGTAT GAAGACATCAGT CAAGAT CATGTGAAGAAAA 
CAGTGACCATTGAAAATCACCCTCATCTCCCACCACCACCTATGTGTTCAGTTCACCCATGCAGGTCTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTATGTATGTGGGGAGGGGGGGTGTCTTTATAATTCAT 
GAAT TTAT TAC T TGGGAGTCTATAAACAT TGGT GCCCTAACAGAAAAAAT TTACT TAATAAGCAAATAAA 
ATTCTCTTTTGTCTTCCTTAGAAGTGTTCTTGTGCTTAGTTAAATA 

>GBEQ0623 | Acc \ CD528122 | Ver } CD528122 . 1 GI : 315667 44 | LeukoN 3_4__B 02 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4__B02_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 522 

AAACAGCAGCTTATCGAAACATGAAAGAGATTCTGACCAGGAAGAACGACCAAATCAAAGACCTGAGGAA 
AAGACT GGCAAAGTATGAATC TGAAGACT GAAAAGATT T CACCTGGAAGCT GCC ACAGCATGACAGG ACA 
AGCTGTTGTCACCTCAGGCATGTATTCCGAAGCAGTTTATTAATTCCCTCTCTTATTTTTCTAATATTTA 
GACTTTGCTTCTAAAATTTAGAACTAGAGTTTCTATTTCGGTTACCTAACTGAGAAGATAGAAAGCCTGC 
TGACTGATTCTGGCCGCTCACCCCACACTGCTCTCTGCCGCGTGTCGCAGTCTCGGTTCAGACGCAGTGA 
GGGTTCTTCATAGTGAGAAGAGCGCCAGTGGGGAGAACAGTCATAGTCTTTGGCGTTAGTATCAAGAGTA 
TACGTTTGTAATAAGTGTTAAGGCTGGCATTGTCTACACTTGTGCATTCCCCAGGGTAAAAATAAATGTA 
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CTGT TAT TAAAGATAGT TACTATGAATAAGCC 

>GBEQ0624 ] Acc | CD528117 | Ver | CD528117 . 1 GI : 315 667 39 1 1»eukoN3__4_E04 .bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3_4_E0 4_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 5 68 

GATTTGTGGCCAAATTTGATGAAAAAGATGAGGTTCTAAAGAAATGGTGGCATGAGGTCAAAGACCCTCT 
CCCTTCTTTGTAGAATTAAGATAACTTTGATTTTATAGCTTTTGAGCTAAAATAACTTTTGTAAAGATTA 
AGCTCATTTAGATTTTTTTTTTTTTTAAGTATTTCAGCAGGATCTGCTGCAGGGGTTTTGTTTATTTGTT 
TATTTGTTTGCTCACTTTAAATTAACTGTTTCAAGCTTTGAATACTTAAGGCTTTAGAGGGAGAACTCAA 
TCTTCAATTATGTTGGCTTTTTATAAAGCTTGAGTTATGTAAGATTTCAATAAAAGTTTGCTACCAAGAT 
GATTGCCTTATTGAGTAGGTCACTATTAAATTCCTTTATATACTGAAAATCTGCTGTTTGTGGAAGCAGT 
ATAAGTTCTCCTTATGTGTAAAACAAGGCAGGCCTCAGACCAGCAATAAATTACTCAGTTTGGATAATAT 
T T TGTGCTGT TCATCAAAT T TGCCAAAGT TAT AT CT GTT CCT T T AACAAGTT AAGTTAAAAATAAAAGAT 
TTGTAGTC 

>GBEQ0625 | Acc 1 CD528116 | Ver | CD528116 . 1 GI : 31566738 | LeukoN3_4_F06 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_F06_A025 3 T , mRNA 
sequence. : Start : 1 : Stop: 680 

TTCTTGGAAGCTGGGTCGGTCCTCTCATTGGCATATACACTACTCCTTGCTGCAGGGCACTGTTCCACCT 
GGATCCAGTTACAAAGTTTATTTGGAAAGTTGAAGGCCTCTCTTAGTTCTACTGGATTCTCAGGGAGCCC 
TCTGTGGCCTTTTGCTTTATTCTGAGTGCTGTTTCCCTTTTACCAGAGGGCAGCACTATGTAACTTCCTG 
TTTTTCCCCATAGCATGTTCTGTTCGATGGCATTACTGGCAAAGGAAGGACAGGCCACATATTGGGCAGA 
AGTCACCATTCAAGGCTAAGGTGGGCTTCCAGTTGCCTTAATAGAAGTACTCAAGTCTCTTGAGTAGTGA 
GCTGGAAAGCCTACAGGAGAAGGTTTCCTCTTTTCATTTGAAAACTTTATGATTAAGAGAACCTTTAAAA 
ACTGATCTCAGATAAACTCTTGGTGCCCATTGGCTGCAGTTTGCTGCTTTCCTTGATGGATGAGACTCTA 
AACTGTTGTAACTTATGTGCTGTTTTGCCCCCAGCTAAGGCCATCCTTGCCCACAGGGATGGCTTTGAGG 
TCGGAACATAGGACTTTGGCTTCTGTGTAGTGCATCTGTACATACCTATTTCAAGCAACTTTTCTTTAAT 
GTTTTTGATTGGTTTGTATCATAGCTCAGTAGGTGATAATAAAGTTAAAA 

>GBEQ0626 | Acc | CD528111 | Ver | CD528111 .1 GI : 31566733 | LeukoN3_4_A09 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3_4_A0 9_A0 2 5 3', mRNA 
sequence. : Start : 1 : Stop: 629 

GCAAGGACGGCCGCTGGACGGAGCTGGCAGGCTGCACAGCCGACTTTCGCAACCGCGAGCATGACACCTT 
CCTGGCTGTGCGCTATTCCCGGGGCCGTCTGACGGTGATGACTGACTTGGAGGACAAGAATGAGTGGAAG 
AACTGCGTCGACATCACGGGGGTGCGCCTGCCCACCGGCTACTACTTTGGAGCCTCGGCCGGCACCGGTG 
ACCTGTCTGATAATCATGACATCATCTCCATGAAGCTGTTCCAGCTGATGGTAGAGCACACACCTGACGA 
GGAGAACATCGACTGGACCAAGATCGAGCCCAGCGTCAATTTCTTAAAGTCGCC.CAAAGACAACGTGGAT 
GACCCGACGGGGAACTTCCGCAGTGGGCCCCTGACGGGGTGGCGGGTGTTCCTGTTGCTGCTGTGTGCGC 
TCCTGGGCATCATCGTGTGCGCTGTGGTGGGGGCCGTGGTGTTTCAGAAGCGGCAGGAGAGGAACAAGCG 
TTTCTACTGAGTGGCCGGCACTGGCTCGGGGAAGGGCCTGACCTTGGGGCCCAGCACTAATGTGAACTTT 
T T T T TACTGGG ATGT AAAAGAAAAACAAGG ACG ACCT T ATTCT T AACCGTTT CAAAGAAATAAT T AAAG 

>GBEQ0627 ! Acc | CD472332 j Ver | CD472332 .1 GI : 31393600 | Leuko56__5_Bll . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_5__Bll_A028 3', mRNA 
sequence. -.Start :l:Stop: 490 

GCCAGCACCCTGAAGTCCAGGGCTACGTACAGCGCACGGGTGAAGGCCAGGGCTCAGAACTACAACAGCA 

CCTGGAGTGAGTGGAGCCCCAGCACCACGTGGCATAACTATTACGAGCAGCCCTTGGAGCAGCGCCTCCC 

GCTTGGTGTCAGCATCTCCTGCGTTGTCATCCTGGCCATCTGCCTGTCCTGCTATTTCAGCATCATCAAG 

ATTAAGAAAGAATGGTGGGACCAGATTCCCAACCCAGCGCACAGCCCCCTCGTGGCTATCGTCCTCCAGA 

GGGAGTGGGTCACAGCCCATGACCCAGCCGAATGGGGCATTCCAGACAGCTGACCCGGCACGTTTTGCCT 

GCACATGGCTCAGACCTTGGGTCGAGTAACGCTTGTTTGTGTGTATCTCAAAGATTATTTTATCTCCTGG 

TATTTGTGTTTGCTGAGGACGGTGGAATGGGGGGGTCTGGAGTCTTGTATGAATAAAGATTCTTTCTCTC 

>GBEQ0628 I Acc | CD472327 | Ver | CD472327 .1 GI : 31393595 | LeukoS6__5_H10 . bl_A028 Stimulated 

peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_5JH10_A028 3 f , mRNA 

sequence. : Start : 1 : Stop: 366 

GTACGGGGACTTCGAGGAAGCCTTTGACCATCTGCAGAACAGACTGATCGCCCCCAAGAACCCCGAGGAG 
ATCAGGGGCGGGGGACTGCTCAAGTACAGCAACCTTCTCGTGCGGGACTTCAGGCCCACAGACCAGGAAG 
AAATCAAAACCCTGGAGCGTTACATGTGCTCTAGGTTTTTCATCGACTTCCCGGACATCCTTGAACAGCA 
AAGGAAGTTGGAGACCTACCTTCAAAACCACTTTGCCGAAGAAGAGAGGAGCAAAGCTGAGGATTTCTTT 
CATCAATAAACCAAAGCCAGTAGCTGGAGGATTGAGATCTGATTGGAAGTGGTTCGTGGTGTAGATGCTG 
T GCT ATCACGAGGAAT 
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>GBEQ0629 1 Acc | CD472316 | Ver | CD472316. 1 GI : 313 93584 | Leu ko S 6__5_C 1 1 . b 1_A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6__5_Cll_A028 3*, mRNA 
sequence . : Start : 1 : Stop : 4 61 

TGGCAGAATTTGATGATAGTGGTCATAGTGATGAAGACCAGTGCCCAGTTCCAGGTGTCAGTGAACATAT 
GAACGAAGGGGATATAGAT T TT GAGT GT GAAGATGTGAACAGAGAAAGGGATACAGAT T T T GAGTGTGAA 
GACATGAATGAAGAAAGGGATACAGATTTCGAGGGTGATACC2VAACTGTACAAGTCTGAGTTCGACACAT 
CTCAGGATAAAGGTGATTCTGTTTTATTAGTTCTCAGCAGTGATGAAAGCCAGCAGTCCAAAAACAGTGA 
GAAT GAAGAGGACACTGT GT GTTT TGTTGAAAACAGT GGT CAAAGAGAGT CATT AAATGAAGAC TCAGAA 
AATATGTCATGTGACAATGCATTGTTTGTAATTGACACAACTCCTGGAGTGAGTGCTGATAAAAATTTTT 
ACT TGGATGAGGAAGACAAGGCAAGCGAGGT T TCCCCTGAG 

>GBEQ0630 1 Acc 1 CD472313 j Ver | CD472313 .1 GI : 31393581 1 LeukoS 6_5__C 10 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_5__C10_A0 2 8 3 1 , mRNA 
sequence .: Start : 1 : Stop : 577 

TCGCAGAGTTTTCATCATGGACAACTGCGAGGAGCTAATTCCTGAATACCTGAATTTCATNAGAGGTGTG 
GTGGACTCTGAGGATCTTCCTCTAAATATTTCCCGTGAGATGTTGCAACAAAGCAAGATTTTGAAAGTTA 
TCAGAAAGAACTTGGTCAAAAAATGC TTAGAACT C T TCAC TGAACT GGCAGAAGAT AAAGAGAACT ACAA 
AAAGTTTTATGAGCAGTTTTCTAAAAACATTAAGCTTGGAATCCATGAAGACTCTCAAAACCGCAAGAAG 
CTTTCAGAGCTATTAAGATTTTAAAAATCTGTATGGCATGGCAATAACTACATAAGGGGATAAGATTCTT 
TGTGCTTCTCAGTGTGAAACTGTGATTCTTTAGGCACTAAAGCAGAGCTAGTTTTTCTTTTCTAGTTTGA 
TGTTGGCTTATTTTAACAGATAAGGTAACGTTTGTTGTAAGATGTGTGTAACCTGATGTTAACTTGGTGG 
TCTGAAATGTTGAGCTTAATCAGGCAGATTCCTTATTAGTACACCAAATCTTTTGTCATTTAGGTGTTCT 
GAGATAGACTGATGTTT 

>GBEQ0631 | Acc ] CD472308 | Ver | CD472308 .1 GI : 31393576 | LeukoS 6_5_C 04 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_5_C04_A028 3 f , mRNA 
sequence .: Start : 1 : Stop : 14 3 

CACAAAAGCCTTGTTTACAAGGGAGTGGTGTAAACATTTATACCCTTTTGTCCACTGTGTTTAGTGACAT 
AACTGTTCAGTAGTTATTAAATTGTGATGTAAAGAAATGTGAGAATATTCAGGTAGTGCTTTCTGAATGT 
TTC 

>GBEQ0632 | Acc | CD472304 | Ver [ CD472304 .1 GI : 31393572 | LeukoS6_5JDll . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_D1 1__A02 8 3', mRNA 
sequence . : Start : 1 : Stop : 57 9 

GGGCAATGCATTCAGTATATTTTGTGTACCATGGTTAAATGGTTAATTTGGGGACAAAAAGTTTTATAGA 
AATTTTAAAACTTTTGAAAAAGAAGTTTAAGTTTTATCACCTTTTTTTCTCATGAATTCTTAAAGTCTAC 
TTTATCTACCCTATTGTCCTGGAAAATACCTGCATTTCCTTTGTATCACATTCAACCAACATCACTATGA 
TTTAACTAGACTCCTCATGTCTATTAAATTGCTTTAAAGAATAAATTATACTGTTTGTAAAAAATTCAGT 
TTGAGAAGAAAATTGACAGGCAGGGGTTGATACCAAAGTCTTCAGGAACCTGACTGTTGTGAATTATAGA 
TATACCCCTTTGTTATGACAAAACCCGGGTGAAGTGCGCTGCTCTAATGTTACCATTGATGTGTTTGCAG 
AGCTAGTAGACACCGTGTGTTTAGAAGTGTGATTGCTGTTATTAGAAACTTAAGACCCAAATGAAAGCAC 
ATTGTGCTCTCAGGACTTCACACCACTTTACCTTTTTTCCTGTACATCTGTGTATTTTCAAATGTTACTC 
TATTAAAGCAGAAGTATAA 

>GBEQ0633 1 Acc | CD472295 ) Ver | CD4722 95 .1 GI : 31393563 |.LeukoS6_5_Ell . bl_A028 Stimulated 
peripheral blood leukocytes. S6 Equus caballus cDNA clone LeukoS6_5_Ell_A028 3" f mRNA 
sequence .: Start : 1 : Stop : 321 

GTGGTCGGTGTGGTGGCTGGAGGTGCCCGCATTGACAAACCCATCCTCT^AGGCTGGCCGTGCCTCCCACA 
AATATAAGGCAAAGAGGAACTGCTGGCCGCGTGTGCGGGGTGTGGCCATGAACCCCGTGGAGCATCCCTT 
TGGAGGTGGCAACCACCAGCACATCGGCAAACCCTCCCCCATCCGCAGAGATCCCCCTGCTGGTCGCAAA 
GTGGGTTTCATCGCTGCCCGCCGGACCGGGCGTCTCCGGGGAATTAAGACTGTGCAGGAGAAAGAGAACT 
AGTGTTGGGGGCTCAATAAAGTTGGTCCTTCCTCCAAAAAA 

>GBEQ0634 | Acc j CD472279 | Ver | CD47227 9. 1 GI : 31393547 | LeukoS 6_5_A0 7 . b 1_A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_5_A07_A028 3', mRNA 
sequence. : Start: l:Stop: 542 

CAGTAGCTATTAAATAACATCAAGTAACATCTGTATCAGGCCCTACATAGAACGTACAGTTGAGTGGGAG 
TAAACAAAATAAAAAGACAAATGTGCGTGTTAATGGCTATGTGAGAAAAATCGGGATAAAAGCCTAAACA 
GGAACAACT TCATCACAGCGT TGATGCTGGATATACAGAT GGT GATGGCAAAGGTT TAGAACACAT TTTT 
TCAAAGACTAAATCTAAAACCCAGAGT AAACAT CT ATGCTCAGAGT TAGCATAATT TGGAGCTAT TCAGG 
AATTGCAGAGAAATGCATTTTCACAGAAATCAAGATGTTATTTTTGTATACTATATCACTTAGACAACTG 
TGTTTCATTTGCTGTAATCAGTTTTTAAAAGTCAGATGGAAAAAGCAACTGAAGTCCTAGAAAATAGAAA 
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T GTAAT T T TAAACT AT CCAATAAAGC TGGAGGAGGAAGGGGAGT TT GACT AAAGT TC T T T T T G T T TGT T T 
CAAAT T T T CATTAAT GTATAT AGTGCAAAAT GCCATAT TAAAGAGGGGAATG 

>GBEQ0 635 | Acc | CD472278 | Ver | CD47227 8 . 1 GI : 3139354 6 | LeukoS6__5_G12 . bl_A028 Stimulated 
peripheral blood leukocytes 36 Equus caballus cDNA clone LeukoS6_5_G12_A028 3 1 , mRNA 
sequence .: Start : 1 : Stop : 54 3 

TCAAACAAATGGTGAGATTATCTGCCAAAATTGTGGCCAAGCTTGGGGAACGATGATGGTGCACAAAGGC 
TTGGATTTGCCTTGTCTCAAAATAAAGAATTTTGTAGTGGTTTTCAAAAGTAATTCACCAAAGAAACAAT 
ACAAAAAGTGGGTAGAGTTACCTATCACATTTCCCAGTCTTGACTATTCAGAATATTGTGTGTTTAGTGA 
TGAGGATT GACATTTGGT TCAAGAT T CCT TCAAAATAT T ACCAACT GAACAT T AATAT GATT TT GAT TAA 
T GT T T T TAT TAT AC T AC AGAAC T GC C GT G AG AAT T AAT AAAG T C AT T T C T T TAG TCTGTGTT T AAC T G T A 
AAGAGGAAGACAGTATATTATGCTTTCAATTATCTGTTTTGGTTGTGGGCGGGGGTAAAGGAAATCTAGC 
AATAATACTCGTTACTGTGGAGCACTATAGTATTGTGGGAAGAATACTGGAGTATAAATGAGGATCCAGG 
GTACCAAT T TCAGTCCT GT CAC TAAT T TT TAGAATAAAGTT AAGCAAGT CC AT 

>GBEQ0 63 6 | Acc | CD472263 | Ver | CD472263 . 1 GI : 31393531 1 LeukoS 6_5_C0 9 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_C0 9_A02 8 3', mRNA 
sequence. : Start : 1 : Stop : 190 

TGTGTGCCATTAGTCCTTTGGGGTGAATATTTGGTGTAAGAACAACTTACCCCAACACACTTACCCCAGC 
CACAGTGAGTAGAAGGATGGTCGCATACTGGAACTGTTCAGCCAAATGATGTTTGCCCCTGTTGTGCTCT 
GTTTTAATCTGGAGTGGGGAAAGTAAGCTCTTGCTTGTGCAACTGTTTTT 

>GBEQ0637 | Acc 1 CD472170 | Ver | CD472170 .1 GI : 31393438 | LeukoS6_l_A05 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_A0 5_A0 2 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 5 6 9 

T GT GCACTTGGGTGAAGAATCTGGGAGTGGGAAAACAGT GTAAGACGTATTAACCCAC T GT GAAT TGT AT 
GTTGTAGAAAATGCTGTCACAGCGTTGGGCAGGACTTGAATTCAAGGCGTGTGAAGTGGGTAGTTGATGT 
GTGGTGACATGAGAGAGATGCAGTGCCTTTTCCCATTAATTCCTGATGGAATTGTTACACTAGGTTAACG 
TTTGTAATGTTTTTCTAGTTGTAATGTGTATGTCTGGTAAATAGGTATTATATTTTGGCCTTATGATACC 
ATAACAAAATTTGTCCTTTGGAAATACCTAATGCCGAGCTAACAGTGCATGCTTTGGAAATTCCGAAGAT 
GGTTTTTTTTAAGAAGCAAATACATTTGGTGGTTCATGTCAAGAAATTGACAGAATGTTTTCAGAACCCT 
GTTTACAGAACTTGGCAGGTTGGGTGGGGCAGGTGAGGGAGAGACCATTGCATAGCTGTCAAGTGTTCCT 
AGTGACGTGCTTTTAAACTGGAGAGGCTAACCTCAAAATATTTTTTTTTAACCGCATTTTATAATAAATC 
GACACGATA 

>GBEQ0638 | Acc j CD472163 | Ver 1 CD472163 .1 GI : 31393431 | LeukoS 6_1_C0 1 . bl_A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone Leuko S 6_1_C 0 1_A0 2 8 3 1 , mRNA 
sequence .: Start : 1 : Stop : 67 6 

TAGGGAAAACTGGAAGTGGGAAAAGTGCAACAGCAAACACCATCCTTGGGAAAAACGTGTTTGATTCTCG 
AATTTCTGCTCACGCTGTTACCCCGATATGTCAAAAAGCATCCCGGGAATGGAAAGGGAGGAACCTTCTT 
GTTGTTGACACCCCAGGGCTCTTTGACACCAAGGAGAAACTGGAGACAATCTGTAGGGAAATCAGCCGGT 
GTGTCCTCTTATCCTGCCCTGGGCCTCACGCCATCCTCATGGTTTTGCGGGTGGGCTACCACACAGAGCA 
AGATCAGAGTGCCATCGCATTGATCAAGGCTCTCTTTGGGAAGGCAGCCACGAAGCACATGATCATCTTG 
TTCACTGGCAAAGATTATTTGGAGGATGAGAGCCTAAGCGACTTTATAGCAAAGTCGGATGTGAAGCTAA 
GAAACATCATCCAGGAGTGTGGGGACCGCTGCTGCGCCTTCAACAACAAAGCAGACAAAGCTGAGAAGGA 
AGCTCAAGTGCAGGAGCTGGTGGAGCT GAT AGAGAACATGGTGCAGAAGAACAGAGGGGCG TACT TTTCA 
GACGCCATATACAAGGACACAGAGGACAT CT GGAAACGATGGGCAGAGGAGT T GAAGAAAATCTACACT G 
AT CCACTAGAGAATGAAATT AAACT TCTAGAAAAGGAATACGCT GA 

>GBEQ0639 | Acc | CD47215 6 | Ver | CD472156 . 1 GI : 31393424 | LeukoS6__l_B0 6 .bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_B0 6_A0 2 8 3 ? , mRNA 
sequence . : Start : 1 : Stop : 638 

TTTAGGGGAAGAGCCCGGTGCACGTGTGTAGGCTGGTGTCCAGTTGTCAGGTGTCATCTCGTGTCTGGAT 
GTTCCCTTTGCAGATGATCCAGTCCCTCAAGGCGTTGATTGAAAATGCAGATGCTGTGTACGAAAAGATT 
GTACAT T GTCAGAAGGCAGCCATGGAATT CCATGAACACTTGCACAGCATAGGCACCAAAGAAGGTCT GA 
AGGAGCGGAAGCTACAGAAAGCAGTGGAGAGCTTTACCTGGAATATCACCATCCTAAAGGGACAAGCGGA 
TCTTTTGAAATATGCTAAGAACGAGACTTTGGAGAACTTGAAACAAATCCACTTTGCTGCTGTTTCATGC 
GGGCTGAATAAACCAGGCACAGAAAATGCCGACGGTCAGAAGCCACGCCGGAGCCTGGAAGTCATCCCCG 
AAAAAGCAAACGACGAAACTGGAGAATGAGGGAACT T TCTAGAAATCAT TATGGAGTT TATAACTCTAGG 
ACCAATTGTAGTCAAATGGGACATTTGCTTTGCACTCACTATTGAAAATAATATTTGGGATTTTAAAGCA 
CAACTGGAATAGCTAATTACAGTCTATTAAAACTGTGAATGTATGTAGCAATCCTACGTGTGAAGGCAAA 
TAAACTCT 
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>GBEQ0640 | Acc | CD472142 j Ver j CD472142 .1 GI : 31393410 | LeukoS 6_1__E10 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_l_El0_A028 3 r , mRNA 
sequence. : Start: l:Stop: 53 6 

GAAGGGTGTGGGGCCTGCGGGCCGGAGGCTGAGGCGATTGTGACGGATACCGTTGTCTAGTTTTACACTC 
TAGTGCCATATATTTTTAAGACTTTTCTTTCCTTAAAAGACGAGGAAAAATACTGTGTTGACTTCGTGAA 
GAGGAAGATCCGGCTTTTTGGTGCTAGTTGTTTGTCACCTGACCGTGGCTCACCCCATCGTGAGCACTCG 
CCTCACCAACGGGAGATGCAGGAAGTGGGTCCAGATGGACTGAGGCAGATGGAGGAGGCCGCCTCTTCAC 
GCCGGTGGCCTGGAATGTTCCAAGGGCCCAGACGAAGGACGGTGTGCGTATGTTCGGGACCAGGAGTTCC 
TGCTGAGGACGACACTTGGCACCTGGTCACGCTGGCCGGAGAAGAAAGCCAGTTTTCTCCTCGAGGAGTG 
TTCCCAGTGCTTTGTCCACAGTGTTGTTGTTTTATCACCTTTAGAAACCAAGTCTTGTTACAGCATTTAC 
TGCTGAGAAGTGGCTTAATATTAATATCAATAAATGGATGAACCCC 

>GBEQ0641 lAcc|CD472140|Ver|CD472140.1 GI : 31393408 | LeukoS6_lJE0 3 .bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_JL_E03__A028 3 f , mRNA 
sequence. ; Start : 1 : Stop: 536 

CGCCCAAGAAGAAAGGATCACTCCAGCATCCAGTGACAACCTGAACCCCCAAATAAAAGTCAAAGAAGAC 
ACTCAAGAAATGCCCTGTGCTCCCTCAGGCCCAGTGCAAGTGATACGAGATGATTCTCCTGAACCAAATG 
ATGCAGAAGAGCCCCAGGAGGCATCCAGCACACCTCCCACAAAGAAAGGAAAGAAAAGAAAAAGAAATGT 
GT G GT C AATT C CAAAGAAGAGAT AT C AG AAAAAAAG C C T CC C AAAAG GGAC AG T C T C AC C T GGG GAT GAA 
ATCCAAGAGAAGCTCCAAGTGGTGGATCAGGCAACTCAAAAGAAGGACGACTCAACCAGGAACTCAAAGG 
TCACGACAAGGGTCCAAAAAGCCAGGACTGGATGTGCCCAAACATCTGGACCAGAGGAGGTCAGTGATGA 
CGCTTCAGAAGTGAATGAAGGAAGGAGACCCCAGGAGCCACCTAGCACACCACCAGGAATCATGCACGAT 
CCCATGGATAATGGAAGTAAACAGTCTTTGGGAAAATCTCCCGGGA 

>GBEQ0642 j Acc | CD4 72137 | Ver | CD472137 .1 GI : 31393405 J LeukoS 6_1_H0 9 . bl__A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_H0 9__A02 8 3', mRNA 
sequence. : Start : 1: Stop: 4 58 

GACCATCCAACTGCCTCAGCAGTGAACAACCCATCCTACTTGAACAGTGGGCCTCTGGTCTATTATCAGG 
TGGAGCAGAGGCCAGTCCTGGGGGTGAAA.GGAGAGCCTAGTACAGAAGAAGTCCCGCCCTCTTTCCCTAA 
GGAGAAGGACCTCAATGTCTTCTCTCTCCCCGTTACCTCACTGGTGGCTTGTAGCCCCACTAGTGCCCGA 
AGATTGTCACCCTGAGGAGCCTGAGAACGAAGACTTCCGCCCCTCTTGGTCCGCCTCAAACCTCCCCTTC 
CGCACGGACAATGCGGAGGGCTGTGTGGTGGAGAAGACCTCACCGCAGAGTGAGGACCAGCGCCCTGAGG 
ACCCTTCCCTGGAACTCCCTTTGGTGGTGTGACCCGGGGATGGAGGTTCTGCCTCTTACCCAGTCTCTAT 
T TAT TCCCT TAT T TTATC TAACACATT TGAAAAC AAAA 

>GBEQ0643 | Acc | CD472115 | Ver | CD472115 . 1 GI : 313 93383 | LeukoS 6_1_F03 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6__l_F03_A028 3', mRNA 
sequence . : Start : 1 : Stop : 624 

ATAAGACAGCTCCTTGCTAAATGTGGCTTGGTTTTGAGCTGGAGGAGAGTACAAGGTGCATCTGGAAAAC 
TTCAAGCCTTTGGATTCTGTGAGTATAAGGAGCCTGAGTCTACCCTCCGTGCACTCAGGTTATTGCATGA 
CCTGCAGATTGGAGAGAAGAAGCTACTAGTTAAAGTTGATGCAAAGACAAAGGCGCAACTGGATGAATGG 
AAAGCAAAGAAGAAAGCTTCTAATGGGAATGCCAGGCCAGAAACTGTCACTAATGATGATGAAGAAGCCT 
TAGATGAAGAAACAAAGAGAAGAGATCAGATGATCAAAGGGGCCATTGAAGTTTTAATACGTGAATACTC 
CAGCGAGCTCAATGCCCCTTCACAGGAGTCAGACTCTCACCCCAGGAAGAAGAAGAAGGAGAAGAAGGAG 
GACATTTTCCGCAGATTTCCAGTGGCCCCATTGATCCCTTATCCACTCATCACTAAGGAGGATATAAATG 
CTATAGAAATGGAAGAAGACAAAAGAGACCTGATATCCCGAGAGATCAGCAAATTCAGAGACACACACAA 
GGTAGTATTCTT GTTTAT TCACTTAATACCAATCTAGACT TT T TACAGAATCCAGAGCAAAACA 

>GBEQ0644 I Acc 1 CD472107 1 Ver I CD472107 . 1 GI : 3139337 5 | LeukoS6_l_B09 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_l_B09__A028 3', mRNA 
sequence. : Start : 1 : Stop: 642 

CGATGACCAT GATCCTGTGG AT AAGATT GTGT TGCAAAAATACCAT AGCATCAACGGT CAT AATGCAGAA 
GTAAGAAAGGCTTTGTCTAGACAAGAAATGCAAGAAGTCCAAAGTTCTAGAAGTGGAAGAGGAGGCAACT 
TTGGTTTTGGAGATTCTCGTGGTGGTGGTGGAGGACCTGGATATGGCAACCAGGGTGGGGGCTACGGAGG 
TGGTTATGACAACTATGGAGGAGGAAATTATGGAAGTGGAAATTATAATGATTTTGGAAATTATAACCAG 
CAACCTTCTAATTATGGTCCAATGAAGAGTGGAAACTTTGGTGGTAGCAGGAACATGGGGGGACCATATG 
GTGGAGGAAACTATGGTCCAGGAGGCAGTGGAGGAAGTGGGGGTTATGGAGGGAGAAGCCGATATTGAGC 
TTCTTCCTATTTGCCATGGGCTTCACTGTATAAATAGGAGAGGATGAGAGCCCAGAGGTAACAGAACAGC 
TTCAGGTTATCGAAATAACAATGTTAAGGAAACTTATCTCAGTCATGCATAAATATGCAGTGATATGGCA 
GAAGACACCAGAGCAGATGCAGAGAGCCATT TTGTGAATGGAT TGGAT TATT TAATAACATTACCTTACT 
GTGGAGGAAGGA 
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>GBEQ0645 | Ace | CD472099 1 Ver j CD47 2099. 1 GI : 31393367 | LeukoS 6_1_E 07 . bl__A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_l_E07_A028 3', mRNA 
sequence. : Start: l:Stop: 609 

TCCCATTGGGACCCTTCTTTGCCCTTAAATTCCTGTTTCCCCGTCCACCACAGTCCTCAGGTCTATTTAT 
GAACTAGCAAGAGGGTAAATAAGGAGTCTTTTAGGGTAGATTTTCCGTGGAGGATACTAAGCGCCATGTT 
GCCATATTCTGTTCCCTTATCTGGAAATCCTTAACAGAACTGAGGTTTCTTTTCTATCAAGGATCCAAAA 
GGAAAAAC AAAAAC C AAAT CAAAC C G T C AG T AAAGGG T CAT G C AC CAAT AAAAAAT AAG T T T T C C AGAT G 
GAAATAAAAT CTAAT T CGACAATAAAAGTAGAGAT TATGGAATGGTCCAGT AAGAAT GAGAT T T T T AAAG 
TATGTTTCAGTTCTGTATCATGGTTGGGAGACAGGGTGGGAGGGTTGTGGAGGAAAGGCCACAGAGAAGC 
AGAGGTGATTCACTGCTCCTGTAGGTCTGAGGCGGATGGTTCCTCCCTCCCAAGGTCACTCGAGATGGGT 
ATGAGTCAGTTCTTATCAGCCTTGGAATTTACCTCCAGCTTACAACTGCCCCTGGGAGTTGGAAAACACC 
TTGTCTGCTTTCATTTTAGAATGTCAAAACTAATTTTTTAATAAAGGTT 

>GBEQ0646 j Acc | CD472098 | Ver | CD472098 .1 GI : 31393366 | LeukoS 6_1_F0 9 . bl_A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_F0 9_A0 2 8 3 f , mRNA 
sequence .: Start : 1 : Stop : 613 

GAGACCAGTTTCCTCATCAAG7VATGATTATTCCTTCTTCAAGATCAGTTACCTCACATTCCTCCCTTCTG 
CTGACGATATTTATGACTGCAAGGTGGAGCACTGGGGCCTGGACGAACCACTTCTGAAACACTGGGAACC 
TGAAATTCCAACTCCTATGTCAGAGCTGACAGAGACTGTGGTCTGTGCCCTGGGGTTGGCCGTAGGCCTT 
GTGGGCATCGTGGTGGGCACCTTCCTCATCATCCGTGGCCTGCGCTCAGGTGGTATCTCCAGACACCAAG 
GGGCCTTGTAAGCAACACCCTAGAAGGGAAGGTACATTTCCCATCTACAAGAGCAGAAGAGTGGATGTGC 
TAGATGACTTAGCACTATTTTCTGGTCCAGTTCATCATATTCTTTCCTTTCTTCAACATTCCTCCTCTCA 
CCTCTTTTCTGGGACTTAAGGTGCTGTATCCCCTGAGAGCTCACATACCCTTCGGAATTCTCCCCCGACT 
GCCTGATTTTTTTTTTCTCTTCTCAATTGTTATCTACTATGGGATCCCTGGGATATTCCATCCAGTTACC 
TAATCCCTACTTACCCTGATCTAACATCTCCATGGAAGAAATAAATTTCCCTT 

>GBEQ0647 J Acc 1 CD472014 [Ver | CD472014 .1 GI : 31393282 | LeukoS6_3_H0 6 ,bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_H0 6_A0 2 8 3 f , mRNA 
sequence . : Start : 1 : Stop : 5 97 

AGGTCTCAAAAAAAAGAGCTGAACATTCTTTCCCTACTTGTTTTTTTGTTCCCTTTAAACTCTCCTAAAG 
TAAGCTTGCGCGGGAGTGGTTTGGAGTTGGAGACGGGTGAGGAGTTCGGAAGGGTGGTTGCTGTAAGGGT 
GTTTGGCCGGGACCCACCCTTCTGGCTTGTCCTTTGCCCTTCGGTGCTCTTGGTCAGCGTCCTGGTCAGC 
TGTTTGGAGACGTCCGCGGGCAGCTGGTGTATTTCAGATTACCAGCCCCGCCTCACGCCTTTCAACAGCA 
AAGACGACAAATGACACTAGCCAGTTACTTGGTCTTCCGGAGTATCCGGATTGGGCTGAAAAGTTATTCA 
AAAGTCCCACCCCGAAGAAGAGCGCTAAGAAGACCCCGAAGAAGGCGAAGAAGTCGGCGGCTCTCTCAGT 
GCTTCTCAAGCTTCTTTGGAAGATAGGGTTCCAAGAAGTCAGCATGCTCCTTACCAAACAGCACCAAACA 
TTCATATGTTCATCCTGAGGTCACCAACTGCATGGTTTAGTGTGCTTGTGTGCTTAATTTAATTATAGAT 
GAAGCAGTATT TAAGT CCAACATAT TAAATAAACTTG 

>GBEQ0648 j Acc | CD472012 | Ver | CD472012 .1 GI : 31393280 | LeukoS 6__3_D12 ,bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_D12_A02 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 54 8 

CGACTCCTACACAATTTATTTGACGTTTTATTTTGGTTTCCCCCACCCCCTCAATCTGTCGGGGAGCCCC 
TGCCCTTCACCCTGCTCCCTTGGCCAGGAGTGAGTGAGCCATGGCCTTGGTGAAGCTGCCCTCTTCTTCT 
CCCCTCGCACTACAGCCCTGGTGGGGGAGAGGGGGTGGGTGCTGCTTGTGGTTTAGTTCTTTTTTTTTTT 
TTTTTTTTTTTTTTAAATTCAATCTGGAATCAGAAAGCTGTGGATTCTAGCAAATGGTCCTTGTGCCCTT 
CCCCGACGCATCCTTGGTCTGGTCTCTTGTTCCCCATGGCCCTTAACCCCAAGTACCACCCCCACAGACT 
GGGGACCAGCCCCCTCCCCTGCCTATGTCTCTCCCCAGATCCCTATTGATGGGGAGGGAAGAGGAGGAGA 
GGGGAGGGGACCTGCCCCCTCCTCAGGCATCTGGGAGGGCCCTGCCCCCATGGGCTTCACCCTTTCCTGC 
GGGCTCTCTCCCCGACACATTTGTTAAAATCAAACCTGAATAAAACTACAAGTTTAAT 

>GBEQ064 9 | Acc | CD472006 | Ver | CD472006. 1 GI: 313*93274 j LeukoS 6_J3_A0 6 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_A0 6_A0 2 8 3 f , mRNA 
sequence .: Start : 1 : Stop : 604 

GAAAGTCCAACATCCTGGAGCGCAACAAGGCGCGGGACCTGGCCCTGGCCATCCGGGACAGTGAGCGGCA 
GGGCAAGGCCCAGGTGGAGATCGTCACTGATGGAGAGGAGCCTGCCGAGATGATCCAGGTCCTGGGCCCC 
AAGCCTGCTCTGAAGGAGGGCAACCCCGAGGAAGACCTCACAGCTGACAAGACAAATGCCCAGGCCGCGG 
CCCTGTATAAGGTCTCTGATGCCACTGGGCAGATGCACCTGACCAAGGTGGCCGACTCCAGCCCCTTTGC 
CGTGGAGCTGCTGCTGTCTGACGACTGCTTTGTGCTGGACAACGGGCTCTGTGGCAAGATCTACATCTGG 
AAGGGGCGAAAAGCTAATGAGAAGGAGCGGCAGGCGGCCCTCCACGTGGCTGAGGACTTCATCTCCCGCA 
TGCAGTACGCCCCAAACACTCAGGTGGAGATTCTGCCCCAGGGCCGCGAGAGTCCCATCTTCAAGCAATT 
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CTTCAAGAACTGGAAATGAGGGTGGGTGTCGTCTGCCTAACCTGCTTGCTCCTCCTCCGGCTGCCTGGTC 
AGTGCCAAGGAGCACCCGCGGATGTCAATAAAGGAGACAAGTGC 

>GBEQ0650 | Ace | CD472004 | Ver | CD472004 .1 Gt : 31393272 | LeukoS 6_3_G1 0 .bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6__3_G1 0_A02 8 3 1 , itiRNA 
sequence. : Start : l:Stop: 68 9 

GTGGGAGTGAACGGAATGGGAGGGATGTCTAGCATGTCCAGTATGAGTGGTGGATGGGGAATGTAATTGA 
TCCTGATCACTGACTCTTGGTCAACATTTTATAAAGAAAAAAAACTTAAGTTTAACAGTTTTGCAGTACA 
AGCTTGTGATTTATGCTTACTCTAAGTGGAAATCAGGATTGTTTTAAAAGACTTAAGGTTGAGTACTTTC 
GAGCACATTCATTCATCTAGGATGTAACAACTAGGTTGAGTAACTGTAACTGTTAAAACGATTTTCAGCT 
TTTCTCAAGTTAGTTCTCTTGTAGGTTGTCCTTAAGCAGTAAGTGTATTTAGGTTAAAGCAGTTGAATTA 
TGTTAAATGTTGCTCTTATACCACATTACATTGAACACTGTTTGGATGCATGTTGAAAGACATGCTTTTT 
TGTAAAACTCAATATAGGAGCTATGTCTAAAATGAAAAGTGAAACATTTGGCATGTTTGTTAATTCTAGT 
TTCATTTAATAACCTCTGAGGCACGTAAGTTTAAGCTTTTTTTTTTGTTAATGGGGAAAATTTGAGATGC 
AACACCAATACTTAGGATTTTTGGTCTTGGTGTTTGTATGAAATTCTGAGGCCTTGATTTAAAATTCATT 
GTATTGTGATTTCCTTTTAGGTGTATTGCGCTAAGTGAAACTTGTCAAATAATCTTCCT 

>GBEQ0651 | Acc | CD471998 | Ver | CD471998 .1 GI : 31393266 | LeukoS6_3_D04 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_3__D04__A028 3', mRNA 
sequence .: Start : 1 : Stop : 57 8 

ACATATGCACAGTGACCCACACAGACCTGCCTTTCCCGNTGAAGCAGGCCATCTCCAGGCCCGACGCAGT 
TGCCAAGCACCCGCCCTCCGTCTACGTGCTGCCACCCACCCGGGAGCAGCTGAGCCTGCGGGAGTCGCCC 
TCAGTCACCTGCCTGGTGAAGGGCTTCTCACCCCCGGACGTGTTCGTGCAGTGGCTGCAGAAGGGGCAGC 
CCCTGTCCTCCGACAAGTATGTGACCAGCGCCCCGATGCCTGAACCCCAGGCCCCAGGCTTGTACTTCGT 
CCACAGCATCTTGACCGTGAGCGAGGAGGACTGGAGCTCTGGGGAGACATACACCTGCGTCGTGGGCCAT 
GAGGCCCTGCCCCACGTGGTGACCGAGAGGACCGTGGACAAGTCCACTGGTAAACCCACCCTGTACAACG 
TGTCCCTGGTCATGTCTGACATGGCCAGCACCTGCTACTGACCTGGTCCACCCTGCGCAGGGGTACCTGG 
AGTCTCTGGGGGACCCATCGCCCTGTGTGTGCATGCATGCAGACTAACCATGTCAATGGGGTGAGGTGTT 
GCAT T T T AT AAAAAT TAG 

>GBEQ0652 | Acc 1 CD471993 | Ver | CD47 1993 .1 GI : 31393261 1 LeukoS 6_3__C0 9 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_C0 9_A028 3 1 , mRNA 
sequence .: Start : 1 : Stop: 554 

GCCACGTGGAGCACCCCAGCCTCCAGAGCCCCATCACAGTGGAGTGGCAGGCGCAGTCTGAATCTGCCCA 
GAGCAAGATGCTGAGTGGCGTCGGGGGCTTCATGCTGGGGCTGATCTTCCTTGGGCTGGGCCTTATCATC 
CATCACAGGAGCCAGAAAGGACCTCGTGGGCCTCCACCAGCAGGGCTCTTGCGCTGACACCTGAGGATAC 
TTTGACTGGGATTTGTTTTCGTTCTTCTGTAATGCCTGCTTGTCCTTGCTCAGAATTCGCAGCTGCCTGT 
GTCAGCTTATCCCCCTCTCAGATCAGAGTCCTACAGTGACTCTGTTGCAGTCTCCAGGCCACCTCCTGTG 
ACCCTTACCTTGAGGATCTGATTGTGATACTGCTTCCTGCACTGACCCCAGAGCTCTGCCTGTGCAGTTG 
CTGCCAGCAGCATTTACTTGGGTCTCAAGGGGTTTTTCTGTGTCCATTCTCCCCCCACAGACTGTACAAG 
AGAAGCACATTGAAGCCATT TACCTGACTAT AGAGCCT T TATCAT AAATAAACATGAT TAGATA 

>GBEQ0653 | Acc | CD471980 | Ver I CD471980 . 1 GI : 3139324 8 | LeukoS6_3_C08 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_3_C08_A028 3' , mRNA 
sequence .: Start : 1 : Stop: 600 

GCTGGAGGATAAGCAGCGGCTGGCCCAGGAGGAGGAGAGCGAGGCCAAGCGCCTGGCCATCATGATGATG 
AAAAAGCGGGAGAAGTACCT T TACAACAAGATCATGT T TGGCAAGAGGCGCAAAAT CCGCGAGGCCAACA 
AACTGGCAGAGAAGCGGAAAGCCCACGATGAGGCTGTGAAGTCTGAGAAGAAGAAGGCCAAGAAGGCAAG 
GCCGGTGTGAGTGACGGCAGCCTCCTGATGGGCAAGGCCGGCTCCTGGCGCTGGACTTGGCATGGGCAGG 
CCAGAGGACCTAGGCCTGGTGACAGACAAGTCTCTTTTCTGTTTCCATGCCCCTCCTCCTCCTGCTGGCC 
CTGGCCTCCTTTCACACTTTGGCTGGGCCCTTGGGCAGCCCCAGCTTCCCTTCCATGGAGGTCCCTGCTG 
GTGGCTGGGCGGAGGAGAGGCCTTTTTGACCAGCCCCTTGTCGACTGCTCCCATTCACCCTGGCTTTCCG 
CAGCCCCCCAACATACTCATTCACACGTAGTTGGACCCCTGATTTTCCCAGTGCCGTGATGGGGTGAGGA 
TGGGGAAGCATTTGCTATTAAACGGCTGGAGTTTTGCAGC 

>GBEQ0654 | Acc I CD471977 j Ver | CD471977 . 1 GI : 31393245 | LeukoS 6_3_H 03 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6__3_H03_A028 3 1 , mRNA 
sequence. : Start : 1: Stop: 704 

GAGGTGTAGTGGACGTGTGTACAGAAGCTTTCAATCTTTATAGTGTTAGTGTAATGCTATACTATTGGAA 
AAATAGCAGTT T TTTC TATTT TATAAGTTGTATGC AGAAACT TAAGATTTGTAATGT TTCAT T TATAAAC 
TGCCTTCTTCAACACATGCTTACCTGTTAATAGTGTTTTCTTGAGGTATAGTAGTATGTCTTCCAGAATT 
TCACTATATGCTCACAGTAAGTAGTTCCTAGCTTGTTGAAATGTTAAATTCCCTGTTGGTTTCTTTTGAT 
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TCTGTGGGGCATATAGCAAGCGTGAAGGACATTGTGATCATTTCTTACAGGGTGAAAATTTAGAAAGATC 
GT GTATGAGAGCCTAAACAGT TAT TTTATTCATTGT CAT CT T T GAGT AAGACT T TTTTTTTTCTT TAAAC 
AAATGCTACTTCCAGTTAATGCATTTAGCCCTACGGAATTTTCAGGGACCAGAAAACTTTAAAGAAAAAG 
TTCTGCATCTTACAATTGTAAGCAATTAAATATCGGCTTGGGATTGTTCTGTAGTATTCATTGCTTAAAA 
ACTATTGTAAGTAACAGTTGGCAAGATCTCCAAGCAGAAAATTCCATGTTAAAACTTTCGCTTGAAAGAA 
TTTGTGTGT G AAT G T T AAT GGAAAAC AC AT T T AAACAG AATAAAAT T T AAGG T GG CC C AG AAC G AAAG C C 
ACAA 

>GBEQ0655 | Acc | CD471972 1 Ver | CD471972 . 1 GI : 3139324 0 | LeukoS 6_3_A10 . bl__A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_3_A1 0__A02 8 3', mRNA 
sequence .: Start : 1 : Stop : 572 

TGCTTTTGCAGGGACCCCAGAGCACGGGCAATTCCAAGGCAGCCCAGGTGGTGCCTATGGGACTGCTCAG 
CCCCCACCTCACTATGGACCCACACAGCCCGCCTACAGTCCTAGTCAGCAGCTCAGGGCACCTTCAGCGT 
TTCCTGCAGTGCAGTACCTGTTTCAGCCACAGCCACAGCCCTATGCCGTGCACAGCCACTTTCAGCCCAC 
CCAGACAGGGTTCCTCCAGCCTGGTGGTGCCTTGTCCTTGCAAAAGCAGATGGAACATGCTAACCAGCAG 
ACTGGCTTCTCTGACTCATCCTCCCTGCGTCCCATGCACCCCCAAGCTTTGCATCCAGCTCCAGGACTCC 
TTGCCTCCCCCCAGCTCCCTGTGCAGATGCAACCAGCAGGAAAGTCGGGCTTTGCAGCTACCAGCCAACC 
TGGCCCTCGGCTCCCCTTCATCCAGCACAGCCAGAATCCGCGCTTTTACCACAAGTGACCACGAGATTTT 
ATTTTCAGCCTCACCCCCACTCCCTGCATGGGTGAGGGGCCCTGGTGTGTCCCAGTCCTAGGCCAATAAA 
ATCTATCTGCCC 

>GBEQ0656 | Acc | CD471938 ] Ver j CD471938 .1 GI : 31393206 | LeukoS 6_3_E01 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6__3JE01_A028 3 1 , mRNA 
sequence. : Start: l:Stop: 600 

AAAAT T AAG TAT G AC T G G TAT C AAACAG AAT C T C AAG T AAT CAT T C C AC T TAT GAT C AAGAAT G T T C AG A 
AGAATGATGTAAATGT GGAATT T T CAGAAAAAGAGT TATCTGCT T CAGTGAAAC T T CCT TCTGGAGAGGA 
TTACAATTTGAAGCTGAGACTTCTTCATCCTGTAATACCAGAACAGAGCACGTTTAAAGTACTTTCAACA 
AAGATTGAAATTAAAATGAAAAAGCCAGAGGCTATAAGATGGGAAAAGCTAGAGGGGCAAGGAGATCTGC 
CTAAGCCAAAACAGT T CATAGCAGATGTAAAGAACCTATAT CCATCGTCATCT CAT TATACAAGAAAT T G 
GGATAAATTGGTTGGTGAGATCAAAGAAGAAGAAAAGAATGAGAAGTTGGAGGGAGATGCAGCTTTAAAC 
AAATTATTTCAGCAGATCTATTCAGATGGTTCTGATGAAGTGAAACGTGCCATGAACAAATCATTTATGG 
AGTCTGGTGGTACAGTTTTGAGTACCAATTGGTCTGATGTAGGTAAAAGGAAAGTTGAAATCAACCCCCC 
T GATGATATGGAATGGAAAAAGTACTAAATAAAT TAACT T 

>GBEQ0657 | Acc 1 CD471838 | Ver | CD471838 . 1 GI : 31393106 | LeukoS 6_2_F05 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2__F05_A028 3 1 , mRNA 
sequence. : Start: l:Stop: 593 

CGTTCAGCATGTTATGGCTGTAGGCATTAGCATTCTCATCAGGCCAGTGTGCTGTCTGCTATTGCACTTA 
GGGTCACATGCCCACACCCCTCCACTTAAAAAAATAATTGTTTTAATTTTGTTGTAGTTGTTGTTACCCA 
AAATCTTATCGTGAATCAACCATCTCTTCTTCCCTTAGCTCCATTACCATCTCAGAAGTAGTGAAGGAGC 
CGAGGAAGGCTGAGGTACAGAGGGTCGCCCCAGAGGATGACGGCTTCCGTCTTTTCTTCACCTCCATCCC 
CGGAGGCCCTGAGAAGAGAGCTGCTCCCCAGCCCCACCGGAAGCGATCGCCTTCCAGCTCCAGCAGCGAG 
GACAGCGACGAGGAGTGGCAACGGTGCCAGGAGGCAGCTGTG.TCAGCCTCTGACATTCTCCAGGAGTCTG 
CCATCCACAGCCCTGTCAGAGTGGAGACGGAGGAAAAGAAGAAGAAAAGGAAGCTGAAAAAGAAAGCCAA 
GAAGGAGGCCACTGCCGCCTCGGCCACAGCCGCCACCACCACAAGCAAGGCCGCCGTCGGGAAGCGGGAA 
AAGGAGTCGGCCGAGCTCAATGGAGACCAGGCA 

>GBEQ0658 | Acc 1 CD471836 | Ver | CD471836. 1 GI : 31393104 | LeukoS 6_2JH0 9 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_H09__A028 3', mRNA 
sequence . : Start : 1 : Stop : 604 

AAAAGATAGAGCGAGACAG AGAAACT GCACCTTGCATTAAAAACCAAGT GCAGACGAAAT CTCAGT AAAC 
GTCTTGGACAGTACTGAAATCTGGTGGTTAAACGGGTAAACCAAACATACTGTATTTTGAGAAATGGCAC 
AAAAACGGGCAGTCATCCTTAAGGGCTAGGCCTAGCCAAACTACTAACCTGCATTGCGAGAATGCCGTGT 
ATACCTCACGTACTGTGTACTTTGTACATATATTTTACCTTTTTTATATATGTCCGACACTTTCTGTTGT 
TTAGGCTATGAGGCTTGTTTTGTTGTCTGTGTCTGTCTGAATAACCTGCGTGTCTAAAACCACGTGAAAT 
GTGAATGATTATTGGCAATATTACCTAACAGAATCATGGGACTCGGAGGAGAAGGAGGACAGAGGCCTCT 
GTCTTACTAACGCTCTCGTGGTTGCTCGACTGTTGTATCTGTGATACATTACCCGGCTAAGGACTCGGGG 
CTGGCTGGGGCTTCTGCCGGGAAAGCTGGAAACACTAGACCCTTCCTGTACATGTGTATATATGTGAACA 
GTGAGACGGCCGTTTTTGACTTGTAGAGAAATTTTAATAAACCT 

>GBEQ0659 | Acc | CD471832 | Ver | CD471832 .1 GI : 31393100 | LeukoS 6_2_C0 6 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2__C06_A028 3', mRNA 
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sequence . : Start : 1 : St op : 62 8 

AAAACCAGTTGGTGGTGACAAGAACGGTGGTACCCGAGTGGTTAAACTTCGCAAAATGCCTAGATATTAT 
CCTACTGAAGATGTGCCTCGAAAGCTTTTGAGTCACGGCAAAAAACCCTTCAGTCAGCATGTGAGGAAAC 
TGCGAGCCAGCATCACGCCTGGGACCATTCTGATCATCCTCACTGGGCGCCACAGAGGCAAGAGGGTGGT 
TTTCCTGAAGCAGCTGGGCAGTGGCTTGCTGCTTGTCACTGGACCCCTGGTCCTCAATAGAGTTCCTCTG 
CGTAGAACACACCAGAAATTTGTCATCGCCACCTCCACCAAAATTGATATCAGTGGTGTGAAAATCCCAA 
AACACCTCACTGACGCTTACTTCAAGAAGAAGCAGCTGCGTAAGCCCAGACACCAGGAAGGCGAGATCTT 
CGACACAGAGAAGGAGAAATACGAGGTTACAGAGCAGCGCAAAGTTGATCAGAAAGCTGTGGACTCACAA 
ATTCTGCCAAAGATCAAAGCCGTTCCTCAGCTCCAGGGCTACCTCCGGTCCGTGTTTGCTCTCACAAATG 
GAGTTTATCCTCACAAATTGGTGTTCTAAATTTCTTGCAAAGAACCTGATTAAATAACTGATCCGTTT 

>GBEQ0660 | Acc | CD471819 | Ver 1 CD471819 . 1 GI : 31393087 | LeukoS 6_2_E0 9 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6__2_E0 9_A02 8 3', mRNA 
s e quence . : S t ar t : 1 : S t op : 5 7 6 

ATGCAGAAT T TAAAGATAAGGACT T TGCAATT GAT AT TAT TAAAAGCACT CACGAT TAT T G G AGAGCAC T 
GGTGACGAAGAAAATCGATGGAAAAGGAATCAGTTGCATAAATACCACGGTGTCTGAGAGCCCCTTCAAG 
TGTGATCCTGATGCTGCCAAAGCCATTGTGGATGCTTTACCACCGCCATGTGAATCTGCCTGCACAGTAC 
CAACAGAT GTGGATAAGTGGTTCCAT CACCAGAAAAACTAAGGATAT GTC T T GGAATACAAGCT TACAT T 
GCTGCATCCTATTCGTCTGCAAGTATTAGATGCAAAAGTGGTAGCTGTTCAAAGCTTTAAATTATAGAAC 
TAACATAAGTAAGGCAAATTCTGCTGTGACCAATCCAATATATTCAATGTATATTCCAGTAATTTATGTT 
ACCCATCTAAAAGCATTTTTCATATCTCCACTAAGATAACTTGTAGTACATGCTTAAATATCAAAGCAGT 
TGT TGTAAT T TGGAAGT T AT T TGT GAATAAATGTGCAAGAT AAGTAGATAT TGGAT GTATAT GT TTACCA 
TGTCTCAGGAAATAAA 

>GBEQ066.1 | Acc | CD471812 | Ver | CD471812 .1 GI : 31393080 | LeukoS6_2_H07 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2__H07_A028 3', mRNA 
sequence . : Start : 1 : Stop : 627 

GGAGGGAATTAAAGAT GGTATCAAGAACAGAAGGAATGT GCCAGAAT GGC TCCCTAGAAGAACAAC T CGA 
. CCTTTGGAGGTGACTCAACATCAGTCCCAGGGGAAGAACATATGACTCAGAATGGGTTAACCTGGAAGTT 
ATCCAGGCGCAGGGTTGAAGAAGCGTAAGATGAAAATTGAGAGACAGTAGGAGGAAGGAGATACCGTGGT 
TCTGTCATAGAACATGGTGGACCTACGTGCTAGAAAATCCCTCAGAACTGAGAAGGCCGGGTAACTCTAG 
T TACACAGAAACT GTGAATAAAGGTT TTGAAACT GAT TAAAAC ATGCTATAAGCT TCAAGGCCAACTGAC 
ATTTATGCTGCGTATGGTTCTACAGTGGGTGTATTGAGCTGCTGAATTCTCTTTCACTTGGATGACTCTT 
TGTAAAAAAGTATGTGTTGAAAATCTCTCTTGCTATCATTGACACAAAGTTTATGGTGTTGTTTCGTCTG 
TTGAATTGTTTTTGGCTTGAAAGAGAAGAAGAAGAGAACAATGTATTTAACTTAAGCTATTGCTCTTATA 
ACTGGGAAGTTAGAGTGTATTTGTAAATTAAATTATCTCGGTGTCGATAATAAATGTGAGTTTGTAT 

>GBEQ0662 | Acc | CD471810 | Ver | CD471810 .1 GI : 31393078 | LeukoS 6_2_B02 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_B02_A028 3», mRNA 
sequence .: Start : 1 : St op : 665 

AGAACAAGATGATGACCTATATAATCCAGAGAGTGAACAAGATAAAAATGAGAAAAAGGGATCAAAAAGA 
AAAAGTGATCGAATGGAATCTACTGACACCAAGCGACAAAAGCCTTCTGTTCATTCAAGACAGTTGCTTT 
CTAAGCCATTGAGCTCATCAGTTAGCAATAACAAAAGGATAGTTAGTACAAAAGGAAAGTCGGTCACAGA 
ATATAAAAATGAGGACT ATCAAAGAT CTGAAAGAAACAAACGT CTAGAAGCTGATCGGAAGATCCGT CT G 
TCAAGCAGCGCCTCCAGAGAACCTTATAAGAGTCAACCTGAAAAAACTTGTCTCCGGAAAAGGGATCCTG 
AAAGGAGGGCCAAATCTCCTACACCAGATGCTTCTGAGAGAATTGGGCTTGAAGTGGATAGACGTGCAAG 
CAGATCCAGCCAATCTTCTAAGGAAGAAGTGAACTCTGAAGAATATGGCTCTGACCGTGAGACTGGCAGC 
AGTGGTTCTTCTGATGAGCAAGGCAACAACACGGAGAATGAGGAGGAAGGGGTGGAGGATGTGGAGGAAG 
ATGAAGAGGTAGAGGAAGATGCAGAAGATAATTCCCGTATTCTACAT T GCTACTGT T T TGTATAAAATAA 
ATTGGTAAAGATTGACACTTTAGGAATAGGAACTG 

>GBEQ0663 j Acc | CD471805 | Ver | CD471805 .1 GI : 31393073 | LeukoS6_2_B0 9 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_B 0 9_A0 2 8 3 f f mRNA 
sequence. : Start : 1 : Stop: 573 

CAGGATTTATTGAATAACAGAACT GGCTGCCAGGCAT TGCCAGATAACCCCT GGAAAGGT GATT CTAATC 
AGGTGCTCTACAAAACTGGGACTGTGTCTTCTTCTGATAAGCTGCTAGACAGATTGCTCGCCAGCAGGTC 
CAGTCACGAGGAGGTCTCAGGGCCACCACACCTTCCTTATCTACATAATCCATCATCAGGACAAAGTTTT 
CAGCGTCTTTCCCCAAACAGACCCAAAATCAGGGACCTTCCTTTCACCCGGAACAACCTAGCTCCTCTAC 
CGGACCAAAAATTTCTATCAGGAGAACCTCTACGGACAAACCGAGTGCTTCCTGCTATTCCAAGCCAACG 
GGGGCACAGCACACCAGCCAAGGAGAGCGCCAACTCTGCCGGTCCTACCAAGGATGAAAATTAACCATGG 
GTCGCAGACTGCGGAAATATATTTAATCTATATTTTCACTGTCAAAGGATGAGATTACTCTGGTTTGTAA 
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GAAC AAAG AC T AAT T TAG T AAAT T GC AT T C T AT AAG C CAT T C AC AGT T T T AT AAC T C AAAAT T C T GT AT T 
CCAAATAAAGATA 

>GBEQ0664 j Acc | CD471803 | Ver | CD471803 .1 GI : 31393071 i LeukoS6_2_F02 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_F02_ A028 3', mRNA 
sequence. : Start : 1 : Stop: 542 

GGAGAGGTATTGGTGAACGTTAAGGAGCACTCCCGGCAGATCAATGACATCCAGTTATCCAGGGACATGA 
CCATGTTTGTCACTGCCTCCAAGGACAACACAGCCAAGCTTTTTGACTTTACAACCCTTGAACACCAGAA 
GACCTTCCGGACAGAACGTCCTGTCAACTCAGCTGCCCTCTTTCCCAACTATGACCATGTGGTGCTGGGT 
GGTGGCCAGGAAGCCATGGATGTAACCCCACCCTCCCCCAGGATTGGCAAGTTTGAGGCCAGGTTTTTCC 
ACTTGGCGTTTGAAGAAGAGTTTGGAAGAGTCAAGGGCCACTTCGGGCCTATAAACAGTGTTGCCTTCCA 
TCCTGATGGCAAGAGCTACAGCAGTGGCGGAGAAGATGGTTATGTCCGCATCCACTACTTCGACCCCCAG 
TACTTTGAATTTGAGTTTGAGGCTTAAGAAGCTGGATCTCCATTTGGGCCCGGGCTCCCGGAAAGTTTTG 
GACTATGAGAAGTAAATCAGTTTGGGAATAAATTGTTACTGGTCAGATGTTT 

>GBEQ0665 | Acc | CD471793 | Ver | CD471793 . 1 GI : 31393061 | LeukoS6_2_A0 6 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_A0 6_A02 8 3', mRNA 
sequence. : Start : 1 : Stop: 606 

CGCCAAAGCAGAATGTGCGCACTTAACCGCTGTACCACCCGGCCCGCCCGTCAAATATCTTAATCCCAGA 
GTCTCAATTAGGGAAGTTGTAAGGTTGTATTTGGGATAAAATCGCTAAAACTAGCTTCCTGTCTCAGGGG 
CCCAGTCCGAGTCTGCGCAGAGCAAGATGCTGAGTGGAGTCGGGGGCTTCGTGCTGGGGCTGCTCTTCCT 
TGGGGCAGGGCTGTTCATCCACTGCAGGAACCAGAAAGGACACACAGGACTTCAGCCAACAGGACTCCTG 
AACTGAAGTGTACATGATGACACTCAAAGAAGAACTTTCTGTCCCAGCTTCTCAGCATGAAAAGGTTTCC 
TGCTTGGCCCTTATTCTTTGACCAAGAGCGTACTTTCTCAGGATTTGGTTTGGTCCTGCCTGGTTCAGTG 
ACCCGGCAAACAATGTCATCCCTATGGCTTCCTCAGCCCCTGCCCCTGGCCTGGAAGTCCCCAGTATTGA 
TTGCAGTACCTTGTCTGCATTCTTTTCCCCTCCCCATTGTATTCAACCCTTATGGCCTGCTATGCACCTG 
AACTCACCTCTGCCCACATTTCTTTATAAAGTTTTTCTCAAATAAA 

>GBEQ0666 | Acc| CD471792 } Ver | CD471792 .1 GI : 31393060 | LeukoS6_2_B08 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_JB08_A028 3', mRNA 
sequence. : Start : l:Stop: 557 

GGCCAAGGAGAAAGCTCCGTCCATCATCTTCATCGATGAGCTGGATGCCATTGGCACCAAGCGCTTTGAC 
AGTGAGAAGGCTGGGGACCGGGAGGTGCAGAGGACGATGCTGGAGCTTCTGAACCAGCTGGATGGGTTCC 
AGCCCAACACCCAAGTAAAGGTAATTGCAGCCACTAACAGAGTGGATATCCTGGACCCCGCCCTGCTCCG 
CTCAGGCCGCCTGGACCGCAAGATTGAGTTCCCGATGCCCAACGAGGAGGCCCGGGCCAGAATCATGCAG 
ATCCACTCGCGGAAGATGAACGTCAGTCCTGATGTGAACTATGAGGAGCTGGCCCGCTGCACGGATGACT 
TCAACGGGGCCCAGTGCAAGGCCGTGTGTGTGGAGGCGGGCATGATCGCGCTGCGCAGGGGCGCCACGGA 
GCTCACCCACGAGGACTACATGGAGGGCATCCTGGAGGTGCAGGCCAAGAAGAAGGCCAACCTGCAGTAC 
TACGCCTAGGGGCTCACCGGCCCAGCCTGCCCCCGGACTCTGGCTGGTGAAAACTCGTAATAAAGAT 

>GBEQ0667 (Acc ) CD471772 | Ver j CD471772 .1 GI : 31393040 [ LeukoS6_2_C01 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_C01_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 63 6 

TCTTAAACCAGTAGGTGCTTAATATTTTTTGATTTGATTAATGCCCATTTGAATTTCGTGGGTTCTACTT 
7\AAAAAAAAATTTAGGACCCCTAAATCCATTGTCATCTAATTACCCTTGGACTTTTCCAAGGTATAATAT 
GGGGTTTTATGCAAAATTTCAAGCTACCATGCAACTTTTTTTAACTGTAATAAGGAGGAGGAATCGTTCC 
CAACCTTCTTTATATGTTGTGCTTTGTGGTACAGAAATGCCAGACTTTTTAAAAGATAGTATGACTTTGA 
GTCCTTGGCTTGACTATACAACTTGGAGCTTCATGGCATGTCAATTTTGCCGTATTCATAGGAGAGCTAT 
TCCATGTATAACAGCTCAGAGTTGCAAATACCACATGTGAATGATATGGTAACTTTAAGAAACGTCTGTA 
TTGTATTTGAAGACTGTTTGCCATAAATCTGAAGTTTGAACTTAATGTATTTCAATTTGGTATGCTAAAA 
AAGTACTGAATTAATGTAATGATCTTTTTTTTTACGATGTTATCTCAGTTCAGAATTTAACTGAAAATAT 
AAAACCCAAATGATTTCTATATAGTAAATTGAACTGTAAAGGTAACGTGTGTGTGGTTCTGAATACACAG 
ATAAAA 

>GBEQ0668 | Acc | CD471765 | Ver 1 CD4717 65 . 1 GI : 31393033 | LeukoS6_2JB06.bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone Leu koS 6_2_B 0 6_A0 2 8 3 1 , mRNA 
sequence. : Start: 1: Stop: 570 

TGAAAAGTTAAAGAAGT T T T TCAACGT GT TAT C TACAAATACAGATGGC AAGACTGAGT TTATT T CAACA 
ATGGAAGGATACAAGTAT CCAGTGT AT GGT GT CC AGT GGCATCCAGAGAAGGGACCTTAT GAGT GG AAGA 
TAGAGAAAGGCATTTCTCACTCGCCTAATGCTGTGAAAGCTGCATTTTACTTAGCAGAGTTCTTTGCTGC 
TGAAGCTCGGAAAAACAACCATCATTTTGAATCTGATGTTGAAGAGGATAAAGCGCTGATTTATCAGTTC 
CGTCCAGTTTATACTGGAAATATTTCTATGTTTCAGCAAGCTTATATATTTGACTGAAAGCCTTCAATGT 
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ATTACCAGAGGAATTTTGAATAATTCCGTGATTAAACTGTTCTAATAACTTGCCTCTCATGGCGATAACA 
GAAAGCCGCAGAGATTCCTTTTCTGTGATGTTACTGGCTCTGATCTTCATTCGTTACATTTGACTATATA 
ACATTTGGTAATTAACCAATGAGACAGGTAAATAATCATAGTGTGTTTTGTGGAAAAGCTTTGTTTATTC 
TGAAGAT TAG 

>GBEQ0669 | Acc | CD471764 | Ver | CD471764 .1 GI : 31393032 | LeukoS 6_2JH10 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_H10_A028 3 f , mRNA 
sequence .: Start : 1 : Stop : 611 

TAAATGAGCAAGTTTTCTTTGTTTAGCTTTAGTTTTAGTAAACATTAAAGTATGATAAACACCCCAAATA 
TGTTTTAAGTAACATCTGCTCAAGTGTTTCTCTCTGGATAAGATCTGTCATTCATTCGTTGACATTTTGC 
AGTGACACAAGACTATTTATAACAGCTCCATTCATAGCTTTAAACAACCCTTTTATTTTTACCTATCTTG 
GTCATAAGTTGGCATTCTTTCACATTCCACATAATATAGAGGGCTACATTTTGGGATTTTCCTTTTCTTA 
ATTACCCAGAATTATCCCCCAGATTATAAAAATGGCTTTTAATGGCTTAAAACATTTTTAAGCCTCTATT 
TTAGCAGATCAATGCAGGATCTATTTCTTTTTATAAGCTATAGGTCTAAAAATGATTGTGGGACCATATG 
TTCTCTAATGTTGGTGACTTATGTTATTAACCCTTTTTTAAAAGGTTCACTATAAAAGCTGAAATACGTT 
CTTAGCTTTTAATCTCCCTGACTCTATCAGAACCCTTTTAAGGA2\2VAAAATATATACCATGCAAAGGAGG 
CATTTTTTTGTATTCATTTTGGACTCCTGTCAATAAAATAGAAGTTTGACT 

>GBEQ0670 | Acc | CD471760 | Ver ! CD471760. 1 GI : 31393028 ) LeukoS6_2_D02 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_D02_A028 3', mRNA 
sequence .: Start : 1 : Stop : 64 5 

ACTGCCTGCAGCCGCTTCCATCACTTCAGCATCCTCTACTGGCTGGGCACTGGTTCCTTCATTGAGCACC 
TCCCAGGCCGGCTGCGGGAGGGCAGCATGAGGTGAGGGACATGGCGGCGAGGCCAGCAGGAGGGAGGTCT 
CTGCCTGCTGTCTTCTCATGGCCTTTCCTTCTCTGCTCTAGCCGGGAGCACAGGGGCAGAAGCACCCAGC 
TGTGGAGAGCCTTGGTGCTGGAGGAGCTGAGTCCCGCCCTGCGCAGCACCAGCTTCTCCTGTGTTTTCAC 
GGATCCTGAGCAAACTGTCCAGCGTCACGTTGTCCTGGCCCAGCTCTGGGCTGGGCTGAGGACAGTCATG 
TCCCCGACTCAAGAAGCCCCACCTTCCAGCGGGTCCCCTCTTCCTCACCATCCTGACAGGTGAACTCTGA 
AGCCTGGTTGAAACGCCACCTCTTCATCAAGGTCTACGCTCTCAGGCTGTGTTCTGCATCGACTTAATGT 
TGTGTTTGCGTTCTCTTGTTTTCCTCTAATGGACTGTCCCAGGGAAGGGATGCAGGCAGAGGCTGACTTC 
TGATCCACGGCTGTATCACTGTCATACCCAGCAAGGCCCACAATGGGCACTCATAAATGATTTTCAAGGA 
ATAGGAATAGGAACT 

>GBEQ0671 | Acc | CD4717 54 | Ver | CD471754 .1 GI : 31393022 | LeukoS 6__2__A0 3 . bl_A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_A0 3__A0 2 8 3 r f mRNA 
sequence .: Start : 1 : Stop : 650 

TATTGGCAATGCCGCCAGGCATGGGCTTGAGGCTGTTTTTCTGGCAATGCTGGGTCTCCAAGGAAACAAG 
CGAGTCTTGGATCTGGAGACAGGGTTTGGGGCCTTCTACACCAACTATTCCCCTAAAGTCCTTCCAAACC 
TGGATTCCCACACTTGGCTGCTGGACCAGCAGGATGTGGCCTTCAAGCGTTTCCCTGCACATTTGGCCAC 
CCACTGGGTGGCAGACGCAGCTGTATCTGTGAGAAAGCACCTTGTAACAGACAGAGCCCTGCTTCCTGTT 
GACCACTACAATATAT CACC T T T CATT ACAAAGAAAATT T TT GAGAAAAAGATCATGGATGAAGAGTCTA 
AGAT GTAATAAAGAATGACAGCAAAAATAAAAGT ATATATGGGGTAAT TAAATAAATAT TGACGAT AAAC 
AATAATAACAAT GTCT TATGAGGT TAAAAATTATAACAT TAGCAATAGATAAAAGCAGGGAACTATCATA 
GTTAGTGTTCTAAATTCCTTGTGTCATTTGAGAAAAGGGCAAAGCTATTAACTCTAGACTTTGATTTGTA 
AGT ATGCAT GT TGACATT TCCAGGGTAGCCAT TACAAGACAGCAGAAGAATGTATTACT TCCAGGT TAAT 
AGAGGAAGAAATACAGAATT 

>GBEQ0672 | Acc | CD471658 | Ver | CD471658 . 1 GI : 3139292 6 | LeukoS 6_4_B12 .bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_B12_A028 3', mRNA 
sequence . : Start : 1 : Stop : 560 

GAGCTGGAGAAGACGCTGGAGGCAGAGCGTGTGCGGCTGGGGGAGCTACGGAAGCAGCACTATGTGCTAG 

CCGGGGTGGTGGGGACGCCTGGCGAAGAGGAGCCTGGCCGGCCCAGCCCTGCCCCCCGCAGCGGGACCTC 

CAAGAAGCCACCCCTGGCCCAGAAGCCCAGCGTGGCCCCCAGGCAGGACCACCAGCTCGACAAAAAGGAT 

GGCATCTACCCGGCTCAACTTGTGAACTACTAGGCCCCCAAGGGGTCCAGCAAGGAGGCTGGTGGGCAGG 

CCTGGGCCTCACATGGCTTCCCTGACTTGGCCGAGGAGCCTCCAAGGGGTCCAGTCGCCGGCCGATGGCA 

CCAGCCCCCACACCAGGTGCCCAAGCCCCCTGCCCCACGGCCCGGATCAGTGTCCCAGAGGCCCACAGCC 

CTTGCTGAGCCCATGGGATCTGGGCTGACCAGGGTGGTTCTCCTGGACATGCGTCTATTTATCTGCAATA 

GGAACTGTGAGAACAGCCAGGACCCAGCAGGCCTGAGCCACAACTCTTCAGGAAATACACGGAACATCTC 

>GBEQ0673 | Acc | CD4 71657 | Ver | CD471657 .1 GI : 31392925 | LeukoS6_4_A03 ,bl_A028 Stimulated 

peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_A03_A02 8 3 1 , mRNA 

sequence .: Start : 1 : Stop : 571 

CGGTCCAGGTACTGCAGCCCCCTCAAGCCTGGCTGCCCTGCACACAGCCCTGTGTGCTGGAGCTGTTCAG 
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GACT C ACCCCGAC T CACCAQAGCCCCT GCT CACACT GCCAGAAGCCAGGAGGGACGAGTACAT GGAAGT C 
TCCCTCTCACCCACTCCGGCTCAGGGCCTGAAAGATGCTGGTCCTTCCCACCCCGCCTTCAGACTCCCTG 
TCACTTTTTCCTCTGGGTTCTCCCCTCTTGCCTCAGTTTCCCTCCTGTCACATGCTGATGTTGGACTTAG 
CAGGTTCTGAGGCAGCACGTGACCTATCCCCACATGTTCTGCTGACCTCTCTCCACATGTCCTGCTCCTC 
CCCGAAGGCAGCTTTCCCGGTCTAACAAGCCCCAGACCCCACAAGGACTTCTGGACCTGGAGAGCCTAGG 
AGGAGGACTGACAGGCCCCAGGACCACCCCCAGGCCTCAGGGCGCATTAGGGTGGCCACACCGGGCCCCC 
AAACCAACTGCTCCTCATGGAGGCCAGCCCCCTAGCCCCAGTGCTGGCCTACTGGGGAGGCCTGAACAAT 
AAACATTGATG 

>GBEQ067 4 | Acc | CD471653 | Ver 1 CD471653 . 1 GI : 31392921 [ LeukoS6_4_E10 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_E10_A028 3', mRNA 
sequence. : Start : 1 : Stop: 435 

TTGAGATTTCCCCTGGGCTCCTGCCCTGCTCCACACACTTTTTTGGCCTAAGGGCTTTTTTTTCAGGATT 
TTTGATTTTACCGCCCCCAACCCTGGGTTTCAGCCACACTGGGCGCTGGAGCTGGGGTGCACACGGGGCC 
TGCTCACCTTGCCCACACATTTTTACAGCCGGCCAGGACTTTACCCAGCTTCCACACACTGACCTGGCTT 
TCCCCCTTTTCCTGCTACCCAGAGCTGGATGCAGACTTGCACATGGACCTGCCCCTGGAGTATCACACGT 
GTTGCAGCAGCATCAGACTAAGTGTGGTGTTGCCTGTGGAGCCAGGACCGGAAACCAACTGCCTTTTCAG 
AAAGGGAAGGCAAAGGCTTGGGCTGATAGGAAAGCCCTTTTACAAATGACGCCAATAAAGCTGCCCTGGA 
AGGGGTATAGGTGGG 

>GBEQ0675 | Acc | CD471 64 9 | Ver 1 CD47 1649. 1 GI : 31392917 j LeukoS6_4_F05 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6__4_F05_A028 3', mRNA 
sequence . : Start : 1 : Stop: 647 

GT CCAGTAT TGCCATGACCCATATAT T GACCTAAT GGAGATGGGAAGAGCAACAGTAACTCCAGAGT GT C 
AGAGAATAGTTAACAT T CAAAAAACTT GTTT T CACACGGAC CAGAAGATGT GCCATATAAAAATACAAAG 
CCTCTTGTCATCAACAGCCGTGACCACTTTAGAATGAACCAGTTCATTGCATGCTGAAGCGACATTGTTG 
GTCAAGAAACCAGTTTCTGGCATAGCGCTATTTGTAGTTACTTTTGCTTTCTCTGAGAGACTGCAGATAA 
TAAGATGTAAACATTAACCCCTCGTGAATACAATTTAACTTCCATTTAGCTATAGCTTTACTCAGCATGA 
CTGTAGATAAGGATAGCAGCAAACAAT CAT TGGAGCTTAATGAACAT T TT TAAAAATAAGTACCAAGGCC 
TCCCCTCTACTTGTGAGTTTGAAATCGTTTTGTTTATTTTCAGGGATACCGTTTAATTTAATTGTATGAT 
TTGTCTGCACTCAGTTTATTTCCCTTCTCAATCTCAGCCTCATGTTGTTCTTTGTTGTCAGAACCTGGTG 
AGTTGTTTTGAACAGAACTGTTTTTTTTTCCCTCCTGTAAGACGATGTTACTGCACAAGAGCATTGCAGT 
GT T T T T C AT AAT AAAC T 

>GBEQ067 6 | Acc | CD47164 8 | Ver 1 CD47164 8.1 GI : 31392916 | LeukoS6_4_G07 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_G07_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 607 

TGCTGGCCCGGTATAAGCTGCGCGAGAACCAGCTGCCCAGGATCCAGGCCGGAGACCCCGTGGCGCGCTA 
CTTCGGGATAAAGCGAGGGCAGGTGGTGAAGATCATCCGGCCCAGCGAGACGGCGGGCAGGTACATCACC 
TACCGGCTGGTGCAGTAGCCACCGCCCGCCGCCAGCGCCTGGGAGACGGACACGCCCTGACCACCCTGCC 
CGGCAGTGGGCGAGGGGGCCGCCTGCCCTGTGGGACCCGCTCTCCTGAGGGCCTTGCCGCTGCTCCTCTG 
GACCCCATGGCGGAGTTGCCTTTCGTGAGCTGAGGTCCTTGTGGCCTCGCCTGGACGCTGAGCCACCTCG 
GATTCCGTGTGACGAGCGTCCGGAGGGGACAGGATGCCAAGGGCATGGTGGCAAACAGTCCCAGCTCCTT 
CCCCCCGCTTTGAGCGCCCCGAGTGGGCCCTGGCTCCCATCTTTGGTCAGCCCTGCCGTCGCCGTGTCCC 
CTCAAGGCGGCCCTGCCACGTCTGTGTGAGCCTTGAGGGCAGCGGGGGCGGGATTAAACCTCATCTGGGT 
T TT CAGT TAGGATTGAT TGCTGCGTGTT T TAAAAAAT TAAACGTATT 

>GBEQ0677 | Acc | CD471644 | Ver | CD47164 4.1 GI : 31392912 | LeukoS6_4_C06 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_C0 6_A028 3 ! r mRNA 
sequence .: Start : 1 : Stop : 602 

TGTGGCTCATGAAGAAATTGACCTTCGCAACCCCAAGGGAAACAAAAAGAATGCTGGCTTCACTCCACAA 
GAGCGCCAAGGCTTTGGGGAATTGCTGCAGGCTGTGCCACTGGCTGACAGTTTCCGGCACCTCTACCCCA 
ATACAGCCTATGCCTACACCTTTTGGACCTACATGATGAATGCACGCTCCAAAAATGTGGGGTGGCGCCT 
TGATTACTTTTTGTTGTCTCACTCTCTGTTACCTGCATTGTGTGATAGCAAGATCCGTTCCAAGGCCCTG 
GGCAGTGACCACTGTCCCATCACCTTATACCTAGCACTGTGACACCTCCCCCACATCAATTCGAGCCTGG 
GAAATAAGCCCCCCAGACTAGCAAAGTTCTTGCCCCCCTCCCAAACTTCTTTAAAATCTGCACTGTATTT 
CCTTTCTGAAAATCCTTTAACGAGGCTCCTAGTGACAGACTTAGGTTTCCTTTAAGCCTGAGGTGTTGGG 
GTTTTTTTTCAGTGAGTTCTCTCTCCCGCTTGCTCTCTTTCTTTTTTTTTTTACATTAAACAAAAGCTAC 
TGATGACCTTGAACTGTCCATGTGAAAATAAAGAGCCATAGT 

>GBEQ067 8 | Acc | CD471642 | Ver | CD471642 .1 GI : 31392910 | LeukoS 6_4__A09 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6__4_A0 9__A0 2 8 3 T , mRNA 
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sequence . : Start : 1 : Stop : 513 

CAGTCATTTGCAGGTAGATGGAGGAAAGTGAAATTCGTTATTTTACGTGGAAGAAAGCTGTGATGAAGTC 
AATGGGTTGGGTTACAACTCAGTTTTCGGTATCCCGTAAATAATACCAACTCATGGATTCCAAAGATGCG 
ACCTCTTTATTTAATGAGAGAATCCAGTGGTTGTCTTTAAATGTGATGACACTATTCATAGACTTTGATC 
TTATTTATAAGCCACTTGCTGCATGACCCTCCAAGTAGACCCGTGGCTTGAAATAAAGAAAATGCAGCAG 
AAAGAATGTTATAGAAACATTTGGTGTGTTTTTTAACATCAACAGTTAAGATTGGACCAGCCCCCTTTGG 
GGGTGACCCCTTTTTTGCCATCACTTCCTGCCCCATTCCCTTTAAGATTTAAGAATTCAGATCCTGTCCA 
TTGGAATCTTTCGTCGAACAAATTCAGACGCTCGTGGGCCAGGATGTCATTTTTTGCACTACACACACTT 
GAT TAAAGGTT T T T TACTAACTG 

>GBEQ0679 |Acc|CD471632|Ver|CD471632.1 GI: 31392900 I LeukoS6_4_D07.bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_D07_A028 3 1 , mRNA 
sequence. : St art : 1: Stop: 650 

AGATGTCCAGTATCCACGAGAGAAGGAACAGTGGCTACCAGCGTTACAGTGATTATGATGGGAATGACTG 
ATTATGCTGGGTACTGAAGAACTCGTGTTACACACGGAACCGGTCTATACAGGACTGCATTAAGACAGTA 
GTAGATTTTACTAAGTCTATATGAZVATAGGCACAGGTGTTGTGGTAAGAAACATAACCTTGTAGTTCTCC 
AGTAAACAGGCT T GT TTATGAT TATGAT GGGTGATT TCAGATATATAAGCAGATAAGCACAGATTATTGT 
CTTTTTAAATTTAAGAGTATATAAACATTCTGGACAATTTCACAAAATCCAATAAAATTACATATAAATG 
AATCAAAC ACAAAT TCACT TCAT AGCATCAGGAT T TGAAATACTTAAGCATGAAATGATTTCTTACATCA 
TGATCCCCAGAATTTGTTGCCAGTAGTTTTATTCCTAAGCTAAAGATGTAAGGCACCATCTGCCTTTAAA 
AAAGAAAACATTGGGGCTATTGATTTCTAGTTTTCTCTCATGGTTAAAGCTCATTTAAAATTATTTAGTG 
AGTCTAGTAATTCTTTCACTTGTAGCAGTATCTTGCCTGCCTCATTTCTCTCCTGGTTAACTTTCTCAGG 
ATTCTCAATAAAGAGGCAAA 

>GBEQ0680 | Acc | CD471629 | Ver J CD471629 . 1 GI : 31392897 | LeukoS6_4_F10 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_F10__A028 3 f , mRNA 
sequence . : Start : 1 : Stop : 67 4 

GAAAAACTTGGCATTCATCCCAGCAGCTGCCATGGATGGATTTTGGGAGAGCATGGCGACTCAAGCGTGG 
CCGTGTGGAGTGGAGTGAATGTGGCAGGTGTTTCTCTCCAGGAACTGAATCCAGAGATGGGAACGGACAA 
TGACAGTGAAAATTGGAAGGAAGTGCATAAGATGGTGGTTGAAAGTGCCTATGAAGTCATCAAGCTAAAG 
GGATACACCAACTGGGCTATTGGATTAAGTGTGGCTGATCTCATTGAATCCATGTTGAAAAATCTATCCA 
GGATTCACCCAGTGTCAACAATGGTGAAGGGGATGTATGGCATTGAGAATGAAGTCTTCCTGAGCCTTCC 
ATGTATCCTGAATGCTCGGGGATTAACCAGTGTTATCAACCAGAAGCTGAAGGATGAGGAGGTTGCTCAA 
C TCAAGAAAAGCGCAGATACCC TGT GGGACATCCAGAAGGACCT GAAAGACC TGT GACTAC AGGCT TGT A 
GGCTGTAGATAATTAGGAACTACAATGTGATTAAGCATGAGCCTTTAGTTTTCATCCAGGTCCATGCATC 
ACAGTGTGCTTTTATCTTCCTGTATATGCGAATCTGGGCTCACAGAATCAAAGCCCATGCTTGGTTTAAT 
GCTTGCAATATGAGCCCTTGAACAAATAAAATCAACTGTGGTAG 

>GBEQ0681 | Acc | CD471623 | Ver | CD471623 .1 GI : 31392891 j LeukoS6_4 _C04 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_C04_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop: 562 

GGTGGGATAGGTCTGGAGCCTGGCTCTGTGGTCATTACCCGGCAGGCAGTGGATGCCTGCTTCAAGCCAG 
AGTTCGAGCAGGTGGTCCTGGGGAAGCGAGTTATTCGGAGCACGGACCTCGATGAGCAGCTCGTGCAGGA 
GCCGACACAGTGCTCTGCAGACCTGAGTGAATTCACCACGGTCGTGGGAAACACCATGTGCACGCTGGAC 
TTCTATGAAGGGCAAGGCCGCCTGGACGGCGCTCTCTGCTTCTACACGGAGAAGGACAAGCAGGAGTATT 
TGAAGGCGGCCTACGCAGCTGGCATCCCGAACATTGAGATGGAGTCCTCAGTCTTTGCTGCCATGTGCAG 
CGCGTGTGGCCTCCGAGCGGCTGTGGTGTGTGTCACTCTCCTCGACCGCCTGAAAGGGGACCAGATCAGC 
AGCCCTCACGAGGTGCTCGCCGAGTACCAGCAGCGGCCTCAGCGGCTCGTGGGCCACTTCATCAAGAAAT 
GCCTCTCGGCGCCTGACGTCCCCTGAGCCTCAAAGGGGAGCGTTGTAATTGGTGCAAATAAAATCATGTC 
AG 

>GBEQ0682 | Acc | CD471620 | Ver | CD471620 . 1 GI : 31392888 | LeukoS6_4_B09 . bl__A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_B09_A028 3", mRNA 
sequence. : Start :1: Stop :581 

TCCTCCCACCCGAGAGCCAGGAGGTGGACTGGGAGGTGGAGCTGGCCGTGGTCATTGGAAAGAAAGGCAA 
GCACATCAAGGCCACAGATGCCATGGCTCATGTGGCCGGCTTCACTGTGGCACATGACGTGAGTGCTCGT 
GACTGGCAAATGAAACGCAATGGAAAGCAGTGGCTCCTAGGAAAAACCTTTGACACCTTCTGTCCCCTGG 
GCCCTGCCTTGGTGACCAAGGACGGTGTAGGAGACCCACACAACTTAAAGATCTGCTGCCGAGTGAACGG 
GGAGGTGGTCCAGAGCAGCAACACCAACCAGATGGTGTTTAAGACAGAAGAGCTGATAGCCTGGGTCTCC 
CAAAAGGCGATGAAGTCCAGTGTGAGATTGAAGAACTAGGCGTCATCATCAACAAGGTGGTGTGATGGCT 
CCTGCCACAGGCCCTAGACTTAAGACTGGAGATGGGTGCATCCATTCCCACTCAGCCCAGCACGGGAAGA 
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GGCCCACTGCCAGCCATGGCCCCTCAAGCCTCTTCTTCCAGGTAGAGGGAGAGGAGATGGAGCTCTCCTC 
CTGAATAAACTCAGGCCAAAG 

>GBEQ0683 | Acc [ CD471615 | Ver | CD471615.1 GI : 313928 83 | LeukoS6_4jD12 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone Leu ko S 6_4_D 1 2_A0 2 8 3 f , mRNA 
sequence . : Start : 1 : Stop : 620 

TGCCAGAGTGCATACTGATTTCACACCAAGCCCCTATGACACTGACTCCCTCAAAATCAAGAAAGGAGAC 
AT CAT AG AC AT TAT C T GC AAAAC GC C AAT G GG G AT G T GGACAGGAAT G T T G AAC AAT AAG G T GGGAAAC T 
T C AAAT T TAT T TAT G T GGAT G T CAT C T G GGAAG AGGAAGC AG C C C CC AAGAAAAT AAAG G C AC AT C G AAG 
AAGTGAAAGGGAAAAATCCAAGACTCTGCAGGAGTTCCTAGAGAGGATTCAGCTTCAGGTTAGCACACCT 
GTGACCTGTTCGATGTTGGTATAATATGGATGGAATAATTGAGGAGAATGGATCAGTGTTTGTCTACTGT 
T GC T AAAAAAT ACAT G AC T TAG AG C AAAGG AAAAT CTGTTTTC TAAG GAC AG T T C T TAT TTCTCCTT TAT 
TACTTTTATTATGCAAGGACAGATCTTGATATAACATCCCTTGGACTAACTCTAGTGGTACTTAGCAGTG 
ACAGTAGAGAT T AAC AT TGAGAAAGTGCAGTGAAAAATGAAAAATACC TAGGAGAAT AAAAT CCCCAGAG 
AAAAGGTGTAAATGGGAACG ATAAAGAGAGTATGAAAGGT CAAGGTAAAAAT CCAGAGAA 

>GBEQ0684 | Acc | CD471603 | Ver | CD471603 .1 GI : 31392871 | LeukoS6_4_H05 . bl_A028 Stimulated 
. peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_H05_A028 3 1 , mRNA 
sequence .: St art : 1 : St op : 62 6 

GAAGAAAATGGGGGCTGAGCATGTTATCACTGAAGAGGAAT TAAGAAAACAT GAGATGAAAAAC T TCT TT 
AAGGATGTGCCCCGGCCGCGGCTTGCTCTCAACTGCGTCGGTGGGAAAAGCTCCACAGAGCTGCTGCGAC 
ATTTAGCGCCCGGAGGAACCATGGTGACCTACGGGGGGATGGCCAAGCAGCCTGTCATAGCCTCTGTGAG 
CCTGTTCATTTTTAAGGATGTCAAACTGCGGGGCTTTTGGTTGTCCCAGTGGAAGAAGGACCACAGTCCA 
GAGCAGTTCCAGGGGCTGATCCTCACGCTGTGCGATCTCATCCGCCAAGGCCAGCTCATGGCCCCCATCT 
GCTCTGAGCTCCCGCTGCAGGACTACCAGCGTGCCTTGGAAACTGCGATGCAGCCCTTCGTGTCTTCCAA 
GCAGATTCTCACCATGGGATAAGGCCAGAGGAGCCAGAGCCAAGTGGGTGTGAGATGGATCAGCAGGACT 
GGTTTCGGGCCCCTCAGTCAGGGCCCTCAGCCTTCCCCAGGCTGCTCCTCTCCTCACTGTCACTTCCAAC 
CAGAAGAACTGTGAAGCCAGCCAAGGCTTTTCCCAGGGCCAGCCTCAGGGTATCTAATAAAGTCTG 

>GBEQ0685 | Acc j CD471600 | Ver | CD471600 .1 GI : 313928 68 | LeukoS6_4_D04 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_D04_A028 3 f , mRNA 
sequence. : Start : 1: Stop: 571 

AATGTTTGGTGAAAAGTTAAATGGGACAGATCCAGAAGATGTTATCAGAAATGCTTTTGCTTGTTTCGAT 
GAAGAAGCAACTGGCACTATTCAGGAGGATTACCTGAGGGAGCTGCTGACAACAATGGGAGATCGGTTTA 
CTGACGAGGAAGTGGATGAGCTGTACAGAGAAGCGCCTATTGACAAGAAGGGAAATTTCAATTGCATTGA 
GT T C ACGC GC AT C C T T AAACAT GGAGC AAAAGAC AAAGAT GAC T GAAAGAAC T T C AAAT T C C AGC C AAAC 
GTTACTTGTTGCCTCTTTGGGTATTTCTGAGACTTTCTCTTATAGCCTATTGCATGCCCTTAGCTTTACA 
GCTTTTGCCTTTCTTGTTGTATTTATTCTCAGCCATTTTGGGCACGTGCATCTCTATAATCAGACTGGAA 
ATGGGACTTTTTGTCATTTTCAGAATAGAAAATAGGGTAATTTAACTTACCAGCCCCCCCCCCCCAAAAT 
AACTGCAGTCTGCACAGAGTCAATATAT T T T T T CAGAGAAAGT TAT TCAC T CAAT T T TT TC TGAACC ATA 
ATTAAACTTTA 

>GBEQ0686 [Acc | CD471598 | Ver | CD471598 .1 GI : 31392866 | LeukoS6__4_F08 ,bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_F08_A028 3 f , mRNA 
sequence .: Start : 1 : Stop : 590 

CCTGGCAGAAGCAGCCCTCCAAGTTTGCCACCCTGCTGAGGACCCTGCAGAGAGGCCGGAAGAGGCAGCA 
GCAGAAGGGCGTCGTCCCCTTCCTGGGCACCATGCTAACTGACCTGATCATGCTGGACACTGCCATGGAG 
GAT TACGTAAATGGCAATGAGATCAACCACGAGAAAAAGAAAAAGGAGC ACAAAGTGAT GAT GGAGAT CG 
TGCAGCTCCAGGAGGCTGCAGAGAATTACAACCTAGAGCCCCAGGAGCGATTCAGGGCCTGGTTCTGGGA 
CATGGAGCAGCTCAGTGAGGACGAGAGCTACAGCCTGTCCTGCCAGCTGGAGCCCCGGTGCTAGTTGGCC 
AGCAAATCTCTCCAGGCCCAGAGAGCATGGCCATCATGAAGCTGAGGAGGGAGTGAGCGTCCGGTTGTCG 
TATGACCTCTTCCTTAGCAGCAGGGACCCAGCTGGGGCACTGAGGGTGCAAGGGCCCCACCGCCTGCCAC 
CCCTGCCTGAGGCCAATTTCCATCTCTGTAGGGGTGAGAATCACTGCTTGTAAATAGTTCATGCCAGATT 
TGCAAACTGTGTATTAAAGTCCTGTTTCTC 

>GBEQ0687 j Acc [ CD471597 | Ver | CD471597 .1 GI : 313928 65 | LeukoS6_4_A05 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4__A05__A028 3', mRNA 
sequence. : Start: 1 : Stop: 583 

GCCGTGTACTTGGGAAAAGGGCCGCATGATCTTTCTGGCTCCACTCAATGTCTAAGGATACCCTGCCTCC 
TTTGCTTGCATCCCATAAACTATTCCCCTCATCCTACTTACTGCAACAAATCTCTCCTTAGTTGATGAGA 
TTGTGTTTATTTCCCTGTAAACCCTACCTATCCTGAATGGTCTTGTCATTGTCAGCCTTTAAAATCCTTC 
CTTTTCCTGTCGTCTTTAAATAATGATGGGGCTAAGTTATACCCAAAGCTCACCCTACAGACTATTTCCT 
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CAGTACCTTGCAGAAAACACCAAACAAA2y\TACCGTTTTTTAAAAGGTGTATTTTTTTTTCTTTTAGAAT 
GTAAGCTCCTCAAGAGCAGGGACAATGTTTTCTGTATGTTCTATTGTGCCTAGTACACTGTAAATGCTCA 
ATAAATATTGATGATGGGAGGCAGTGAGTCTTGATGATAAGGGTGAGAAATTGAAATCCCAAATACTGTT 
TTGTTGATTGTTTTATTATGACCTCAGATTAAATTGAGAAATACTAGCCCTTTGGGACAATTGTCCCAAA 
TATTACATTCAAATAAAAGTGCA . 

>GBEQ0688 | Acc | CD471596 1 Ver | CD4 71596 . 1 GI : 313928 64 | LeukoS 6_4 _C 0 9 . b 1_A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_C0 9_A0 2 8 3 1 , mRNA 
s equence . : Start : 1 : Stop : 4 8 3 

GCAAGAAGGAGGAAATGCACTACAAGGCTGTCCACAACACGGCGGTGATCTTCCTACAGAACGACCCTGG 
CTTTGCCAAGTGGGGGCCGACGCCTGAGCGGCTGCAGGAGCTAAGCACCGCCTACCGGCAGTCAGGCCGT 
GGCCATGGCTCCAGCTCTTCCTCCTCCTCCTCCTCAGAGGCCAAGGACCGGGACTCAGGCCGTGAGCAGG 
GCCCTAGCCGCGAGCCTCACCCCACTTAACACATCCTGCGGGGAGGAGGAGCCCCAGGGTGCTGGTATGG 
ACTGCTGGGACTCAGGCCTTTTGGGGCTGAGCAGACCCCAGGATCCTCCCCCTGGGGTGGCAGCAGGACT 
CAGGCTGCCAATGACATAGGAAGATGATGGCTCTGCCAGGGCTCCCCCTCCCTGCCCAATCCCCCACCTT 
CCCACGTCAGATTCTCTCCAAGTCCCCTGTAAATAGGCCCCATGCCTTCCATTCCTTCCCTCC 

>GBEQ0689 | Acc | CD4 715 94 | Ver | CD471594 .1 GI : 313928 62 j LeukoS6_4_G02 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_G02_A028 3', mRNA 
sequence . : Start : 1 : Stop : 5 67 

. AAT TAGAGGCAGAGGAAGAGCCAGAGGAGT T TTT GCTGGGACAAATAC TGGTCCAAACAAC TCAAATACT 
ACTTTTCAAAAGAGACCGAAGGAAGAGGAATGGGATCCAGAATATACCCCAAAGAGCAAGAAGTACTTCT 
TGCATGATGACAGAGATGATGGTGTGGATTATTGGGCCAAAAGAGGAAGAGGTCGTGGTACTTTTCAACG 
TGGCAGAGGGCGCTTTAACTTCAAAAAATCAGGTAGCAGTCCAAAATGGACTCATGACAAATACCAAGGG 
GACGGGAT TGT TGAAGAT GAAGAAGAGACCATGGAAAATAAT GAAGAAAAGAAGGACAGACGCAAAGAAG ' 
AAAAGGAAT AGT AAAT CTGAAGT GAGATTGCAACAGAGAGCAGAACTTACACCTACC GT TT TT T TACCTG 
ATTTTTGTTTTCAAATAAGAATGTAAGCATTTTACTTAAATTTTACTGTTTGCAAGTAGTCTATAGAAAT 
TTTGTTTTAAGTCTTCAAATATCTTGAAAAAATAGTAGACTGTATGTTGAAAATCGTACTGAAATAAAGT 
AGAAAAT 

>GBEQ0690 | Acc j CD471593 | Ver | CD471593 . 1 GI : 31392861 | LeukoS 6__4_H 04 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_H04_A02 8 3 r , mRNA 
sequence . : Start : 1 : Stop : 595 

GGGAAGCCAAGGAGACCCTGCAGAAGCTGCCCGAGGAGATCCAAAGAGACATCCTGCTGGAGAAGGAGAA 
GGTGGCCCGGGACCAGCTGCGTGACAGGGCGGTGTTCAGGGGGCTACCGCGGGTGGACTTCTTGCCCCCC 
ATCGGGGCGATTAGCCGGGAGCCGGCCGACCCCTCCATCCGCGAGAAGAGAGAAAAGATCAAAGAGATGA 
• T GAAACAT GCTTGGAATAAT T AT AAACGT TACGCT TGGGGCT T AAATGAACT GAAACCTATAT CAAAAGA 
AGGCCATTCGAGCAGTTTGTTTGGTAGTATCAAAGGAGCAACAATAGTAGATGCCCTGGATACGCTTTTT 
ATTATGCAAATGAAAGATGAATTTGAAGAGGCAAAAGAATGGGTTAAACAAAATCTGGATTTTAATGTGG 
TAAGTTAAACAAAAGTTGCCAATGCAGTTCTTAAATCTCGGTTAACATGATAAATTTTTTTGTGGGGCAG 
ATAATTGCACTGTACCCTTGCAGAAACAATTAATGCAATTTTAAATAGTATCATACCATGTTCTTCACTT 
GCCTTCCCTTACTACGCAAATACATGTCTTTTTTT 

>GBEQ0691 lAcc|CD471587 | Ver ) CD471587 . 1 GI: 31392855 | LeukoS6_4__G09 .bl__A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_G0 9_A0 2 8 3', mRNA 
sequence . : Start : 1 : Stop : 512 

TCCCCCGTTTCCCCCTGGTGGGATGCCCCATCCAGGGATGTCTCAGATGCAGCTGGCTCCCCATGGCCCT 
CATGGCTTAGGACACCCGCACGCTGGGCCCCCAGGTTTTGGGGGGCAGCCACCACCCCGACCACCCCCTG 
GAATGCCTCATCCTGGACCTCCTCCACTGATGCCCCCTCATGGATACACTGGCCCTCCACGACCCCCACC 
CTATGGCTACCAGGGAGGACCCCTCCCTCCACCCAGACCCATTCCCCGGCCTCCAGTTCCCCCTCGTGGC 
CCGCTTGGAGGCCCTCTCCCTCAGTAATTTCTCATTCTTTTTCCTCCTCTTATATCTTCCCAGTATCTTT 
TCAGTTTGGACCAATCTGCTGTAGCTTTTTGGGGCTAAAGCACTACTCCTTTTCAAGCCTTTTTTTTTTA 
AGTGTAATTTTTTTCACAGGGGGTTTTATTGTTTTCTATATTGGTCCTAAGTGTTTTGCAAATGCCCAGA 
GAAAATAAAACTAAACTCCTTG 

>GBEQ0692 | Acc [ CD471581 1 Ver | CD471581 . 1 GI : 313 928 4 9 I LeukoS6_4_G01 ,bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_4_G01_A028 3*, mRNA 
sequence. : Start : 1 : Stop : 506 

GAAAAGGGTGCTATAACACGAGACTCAAGGATGATGGCGGCTGCACCATATGGTACAATGAGATGCAGTT 
GCTGTCTGAGATAGAAGAACACCTGAACTGTACCATTTCTCAGGTCGAGCCAGATATAAAGGTACCCGTG 
GATGAATTTGATGGGAAAGTTACGTATGGTCAAAAAAGGGCCATTGGAGGTGGAAACTATAAAGGCCATG 
TGGAXATTTTGGCACCTACAGTTCAAGAGTTGGCTGCCCTTGAAAAGGAGGCACAGACATCTTTCCTGCA 
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TCTTGGCTACCTTCCTAACCAGCTGTTCAGAACCTTCTGATTTTAACAACACTGAATAAGATTTGAATAA 
TAAAAGTCTGTAGTCTTAAAACTCTAAAAATATTGTACTGCTTCCAAGCAGCAGTATTTATAGTAACTTA 
AGCTATTAATGCTAACTCTTGCATGTCAAGAAACATTAGTCGTAGGAATTCTTCATAAAATGGCAACTTG 
ATGAAAATAAACCTGA 

>GBEQ0693 | Acc | CD471514 ! Ver | CD471514 . 1 GI : 31392782 | LeukoS5_6_H02 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_H02_A027 3 f , mRNA 
sequence. : Start : 1: Stop: 4 69 

GCTTCGTGAGGCAGAGGAGGAGGAGTCAGACCACAACTGAGGGCGGGTGGGGCCGGGGACTTGGAGCCCC 
ATGGACACTTGGATGGCCCAGCCAGCCGCCTGGACTGCAGGGGGGGTGGCAGCAGTGGCGGCAGCAGTGG 
GTGCCTGTAGTGCGACGTGTTTGAGCTAATAAAGTGGCTGAAGAGGCAGGATGGCTTGGGGCTGCCTGGG 
GCCCCCCCTCCAGGATGCTGCCAGGTGTCCCTCTCCTCCCCCCCCCTAGGGGAACAGAGATATTGACCCT 
TAAAAGTCAATTTGGGGCCAGCCCTGTGGCATAGTGGTAAGTTTAGCACATTCCGCTTTGGTGACCCAGG 
TTCATGGGTTCAGATCCTGGGCACGGACCTACACTATGTATCAGGCATGCTGTGGCGGCAACTCACATAC 
AAAGTAGAGGAAGATTGGCACAGATGTTAGCTCTGGGCTAATCTTCCTC 

>GBEQ0694 | Acc | CD471512 | Ver | CD471512 .1 GI : 31392780 | Leu ko S 5_6_C 0 3 . b 1_A0 2 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6__C03_A027 3', mRNA 
sequence. : Start : 1 : Stop: 556 

AGTGGAGGAAGTGGGGGTTATGGAGGGAGAAGCCGATATTGAGCTTCTTCCTATTTGCCATGGGCTTCAC 
TGTATAAATAGGAGAGGATGAGAGCCCAGAGGTAACAGAACAGCT T CAGGT TAT CGAAATAACAAT GT TA 
AGGAAACTTATCTCAGTCATGCATAAATATGCAGTGATATGGCAGAAGACACCAGAGCAGATGCAGAGAG 
CCATTTTGTGAATGGATTGGATTATTTAATAACATTACCTTACTGTGGAGGAAGGATTGTAAAAAAAAAA 
AAATGCCTTTGAGACAGTTTCTTAGCTTTTTAATTGTTGTTTCTTTCTAGTGGTCTTTGTAAGAGTGTAG 
AATNCCACCCTCCATGGAGGGAGACTGCAGGGACCCCAGAAGACATAGGAGCTGCCTCCAGAGGACACTC 
AGCTAATGACCCCCAGCCAGCCTGGACTCCTAACATGGACCACCAGGAGCTTCTGGGACTTTTGGGGAGT 
CACCTGAT T CTGCAAT CAAAGATAACT GATATCCCCACAT T T TGGAAATAAAGCAACAG AC T TCTC 

>GBEQ0695 1 Acc | CD471506 | Ver | CD471506 . 1 GI : 31392774 | LeukoS5_6_E03 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_E03_A027 3', mRNA 
sequence. : Start : 1: Stop: 196 

GAGTGTAGAAGCATTCCTTCTTTGATAATGTTAAATTTGTAAGTTTCAGGTGACATGTGAAACCTTTTTT 
AAGATTTTTCTCAAAGTTTTGAAAAGCTATTAGCCAGGATCATGGTGTAATAAGACATAACGTTTTTCCT 
TTAAAAAAATTTAAGTGCGTGTGTAGAGTTAAGAAGCTGTTGTACATTTATGATTT 

>GBEQ0696 | Acc | CD471505 | Ver | CD471505 .1 GI : 31392773 | LeukoS 5_6_F0 5 . bl_A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_6_F0 5___A0 2 7 3', mRNA 
sequence .: Start : 1 : Stop : 4 65 

ACACGAGCCTGTATCGCGACAGCCGGAAGCTCACCATGACGGACTTTGTCGTTACTCTTGTTGCCACTTT 
TTTGTGGTTGGTGAGCACTTCAGCCTGGGCGAAAGCTCTTACAGATATTAAAATAGCTACCGGTCCCAAT 
ATTGTCCGAGAACTTGGACCTTGTAATCAAAGAGTGACGTGTCATTTTGGCTCTGTGACTAGTATGGGAT 
CCCTAAATGTATCTGTGATCTTCGGCTTTCTGAATATGATACTTTGGGGAGGAAATGCGTGGTTTGTGTA 
CAAGGAGACCAGCTTACACAGTCCATCAAATACTTCTGCTTCCCATGGCCAAGGAGGTGTTCCCCCTCCT 
TCCGGGATCTAATGAAAGGGAAAAGTACACTGTATGAAATACGGGGCTCTACTATGACCTGTTGCCAACA 
TCTTGAGAAGCATTATTGGTTTCTAATAAAAGTAATGGCCTTTTC 

>GBEQ0697 | Acc | CD4714 98 | Ver | CD47 14 98 .1 GI : 31392766 | LeukoS5_6_H05 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_H05_A027 3% mRNA 
sequence. : Start : 1 : Stop: 513 

ACCTTTCAGATTTTCCATCTCTAGAAAATGGCATGGGAACAAATGATGAAGATGAATTAAGCCTTGGCCT 
GCCTGCTGAGCTCAAGAGAAAAAAGGAACAGTTGGACAGCAGTCTCAGACCGAGCAAAGAGAGGCAGTCC 
ACAGCTGGGCTCACCCTTCCTCTGAGCAGTGACCAAACCTTTCACTTGATGAGCAACCTGGCTGGGGATG 
TCATCACAGCTGCTGTGACGGCTGCTATCAAAGACCAGCTGGGGGGCGCACAGCAAGCACTTTCCCAGGC 
T GCACCCGGCCCAGGAGAAGACACAGATACTGAGGAAGGTGAT GACTTT GAACTCCT T GACCAGT CAGAG 
CTCGATCAAAT T GAGAGTGAATT GGGACTT TCACAAGACCAGGAAGCAGAAGC ACAGCAAAATAAGAAGC 
CTGCAGGCTTCCTGTCTAATCTCCTCGGAGGGCATTAGCCTGGGGATCAACTTGTACAACAGAGCACAGA 
TAAACTACCAAAAAATTTCAAAC 

>GBEQ0698 | Acc | CD471494 | Ver | CD471494 . 1 GI : 31392762 | LeukoS5_6_H01 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_H01_A027 3 f f mRNA 
sequence. : Start : 1: Stop: 576 

ACATCATAAATTTGACCT GCTCATCTACCCAAGGT TACCCAGAACCTAAGAAGATGTAT TTT TCAGTACA 
AACTGAGAATTCAACGACTAAATATGATGCTGTCATGAATAAATCTCAAAATAATATCACAGAACTGTAC 
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AACGTTTCTATCAGCATGTCTTATTCATTCCATCCTGAAACTkAACAATGTGAGCATCTCCTGTGTTCTGC 
AGCCTGAGCCAACGGAGACACTGATTCTCTCTCCACCTTACAATATAGGTACAAAGCCACGTGAGAAAGC 
CCGGCATGAACAAGACCACATCCGCTGGATTACAGCTCTACTTCTAATATTGATCGTTGTGTGCGGGATG 
GTGTTGCTTTTAACACGAAGGAAATGGAAGAAGAAGCAGCCTGGCCCCTCTCATGAGTGTGAAACCATCA 
GAGTGGAGGAGAAAGAGAGTGAACAGACTGAGGAAAGAGTAGAAAATCCTGAAATATCCGCTGAAGTTCA 
GTGTGGTGGTAATATTTTGAAGACGACTTCAGGCGACTAAAGTACTGCGCATTTTTAATTAAAGAGTAAA 
ATTCGTATGACTATCC 

>GBEQ0699 | Acc | CD471487 | Ver | CD471487 . 1 GI : 31392755 | LeukoS5_6_A12 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_A12 A027 3', mRNA 
sequence .: Start : 1 : Stop: 551 ~ 

GAGCTGAAACTCCTTGGACATTTTCCATGGTCTCACTAATTACGCCGAACTGCCGTCTGGATCTTATGGG 
GAAGGACACTTTGACCTTTTTTTTCCATCTCTCCTTTTTATATATTTTGCATTGCATGTCTAACATGCAT 
GCCTATATACTTTATATATTGAGGGTAGCCCATTTATAAATTAAGAGTACATTTACATGGTCTCGCTAAC 
GACACTGAACTTCTGTCTGGATCTTATAGGGAAGAACATTTCTTTTTTTCTTTTCATCTCTCCTTTTTAT 
ATTTCTTACTTTGTATGTATGACATACATGCCTATATATTTTCTATACTGAGGGTAGCCCATTTATAAAT 
TAAGAGCACATTGTATTCAGCAAGTTATAATGGGGCTGGTCTTAAGTGGACCACTATATGTATAAATATT 
TTGGAGAAAACACTGTATACATTTTGGGCAACGGTTATGCATATTATTTACAAGGAGAAACTTTTTCTTA 
AAGAGCCAACATTTAAAATTTAAGTAAATGTTCTATGTCAATAAAAGANAAATGTACTTTG 

>GBEQ0700 | Acc j CD471485 | Ver | CD471485 . 1 GI : 31392753 | LeukoS5_6_G06 . bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5 6 G0'6 A027 3', mRNA 

sequence .: Start : 1: Stop: 582 "~ "~ 

AATCCTTTGATAGACTCGTTATTCCAGGAGCGGCAAGACGTTATTGCAAGGATTGCTCAACACTTGGAGC 

ATATTGATCCGGCGGCATCGCACATGCCCCGGCAGTCATTCAAAATGCATGACTCCAGTTCGCTTCCTTC 

TAAAGTGTTTAGGAGTTCGTATGAAGACAAAAATTTGTTGAAGAAGAACAAGGATTATGCCTCTGTTTCC 

AT T T T T AAT GGGAAAT TTTCCTTGT TAGAAG AT AGC AG T G AAGGGAAAAAC T T AATAC C T AAT AAAT C T T 

TTAGTTCTTTTAAATGCAGTAGTAAAGCCAAGTCCTTTTTGAAACCTCAAACAAGACATTTGTATCAGGA 

CAATCCTGGTGAAATCATCCAAAGTACATGTCAAGAGACACAGAGCAAAGCCACTAGTTTACTGACTCCC 

TCAAATATGTCTCATTGCAAAGAAAATAACTTAGATTTGACAATCAGATTGGAAAATACACTTTCCGAGT 

GT CAAT TT AAGGAGCAAGAAATAAGCAATGGAAT TGAT AAACAGTATTCATAT T GCAACGGTAT TGACAA 

ACAGAT TTGT GCAAATAAAT GT 

>GBEQ0701 | Acc | CD471478 | Ver | CD471478 . 1 GI : 31392746 | LeukoS5_6_D07 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoSS 6 D07 A027 3', mRNA 
sequence. : Start : l:Stop: 594 — 

AGAAGTGTTTGGCAACATATTGACTGCATGGGCATTGACAGGCAGCATATTCCTGATACATATCTATGTG 
AACGTTGTCAGCCTAGGAGT T T GGATAAAGAGAGAGCAGT GCTAC TACAACGCGGAAAAAGGGAAAATAT 
GTCAGATGGTGATACTAGCGC2UVCCGAGAGTGGTGATGAGGTTCCTGTGGAATTATATACTGCGTTTCAG 
CATACCCCAACATCGATTACTTTAACTGCTTCAAGAGTTTCCAAGGTTAATGATAAAAGAAGGAAAAAAA 
GTGGCGAGAAAGAACAAAGCATTGCAAAATGTAAAAAAGCCTTTCGTGAAGGTTCTAGGAAATCATCAAG 
AGTTAAGGGTTCAGCTCCAGAGATTGATCCTTCATCTGATGGTGCAAATTTTGGATGGGAGACAAAAATC 
AAAGCATGGATGGATCGATATGAAGAAGCAAATAATAACCAATACAGTGAGGGTGTTCAAAGGGAGGCAC 
AAAGACTAGC T CTGAGAT T AGG C AAT GGAAATG AC AAAAAAGAGAT AAAT AAAT CAGATTTG AATACCAA 
CAATTTGCTCTTCAAACCTCCTGTAGAGAGCTAT 

>GBEQ0702 | Acc | CD471477 | Ver | CD471477 . 1 GI : 31392745 [ LeukoS5_6_E09 . bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6 E09 A027 3 f , mRNA 

sequence. : Start : 1 : Stop: 48 0 ~ 

AGGGAGTCCATACACATCCCAGTGAGCAGATATAGTTTGCTTATTTATAGCATGTTTCTTTTTGAAAAAT 

TAGTGGTGGACACATTTGGATCACATTTATACAGTTATGAAAATAAAGATTTGATTTTGGTCATTCTTCA 

GATTTTTGGCTCTGAATGACTTAAGCTGAAGTAATTGGCTCCTTTAAGAAATGTTGCACCATCATTCACC 

CTGAGGATTCTTGGACCCTGTTAGATATTGTTAGGTGCTGAGGTTGTAATGAGGTCTTTAGCAGAATGTA 

AACTTAAACTTATTTGTAATTACTTTATTCAGCTGTTAAGAAATATAGTACTTAGAGGTTTTATGTCTCG 

TCCCTCACATTGGCATTTGGTAGGTTACATTCTTCCCATGCCAAGGTGAACTGATAATTAAATGCCAGTG 

CAACCCC T TTAT T T TACAAACAGTAAAAAATGACT TGAGTGTCCTATAAATAATT TTGAG 

>GBEQ0703 | Acc | CD471474 | Ver | CD471474 . 1 GI : 31392742 | LeukoS5_6_F07 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoSS 6 F07 A027 3 f , mRNA 
sequence. : Start : 1: Stop: 513 

CTGGCCGATGCGGGCCGCGTGCTGGCTGGCAAGGCCTTTGGGTCCGGGCTGGTGGGGCACCGGCTGTTCC 
TGGCCCGCCAGGTGCTCATCGCGCTGGCCTTCCTGAGCAGCAGCGTGAACCCCGTGCTGTACGCGTGCGC 
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CGGCGGCGGCCTGCTGCGCTCAGCGGGCGTGGGCTTCGTCGCCAAGATGCTGGAGGGCACCGGCTCCGAG 
ATGTCCAGCACGCGCCGTGGGGGCACCCTGAACCTGACTGTAAAGGGCGCCCCCACCTCCCCCGAGCCTG 
CACCCTCCGAGAGCCTCACTCTTTCCACCAACCCTTTCGAATGAAGCGAACCCAAGTGGGCCTGGGGGTA 
TGGTGATGGCGGAATGCCCCCTTGCCAGCCTGACCCAATTTCTGTACCCCAGGAGGAGAACTCATGTTGG 
GGGTGGAGCGGAAGAAGGGGGGGGGGGAGGGCCGAGTAAGGGCGGAGTGAGAGCCTGGCTCCCGAGGCAG 
CTTTACAATTAAAACTGAGCCTG 

>GBEQ0704 | Acc | CD4714 64 | Ver j CD4714 64 .1 GI : 31392732 | LeukoS 5_6_H 1 0 . b 1_A0 2 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__6_H10_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 512 

TCAGCATGTGCGGCCTCATGCTCAAGCTGAAGTGGTGCGCTTGGGTCGCCGTCTACTGCTCCTTCATCAG 
CTTTGCCAACTCGCGGAGCTCTGAGGACACTAAGCAGATGATGAGTAGCTTCATGCTGTCCATCTCTGCC 
GTGGTGATGTCGTATCTGCAGAACCCTCAGCCCATGACGCCCCCCTGGTGATGTCAGCCTTGAGGGGTTA 
CATCCTGGACCCCTCCATCCAACTTCCCCCAGGCCTGGCCCTTGGCTGCTCAGCCTCCTGCCCTCGGCTG 
CTGTCCTGGGCTTCCCTGGGGAAGGCAGCCTCAGGCCCGCAGCTGGCTGGAGGGAGCCTGGCCCTTTCCC 
TGGGACCCCACTTCCACTGGGGCAGAGAGGGGATACCCTAGGCCCACCCCTCCTGCCTTCCTCTCCCACC 
CTGCCTGCTGCTGGAGGCGATGCTGTCCATGTTTCTAGACGTATCCACTCATTTTCTTGTTGAAACCAGT 
T AAT AATAAAGT T T T GCAT T T G 

>GBEQ0705 | Acc | CD4714 61 1 Ver | CD4714 61 .1 GI : 31392729 | LeukoS 5_6_B02 . bl_A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_B02_A027 3 f , mRNA 
sequence .: Start : 1 : Stop : 4 62 

TGTGGTGGCTGGAGCTGTGATCTGGAGGAAGAAGCGCCCAGGTGAAAAAAGAGGGATTTACGTGCAGGCT 
GCAAACAGTGACAGTGCCCAGGGATCTGATGCGTCTCTCCCACAGAAAGTGTGAGACGGTGGCCCTGTGG 
GAGACCAAGTGATGCAAGATTTGTTCACGCTCCTACTTTGTGACTTCAGATCCCCTCTCTTCTCTTTCTG 
TAGCTGGCATCTGAATGTGTCTGTGTTCCTATTAGCATAATGAGAGGAGGXGGGGAAATTGACCCACCCC 
TGCCTTCCACGACCCCCTCCCTGTCTTAACTTCCTGTTGCACTCACTAGTGATCATTTGCTTCCTTGCTG 
AAAATATGGATCCAGATATGAAT TT T T TTCTAATTCT T C T T CTAAGGGAT T GATGTGT TAAT TAAAGAAG 
AAGATT CCTAAAGT T TGAGAGTGGAAATAAAT GGAAGCTCT G 

>GBEQ0706 | Acc | CD4714 5 6 | Ver | CD47145 6 . 1 GI : 31392724 | LeukoS 5_6__E0 4 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_E04_A027 3 f , mRNA 
sequence. : Start : 1 : Stop : 4 65 

TAAATGTTTGTCTTTTCTCAACTGTTACCTATTATGGGAACCCTGGAGTATCCCACCCAGCTACCTAATC 
CCTCAGTGACCCTGAACTAATATGTCCATGGAAGCAATAAATCCCCCTTTATGAAGCCTTTATTGAATTT 
TTTTCTGTCTTTCCTCTGAGGGCTGACCAGAACCATGGCACCCTACGCTTCATTTATTCTCATTTCCCAG 
AT CATGTT TAGTCT GGGAAATTAAGCAACACAGGAGCAACCAAGTATAGACTGATAATATT TT TAT AT CT 
TAGCTGAGGTTAGCATTTCTCTCTTCCTTTTGTTCCCACCCTTGGTCACTGCCACTCCCCTCCCCCAATT 
CAGACT TCAATGAAGGTAATATATACCCTC TGCATT TGGTGTAGT T TTGTTAGAAGAGAC ATACAAAAT C 
CAAGAAAGAAATCTGTCCTCATTTTAATGTAACTTTTAAAAGTTA 

>GBEQ0707 | Acc | CD471454 j Ver | CD471454 . 1 GI : 31392722 j LeukoS 5_6_A0 7 . bl_A0 2 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_A07_A027 3 1 , mRNA 
sequence Start : 1 : Stop: 555 

GATAATTATGTCTGTGTAGTTTGACTTTTAATTTCATGATTAACTTTGAGCCAAAATATAATTGGACAGA 
TGGTCTCATTATTTTATTTATCGTGCCCCATTGCAACTTTATGGCTCAGTAAAATATGCTTTTTTTTACA 
AATGTAAATT T TTAAAT T TAAGCAT T TGTAAAGT T ATAGCAAAAGT T GCAAATCTGT T AATACACAGAAT 
GTGTATGGATTATTTATGTTATGAAAATAAAACACTTAAAATAAATGATCTTTTAGTATTTCAAGTTCCA 
ACTCCAGTAATTAGCATTAACTTTTTCTTCCCAAAGCAATGCCTCATTTCTCGGCTGTGCAGGTGATGCC 
ATGACATATCTGATAACCAGAAAAATCACTGTGCTGAACTTTAATTTATGTTTAGCTTCCACATATTTTT 
CTAATGTTTTGCTTTTTTAAATGGTATCACTGTTAAATGCCATTTCTGTTTTGAGATTGTGGCTCTTTAT 
TGTTGGCTTCTGGATCCTGGTGTATCTGTGTTCTTTTTTAAGTACAAAAAGGGGGGAATAAAGGG 

>GBEQ0708 | Acc I CD47144 9 | Ver I CD471449.1 GI : 31392717 | LeukoS5_6_A03 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_6_A03_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop : 581 

TCCTCCCCATCCGACACCGGCATCAGGGCAAAGGAAAGATGTCAGGGGTTGCAGACCCACAGCCCAAGGA 
CGGAGGCCTGCAGATCAGCTCCAGCCCAGCTGTAGACGCCCAGGAAGAGACCCTCTATGCTGCCGTGAAG 
GACACACAGCCTGAGGAGGGGGTGCAGCTGCACCATCAGCAGGGCACTCATGATGAAGACAACAAGAGAG 
TAAAGTATGCCCAGGCTGCTATATCTGAAGCCCCCCAGGACGTGACCTACGCCCAGTTGAACCACTTGAC 
CCTCAGACGGGAGATGACATCCCCTTCCTCCCAGTCAGAGGAGCCCCCAGCAGAGCCCATTGTTTTCCTT 
CTCCCCCCATCCGGCACCCCGATATATTATATATAAAGTCTTGAAATTTGGTGTGTCTTGGGGGGGGCAC 
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CACCGCCTGCCCCTGGGGTCTTTTTTTATTTTCTGAAAATCACTCTTGGGACTGCCGTCCTCGCTGCTGG 
GGGCATATGCCCCAGCCCCTGCACCACCCCTGCTGCTGCCTGGGCAGGGGGAAGGGGGGGCACGGTGCCT 
GTAATTAT TAAACATGAATTC 

>GBEQ070 9 1 Acc | CD471375 j Ver | CD471375 .1 GI : 31392 643 | LeukoS 5_5_B 1 1 . b 1_A0 2 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_Bll_A027 3', mRNA 
sequence . : Start : 1 : St op : 5 63 

AGGTGATCCTGGGGGTCTTCCTTCCCTTNGTAGTCATGGCTTGCTGCTACACCATCATTATTCACACTCT 
CATTCAAGCCAAGAAGTCATCCAAGCACAAGGCCCTGAGGGTGACCATCACTGTCCTTACTGTCTTCATC 
TTATCTCAGTTCCCTTATAACTGTGTTCTGTTGGTGCAGACCATTGACGCCTATGCCATGTTCATTTCCA 
GTTGTGCCATTTCCACCAACATTGACATCTGCTTCCAGGTCACTCAAACCATTGCCTTTTTCCACAGTTG 
CCTGAACCCTGTTCTCTATGTTTTTGTGGGTGAGAGATTCCGCCGGGATCTTGTGAAAACCCTGAAGAAC 
TTTGGTTGCATCAGCCAGGCTCAGTGGGTTTCGTTTACAAGGAGAGAGGGAAGCTTGAAGCTGTCTTCTA 
TGTTGCTGGAGACAACCTCGGGAGCTCTCTCCCTCTGAGGGGTTGTCCATGAGGTGGGTGGTCCTTTCGG 
AAGTAATTAGAAATACGGATACAGCTTCCCCACTGACAGGACCAAAGGGAAACCAAAGAAGGAAAAGGAA 
GTG 

>GBEQ0710 | Acc | CD471360 | Ver | CD471360 .1 GI : 31392 628 | LeukoS5_5_A05 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_A05_A027 3 1 , mRNA 
sequence . : Start : 1: Stop: 518 

CCAGCCCCCCAACCTGCCCCTTGGGGTGCCCACCTCCAGCCCAGGCTTCAAGATGCTGCTGAGGGAGGGC 
TGGGAGCCTGGAATGGGGCTGGGACCCCGGGGCGAAGGCCGCACCAATCCCATCCCCACTGTCCTCAAGA 
GGGACCAAGAAGGATTAGGGTACAGATCCGTGCCCCAGCCCCGAGTCACACACTTCCTGGCTCGGGATAC 
CCGGGCTGTGGCTGGGAGAGAGAGAGCCCCTCGGGTGATCACACTGACTCGGAGGGAGGAGAGGAGGCAG 
GAGGAGAAGGACAGGGCCTGGGAGCGGGATCTGAGGACATACATGAACCTTGAGTTCTGACCTTAGCAAG 
ATCTGACCCTGGGCTGCTGCCAAAGTCTGAACTTGTGCCTCTGACCTGGGCACTTTGGCTTCTACTTCCT 
ACAGTCTGCCCAAGTCCTAGACCCTTAGGTTTTCGTCAGTGGGCTCTGCCTTTGGGAGAGAGGGACTGAG 
AGTTGAGAAATAAATCAACCTTCTCCTT 

>GBEQ0711 |Acc|CD4713591Ver|CD471359.1 GI : 31392627 | LeukoS5_5_B07 .bl_A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_B07_A027 3 1 , mRNA 
.sequence. : Start : 1: Stop: 533 

GATCAATCAAAAAGTTTTTCCAGGCAGAGGTCCAAATCTGTCACAGATGCTGCCACCCCAACGTCTTGCC 
TCTGCTGGGCTTCTGCACCGGAGGACAGTTTCACAGCTTGGTCCACCCCTACATGGCAATGGTTCTCTAC 
AGGACAGACTCCAGCACCAGGTAAGGGGCTGGGTCACGGTCAGAGAACAGGGCCAGGCAGCACCCAGTTA 
GAGAATCAAGGGT GAAGGAT T T ATAGGAGCCCAGAGGGAGAGGAGCCATCCAGAGAGGC T CT TAAGGAGA 
GAAGTCAGGCCAGGATAGTTACGATCTGGCTAAACATCTTCAGGTAAAAACCTATGGGGGGCCAGCCTGG 
CAGCTGAGTGGT TAAGTTCCCGTGCTCCATTTCGGCGGCCCTGGGTTTTACCGATTGGGATCCTGGAT GG 
GGTCATGGCACCGCTCATCAGGCCATGGTGAGGTGGCGTCCCACATAGCACAGCCAGGACCTACAACTAG 
AATATACAATTATGTACTGGGGGCTTTGGGGAGAAGAAGAAAG 

>GBEQ0712 | Acc | CD471357 | Ver | CD471357 .1 GI : 31392 625 | LeukoS 5_5_H1 1 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_Hll_A027 3 ? , mRNA 
sequence . : Start : 1 : Stop i486 

TAAAGAAATAAGT CCTATGAAAGACAAT TT T CCAT T AAGAGACCC T TGGCAGAAAACT T CAGAAT TCTCT 
GTTTTGCATGATCCTGTACATTCAAGTGCTCAAATTTTTAATTCTCTGGGCTGCATTCGTTCAGTCCAGA 
GCC T T CATAC AGAT CAAAACTACACAGGAACT CT GAAAAGATCCCATTCT T T GCCACCAAATAT CGT GT T 
TGGAAGACAAACCAGTTGAAATTAGAACTGAGAGCTGTTTACATCAGGAGCCTTTGGAAAAGGATTGTGT 
ACATGTTGCTACATCTCCAGAAGTTATACGTTTTCTGGGTATTTCTAAATTTTAGGAGTAAGCTTAAGTA 
CTGAAAACATTTTCTACAAGAAATTTATTAGTATTCTGTGTTGACATATTTTATTTATATATTACATTAC 
TAT ACT T TAGGAAATT TTTAGTAT TTGCCAACGTCAAAAATAAAGAAACTCACT T TTAAGAAATCC 

>GBEQ0713 | Acc | CD471351 1 Ver | CD471351 .1 GI : 31392619 | LeukoS 5__5_D 07 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_D07_A027 3', mRNA 
sequence. : Start : 1 : Stop: 501 

GTGAGAGGTTATGTGACTTGCCCGAGGTCTCCCGGCCTGGAGATGTCAGAGGTGGGATTTGAGCCTGGGT 
CCGCTGACTGAGAGCCCTGTGTGAGCCCCCAGGCGACCCTGTGCACTCGGACCCCTTCTCCTGCACCACC 
CTGGGGAAGTGGGGAGCCAGGGGAGAGGGGGAGCTCCAAGGGGCAGGCCCTGGGGGTTGCCGCCTAAATA 
GGCAAATCCTGCCTGTGCCTGCCAGGCCGAGGCCCTGCCCAAGGCGGTCTGTGGGCCGTGGGAGTCTCCA 
CGGCCCTCGGGGGATGCACAGGCTGCTAGGACAGCCGCGCTCAGCCAGGGCTCATTCTGTTCCCCTGGGG 
ACGTTTGGTCACGTCTGGAAACACTTGTGACGGAAAAATACGTGTGTGTATATACATCCACACTTAGATA 
TGT T CATTATCAATT T TACTGCTACAAAGGATGTTTAGTACACAACT T ACAAATAAAAAATACATAAT AC 



636 



WO 2005/067649 



PCT/US2005/000517 



GTTTTATTGTG 

>GBEQ0714 | Acc j CD471350 | Ver | CD471350 . 1 GI : 31392618 [ LeukoS5_5_D10 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_5_D1 0_A0 2 7 3 f , mRNA 
sequence .: Start : 1 : Stop : 557 

CTGAGAAACGTAAAGACTATTTTTTCAGTGTATATCTACTCAGATATTGTGTATTTTTGATGTGCACTGT 
T AAGC AAG T T C T G AAC C T T T GGG AAAAAAAG CAT T TAT GAT C T C T T G AAAT AAG T C AG AG G T .T AAC T T AT 
TTAAAGGGGGATGTACATATAGTCTGAAACTAGGATGCATGCAATTGTGTTGGAAATGTCCTTGGTGCCT 
TGTGTGATGTAGACAATGTTACAGGGTCCGCATGTAAATGGGTTGCCTTACTATGGAAAAAAAAAATCAC 
TCCCTGGGTTTATTATGGCTGTATATTTCTGCCTATTAATATTTGGAATTTTTTTTAGAAAGTATATTTT 
TGTATGCTCTGTTTTGTGACTTAAAAGTGTTACCTTTGTAGTCGACTTGCAGATAAGAATGTAAATAATG 
TTACTGGAGCTGACTTGTTTGGTTATTAGCTCTTAATAGTTGTGGAAATATAAATGATTTATTCTAATGC 
GAAAC C AC T AAC T G AAG T T C AGAT AAT GGAT CGT T TAT G AC TAT AG T G T AAAT AAAT AC T T T T CAAC 

>GBEQ0715 ] Acc | CD471347 j Ver | CD471347 . 1 GI : 31392615 | LeukoS5_5_A08 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_A08 A027 3', mRNA 
sequence .: Start : 1 : Stop : 539 

CTCCAAGCCCCCCTAGGCCAGAGATTCAGTTGCAGAAACGCAAGCATCGCTCTTTCACCAGCTTTCCACC 
TTGACCTGCTCTCCCTGAAGCTACAAGCTGCTCAGCTGACCCCCACAGGAGCCTTTGGGCCAAGTTTCTC 
TTGTCCCAGTGACCAGTCCATCTTGCTGCCTCTCATCATC6GCCTGATCCTCCTC6GCCTCTTCGCCCTG 
GTCCTCATTACCTTCTGTGTCATCCGGAGACGCCCACCCACCTACCAGCCACTCTGAGCGTTTATCCCAA 
CTCCCAGGGCACCAGGGGGTGCCCTCATTTCTCACTACTCGGCCGACTCAGAGACC7VAATTATCTTCCTT 
CCCTCTCTGTCCTGAAGAACAAAAGTAGAGAGAATGCAATCAGCAGGGATGAGGGGAGAGATGTTTATTA 
AATGCAGCAGGTTGCCCCCTCCCCCATCCCCAGTAGGAGAATGGTAAAACCTATTCAAATCTTTGTCCCT 
GATTTCCCTTGTCCTTCCTGCCAGAATTAAAAGCCGTGAGTTTTTTGTC 

>GBEQ0716 | Acc | CD471341 1 Ver | CD471341 . 1 GI : 31392609 | LeukoS5_5__C08 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_C08_A027 3», mRNA 
sequence Start : 1 : Stop : 602 

TAAGATGGGAGCCGCCGCCTCAGCTCATCATCCCCATTGTGGGCATCCTTGCTGGCCTGGTTCTCCTTGG 
AGCTGGAGCTGTGATGTGGAGGAAGAAGTGCTCAGGTGAAAAAAGAAGGAGCTCTGCTCAGGCTACTGTT 
AACGACAGTGCCCAGGGCTCTGACGCATCCCTCATGGATCCCAAAGTCTGAGACAACTGCCTTGTGGGGG 
ATGGAGTGGTGCAAGATTAATTCACATCTCCCCTTGTGACACAAGAATCCTTGACTTCTCTTTCTGCAAC 
TGGCATCTGAATGTGTCTGTGTTCCTATCAGCATAAGGTCAGGAGCAGAGGAGATTAGCCCACTGCCGGT 
CCACCATGACTCCCTCCCCACACTGATCTGTGTTCTTTTTCCTGATCGACTTTCCTCTTCCAGCAGAAGT 
GAGACTGGCCTGTCTCCATCCTTGTCTTAACTTCATGTTGCAATGAGTAGTAATGACTTGCTTCCTTATT 
GAAAATATGAATCCAGATATGAATTTTTTTCTATTTCTTGTCTAAGGGATTGATGTTTGAATTAAAGGAG 
AAAT T T CC T AAAG T T T G G G AGAG G AAAT AAAT G GAAG C AC T G 

>GBEQ0717 | Acc | CD471335 | Ver | CD471335 .1 GI : 31392 603 | LeukoS5__5_C04 . bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoSS 5 C04 A027 3 f , mRNA 

sequence. : Start : 1 : Stop : 560 ~ 

GCCTAGAAAAGGAACTTGCTCCATTATTTGAAGAATTGAGACAAGTTGTGGAAGTTTCTTAATCTGCCAG 

CAGT T T CGATGTATACCCT GT CTTCAT TATAACAGACACAAT AGCAAT CCAGCCATCTGTAGACCACAAC 

AGTGCTTTTATCCGTGTACTCAAGAAAGGGTCCCCTTTTCCACCTTACACTAAAGAACGAACCTATAGAT 

ATAATGTCTGGACAGATTATCTTTTCTTGTGTAGGGCCTTTTCTTATTTAGTGAGATCTGGGGATACCAC 

AGAAATGGTTCAGTCTCTCACAGCTCCCATGGAGCTAGTCCAGTCACCAAATACAGAGGAGATTCTGTCC 

GTGCGTCAGAATCAAAATGTTACCTTGATCCACTTGAACCACTAAGTGCTCCCTCTTGTACAATACACCC 

AGGCCTGCAGAATGTGGCAAACCCTTTTTATTGTGAATAATAATGAGGACATATTTTTCTTCATATTGTT 

TTATTTCTTTGCTTTGAGTGTAAGGAAGATAAAATGGCTTAGTAAAAGTAATAAAATCAGTACAATCACT 

>GBEQ0718 | Acc | CD471332 | Ver | CD471332 .1 GI : 31392600 | LeukoS5_5_F0 6 . bl_A02 7 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_F0 6_A027 3', mRNA 

sequence .: Start : 1 : Stop : 527 

CTGCACTGGAAGACTCGGCATTTTCTGATATAGAAAAAGGCTATCTTTAGTATCCTGTTGTCATAATGTG 
TCAGAATCTATGCAT TAGAGTTGATGTGT TT TGTAC TAGTGT CAC AGCATAAAAT CATATAACAAGTACT 
TGAGGATTCAGGGTCTCTCTGTAGGATTATCATAGCTCTATATTGGATAAAAGCCACTGTGCTTGTGTTT 
TGATTGGAAGTTCCTTTAGTGTCAGTTGTTTGGAAGCCATTGATGTCTGCCACTGAAATTCACATCCATA 
GAAGTATGTTATACTTCCATGGAAGTTTGCTTTAAGTGACACTATGCACGCAGAGTTCATTTCTAGTTCT 
TGATAGAACTGCACTTAATTCTAAGTGTTATTCTTGACTTTGTAAGGGCTGTGCTGTAATGAGAATGTGT 
TCTGTCTTACTGATAAAATCTACATATGCTTTAGAATTTTCTAAGACAGTCCTATGGATCCTGTAAATGT 
GAATTTTGATGTAATAACTGCTAATAAAATTATATTG 
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>GBEQ0719 | Acc | CD471328 | Ver | CD471328 .1 GI : 31392596 | LeukoS5_5_A10 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_5_A1 0_A02 7 3 1 , mRNA 
sequence . : Start : 1 : Stop : 523 

AGAGCCAGGCAGCTTGACCCCAAAGGCTCAGATCTTTGTCCAAAAGCCCAATTTGGGGCAAAAATGGATT 
GTTTTTTCTTTTTCTTCTGTTTTATTTTATGATGTTTTTGGAAATGAGAGAAGCTGTTTATTTCTTCACT 
TGAAACAAGAGGTAGGGGGAAAAATTCCAAACAGAACCATCTTTTCTGCCTTATTAGCTTTTTGTCAGAA 
AGAATAGCAACAGTTGGTGATAATGGCCCCTCAGACAAAGTTGGAAAATAGAGTCCAAACTTTATGGCCA 
AGACCATTTTTTAAAAGTCTAAACCTATAGTTTCCACTGTTGAGTACTGTTACGTGCTGTTACTCTTTTA 
AATGTTTGCACTTGATACTTTTGTATTGTTTTAAAGAACTTGCCGTTAAGCCATTTCTTTAAAAAGTCCT 
ATGTAATACTAAAGGACTACAACAATTTTAAAAACTCTATGGGATTTCTTCTTCAGTGGTTGGTTTGCTG 
TGGCTTTTCATTCAATAAATATTTATTTAGGCT 

>GBEQ0720 | Acc | CD471326 I Ver | CD471326 . 1 GI : 313925 94 1 LeukoS 5__5_G 04 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_G04__A027 3 1 , mRNA 
sequence . : Start : 1 : Stop: 540 

AAAAAAAAAGTATGAGGCAGTTAGCAGTACCAATCAAGTTATTAAGTGACTCTAACCAGTGCCACTTTTC 
TCTGTTATCTTTGAAAAATCTTTGCTTTTTTAGCATTTCAGAAGATTGTAACATCCTGCAGTTCTGTTTC 
TGAGAGGTTTACTGATTTATCTTCCTACTCAAACAAAACAAGTACTGATTGCCACATTTCTGAAGAAGAT 
CTCCGGATCTGGACTACTGTGGAAGAACTCTCAGTGAGGTCATCCGTAACTTGAGAGATGGTGAATGAAT 
ACCAGAAAAT T GT TC T T CT GAAAGGAT T AGAGCCCAT CAGTGCATATCAT T T TAGCATGGT TAAAT CTC T 
ATTGGCCCATGGTTTACAACTGACTGCCAAACCTCAAGATGAATATAGTAAAATTGAGATTGCTAAGTTA 
ATGGCAGAAAAGTATCGAGGAGCCACCTGTGTTGACAAACCAATAGACTTGTACAAAGATATACCAGAAC 
TTAAAAGCCTTGTTAAAAATCTGAGAAGTGAAAAGTTAAAAGTCGCAGTG 

>GBEQ0721 | Acc | CD471317 | Ver | CD471317 .1 GI : 31392585 | LeukoS5_5_D05 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_D05_A027 3 1 , mRNA 
sequence . Start : 1 : Stop : 603 

AAAAAAGAGGTGTGCCTCAGATTAATGAGGAAATGCTCTTTCATGGTACCAGCAGTGAATTTGTGGAAGC 
AATTTGCATTCATAACTTTGATTGGAGAATAAATGGTATACATGGTGCTCTCTTTGGAAAAGGAACCTAT 
TTTGCTAGAGATGCTGCTTACTCCAGTCGCTTCTGCAAAGATGACATAAGGCATGGAAACACATTCCAGA 
TCCATGGTGTGAGCTTGCAGCAGCGGCATCTATATAGAACATATAAATCTATGTTTCTTGCTCGAGTGCT 
AATTGGAGATTACATAAACGGAGACTCCAAATACATGAGACCTCCTTCCAAAGATGGGAGCTATGTGAAT 
TTGTATGACAGCTGTGTGGACGACACCTGGAACCCAAAGATCTTTGTGGTGTTTGATGCCAACCAGATCT 
ATCCTGAGTACTTAATAGACTTTCATTGATTTCACTTCCAAATATCCGTGATCAAGGAAGTTTTCTTCTT 
TTTTGCAGGAAGATTTGCTCTCTTGTCATCTAGCCACTTAATGTTAATTGTCTGATACTTTTGAAACAGA 
TATGAAAAAAAGTGGCCTCCATATAAAAAGACATACTAACTTT 

>GBEQ0722 | Acc | CD471235 | Ver | CD471235 .1 GI : 31392503 | LeukoS5_l_E08 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_E08_A027 3 f f mRNA 
sequence . : Start : 1 : Stop : 5 93 

AGGCCACACAGGTAGGGCCTGACCTAGGAGAGGCCTGGAAGTTGAGTCTCCTTACAGTCCTGAGCATTTA 
GATGGCACAGCCTTGCACCAGGAGCAGGAGATGCCAGTCATTGCAATGGCATTCATGTCCAGTGTTAGGC 
TGGGCTCCAGCTTCTAGCTTTCCCTTCTGTGCCCTGAGGCCAGTGGTGAGTATTCATGGGCCTCTTACCA 
TTCCCACCTGTGTTCCCTCACCCATGCTGTCTTGTCAGATGAACCCAGTTTCTCCAGAGGTAGAATCTGA 
CCAAGCATGAGAGAGGTTTGCTCTCGGGACCAGTGGCTTGGATTCCGCCACCCCCATGCCCATAAATCCG 
TGTGTGTGTTCACTTCTAGCTGCCTGGGGGCTGTCCCTGCTTGGGGAGTTGGGACAGTCTGCTCTCTGGG 
TATCTTTGGCCAGGCTACTGCCCTCTGCAGCTTGGACCQCTTTCTTGCCTGCCATTTTCTGCTTGACTTC 
GTCCCCAGGGACAGTTGCCACCTCCCACTGCCAATGCTTTTTTTTTTTTATTTGTGGTTTTTCCATTTGG 
GGCCAAAAGTTCAGTGAAACTGTAAGCTTCAAT 

>GBEQ0723 | Acc | CD471232 | Ver | CD471232 .1 GI : 31392500 | LeukoS5_l_H06 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l__H06__A027 3 f , mRNA 
sequence . : Start : 1 : Stop : 610 

TAGAGAAAATTTGGAGCCAGTCTGTAAAAAAGCGATTTTTATAAAATTATTCATCAGGGTTGAGTCAAGT 
GGCAGAGTCGTGGCTTAAAGAAATATCTTAGTTCTTTGTCTATAATGTGTCTTCTCTCACTTTAGGCAAC 
AGAAGCAGCAGTACACTAACCAGCTTGCCAAAGAAACAGACAAGTACATTAAAGAGTTTGGATCCCTGCC 
CACCAGCCCCAGTGAACAGGTATCGAGCTGTGAGACACACTGTTGGTGCCGTGAGTGTGAGAGAAAGCAG 
ATGTGCTGCAGGATCTCTGGACTGTTAGGCCAGAAAGGAACTTAGGGGGATAAACTCTTATTTGAGATTG 
GTTCACAGAACACAAAACTATGCTTAATTGCCCAGGTAGTATCCGGTGGTTCAGTAAAGCAAAGATTATG 
TCCATGCAAATGCCCTGACCCCTACTGAAGTCAGTGCTGAGAAAGCGCTTCCTGCGTGATTGCTTCCTGA 
CCTTCTAGGACTGACCTCACACAGGGCGCCCGCAGTTCAAGATGTGAGGGTCCCTAGGGGCGCATATTTC 
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TTTCCTTGCTTACTAAGCAGAAGTTACTACTTAGGTAAGAGCATAAGGTT 

>GBEQ0724 | Acc | CD471224 { Ver | CD4 71224 . 1 GI : 313 924 92 \ LeukoS5_l_B08 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_B08_A027 3 f , mRNA 
sequence « : Start : 1 : Stop : 577 

CCAAGGGCTGGAGCCTGGTAGAGATAGGGGTGCGAGATGCTGTGGACTGGCTCAGCTTGTCTTGGACTCT 
TAAATTCCGCCAGTATAAGCATGTGGACTGAGAGGCAGTTTTGTTCCTTCCTACGTCATGGCCCTTAGGG 
AGTGGGGCCTTAGCTCTTCCTCGGCAGAAAACAGGTCGGGGGAAGACGGACTGTGGTGGAAACCAGCCCC 
AAGTACAGTGGGGAGATGGCCATTGTCACCTCTGAGGTCCTGCCTGTTAGGTCTGGACACAATCATTGGA 
ATTCCTTGGAGTATGGTTCAATGCACACATCTTGTCACGAAAGCTACTGGACTTCATCCCTTTGTATCCA 
ACTGCATCCAGGCCTGAGACTGCTGACCCTTGACACCAGGAGCCATTTATTTAGTGCAGAGTGCCCATTT 
GTATCTTGAGCGAAGAAGCTAGGCCTGGGGGGTGGGGTGGGGGGAAGGGATGGGAGCCAATACTGAGTGC 
CTGCAGCATCTACTATGTCTTCACTATTCAGACCCTGTAACTT^AGTATTTAAAGAAACTGATTTTAAAT 
GCAAAT TAAAGGGCAAA 

>GBEQ0725 | Acc 1 CD471211 | Ver | CD471211 . 1 GI : 3139247 9 | LeukoS5_l_H04 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_H04_A027 3', mRNA 
sequence- : Start : 1 : Stop : 654 

AAAAGAAAAGGCCCACTGAGCACTGTCCAGTCGTCCGGACCGCTGCTCGCTCCATCCTGGCACCATGAAC 
CGCACTTTCCAGACCTTTGTCAGTGGCGCCCACACTGGTGTCCCCCCGACCTATGAGATGCTCAAGGAGG 
AGCATGAGGTGTCCGTGCTGGGGGCACCGCAGAGCTCAGCTCCCGTGACGACCACCGTGATCAACATCCA 
CAGCGAGACGTCTGTGCCCGACCACATCGTCTGGTCCCTGTTCAACACGCTCTTCATGAACTGGTGCTGC 
CTGGGCTTCGTGGCCTTCGCCTACTCCGTGAAGTGTAGGGACCGGAAGATGGTGGGCGACGTGACTGGGG 
CCCAGAGCTATGCGTCCACTGCCAAGTGCCTGAACATCTGGGCCCTGGTCTTGGGCCTCTTTCTGAGCAC 
TGGATTCATCGTTCTTATGGGATTTACCTGCCTGACACTCTACCAGATAATTGTAAAGGCCATGCAGGAC 
GGCAGAGGCTACTTCTAGCTGCCCATGGGCACAGCCCCGTCCCCATCATGCCCTGCTGGCCTCACATGCT 
GGGGCTTTGGGCCTGCCCACTTGCCCATACCCTTTTCTACAGCAGTTTTTGCAGACATACCCGTCTACAC 
CTGGACTCAATAAAGTGCACTTGC 

>GBEQ0726 | Acc | CD471208 | Ver | CD471208 .1 GI : 31392476 | LeukoS 5_1_C0 1 . bl_A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__l_C01_A027 3 1 , mRNA 
sequence. : Start : 1: Stop: 4 49 

ATCCAACTCATTGTGCCCCTCGTGCTGGAGCAGAACCTGTGGTCGTGTGTCCCTGGCGAGGACACCATCA 
TGAACGTCCCTGGCTTCTTCCTGGTTCGTCGTGAGAACCCAGAGTACTTTCCTCGTGGTAGCAGTTACTG 
GGACCGTTGTGTAGTAGGGGGCTACCTCTCCCTGCCATTTGCCTTTCCACTCAGTAACTCCCACCTTTGC 
CTGGAGTACTAGCATCTGCTCTGACTTGTCCATCTGGAAGTTTTTTTGCACCATCTAGGTTAGCAAATCA 
CATAGTTAGCCTAATGCTTAAAAAATGGACTCGTCATCTTGAAGACCTAATCAATTCCAAAGTGTATTCT 
GGTTTTCCCTGTTCCCCTTCCTAAAACATGAGTTCAGGACAACAGTATTTTCCTGTATACGCTTGGTTGT 
GACT T T TT TT CCAAAT AAATAACT GAAGC 

>GBEQ0727 I Acc | CD471207 | Ver | CD471207 .1 GI : 31392475 | LeukoS5_l_D03 . bl__A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_1__D0 3_A02 7 3 1 , mRNA 
sequence . : Start : 1 : Stop : 611 

TCTCCAATTTCTGGTATCAGTCTTACACCAAAGGCAAGCGGCTGCCACGTGTACTTCAGCAAAATGGAGT 
TCCAGGTACCGCCAAGGTCAAGGCCAATTGAGAGACATGGCCTAGCTAGGCGCCCACCTAAGTGCCTCAG 
GACTGCACCTTGGGCAGCATCCATCAGTGTCCTCCCCACCTACACCTGTGACCAGGGCTTATGTGGTCAG 
GACTGAGCAGGGGACAGGTCCTCCCCTCCCCACAGCTGGTACACAGGGACCACTGGTTCCGTTCCTCACC 
TACTTCTGGCCAGCCCCAGGGACATGGCCTCATTGCCCTCTGCCACTCCAGAGCTGGGGACTGAAAGGGC 
TGGACACTTACTTCCCCCTCTCTGCCTTAAACTTGGGAGAGGAGCACTCAGGGCTGGCCCCGACCAGGGT 
CTTGTGGCCTTTTTCCTCACACTAAAGAGGTCAGCAATAATCTGTCACTGTGGACTCAGGCTCTCTCCTT 
CTCCACCCACACTGAAGCAGGAGCTTCTTGGCCAAAGGTCAGGGTGGGTGAGGGGCCTGGAAATACAGCC 
TGTGGAGGCTGCTCACTCACTCACTTATTCTTCATTAAAAGTGACAGAGGA 

>GBEQ0728 | Acc | CD471200 | Ver | CD471200 .1 GI : 31392468 | LeukoS5_l_C08 ,bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_1_C0 8__A0 2 7 3', mRNA 
sequence .: Start : 1 : Stop : 524 

ATGAAGAAGGAAATATGCAATGCCTACACTGAGCTGAATGACCCCATGCGGCAGCGGCAGCTTTTTGAAG 
AACAGGCCAAGGCCAAGGCTGCTGGCGATGATGAGGCCATGTTCATAGATGAAAACTTCTGCACCGCCCT 
GGAGTACGGGCTGCCCCCCACCGCTGGCTGGGGCATGGGCATCGACCGCGTCACCATGTTTCTCACAGAC 
TCCAATAACATCAAGGAAGTACTTCTGTCTCCTGCCATGAAACCCGAAGACAAGAAGGAGAAGGAGAATG 
TAGCAACCACTGACACATTGGAAAGCACAACAGCTGGCACTTCTGTCTAGAAAACAATCATTGCAAGTCA 
TATAACTCAGGCATCTTTGCATTTCTGCAAAAGATCAAGGATCTTTTCTACAAAAGATCCCTGCAAGGGA 
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ATTCTTGTGTGTTTCTATCCATTGACTATCACAGTGCAGGTCAGCAACCAGAGGAGAGAAGAGGAATTAA 
GATTTCCTTTTTATTCCTTGTTACCAAATAAACC 

>GBEQ0729 | Acc | CD471199 | Ver [ CD471199 .1 GI : 313924 67 1 LeukoS5_l_H10 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_1__H 1 0_A0 2 7 3', mRNA 
sequence. : Start :l:Stop: 506 

GGAGTGAGGGGTTGGCCATCCCCATGCCCCTCGGCACAGCCTGCCGGGCCCTCATGGACTGCTTCAGAGC 
CGCCTGGCTCCCAGCGCATCCCTTTATCCTTGGACCCCCTATCGGCCTCCAAAGTTGGCCCACCAGATCT 
GCCTGCCCCTCCAGCCTCTGGTCCCCAGCTCTTGCTGAAGGGACTGGAGTGGAAAGGCCACAGGGCAGTG 
ATTTGGAGCAGGGAGTTCTCTGGGGATAGACTGGACCCAGCCTTCCAGGGGTGCTATGCGGAAATCCATC 
CTGCATTCAGGACAGGGCAGGCAGAGACTTGTCTGGAACCTGCAAATGGACTCAGAGCAGACTGCCTTCC 
TGTAGAGCCTGGGAAGGGCCACAGCCCGCCCCTACTTGGCCACAGATGGGCCGTTGAGAGCTTCACCCCT 
CTCCCACTCTTTCCTCCCTTCTCCCACCCTCTCCCACCCCAGGGGGCTGCTAGCCTTGAGCCCGTTGTCC 
TATGGAATAAACAGCG 

>GBEQ0730 | Acc | CD471196 | Ver | CD471196. 1 GI : 313924 64 | LeukoS5_l_Ell .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_Ell_A027 3', mRNA 
sequence . : Start : 1 : Stop : 602 

GGGATGTTTTTGTCTGCTATATTTTGCCTCTAGTCTATGCATACTGTGATTTTTTCATGCGGACTCTTCA 
AATGCAAAATTTGCAACAAATTGTTTATATAGGCATGCCTATCAAATGAATTTCGCTATCTTCCTTAACT 
TTGATGTGTGTAAGTGTCTGTATACGTTTTTCTTTAATGTGAATTATACAAAACACCTTACTAGTTGCTT 
TACACTATCTGTTCTTATTCTTAGGGCTTTTGTGTATAAATATCTTGTCCCTAAAATAATTTCCTCAGGA 
AT GCAGACC T TAAT T T T TATATCT T TCCTAAAGAGGTAAATAGGAGAATAGGCACCTAAATAT T TAGTGA 
AT GATATAAGTAGGAATAGCAAAATACTAGC T TT TAATATATAT TGAAGTATGTAT T T T AAAAGGAACAA 
AACCAAAACCAAAGCT TTAGTAAATT T T GATTT AT TAGACATT TTAAGAAAATAATAGAATT CT GAATT T 
AAAAAAATTTGACTAATGAGTCTGTTTTCATTTTCAGATATATATGCATGCAATTATATTTTCTTTGATG 
TGACT TAGGC T ATGTCT GTATACAGTAAT CAAATAAAC TCCT 

>GBEQ0731 j Acc | CD471184 | Ver | CD471184 .1 GI : 31392452 | LeukoS5_l_E03 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_E03_A027 3 1 , mRNA 
sequence. : Start : 1 : St op:. 64 8 

GGATTGACAAAGCTGTGGCTTTTCAGAATCCACAGGCTCATGTCATTGAAAATTTGCATGCTGCAGCTTA 
CCGAAATGCCTTGGCTAATTCCTTATATTGTCCTGATTATAGGATTGGAAAAGTGACACCAGATGAGTTA 
CATCACTACGTTCAGAACCATTTTACAAGTGCAAGAATGGCTTTGGTTGGACTTGGTGTGAGTCATCCTG 
TTCTAAAGCAAGTTGCTGAACAGTTTCTCAACATGAGGGGTGGGCTTGGTTTATCTGGTGCAAAGGCCAG 
ATACCGTGGAGGTGAAATTCGAGAACAGAATGGAGACAGTCTCGTCCATGCTGCTCTTGTAGCAGAAAGT 
GCTGCCATAGGAAGTGCAGAAGCAAATGCATTTAGTGTTCTCCAGCATGTCCTCGGTGCTGGACCACATG 
TCAAGAGGGGCAGCAATGCCACCAACTCTCTATACCAGGCTGTTGCCAAGGGAACTAACCAGCCATTTGA 
TGTTTCTGCT.TTTAATGCAAGTTACTCGGATTCTGGACTCTTTGGGTTTTACACGATCTCTCAGTCTGCA 
GCTGCTGGAGATGTTATCAAGGCTGCCTATAACCAAGTAAAAAAGATTGCTCAAGGAAACCTTTCCAGTG 
CAGATGTCCAGGCTGCCA 

>GBEQ0732 | Acc | CD471174 | Ver | CD471174 .1 GI : 31392442 | LeukoS 5_JL_F 04 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus' cDNA clone LeukoS5_l_F04__A027 3', mRNA 
sequence .: St art : 1 : Stop : 65 6 

TCAGCGTGTGCCCCAGTTACCCCCGCCCCGTGATCGTGCCTCGCGCGGTGGATGACGATGCCCTAGCGCG 
CAGCGCCCGCTTCCGCCAGGGAGGCCGCTTCCCTGTGCTCAGCTACCACCACGCTCCCAGCGGAACCGTG 
CTGCTACGTTCCAGCCAGCCCCTGACCGGGCCCCAGAAGCGGCGCTGCGCTGAGGACGAGGAGCTGCTGC 
GAGCTGTGCTGGCGGGGGCTCGCCCTAGGGCCCGGGGCTTCATTGTGGACACGCGTTCGGCCCAGGCCGC 
CAAGCAGGCCCGCATGACTGGCGGCGGCACCGAGGCCAAGGCCGCTTACCCTGGCTGGAAACGGCTGCAC 
CGGCCCATGGAAAGGGGGCGGCCCCTCCAAGAGAGCTTTGTGCGCCTGGTGGAGGCCTGTGGGGACCTGG 
AGCAGAGCATGGACCGCTGGCTTAGTCGACTAGAGGGCACCCACCTTTCTCCTCTTCCTGGACTGCGTGT 
GGCAGTTGGGTCGCCAGTTCCCGCTGTCGCTGGAGTTTGGGGAGGGGCTGCTGTTGGCGCTGTTTGAACA 
CGCCTGTGCCTGCAACCCAGCCTAGCCCATAATACTGAAGTTCCAGGTGGGAAGTATTCAAAGTGAAGGG 
AGAAGGTCCAAATAATAAAGGCATCC 

>GBEQ0733 | Acc I CD471171 j Ver | CD471171 . 1 GI : 31392439 | LeukoS5_l_Bl0 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_B10_A027 • 3 ' , mRNA 
sequence Start : 1 : Stop : 523 

CACATTCCACGTAATCGCCATCACTTGTGTGGTTTGGTCCTTGTATGTATTAATAGATCGGACCGCGGAG 
GAAATAAAGCAAGGCAATGACAATGGTGTCCTTGAGTGGCCGTTCTGGACAAAACTGGTTGTGGTGGCCA 
TTGGCTTCACAGGAGGTCTCGTCTTCATGTATGTACAGTGTAAAGTCTACGTTCAGTTGTGGCGCAGGCT 
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GAAGGCCTACAACCGTGTGATCTTTGTGCAAAATTGCCCAGACACCGCCAAAAAAACTGGAGAAGAACTT 
CTCGTGTAATGTAAACACAGACATCAAGGACGCCGTGGTAGTGCCTGTGTTACAGACGGGTACAAATTCG 
CTGCCATCTGCAGAGGGTGGCCCCCCTGAAGTTATACCAGTGTGATGGAACCAGTTGGGACGTTCTTCAC 
T GAAG C GT AT C T T T C T AGC T C T C AG T C AC T AC AAAT GAC AGAAG T GAT C C T G AAT TAT T C AC T C TAT C T T 
CTCCTCTTTCTCCTGCTGACTCGATTTCCTTAC 

>GBEQ0734 | Acc | CD471081 1 Ver | CD47 108 1.1 GI : 3139234 9 1 LeukoS5_4_A12 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5__4_A1 2_A0 2 7 3 1 , mRNA 
sequence . : Start : 1 : Stop: 617 

TTTCACTTACTAAACTTTTGTATCTTCTTTGTTTTGACACTCCCCTTTGCTTTTCCTCTTGTCTGTCAGA 
AAGT TTTCAAATCATTTAAT T CAAAT AC T GAAAT ACTTAATAAGCAAC TACT T GAT T T T TAAAGSAT GACT 
TCAGAGGAGTGGTCATCACTAGGTGCTTTGTCCTTTTTGTATTCTAGTTGCACCCAT'CTCTTGGATTGGA 
TGTAGCAATAACATTTTTTGGCTGTTGAGAGCTCTTGAATTCAGTCATTATCCCTGAAAACTAAAAGAGT 
TGGTTCTGAATTCAACTTCTCCAAATTTACCCCAAACAATACAAAATTCTGACTTGGTTTTATGCCCTCC 
AGTTGCCTAATGTTAAGGTTGGATGAGTAAAGCATGCACAGCTACAGGCTTTCTTTCCACTTAACTTTTG 
GATTTGCTATTAAAAATACTGTTCACATTCATATCCTTCTCCTTAGCCCTTCATATTTCTTTGCCTCTAT 
TCTTCTACACTGCAGATTTTTCCCACCTATTGTACAAAGAAATTGCGATGTATATTTTCATGTAATTTGA 
TTTTGGAATTCTGTCACCTTATGTAGTGAGTTCTTCCAAAAATATAATTTTTTCCAA 

>GBEQ0735 | Acc 1 CD471078 | Ver | CD47107 8 . 1 GI : 3139234 6 | LeukoS5_4_C0 9 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus. cDNA clone LeukoS5_4_C09_A027 3', mRNA 
sequence. : Start :1: Stop: 596 

TCCAACCCAGGAAGGAAAATTCCCTTTTCCAACCTGTGTCAATTTTAATTCCTTTTTTCCTGAAAGCAGT 
TTAGTCCCTGTTTTGCACTGACATACTTCCTTTGTGTGTTAAGGTAAGGTGTCCACCCTCAATTCAGCCC 
AAGTTGCGTTATATTAGGGTGGAATGTGATGTTCAGCAGCAAACTTGACGGAAACTGGCCTCTCTTTGTT 
ACTTTCAAAGGCCCACATGGCACAGTTAAATAATTCCGACACCAAAAAAAAGTTCCTGAGTATGTTAAAT 
ATGTCAAGCTTTTCAGGCTTGTCACAAATGACTGCTTTGTTTTTCTAAGTCATCAGAATGTATGTAAATT 
ATACTAGATTGGATAACAGTCTTGCATGTCTATCATGGTAAAATTTACTATGCCATCCTGCCCCACCCTT 
CCTCTCCCACCTTCAAAAAAGGCCATTTTAGAATGCATTGCACACCCTCTTGGGAAACTGATCTTTAAAT 
TTTAAGACAGTATAAGGAAAAGCTGGTTGGTGCCTCATGAATGAGTTGACACCATTTTTTATTCTGTATA 
T TT AGAATGAAGTCATGAAAAAACTT TATAAAGACA 

>GBEQ0736 | Acc | CD471071 | Ver | CD471071 . 1 GI : 31392339 | LeukoS5_4_F07 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_4_F0 7_A02 7 3 T , mRNA 
sequence. : Start :l:Stop: 711 

ATGAAGAGGTTGATGAAATGATCAGGGAAGCAGATATTGATGGTGATGGTCAAGTAAACTATGAAGAGTT 
TGTACAAATGATGACAGCAAAGTGAAGACGTTGTACAGAATGTGTTAAATTTCTTGTATAAAATTGTTTA 
TTTGTTTTTTCTTTGTTTGTAACTTATCTGTAAAAGGTTTCCCCTTACTGTCAAAAAAATATGCATGTAT 
AGTAATTAGGACTTCATTCCTCCATGTTTTCTTCCCTTATCTTACTGTCATTGTCCTGAAACCTTATTTT 
AGAAAATTGATCAAGTAACATGTTGCATGTGGCTTACTCTGGATATATCTAAGCCCTTCTGCACATCTAA 
ATTTAGATGGAGTTGGTCAAATGAGGGAACATCTGGGTTATGCCTTTTTTTTTTGAAGTAGTTTTATTTA 
GGAACTGTCAGCATGTTGTTGTTGAAGTGTGGAGTTGTAACTCTGCGTGGACTATGAACAGTCAACAATA 
TGTACTTAAAAGTTGCACTATTGCAAAACGGGTGTATTATCCAGGTACTCGTACACTATTTTTTTGTACT 
GCTGGTCCTGTACCAGAAACGTTTTCTTTTATTGTTACTTGCTTTTTAAACTTTGTTTAGCCACTTAAAG 
AAAATCTGCTTATGGCACAATTTGCCTCAAATCCATTCCAAGTTGTATATTTTTTTCCAATAAAAAAATT 
ACAATT TACCC 

>GBEQ0737 | Acc | CD471066 | Ver [ CD47 1066 . 1 GI : 31392334 | LeukoS 5_4_E1 1 .bl_A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_4_E 1 1_A02 7 3', mRNA 
sequence . : Start : 1 : Stop : 54 9 

CTGCCTGGCCCTGGTGCCCATCATCATTGCTCGGACACGGGTGCCAGCCAAAAAGCTGGAGTGAAGCAGG 
CCCTGGCACCCACCAGACACCCGCGTGAGCCCCCGGATCCAGGCCGCCCCCTGGCCCCACCCCACTCCAC 
GCCCGAGCATGAGTCTGCATCCGTTTTGGATTCTGCACCCACCCCGCTCTGCAAGGGGCTGGACTTGACC 
GCGTACGTAGGTGTCAGGTTTGGTGTCCCTCAGTTAGCATCGTCCCCAGCCCTTCTCTTGCCAGCAGGCA 
GCTCCTGTCTTGTAGCATGACAGGCATTCTCGCCTCCTTTTCTTGGGACCGAGTGTCGCCGGTCCACACA 
TCTCACTTCACTGATGTCTGCAGACAACGAGGTGGTGATGCTCGGAGACCTGCGCCTATCACTGCTGCCT 
CTCATTCCTGGAGGTGAGCGCCTGGGCTCTGCCACAGCCACACCGCACCCTAAAGGGCCACCGTCACAGT 
CGCCTTGGAACAGGACCGCAGCAACAGGACAGAGCACTCTCCTACCCTACGAGGGAGTT 

>GBEQ0738 | Acc | CD471065 | Ver | CD4710 65 .1 GI : 31392333 1 LeukoS5_4_D02 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_4_D02_A0 27 3 f , mRNA 
sequence . : Start : 1 : Stop : 354 
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CACAGCTGGGTCTTCCTCCCGTTCTCAGCACAGTTGTTGCTCTTCGGTCATACCAAGATCTGGATCAAAA 
ACGTGTTTTTAAATATCCATGACTTCTCCCTGTATCGCAGCCAGCCCCGACAATGCTTGTTAGTACCTGT 
CGCCCGATCTCCCAAGTGTCCTCATCCAGCCAAGTTTGCAGCCATGTTTAAACAAGACTGTAACGCAGGG 
AAGGTGCGTGAGCACTGCAATGGGAGAGTCAGGAATCGCCAGGCCTACCAGTCTCACAGTACCCCCCCCC 
CCCTTTAACATTCCACGTAGCTCTAGTGTCCATCTGTTTGTCCATCTGCTGAAATGAGAAAAGAAACGTT 
CATG 

>GBEQ0739 j Acc | CD471059 | Ver | CD471059 . 1 GI : 31392327 | LeukoS5_4_D09 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_JD09__A027 3 f , mRNA 
sequence . : Start : 1 : Stop : 459 

CTACGCCGGCGCCTTCCTTTCCGTCCCCGACGCTGCCGAGGTTGCACGCGCGAGGCCTCTCCGTCGCCGC 
TGCCGAGATGCGCTACGTCGCCTCCTACCTGCTGGCCGCCCTCGGGGGCAATACCTCCCCCAGCGCCAAG 
GACATCAAGAAGATTCTGGACAGCGTGGGCATTGAGGCGGACGACGATCGGCTCAACAAGGTCATCAGTG 
AGCTGAACGGGAAGAACATTGAAGACGTTATTGCCCAGGGTATTGGCAAGCTGGCCAGCGTGCCCGCCGG 
TGGGGCTGTAGCTGTCTCTGCTGCCCCGGGATCTGCAGCTCCTGCTGCTGGTTCTGCCCCAGCCGCAGCG 
GAAGAAAAGAAAGAGGAGAAGAAGGAGGAGT CCGAGGAGTCGGAT GACGACAT AGGAT TTGGCTTGTTTG 
ATTAGAATCCTACTCCCCTGCAAATAAAACCCTTTTTAA 

>GBEQ074 0 I Acc | CD471055 | Ver | CD471055 . 1 GI : 31392323 | LeukoS5_4_E03 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5__4_E 0 3_A0 2 7 3', mRNA 
sequence. : Start :1 : Stop : 528 

CCAGGAGATCAAAGGAAGGAGAGT CT T T TCAGGAAGCC AT TATGAGTCATGGAAAACAAGCTGAT GAAAC 
CCACAGAAACAGCAAGAGACCACTAACTCTCCTTGTTTATCCATCATTATGCAGGCATACCTCATTGTAT 
TGCACTTCACTTGTATAGCTTACAATAACCCTAAGATTTCGATTTTGAGGAATCAAAAACAGAGTCAAGG 
ATGAAAATCTTTTCTCTCATTGGCCCACATTGCAGATTCTGATTTGACAGGTTTTCAAATAGACCATTTC 
TATCCGGCAAATTGCTTCAGAGAGCCTGGACTGTTTATACATTTGTTTAGATTTATCAATCTTGTCTCCT 
T T T GGCACT GGGATGT T TAAAAAAATTCAAAGATGCCAAAATAAAAT GAAT TTAACTGAAATATTGGAAT 
TTTTAAATCTAACAGCAAAATGTTTCTCTGATTCTTTTGGCTTTCGTATTTTTATAGCTTTCATTGATGT 
GAAGAAT AAT T AT AGT T AT T AAT T ACAAT AAAAGTAC A 

>GBEQ0741 | Acc ) CD471051 1 Ver | CD471051 .1 GI : 31392319 | LeukoS5__4_Bll . bl__A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__4_Bll__A027 3', mRNA 
sequence Start : 1 : Stop : 539 

AAGCATTGTGTGGCTTCCAAAAGCCAATATCCACTCTTGACAACCGAACCATAGTCATCACCTCTCATCC 
AGGTCAGATTGTCAAGCATGGAGATATCAAGTGTGTGCTAAATGAGGGCATGCCAATTTATCGCAGACCG 
TATGAAAAGGGTCGCCTAATCATCGAATTTAAGGTAAACTTTCCTGAGAATGGCTTTCTCTCTCCTGATA 
AACTCTCCTTGCTGGAAAAACTCCTACCTGAGAGGAAGGAAGTAGAAGAGACTGATGAAATGGACCAGGT 
AGAACTGGTGGACTTTGATCCGAATCAGGAAAGACGGCGCCATTACAATGGAGAAGCGTATGAGGATGAC 
GAGCATCATCCCAGGGGTGGTGTTCAGTGTCAGACCTCTTAATGGGGCCAGTGACCAACACTCACTGCTG 
GCATTTTTTATGCGGTAGTGAATGAGTGAAGGACTGTAATCAGAATATGCTCACTACTTGCTATTGTTTT 
TGTTTTAATATTCAACTATAGTAGTGTTTTA?^AAGTTAAATGAAGAATA 

>GBEQ0742 | Acc | CD471047 | Ver | CD471047 . 1 GI : 31392315 | LeukoS5_4_D0 8 ,bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_D08_A027 3', mRNA 
sequence. : Start: l:Stop: 600 * 

CCAGAGATGTCCCCCAGGGTGGTTAAAGGTGGCAAGATGACTTACAGTGACTATCAAGATCGGTGGTTGG 
GTCTGTGTGGTGGTGTGATGGTGTGTGTGCACATGTGCGCCTAAATGTGTTTCTGGGCCTGCATGGATGT 
GTGTGCACTCATAGGTGTGTATCACTTCTCAAAAAGAAGTTAGACTGAGGAGGAATGGGGAGGGGACAAT 
GCCTGTGTCCCTGAGACTTTTCAAGGCTGAGAGGAAAGCAAGTTTACAGCTCCTTAGTAATCTGAACTGC 
TTAGCAACTGGCTTCTCCATCAGTCCCAACATTGTGCCCTAAACCTCATTTCTCATGTTCAGGCCTCATA 
TCTTCGAAACCACCCTTTTGTCCTCTGACCCCTTCTCCCCTTACCTAGTCTCTCTGTCCCTACCTCTCTC 
AATTAGCTAGGGATGGGGGTCACCCCAGGAAGAGGGACTGCCTCCCCAGAGCAGGGACCAGCTGGGCAGG 
GGAAGGAAAAGAGAAAGGTTAGAATAAGACACCCTTGCCCCTGCTTCCGCTCCCCACCTCCTAA2\ATGGT 
TCCCACCCCAGAACT AATT TAT T TT TTATTAAAGAT GAT T 

>GBEQ0743 | Acc | CD47104 6 | Ver | CD471046 . 1 GI : 31392314 | LeukoS 5_4_H0 1 . bl__A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_H01_A027 3', mRNA 
sequence . : Start : 1 : Stop : 622 

CCCAGCACCCCTGCGGATGACGACGTGAGCAGTGGGT.CCTCCAGCGAAAGAAGCACTTCAGGAGGCTACA 
GCATCTTCCACACCCACCCTTCCAACCACTCGCCCCACCCAAGACCAGAGCAGTCCCTGGGTGTCTAACA 
GCCCAGAGAAGACTCCCACTACCAGTACGGATTCAAATGTCATCTCAGCAGGCTGGGAGCCAACTGAAGA 
AAACGAAGAT GAAAGAGACAAACACCCCAGTTATT CTGGATCAGGCATTGATGAT GATGAAGAT T T TGTC 
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TCCAGCACCAGTAAGAATAATCAATTACAGTAGAATCGTTTGCACGAGGCTTACTAATTAATCTGAGTGA 
TGCCCAATAGTATCTATCTTGGGAAATAGTTAATAGGAAAAATGAGCATGAGCCCATGATCATACCTTAG 
TTCTACCTCAATAAGACTATGAAGGGATAGGGGCCAGCCCAGTGGTGTAGTGGTTAAGTTTGTGCACTCC 
ACTTTGGTAGCCCAGGGTTCGCCGTTTGGGATCCTGGGCATGAACCTACACACTGCTTATCAAGCCATAC 
TGTGGCAGGTATTCCACATATAAAGCAGAGGAAGATGGGCACAGATGTTAGCTCAGGGCCAA 

>GBEQ0744 | Acc | CD471044 | Ver | CD471044 . 1 GI : 31392312 | LeukoS5_4_G06 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_G0 6_A027 3", mRNA 
sequence . : Start : 1 : Stop : 654 

TAACTCATAAGTTAAAAAAAGGTTAAATTTTACTTCATTTGTAGAGATAAATGTTTCGACATAAAACTAA 
CTAGAGATAAGTCTGAGTATTTAAAATTTGCTAACTAGCTATAACCATCTCTAATTAGTCAATTTTTAAG 
GCAAATGTGTGTTGGTAGTCTGCCATGCTCTTAGGCTTCTAGGACAAATTATAGATCCAGAGTTTCAAAC 
CAAGTTGGGTTGGATTTTATTAGTTAGTACTTTCTAAGACAGAATGACATTATGCTTATTCTGTAAACAT 
TCTAATTAAAGGCTTTATGTGACTAAAATGAAACTAAAAAGGTAGACTGCTTTAATTTTTAGCTGTCCTC 
CAT CACCAT AGCAT T TTGCAT T CTTAAT TAAAGTCATAGT T TTAACTACTGCT TTAAT T TGCAGGATGAG 
TCTGAATGTACTTCAGATGAGGAAATCTTTATCTCACAAGATGAAATACAGTCATTTATGGCTAATAACC 
AGTCTT T C TACAGCAATAGAGAACAGTACCGACAGCATCTGAAGGAGAAATT TAATAAATAC T GCCGCT T 
AAATGATCACAAGAGGCCGATTTGTAGTGGCTGGTTGACAACGGCTGGAGCAAATTAAATAAATAAAATA 
GCTCTGTCTTTCAATGAAACACTC 

>GBEQ0745 | Acc | CD471028 | Ver | CD471028 .1 GI : 313922 96 1 LeukoS5__4_E08 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_E08_A027 3', mRNA 
sequence Start : 1 : Stop : 68 4 

TAGTTCCAGTGGCCAGAT TGC T T T GGAT CAGAACCACATT TAGCTTGGGGAAGGTAGGT CAGCAGGCACA 
TAAAGCGAGTGACGTCCATTCCGTTTTCTCCTCGTACACCTCGCTGTGGAGACAGTGCTCTTAAGATCAA 
■ AGTTCACGTGCAGATCAACGTCATCAAGACGCCTTGATGCACCTTTTTACCCACGTGATCTGTGCTGTGA 
ATTAACATTTCTACCCTGAAATTTTCACTAATTAAGAAACTAATCTTGAGCACGTTGTTTAGTCTTATTC 
TCTGACTTCTTGGGCATTTGATGGCAAAGTATTATGAACCCTTCTCGGTATTTTCTAGCAGCCTGCACGT 
TCTGACTTTCTACTGTTGATTCAGAAAAGCAGCTTTGTCCTGGACTTCAGCGAGCTTTGTATTAATACGG 
TAGGTAGTGTGGGTGTGAAATCACACTGCTGCTGGAATCGAGGTTGCTGAGCTGGAAGTGGGGCGAGGAC 
GCGTTAGATAGGAGCCTTCAGCCCTGTCACACAGTCTAGAGCCCAAGCCGGGGCGTTCGCAGGGCCATCT 
CAGGCCAGTTGCTTTTTCCTGAAATAGTACTAAGAACAGCCAAAAATTGTAGCCTCAAGGAAACCATGAA 
GTTTCGAGTGCCTTACTTTTTAACCAGTTTCCAATAAATGGTTTAATACTTGCT 

>GBEQ074 6 | Acc | CD471027 | Ver | CD471027 .1 GI : 313922 95 1 LeukoS5_4_A07 .bl_A027 Stimulated 
peripheral blood leukocytes S 5 -Equus caballus cDNA clone LeukoS5_4_A07_A027 3 f , mRNA 
sequence. : Start : 1 : Stop: 453 

CTTAAGTGCTAAACATAGTGGAGTTTGTGACCAGAGAATTGGCATTTTCCACAAATGTTAACAAAGCAAT 
TCCCAATGGCCTTTTTACATATTTTTTCTTTAATAAGGAATAATGTGCATGTGGAAAAGACCTACTTAAA 
GCCTTCATTTATATTTTTTTAAATTAAATTTTTATTTAATAACTTATATATGTTATTGGAATGGTATACA 
TTTTTGCAGCCCTTTGCATTTTGTGGTAATTTGAATTGTATCACTTCCTACCAGCAAACTGTTTTTGTTT 
TTGTTTTTTTTTTATTAGCAGATACCCGAAGTACTATTTTTGCAGGGTTTGCACAGGCCCCTAACTGTTT 
ACTACTTTGGTATAGTCTGTATACATCCTGTATGCTGAGCTGGTAAAATACCATTGTAAATTACATATTA 
AATATT.TTATTTGCTTTTACAGGCCCAAGGTGC 

>GBEQ0747 | Acc | CD471017 | Ver | CD471017 . 1 GI : 31392285 I LeukoS5_4_E07 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_E07_A027 3", mRNA 
sequence Start : 1 : Stop : 647 

AGAGATTTGTGTCAGGAATGCTCCAGAGGAAATATTCTAGAGTGAAGCCCATAGTGACACCACGTTTTTC 
CCTTTCCTGCTCTGAGACTCTGATGGGTGAACTCGGAAACATCGCGAAGACCCATGATTTACACATTCAG 
AGCC ATATAAGT GAAAAT CCTGATGAAGTTAAAGCAGTGAAAAACTTATACCCCAGT T ATAAAAACTACA 
CTGATGTGTATGATAAAAACAATCTTCTGACAAGTGCTGAGCGTCCAAAAGCTGCCAATACCAAAAGGAA 
GGGTCTCATTGCAGTGACCTATTCTCCCCGAGAACTACGCCATAGTTGCTGGAAATTTCATACTCAGATA 
TCAATCTCTTAGAACTTGAAAATGAAGGACAAATCCTCTTAAAGAAATGTTAAAAATCTTTAAACCCTGG 
GGCCGGCCCCGTGGCGAGTGGTTAAGTTTGCTCGCTCCACTTCCTCGGCCCAGGGTTTTGCTGGTTCAGA 
TCCTGGGTGCGGACATGGCACCGCTCATCAGGCCATGCTGGGGTGGCATCCCACATGCCACAACTAGAAG 
GACCACATCTAAAACTACACAACTATGTACGGGGGGACTTTGGGGAGAAAAAGGAAAAATAAAAAAGAAT 
C T T TAT GAAT AGGAACT 

>GBEQ0748 | Acc 1 CD470927 | Ver | CD470927 .1 GI : 31392195 1 LeukoS5_3__E09 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_E09_A027 3 f , mRNA 
sequence .: Start : 1 : Stop : 58 9 
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CTGGAGAACGGGAAGGAGACGCTGCAGCGCGTGGACCCTCCGAAGACACATGTGACCCACCACCCCAGCT 
CTGACCATGAGGTCACCTTGAGGTGCTGGGCCCTGGGCTTCTACCCTGCGGAGATCACCCTGACCTGGCA 
GCGTGACGGGGAGGACCTGACCCAGGACACGGAGTTTGTGGCGACCAGGCCTGCAGAGACCAAGTGATGC 
AAGATTTGTTCACGCTCCCACTTTGTGACTTCAAATCCCCTGACTTCTCTTTCTGCAGCTGGCATCTGAA 
TTTGTCTGTGTTCCTATTAGCATAATGAGAGGAGCTGGGGAAATTGACCCACCCCTGCCTTCCACGACCC 
CCTCCCCACACTGACCTTTGTGCTTTCCCTGATGAAATGTCCTGTTGCAGCAGAGGTGGGGCTGGGCCAG 
CTCCCTCCCTGTCTTAACTTCCTGTTGCACTCACTACTGATCATTTGCTTCCTTACTGAAAATATGAATC 
CAGATATGAGTTTTTTTCTAATTCTTGTTGTAAGGGATGTGTTAATTAAAGAAGAAGATTCCTAAAGTTT 
GAGAGTGGAAAT AAAT GGAAGC AC TGAGA 

>GBEQ0749 | Acc | CD470915 | Ver | CD470915 . 1 GI : 31392183 | LeukoS5_3_G04 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_G04_A027 3', mRNA 
sequence . : Start : 1 : Stop : 615 

CAGCCAGGAGACAT GAACTGCATCACCCAGAAGATCAACTACACAGACCCTT T C T CCAAT CAGACCGT GA 
AGTCCGCCCTGGTCGTGCAGGGGCCCCGTGAAGTGAAGAAGCGGGAGCTGGTCTTCCTCCAGTTCCGCCT 
GAACAAGAGTAGCGAGGACT TCAGCGCCAT CGAT TACCT CCTCT TCT CT T C T TTCCAGGAGT T CC TGCAA 
AGCCCAGACAGGGTGGGCTTCATGCAGGCCTGTGAGAGCGCCTATTCCAGCTGGAAGTTCTCTGGGGGCT 
TCCGCACGTGGGTCAAGATGTCCCTGGTGAAGACCAAGGAGGAGGACGGGCGGGAAGCAGTGGAGTTCCG 
GCAGGAGACGAGCGTGGTTAACTACAATGACCAGAGGCCAGCTGCCGAAAAAAGTGCTCAGTTGTTTTTT 
GTGGTCTTCGAGTGGAAAGACCCCTTCATCCAGAAAGTCCAAGATATAATCACTGCCAATCCTTGGAATA 
T T T GT TGACGCAGGTCTAAGAGGT GAGAGTGATTAACACACAAAAGGACTGGGACATAT GTACATAGTAG 
GTGCCTACTCAGTGTATTTTGATGATTCCATTAGCTAGTAAATAAAAGTTAGGTT 

>GBEQ0750 [Acc | CD4 70904 | Ver j CD470904 .1 GI : 31392172 | LeukoS 5_3_F0 1 . bl__A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_F01_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop : 641 

ACTGACTGTTTAAATGGAAACCTCTATTAAATTCTTAAAATGGAAATTTAGTGCTCTCATAGCTTAGATA 
TTTTTCTGAAAAGTACTTGCTAGAGCTGAAACTCCTTGGACATTTTCGATGGTCTCACTAATTACGCCGA 
ACTGCCGTCTGGATCTTATGGGGAAGGACACTTTGACCTTTTTTTTCCATCTCTCCTTTTTATATATTTT 
GCATTGCATGTCTAACATGCATGCCTATATACTTTATATATTGAGGGTAGCCCATTTATAAATTAAGAGT 
ACATTTACATGGTCTCGCTAACGGCACTGAACTTCTGTCTGGATCTTATAGGGAAGAACATTTCTTTTTT 
TTCTTTTCATCTCTCCTTTTTATATTTCTTACTTTGTATGTATGACATACATGCCTATATATTTTCTATA 
CTGAGGGTAGCCCATTTATAAATTAAGAGCACATTGTATTCAGCAAGTTATAATGGGGCTGGTCTTAAGT 
GGACCACTATATGT ATAAATAT T T TGGAGAAAACACT GTAT ACAT T T T TGGGCAACGGTTAT GCATAT TA 
TTTACAAGGAGAAACTTTTTCTTAAAGAGCCAACATTTAAAATTTAAGTAAATGTTCTATGTCAATAAAA 
GAAAATGTACT 

>GBEQ0751 | Acc | CD470903 | Ver | CD470903 .1 GI : 31392171 | LeukoS5_3_Dll . bl__A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_Dll_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 512 

GGTACAGTCAGTTCGCTTACGACGGCGCCGATTACCTCGCCCTGAACGAGGACCTGCGCTCCTGGACCGC 
GGCGGACACGGCGGCTCAGATCACCCGGCGCAAGTGGGAGGTGCCCGGAGTGGCGGAGGGCTTCAGGAAC 
TACCTGGAGGGCCGGTGCGTGGAGTGGCTCCGCAGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCG 
TGGACCCTCCGAAGACACATGTGACCCACCACCCCATCTCTGACCATGAGGTCACCCTGAGGTGCTGGGC 
CCTGGGCTTCTACCCTGCGGAGATCACCCTGACCTGGCAGAGGTGGGGCTGGGCCAGCTCCCTCCCTGTC 
TTAACTTCCTGTTGCACTCACTAGTGATCATTTGCTTCCTTACTGAAAATATGAATCCAGATATGAGTTT 
TTTTCTAATTCTTGTTGTAAGGGATGTGTTAATTAAAGAAGAAGATTCCTAAAGTTTGAGAGTGGAAATA 
AATGGAAGCACTGAGACCCTTC 

>GBEQ0752 | Acc | CD470900 | Ver | CD470900 . 1 GI : 31392168 | LeukoS5_3_E06 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_E06_A027 3 f , mRNA 
sequence. : Start : 1 : Stop: 595 

TTTTATGACAGAAGTTTCCTTAAAAATATTTGTCTTCCGCTTGGAGTTCTTTCATCACAAGTTTGAAATC 
CTGGACGCCGTTGTCGTGGTGGTTTCCTTCGTCCTCGACATAGTCCTCATCTTCCGGGAGCACGAGTTTG 
AGGCTCTTGGCCTGCTGATTCTGCTCCGGCTGTGGCAGGTGGCCCGGATCATCAACGGGATCATTATCTC 
GGTTAAGACACGTTCAGAACGGCAGCTGTTAAGGCTGAAACAGATGAATATACAATTGGCCGCCAAGGTC 
CAACACCT GGAGTTCAGCT GCTCT GAGAAGGAAC AAGAAAT T GAAAGACTGAACAAGCTCCT GCAACAGC 
ACGGACTTCTTGGTGAGGTGATCTAGACGGGGACGGGCCTGTGCCTGTGATGAGAAGGACACCAGCCGCT 
CCTGGGCTGCCTCGGGGAGAGGCTTGTTCGACGCCTTTGCCTCACTCCCGCCCGGCTTGGATTCCGGGGG 
TCCCGGTTTTCTGGAATGCTCTGTTCCTCCCTTGGTACGACCTTGAGCTCCCCCTCCCATTCCTGCCCCA 
CACCGTGCCCGAAATGTACCAAACTTCTTTCCTCA 
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>GBEQ0753 1 Acc | CD470896 | Ver | CD47 0896 . 1 GI : 31392164 | LeukoS5_3_Hll .bl_A0 2 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_Hll_A027 3 ? , mRNA 
sequence . : Start : 1 : Stop : 503 

TTTCCTGTCTGTAAAATGAGGCTAACGATGACAATATCTACTGCTAATATTTGCACTAATATTTGCTTAA 
GGTTGTTGGGAGGTTTCGATGAGAAGATGAAATGACCATCCTTTGCTACCATGAAGTGGCACACTAGTTA 
T TCATAGAATACTAAAAGT AGTACCGACT C TTACAGGACAAAGCCCACAAGCGC TATCTGC T GAT GAGCA 
TCGApCAGAGGAACAAGATGCTCAAAAAACCTCCGTAAGACCAACTATGTTGTCTTTGAGAAGGCGTGCA 
AGGAGCTGGGAATTGAGTACACCATTCCCCCTTTTTACAAGCGAAAAGCCCACCGCCGCTGGGTGACTAA 
GAAGGCTCTGTGCATTCGGGTTTTCCAGGAGGCTCAAAAGCTGAGGAAGCAACGGAGGGCCTTAAAAGCT 
GCTGCAGCAGCCCGGAAACAAAGCCAGAGGAACCCAGAGAGCCCTTCCAAAGCCGGACCAGAGGCACTCA 
AAGAAAACCAATA 

>GBEQ0754 | Acc | CD4708 95 | Ver | CD47 08 95 .1 GI : 31392163 | LeukoS5_3_G02 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_G02_A027 3', mRNA 
sequence. : Start : 1 : Stop : 569 

AAATACATTACCTCACCTTCCTCCCCTCTGCTGATGATATTTATGACTGCAAGGTGGAGCACTGGGGCCT 
GGATGAGCCACTTCTGAAACACTGGGAACCTGAGATTCCAACCCCTATGTCAGAGCTGACAGAGACTGTG 
GTCTGTGCCCTGGGGTTGGCTGTGGGCCTCGTGGGAATTGTGGTGGGCACTGTCTTCATTATCCAAGGCC 
TGCATTCAGGTGATGCCTCCAGACACCAAGGGCCCTTGTGAGTCATATCCTAGAAGGGAAGGTGCATTGC 
CCATCTGTGACAGCAGAAGAGTGGACATGCTAGATGACCTAGCACTGCTTTCTGGCTAAGTTCATCATAT 
TCCTTCTCTCCTCGTATGTTCCTCCTCTCACTTCTCCTCTGGGACTTAAGGTGCTGTATCCTCTCAGTGC 
TCGCATATGCTTTGAACTTCCCCTGACCTCCTAAATGTTTGTCTTTTCTCAACTGTTACCTATTATGGGA 
ACCCTGGAGTATCCCACCCAGCTACCTAATCCCTCAGTGACCCTGAACTAATATGTCCATGGAAGCAATA 
AATCCCCCT 

>GBEQ0755 | Acc | CD4708 94 1 Ver | CD4708 94 .1 GI : 31392162 | LeukoS5_3_D10 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_3_D 1 0_A0 2 7 3\ mRNA 
sequence . : Start : 1 : Stop : 615 

TGGAGGAGGCGCTGGAGCAGGGCCTGTGCTGTGGGCGGGTGGAGGAGCCTCTACACGGTCCAGGGCACGC 
CATCCTTGACTGCATGGTGCTCACCTCCGGAGTGCTGGAAAAGGACCTCGCCGGCCCCATCTCCTACCTG 
CTGGGAGCACTGGCTGTGCTGAATGAAACCCAGCACGTGCTTCTGGCCGAGGTGCTGGAGACGGGGACCC 
TGTTGGAGCAGTTTGAGCTGGTGAGGAGCCTTTTGGAGCAGAGCTCCCCATGGCAGAGTTGCAGGGCTGT 
GTTCCTGCCACCCAAGCTCCTGGGGAGCAGTTGGGGCCCAGAGGCGCCTGCCTGGGTCCTGCTGGAGGAG 
TGCGGCCTAGGCCTGCAGGTGGGCGCCCCCCAGGTGTCCTGGGAGCCGCAGGCCCAGGGCTGCACGTGTG 
CACTTTACGCCTGCCTGGCGGTGCTGTTGAGGCTGAGCGAGCCCTGCTAGCCTGCACACCTGGGCAGCTC 
TCTAGGCAGAGCAGAGCTCATGCCCACCCAGCTGCCAGCCCTGGGAAGGCGAGAGCTCAGTGCAGCCATG 
TGGCCAGGTCACCATGGGGTTGGAAGTTGGGGAAAGTCAATAAATGTGAGTACTA 

>GBEQ0756 | Acc | CD4708 92 | Ver | CD470892 .1 GX : 31392160 | LeukoS5_3_C01 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_C01_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop : 4 05 

GTGTCCTGACACGTCCACCGGAGGCGTGCCAGGGCCTGTTACTCCGGGTTGGATGTGGGGCTGCTGCCCC 
CCAGCCAGCCAGGACCCGGTCCATCCCAGATGCTGGAGCCTTTGTCTGGAGGGAGTCACGCGAGAATTCG 
TGCACACAGCCCCCAGCGGGGGGCATCTTGCAGGACCTTTAGTGCCACAAATAAGCACCGAGCACCCCCC 
GTTCACACCTCTACTCCTCCCAGCTCCTCATCCCCCGTGGTATTTATTATCTATTTCCCTCTCCACCCCC 
CTGGGGACCCCAGCTTCCCACCGCACCCCCAGCCTACCCCAGAGGCCTTGCAGGTGACCGGCGGCGTCAG 
TGTATT TATATACAGAGCTTATGACT T TAAT T TTT CAATAAAGAGATCCAAAC AA 

>GBEQ0757 | Acc I CD470891 | Ver | CD470891 .1 GI : 31392159 1 LeukoS5_3_D03 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__3_D03_A027 3 1 , mRNA 
sequence. : Start: l:Stop: 57 8 

TTTTAGAATTTGAAAGAGTTGAATCAGCAATTAAAGCTGTTGTTGATCTGAACGGGAGGTATTTTGGTGG 
ACGGGTGGTAAAAGCATGTTTCTACAATTTGGATAAATTCAGGGTCTTGGATTTGGCGGAACAAGTTTGA 
TTT T AAGAACTAGAGAGCAAGTCAT CT CCAGTGACCCCTAAGTGAGCTGCAAGCT GAGCAGAGAAGAAAA 
AGGTGGCACCCCCCTGCATGGCTGTTGGGTACAGAGACTCTTGAAAGAACTTTTAAGATATATGTTGACT 
GATCCCTTTTTTATTTTGGGGTTTTTTAATATAGTATAAAAATTCTTTAAAAAAAAAAAAACAATCTGTG 
TGCCTCTCTGGTTGTTTCTCTTTTTTATTACCACTTCTGAGGTGATTACATTTTTTGCTAGGATTTCATG 
ATAATTCTCAAGTGCTTCAGTGATACAGCATTTCTTGCACTAAAAAATCTAGAAAGTTTTGGGGTATGGG 
GTTGTATTAAGTTATCCTTTGCTTTTCTTTCTTTCTTTTTTCGATTCATTTTAATAAAACCTGCAAGTTA 
CTAAACTGTAGCTTCAAA 

>GBEQ0758 | Acc | CD47 0878 | Ver ! CD470878 .1 GI : 31392146 1 LeukoS5_3_F12 . bl_A027 Stimulated 
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peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_F12_A027 3 f , mRNA 
sequence Start : 1 : Stop : 454 

CCAGCAAACAAGAAGAGCCCCAACGGAAAGTTGAGACTACTATATGAATGTAACCCAATGGCCTATGTCA 
TGGAGAGGGCCGGAGGATTGGCTACCACAGGGAAGGAAGCTGTACTGGACATTGTTCCCACTGACATCCA 
CCAGAGGGCGCCGATCATCTTGGGGTCCCCTGAAGATGTGACCGAGTTCCTGGAGCTATATAAGAAGCAT 
GCTGCCAAGTGAAGAGCTGGCCTTCCCCACACCAAAAAGAATTGCCTTTTGTTTGGACCTTTTGTCTCAC 
AT GAT GCT ACCCAT T CT GAT TATGCATCATAT ATT CCTAGACAGCAGAAATAAAAAGCATGGATAT T TT C 
ACCATCAAATGCTGTGTGATGCCTGGCGCTGCTACCCAGATGCTGTCTTGACGATGCCACTGACGGTCAA 
GAT AT AT TTT GAG T G AAC AG AGG AG AAAT AAAC A 

>GBEQ0759 1 Acc | CD470877 | Ver | CD470877 .1 GI : 3139214 5 | LeukoS5_3_D01 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__3_D01_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop : 599 

TGTAGGCAAGGTGGGGCCTATGATTGGGCAGTACGTGGACTCTCAGTGGAGCCTGGCAAGCTTCACCGTG 
CCTGCTGAGTCAGCCTGCATCTGCGCCTTCGGTCGCAATACTTCCAAGAACGTCAACTCGGTCATTGCCA 
TCTGTGTAGATGGGACCTTCCACAAGTACGTCTTCACTCCTGATGGAAACTGCAACAGAGAGGCTTTCGA 
TGTGTACCTTGACATCTGTGATGACGATGACTTTTAAGGACCCTGTGGGTTGTGCCAGGAGCCTGCAGTG 
GCAGATTGCAAAGCCTTTAGGGGGTTGGGAGTGCTGTGGAAGCCACTAGCCAGCAAGCATTAATGGGGCA 
GGTGCCCACTTTCTACTCAGCAGAGAGTGCCTAAACAGCTCTCTTCCCTCAAGCACTTCGTGAAGACTGT 
GTACCAGTAAGGCCAGGCCATGGACCCTGGACGGCAGCAGACCCCCTGAGGCTTCCAGCCTGGAGAAGAC 
TGCTAGGCACCCAAAGGGAGTGCCCTAATCCAACCTGTGTGGGGGGGATTAAAAAACTTCCCTGAAAGAG 
ACGATCTTT GATGTGAT GAACAT GAATAAAAGGCCC T TA 

>GBEQ0760 | Acc 1 CD470875 | Ver [ CD470875 . 1 GI : 31392143 | Leuko S 5_3_F0 5 . b 1_A0 2 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_3_F0 5_A0 2 7 3 f , mRNA 
sequence . : Start : 1 : Stop : 521 

CAAGGTTGCCTGCATTGGGGCCTGGCATCCCGCCCGAGTGGCCTTTTCCGTGGCGCGGGCCGGGCAGAAG 
GGCTACCATCCCCGCACGGAGATCAACAAGAAGATTTACAAGATTGGCCAGGGCTACCTCATCAAGGACG 
GCAAGCTGATCAAGAACAATGCCTCCACTGATTACGACCTGTTTGACAAGAGCATCAACCCTTTGGGTGG 
CTTTGTCCCCTACGGTGAAGTGACCAACGACTTTGTCATGCTGAAAGGCTGTGTGGTGGGAACCAAGAAA 
GGGAGTGCTGACCCTTCGCAAGTCCCTGCTGGTGCAGACGAAGCGGCGGGCCCTGGAGAAGGTTGACCTC 
AAGTTCATTGACCCCCCCTCCAAGTTTGGCCATGGCCGCTTCCAGACTGTGGAGGAGAAGAAGGCATTCA 
TGGGACCCCTTAAGAAAGACCGAATTGCAAAGGAGGAAGGAGCTTGATGCCAGCAGCAGATTGTGCAGCT 
GGTGGGGTCCCAATAAAGAGTTTTTCCCGTG 

>GBEQ0761 |Acc|CD470870 I Ver (CD47 087 0.1 GI : 313 92138 | LeukoS5_3_D08 . bl__A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5___3__D08_A027 3 f , mRNA 
sequence . : Start : 1 : Stop : 4 2 0 

CTTCAACCCCTAGTACAACAAATAGCCCTGCAGTTAAGCCAGCGGCTTCAATAACAAGTAAGCCTGCTAC 

ACT TACAACAACCAGTGCAACCAGTAAGT T GAT CCAT CCAGAT GGGGAT AT ATCCCT GGAAGAGAGAAGG 

GCCCAGTTACCTAAATATCAACGTAATTTTCCTCGACCTCCGATGGGAATGAGACCTCCTGTAATGTCGC 

AAGGTGGCCGTTACTGATTTTACTTCATCCAGTTTAATAGGTTTGGAGATTAAACCTTTTTTCAACTTGT 

GCTGTTTATATAGCCAAGCTTCCGTCAATAAGGCTTCATTGTGACTTTAACAAACATTATTTTCCCCCAT 

ACCAGGAACTAT T GGACAT T TATT TACATGGGAAAAAT TATT TGGAATAATAAAGCAGGAATT T T CCTGG 

>GBEQ07 62 | Acc 1 CD4708 69 | Ver | CD4708 69 .1 GI : 31392137 | Leuko S5_3_H 01 . bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_H01_A027 3', mRNA 

sequence. : Start: 1: Stop: 635 

CAAAT T ATTATGCCAGCCAGAAGAAAACAT T TGAAAT TAAT CCCAGACACCCGC TGAT CAAAGATATGC T 
T CGACGAGT TAAGGAAGATGAAGATGACAAAACAGTT T CAGATCT T GCTGT GGTT T T GTT T GAAACAGCA 
AC AC TGCGAT CAGGATATCT T TTACC AGACACGAAAGCATATGGAGATAGAATAGAAAGGAT GCTGCGCC 
TCAGT T TAAACATT GACCCCGAT GCAAAGGT TGAAGAAGAACCCGAAGAAGAACCTGAAGAAACAACAGA 
GGACACCACAGACGACACGGAGCAAGACGAAGACGAAGAAATGGATGGAGGAGCAGATGACGAAGAAGAA 
GAAACAGCAAAGAAATCCACAGCTGATAAAGATGAATTGTAAATTACACTCTCACCATTTGGATCCTGTG 
TGGAGAGGGAATGTGAAATTTAAGTCATTTCTTTTGGGAGAGACTTGTTTTTGATGCTCCCCTGACCCCC 
TTCTCCCCTGCACTGTAAAATGTTGGGATTGTGGGTCACAGGAAGAAGTGGGTTTTTTTAGTTGAATTTT 
TTTTAACATTCCTCATGAATGTAAATTTGTACTATTTAACTGACTATTCTTGGTGTAAAATCTTGTCATG 
TGTAT 

>GBEQ07 63 | Acc 1 CD470786 | Ver 1 CD47078 6 .1 GI : 31392054 | Leuko S5_2_E 12 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2_E12__A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 473 
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CTCTCAAGATACGAAAGCATCTGAGAGCTCGAAGCCATGGCCAGATGCCACTACATACAGTGCTAGTTCT 
GCATCACGGGCCTCGGCAGTTTCCGACCTGAGTCCCCGGGAGCGAAGCCCTGCTCTCAAAAGCCCCCTCC 
AGTCTGTGGTGGTGAGGCGGCGGTCACCCCGTCCTAGCCCTGTGCCAAAACCCAGCCCTCCACTTTCTAG 
CACATCCCAGATGGGCTCAACTCTGCAGAGTGGTGCTGGGTACCAGGCTGGGACACACCAAGGTCAGTTC 
GACCATGGCTCTGGGTCCGTGAGTCCATCCAAAAAGAGCCCTGTGGGTAAGAGTCCACCGGCCAGTGGCT 
CCACGTATGGCTCGTCTCAGAAGGAGGAGGCTGCTGCTCCAGGAGGAGCAGCCTATACAAAGAGGTATCT 
AGAAGAGCAGAAGACAGAGAATGGAAAAGATAAGGAACAGAAACAAACAAATA 

>GBEQ07 64 | Acc | CD470783 | Ver | CD470783 . 1 GI : 31392051 1 LeukoS5_2 JE05 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2_E05_A027 3 f , mRNA 
sequence. : Start : 1 : Stop : 606 

GTGGGTGTCAAGTTCGCAGAGCGTATGTGGATGCTACTTATGCGCCTGGGCTGCCCTGACCAGAAAGGGC 
ATCAACGGCAGCCACCATCTTGCCGCCGGGATTCATCCTGGTCTGAGACCACAGAGGCCTCCTACTCAGG 
CTTGTGAGGCTGGGATGGGGGCCATGCAGCCTGACTGCCCCCCCTCTTCCAGGCTCCTCCCTCCCTCTCC 
TGGAAGACTTGCTCCCCAGATGCACACTCCTGGGATTCCCCGGCAGCCCCAGCACTGCCCAGTCTCCCAG 
GAAGTCACCCTCCCAGCTCTGGGGGCTGCACCATTGCTCCTCCTTAGCTGCCAAGCCCCATTCTGCTGCT 
TCGTAAGTGGCTACCTTCAGGACCTTCTTACGTTGGCTGCCCGGAGCCCCACTGCCCTTCTAATCCAGTA 
ATGGCCTTCCCCGTGTGCATGCAGCAGAAGGCAAACAGCATAGCAGAAGCTGCCCCTATGGGGCCTTGGC 
CCAGGCCTCCAGCTCAGCAGTGACTGTGGCTGTGGTCCCCAAGACCTCTGTATTTGCTCATGTTTATTTT 
TAAATAATACACTGCT TAAAAC T TC TCAATAAACAAGATAATAGGG 

>GBEQ07 65 | Acc | CD470780 | Ver | CD470780 . 1 GI : 31392048 | LeukoS5__2_B06 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2_B0 6_A027 3 f , mRNA 
sequence . : Start : 1 : Stop: 628 

AGACAAATCATGTTCTGGAAATTGCAGTATTAAGTGCCTTTTCCTCTCTGAAATATTAAATTGAACTCTA 
TTTAATGTTATTTTTAAACCAAACTTTTAAATGAACTGGTGACTGTGCAATGATAGTAATTAGAAGTTCT 
ACCACATGACAAATTTGTGGTTTTAAACTTTCTACATCATGGTGACTTCATTAAAAGCCGTTCGTTGCCA 
T CCT TGAAGGCAGATCAAGATAAGGCAGTGTTAGGGAGAAAACATTACAT T T GTAAGGCAGACGATCAT C 
CCAGTATGATGGTCAGAAGACAGGCTGGGGTGGCAGAGAGTAGCTGAGAGATTTATAGGCTGGGCAAACT 
CT CAGAAAGCACCGAAC T TAGAAT TTTCCAAGAAAAT GTGCAGTAT TC TCT TCT ACTT CT GAGT CACTAT 
TTTGTCTTCGTAAGCTACACAATTGCTGCCCACTGGGCTTTTGGGTGAGTGTGTTTTCATGGAGTGTTAC 
TTTCGATAACCTACTGTCCCCAGATTCTAAGAACCTGGGGAAGGATTAGCAGTTCTTATAACAGTACGTT 
TACTGTGTATAGGAACGGTTATGTCATTATGGCTGTTAAATGCTCATCTTTTCTACGACATTAAAAGT 

>GBEQ07 66 | Acc ) CD4707 61 1 Ver | CD47 07 61 .1 GI : 31392029 | LeukoS5_2_E02 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone Le u ko S 5_2_E 0 2_A0 2 7 3 % , mRNA 
sequence. : Start : 1 : Stop : 458 

GCCGTTGCCTGGTATTATCATGGGAGGGATTTTGCCCTTTGGGTGCATCTTTATACAGCTTTTCTTCATT 
CTGAACAGCATTTGGTCACACCAGATGTATTACATGTTTGGCTTCCTATTTCTGGTGTTTACCATTTTGG 
TCATTACATGTTCTGAAGCAACTATACTTCTTTGCTATTTCCACCTATGTGCAGAGGATTATCATTGGCA 
ATGGCGTTCATTTCTTACCAGCGGCTTTACTGCAGTTTATTTCTTAATATATGCAATACATTACTTCTTT 
TCAAAATTGCAAATCACAGGAACAGCAAGTACAATTCTGTACTTTGGGTATACCATGATAATGGTTTTGA 
TCTTCTTT£TTTTTACCGGAACAATTGGCTTCTTTGCATGCTTTTGGTTTGTTACCAAAATATACAGTGT 
GGTGAAAGTTGACTGAAGAAGCCCCAGTGTGTCAAGTT 

>GBEQ0767 | Acc | CD470760 | Ver | CD4707 60 .1 GI : 31392028 1 LeukoS5_2_H08 . bl__A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2_H08_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 572 

ACGGCGAGGGGGCCGGCGAGGGCATCGACGACGTCGAGTGGGTGGTGGGCAAGGACAAGCCCACCTATGA 
CGAGATCTTCTACACACTGTCGCCCGTCAACGGCAAGATCACGGGCGCCAACGCCAAGAAGGAGATGGTG 
AAGTCCAAGCTGCCCAACACGGTGCTGGGCAAGATCTGGAAGCTGGCCGACGTGGACAAGGACGGGCTGC 
TGGACGACGAGGAGTTTGCCCTGGCCAACCACCTCATCAAAGTCAAGCTGGAGGGCCACGAGCTGCCCGC 
CGACCTGCCCCCACACCTCATCCCGCCCTCCAAGCGGAGGCACGAGTGACGGGCCGGCCGGTGACACAGT 
CCCTCCATCTTGGCGCCCAGCCAGGCGGAGACTGGGGAGGGGGGCAAGGGTCCCAGTTGTCAAGGTCCAT 
AAAGACTGAGCGGGTGATTCCTCAGCTCTTGAAAAGGAAAACCACCATCTTTCTTCCCAGGCTGTTCCGG 
GGCCCAGCGGGGAGGCAGGGGTGATGCTCATATGTGAATGATGGAATTTTGTGCACAAGAACTATGGATA 
T T T T T AAT AT AT 

>GBEQ0768 | Acc | CD47 0754 | Ver | CD47 0754 . 1 GI : 31392022 | LeukoS5_2_D07 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2_D07_A027 3 1 , mRNA 
sequence. : Start : l:Stop: 645 

AATGAAGAGGATCCCCCCTGCAAACACCAAAGCTGTGAACAGAAAGACTGTTTGGCCAGCAAGCCTTGGG 
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ACATCAGCCTGGCCCAGCCGGAGAGCATCCGCAGTGACCTGGAGAGCTCCGATACGCAGTCAGACGATGT 
GCCAGACATCACCTCAGATGAGTGTGGCTCCCCTCGCTCCCATACTGCAGCCTGCCCCTCGACTCCCAGA 
GCCCAAGGTGCACCGAGCCCAAGTGCCCATATGAACCTCTCTGCCCCTGCTGAGGGGAAGACTGTCTTGA 
AGCCAGAAGGTGCAGAAGCCAGAGTATGAAGTGGATTGAATGCTCCTGTTCTGAGAAGCACACTTGTTGT 
AACTGCATCTTTTGGAATCTTTTGGGGGGAGGGGTGGGGATTTATGTATTTTATTTCAAAGATTCTCTGG 
TCACAGGTTTTCCCCAGGGAAATTCTGGGAAATTTGCTATTTCTTACCAGATAAAACATGGAAATTTTGC 
CCTTAGTCCCACCCCACCTCCCCCCTTTTTTAGTTTTAATTTATTGGTTAAACTGATGGTGGCAATCCGT 
GAGGTCTGTCAAAGAGTGTACAGATGTATGTGTGTATATTTTATGTATGCTAACATTACTGAAGGACACA 
TTTTAATAAAGATTT 

>GBEQ07 69 | Acc ) CD4 70749 | Ver | CD47074 9 .1 GI : 31392017 | LeukoS5__2_Cll . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoSS 2 Cll A027 3', mRNA 
sequence. : Start : 1: Stop: 5 60 ~" 

GACCCATGCCCAAACCGCATAGTGTTTCACTCAACGATACTGAAACAAGGAAACTCATGGAAGAGTGTAA 
AAGACTT CAGGGAGAAATGAT GAAGCT GT CAGAAGAAAATCGACACC TGAGAGAT GAAGGC T TAAGGCTC 
AGAAAGGTAGCACATTCGGATAAACCTGGATCCACCTCAGCTGCTTCCTTCAGAGATAATGTCACCAGTC 
CTCTTCCTTCACTTCTGGTTGTGATTGCAGCCATTTTCATTGGATTCTTTCTAGGGAAATTCATCTTGTA 
GATTGAAGCATGCAGAGTGCTATTTCTTTTTTTTTCTCTTGACCAGAAAAAGATTTGTTTACCTACCATT 
TCATTGGTAGTATGGCCCACGGTGACCATTTTTTTTGTGTGTACAGCGTCATTTAGGGTTTGCCTTTAAT 
GATCTCTTATGGTTAGAAAACCCAATAAAAAGAAACTGTTCGGCTACTGGACAAATTGTATATTACCAGA 
TCATCACTAGCAGATGTCAGTTGCACATTCAGTCCTTTATGAAATTCATAAATAAAGATTTTTCTTTCTT 

>GBEQ0770 j Acc | CD470742 | Ver | CD470742 . 1 GI : 31392010 | LeukoS5_2__G04 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5 2 G04 A027 3' mRNA 
sequence. : Start: 1: Stop: 5 63 ~~ 

AGGAGGTGTTGGTGCTCTGGCTGCAAGGGCACGAGAAGCTGCCCCGCGAGAAGTACCTGGTCTTTAAGCC 

CCTGCGGGAGCCCGGCCAGAGCGTGGCCACCTTTGCCGTGACCAGCCTGCTGCGCGTGGAGGCTGAGGCC 

TGGAAGAGGGGAGACGTCTTCTCCTGCATGGTGGGCCACGAGGCTCTGCCCCTGAGCTTCACCCAGAAGT 

CTATCGACCGCCTGTCGGGTTACCGGGAGCCACCTCCCTGGGTGGTGCTGGACCCGCCACAGGAGGACCT 

GGAGGAGGACACCCCAGGAGCCAGCCTGTGGCCCACCACAGTCACCCTGCTCACTCTCTTCCTGCTGAGC 

CTCTTCTACAGCACGGCGCTGACCGTGACCAGCATCCGGGCCCCACCTGGTGGCAAAGAGGGCCCCCAGT 

ACTGAGACGGAGCCAGCCAAGCAAAGGTGGGGGCGGGGAGGAGCCTGGAGGAGCCCCCTGGAAGCCAAGC 

TGGATGCCAGAGCTCAGCCCTGCTTGGAAGCCACCCGACTCTCCCACACAGGCCTTCCTGGTGCAATAAA 
CTG * ~ 

>GBEQ0771 | Acc | CD470733 | Ver | CD470733 .1 GI : 31392001 | LeukoS5_2_F01 ,bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5 2 F01 A027 3' mRNA 

sequence. : Start : 1: Stop: 637 ~ 

CAGAACAGCATGGGTGGATATGACTAGT TTT GTAGGAGCAT T TGAGT TGT T T CAAT CAAAT T T TCACAGG 

CAGCCAACAAGCAGTGAAAAGCAGTTAACTCTAGAGGGAGCTGTGGGACCCATTTTGCACCATGAGTTTG 

TGAAATCTGGATTAAAAGAATTACCTCTTCAGTGTTTTCTCATGCAAACTTTCTTCTAGCATGTGATATT 

GAGTAAACTAAAACTATTTTCAGCTTTTCTCAATTAACATTTTGGTAGTGTACTTCAGAGTGATGTTATT 

TGAGT TAAAGTAGT TT TAAGTACAT TAAAT GTGGATCT T T T ACACCACATCACCGTGAACACAT T GGGGA 

GACGTGCTTTTTTGGAAAACTCAAGGTGCTAGATCCCTAATTCGAAGAGGAACATTTCTCATGTTTGTTC 

ATTCTAGTTTATTTTCATTTAAAATCTTTTAGGTTAAGTTTAAGCTTTTTAAAAGTTAGTTTTGAAAATT 

GAGACACATTACTAATACTGTAGGAATTGGTGAGGCCTTGACTTAAAACTTTCTTTGTACTGTGATTTCT 

TTTTGGGTGTATTTTGCTAAGTGAAACTTGTTAAAATTTTTGTTAACTAT^ATTTTTTTCTTAAAATAAAG 
ACTTTTT 

>GBEQ0772 | Acc | CD470732 | Ver | CD470732 .1 GI : 31392000 | LeukoS5_2_C02 .bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoSS 2 C02 A027 3', mRNA 

sequence. : Start :1: Stop: 573 ~~ 

CGCAGCCTCCAGAGCCCCATCACAGTGGAGTGGCAGGCACAGTCTGAATCTGCCCAGAGCAAGATGCTGA 

GTGGCGTCGGGGGCTTCGTGCTGGGGCTGATCTTCCTCGGGCTGGGCCTTATCATCCATTACAGGAGCAA 

GAAGGGACCTCGTGGGCCTCCACCAGCAGGGCTCCTGGACTGATACCTGAGGATACTTTGACAGGGATTG 

GTTTTTGCTCTTCTGTAATGCCTGCCTGTCTTTGCTCAGAATTCCCAGCTGCCTGTGTCAGCCTGTCCCC 

CTCTGAGATCAGAGTCCTACAGTGACTCTGATGCATTCTTCAGATCACCTCCTGTGACCTCTGCCCTCAG 

GATCTGACTGCAACACTACTTCCTGCAGTGACCCCAGAGCTTGCTGCCAGCAGCGTCTACTTGGTTCCCA 

AGGGTTTGTTCTGATCCATTCTTCTCCTACAGGCTGTACAAGAGAAGCACATTGAAGCCATTTACCTGAC 

CCTAGAGCTTTTATCATAATTAAACATGATTATGAGTTATCTGTACCCTGAGCTTTCTTAACTGGGTGGA 
GGCAATAAACCAC 
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>GBEQ0773 | Acc | CD47 0639 | Ver | CD470639 .1 GI : 31391907 | LeukoS4_6__Dl 0 . bl__A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_6_D10_A02 6 3' , mRNA 
sequence. : Start : 1 : Stop : 577 

CTTTTCCAGAAATGGCAAGAAGTCTTTTGAAGACATCGTCTGTGTCTATAAGAACAAAATTGCTGCATAA 
AACCGGAGTGTCACTTTATGATACATCTCATGGCTTCCATGAAGAAGTTGTTAAAAAAAAGCTTCAGCAG 
TTTCCCGGTGGATCTGTTGACCTTCAGAGGGAAGACAGTGGCATTGGCATTCTTACTCTGAACAATCCAA 
GTAAAATGAATGCCTTCTCAGGTATAGAGATGTTTCTTTTGCTAGTTAAAGAATAACCTAAATCTAACCT 
GCTATCATATGATTTTTATCTTTACTCTTGTGATAAAATTTGTGGAAGTCATGGTACTCTTTGTAGAACA 
CATACACACACGAAAACAAAACTATCCCGTGAAGCAGGAACATTTCTTACTATTTGTGGATAGTTTAATG 
TTTT T TAAAAACCCAT GAAT ACAGGTGTT GATAAAAAGATAAATGTCAAATTAATC TT GAT AATAT T T T T 
CATTGAAATTTATTAACTGCTTAATAACTTGATTTGCGTTCAGCTAATGTCACTGGGAGACAAGTGGGGG 
GACAT TT CAAAGAT T TT 

>GBEQ0774 | Acc | CD47 0 637 | Ver | CD4 70637 . 1 GI : 31391905 | LeukoS4_6_E12 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_ 6__E 1 2_A0 2 6 3», mRNA 
sequence. : Start: 1: Stop: 163 

AAGGAACGTCAAGGTCCTGGGAAATAAAAGGCAGTTCCGCACAGACTGCAGCAACGGTTGCATCTGCATA 
TCCT AAGAGGAAAAAAAT GACCT TCAAGAGAAT TAGGACTTTT T T CT TAAT TT CAT TGAC T TCAGAGACG 
ATTGCAGACTTGCAGTTTAAGTA 

>GBEQ077 5 | Acc | CD47 0 633 | Ver | CD470633 . 1 GI : 31391901 | LeukoS4_6_A08 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_6_A08_A026 3 f , mRNA 
sequence .: Start : 1 : Stop: 401 

TTTCCAGTTACTTGAGTTTAGAGCCAGAATGCAAGCCCGTGAAGCAAAGAGCAGCTCAGGAAACTCCACG 
GTTGACTTCCCTTGCTTGCAAGCTTGGTGGAGAGCTGAAGCTTCACGTGGTACTGGAGGCCAAGTTCGGA 
T CATGACTACAT GGCTTGAAAAT GGAAGACACAAAACTGAGAGAT TTT TCTGCACTAAGT T TTGGGAC T C 
TGTCCCCCCTAGTGACCGAACTGACTGACTAATAACGTCATTTATAAATCTGCTCCCCTGTCCCCTTGTC 
TGCCACCCTGTGTGCCTTTTTTGTAAAACATTTTCACGTCTTTAAAATCCCTGTTGAATCCCTAGAGTTT 
AGTATCAACTTCTACACAGATAAGCATTCAAAGTTGACATGAACTTTTTTG 

>GBEQ0776 | Acc | CD470622 | Ver | CD470622 . 1 GI : 31391890 | LeukoS4_6_G10 .bl__A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_6_G10_A026 3', mRNA 
sequence. : Start :1: Stop: 612 

TAGACCAGGTGTGGATCTGAGCCCTAAGTCTACTATGGCAGCTGCTTGGCTCCAGATGGCTGAGCAGGCA 
GGGGCTGGCCTGGGACAGCATCTGGGCAGGGGGAGGGGCTGGGCTGACCAACCATGACCAAAACCCTGTG 
CTGCCCCATGCAGCCCCCTCTGCTTCCTGTCCTCTGCCCCATCTCCCCTGCTCCCAAAAGTTACAGCCTT 
TATTCCAGGCCCATGAATATAGGAGGGGGAAGCAGGAAGCCTAGAGAGGGCCAGGGACTTGCCTCAGGGC 
CCTCAGCATGCCCCTGACTACTATCTCAGGGCTTTCTGGGCACTGCACTCCAGCCTGGTCCACCTGCCCA 
TGCCCTAAGGCCAGCTGGCCAGGGACGAGGGGTGGCTTCTTATGGCTTTTATGCCTTTCGTTTGCTGATA 
CTGAATTCTGCATCATAATTTCTATATTGTCCCTGAGTATTAGAACTATAATTTATTCATTTTTCTCTGT 
GTCTGTGCCAAGAAGCCCAGGCTCTGGGCCTGCCCTCTCGCCCAGGAGGCCTTGCCAGCCTGCGTGCTTG 
TGGGAACACT T TGTACCTGAGCT TACAGGTACCAATAAAGAGGC TCTAT T T T 

>GBEQ0777 | Acc | CD470618 1 Ver | CD470 618 . 1 GI : 313918 8 6 I LeukoS4_6_C08 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_6_C08_A02 6 3 f , mRNA 
sequence. : Start : 1: Stop: 514 

CACACATGCACAGCTGCTGCCCGGGGGCCTGGGCGGGTCACTTCTCTGAGCCTCAGTATCCCCTTTTGTA 
AAGTGGGGGTGGGGTCCCCCACTGGCCCCACAGGAAGGGGGGGCTTCAGGCTGTCCAGGGGGCTGGGTGG 
GCACCCCGTCGCCCTGGTCCTCACTGCCCCCATCCACCCACAGAGCTGTCGGAGGTGCTGTGGGCCATGG 
TGATGCGCACGGGCCTGCGCATGGGCAACAAGATAGGCGTGATGGCCGTGGTGCTGGTCCCCATCTTTGC 
CGCCTTCGCTGTGCTGACGGTGGCCATCCTGCTGGTGATGGAGGGGCTCTCGGCCTTCCTGCACGCACTG 
CGGCTGCACTGGGTGGAGTTCCAGAACAAGTTCTACTCAGGCACTGGCTACAAGCTGAGCCCGTTCTCCT 
TCGCCGTGGAGGAGTAGCGCCCACCTGTGGCCATGCCCACGACCCCTGCTCTCCCCTCGCTGAGGCAGGA 
AAGGAATAAAGAGCAGCAAGCTCC 

>GBEQ0778 | Acc | CD470521 ) Ver | CD470521 .1 GI : 31391789 | LeukoS4_5__H02 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5_H02_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 602 

GGAAGAATAACAGTTCCGCGGTTAAGTGTTGGTTCAGTTACTAGCAGACCAAGTACTCCCACTCTTGGCA 
CACCAACCCCACAGACCGTGTCTGTTTCAACCAAGGTAGGGACTCCAGTATCCCTCACAGGGCAGAGGTT 
TACGGTGCAGATGCCCACCTCGCAGTCCCCAGCTGTAAAAGCGTCCATTCCTGCAACATCAGCAGTTCAG 
AATGTTCTGATTAATCCGTCATTAATCGGGTCCAAAAACATTCTTATTACCACTAACATGGTGTCATCAC 
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AGAATACTGCCAGT GAATCAT CAAAT AC AT C GAAAAGAAAGCGTGAAGAT GACGATGAT GACGAT GAT GA 
CGACGATGATGACTATGATAATTTGTAATCTAGCCTTGATGCTTGTAATGTGGATACTTGGTCTTGAATC 
CACTGTACTGAGATTAAACACGCATGCTGATGTGTTAGAAAACTTAAGTAGTATTTAATGAGTAAATATA 
GTTACCATACTTTTCAATTGAGATGTTGGATTTTCTTTAATAGGATTAGTAATGGTTTTTCATGAGCCTT 
TAAGT GTAAAAAATAAAGT TGT CAT T CAT CAAT T TCAAAAAA 

>GBEQ0779 | Acc 1 CD470514 [ Ver 1 CD470514 .1 GI : 313917 82 | LeukoS 4_5_D03 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_5_D03_A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 511- 

GTTGTGGGTCTGGTGGGAATCATTGTTGGGACCATCTTCATCATCAAGGGTGTGCGCAAAGGCAACGCTG 
TTGAACGCCGAGGGCCTCTGTGAGGTACCTGCAGGTAATAGACTTTCTTCAAGAGAAGATCAGTGAAGAA 
ACTTCTGCTTTAATAGCTTTATAAACCTGGCAATACTCCAGTTGTTCACTTCACTGAAGACAACTATTTT 
TCAGCACTTTCCAGCCTTTTAGCTACTGTAAGAGTGGTGATTTCTTCCCGATGTCTCCATACGCTAACAG 
CTAGTTATTCCCTATCTATTGCTCCTTCTTGTATCTGTTTTCCCTCCAATTCCCACTATCTTTTTATTAT 
CACTATGTAATGCCTCTAGAATAGACCCCACAGGGTGCTTCCTCTGCTATGGAACCTTTTGAACATTCTA 
CAGGGGCATCTTCTGTATACTTTGCTTGGGGTTTCTTCAGACTGTGATTGTGATTTCTCTGAATACAGTA 
AAATACTGGATAGATCTTAGG 

>GBEQ0780 | Acc | CD470512 | Ver ! CD470512 . 1 GI : 31391780 | LeukoS4_5_E10 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__5_E10_A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 530 

AT T T GTAAGAATATATT TAATATAT GTACACCCAT TATGT T T T T AGGTAACAGGAGGAAAAAT GCAGCAC 
AAATTTTTTTTCTCTTGTTAAGGAACTGTCATTTAAGCATCAACCTGGAGTACTCACAATAGAATTCAGA 
TTCACAAGATGGAAGCATGGCGAGAAGTGTCAGATGGCTGTGTAAGCATGTGTGTTTCTGAAAAGTAAAA 
ATCTCAAGAAGGAAAAGCAGAAATGGCATGCTTTATCCATCTTGCTTAGTGAAAGAGCTTCAGTTGAAAT 
TGTTTAAAGTAGCAGGTACAATGAATAGTGTCACAAATTGTGTTAATTTTTGAAGCGGTGTGGGTGCTGA 
CTACTAGTAGTATCAAAAATATGT T CAGGATTGTT TTGAT ACCT GTAT T TATAAT TAAAAAAAAT GT CAT 
AGAGGAGGTCGATGAATTTCTGTTAAAAGCTGTTCCTGTGTGTTACATTTAACAGACATGGCAAACATTT 
GTTTACAGTCTTTGTTTGACAAACCATGCATTTAAGTTTT 

>GBEQ0781 | Acc | CD470508 | Ver | CD470508 .1 GI : 31391776 | LeukoS4_5J303 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__5_E03_A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 298 

AACCCTCCTGACCACGAGGTGGTGGCCATGGCCCGCAAGCTCCAGGATGTGTTCGAGATGGGTTTTGCCA 
AGATGCCAGCCGAGCCCGAGGAGCCTGTGGTGGCTGTGTCCTCCCCCGCAGTGCCACCCCCCACCAAGGT 
TGCAGCCCCGCCTTCATCCAGTGACAGCAGCAGTGATAGCTCCTTGGACAGCGACAGCTCAAGTGATGAC 
TCTGACGAGGAGCGAGCGCAGCGGCTGGCCGAGCTCCAGGAGCAGCTTAAGGCCGTGCACGAGCAGCTCG 
CAGCCCTCTCGCAGCCCC 

>GBEQ0782 | Acc | CD470506 | Ver | CD470506 . 1 GI : 31391774 | LeukoS4_5_G12 ,bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5_G12_A026 3\ mRNA 
sequence . : Start : 1 : Stop : 2 8 0 

GCCCCCCCCCACCCCCTGACTCAGCCGGGGGAGAAACCACAGCATTACCACAGCGTTATTGTGACAGCCA 

TGTACCCACTGCCCACAACCCCCTCGCCCCCGACCTCTGGCTCTGAGCCCTGTTCTGACCAAATCACGAT 

GATGAGTATTTGGGGGTGGGTGGGTAAGGGGGGAGTGGGAGGGGATGGAACCAACTTTTTCTGTATTTTG 

TATTGTATGTTTTCTTCAACATGTAACCAATCAGTATCTTGTCAATATAGTCAGCCGATCGATCGACCTT 

>GBEQ0783 | Acc | CD4704 95 | Ver | CD4704 95 .1 GI : 31391763 ) LeukoS4_5_H05 .bl_A026 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_5_H05_A02 6 3', mRNA 

sequence . : Start : 1 : Stop : 613 

AATAGTGTGGATGTGACTTGTCATCCAGTATTAAGTTCTTAGTCATTGATTTTTGTGTTAAAAAATAGGA 
AGGAGGGAAAC TGCAGC T T TCATT ACAGACT CCT TGATT GGTGAGCTCTCCAAAT GCAGAGT TACAGTGA 
ACTCGGATCATGCCTCTGGACAGTGGACCTCGAGCATTTCTCTCGGGCTTTAATTTGCTAAAGCTGTGCA 
CATATGTAAAAATAGATTATTTTAGGGGAGATGTAGGTGTAGAATTATTGCTTATGTCATTTCTTAAGCA 
GCTATGCTCTTAATGCTTAAAAGAAGGCTAGCATCGTTTGCACAAAAAGTTGGTGATTCCCTCCCCCAAA 
TAGTAATGAAATTACTTCTGTTGAGTAAACTTTTTATGTCATCTTATAATAAAAGCTGAAAAAAATCCCT 
CTGTTTCTATTTATAAAAAAAATGCTTTTCTATATGTACCCTTGATAAGAGATTTTGAAGAAATCATGTA 
AGAT GGTAAAACAT T T GAAT GGTACAGTAGATGTAAAAAAAAAATTCAGTT TAAAAGAACGT T TGTT T TT 
ACATTAAAT GT T TAT TTGAAAT CAAATGAT T T TGTACATAAAGT TCAATAATA 

>GBEQ0784 | Acc | CD4704 93 | Ver | CD4704 93 . 1 GI : 313917 61 | LeukoS4_5J304 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5_B04_A026 3', mRNA 
sequence. : Start: 1: Stop: 470 
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ACAGGTGGAGCACGGATACCACATGCCGTGCCCCCCCGGTTGCCCAGCGTCCCTATACGAGGCCATGGAG 
CAAACCTGGCGTCTGGACCCGGAAGAGAGGCTTACGTTCGAGTACCTGCAGTCCTTCCTGGAGGACTACT 
TCACCTCCACAGAACCCCAGTACCAGCCTGGGGATCAGACATAGCCTCTCTGGAGGTGCCTGCCAGCCCC 
TTCCAATCTACAGGGCCCTGGTCCCAAGGCCCCTGGCTTAGAAGCCTGGAGAGTCCTAGCATGTCAGCGC 
AAGCAAATTGCTCTGACACCATCTAGGGCAACTCACTCGTTTTAAAGATGGGGCAAATCGAGGCTCAGAG 
ATCATCCTTCACCTACTCTGGCCTCAAGCACTATTTCCCCCCTTCCCACTTAGGCTCCTGCGTGCCTTTA 
GCCTTCCTGTCCCCCTCTCCAAAAAAAGATATGTTCAGACCATGTCTAGT 

>GBEQ0785 | Acc | CD4704 92 j Ver | CD4704 92 .1 GI : 313917 60 | LeukoS4_5_CQ6 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5_C06_A02 6 3*, mRNA 
sequence. : Start : 1 : Stop : 582 

CTAGACCCAGAGCATTAATGAAGGTGTGGCCCAGGGCCAGCCCCCCCTCCTTTTCTCCCGGCGGAAGGTG 
CGGGGCAGCTACCGGAAGTCTTAGAGGCGCGGGGCGGGGCTTGTGCGGCGGCGCCGTGGGATCGATATGG 
CGACTGAGGGGGACGTGGAGCTGGAGTTGGAGACTGAGACCAGCGGTCCGGAGCGGCCTCCTGAGAAGCC 
AAGGAAGC AT GAC AG T G G T G C GGCGG AC C T GGAG C GAG T C AC CG AC TAT G C G G AGGAG AAGGAG AT C C AG 
AGT TCGAAT TTGGAGACGGCCAT GT TCGT GAT T GGAG ACAGAC GGT CACGGGAGCAGAAAGCCAAACAGG 
AGCGGGAGAAGGAACTGGCAAAAGTCACTATCAAGAAAGAAGATCTGGAGCTGATAATGACAGAGATGGA 
GATCTCACGAGCAGCAGCAGAACGGAGCTTGAGGGAACACATGGGCAACGTGGTAGAGGCTCTTATTGCC 
TTAACCAACTGATTTGTACTTTTCTCAGACCTACCCACTGGATTAACTTATTTCAATAAAGATTTGTCCT 
TTTTTTGTTGTTTTATCATCTT 

>GBEQ078 6 | Acc | CD4704 83 | Ver | CD4704 83.1 GI : 31391751 1 LeukoS4_5_E08 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5_E08__A026 3', mRNA 
sequence . : Start : 1 : Stop : 513 

CTTTAATTTATTTAATATCCGTTGGTTAGAGCACTGCCGTTTCTGGAGTCCCTCTTAGTTACTGGTATTT 
ATGTGTATTGGGCGTGTGTTTAGTATGTTTTATTTGCAGTAAAAAAACTGATCTCCAAAGATTTCCTTTT 
GTAAAGTCTTTTCCCCCCTCGTTAATTTTTACATTCCTTACTGTTTTACTAAATATTAAGTGTTCTTTGA 
CAATTTTGGTGCTCACTTGTGTTGGGGACAAAAGTGAAATGAATCTGACATTACATCAGAAAGTTTTAAA 
GTTTGTTT T AAAC TC ACAGATCAAACGTGCCT TAATAAATT T T T T T T TCAT T TAGATT T CAAACAGTAAC 
AGACTTGCCATTTTAATATACATCATTGGAGATCTGCTTACTTGTAAATAGCCTGTTGCTCATTTGGAAA 
AATAAACTAGTAAACAATATTTTTCTATTGTACTTTTCAGATCCATTTTGTCTCATTACTCCTGTT.TTAG 
C T G AAG AAT T G TAT TAG AT T T G G 

>GBEQ0787 | Acc | CD4704 69 | Ver | CD470469 . 1 GI : 31391737 | LeukoS4_5_F02 . bl_A02 6 Stimulated 
peripheral' blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5_F02_A026 3', mRNA 
sequence .: Start : 1 : Stop : 642 

ATGGAAATTTATTTAAATTCTTTCAAGGTTGCAGTATTAAGAATATTAGTAATATAATGTATTACTTGGT 
TCATGAATCTTTTGCCTGAGATAAAGTGTTTCATGTAGGAGGCCTTTATCCTTTTTGATAGACAGTTTCT 
AATATCTTGAATTCAAAAGAATACTTCAGATATCTCCTATATTAACTGAATAGCATACATACATAAACAG 
TGTTCATTGTTCACAAGTTATTTTTGTCT,!TTCTATTATCTTACTCACTTATTCAAGCTTGTCTTTGATTA 
ATGGAATTGGTGTCAGATGCTGGAATTTATTCTGACCAATGAACACAGCTGACTCAAGGGAGTACAATCT 
CCTGCCAAGTAATAGAACAAAACCCAATAAGCATAAAACAAATGCAAGACTCCAGGCTTTAGCTGAGGGA 
AGCAACTACCTGTGTAATAACAAAGCAGCAGAACCTCTCTTTCATGTGGCTGCGTAGGCTGTATATTATA 
TCTAATCTCTAATGTAGCTTACTGGTTTGCTTTTTTTAAAAACAAGATTGGACATTTTCCTTTGTAAAGA 
AAATAAGTTGTATGAGCTAATGGCCTGACTAATGTTTTGAACAATGCCAAGAAATTGTTTAATTAAAATA 
AATTATTTTTGT 

>GBEQ07 88 | Acc | CD4704 60 | Ver | CD4704 60 . 1 GI : 31391728 | LeukoS4_5J303 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5_B03_A026 3', mRNA 
sequence . : Start : 1 : Stop : 54 6 

CTCCTTGAGAAGTTGTGTGTGCAGTGCATACAACTTTAATACAGTTACATAGTTTAAAGCTGTTACAGAA 
TTAATGCTTTGTGTATGGTAAGAGTATCTTCAAGGTGGGTGGATGTTCTCTGTTTGAAGGAATAAGATTA 
TTGGTATTCCAACAGCGTTTTTTTCTTTTAATGTTTTCATCAAGCACCCAGTCAGCTTGAAGAGTCTCAA 
ATGGACCCTATTACTGAGAAATCAAGATGGCAGTCCACTATGGGGAATTGAGGAAAATGGATTAATACAA 
GAGT GCT GTGATAATATACAACCAAGACAGGGT TTT T T TAACATGGAT T T CATGACATGAAT GAAGAT AT 
AGGT TT T T TACCCAACACAAT GGACAGT GGAT T TGACT T T CTAAAGACT T TT.TGTAT CATTAAAACAAGT 
ACAT TTTTGACATT TGGAGAAGAAAGAT GGCACGT TAAC AC AG AT GAT AGT T T GTAT GCCT GGAACT TTT 
TGCAGTTTGATTTGTATGAGTATGCCCTTGTGGAATGTTAACTTTAATAAAATTTC 

>GBEQ078 9 | Acc 1 CD470396 j Ver | CD470396 . 1 GI : 31391664 | LeukoS4_4_A08 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_A08_A026 3 f , mRNA 
sequence . : Start : 1 : Stop : 603 
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T GC AT C AC CAGAT AGGGC T T TGCT AC AG AGGAC AAAT GAT T C AAAT AAAGAAAGC T GC AAAC T GC AAGC C . 

TAGAGGCCAGGATAGAGAAAAT GT CAACAG AT TGGT TGGCT T GGCTAT AGAT G AAT T TCAAAAGAC T T TG 

ACACTAAGGCCCACATTTGAGTTGGCTTATGTTTCCCTGGCTAACATGTATGCAGAAATTGGCCACTACA 

GAAAGGCTGAGGACACT T TCCAGAAAGTGT TGT ACATGAAAAT CAT T GAT GAT T GTCTACT GCAAGAGAT 

TCATTACCAGTATGGTCGTTTCCAAGAATTTCACTTGAAATCTGAAGATAAAGCAATTATCCATTATTTA 

AAAGGTCTAAAAGCAGAAAACATGTCCTATACCAGGGAAAAACTTCTCAATGCTTTAGAAAAATTGGCTA 

AAAGACGTGTTCATCAGAATGAATGCGTTGTGGAAAGTTTCAGCCTCCTTGGACTCATCCACAAATTGAA 

AGGCCAAGTGAGTGAAGCCCTGGTGTGCTATGAGAAGGCTCTGAGGCTGGCAGATCACTTGAACACCATG 

TTTTGAAATAGAGCTCACCACACATGTTTAATGTGTCATAACT 

>GBEQ0790 | Acc | CD470395 | Ver ) CD47 0395 .1 GI : 31391663 | LeukoS4_4_F10 . bl__A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_F10_A02 6 3 f , mRNA 
sequence .: Start : 1 : Stop : 5 64 

ACACCGGCATCAGGGCAAAGGAAAGATGTCAGCCCAGAGACGGGCTGATCTCCAAATTCCTGCAGGGGCT 
GCAGATCCACAGCCCAAGGACGGAGGCCTGCAGATCAGCTCCAGCCCAGCTGTAGACGCCCAGGAAGAGA 
CCCTCTATGCTGCCGTGAAGGACACACAGCCTGAGGAGGGGGTGCAGCTGCACCATCAGGCTGCTATATC 
TGAAGCCCCCCAGGATGTGACCTACGCCCAGCTGAACCACTTGACCCTCAGACGGGAGATGACATCCCCT 
TCCTCCCAGTCAGAGGAGCCCCCAGCAGAGCCCAGTGTGTACGCTGCTCTGGCCATCCACTAGCCCAGGA 
AGGACCCGGATGCCACCCTCCATGGAGGGAGACTGCAGGGACCCCAGAAGACATAGGAGCTGCCTCCAGA 
GGACACTCAGCTAATGACCCCCAGCCAGCCTGGACTCCTAACATGGACCACCAGGAGCTTCTGGGACTTT 
TGGGGAGTCACCTGATTCTGCAATCAAAGATAACTGATATCCCCACGTTTTGGAAATAAAGCAACAGACT 
TCTC 

>GBEQ0791 j Acc | CD470393 | Ver | CD470393 .1 GI : 31391661 1 LeukoS4_4__F03 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_F03_A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 518 

TCCAGAACGTGGCTTTTGTCTGCAATTTGCGCAGCATCATCTGCAAGAATGGCCAGAAAAACTGCCACCA 
GAGTTCCAGGCCTGTTCACATGACCCAGTGCAGTCTCACATCAGGGACGTATCCTAACTGCCGCTACAGG 
GATGCTGCCCCATACAAGTTCTTCATTGTTGCCTGTGAACCCCCTCAGCAGGGTGACCCTCCATATCACT 
TGATTCCTGTCCACTTAGATAGTATTGTTTAAAGTTTCCACCATTTTCCCCTCACTTGGCACAGGTTCTC 
TTATAATCTCCTAGGCTTTTTTTTTTTTTCTTTTATTGATTTTCCTGGTTCCCATAGAAGAAAGAAGGAA 
GATATTGGGAAAATTAGATTCCTTAAGACCCCAGACCAGAGTTGGGACAAAAAGAAATGGGATCTTTTCT 
GCTTTGGAGCTTTGTGTGTTTTGAAGGAAGGCAACAAGGAAGAGGGCAAAGAAAGATCCAGGACTCTGTA 
TTTTTAACCTTGGAACTTCTGCCAAGAT 

>GBEQ07 92 I Acc | CD470390 | Ver | CD470390 .1 GI : 31391658 | LeukoS4_4_C08 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__4_C08_A02 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 62 9 

TCGTTAACTGGAAAAGTAGCTCCTGAAGAATTTAAAGCCAGCATCAACAGAGTTAACAGTTGTCTTAAGA 

AGAACCTTCCTGTTAATGTCCGTTGGCTACTTTGTGGCTGCCTTTGTTGCTGCTGCACTTTAGGTTGCAG 

TATGTGGCCAGTTATTTGCCTCAGTAAAAGAACACGAAGATCGATTGAGAAGTTATTAGAATGGGAAAAC 

AATAGGT TAT ACCACAAGCT GT GCT TGCACTGGAGAC TGAGCAAAAGGAAAT GTGAAACGAATAACATGA 

TGGAATATGTCATCCTCATAGAATTTTTACCAAAGACACCGATTTTTCGACCAGATTAGCGTTTACTTTA 

TTTATAGAGACTTTCCAAGTATGT.TGTCTTTCCAATGGTGCCTTGCTTGGTGCTCTCCTGGTGGTGACAT 

AACATTGGTTCTACAGAATCGTGTGGTGTTTTTTTCTGTTTTTTTTTTTTAATAACCGCATGTTCTAAGT 

GTGCATTTTTGTCAAACTTTGCAACAGTTATTTCATACAGATGTTTAATACTTAAGTTATTGTGCTCTTT 

TCTGTTATGTATTCTGATTTTCAAGGATTACTTTTTTTGTATTATCAAAAAAATACATTTGAACTTAGC 

>GBEQ0793 | Acc | CD470388 | Ver | CD470388 . 1 GI : 31391656 1 LeukoS4_4_G01 .bl_A026 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__4_G01_A02 6 3 1 , mRNA 

sequence. : Start: 1: Stop :230 

CCTTTGTGACATATTGTCCTGpTGAAGCGTCAATACCTGCCCCAGTCATTTTTTCCGTCAAACCGTCCCC 
AAGCTGGGAAAAGGGTGGGGAGGGGTGGAAACCGCTTTGCCCTATAATTTGCTGGGGTGTTTGTTTTTAA 
TGCCCAACTTGCTTGTACAGTAAACTGTCTGTTTTCTGTACTATTTAACTGTAAAATGGAATTTTGACTG 
AT T TGTTACAATAATATAAC 

>GBEQ07 94 | Acc ] CD470379 j Ver | CD47037 9.1 GI : 31391647 | LeukoS4_4_E04 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__4_E04__A026 3*, mRNA 
sequence. : Start :1: Stop: 616 

TGTTTCAAATTGGAAGTAATGATATGTATGGCCCAAGAGAAAAAAAAAGGATGTTGTCCCATCAAGGGAG 
GGAGGGGGTGGGGAGAATCCAAATAGTAT T T T TGTGGGGAAATAT T TAATATCCCT TCAAC TT TACCAAT 
CGGTCCTGGATTTTAAAGATCAATGTCTGAAAGTGGAGTACATTTTTTGTACCCGAACTGCTGTTACATG 
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CACTCCGCCGCTAAGATCTGAATATTTTGTTTTTTGCAAGGGGAGTTGGGAGTGATGGTTTGATTTTGCC 
CACGGGGCCTGTGCCAAGGCAATCAGATTTTTATGAAAGCAGTATTTTCGGTGTTTTCTTTTTAATTTAC 
AGCCTTTCTTATTTTGATATTTTTTTAATGTTGGGGATGAATGCCGACTTTCAGACAGCCCACTTAGCCT 
ATCCACATGTATTTGGATGCCAATACTCCATTTTTCCTCCCCAGGTATTTTTGGGAGTAACAAACATTTT 
TTCAGCCTACTTAGCCTCCCTAGATTTTTCATGACGAGTTAATGCATGTCCGTGGTTGGGTGCCCCTGTA 
GTTCTGTTTATTGGTCAGTGGAAATGAAAAAAAAAAAAAAAGTCTGCGTTCATTGC 

>GBEQ0795 j Acc | CD470374 | Ver | CD470374 .1 GI : 31391642 | LeukoS4_4_A10 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Bquus caballus cDNA clone LeukoS4__4__A10_A026 3% mRNA 
sequence. : Start: 1: Stop: 624 

TTGAATACTATCGCTTAACAGTTCGTTTTTCGCCCCTATTTTCAGGGGTATTGAGATGGCCTGAAGTCAG 
TCTGGCCTTCACAATTTTTTCTGTTGTTTGCTGTCAGATTAAATAGCAGTATAATACTCTGTTGTTACCA 
TAAATGTAGGTTTATGTCTCATATAAAGAAACCTAGTGGGAGAATAACAGAAGGCCTGGGGAGCCTGAGG 
CTGAGCTCTTGAGGCACTGCACAGGTTTGTGAGGGAGCGCTAAATGTATTTGCTTGAACTGTCATCAACC 
CTGATGATCTATGCCCCTTTCCTCCTTCCGTTTGGTTAAAATCGTAGGCCAATTTCTCTATACCTACAGT 
TTTCCTAATAATTTTTGATATGACTCCTCTTCTCCCTCTGCCTAAGGACCTCATTCTTTAATAAAGCTTG 
TTATTTTGTCATATTTCTAGTAGGGCCCAAAACAAATGTGTACCAATATAGTTGTTGTTTTATATTAACT 
TTATACATATCATTGACTTGGCTTAGAATAGGTTTATGATTTTAGCTACTTAGGTAGGCCATTTGGTTAT 
CGTTTGTGACAGAATAATGTGAAGCTAAAGTAATTGCTAAGCTCTGAATGGAAATAAAATGCTC 

>GBEQ0796 | Acc | CD470369 | Ver | CD470369 . 1 GI : 313 91637 j LeukoS4_4_A03 . bl__A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_A03_A026 3', mRNA 
sequence. : Start :1: Stop: 589 

T G T AAGAAC AAAAT TAT T T CC T T T AAGGAAAT GAG T CC T C C T G AGAAT AT C AAT GAT G AAG G AAAT G AC A 
T CATAT TCT T TC AGAGAAGTGT TCCAGGACAT GAT G ATAAGATCCAGT T TGAGT CT T GAC T GT ATAAAGG 
ATACTTTCTAGCTTGTGAAAAAGAGAATGATCTTTTCAAACTCATTTTGAAAGAAAAGGATGAAAATGGG 
GATAAAT CT GTAAT GT TCACTGTT CAAAACCAGAACTAGATAT TAAAAT TGCATAGT TGAAACTT T CT GA 
GTTTTTGTCTTTCAAAAAGTTTATGAGTTTGAACCTATAACTGTGATGAATAAAATGAATACTGCTCCCA 
AAAGAT ACC ACT AAG AAAT G AAT AATAAACT T T CACAAAAT TGAAT TGAC TC C C T C T TATG AGG T GAAT A 
AAATAT TTGTAAAATGTAGAAAGAATGCATAGTTTGAAAAAACAT T CTACAT T GT TAATT GGAACAT AGA 
TTATACTCAGTAGAAGTGTTTTGAATCTTCTAATGATGAAAGATACTGATGTTTGAATTTTCTAATTCTT 
AAGAATATCATTAAAACCGTCAAGATTTC 

>GBEQ0797 I Acc ) CD470364 | Ver j CD470364 . 1 GI : 31391632 j LeukoS4_4_C03 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_C03_A026 3 f , mRNA 
sequence .: Start : 1 : Stop : 655 

TGGAAGATCGAAAATTGTGCAATTTGGGATTAAAAGGGTACTATGTTCAAGACAATGGCAGTGATGCAGC 
CATGAACTGGACATCGATGAAAACCCAGATTCAGACTTTGATGACAATGGTTCCCTTCTAGGATTCCAGC 
ATGGCTCAGGACAAAAATATGGTGGAATTTCAAATTTCAGTCGGCGACGGGTCAGGTATCTACAGAAGAA 
TGTGAAGTA^AAGTCAAAGTTCTTGGACATGAGAAGGCAAATAAATATGAAAAACAAACACATCTTCTTT 
ACT GAAGAG T C AGAAAAAAC AT T T T T C AAGAAAAGC AAAAC T T T G AGC AAG G T AG AAAAAT T C C T AAAG T 
GGAT T AATGAACCAATGAATGAGGAAGCAT CGCAGGAGTCAGTT TCTCATGACAAT GT GCAAGACACT TG 
TACAAGCAGTGGTTCAGAGGAACAAGAAACGTCTGTTAAAAAAGATGATGACCCACTGGAGACAAGCAAT 
CCAGAACCGGAAACATGCCATGCCATCTCTTCAACTGGTG2^CTCGAAAAAGAAGAACGTGAAGGGGACA 
GTACAGTGGCAGCTGTTACAGATAGGGAGGATTGCGTTACTCAGGATGCACCAGTGTCTTTTCAGGTAGA 
AACTGAAGC T GAAAT TAAAAAGAAG 

>GBEQ0798 | Acc | CD470360 J Ver | CD4703 60 .1 GI : 31391628 j LeukoS4_4_E10 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_E10_A026 3 1 , mRNA 
sequence. : Start : 1: Stop: 589 

GGACCGTGGCAGACATGGCAGCTCAGATCACCCTGCATAAGTGGGAGGCAAGCGGTGTTGTGGAGCGCCA 
CAAGGCCTACGTGAAAGACAAGTGTGTGAAGTGGCTCCTCAGACACCTGGAGAACGGGAAGGAGATGCTG 
CAGCGCATAGAGATCACCCTGACCTGGCAGCGTGATGGGGAGGACCTGACCCAGGACACCAAGCTTGTGG 
AGACCAGGCCTGCAGGGGATGGGACCTTCCAGAAGTGGGCGGCTGTGATGGTGCCTTCTGGAGAGAAGCA 
GAGATACATGTGCCGTGTGCAGCATGAGGGGCTACCCGAGCCCGTCATCCTGAGATGGGAGGTGCCTCTT 
GAGTCCACTATCTCCACTGTTGGCATCGTTGTCCTGGCTGTCTTGGTAGTTGTGATCATTGGAGTCTTGG 
TGGCTGGAGGAAGAAGTGCTCAGCAGCGACACTGCCCTAGGCTCTCTTGTGTCTGTCCTGTGCTTGTGAA 
CACTAAATTGTGAGACAGCAGCCTGTGGGGGACTGAGTGACAAGATTTGTTCACGTCTCAACCCCCATTG 
TGACTTCAAGAACATCTTTCTTCAAAAAA 

>GBEQ07 99 1 Acc | CD470359 1 Ver | CD470359 . 1 GI : 31391627 j LeukoS4_4_F12 . bl__A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_F12_A026 3 f , mRNA 
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sequence. : Start : 1 : Stop: 472 

TGACCTGCAGAGTGAGGCACAGCAGTCTGGGAGGCCAAGACATCATCCTCTACTGGGGACTTTCCATCTC 
TATTGGCTTGATAGTTTTGGCAATAATAGTGCCCTCCTCGATCCTTTTGATATGTCTTGCATTATGGTTT 
TGGAGGCGCCGGTCATATCAGAATATCTCATGATCTCTCATGATGTCTCCTTTTCCATTTGGAAT7\AGGA 
CCCAGAAGCCCAGAAGTTCAAGTTGTCAGGCTGGGAATCAATCTCATCATATTTCATAAAATAATCATCA 
TAT T TGATCGAATCAGAGT T ACC AT AGGT T GTACGAT GT TATAAT T TAT AT ACTAGCAGAAAAATAATT A 
AAAACT CCAAATT TAT TAT T AGACAGT AT CAATAGTAGGATCTGCCTAGAT TATAT ACATGT GAGAT GT G 
AGAAAGAATGT GT CT GGGAAT AAAT TAAATACGGT ATCCAAC TTAAAAAAAA 

>GBEQ0800 | Acc | CD470357 | Ver | CD470357 .1 GI : 31391625 | LeukoS 4_4_E 0 3 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4__4__E 0 3_A02 6 3", mRNA 
sequence . : Start : 1 : Stop : 612 

GCAACGAAGGCAGTCCATATAAGTAATCCTAAAACAGCTGAGTTTCAGGTGGCACGCACTACCCTTCTTC 
CTGGCCTCCTGAAGACCATCGCAGCGAATAGGAAGATGCCCCTTCCTCTGAAACTGTTTGAAATCTCTGA 
CATTGTAGTGAAAGATTCCAGCAGAGATGTAGGTGCAAGAAATTACAGGCATCTCTGTGCTGTTTATTAT 
AACAAGAATCCTGGGTTTGAGATAATCCATGGGCTACTGGACAGAATTATGCAGCTGCTTGACGTGCCTC 
CCGGTGAGAAGAAGGGAGGATATGTGATCAAGGCATCAGAAGGCCCTGCTTTCTTGCCCGGGCGATGTGC 
TGAGGTCTTTGCCAGGGGTCAAAGCATTGGGAAGCTCGGGGTCCTTCATCCTGATGTTATCACCAAATTT 
GAGCTCACCATGCCCTGCTCCTCCCTGGAAATCAACATCGAGCCCTTTCTGTGAAGATGGGGCTCTGCTT 
J TGTGGCTCTCTCCCTGGGTGTGGCTCTCTCCTCCCCTGGTGTCCTTTAGTCGTCCCCAGCAGGGAACATC 
CATTTGTGCTTTAATGTTTAATAAAGGAGAAACACTGTCTGGCTCTGTGGGT 

>GBEQ0801 1 Acc | CD470355 | Ver | CD470355 .1 GI : 31391623 | LeukoS 4_4_H0 9 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4__H09_A02 6 3", mRNA 
sequence .: Start : 1 : Stop : 617 

GCTCGATGAGCAGATGATAAGCATTGAAACCCCCTTCTACACCGTTACTCAGCGTAAATGTGATGACTTG 
T TACAAAT CAGCATGCCCT CTAATCCAGACAGT T TC T TAAAAGAAAAT AAAGT CTTAT TAGTAAAGTTAA 
TGTAATTTCTAAGTTCAAAAAAATGCTGATTCTAGATACCCCATTCACTTGGGGCCACCAACTGATTTGT 
TGCTTGGATTTCCCTAAAATTTCTCTATTTGTAGGCGAGGTTTTTCTTATGAAGAGTATGACAAATATCA 
TCTGGTTACTGTCTGGTGATGAAAATTACCTTATGTGTGTGATACACAGGTGGTAGCCAAAGAATCTTCA 
CGTTGGGAAAAGAAACTTTTCCTTTCAATTGTTCAGTTTAAAGTAAATTTTATTCTGGATGTTGAGTCAA 
T GT TATGAGTTGTAT TACAGTGT TCAGAGATTGAGGTGTCT TGGATACAATAT TT CT T T TG AAAATGAAT 
TTTCTTTTTCTTTTGTGATTTTTTAAAATGTTCCGCTAGTTATGCTTCATGCATTGTTACACCTTCATCC 
AATCAATGTAATGTCTAGTT CAT TTACAGT AAAT ACATTGCTCCAGTTTAAAAAAAA 

>GBEQ0802 | Acc | CD470350 1 Ver | CD47 0350 . 1 GI : 31391618 | LeukoS4_4JK05 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__4_H05__A02 6 3 T , mRNA 
sequence . : Start : 1 : Stop : 637 

TGGACACTTGCAGAACTGAAGATGGCAAAACTGTCCACCCTTCTGCCAGGCAGAGTCAGAGCTACAGGAG 
ACGCCCATCAGCACCTGCGATTCACTGGCCTCTTTCCTTCACCTGCCTGAGCCTTGGATGGTTCTCAGCT 
CCTGGGGTCATATCTAGCCTGTGTGTGGGCTCTAGTTGGGACAAGGAGAGTGAAGTGATTGGAGGGGAGT 
TCTGGCTTCTGGAAGAAGCCCAGGCATCATTAGACAAGCCAGTAGGTCACCTGGGTTCCGTGGGACCAAT 
TCATCTTTCAGCCAAGCTTTAGCAGAAACAGACTAGACGGAGAGACTCCCGAGCTGTGGTGAATATCTGA 
GTTTCGAGCGGTGGTAAGAAGGAGATTATCCCTGGGAGGGATGGGGCAAAACAGTATTTCTGAGGGAAAC 
TGTTACAACTAATCCATTCCTCTGCACAGATTTGAGAGTTGAACAATTGAAAAGGCTTCAGGGAAGAGAG 
CTCCTTCCCACTTGTGTTTGGTTTTATTGTTAAGAGGGAAATGCTGCCCAATGGTTGGGCGGGGGGGAGC 
TTCCTCCCGGTTCGTTTGCTTGTGTTTCTGTACTTATAAGAAACTTACCACTTCAATAAACTTTTATATG 
AGAAAAA 

>GBEQ0803 | Acc | CD47034 6 | Ver | CD47034 6 . 1 GI: 31391614 | LeukoS4_4__D04 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__4_D04__A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 494 

TCCTCCTGCAGGGGCAATGATCCCACCTCCTCCTAGTCTCCCGGGTCCTCCTCGCCNTGGTATGATGCCA 
GCACCTCATATGGGAGGTCCGCCCATGATGCCAATGATGGGTCCTCCTCCTCCTGGGATGATGCCAGTGG 
GACCTGCTCCTGGAATGAGGCCACCTATGGGAGGCCACATGCCAATGATGCCCGGGCCCCCAATGATGAG 
ACCACCTGCCCGTCCCATGATGGTACCCACTCGTCCAGGAATGACTCGACCAGACAGATAAGGAGAGAGG 
GGAGCCTCTTTCTATCGTTTTATATTACTTGTTCTACTTCACCAGGAGATCATGGTGCTGTGACTCTGGG 
TGTTTTCTCACAGCCTGACAAGGAAGACTTGCTCCCTATCCCATCAAAGAGAGAATCATTTTGGAGGGGA 
GTGGTGGGACAAAAAAAGCAGCGGTTTTCATTTGTATTGTGAAATGTGAAAATAAAATTGTCAGCTCTTT 
TAGT 

>GBEQ0804 ) Acc | CD470339 | Ver | CD470339 . 1 GI : 31391607 j LeukoS4_4_G06 .bl_A026 Stimulated 
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peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_G06__A02 6 3 f , mRNA 
sequence. : Start : 1 : Stop: 54 0 

GGGTCATGACACTCCCCTCCATCGGCATCCCeCTGCTGTTGTGGTACTCCAGCAAGAGGAAATATGACAC 
TCCCAAAACCAAGAAGAACTGAGTGGAGCTTCCACAGCCCTCCCTTCCCAAGAAATCCAGGTGCTTTCCA 
GACTCCAAAGGGTATCCCAAATGCAGTCGCTTCTCCCTTAGCCCTTGGCCGCCTTCTGGATCCTGCCCTG 
CTGTCAGCCAGACTGAGGGACCAGGCCTGGGAGTCTGTGAGAGCCTCCGTGGGTCCATCGTGAAGCCATA 
CAAACAGGAACGCCTTCAGCAACAGCCTTGAGCCTAGAGGGACCTCAGGTGCACCACTGAGTGCCACAGG 
GTGTATTGCTGGCCTGTGAACTCTTTCAGGGGTCCAGGAGGGGGCACTTCAGAGACTACCTGACACCACC 
CCCATTGCCTGCCCTCCCCTGTCAGAAGAGGGTGGAAGATAAAATGAAAGCTGTGGGACTCTTGGAGGCT 
ACGCAGTCTCTGTTCTGGGTTAGGGAAGCGCTTACCAAAAGGGGTTTTCT 

>GBEQ0805 | Acc | CD470336 | Ver | CD470336 . 1 GI : 31391604 | LeukoS4_4 JB07 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_B07_A026 3', mRNA 
sequence. : Start : l:Stop: 597 

AGGAGCCAAAATAAACACTGAACTTGGCCCCAGGTCCCAAGTTCCCCATGACACTCCACACATCTGTACG 
CTTCTCGGATCAACTCCCTGGTGATGTTTTTTCCACATCCACCTGTGAAATGGACAAGGAAATGAGGCTT 
CCCAAGCACGTAGCCTGCTCTGCAGGGCACAGGCCCAGAACAGAGAGCTGTTGGATAGAGCTTTCCTCTC 
TGGTGTAGCAGACGAAATGGATAATGCAGGCCCCGTGAGTCCAGACCTTCAGGTGTCTTGCTCCTTGCGG 
GGAATGGATAATAAAAGCCAAAGCAAGAAAGCCAGGACGTCTAACACC TATCT CAGGCAGC TGACCACCA 
GCCACAAAGTCTGGAACAGTTCACATTTTGGCTGCCTATACTCAGTTCTGAGAACTGATCCTGATTGCAT 
GCAGACGTGATCAAGGCTCTGTGCCTCAGTTTCTCTCTCTGGATGGGCGCTGAAGGGTGAATTCTTTATT 
ATGTGTAAAACACTCTCAGAT TAT TGTATAAAAGAAGCT AATAGAGT CAGTAC TT TAT T TGCAAAACCC A 
GAAACTAAGCGTTAATAAACT GAAAAC T TGAAAAAAA 

>GBEQ08 06 | Acc | CD470334 | Ver | CD470334 . 1 GI : 31391602 j LeukoS4_4_B10 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_B10__A026 3', mRNA 
sequence. : Start: 1: Stop: 454 

CATTTTTGTGATTTGCCAGCTTGGCAATTTTTCCATCCACATGGCCCTGCGGGACCTGCGGCCAGTTGGG 
TCCAAGACCAGGGAGATCCCATACCCCCCCAAGAACCCCTTCACGTGGTTTTTCCTGCTGGTGTCCTGCC 
CCAATTACACTTATGAGGTGGGGTCCTGGATCGGCTTTGCCATCATGACTCAGTGTTTCCCAGTGGCCCT 
.TTTTTCCCTGGTGGGCTTCACCCAGATGACCATTTGGGCCAGGGGCAAGCCCCGCAGTTACCTGAAGGAG 
TTCCGGGATTACCCGCCCCTGGGCATGCCCATCATCCCCTTCCTGTTTTGAGCTGTTCGCCTGCCTGTTG 
GCCTGGCCACCCCGGGCTTGCCCCAACTGCCGTGTCCTTTGGGGAGGACAGGGGGCCCCCGCCCTCCAGT 
GCTGGAATAAATGTTGCCCGCCCTGGGGCACTGG 

>GBEQ0807 | Acc | CD470328 | Ver | CD470328 .1 GI : 31391596 | LeukoS4_4_E09.bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_E0 9_A026 3 f , mRNA 
sequence. : Start : 1: Stop: 601 

CATTAGGCAGAATCCTTGACAAAAACCAGAGGGCTATTTTGCATAGTGCTATTAGGCAGAAATTTCCTTT 
TTTTGGTAACTGTAGGAAAAAACAGTGAAATATTTGTAAAGCCAAATCTTGAGTATAAAGAACTCTGTCA 
CTTGGTATCTGAAGAAGAAGCTTTTGACTTTTTTAAATATTTGGACGCAAAGAAAGAAAATTCCAGATTT 
ACCTTTAAACCTGACACAAACAAAGACCACAGAAAAGCTGTCCACCATTTTGTCAACAAAAAGTTTGGAA 
ACCTTGTGGAAACCAAATCTTTTCCTGGACTGAATTACAATGCTAGTAATCCAAATGTAGTGATAACAGT 
AAGATTTCGGGAAAAAGTGCACAAACACAGGAAAAGATCTCTTGTTGAATGCCCGGAAGGAAAAGTTATA 
CATACAGCCTTTACCCTACGAAAAGAAAACCTGGAAATGTTTGAAGCAGTTGGTTTTTTAGCTATCAAAC 
TGGGTGTGATTCCTTCGGATTTTAGTTACGCAGGACTTAAAGACAGGAAAGCGATCACCTATCAAGCAAT. 
GGTGGTTAGAAAAGTGACTCCAGAGAGGTTGAAAAATATTG 

>GBEQ0808 1 Acc | CD47032 6 | Ver | CD47032 6. 1 GI : 31391594 | LeukoS4_4_C01 .bl__A02 6 Stimulated- 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4__C01_A026 3», mRNA 
sequence. : Start : 1 : Stop : 313 

GTGGTGGAGAGACAGGATTGGCCAGAATGAGAGACAGACATTCGGTAATCCAGGAGGTTCAAAGAGAAGC 
CAAGCCAGTTTTGTTGTGATTTGATTTTTTAAAACCTTTTGTACAAAAGTGATCTAATTCTTCACTCCAA 
GGGCTGGGTTGTGGGTGGGAAACTGGGATTTCGGGCCACTGAATTTTCCCCAAACTTGTTCCCCCCTTAC 
TTTCCCTTTATTTTCCCTTCTTCCTAGATTCCCTCAGATCTGTAACCAGCTTTCTCTTTTTTTCTTTCCT 
CTCTTTTAAACCATGCATTATAACTTTGAACCC 

>GBEQ0809 | Acc | CD470241 | Ver | CD470241 . 1 GI : 31391509 | LeukoS4_3_Ell .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3_Ell_A026 3 1 , mRNA 
sequence . : Start : 1 : Stop : 598 

AGGTTTTAGTGACAAGCGGGCCCGTTCCATGGACATAGATGACTTCATCAGATTGCTACATGGATTCAAT 
GCAGAAGGTATCCATTTTTCTTAGGTATCTGGAAAACAGAATGTTTCAAACTCAAGTCAAGAAACTGGAA 
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TTGTATATTTTTAATAATTTGAGAAGATGAACTGTGCTTTTGTGTCTACTAGGACACTATGTGCTCGACT 
ATTTTTGACTTATACTACTGCTGTCACCATTTATTACTCTAAATTTTCAGGGTAGTAAGTCAGTCAGTTC 
TAAGTACTCAGCGTTTTTTTTTGGTTTTGGTTTGTTTTTAATATCAAATATACGGCAGGGTCCAATCTAT 
ACCTGATAAT CT T CAAGAGCCGCAGACACGCACAAC T T TACAC T T AAAC T TAT CAT T TCTAACAGT T TAT 
TGTATAAAGATGTTACTCTTCCATTTTCTATTATATATTACTGTGAGCTTCTTTAGGCCTTCAGCTCTTT 
AGGCCT.TTGTCCCTCAAGTGGTGAAAAAGCTAAAATATGCTTAACTTAGTCACATATTCCCTATACCATT 
TCTTGTTATTCATGTGTACAGTAAAACAACTGTTTCTC 

>GBEQ0810 | Acc | CD470231 1 Ver 1 CD470231 .1 GI : 313914 99 | LeukoS4_3_B05 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_3_B0 5_A02 6 3 f , mRNA 
sequence .: Start : 1 : Stop : 307 

CATGGCGTCGGCCGACGACGGCACGTTACAGTCCCGACTAGTGATGCGGACCCAGGGCAGCCTGAGGCTG 
ATCCTCAACACCAAGCTGTGGGCGCAGATGCAGTTGTGCCGCCCACCCCGGGTCGGCCAGTGGGGGAGCC 
TGGGCCACCGGAAGACGCCAGAGGACCCCCGGCAGATCCGGTCACACGTCTTTGCTTCAAGCCTTAGCCA 
GCTAGT GACAAGTAAAACCAGATAACGCCCAT GT GT T T TGAAACAT T TATGTAAGAT TGTCATATGAAAT 
GTATTTGGGAACCACATTAAAACTTTT 

>GBEQ0811 | Acc | CD470201 1 Ver | CD470201 .1 GI : 313914 69 | LeukoS4_3_A12 . bl__A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3_A12 A026 3', mRNA 
sequence .: St art : 1 : Stop : 64 7 

CCATCCACAATGTTAAAAAAAGAACTTGCATTTCTATACCTTACAGGAAAAAAATTCTGTTTATGTTCCA 
TTGTATGCAGGAGCATATTTTGCTGGTTTGAAAGAGCATAGAGTTTTCTGGCAATTTTCTTTGTTTCTTT 
TTACAGCATTGTCTTTGCTGTACTCTTGCTGATGGCTGCTAGATTTTAATTTATTTGTTTGCCTACTTGA 
TAACATTAGTGATTCTGATTTCAGTTTTTCATTTGTTTTGCTTTTGTTTTTTTCCTCATGTAACATTGGT 
GAAGGATCCAGGAATAT GACACAAAGGT GGAATAAACAT TAAT TT T GTGCATTCTTT GGTAATT T T T T GT 
TTTTTTGTAACTACAACGCTTTGCTACAAATTTATGCATTTCATTCAAATCAGTGATCTATGTTTGTGTG 
ATTTCCTAAACATAAT TG TGGATTATAAAAAATGTAACAT CATAAT TACAT TCCT AAT TAGAAT TAGTAT 
GTCTGTTTTTGTATCTTTATGCTGTATTTTAACACTTTGTATTACTTAGGTTATTTTGCTTTGGTTAAAA 
AATGGCTQAAGTAGAAAAGCGGTCCCATTCATATTAAGACAGTGTACAAAACTGTAAATAAAATGTGTAC 
AGTGAATGTCAAAAAAA 

>GBEQ0812 |Acc|CD470198|Ver|CD470198.1 GI : 313914 66 | LeukoS4_3_H08 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3 H08 A026 3 f , mRNA 
sequence .: Start : 1 : Stop : 615 

AAGCTACGTGGCCAACAGAGACGGTGCTCGGTGGGGAGACCGCCGGCCTGACTCAGACCCAGAGAGGAGA 
GAAAATTCGCCTTAACAGTTGCCTGGCAGTGGCTTTGCCACCTGGTCTGAAACGGCTCGTTCGTTCCCAC 
CCTCGTCATGGAAATCTCAGTGTGGCCCGGAGTGGGACAAAGGTCTGAGTCCAGATTGGACGAGAGACTC 
TTTCAGGGTTAACTTCAGGGGCTCCCCAAGCGACAAGGACGCGAGGGAGAGAGGCAAGGGGTGCAGGATG 
GGATTTAGGGAGAACTGGGAGCAGCTTCCTCACTTTGAGGACAGTTCTCTGCCGCCAGCGAGGACCCTGG 
.CCGTGTGCGGAGCGGCAGCCGCGCCCTCCTGGGACCAGAGCATCTGCGGGTCTCATCCTAGGTCTGCGCC 
ACGCATTCAAAAGGATTTTTTTTTTTCTCAAAGAAAGATGAGATTGGCTTGGTTCTTCATGAGCACATTT 
TATATTGTTTTGTTCTTTTTTTCCTGGCTCATTTCATTTGGGGGGAGGAGGTCTGTGCTGTATTGGGGTT 
GCAACGAACATCT GCACT CAAA.CAGT T TACAGAAATAAATGT T G T TTT GT TTTTC 

>GBEQ0813 | Jtac I CD470191I Ver |CD4 70191.1 GI : 313914 59 ) LeukoS4_3_C12 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3 C12_A026 3 1 , mRNA 
sequence .: Start : 1 : Stop : 4 93 

GCACTTTGCACTCTGATGACCTCAAAGCACTTTCATGGCTGCCCTCCAGGAGGGCAGGTCCGCGGCTCTG 
CATGAGCACAAGCAGGTCAGGAGATGGGGTGAAGGGACTTGTCTCAACCTGTCTCCACACGTGTGACTCC 
CAAATCTCCAGTTTTCTCTTAGATGAGTCCCCCCCATCCCCATTGCCCCTGCCCAGCCTCCTCTTTGGAG 
GGAGCTGATCAGGACTCATGTAGCATTAATCAACTGTGAATCATTGGGGAGGGAGGGGCCTGGTAGGCTC 
AGCTCCTGGGGGTCGGGGAGTGTCCCTTGAGATTCCTCCTTGGGAGAAGCTCATCTCCACGTCTGTCCAG 
CTGTTCACATGGAGCCACAGTGCTCCCCAGGGAGAGACCCCAGCCCCAGGATGGAGGAACTTTGTATTAG 
AAGCAGCCTTGGTGTTACAGAGTTCAGGCTGTAGAGAACCCTTTGCAACAATAAAGTTTGGTGACATGTT 
TTT 

>GBEQ0814 |Acc|CD470190|Ver|CD470190.1 GI : 31391458 | LeukoS4_3_H04 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 3 H04 A026 3', mRNA 
sequence. :St art: 1: Stop :3 2 9 "~ 

AGAAGGCATATATATTACTGAGGAAATACCCAATACAGGGTTGCTGTCAGCACTGGATTTTGTTGAAGTC 
AATCCTTGGGTGGCTGCTTCAGAGGAAGAGGCCAAGGTTACGGCTGTCCTAGCAGTGGATGTGATTGCTT 
CAAGTTTTGGTCAGACAAGGGAGGGGGAGGGCCCACTGTTTATGACCAATTTCCTACTCCCCAGATGAAT 
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CACAAAGTGAAGAACTTGTGAGGATTTAGGAAATACTGTGTGCTGACACGTGTGTCACAATGACCATTCC 
AGAGT T AAGAGGT AT T TGAGGGGACAGATATTAAAT GGTTGT CT GGGTC 

>GBEQ0815 |Acc|CD470189| Ver j CD470189 . 1 GI : 31391457 1 LeukoS4_3_A01 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3__A01_A026 3", mRNA 
sequence . : Start : 1 : Stop : 53 6 

AAGAC T T T TGAGGAGCGAGAGAAGG ACAGCAGC AGCGAGAAGG AAGGCAGT GAGGACGAGCGCT CAGGCA 
GTGAGAGTGAACGGGAGGAAGGTGACAGGGACGAGGCGAGTGACAAGAGTGGGAGCGGTGAGGATGAGAC 
CAGTGAGGATGAGGCCCGGGCTGCCCGGGACAAAGAGGAGATTTTCGGCAGTGACGCGGATTCGGAGGAC 
GACGCTGACT CT GAT GAGGAGGACAGAGGCCGGGCCCATGGCAGTGACGAT T CAGACAGCGGCAGT GATG 
GCGGTGGCCAGCGCAGCCGCAGCGCCAGTCCCTTCCCCAGTGGCAGTGAGCACTCAGCCCAGGATGGCAG 
TGAAGCTGCAGCTTCTGATTCCAGTGAAGCCGACAGTGACAGTGACTGAGTCCCAGGGCCTTCAGGACTG 
GCACAGACACGATGATGACGTGCAGGAAGGCGCTTTTCCAGTGTTCTATTTGCAGGCCCCTCGCTTTGTC 
TGTTCCCTTCCCCTCCTCCAAACCTTCGCTGTTAATAAAGCCGACT 

>GBEQ0816 j Acc J CD470185 | Ver | CD470185 . 1 GI : 31391453 | LeukoS4_3_D10 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__3_D10_A02 6 3', mRNA 
sequence. : Start : 1 : Stop : 541 

AACTCATCCCTAGATATTGTTCTCCACGATACTTATTATGTAGTAGCACATTTCCATTATGTCCTGTCCA 
TAGGAGCAGTCTTCGCCATTATAGGGGGATTTGTACACTGATTCCCTCTATTCTCAGGATACACACTCAA 
CCAAACCTGAGCAAAAAT CCACT T TACAAT TATAT T CGT AGGGGT AAAT AT AACCT TCT T CCCACAACAT 
TTCCTTGGCCTCTCAGGAATGCCACGACGCTATTCTGATTATCCAGACGCATATACAACATGAAACACCA 
TCTCATCCATAGGATCTTTTATCTCACTTACAGCAGTGATACTAATAATTTTCATAATTTGAGAAGCATT 
CGCATCCAAACGAGAAGTGTCTACAGTAGAATTAACCTCAACTAATCTGAAATGACTACACGGATGCCCC 
CCACCATACCACACATTTGAAGAACCCACCTACGTAAACCTAAAATAAGAAAGGAAGGAATCGAACCCCC 
TCTAACTGGTTTCAAGCCAATATCATAACCACTATGTCTTTCTCCATCAAT 

>GBEQ0817 | Acc |CD47 0175 1 Ver | CD47017 5 . 1 GI : 313914 43 i LeukoS4_3_F0 3 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_J3_F03_A026 3 T , mRNA 
sequence. : Start: 1: Stop: 527 

AGGTGAGACTGAGCATATTTTGCTTCCTGGTAGAGCCAGCCTGGGGCCAGTGAAGCTGCCTGCTGTTTCT 
CTAGAGCT GGCC TCT CT TGAACAAT T TGCACAGAAT CAGAGACAAAATAT T TCCCATT T GTGCT AGAGAA 
CTCCTGGCAGCCCCAAAGGACTTTGCAGATCCCTAGAGGTCCTCTGGAGCCCTAACCCCCTCCAAACTAC 
CCTTAGAGTCTTCATCACCCTCTTCCTATGATCCACCCAACTCTGACAGAAAGTGATACTCTGCCAGCCT 
AGAACACTAACTCCCCCAGCCCCACTGCCAGCAGCACCAGGTGACTGAACCAGGGCATCCTGCCGGCCCT 
CCTGAATGGCGTAGCTCAGGAGGGTGCCAGAGGCTTCTGTGATGAGCTGACTGGCAGCCCCCAGCTCTGA 
GAAGCTTTTAGCTCCAGGGAATGAAGCCTTCACAGCGAGGGCAGCTGCTATTTATTTTCCTAAAGAGAGT 
ATTTTTACACAAACCTGCAATAAAAGGCTTGAAGCTC 

>GBEQ0818 1 Acc | CD4 70087 | Ver | CD470087 .1 GI : 31391355 | LeukoS4_l_A03 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l_A03_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 52 

GGGTCATGGATAGTGGCTATCGGAACAATTTTAGCATTGAAGAGGCCTACGACCTGGGCCGCAGGGTTAT 
TGTTCATGCCACCCACCGAGACAGCTATTTTGGAGGGGTCGTC7^ATATGTACCACATGAAGGAAGATGGT 
TGGGTG2\AGGTGGAAAGTACAGACGTCAGTGACCTGCTGCACCAGTATTGGGAGGCCAGTCACTAACAGT 
GGTGGCGGCTGGGCTGGCCTTTTTTGGGAAAGCCCACTGACTCAGGGACCTGGGCCAGCTTAGGCCCCAG 
GAGAAAGAGGGGCCTAACCTGAGCCCAGAGAGAGAGAACCAGGGGCCAGTGGGGGCAGGGCAGAGTTCAT 
CCTTTTGCATGTTTTNTGTTTCATTTCCGCCCCCCCCCCCCCCAACCTCTTGGGTGCCCCATTCAGCGCA 
ATAAAGGAAAACGGTTATAAACGCTAAAAAAA 

>GBEQ0819 1 Acc | CD470075 | Ver ! CD470075 . 1 GI : 31391343 | LeukoS4__l_F12 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l_F12__A02 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 5 8 3 

GAAAGGGATATATCATTCAGAAAAGAGAAATGAAACCAAGCCTCGAAGTGGATAAACCGACTCAAGGCAT 
ACTCACGTATGAGGAATTTCATCCTTTCTTGTTTTCTCAACATTCACAATGTCCATATATAGAGTTTGAA 
TCATTTGACAAGGCCGTGGATGAATTTTATTCCAAGATAGAAGGTCAGAAAATAGATTTAAAAGCTTTAC 
AACAGGAAAAACAAGCATTGAAGAAGT TAGATAAT GTCCGAAAGGAT CATGAAGAC AGATT AGAAGCTCT 
TCAACAGGCTCAGGAAATAGACAAACTTAAAGGAGAGCTCATAGAAATGAACCTGCAAATAGTTGACAGA 
GCCATTCAGGTTGTTCGAAGTGCTTTAGCCAACCAGATAGATTGGACAGAAATCGGGTTAATTGTGAAAG 
AAGCCCAAGCTCAAGGAGACCCT GT TGCAAATGCAATCAAAGAAT T AAAACTGCAAACAAAT CAT GT TAG 
AATGCTGCTAAGAAATCCATACTTGTTATCAGAGGAGGAAGATGACGATGTTGATGGTGACATCAGTGTT 
GAGAAAAATGAAACTGAACCCCC 
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>GBEQ0820 | Acc j CD470073 \ Ver | CD47 0073 .1 GI : 31391341 | LeukoS4__l_E03 . bl__A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l__E03_A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop : 455 

TCGTACGGCCCGGAAGCTCAGCAGCCACCGACGAGATCAGAAGTGGCACGATAAGCAGTACAAGAAAGCC 
CATCTGGGCACAGCCCTGAAGGCCAACCCTTTCGGAGGCGCTTCCCATGCGAAGGGAATTGTGCTGGAAA 
AAGTAGGAGTTGAAGCCAAACAGCCAAATTCTGCCATCAGGAAGTGTGTCAGGGTGCAGCTGATCAAGAA 
CGGCAAAAAAATCACAGCCTTTGTGCCCAATGATGGTTGCTTGAATTTCATTGAGGAAAACGACGAAGTT 
CTGGTTGCTGGATTTGGTCGCAAAGGTCATGCTGTTGGTGACATTCCTGGAGTCCGCTTTAAGGTTGTCA 
AAG TAG C C AAT GTCTCTCTTTTGCCCT T ATACAAAGGCAG G AAGGAAAG AC C AAG AT C AT AAG T T T GGAT 
GGTGAAAGCGTGGTAGTAATAAATTTTCATATGCC 

>GBEQ0821 | Acc | CD470065 | Ver 1 CD470065 .1 GI : 31391333 \ LeukoS4_l_Bll . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l_Bll_A02 6 3', mRNA 
sequence . : Start : 1 : Stop : 523 

TATGAT ACT CACTAGAAAAACTGAAGT CAGCGGGACACGCCAAGAAGAACAGCTACT AACT T T T AATT AT 
TAGCAAAAACCTAAAGGATTTAAACTAATTGAAATGGTAATTGATTGGATCGAATTTTTTTTTTAATTTT 
TCATTAAGGTAGAGGT T TAAAAAATATCT TT CCAATAAAAAGAGCAGAAATGGCAAAGT TAT T AAAACAA 
GG AGTT AT T T T TAT GAC AT T CTAAT ACCAAAAT AAT ATGAAT AT T T CCTT AACAC TAGAGAAACC AGCTT 
TACTAATATTCTGACAACTTCAGTAAATATAATACCATCACTGACACTTAGCATTATTAACTAGCTTCTA 
GAAACTACCTGCTACTTGGGTTACTGAACATTTTCCATAGTGAGA2\AAACAGGTTAAATATGATTACGCA 
GTTGCACAGCATAACTGTTAACAGGAAAATGATTCAAATGTTCGGAATTACCTGCTTGTTATTTGTGTGT 
AC AAC AAAAAG T T T AC AT T AAAC T CT G AAT C C C 

>GBEQ0822 | Acc | CD47 0047 I Ver | CD47 0047 .1 GI : 31391315 | LeukoS4_l_A05 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_JL_A05_A02 6 3', mRNA 
sequence. : Start : 1 : Stop : 570 

ATGATCCAGCTTCCCCCCAACGCCGGCCAGTCCTAGAAGCCACCTATGGAGAGTACCCACTGACAGCGAT 
GACCCTCACTCCTGGGGGCAATTCGGTGATCGTGGGGAACACTCATGGGCAGCTGGCAGAAATTGACCTT 
CGGCAAGGGCGCCTACTGGGCTGTCTGAAGGGGCTGGCGGGCAGTGTCCGAGGGTTGCAGTGCCACCCTT 
CAAAGCCCCTCCTAGCCTCCTGTGGCTTGGACAGAGTCTTGAGGGTACACAGGATCCGGAACCCACGGGG 
CCTGGAGCATAAGGTTTATCTCAAGTCTCAACTGAACTGCCTCCTCCTGTCAGGCAGGGATAACTGGGAG 
GATGAGCCCCAAGAGCCTCAAGAGCCCAAGAAGGTGCCCCCAGAAGACACTGAGACAAATGAACTTTGGG 
CATCCTTGGAGGCAGCTGCCAAGCGGAGGCTCCCTGATTTGGAGCAGACCCAAGGGGTTCTCCAAACCAA 
ACGGAGAAAGAAGAAGCGGCCTGGGTCCACTAGCCCCTGAAGAGCCTGTGCTCACTTTGTAAAT AAAAAG 
CTCACCCCCC 

>GBEQ0823 | Acc | CD470034 | Ver j CD470034 .1 GI : 31391302 | LeukoS4_l_E12 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4__1__E 1 2_A0 2 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 221 

GGACCAAACCCTTTGATCAGTATTAGGGTTGGGGGGAGGTAGACACCAAACCCCCTGTCCCCACCACCCC 
CGCCCCCATGCAGGGCAGCAGTCATGACTAAACTCTCTGGTAATGAGGGCCTGGAGAGGACCCACCTTGG 
CTTCCAGCCCCTGCCGCCCCCCGTCCCTGCCACCCCCACACTATTTCTTAGGTGAGTTTTTGCAAATAAA 
ATGTGTTTTGC 

>GBEQ0824 | Acc | CD470030 | Ver | CD47 0030 .1 GI : 31391298 I LeukoS 4_1_F07 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l_F07_A026 3 1 , mRNA 
-sequence. : Start : 1 : Stop: 64 6 

CCCATTACCATGTAATGGCCGTTATATTTGCAGTTCCCACGTTAAAGAAGACCTGAGAATGTATCCCCAA 
AAGCGTGAGCTTAAAATACAAGGCTGCCATATTTTTTTCGTTGACGTTTGTCCCAGTGAAGGCTCTGGGA 
AAAAAAAGTGCTGGCTGTAAATGTCTTCTATGTATCTAAATATGGATTGCTTAGAAAACTAGAATCTCCA 
TTAAAGGTATTTTTACTAATTGGGCCAACTTGTAAAATTATATGCCACATTTAAAATCAGGTATATTTTC 
CT ATATTATGGT TTGTCCC T T T AT AAAT C AAATAGACGTGAGGGAAGAAGAC ACT AT CAGT ATGAAT TAC 
CCAGTTTACTTGAATTTGATTTTTCTTTACAAAACACAAGCTCATTCATTAGGATCATATGGAACAATTT 
GGCAATTTTTGTGGTTTTTGAGATTATCGTTCTCTTAAAGTGCCAGTGTTTTAAAATAGCGTTCTTGTAA 
TTTTACACGCTTTTGTGATGGAGTGTTGTTTTGTTATATAATTTTGACTTGGATTCTTTCCATTTGCATT 
TGTTGATGTAATTTCAGGAGGAATACTGAACATCTGAGTCCTGGATGATACTAATAAACTAATAATTGCA 
GAGGTTTTAAAAAAAA 

>GBEQ0825 | Acc j CD470023 | Ver | CD47 0023 .1 GI : 31391291 j LeukoS 4_1_A0 4 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l__A04_A026 3', mRNA 
sequence Start : 1 : Stop : 635 

GAGCCAGTCAGTGCTGCCACTACCCTGGAAGGGGACTCCTCAGAAGTGGGGGACCAGAGCACCAGCAAGG 
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TAGCTAAGCAGAAGGCAGAGAAAAGCTCTCCAAGAGCACCTGCCAAGGCCAGGCCAACTAAAGGAGCCCA 
GAGAGCTCAGGACTCGCCATCAGACTTTGGGAAGGTGACTCAGATGTGTTTTGCTGTGTTCCTTTGCTTT 
GCCCTGAGCTACATCCCTTTCTTAGTGCTCAACATCCTGGATGCCAACACCCAGGCCCCCCGGGTTGTCC 
ATATGCTTGCTGCCAGCCTCACTTGGCTCAATGGTTGCATCAACCCTGTGCTCTATGCAGCCATGAACCG 
CCAGTTCCGCCAAGCCTATGGCTCCCTCCTAAAAAGAGGGCCCCAGAGTTTCCGTCGGTTCCATTAGAAC 
TGTGTCCCCAGTCACCAGAATCTGGGACTGTCTCCTCCAGAACTCAAGCAGCCAGCTCTTGTGGGAGTAC 
ATGAAATGTCTGTGGACATTTTTACAGACAACCTTCCAGTAACCCCCAAACCAGGCATCTCCATCCCCTG 
CTCAATGTTTTAGCCTTAGGCTGCCCAAGGCGCATTACTAATTATTAATAAATGAATTTCCTCCTTTTAA 

AAAAA „ t , 

>GBEQ0826 i Acc | CD470021 1 Ver j CD470021 . 1 GI : 31391289 | LeukoS4_l_Hl0 . bl__A026 Stxmulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l_HlO_A026 3 f , mRNA 
sequence . : Start : 1 : Stop : 505 

GAGCAAGCGGGCAGCCCCTCGGAGCATGGCCCAAGGAAGAGCTACAGCCTGGGAAGCATCTACACACGCC 
TATACGGGAAGGCCCCCCCGGACTCACACACAGCCGAGGGTGACGTGCTAGCTCTGCTCAGCATCTGTCA 
GTGGAGGCCACGGGCCCTGCTGCAGTGGGTGGATGCTCACGCCAGGCCCTTCAGCACCGTCAAGCCGATG 
TATGGGGTCACAGCCTCTACTGGAACCAACCTAAGGCCATCTGCTGCCACAGCCACTGTACCCCTGGCCA 
GAGCCAGGGACACCAGTCCCAACCTTGATGGGGGCAGGAGGTCCAAGGCCCTTCCTCCAATGAAAGGCCT 
TGGAGCCCCACCTGGAGAGGGACTGTTGGCTCCACTGGGCCTTCTGGCCTTCCTGACCTTGGCAGTAGCC 
ACACTGTATGGGCTGTCTCTGGTCACACCTGGGCAGTAGGCCGGGAAGGAAAGTCTGGCTAATAAAGCTC 
C C C C C AG C AAAAAAA 

>GBEQ0827 ) Acc | CD4 69940 1 Ver | CD4 69940 . 1 GI : 31391208 | LeukoS4_2_Ell . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_Ell_A026 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 8 8 

GCAAGAGCAACTGGCACAAGGGCTGGGACTGGACCTCAGGGTCTAACAAGTGTCCAGCTGAGGCCACCTG 
CCGCACATTTGAGTCCTACTTCCCCACGCCTGCTGCCCTGTGTGAGGAACTCTGGAGTCACTCCTACAAG 
GTCAGCAACTACAGCCGAGGGAGTGGCCGCTGCATCCAGATGTGGTTCGACCCGGCCCAGGGCAACCCCA 
ACGAGGAGGTGGCGAGGTTCTATGCCTTGGCCATGACTGCTGGGGCCATGTCCCATGGGATGGGGCCTCT 
CCTGCTCAGCCTGGCCCTGATGCCGCAGCTCTGGCTCCTTGGCTGAGCCCAGCCCTCCACAGACATCCCC 
TCTGCCTGTCCCCAGCTTTGATGACCAGGCTAGGCTCAGCTCAGCTCCTAAGCATGCCTTCATCCACTAC 
CCATCCCTCTGTCATCCAGTTCCTGCTCCATGGCGGGGTTCGGGGGTTCTCTGACAGCCAGTTCCAAT 

>GBEQ0828 \ Acc | CD4 69935 | Ver 1 CD4 69935 .1 GI : 313 91203 | LeukoS4__2_A07 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_2_A0 7__A0 2 6 3', mRNA 
sequence. : Start: 1: Stop: 563 

TTGAGAAATTATAT GTT CACATGGAGGATGCACATGAAT T TGAT CTCCTCAAAATAAAGT CAGAACT T GG 
AT TAAAT TTCTAT CAGC AAG T GAAACT GGTCAAT TT CATTCGGAGGCAGAT T CACCAGTGT AGATGT TAT 
GGC T GCCATGTGAAGT TCAAAT CCAAAGCAGAC T TAAGGACTCACATGGAAGAAGCTAAACATATATCAC 
TGCTTCCTGAAAGAAAGACATGGGATCAACCAGAGTATTATTTTCCAACCTATGAGAATGACACTCTACT 
GTGTACACTGTCTGACAGTGAAAGTGACCTAACAGCTCAGGAACAAAATGGAACTGTTACCGTCATCAGT 
GAAGACACATCT AAACTGCATGCT T TGAAACAAAGCAGTAT TT TGAACCAGT TGCTACTACATGAGTGC T 
TGAAAAACTAGAAGAAACTGCCACAGAAGCAATTTTTCATGTTTTCTCCTATGTGATAAACATGAAAGAA 
T AGT TTAAAGCT GAACAT CAGCAAAGGATT AGTCCTT GGTGAAATAAAATTT TAAAAAATGGATAT TCT T 
TTC 

>GBEQ0829 | Acc | CD4 69934 j Ver I CD469934 . 1 GI : 31391202 | LeukoS4_2_B0 9 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2J309_A02 6 3', mRNA 
sequence. : Start : 1 : Stop : 567 

AGGGACTAGAGTCCACCTTTGGGTTACCTTCCTTGGGCTCTGAGAGGAGGTCTTACACCCAAAGGGGGAT 
TTGAGAGTTTGGATTCATGTAGCAGAAACAGAGCTGGGATGAGACTGTAAAGGATGACAACTGGCTTTTA 
TCACCCCCCGCTCTGGGCCAAGGCCTGTGCTAGTCAGGAAACTGCAGTTT^GGCCCACAATCAATTGTGA 
CCTCTGCCCAGTCATTTTTACTTCTTAGAGCATCATGTGTAAAGTAGGGGTAATGACTCCACCTACCAGT 
GCTGTGCGGCTCAAATGAGCCATAGAGTATGAACCCTTCCAAACCGCCCCGTGCTGCACACACCAGGCCT 
CTGAGCACCCCGGTGGAGCTCCGCTGTGCCTGACACGGTGCCGAGACAGCTGATGCTCCCCGTGGAAGGG 
TACTGATCACCTGTTCTCTTTCAGATTTGAATCTGTACAAATTTCTTTATTGATACAGCAAATGGCTTGC 
AGATATTTTCAAATGACGGCAATTTTCTAATATGTGGTTTGTTTTAATAAAATATGAATACTGTCCCTTT 
TAAAAAA 

>GBEQ0830 | Acc | CD4 69915 1 Ver | CD4 69915 .1 GI : 31391183 j LeukoS4_2_H09 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_2_H0 9_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 62 6 
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CAGGGACAACAGTCAGCCCTGCTTGCAAAGGATCCACCAGGGCCTGGTTTTTTACGAGAAGCTGCTGGGC 
TCAGACATTTTCACAGGGGAGCCTTCTCTACTCCCCAATGGCCCTGTGGACCAGCTTCACGCCTCCCTCC 
TGGGCCTCAGGCAACTCTTGCAGCCTGAGGGTCACCACTGGGAGACTGAGCAGATTCCAAGCCCCAGTCC 
CAGCCAGCCGTGGCAGCGCCTCCTTCTCCGCCCCAAGATCCTTCGCAGCCTCCAGGCCCTTGTGGCTGTA 
GCTGCCCGGGTCTTTGCCCATGGAGCAGCAACCCTGACCCCTTAAAGCCAGCAGCTTTAAGGATGGCACC 
CACATCTATGGCTCAGCAATGCTAAGATGAATCTATCAGCCCAGGCACCTACGAGCCAACAAGTTAATTT 
GTCCATTAATTCTAATGGGACTTGCATATGTTGAAAAATTACCAGTACTGACTGATTTCTGATGCTGACC 
TAGCAAAAGGTTGAGTATTTATTAGATGGGATGGGAAAATTTGGGATTATTTATCCTCGTGGCAGCAGTT 
T GGGGAGGAGGAT TAT T TAT TATATTTATACTGAATTAT GCAC T T T TT CAAT AAATACT TAT T TAT 

>GBEQ08 31 | Ace ! CD4 69899 | Ver | CD4 698 99 . 1 GI : 31391167 | LeukoS4_2_E02 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_E02_A02 6 3', mRNA 
sequence .: Start : 1 : Stop : 636 

CCTCCTGCAGCACGTGAGTGCCGAGGACTTCGAGAAGCAGAATGAGGAGGCCCGCAGGACCAACCGGCAG 
GCCGAGCTCTTTGCCCTTTACCCATCAGTGGATGAGGAGGATGCTGTGGAAATACGTCCGGTACCAGAAT 
GTCCTAAGGAACATCTGGGCAACAGAATATTGGTCAAGTTGCTGACCCTGAAGTTTGAGATTGAAATTGA 
GCCTCTCTTTGCCAGCATTGCCCTCTATGATGTCAAAGAAAGGAAAAAGATCTCAGAAAATTTTCACTGT 
GACCTGAACTCTGACCAGTTCAAGGGATTTCTGCGTGCTCACACGCCTTCTGTTGCCACGTCAAGTCAAG 
CGAGATCTGCGGTGTTCTCGGTCACCTACCCGTCCTCAGACATCTACCTGGTAGTCAAGGTAGTTGAACA 
CGACCTCATTTGCACATTCTGGTGCTCCTGTTGTTGCATTATTCCCCGCGCATGTTGGGGGTGAAAGAGA 
TGTCAGAACGCGTCAACGCATCCTCCATGATGTTCACTTCATTTCCTTCTTGACTTACTCCTTTTCCTTT 
ACAAGCAAATTGTGTCAGATACTAGAATGAGTATGGGGTTTGGAGTCATAAAGTCCTAGGTTTGAATCCT 
GAAAAA 

>GBEQ0832 | Acc | CD4 698 91 [ Ver | CD4 698 91 . 1 GI:31391159| LeukoS4_2_Hll .bl_A02.6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_Hll_A026 3 1 , mRNA 
sequence . : Start : 1 : Stop : 619 

TGCTGCGGAAGTTCAAGTGGGGCAAGGGCTTCCTAGACCTGAACCGCCAGCTCCTGGACAAGTACGCAGC 
TTGCAGCGGCCCCGAGGAGGTGCTGCAGGCAGAGCAGGAGTTCCTGGTCCACGCCAAGGAGCACCCCGAG 
GAGGAGGAAATCGATCCCTTTGACGTGGATTCAGGAAGAGAGTTTGCAAACCCCAACAGGCCTGTGGCTG 
GCACCCGGCTGCCCATGGACAGTGGTGACAGTGACGGTGACAGTGAGGATGAGCCTGAGGAGCATGGGCC 
TGATCCTGAGCAAGAAGGAAGCGGCAGCTGCTCTGAAAAGGAGGGGACTCCAGAGCGAGGGGCTGAGGCC 
CGGGCCCCCACAGAGGTTTGGAAAGGAATCAAGAAACGGCAGAGAGACTGAAGGTTGCGGACACGTGTAT 
TTTTCGAGGCGGAGTGATAAGGAAATCTAGAGATGGCGGCGGAACTCGTGGGAACACAGGCAGGCCTGGT 
GGCCTCGGCCCCTTGCAGCTGCCAGCAGGACTGGACTCTGTCCAGGTTCTCTCCCAGCACTTCTAACACG 
GCCTGGCTCTGGGTCCTGCCTCGGAGCCCTGCCAATGAAGCTGCAGACCAAGGCCAAAA 

>GBEQ08 33 ) Acc | CD4 69883 [ Ver | CD4698 83 . 1 GI : 31391151 1 LeukoS4_2_E09 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2JE09_A026 3', mRNA 
sequence. : Start: 1 : Stop: 556 

CAGGTAAACTCTTGAGTGGTAGTGCTGACCCCTGTGGACACTTAGGGGGTCAGAATGTGGTAGCTAAATG 
GTTGTGCTGCTGTGAATGCCTTACTTGGCCCTGGTGTGGTGATGACTTCATTGCCAGCCACAGGCCACTT 
GCTCAGTTCCTCTGCAGGCACAGGCAGGGCGTGTCTCGGGACCAGCACGCTTCACCTCGGTGCACAGGTA 
GGCCCCTTGGAGACCGTATTTAAGAAATGCACACAGCTACAGAACACACAGCCTGGCATAAAAAGGGTTC 
GTGGACTCTTGGCTTAAAACACCCAAGCCGAAGACATGGAATTTTGGTCTCCTTCCCTCAGAATTTCCCC 
TGGTCATTTTTAGAAAATGTAGAATGTATCAAAAGCCATCTCAAACGTTTGATTCCAAATAGAAGCTGAA 
AAT TAAAACCACAATT TAACTGT TGAAATGGT T AGAT T T TGCATCT GACAT T GTGCT CGAACACT GT TAG 
ACTTTTGTATGCTTATGCTCTTGTAGATGTTTTTAAAATATATCTATGTGAACCAACAAAAACTCT 

>GBEQ0834 1 Acc | CD4 69882.1 Ver | CD469882 .1 GI : 31391150 | LeukoS4_2_E12 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_E12_A02 6 3', mRNA 
sequence. : Start :l:Stop: 556 

GTAGGACGTCCAAGTTGAAACCAAAAGTCAAGGAGAAGTCTATACGGATCATCATCACACTCATGGTGCA 
GGTGCTCGTCTGCTTTATGCCTTTCCACATCTGTTTTGCTTTCCTGATGCTGGGAGGGGACGACAACAGT 
TACAATCCCTGGGGAGCCTTTACTACCTTCCTCATGAACCTCAGCACCTGTCTGGATGTGATTCTCTACT 
ACATTGTTTCAAAACAATTTCAGGCTCGAGTCATTAGCGTCATGCTATACCGCT^ATTACCTGAGGAGCGT 
GCGCAGAAAAAGGTTCCGATCAGGTAGTTTACGGTCACTAAGCAACATAAACAGTGAAATGTTATGAACG 
ATAAGAGGTTTTTTGTCTTCAATCTCTTTAAATTCACTTTACCAACTACCCTGGGGTCAGTGGGTGTTCT 
GTACGATATTATCAAGTCCCTTCTCTCCTGGAAGAAAATAAAATAAACTTTAAAAACTCTTTTGTGGGAT 
CT TACCAT TGT GGCAACATAACTAAATATTCTGAAGT ATT CTAATAAAT TCATTAT T T CTAT TT TT 

>GBEQ0835 | Acc | CD4 69878 | Ver 1 CD4 69878 . 1 GI : 3139114 6 | LeukoS4_2 A08.bl A026 Stimulated 
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peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 2_A08_A026 3', mRNA 
sequence. : Start : 1: Stop: 635 

AGAAAAAATGCAAAGCTGAATATCGAACTGGAAGCAGCACCCCATTAGGCTTTGTTO?TATGACTGGGTGC 
GTGTGTGTGTCTGCGTGCGTGTGTGTGTTACATGCATACACGCACGTATACACCTGTGTGTGAGTATGTA 
ATGCATAATGTTTATTGTACAGATGTGTGGCGGTTTGTGTTTTATGATACATTACAGCCAAATTATTTGT 
*TGGTTTATGGACATACTGCCCTTTCACTTTTTTCTTTTTTTCCAGTGTTTAGGTGATCTCAAATTAGGAA 
ATGCACTTAACCGTCTAAAGGATTAATGCTAAAGGAAGCTTTTTAGGGCCCTTTGCCAATAGATAGTAAT 
TCAAT CT GGTAT T GATCT T T T CACAAATAACAGAACCGAGAAAC T T T TATATATAACT GAAGATCACATA 
AAACAGAT T TGCATAAAAT TAT CATGATT GCT T TAT GT T TAT AT T TAACT TGTAT T TT T GT ACAAACAAG 
ATTGTGTAAGATATATTTAAAGTTTCAGTGATTTAACAGTCTTTCCAACTTTTCATGATTTTTATGAGCA 
CAGAC TT TCAAGAAAATACT TGAAAATAAAT TACAT TGCCT T T TGTCCAT TAATCAGCAAATAAAACATG 
GCCTT 

>GBEQ0836 | Acc | CD469874 | Ver | CD469874 . 1 GI : 31391142 | LeukoS4_2_All . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_All_A026 3 1 , mRNA 
sequence. : Start : 1: Stop: 571 

GGATTTGGGATAGAGGAGCATTAGTCGCTGTGAATCCAGGTGATCGCAAACGCTATGTGGATATAATGCT 
GTCCCTGACTAGAAAAGGGTTTCACTACCTTTTGGCTGTTCTTTCTTATGACCCAACTAAACATGCAGGC 
CCGCCATTTTTTGTTTCGGATGCTGAAGTTAAAAGACTATTTGATTCAGTGTGCAATATTCGTTGTCTAG 
AGAAAGTTGATGCTTTGGAAGAACGCCATAAAAGTTGGGGAATTGACTACTTGGTTGAAACGTTATATCT 
AT T T AC AG AAAAG T AAAT GAG AC C T AAAT AAAAGCAAG T AAT AT C AAT GTGTTTTT GAAC AAT GGAAAAT 
TAT GCTAAGGCATGAAAATATAAT GGAT GACT T TTGAAAAGAAT TGT TCACAAATCACATCACAGATCTT 
GCT CAAAAATC T T T AGAAAAAAACACATACTAAAATGT TAAATGT TAAAT ATAC TAAAATGT TAAATACC 
TATGTCT TCTACTCAGAGAT TGCAAT CAT T T T T TACAATCAGAAT GCACT ACT TGTATAAT TAAAAATAA 
AGGAGAAACGC 

>GBEQ0837 | Acc | CD469867 | Ver | CD469867 . 1 GI : 31391135 | LeukoS4_2_Cll . bl__A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_Cll__A02 6 3 f , mRNA 
sequence. : Start : 1: Stop: 586 

AGCATCATTGCTGGCCTGGTTCTCCTTGGAGCTGTGGTGGCTGCAGCTGTTATGTGGAGGAAGAAGCGCT 
CAGGTGAAAAAAGAGGGAGCTACGTGCAGACTGCAAACAGTGACAGTGCCCAAGGCTCTGATGCGTCTCT 
CACGCAGAAAGTGTGAGACAGTGGCCCTGTGAGAGACCAAGTGATGCAAGATTTGTTCATGCTCCCACTT 
TGT GACT TCAGATGCCCTCACTTGTCTTTCTGCAGCTGGCATCTGAGTGTGTGTGGTCCTATTAGCATAA 
TGAGAGGAGACTGGGGAGACAGG'CCCACCCCTGCCCACCATTACCCAACCTGTTCCCAACACTGACCTTT 
GTGCTTTCCCTGATCTAATTTCCTGTTCCAGCAGAGGTGGGGCTGGGCCATCTCCATCCCTGTCTTAACT 
TCCTGTTGCACTGAGTAGTGATCATTTTCTTCCTTACTGAAAATAGGAATCCAGATATGAATTTTTCTAA 
T TCTT CTCGTAAGAGATT GATGTGT T AAT TAAAGAAGAAGAT T CC T AAAGT T TGAGAGGTAAAATAAATG 
GAAGC AC T G AG AAC C T T C T G AAAAAA 

>GBEQ0838 | Acc | CD469866 [ Ver j CD469866. 1 GI : 31391134 | LeukoS4_2_H03 .'bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_H03_A02 6 3\ mRNA 
sequence. : Start : l:Stop: 618 

GAAGAAAGAAT T CAT AT AT TATGCAGATGTGAAAGAGCCCGAAAGC T T T CCTT TTGTGAT T T TGGGGAAC 
AAGATTGACATAAGTGAACGGCAAGTGTCTACAGAAGAAGCCCAAGCCTGGTGCAGGGACAACGGCGACT 
ATCCTTACTTTGAAACAAGTGCAAAAGATGCCACGAATGTCGCAGCGGCCTTTGAGGAAGCGGTCCGAAG 
AGTGCTTGCTACTGAGGATAGGTCAGATCACTTGATTCAGACAGACACGGTCAGCCTGCACCGGAAGCCC 
AAGCCTAGCTCATCTTGCTGTTGATCATTAGAGAGGTTGCCCATGCGTCCTCACCAACTCACACATATAC 
ACAAATAAACACAGGGTGGACAAGAGAGTTAGTGTTTGCAGCAATGGCTCCTGTACTCATAACATTAAAC 
TAACCATATTGCTGCTTCATTAGCGGGTGGGAGAAGGGACGCATCCACTCACGGAAGATTCTATTTACTC 
AATAATGGCCCCTTACATTTATAATTTGTAACGGTTGTCTAATGACGTTTAATTTAAAATGTAAGTTACA 
GAGCTAATGACATGACCAAGACTTTAATTATAATTAAAACAGAACACTTGAAGATTGC 

>GBEQ0839 | Acc | CD4 698 65 | Ver | CD469865 .1 GI : 31391133 | LeukoS4__2_C04 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_C04_A02 6 3' f mRNA 
sequence. : Start: 1: Stop: 526 

GAGCACCCATGGCAAATGCTGCCACTCAGACCAAGCCTCTTCATATTGGCAATGCCGCCAGGCATGGGCT 
TGAGGCTGTTTTTCTGGCAATGCTGGGTCTCCAAGGAAACAAGCGAGTCTTGGATCTGGAGACAGGGTTT 
GGGGCCTTCTACACCAACTATTCCCCTAAAGTCCTTCCAAACCTGGATTCCCACACTTGGCTGCTGGACC 
AGCAGGATGTGGCCTTCAAGCGTTTCCCTGCACATTTGGCCACCCACTGGGTGGCAGACGCAGCTGTATC 
TGTGAGAAAGCACCTTGTAACAGACAGAGCCCTGCTTCCTGTTGACCACATTGAGAGAATTGTGCTCAGA 
ATTCCAGAGGTCCGGTATGTAAATAGGCCCTTTCCAGACTCGGAGCATGAAGCCCGTCACATAGAAGAAT 
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AGAAGAACCTATATCAAGGATATACAACTATGTACTGGGGCTTTGGGGAGGGGGAGAAAAAAGGGAAAGA 
TTGGCAACAGATGTTAGCTCAGGGTGAATCTTTCCC 

>GBEQ0840 | Acc | CD4 69805 I Ver | CD4 698 05 . 1 GI : 3139107 31 LeukoS2_5_F08 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_F08_A024 3', mRNA 
sequence. : St art :1: Stop: 692 

TGGCAGCGTGATGGGGAGGACCTGACCCAGGACACGGAGCTTGTGGAGACCAGGCCTGCAGGGGACGGGA 
CCTTCCAGAAGTGGGTGGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGACATACACATGCCGTGTGCAGCA 
TGAGGGGCTGGCTGAGCCCATCACCCTGAGATGGGAGCCGCCTACTGAGTCCACCATCCTCACTGTGGGC 
ATCATTGCTGGCCTGCTTCTCCTTGGAGCTGTGGTGGTTGGAGTTGTGATCTGGAGGAAGAAGCACTCAG 
CGTGAAACAGCTGCCTTGTAGGGGACAGAATGATGCAAGATTTGTTCCTGTCCCACCCCCATTGTGACTT 
CAGGAAACTCTGACTTCTCTTTCTGCAAAGGGCATCTGAGTGTGTCTGTGTTCCTCTTGGCATAGTGTGA 
GGAGATGGGGAGACTAGTCCCCCCCCCATGACTCCCTCCCAACTGCCCTGTGTTCTGTCCCCTGATTGAC 
TTTCCTGTCCCAGGAGAGGCGGGGCTCATTCCATCCCTGTCTTAACTTTGTGTTGGGCTGAGCTGCAGCT 
TCTTCCTTCCTTATTGAAAATAAACATCTAGATATGAACTCATTTTTTAAGAATCTTGCCATCAGGGATT 
GATGGGCT AAT T AAAGGAGAAGAT T CCT AA&ATTGAGAGGGGAAATAAAT TGAGGCT CT GAG 

>GBEQ0841 | Acc | CD4 69803 I Ver 1 CD4 698 03 .1 GI : 313910711 LeukoS2_5_A12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_A12_A024 3 1 , mRNA 
sequence. : Start : 1 : Stop: 691 

TAAAT AT GT T T T GTAGAGTGAAGCCAT GGGAAGCCATGT GT AACAGAGCT T AGACAT CCAAAACTAATCA 
ATGCTGAGGTGGCTAAATACCTAGCCTTTTACATGTAAACCTGTCTGCAAAATTAGCTTTTTTTTAAAAA 
AAAAAATTTGGGGGGTTAATTTATCATTCAGAAATCTTGCATTTTCAAAAATTCAGTGCAAGCGCCAGGC 
GATC TGTGTCTAAGGATACGATT T TG AACCAT ATCGGCAGT GT ACAAAAT ATCATGAAACAACTGTT T T C 
ACACTTGCACCTGATCAAGAGCAGTGCTTCTCCATTTGTTTTGCAGAGAAATGTTTTTCATTTCCTGTGT 
GTTCCATTTCCCTCTGAAATCCTCGATCTGATTTGTCCATTTTTTAAAGCTCCTCTTTTTCTCCCTTCTT 
AAGGCACTGTTGCTATGGCACTTTTCTATAACCTTTCATTCCTCTGTACAGTAGCTTCAACTTGCAGTGA 
TTGAGCATAACCCACTGTTTGTATAAATTATTGAAATCCATTTGCACCCTCTTAGAATGGACTGAAAAGT 
ACTGCTGGGCATGTGTGGTGAAAGTACATGGATTGCTCGCTTATGAGGAAATGGCCCAATGAACATGGTT 
GT GGG AGGGGAAAGAGGAAACAAAGCT AGT CAGAT GTGAATTGTATCTGT T GTAATAAACA 

>GBEQ0842 | Acc | CD4 69797 | Ver | CD4 69797 . 1 GI : 31391065 | LeukoS2_5_B03 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__5__B03_A024 3', mRNA 
sequence. : Start :1: Stop: 669 

TGTGCTCAGCAAACTTCTCATGGCTGACCAAGACTCACCTCTGGACCTTACTGTCAGAAAGTCTCAGTCA 
GAACCTAGCGAACAAGACGGTGTACTTGATCTGTCCACTAAGAAAAGTCCACGTGCTGGCAGCACTTCCC 
TGAGCCATTCTCCAGGCTGCTCCAGTACTCAAGGGAACGGTGGATGACAATCGAGCAGCAGAAGAATGGT 
GTGCCTACCCTTTAATGCTGCAGTTTAAATAAGAGAACTTGTATTGTGTCATTTCAGATTGTAGGCTGAG 
AGTTGTAAATAGTGAAAATTTGAGTACTTCTATTATTTGTTTTGGTTAGAAAGTGAATTTAAAAAACAAA 
CCAAACTCTAAACTTTTCTCAGATTAAAAGTCCTGAGACCTGAAGATTGTAATATTCATATCTGTGAAGC 
TTTTAAACATTACACTTGAGATCAGTCATGACTTGATATTCAGGTAAATTTTCTTTTCCAAGAAGCTTTT 
GAATAAGCATATTTCCTCCAAAGGTCGGTCGGTCTCTCTCTTTTTACTTTTTTGAGTGTAGATTATTTTA 
AAGCACTAATTGCATTACATTGGTAACTGCAATATAAAATAGCCATTATTGTTTTGTGAAGCATGGTTGA 
AATTAGATAGTGGTCCCTTTTAAATTTCATGAGCCTCTC 

>GBEQ0S43 | Acc | CD4 69796 | Ver | CD4 697 96 . 1 GI : 31391064 | LeukoS2_5_C0 5 .bl__A02 4 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone. LeukoS2_J5_C05_A024 3 f f 'mRNA 
sequence. : Start : 1 : Stop: 485 

CGTGCAGCAGGCCAGCGCTGGGCACCAGATCATCGTGCAGAATGTGACCATGGACCAGGAGGCGGGGCTG 
GGCCCGGAGGCAGCTGCTGCCGACACCATCACACATTGCCACCCCTGAGAGCCTAACAGAGCAGGTGGCC 
ATGACACTGGCCTCGGCCATCAGCGAGGGCACTGTGCTCACAGCCCGGGCAGGCACAAATGGCGCAGAGC 
AGGCCACTGTGACCATGGTTTCGTCAGAGGACATTGAGATTCTGGAGCACGCTpGCGAGCTGGTCATCGC 
CTCGCCAGAGGGCCAGCTGGAGGTGCAGACGGTCATCGTCTAGCCTGGATGCCTGCAGAGTCCCAGTGGG 
CTGGTCTGGCGCAGGGGGCAAGGACCCTGAGCACCCTGCCGATGCCTGCCTGGCCTGCGCAGAGAAGATG 
GGGCACAGAAT T CAGGT GCTCAG AGG ACAT AT GGGAGTGTAAATTTACAGAGTTTTTT GT TGC T T 

>GBEQ08 4 4 | Acc | CD4 697 95 I Ver | CD4 697 95.1 GI : 313910 63 1 LeukoS2_5_D07 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D07_A024 3 f , mRNA 
sequence . : Start : 1 : St op : 7 52 

CAGAGGAAGAAGCTGATCAGTGGCTGTAGCTGAAGTAGGCCCTGCCCTTACAGGAGTCAAAGCAGAAAGA 
GAGAAACGGATCATCAGCTCCCGAGGCCGCCTGGATCAGGCTTAGTGTGTTTGACTTCGCTTAGGAGGGA 
TCCTCCACTATTTATTTATTTATTTGTTGCTTGATTTTTCCAAGATTCTATGTTATTATTTTAAATATAA 
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AATAATTATGTAATTGAATCTATTTGTGCACTGTACCATTATTTTTATTGTTTATTTTATGCCAAACCCA 
AATTAGTACAATCCTGATTTGTATTTACTTTGAAGGTAGAAGGTTTGCAAACGCCCTGCAGTCATTAAAC 
TAATATTTTTGAGGAGCCCACAACATACCAGTGTCTGTGACAGAGGCTGGGGAGTCGAAGCAATTAGACA 
GTGAGGTCATTGTCAGGGTGGGGGAATATGTGTGTACGTCTATTTTTCTAACTTTTTAAAGGAATGTCAG 
T TAT T C T T TAT T GAAAT GAT T T TAT AG TAT G AGAAG T GAT T T T AT AGT AGTAT AGAAG T G AG AAG T G G T C 
AACACT.TCTCATGCTGAAGCTTTCAGAACCACAATGTTCTAAATATCCTTTGGACATTTCATGTCTTCCT 
TGTAAGGCATAATGCCTTGTTTCATGTTAATTATGCAATGTTTCTTTATGTCTTAGAACACAGAGCTTTA 
AAT AT T TAT T GAT GT TT TTGCAAAAATAAACAT T AAAATAAAGTAT T TCAAA 

>GBEQ0845 | Acc J CD4 697 92 j Ver | CD4 697 92 . 1 GI : 31391060 | LeukoS2_5_F07 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_F07__A024 3*, mRNA 
sequence .: Start : 1 : Stop : 515 

TTCCTTACCCCACATCCACTAACTTTTTTCCAAGGAAATATCAGAGATTTCCTCAGATGGGAAACCTGGT 
TGCTTTTCAGAGCTCCATCGCATGGGGACCTGGGTGCTGGTTCCCGTCCTTTGGATCCCAGCTTAGCCCT 
GTCCCCCTGACAGGTTTAGGCCCCCCACAAAGAAGCCTGGAGGTCGGACGAACAAATGTGGAGTTTGCTT 
CCTTGGAGGGATGCACCTGCTGGTTCCCTCCCAAGAGTCCCCAAGAATCCAATGGCTCAGTGCTTGGTGA 
CCCTTTAAGGGAGCGGGCTGGGAGGGCCCTGCTACCTCCTGCTGCCCTGGTTTTTCCTCCTGGAGTTTAA 
TTGCCTTGGCCCTCTGAGTCTTTGAGTTTGGGCCCTGGTCCAATGATGCTGTTGTTTGAGGAATGGTTTG 
GCGAGAACAGATGTTAGAACTTGTTTGTTGATTTTTGTTTGGGTAATAAATCATGGCCAACCACCTCCCC 
CCACAGGGATCCAAGCCCTCCCGGG 

>GBEQ084 6 | Acc | CD4 69791 | Ver | CD4 697 91 .1 GI : 31391059 | LeukoS2_5_A08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_A08__A024 3', mRNA 
sequence . : Start : 1 : Stop : 7 4 3 

TTTTTAAAGGCTTCAGTAAGGGTTGATAATGTACCATNGTATGGGGCACTTTTAAGTCAGCTAAGGCAAT 
AACC T T AT GC AT G AAC AT T T C CC AG AC T T T CAT GAT GC T G T T GAG G T C C T AGGC AAT T GAT AC AG C AG T T 
GTGATAAATAAAAACATTTCACCTAAGTCTCCTTTACTTCATAACATAGATACTGACATGATAGGAAGCT 
CTTGGCTTAGGGAAGGATAACTAAATTTTAGATTTTAGAACGTGGACTCAAAGTGGCTGAAACAAATTGG 
TTGATACTTTAAACTGGTAACCTATTGTTCCTCTGGTATATCCTTAAGGATTGTTCCACTAAAGTTTTAT 
TTTTCAAAAAATTTACTTCACATTATTGTATGTAAGTGATCACTTGTCAGTGTTCCAGATGTATCTTAGC 
TAAAATTAGTGAATGCCCTAACTTAGATGGTTTTTGAAGCCTGTACATTTGGTATTGTTTGACCCTTAAA 
CTTTTACATCTCTTAGCGTGGAGGACAAAGAAAGGCTGTATATTGTTGCTTGAAGAGTCTGTACATTTAG 
ACCAAATTTGTATTTGCACTGTCAGTATGGCAAGTGAGCGAAAAAAATGTTAATACACTATTGGATTTTT 
TATTTCTTTCTTTGATTCAACTTGTACTGCGGCTGAAAACCTCAATTTATGTTCATGACAGTGGGGATTT 
TTTTTTAAATGTCTACATTCTTTCTAATAAACTGTGGAAGACT 

>GBEQ0847 1 Acc | CD4 69789 | Ver | CD469789 . 1 GI : 31391057 | LeukoS2_5__G05 . bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5__G05_A024 3', mRNA 
sequence. : Start: 1: Stop: 595 

TATTTGCTAATTTTTATTAATTCTAGTTTTTCATTAAATAAATTTGACTTTCTTTTCTGTAATTCAGGTT 
CTTCCTCACCTTTTTTTTGGTACCTTTTTAAAGTTAGTGTCTTTTGATATGTATAATTGTTTATGGTAAA 
GTTTATACATATGTGTTCAATACATATTTTCTTTCCCCCATTAATCAGTTCATTAGAAATATTTTAAATT 
CAGCT AT.T T TGT GAAGAT ATGAGT-T CCAAGAAAGGAAAGGTAACAT CAGAAGAAT TATCAAAAGC TAT T T 
.AAAGCAGCTATATGATGAGCTCTCTTTTTCCCTCCTGTTGAGTCATCCCTTCAAACTCATTCTTTGAAAG 
GTTAGGGAGTACTGATTTTTTTTAAATACTGGGGAAAAAAAAAAATCAGCCTTTCCCCCCCTCCCCAAAT 
ATAGTGGACAAATCACATGTTTAAAATTTGCTCTTGTATTTATTGGTTTTGCAAAAGAAGGCATCATCTT 
ACACAGTATTTGTAATTAAAAGCAAATCATTTGTTTAAAAAAAGGCAGTTTGCAAAAAAATGTTTTTGGT 
C T T T TAT AAT T C T CAT T AAAAGAAGAT C T GG CAAA 

>GBEQ0848 | Acc | CD4 69785 [ Ver | CD4 69785 . 1 GI : 31391053 | LeukoS2_5jD0 6 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D0 6_A024 3 f , mRNA 
sequence. : Start : 1 : Stop : 693 

GAGGTGGTTTTGGTGGGAATGACAACTTTGGTCGCGGAGGAAACTTCAGTGGTCGAGGTGGCTTTGGTGG 
CAGCCGTGGTGGTGGTGGATATGGTGGCAGTGGGGATGGCTATAATGGATTTGGTAATGATGGAAGCAAT 
T TT GGAGGTGGCGGAAGC TACAAT GATT T TGGAAAT TACAACAATCAATCT T CAAAT T T TGGACCCAT GA 
AAGGAGGAAATTTTGGAGGCAGAAGCTCTGGCCCCTATGGTGGTGGAGGCCAATACTTTGCCAAACCACG 
AAACCAAGGTGGCTATGGCGGTTCCAGCAGCAGCAGTAGCTATGGCAGTGGCAGAAGGTTTTAATTACTG 
CCAGGAAACAAAGCT TAGCAGGAGAGGAGAGCCAGAGAAGTGACAGGGAAGC T ACAGGT T ACAAC AGAT T 
TGTGAACTCAGCCAAGCACAGTGGTGGCAGGGCCTAGCTGCTACAAAGAAGACATGTTTTAGACAATACT 
CATGTGTATGGGCAAAAAACTCCAGGACTGTATTTGTGACTAATTGTATAACAGGTTATTTTAGTTTCTG 
TTCTGTGGAAAGTGTAAAGCATTCCAACAAAGGGTTTTAATGTAGACTTTTTTTTTTTTTTTGCACCCAT 
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GCTGTTGATTGCTAAATGTAATAGTCTGATCATGACGCTGAATAAATGTGTCTTTTTTAAAAA 

>GBEQ08 4 9 | Acc | CD4 69781 1 Ver ] CD4 69781 . 1 GI : 3139104 9 | LeukoS2_5_B09 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_B09_A024 3 f , mRNA 
sequence .: St art : 1 : Stop : 338 

GGTTATGGTGTCTATAGCAAGGTTTTTGTATCAATTTTTTCCCCCATCTCATCGCCAACTTGGATTCATT 
TGAGAAGACTTGAGAAAGGTCTTCATACTCACACTGCTGCAAGTGGTTCTTGCTTATTTACTGGTCTGGG 
GGAAACAGGATGTGT TTCCTTTTT TAAAAAAAAGCCAAT T GACAGAACAGAT TACAT T GAAAT AC T T CT C 
CTTTTGAATCACTCAGCCTTTTGTTTTTAGTTTGGTAAGTTTTAAGAAATTTCAGCAGCAAAGATGTTAT 
TCATTGGGCACGATGGACTGAAAATGCCTCGAGTTATGTATACCTGTCCCAGCTGTAA 

>GBEQ0850 | Acc | 'CD4 697 80 | Ver | CD4 697 8 0 . 1 GI : 3139104 8 ) LeukoS2__5_A10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_A10_A024 3', mRNA 
sequence . : Start : 1 : Stop : 730 

CTTTTATTGCATATTTCAGCAATCAGAACAGATGACCTCCCACAAAAAAAAATAGATGCATTCAGTTGAT 
AAGTTCCTTGCTTAACTACACAGCTATGATGCAATCATGTTTCTAAGTCGCTTGCCCCAGTGAAATATGC 
ACATGTATGTTATGGAACCGGGATGGCAAGTAAGTTTAAAATGGCATCCTTTTGCAAAGAGCTCAGACTT 
TTAATTAACTCTTATAAAATAGATCAGCATTCATTGTCCAAGGCTGGTTTTCCTTGGGTCTTTGCTGAAA 
AAATCTTAGTAGTTTCCCCCTTTTAAAACAACTGTGATCATGAATGCCACTATCTCTCAGATATTTGAAC 
T TT T T GTGTTAGCT T AGGCACATAT T GTGTGAATACAT TAAT CTAAGAAGAGAGAATC TTCTC TAT GCCT 
CT AT T CCAGTGAATAGCACAAGTAT CAGATAAAAGGGT CAATTT T TAAAAT GTTAAAT T C TGAAAACT CC 
TAAGAAGACAGGAAACAT TATGGCCTAAAT CACT TACCCAGAAGATGTACATAT TGTACT TTAGTT T CAC 
ACC ACTT TAT TAC TAAAAGCAAACACCTT T TACT T TAAAT TACT T TAT CATATCAT T TGACATATGCAAG 
TCTGTGCTCTTTGCCAAAGTCAACGTATAATGAAGATATGGCTTTGTTTACTGAGATTCAAACTTGATGT 
GATGCTTTAAAATAAACTCAGTACTTTTAG 

>GBEQ0851 | Acc | CD4 69779 j Ver | CD4 69779 . 1 GI : 3139104 7 | LeukoS2_5_F02 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_F02_A024 3', mRNA 
sequence. : Start: l:Stop:438 

ATCCACCCCCTGGTAGGGAGGGGTGCCGCAGCCATAATGGTATGTGCTCTCATTCAGCCCGCCCCCTTCA 
GAGGGAAGTGGTCTTGCCCACTGTCCTTTTGCCTCCATGCCGAGGTTGGTGCTGTATTTCTGAGGGATGG 
TCCTCTGAACTCCCTTTGCTATGTATTTAAGGANTGGGGCATGGGGGCACTCCCCCAGCCCCTCCTAATT 
CACTCCCCCGTGGGGGCGCTATGGTGTGATAAACTTTCTTTGTTCTCTTCCTGCTTTTCCCATGGGCTCC 
CCAACATCATCTGGGCTGTGGCCCTAGTTGAAGGGGTACCCCTTCCTCTGTGCCAAGAGGATTCAATTCA 
TCCTGGCCTTGTGAATGGGAAAGGGGGCAAGGTGGAATGCAGATAACTCCCATGTAAAAGAATTTGGGTA 
GGTGAATAAAAGCTATAC 

>GBEQ0852 | Acc | CD4 69775 | Ver | CD4 69775 . 1 GI:31391043| LeukoS 2_5_D0 9 . bl_A0 2 4 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D09_A024 3 ? , mRNA 
sequence. : Start : 1 : Stop: 7 03 

CGCCGATTTGTGGGCCATACCAAGGATGTGCTGAGTGTGGCATTCTCCTCTGACAACCGGCAGATTGTCT 
CTGGCTCCCGAGATAAAACCATCAAGCTATGGAATACTCTGGGTGTATGCAAATACACTGTCCAGGATGA 
GAGCCACTCGGAGTGGGTGTCTTGTGTCCGCTTCTCACCCAACAGTAGCAATCCCATCATTGTCTCCTGT 
GGCTGGGACAAGCTAGTCAAGGTGTGGAATTTGGCAAACTGCAAGCTGAAGACCAATCACATCGGCCACA 
CAGGCTACCTGAACACTGTCACTGTCTCTCCQGATGGATCCCTCTGTGCTTCTGGAGGCAAGGATGGCCA 
GGCCATGCTTTGGGATTTAAATGAAGGCAAGCACCTTTACACACTAGATGGTGGGGACATCATCAACGCC 
TTGTGCTTCAGTCCCAATCGCTACTGGCTCTGTGCTGCCACAGGCCCCAGCATCAAGATCTGGGACTTGG 
AGGGCAAGATCATTGTAGATGAACTGAAGCAAGAAGTTATCAGTACCAGCAGCAAGGCAGAGCCACCCCA 
GTGCACTTCTCTTGCCTGGTCTGCTGATGGCCAGACTCTGTTTGCTGGCTACACGGACAACCTGGTGAGA 
GTGTGGCAGGTGACCATCGGCACCCGCTAGAAATACATGGCAAGCTTTAGAAATAAAAAACTGTGTTTTA 
ACT 

>GBEQ0853 | Acc | CD4 69771 | Ver | CD4 69771 . 1 GI : 31391039 | LeukoS2_5_F0 9 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_5_F0 9_A02 4 3 1 , mRNA 
sequence. : Start : l:Stop: 738 

GGTCACGCTATTATTGCATATTACACTAAAGACGCGATGCCTATCAACAAGGCTACAATCATGCCACGAG 
GGCCAACACTTGGACATGTGTCCCTGCTGCCTGAGAATGACAGATGGAATGAGACTAGAGCTCAGCTGCT 
TGCACAAAT GGATGTTAGTATGGGAGGAAGAGT GGCCGAGGAGCTTATATT T GGAACT GATCATAT TACA 
ACAGGTGCTTCCAGT GAT T T TGATAAT GC AACCAAAAT AGC AAAGCG AATGGT T ACC AGATT TGGAATGA 
GTGAAAAGCTTGGAGTTATGACCTACAGTGATACAGGGAAACTGAGTCCAGAAACTCAATCTGCTATTGA 
AC AAG AAAT CAG AAT CC T T C T AAGG GAC T CAT AT GAACG AG C G AAAC ATAT C T T GAAGACT CAT GC AAAA 
GAGCATAAGAATCTAGCAGAAGCTTTGTTGACCTATGAGACTTTGGATGCCAAGGAGATTCAGATTGTTC 
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TTGAGGGGAAGAAATTGGAAGTGAGATGATAGCTCTCTTGAAATGGAGGCATTGCTGGGTTTATTGCAAG 
AAGATAAGTAGCATTGCAGGAATCTCCTTTTGCAATGCTTTCCCTCCATTCTTGACTTGACGTCACTCAA 
GGGTGTGAAATACTTTGTCAGTCTTTTGTCACACTTATCTGATTTTGGTTATTCTCATGATGGACACGTA 
CTGCAAAGAGCAAATAAAGAAAATAAAGAGCTATGAGG 

>GBEQ0854 | Acc | CD469770 | Ver | CD469770 . 1 GI: 31391038 | LeukoS2_5_E03 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_E03_A024 3', mRNA 
sequence . : Start : 1 : Stop : 350 

AAAATCATTGGTGTTCATTATTTGCTTTGCCTGAGCTCAGATCAAAATGTTTGAAGAAAGATACTTTATT 

TTTGCAACTTAAGTGAGGTTTTTATGCTCGAGATCTTTCGATGTGTTATGTATATTGGAACTCCTGCAGC 

TTCGCGCCTCCTGCTTTTGTAGCAGTGTATGGTGAGCACTTGAGAGAGGAGAGGATGTGTGTATGTGTAT 

TTTTTTAATATATATATAAAACTGTCCTTTTCACTCCATGTCACACTAAGTGATATTTCATATGTGTGGT 

TATACTAATAATTGGCCTTGTAAGTCTTTTGACCATTCATGAATAATAATAATAAATACGTACTGCTGGC 

>GBEQ0855 | Acc | CD4 697 66 | Ver 1 CD4 697 66 . 1 GI : 31391034 | LeukoS2_5__G10 . bl_A024 Stimulated 

peripheral blood leukocytes S2 Equus caballus cDNA clone Leu koS 2__5_G 1 0_A0 2 4 3', mRNA 

sequence. : Start : 1 : Stop : 784 

ACTAT GT T T CTAAGTGTGT T GAT TAT GT T T TCAACACGT CT GTAAAGGC AGT T TATGAGGAAT TT CAGAG 
■ AGGGT TT TAT AAAGTCTGT GACAAGGAGAT AC T TCGACATTT CCAGCCT GAAGAACT AAT GACAGCAATA 
G T T GG AAAT AC T GAT AT G AC T G G GAACAG T T T G AAAAG AAT T C AAAAT AT AC T C T AC C C T ACC ACAAAT C 
ACATCGTACCATAGTGATGTTTTGGAAAGCTTTTCATGCATTAACGTTGGAGGAAAAGAAAAAATTCCTT 
TTTTTTTTCTTACAGGAAATGATAGGTTGCCTATAAGAGGCCTACAGGAAGTGGGAATCCTATTTCGCTG 
TCCTGAAACCTTCAGTGAAAGAGATCACCCAAGATCATTAACCTGTCATAACATTCTGGACCTCCCTGAA 
TAT T CTACAAT GAGAAGAAT GAAGGAAGCAC T T CAAGT AGCCAT CAACAGCAACAGAGGAT T T GT CT CAC 
CCGTGGTCACACAGTGATGGTCACCTGTGAGAGTCTGCTTGAGGCCTCAGCTTCTCAGGTCCTCCCACCC 
• TTGGATTCCTCTGATTTTTTCTAGGTCTAATAGTACAAAGGGTTGATGGATTTTAGTTAGAATTAGTGGA 
CAAATGTTGGGATAAACAATAAAGTGATGAATCAATGATGATATTTAACGAATCAACATTTCCTGATCCC 
TAAACTTGCTATGAGAATGTTTGCTTTTTACTGGATTATTTCCTGAACAGTAATCATTTAAAAATAAACT 
GAGTATT AAAAGC T 

>GBEQ08 56 | Acc | CD4 69699 | Ver | CD4 69699 .1 GI : 31390967 | LeukoS2_8_E07 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_E07_A024 3 l , mRNA 
sequence . : Start : 1 : Stop : 755 

GTGAGAAGAT GGCCCAGT T T GATGCTAAAAAAT TT GC AG AG AGCC AG CCTAAAGAGGAC ACC CCAAGGAA 
AGAGAAGGGTTCTCGGGAGGAGAAGCAGAAGCCACAGGCTGAGCGGAAAGAGGAGAAAAAGGCGGCTGCT 
CCTGCTCCTGAGGAGGAGATGGAATGTGAGCAGGCGCTGGCTGCTGAGCCAAAAGCCAAGGACCCCTTTG 
CTCACCTGCCCAAGAGTACCTTTGTGTTGGATGAATTTAAGCGCAAGTACTCCAATGAGGACACACTCTC 
TGTGGCGCTGCCGTATTTTTGGGAGCACTTTGACAAGGATGGCTGGTCCCTGTGGTACTCTGAGTACCGC 
TTCCCTGAAGAGCTCACCCAGACCTTCATGAGTTGCAACCTCATCACTGGAATGTTCCAGCGATTGGACA 
AGCTGAGGAAGAATGCCTTTGCCAGCGTCATCCTCTTTGGAACCAACAATAGCAGCTCCATTTCTGGAGT 
CTGGGTCTTCCGAGGCCAGGAGCTCGCCTTTCCGCTGAGTCCAGATTGGCAGGTGGACTACGAGTCATAT 
ACATGGCGGAAACTGGATCCTGGCAGCGAGGAGGCCCAGACGCTGGTTCGAGAGTACTTTTCCTGGGAGG 
GGGCCTTCCAGCATGTGGGCAAAGCCTTCAATCAGGGCGAGATCTTCAAGTGAACATCTCTTGCCACCGC 
CCAGCTGCCTGCACCTGCCCTTCAGGGAGACGGGGGTCATTAAAGGAAACTGAAC 

>GBEQ0857 \ Acc | CD4 69696 | Ver | CD4 69696 . 1 GI : 31390964 | LeukoS2_8_G07 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8__G07_A024 3', mRNA 
sequence . : Start : 1 : Stop : 775 

T GACAAATACATGACTATATCAGGAT TTCAAAT T GAGGAAACCAT TGACCGAGAGACT TCTGGTAAT TTG 
GAGCAGCTTCTCCTTGCTGTCGTGAAATCTATTCGAAGTATACCTGCCTACCTTGCAGAAACCCTCTACT 
ATGCTATGAAGGGAGCTGGGACAGATGATCATACCCTCATCAGAGTCGTGGTTTCCAGGAGTGAGATTGA 
CCTGTTTAACATTAGGAAGGAGTTTAGGAAGAATTTTGCCACGTCTCTTTATTCCATGATTAAGAGTGAC 
ACATCTGGGGACTATAAGAAAGCCCTCCTGCTTCTCTGTGGAGGAGAAGATGACTGATGTACCGCCCGGA 
GAGACCCCTGCGCTGTGCCTGCCCGCTGCCACTGCCTGCCTTCAGCGCATCTCGCTACACTTTTTGTATG 
CCAGTGCTTGACACATTGCCTTATTCATACTAGCATGCTAATGACCAAAACAGATGCGTTGTAGGTGCTT 
CTCTCTGATCTTCAATTAAGGTCTTTCTCTTCGACTCTTGTAGTACGGAAATGTACTTAACGTTACTAAG 
ACTAAAGTCTGGTCATTTATATTTTCTTTTAAGAGGTCAGACTGCTTTTAGCCTTTTTAAAAACTTCATT 
TATATTAAATCAATAACTGTATTACCTTATTAGGAACCTTAGCCTTGAAATTGTGAACTCCTGGAAGTGT 
TATTAATCAAGTTTGCTACTATATTAAACCTAAAAAATTATGGTGGTGGCATTCGAAAGATTAATGAAAA 
ATAAA 

>GBEQ0858 | Acc 1 CD4 69694 | Ver | CD4 69694 . 1 GI : 31390962 j LeukoS2_8_A0 6 .bl_A02 4 Stimulated 
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peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_A06_A024 3 1 , * mRNA 
sequence . : Start : 1 : Stop : 623 

CCTCCCACAGTATTTTGTGCAATGAAGCCCCACTCCTAGCCTTTCTAAGGCAGGGACACAGCCCCTATTC 
GGAACCCTGACCATCACCAGACCCTGGGGTCAGCTAAGGGAAAGCATGCCTCGACCAGTCGCCTTCCTAC 
CCCCGCCTGCCATCCCCAGCCGCAGGGGGAACTGGGGACTACCGGAGACTCTCTGGGAGATGGGCGAGGT 
GGGGTGGCCCCACTCTTTCCCTCCTGCAGTCCCATAGCTGGGGCCTTCTTCTCAGGGTCTCCCTAGCTCA 
GCCCTCCTGCCCCCATCCCACTTGGTGCTGTTGAGTAGCGGCCCTGCCAGGAACTGACCAACTCAGCGAG 
AAGCCGTAGTGTGTATATGTGCACAAGCAGGGACAAAGGGGAGCACAGGGGGTTGTGCCCAGGCATTACT 
CTCTAACCCCTGGGGAGGGTGAGGCAGGGCAGGGACAGTCTTTGGGGTCAGTCCCAGATGGGTGGTTACC 
TCCCCTTCCTCCACTTTAAACCCTGGGGCCCTCAAATGGGGTGGGAGGGCAGGGGTGGGGGCCCTCCTAG 
TGGGGTTTGGGGGGTTGGGTTCCTGAATGCACCATAATCGCTGTATGAAATATTAAAAAGTCT 

>GBEQ0859 | Acc | CD4 69692 ) Ver | CD4 69692 .1 GI : 31390960 | LeukoS2_8_G10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__8_G10_A024 3 f , mRNA 
sequence. : Start : 1 : Stop: 687 

CAGAGGCCTACAGGGGCACCATGCTGCGCTGCCCACTGAACTTTGCCAGCACCTCCGACCCCTTAAAGGG 
CCAAGCTACCCTCCCCTTCAGCCCCCTGGTCATCCCGGCCTTCCCAGCCCACTTCCTGGCCACTACAGCC 
CCCTCACCCATGGCCGCTGGTCTGATGCACTTCCCCCCAGCATCTTTCGACAGTGCCCTCCGCCACAGAC 
TTTGCGCGGCCTCGTCTGCGTGGCATGTGCCACCTGCCGCAAGCTATGCAGCACCCCACCTCTTCCACCT 
CAACACAAAGCTGTAGGTCAGAGCCCGCAGCGCTGTGCTGTGCTGTGGAGGGTCTGACGTGGCCCAAGAT 
GGGTAGGCACTGCCAGGGGGCTCTGGGCTGGAGCTCTACCCCCAGGAGAGCTTGGCTGTGTCTGATGGAG 
GCACATGCCCCTGGCTGGGCAGCCCGGTGCAAAGAGGGAGGCAGTGGGAAGACTGGGTTTGTCTTTCAAG 
GTAGCAGCCCGAGCCTGGGCACTGGAGGCCCAGTTGTGGCAGGGCCTTGGGAGAAGACGGTGCAGGGCTA 
GCAGCTCCCAGCAGAAGTCCTCAGAGCAGAGGCTGGGAATGGGCTGAGGGGCCAAGGAGCTGGATAGCTT 
GAGGCATCCAGGCTGCCCACAGAAAACCCAATAAAACAGCAATGTGAATCCACCCAG 

>GBEQ08 60 | Acc | CD469691 1 Ver | CD4 69691 . 1 GI : 31390959 | LeukoS2_8_F01 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_F01_A024 3 1 , mRNA 
sequence. : Start :1: Stop: 408 

CTCACCCCATTGTCCCTGCCCGAGATCCCTCAGGCCACTCACTGGCCCCCCACCAATGGCTTTCATACCT 
C G T T T T G GAAT T T GAT GC T G T T C T G T AGGG AAGAC T T T T AGAGT CT GT GGCAAAAT GGAAAATAAGAAT T 
TCATGAAACTTTTTAAAGCCAGCTTTATCCAATTTGAAGGAGAGTCCTTTATTTGGAGATTATTTCCTTT 
TTGCAAAGGGGTGTTGCTGACTGTGTATATAGGATAGATTTATGAAAAGCAGTTTTGGATGGTGTGCCTT 
CCGGATCCTTTTTGGGGCAGTGTTTTGAGCAGCATGTAGCCTGCTGGTTTTATCTGAGTGAGATACTTGT 
ACAGGGGAATAAAAGAGATCTTATTTTTTTTTTTTATACTTGGCGTTTTTTGAATAAA 

>GBEQ08 61 | Acc | CD4 69685 1 Ver | CD469685 . 1 GI : 31390953 | LeukoS2_8_H08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__8_H08_A024 3', mRNA 
sequence . : Start : 1 : Stop : 685 

CATCCACAGCTGGCATACTGTGTTGTGCAGTTTTTAGAAAAGGACAGCACCCTCACTGAACCAGTGGTAA 
TGGCACTCCTCAAATACTGGCCAAAGACTCACAGTCCAAAAGAAGTCATGTTCTTAAATGAATTAGAGGA 
GATTTTAGATGTGATTGAACCGTCGGAATTTGTGAAGATCATGGAGCCTCTCTTCCGGCAGTTGGCCAAA 
TGTGTCTCCAGCCCGCACTTCCAGGTGGCAGAGCGAGCCCTATATTACTGGAATAATGAGTACATCATGA 
GTTTAATCAGTGACAATGCAGCCAAGATTCTGCCCATCATGTTTCCATCCTTGTACCGCAACTCCAAGAC 
CCACTGGAACAAGACAATACATGGCTTGATATACAACGCGCTGAAGCTCTTCATGGAGATGAACCAGAAG 
C T C T T T GAT G AC T G C AC C C AAC AG T T T AAAGC AG AGAAAC T G AAAG AG AAGC T AAAAAT GAAAG AAC GAG 
AAGAAGCGTGGGTTAAAATAGAAAATCTAGCCAAAGCAAACCCCCAGGTACTAAAAAAGAGAGTAACGTG 
AAAACATGTAGGGTTTTACGTGAATGTCTTTATAAGATAGGAATGTGGCTGCATCATGGGAGGGGAAGGA 
AGTTGATTTACTAACATTGTGTATGAAAATATCTGCAATAAAAATACTTCTCAAC 

>GBEQ08 62 | Acc | CD4 69681 | Ver | CD4 69681 . 1 GI : 3139094 9 | LeukoS2_8_C12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_C12_A024 3\ mRNA 
sequence . : Start : 1 : Stop : 7 66 

T CAGAAGAT GAGGT GGCTGT TGACATGGAAT T TGCTAAGAACAT GTATGAAT TGC ACAAGAAGGT C T CT C 
CAAATGAGCTCATCCTGGGCTGGTACGCTACAGGCCATGACATCACAGAGCACTCTGTGCTGATCCATGA 
GTACTACAGCCGGGAAGCCCCCAACCCCATTCACCTCACTGTGGACACGAGCCTCCAGAACGGCCGCATG 
AGCATCAAGGCCTATGTCAGCACTTTAATGGGTGTCCCTGGGAGGACCATGGGGGTGATGTTCACACCTC 
TGACAGTGAAATATGCATATTATGACACAGAACGCATCGGAGTTGACCTGATCATGAAGACCTGTTTTAG 
CCCCAACCGGGTGATCGGACTCTCAAGTGACTTGCAGCAAGTAGGAGGGGCGTCGGCTCGCATCCAGGAT 
GCCCTAAGCACAGTGTTGCAGTACGCAGAGGATGTACTGTCTGGAAAGGTGTCAGCTGACAATACAGTGG 
GCCGCTTCTTGATGAGTCTGGTTAACCAAGTACCCAAGATAGTTCCTGATGACTTCGAGACCATGCTCAA 
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CAGCAACATCAATGACCTGCTGATGGTGACCTACTTGGCCAATCTCACACAATCACAAATTGCCCTCAAT 
GAGAAACTCGTAAACCTGTGAATGGGCCCCAATCCTAGGACTCAGAATGGAGTGAAATAGCTGGTTTCTT 
TGTGGTTTGAGTCACACCGAGTCAGTCAACTGCTTGTGAGTCTCAATAAACTTAGCCTACCTTTGT 

>GBEQ08 63 | Acc | CD46967 6 | Ver j CD4 69616.1 GI : 31390944 | LeukoS2_8_F07 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8__F07_A024 3', mRNA 
sequence . : Start : 1 : Stop : 7 65 

GAAGTATCAAATTGACAAACTGGTCAAGACTGCAGCAACAGGCAGCCTCAGTGAGAACGACCCCCTCCGT 
TTTAAGCCTCGTCCCAGCAATATGATGAGCAAGTTGAGCTCTGAGGAT'GAGGAGGAAGATGAAGCAGAGG 
AAGGCCAGTCTGAGTCTTCAGGAAAGAAA.TCTGTAAAAGGAACAGCTAAGAAATATGTTCCACCACGCTT 
GGTTCCGGTACATTATGATGAAACGGAAGCTGAGCGGGAGAAGAAGCGCCTGGAACGAGCCAAGAGACGG 
GCACTGAGCAGCTCTGTCATTCGTGAGCTTAGGGAACAGTACTCAGATGCTCCAGAGGAAATCCGTGATG 
CT CGGCATCCTCAT GTT AC T CGCCAGAGTCAGG AGGAT CAACACAGGAT TAACTAT GAGGAGAGCAT GAT 
GGTGCGTTTAAGTGTCAGTAAGCGAGAGAAAGGACGGCGAAAACGAGCAAATGTCATGAGCTCACAGCTT 
CATTCCCTCACGCACTTCAGTGACATCAGTGCTTTGACAGGAGGAACGCCTCATCTTGATGAGGATCAGA 
ATCCTGTTAAGAAGCGGAAGAAGATACCTAAGAAAGGTCAGAAGAAT^AAAGGTTTTCGGAGGCGGCGGTG 
ATTATGGGTGTACATATTTATATATATTTTTGTfcATCCTGGGATGCTTCTAATTTCACTGTATGTAGGTT 
TTCTCCTTGGAATTCATTAATTGTTTGCCCTGGACATGTGGAAAGTTCTTTATTAATAAAAGTGA 

>GBEQ0864 | Acc | CD46967 4 1 Ver | CD4 6967 4.1 GI : 31390942 | LeukoS2_8_G05 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8__G05__A024 3", mRNA 
sequence . : Start : 1 : Stop : 695 

GAGCTGGAAAAATCGCATGTCC2\AGCCCGTTTGAGTGATTTCTTTTGGTTTTCATTGCAGGGANCCGGGT l 
GGGAGGGAGGTGGGAATAGGGGCACTTTGGGGGTCTCCTTTTAGTCAAAAGCAGGAAAATGACAAGAAAG 
AGATTAAAACT CAATGT T T CCTT T AAT AGTGT T AAACACT AAAATT TTAAAAAAAGACAAAAAAAAGAAA 
AAAACTTTGTAAAATGAGAGAACAGAAGCAAAAGACACTACGCTCTGTCATTTTATCTTTCTTTTGTTGA 
AAGACTAAAAACTGAAATGTTTTTTAGACAATCAAATGTTAGGTAAGTGCAAAAACTTGTTTTTTCTTAC 
TGGTGTAGAAATTAATGCCTTTTTTTATTTTTCGGTTATTTTATAATAACAAAACAAAAAGAACCCCCTA 
GCTGCCAGGTGGGTTTTGGTGTTTGAAATGCGGGGCAAAGCACTACATCACTGCAAATAGATACAGAGTT 
AGTCTGCATGTCTGTAGGCTGTGAGATTGCGGAAAATATAAATGCTGCTAATATATTTCCTTTTTACAAA 
AGCATATCTAAATAGATGATTGTTTTGATGTTAATCTTTGTAAATTATGTATTACCAA.TTTTAACATTGG 
ATGTAATTGCATAAAAAGCTTGCATCTCAATCCTTGAAAGTCTAGTATTAAATGGAAAAAATTTT 

>GBEQ08 65 | Acc } CD4 69672 | Ver | CD469672 .1 GI : 31390940 | LeukoS2_8_Cll .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_8_C1 1_A0 2 4 3', mRNA 
sequence . : Start : 1 : Stop : 429 

CCAGCAGGGGTTCCTCCTCCTCCTCCTATTGCTGGGGCGGTAGTGCCCTCAAAACGCCAGGGTGTATCAG 
GAAACCCCTCAGGAAGGGGCAAAAGGGGCTTCAATTTTAAGAGGGGACAGGGAGGATTTTTTTCCAAGTT 
T GGAAAGT TGAAAGGAGAT GCCC T T CAGGCCAT T AAX3AAGGAGTTGCCCCAGATAAAACAAAAGGGGGAT 
TTTTTGCGGGAAAGCCTAGTATTTTCAGCACATGTTCACTGTTTTCCCCATCCTTGTCCTTCCCATGTTC 
ATTAATTCATATTGCCCTGCGCCTAGTCCCATTTTCACTTCCTTTGACGCTCCTAGTAGTTATGTTAAGT 
TTTCCCCGGTAATTTTTGCTTTTAATTTGGATCCCTCTTTATGACTTAACAATAAAAAGGATGTATGGTT 
TTTATCACC 

>GBEQQ866 | Acc 1 CD469610 1-Ver ( CD469610 . 1 GI : 31390878 j LeukoS2J7_E01 .b2__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7_E01_A024 3', mRNA 
sequence. : Start : 1 : Stop: 196 

TGGTAGATTATTCATAA.TGTGAGATGGTTCCCAAGATCATGTGATTTTTTTTTTTTCTCCCCTTCCCTTT 
TTTTGTTGTTTTTTTCAGCCTGTGCAATACTTAGAGAACCTATAGCATCTTTTCATTCCCATGTGGAACA 
GGATGCCCACATCCTGTCTAATTAATAAATTTTCAACTTTTTTCAAACAAGTATGA 

>GBEQ0867 1 Acc 1 CD469607 | Ver | CD4 69607 . 1 GI : 31390875 ] LeukoS2_7JB08 .b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__7 JB08_A024 3', mRNA 
sequence. :Start:l: Stop: 447 

AGAATATGGACCAAAGGAAAAAATAAAAATACCAGTGATATCTGTTTATTCAGGTCCACTCCAAAGTGGT 
AGAAACATAGAAAGAGTATCCT T TTATCTAGGATTCTCCATGGAAGGCCCT T TGGCAT AT GATATAGAAG 
TAATTTAAGAAGAGAGATTAACGCAAATATGTCTATTCATATCTCTATCCGATTTTGTTCCCTCTCTATA 
TTCGTATGGCATTTTGATAACGTTATTGGCTTACCTCTAATCCCAGATTTTGCTTTTGTTTCCCCAGATG 
AATTATAAGCCTTTTTAGGGCACGGAZ^TGTCTCCATACGCAGAGTTTGGAACACAGTAGAGTCAATTGT 
TGAATGTTTTAAGTATGCATTTTCAGACTACCATTTAATTAAAAAGTTTCAATTGGTATCCACTGTTCAC 
AT CAT AT C T GG T T G T AAG T CAAT AAAA 

>GBEQ0868 | Acc | CD469605 |Ver 1 CD469605 . 1 GI : 31390873 | LeukoS2_7_H07 .b2_A02 4 Stimulated 
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peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7_H07_A024 3\ mRNA 
sequence .: Start : 1 : Stop : 12 6 

TCATAAGTACTTGTGTCAGCCAGAATGTTTTGTTTTTTAAGAAAACTGAATTTCCTTGCTTCCCTAAATA 
TTTTGAGGTTAAGGTGTTAGTTTTCATAGGACATTGAGAGGCTCCTGTCTCTTTCA 

>GBEQ08 69 |Acc | CD4 69600 | Ver | CD469600 . 1 GI: 31390868 | LeukoS2_7_H06 . b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7_H06_A02 4 3 1 , mRNA 
sequence. : Start: 1: Stop: 711 

AACAAAAACCAAGAGACCCCCTTGGGGACAAAGACCCCCGAGGCCCCAGCCCATTCGGAAAAGCCCCGGC 
GAAGGCAGCACGCTGCAGACAACTCGGAGGCCAGGCCTTTCCGGGGTAACGTGGCTAGGGTTTCACAGTG 
CAATCTCTGCCCCACGAGAATAGAAGTTGCCACAGATGCCGCGGTTCTCTCCGTCCCAGCTGTGACGTTG 
GTGGCCTGAGCTAGGAGAGAAAAAAGAGTTTTCACTCAGTTTTGGTTCCCTGCCCGAGGTGCTGACCCAA 
CTTGCTGCCAAAAGAGAGTCAATCAGAGTATACAAACCCTGTATGGTTGTGTCATCCTCTCTTAATCATT 
TTTACTAATTCTGATAATCAGCTCTAGCTTGCTTCATAACTTTCATGGCTTTGCTTGATCTGTTGACGCT 
T TTT CTCATCCAGACAT T GCAGCATT T TAGCCAGGCAGTAT T TAG TCAT TT GTT AGGAAAATCAAGAT GT 
GGCTAAAGGTCAGAGGGTCAGTAGCAACCGATGTTGTAGCAGTGATGTCAGTCCATTGATCGTCCTTAGA 
GTTAATGTTGAAAACCAGTTCTTATTGATCAGACAAACATGATCTGCTGAAGACACATGCGCTTTTGTAG 
AATTTAACATCTGGTGTTTTTCTGAAAAAATATATATACATATATTGCTTTATTTGAAACAAATTA2\AAT 
ATGCTGCATTT 

>GBEQ0870 | Acc I CD4 69599 | Ver | CD469599 . 1 GI : 313908 67 | LeukoS2_7_B06 . b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_J7_B06_A024 3 ? , mRNA 
sequence Start : 1 : Stop : 558 

TTTGCAACAGATTTCTGTTAGTAATTGTGAAGAAGAACCAAGGTGGGGAGCAATACTACAAGTTGCGTAG 
CGGTATAAGTATGTACCAGAAGCCTAATGGCAAAAAGTTTTATGAATCAGAATAATACTTGGTTATGGAA 
GTGACTGATGCTAAAAAGAAACTCATTATTTTTTATTAGATAATTTCTCACCTATAGACTTAAACTGTCA 
GCCTGCTAGTGTCTATTAGTTAAACTTTGTAAAATATATATATATTCTTGTTTTTTCATTGTATGCAAAT 
TGAAAGAAAGATGTACCATTTCTCTGTTGTATGTTGGATTATGTAGGAAATGTTTGTGAACAATTCAGAA 
AAAGATGAAAAAGTTCCTGTGGATGTTTTGTGTAGTATCTTGGCATTTGTATTGATAGTTAAAAGTTCAC 
TTCCGAAATAAATAAAACACCCCATAATGCTTAGATTCCAATGTGTGCCCAGATTTGAACAACGGGTTGG 
TTGAACACCCTGTATAAATTTGTTAAACACGTTCCTTCTTGTAATGGAAATACAAGTAATCTTAAATT 

>GBEQ0871 |Acc|CD4 69589| Ver | CD4 69589.1 GI : 31390857 | LeukoS2_7_C03 . b2_A024 Stimulated 
, peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7__C03__A024 3 1 ,. mRNA 
s equence . : S t art : 1 : St op : 4 93 

AGCAATAATTTCTGTACATGATCAAGGGTTTATTGCAGCATTTGTTTTCCAGTTCTCTCTTTTTTTTAAG 
GGTTAGTAT T AACAAATGACAAGGAGTAGAAAAGTCAGCATAGAGAT T T TAGACGGAGAACT T T CGGGAC 
ACAGATTTGTGATTCTTCGGATGCGACACTTTTGGATGTGATTCTAAAAGCTTTTATTGACCATTGTCAA 
ATTTGTAAGCTTCATAGGGATGGACATCATATTTATAATGCCCTTCTATATGTGCTACCATAGAGGTGAA 
ATTTTTGACCTTAATATCGTCTTTGAAAATGTTAAATTGAGAATTCTGTTAACTTACATTTTATGAATTG 
GCATATTGTATTACTGCAAGAGATTTGATTTTCAGCACAGTGCAAAGTTCTTTCAAATGCATATGTCTTT 
TTTTCTAATTCCATTTTGTTTTAAAGCACATTTTAAATGTAGTTTTCTCATTTAGTAAAAGTTGTCTAAT 
TGA 

>GBEQ0872 I Acc | CD4 69585 | Ver | CD4 69585 .1 GI : 31390853 | LeukoS2_7_C02 . b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7_C02_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 425 

TTTCTCTGTCCTGGAACCATGGCCCAGT.TTGTCCGCAACCTCGCGGAGAAGGCCCCGGCGCTGGTGAACG 
CTGCTGTGACTTACTCGAAGCCTCGACTGGCCACATTTTGGCACTATGCCAAAGTTGAGCTGGTTCCTCC 
AACCCCTGCTGAGATCCCTACAGCTATTCAGAGCTTGAAAAAAATAGTCAATAGTGCTCAAACTGGTAGC 
TTCAAACAGCTTTCAGTTAAGGAAGCTCTGCTGAATGGTTTGGTGGCCACTGAGGTGTGGATGTGGTTTT 
ATGTTGGCGAGATCATAGGCAAGCGTGGCATCATTGGCTATAATGTTTGAAGACCAATCTTTAACGTCTG 
TTTATATTTGGTTTATTATTTGAGTGTTCTTGGACCATGCGTGATGCGACTTGTATTGAATAAAATAAAG 
ATAAC 

>GBEQ0873 | Acc | CD469497 [ Ver ! CD469497 . 1 GI : 313907 65 | LeukoS2_4_D04 . bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D04_A024 3\ mRNA 
sequence .: Start : 1 : Stop : 394 

AAAATTGCAGTGGAAATAACCCCCGAGGCTAAAGCATTCCTACAAAGGTTTGACTGAAACTGTGGCCATC 
TCATCTTCTCTGTATGTTAGGCAGCGTACTGTTTTGCTTTTTANTTGCAATCTTTTACCAGTTTGTGCAA 
GAAACTTGGTAGTAATGTCTTTGTTCCATTTTAAGCTTAGATGGAAAATATTTTTATTTTCTGGAGGAAG 
AGGTATCTACTGTATAATTGCACCAAAGTACAAACAAAAGGAAGCTTTCTCAGTAGTGTGACACTGCAGC 
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CGCGTCGGTAAAATCACAAGTGGAGAACTTGTTAGGCTGAGGAAGGTGTGGAAAATGCTCCTCTGCTAGT 
AGAATGCAAAGACCTACCGAAGCCACATAATAAAATTCTTTTAC 

>GBEQ087 4 | Acc | CD4 694 94 | Ver 1 CD4 694 94.1 GI : 31390762 I LeukoS2_4_A12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_A12_A024 3', mRNA 
sequence . : Start : 1 : Stop : 534 

CCGGGMGATGGCGGACATTCAGACCGAGCGCGCCTACCAGAAGCAGCCGACTATCTTTCAAAATAAGAA 
GAGGGTCCTGCTGGGAGAGACTGCCAAGGAGAAGCTCCCGCGATACTACAAGAACATCGGGCTGGGCTTC 
AAGACGCCCAAGGAGGCCATTGAGGGCACCTACATTGACAAGAAATGCCCGTTTACCGGTAATGTCTCCA 
TCCGAGGGCGGATCCTGTCTGGTGTGGTGACCAAGATGAAGATGCAGAGGACCATTGTTCATCCGTCGAG 
ACTACCTCCACTACATCCGGAAGTACAACCGCTTTGAGAAGCGCCACAAGAACATGTCCGTGCACCTGTC 
CCCCTGCTTCAGGGACGTCCAGATTGGCGACATTGTCACAGTGGGCGAGTGCCGGCCCCTAAGCAAGACC 
GTGCGCTTCAATGTGCTCAAGGTCACCAAGGCCGCCGGCACCAAGAAGCAGTTCCAGAAGTTCTGAGACG 
ATGCCTGCCTGCTCCCCCAAACAAAATAAAGTTATTTTCTCAGC 

>GBEQ0875 | Acc | CD4694 87 | Ver | CD4 694 87 . 1 GI : 31390755 | LeukoS2_4__D05 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D05_A024 3', mRNA 
sequence . : Start : 1 : Stop : 37 9 

CAGGACCTGCTGGGAACCCCAGCCCCACACCAACAGGTTCTGTTTCCACAAATGCATCACAACCCCAAGA 
TTACACAGTGGAGAATCTCATCCGGATGGGCGTGNGCTGGCTTGATCCTACTGGTCCTTGGGATTCTACT 
ATT T C AGGCT CGACACAGCCT GACAACACCCCAAGATGCAGCCAGGAGATAAATACAAGAGAGAACAAAG 
CACTTCTCAGAATGGTAGAGCCTTGGAAATAAATCTTGTGTGCCCAGCAGGTTTTGGAAAAGCATCTGGG 
GCATATGCTGAGTGACCTGTCTGCAGATTATTGTGAGCTGGAGGAAGCATTGTTTATGTGCAGGGACCAT 
GTCTGGACTCTTCTAACATTAAACTGTGT 

>GBEQ087 6 | Acc j CD4 694 8 5 | Ver | CD4 694 85 . 1 GI : 313 90753 | LeukoS2_4_F09 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4__F09_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 457 

GAAAATACCT GCAT T TCCT T TGTACC ACAT T C AACCAACAT C ACTATGATT TAACTAGACT CCT CAT GT C 
TATTAAATTGCTTTAAAGAATAAATTATACTGTTTGTAAAAAATTCAGTTTGAGAAGAAAATTGACAGGC 
AGGGGTTGATACCAAAGTCTTCAGGAACCTGACTGTTGNGNAATTATAGATATACCCCTTTGTTATGACA 
AAACCCGGTTGAAACACACAGTGAGTTCAGAGTGGGTATTTGACATGTTTTGCTGTGTGGAGTGCGCTGC 
TCTAATGTTCCATTGATGTGTTTGCAGAGCTAGTAGACACCGTGTGTTTAGAAGTGTGATTGCTG^TATG 
AGAAACTTAAGACCCAAATGAAAGCACATTGTGCTCTCAGGACTTCACACCACTTTACCTTTTTTCCTGT 
ATATCTGTGTATTTTCAAATGTTACTCTATTAAAGCA 

>GBEQ0877 | Acc | CD4 694 84 | Ver | CD4 69484 .1 GI : 31390752 | LeukoS2_4_F12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_F12_A024 3', mRNA 
sequence. : Start : 1 : Stop: 594 

T TAAATGGT T AAT T T GGGGACAAAAAGT T T T ATAGAAAT T T TAANAACT TT T GAAAAAGAAGT T TAAGT T 
TTATCACCTTTTTTTTCTCATGAATTCTTAAAGTCTACTTTATCTACCCTATTGTCCTGGAAAATACCTG 
CATTTCCTTTGTATCACATT.CAACCAACATCACTATGATTTAACTAGACTCCTCATGTCTATTAAATTGC 
T T TAAAGAATAAAT TATACT GTT TGTAAAAAAT TCAGT T TGAGAAGAAAATTGACAGGCAGGGGT TGATA 
CCAAAGTCTTCAGGAACCTGACTGTTGTGAATTATAGATNATACCCCTTTGTTATGACAAAACCCGGGTG 
AAACACACAGTGAGTTCAGAGTGGGTATTTGACATGTTTTGCTGTGTGAAGTGCGCTGCTCTAATGTTAC 
CATTGATGTGTTTGCAGAGCTAGTAGACACCGTGTGTTTAGAAGTGTGATTGCTGTTATTAGAAACTTAA 
GACCCAAATGAAAGCACATTGTGCTCTCAGGACTTCACACCACTTTACCTTTTTTCCTGTATATCTGTGT 
AT T T TCAAAT GT T ACT CTAT TAAAGCAGAAGTAT 

>GBEQ0878 | Acc I CD4 694 83 j Ver | CD4 69483 . 1 GI : 31390751 1 LeukoS2_4_D01 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D01__A024 3', mRNA 
sequence . : Start : 1 : Stop : 550 

GAACTTTTTGAAAAACTTAGGAAAGTAGAGAGTCGTGTCTCCTCAGACGAAGATTTAAAGCTGACAGAAC 
TCCTTCGATACTACATGCTCAACATAGAGGCTGCAAAGGATCTCTTATACAGACGCACTAAAGCCCTCAT 
T G AC TAT G AG AAC T CAAAC AAAG C CT T GG AT AAGG CC C G G T T AAAAAG C AG AG ACG T C AAG T T G G C T G AA 
GC ACACCAGCAGGAATGCTGCCAGAAATTTGAACAGCTTTCTGAATCTGCAAAAGAN AN GAACTAGTCAA 
C T TCAAAAGAAAGAGAGTGGCAGCAT T T AGAAAG AAT CT AAT TGAAATGT CTGAACT GGAAAT AAAG CAT 
GCCAGGAACAATGTCTCCCTCTTGCAGAGCTGCATTGACCTGTTCAAGAACAACTGATCTCCTCTTCTCC 
GAAT GAAGGACAT GAATGTGGAGAAAGCCAGCATCACTT GCACTT AAAT CAT TGCCACGGAAGAT T TATT 
ACCTTCGACTTTAGTTTAAAATCATGTTGTGAATAAATATTTTGATTTCTAAAAATCTTA 

>GBEQ0879 | Acc | CD469481 | Ver | CD469481 . 1 GI : 31390749 1 LeukoS2_4_B07 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__4_B07_A024 3' , mRNA 
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sequence . : Start : 1 : Stop : 271 

GGAGAATGCTTGGGTGAAGCGAAGTTCCAACCCTCCTGCACGATCTCAGAGTTCAGACACAGAGCAGCAG 
TCCCCGACAAGTGGTGGAGGGAAAGGAATTCCAGCTCAACCATCTGAGGAGGGACCAGCAAGGAAAGATG 
AAAGTAAAGTAGACGGGGTGAGTGTCCCAAAAGGCCAAAGTGGGAGCTCCAGCCGTGGTCCAGGAGACGG 
AGGGAGCAGAGACCACTGGAAGGAGTCAGATAGGAAAGATGGCAAAAAGGATCAAGACTCC 

>GBEQ088 0 (Ace | CD469480 | Ver | CD4 69480 . 1 GI : 31390748 | LeukoS2_4_C09 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4__C09_A024 3 1 , mRNA 
sequence. : Start: l:Stop: 547 

ACCAAAGACCGAGCCTCTGGCGGGAGGGCCCAGACCACCCACGGATCTGAAACAAGTGGACACTCGACCG 
GGAGTCAAGAAGGTGGGGCAAGCACAACCTCGGGTCCCATACGGAGACCTCAAATTCCAGAATGGCTGAT 
CATCTTGGCGTCCCTCCTGGCCCTGGCTCTGATTCTCGCAGTTTGCATTGCTGTCAACAGTCGAAGAAGG 
T G T G GACAG AAG AAG AAGC T G G T GAT C AAC AAT GG C AAT GG AGC T G T G GAC G AC AGG AN AAG GC AAG T G G 
GCTCAATGGAGAGGCCAGCAGGTCTCAGGAGATGGTGCACTTGGTGAACAAGGAGTCGTCAGAGACCCAA 
GACCAGTTTATGACAGCCGACGAGACACGGAACCTGCAGAATGTGGACATGAAGATTGGGGTGTAGCACC 
TGCACCTTGACC T TGGGAAGAAACCACAGT CAGAGAGAGCAGT CACAGGGGGCT GGGACATT TCACAGAT 
GTGATGTGCTACTGACTGCTTCATTCGGGATCTTTTTTTAACATAAAATTTTCTACT 

>GBEQ0881 | Acc | CD469475.I Ver I CD4 69475 .1 GI : 313 90743 | LeukoS2_4_D08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D0 8_A02 4 3 f r mRNA 
sequence. : Start :1: Stop: 551 

CTCCGCAACGCGGGGATGCAGACACCCAACGGCGTGTGCGCGGCGATGGCGGCGGCGGGTGTGCAGCCCC 
ATAGCCTGGACCTCAGCCACAACTCGCTGAGCGCCGCTGCTCCGGGCGCTCCCAGGTGTGACTGGCCCAG 
CGCACTGAGTTCTCTCAACTTGTCCTTCGCTGGGCTGGAGCAGGTGCCTAAAGGACTACCGGGCAAGCTT 
AGCGTGCTTGATCTCAGCTGCAACAGGCTCAACAAGGCGCCGCGAGCAGACGAGCTGCCCGTTGGTGAGT 
AATCTGATACTGGACAGGAATCCCTATCTGGACCCTGAAGCGTCCAAGCAGCAAGACCAGAACTCCGGCG 
TGGTCGCCGCCTGTGCGCACTCAGCCCTGACCGTGGGGATATCAGGAACCCTGGCGCTGCTTCGAGGAGC 
CGGGGACTTCGCCTAAGCCCCAGGGGAGAAGAATGAATTGACTCAGATTGCCCTGGCTCCAGGGGAGCCT 
CATTAGGACGTCTTAACCAACCGACCCTCTGCCCCATCTTCATTAAAATCTTAAACAACGA 

>GBEQ0882 | Acc j CD469474 | Ver | CD469474 .1 GI : 31390742 | LeukoS2_4_H04 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_H04_A024 3', mRNA 
s equence . : S t art : 1 : S t op : 4 3 8 

TCAACCAACAT CACTAT GAT T TAAC TAGACT CCTCAT GT CTAT T AAATT GC TT TAAAGAATAAAT TAT AC 
TGTTTGTAAAAAATTCAGTTTGAGAAGAA7VATTGACAGGCAGGGGTTGATACCAAAGTCTTCAGGAACCT 
GACTGTTGTGAANTTTATAGATATACCCCTTTGTTATGACAAAACCCGGGTGAAACACACAGTGAGTTCA 
GAGTGGGTATTTGACATGTTTTGCTGTGTGAAGTGCGCTGCTCTAATGTTACCATTGATGTGTTTGCAGA 
GCTAGTAGACACCGT GT GT T TAGAAGTGT GAT TGCT GT TAT TAGAAACTTAT GACCCAAATGAAAGCACA 
TTGTGCTCTCAGGACTTCACACCACTTTACCTTTTTTCCTGTATATCTGTGTATTTTCAAATGTTACTCT 
AT TAAAGCAGAAGTATAA 

>GBEQ088 3 | Acc | CD4694 64 | Ver | CD4 694 64.1 GI : 31390732 | LeukoS2_4_B10 . bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4__B10_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 329 

CAGCACAGTACGAGACGCTGTCGGATAGTGATGACTGAACTGCTACAGNAGAAGGAATCTTGGCGGGGCC 
AGGGTGTGGGGGGGGATCTCTAGTTTTTGGTGATTTTATTTTTAATTGCAGGTCAAAAACCTGCCCTCCT 
ATGACTTGTGCCCAGAGACTTTTCAGGAGAGCCTGGACCATGGATGATGAAGAAATGATGGAAATTTATT 
TGGAGAGTCAAATGGGGGGGAACTGCCTTTGATACAGGCAGTTCAGCAAATTATAATAATAGTGGAGGGT 
TGAAATGTAGAGTTTTTAAAAAGTGGACAATTCCTGTTCTTACATCTGT 

>GBEQ0884 1 Acc | CD4 694 63 | Ver ] CD4 694 63 . 1 GI : 31390731 1 LeukoS2_4_C12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_C12_A024 3 1 , mRNA 
sequence. : Start :1: Stop: 527 

CAGTCAGATGATGAAAACCCCAGCTACTGTCTGAGCAGCCGGCTGAGGGTCTTTGCTGCCTTTTGGCACA 
ACCCCCGCAACCACTTCCGCTGCCAAGTCCAGTTTTTCGGCCTCGCGGAGAACGATGAGTGGAAAGAGAA 
CCGGACCAAACCTGTCAGGCAGAACATCAGTGCTGAGGCCTGGGGCAGAGCAGACTGTGGCCTCAGCTCA 
GTGTCCTATCAGCGAGGGGTCCTGTCTGCCACCATCCTTTATGAGATTCTTCTGGGGGAAGGCCACCCTG 
TATGCTGTACTGGTCAGCGCCCTTGTGCTGATGGCCATGGTCAAGAAAAAGGATTCCTGAGACCAGCTCC 
AAAAGTGTATCCTGGGTTGTTCTTAATCCTTACCCTAGAGTGTCATTTACGTGCTTCCAATCTGTGTTCC 
TAAAGAGTTATTCTCTGTCTACCTTTTATCTCCTTTCTGCATGTCTGTCCCTTCTCTCTGCTTCCCTGAA 
TCTGAAATAGACTAAGGTAATAAAAGTGTCATGCGGG 

>GBEQ0885 | Acc I CD469462 | Ver | CD469462 . 1 GI : 31390730 | LeukoS2 4 Ell.bl A024 Stimulated 
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peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Ell A024 3', mRNA 
sequence . : Start : 1 : Stop : 530 

CATTGAAATTCTGAGTGACGTGCAGCTGATTAAGACTGGAGACAAAGTGGGAGCCAGCGAAGCCACACTG 
CTGAACATGCTGAACATCTCCCCCTTCTCCTTTGGGCTGATCATCCAGCAGGTCTTTGACAATGGCAGCA 
TCTACAACCCGGAAGTGCTTGACATCACAGAGGAAACTCTGCATTCTCGCTTCCTGGAGGGTGTCCGCAA 
TGTTGCCAGTGTGTGTCTGCAGATTGGTTACCCCACTGTTGCATCAGTACCCCATTTCTATCATCAATGG 
GTACAAGCGGGTCCTGGCTTTGTCTGTGGAGACTGATTACACCTTCCCACTTGCTGAAAAGGTCAAGGCC 
TTCTTGGCTGATCCATCTGCATTTGTGGCTGCTGCTGCCGCAGCCCCAGCCAAGGTTGAAGCAAAGGAAG 
AGTCGGAGGAGTCGGACGAGGATATGGGATTTGGTCTCTTTGACTAATCACCAAAAAGCAACCAATTCAG 
CCAGCTTTATTTGTGAAACAAAGAAATAAAGGCTTACTTC 

>GBEQ088 6 | Acc 1 CD4 694 60 ) Ver | CD4 694 60 . 1 GI : 31390728 | LeukoS2_4_B05 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_B05_A024 3', mRNA 
sequence. : Start : l:Stop: 418 

TTTCTTTAGTTTTTGTAAGGTTTAATTGACTTATTTATATAAATATTTTTTTGTTTCACGTTGATGAGCG 
TCTAGGCAGGACCTGTGGACAAGTTCTTAGTTGCTGTATGTCAGACTGTAGGACCATGGANAAAGGGAAC 
TGAACATTCCAGAGTGTACAGTGAATCACTTAAGCTAGAAGCGATCCTCAGCTGTTTGTGCATAAATAAT 
CTCTCCATTCCAGTGGAACATTTTCTTTTGCCTGTTCTTAAAATTGTTTGGATACACCATGTGACTTTCG 
CTGTAAAAGTTGGCACTTACAACCAAAGCCTGAAGTGGTATAGAAATGCTCGTTTTTCAGTTTTCGGAAG 
TGGGTTGATAGCAGCGCCTGTAATGTACAGTCTTGTATTAAGTTGTTAATAAAAGTAGTGTGATAAAC 

>GBEQ0887 | Acc | CD4 69454 | Ver ] CD4 69454 . 1 GI : 31390722 | LeukoS2_4_Hl0 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_H10__A024 3*, mRNA 
sequence . : Start : 1 : Stop : 57 1 

ATGATGAAAACCCCAGCTACTGTCTGAGCAGCCGGCTGAGGGTTCTCTGCTGCCTTNTGGCACAACCCCC 
GCAACCACTTCCGCTGCCAAGTCCAGTTCTTCGGCCTCGAGGAGAACGATGAGTGGAAAGAGAACCGGAC 
CAAACCTGTCAGGCAGAACATCAGTGCTGAGGCCTGGGGCAGAGCAGACTGTGGCCTCAGCTCAGTGTCC 
TATCAGCGAGGGGTCCTGTCTGCCACCATCCTCTATGAGATTCTTCTGGGGAAGGCCACCCTGTATGCTG 
TACTGGTCAGCGCCCTCGTGCTGATGGCCATGGTCCAAGAGAAAGGATCCCTGAAGCCAGCTCAAAGGTG 
GAGCTAGAAGCTTCCAGACCATTATCACCCCACCATGGAGTTTCCTTTTTCTTTTCCTAGCCAGGGCTTC 
TGAAGAGCTGTTCTCATCTCTCTACTCATCCTGATATCTACTCCCTCAAGTGCTTGCACACCTCGACACT 
CATGACCAAAATCTCTCTGACCCAAGGGGGACCCTAGTGTGCCTGTGTTGACTGAACCAATAAAAATGGC 
CTGTTCTGGCT 

>GBEQ0888 | Acc | CD4 69444 (Ver | CD4 69444 .1 GI : 31390712 | LeukoS2_4_Fll ,bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Fll_A024 3\ mRNA 
sequence .: Start : 1 : Stop : 532 

T C AG G AAG AAG AAG AT G AAT CTGTGCCCC T AAC C T T AAGAC C AG AC AT C T C CT T AAAT AAGT C AC AG T T A 
GATGACTGCCCAAGGGACTCTGGTTGCTATATCTCTTCAGAAAATTCAGATAATGGCAAAGAAGATCCGG 
AGTCTGAAAATCTGTCTGACATGGTACAGAAGATTACTATCACAGAGCCGAGTGACTGAACACACGTTCT 
CAACTCTATATTTGCAGAAGCATTCCATTTGAACTCTTCTTGAGCTAAAAGATGAAATAGGGAGAAGAAA 
AGTATTTGTAGATACACCCTAAAGTTAAAATGTCTCAATCTGAATGTACATAAAAGTTCATATCTCTAGC 
ATTCTCAGTTATTGTAAATAATATGCATATTTATTACTTTAAATGCTACATGTTAATATAGCACTTGCCT 
GTATTAGAAAAAGTATATATAAGTCTTTGTTATGTCACATAAGCTTTATTTGGCTTTCTTTTACAAGTGC ' 
AAAATGATAAAT TCCGCAGAAAAAAAAAAACCCTACT T T T TC 

>GBEQ0889 j Acc 1 CD4 69353 | Ver | CD4 69353 .1 GI : 31390621 1 LeukoS2_3_D09 , bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_D09__A024 3', mRNA 
sequence . : Start : 1 : Stop : 620 

ACTGGAATGCAAAGGCTCCCCACACGAAAAAGGAATAGGGCTGAGCTGGCTACGAGAGTCCATTCCATGT 
TTCTATTCATCCACCCAACCTCAGGGTCCTCCCATCTGAGCCAGTGTGCTGGTGTGACTTTTAATCATCT 
GCCATTCTTCTGCCAATTGCAACCTCTTGGATCAGGGTTTGTTCATTAGGAAGGATGGGGGTAGAGATTT 
TCAGGGTAATATTTTGATTTATTTTGTGCTGTCCTGTGCATGTACTATTAATTCACCTAATCATTTGGCT 
GAGATTTTTCCTTTAGCAGCAATTTTCAGCTACTTACCTATTCTGGGCAAGTCTTGCCCTGTTCTCCTGT 
CTTCTCACTTTCCTTCTGGCCCTACAGGACAGACCCTGGACAGTGGAAGAGACTAAGGGGCTTGTGGCTT 
CTCCCTCCCTCAGCCTGGCTGGGACTGACTCCTGGACCCCAGTGCTGGGTGGGGGAAGGGGGACGGAGAA 
TGACTCAGGCAGGGCCCCGGGGTGGGGTGGAGGTTCCTGCTCTGGCAGGTCCAGGCGGAAGGGAGTGGAG 
AGCGCGCTGGTTCCTGCTGCAGTGAGGGGAACAGAAATGGGGCAATAAAGACACAGAGAC 

>GBEQ0 8 90 | Acc 1 CD4 69352 | Ver | CD4 69352 .1 GI : 31390620 \ LeukoS2_3__Bl2 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_Bl2_A024 3 1 , mRNA 
sequence .: Start : 1 : Stop : 699 
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GAGTGGCTCCTCAGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGTGGACCCTCCGAAGACACATG 
TGACCCACCACCCCAGCTCTGACCATGAGGTCACCCTGAGGTGCTGGGCCCTGGGCTTCTACCCTGCGGA 
GATCACCCTGACCTGGCAG£GTGATGGAGAGGACCTGACCCAGGACACGGAGTTTGTGGCGACCAGGCCT 
GCAGGGGACGGGACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCCAAGGCTCTGATGCGTCTCTCCCACA 
GAAAGT GT GAGACAGTGGCCCT GT GGGAGACCAAGTGATGCAAGATTT GTT CACGC TCCCACT TT GTGAC 
TTCAAATCCCCTGACTTCTCTTTCTGCAGCTGGCATCTGAATTTGTCTGTGTTCCTATTAGCATAATGAG 
AGGAGCTGGGGAAATTGACCCACCCCTGCCTTCCACGACCCCCTCCCCACACTGACCTTTGTGCTTTCCC 
TGATGAAATGTCCTGTTGCAGCAGAGGTGGGGCTGGGCCAGCTCCCTCCCTGTCTTAACTTCCTGTTGCA 
CTCACTAGTGATCATTTGCTTCCTTACTGAAAATATGAATCCAGATATGAGTTTTTTTCTAATTCTTGTT 
GTAAGGGATGTGTTAATTAAAGAAGAAGATTCCTAAAGTTTGAGAGTGGAAATAAATGGAAGCACTGAG 

>GBEQ08 91 1 Acc] CD4 69341 1 Ver } CD4 69341 . 1 GI : 31390609 | LeukoS2_3_D08 . bl__A02 4 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_D08_A024 3', mRNA 
sequence . : Start : 1 : Stop : 698 

TGCGGGGAGAGCGAGACTGTGAGTCCCCGGGAGGCCGGAAGAGGCCGGCCTAAGAGGAGGGGGGCAACAG 
GAAGGAGTGGTGTCAGTCTTGGGCACCGAACCACAGGAAGGGGCGGGGCTCGGATCCAGGGGCGGTATCG 
CGGTGGGGCGGGACCTCGGGGGCTGGTGCTTGTTGCTGACCACGCCCACTCCACGGAAAGGTACCAGGGC 
CACGTGGGCGCGTCGCTGATCGTGGGAGGCGTAGACTTGACAGGACCGCAGCTCTACGGCGTGCACCCCC 
ACGGCTCCTACAGCCGTCTGCCCTTTGCGGCCCTGGGCTCCGGCCAGGATGCGGCTCTGGCAGTTCTGGA 
GGACCGGTTCCAGCCGAACATGACACTGGAGGCCGCGCAGGGGCTGCTGGTGGAAGCCATCACTGCAGGA 
ATCTTGGGTGACCTGGGCTCTGGGGGCAATGTGGATGCATGTGTGATCACAAGGACCGGCGCCAAGCTGC 
TGCGAACACTGAGCTCACCCACAAAGCCCATAGTGAGGTCGAGCCAGTACCACTTTGCCCCTGGGACCAC 
AGCTGTCTTGTCCCAGACAGTAACACCACTGACCCTGGAGCTGCTGGAGGAAACCGTGCAGGCCATGGAG 
GT GGAAT GAAG TAGGCTAAGGCT TAGAGCTTGGAACAAGGGAAATAAAGCCAGAAAATAAAACACCTA 

>GBEQ08 92 | Acc 1 CD4 6934 0 ) Ver ] CD469340 . 1 GI : 31390608 | LeukoS2__3_Bll .'bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_Bll_A024 3', mRNA 
sequence. : Start : 1 : Stop : 754 

•GGGACCAGGGCTATGGGAGTGGCAGGTATGACAGTCGACCTGGAGGATATGGATATGGATATGGAAGGTC 
CAGAGACTATGGTGGCAGAAACCAGGGTGGTTATGACCGCTACTCAGGAGGAAATTACAGAGACAATTAC 
GACAACTGAGATAAGGCATGCACACCTAATTGTAGATACACAAGGAATAAAACTTCTTCTGATCCAGGAT 
CATCCCTCCAAATGGCTGTATTTATAAAGATTTTTGGAGCTGCACTGAAACAGCTGTTTTAGTATGTCAA 
CTTCTGTTTTTGAATTGAGCTCCCAAGGTAGCTTGTTi^AGACCTTTTAGAAAGCTCCATGTGTTTTTTA 
•CAGTTTTTCTCCCATTTAAAAACAAATTCTGGAACGTTTGTAGAGTGTGGGTATTTTTCCTTTTACCAGT 
TTTTTAGTTTGGGCTCTCAGGATTGTTGGTCTGACAAAAAATGTTTGGCCAGACTTATGTTTTAAAAAAT 
CATGTGCGTCT AGGAACAT T GTAAAAACGT GTGCACAAT GTTTATCAT GGTTTGGAAGCAATT TCT GAAT 
GTAAC TATAAGAAT CAAGAACATGATTACT TGGAGAT GT TT T TT ACT C AAGAT C ACTGCCCTGGT T AT AT 
AGAAGTTTCTTAAAAATATTTGTGAATGTCATTTTTTTTTCTAATACTGGAAGAAAAAAAATATTCTGTT 
GTGTCTCATGTAGTGTTTAGGATGTCCTTCACGGAGATGATTAAAAAGTTGAAA 

>GBEQ08 93 ( Acc ICD469338 | Ver 1 CD469338 . 1 GI : 31390606 | LeukoS2_3_H0 9 .bl_A02 4 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2__3_H0 9_A02 4 3 T , mRNA 
sequence . : Start : 1 : Stop : 695 

C ATGAGC AGCT T TCCGT AGCAGAGATCACCAATGCT TGCTT T GAGCCAGCCAACCAGATGGTGAAATGTG 
ACCCTCGCCATGGTAAATACATGGCTTGTTGCCTGTTGTACCGTGGTGACGCGGTTCCCAAAGATGTCAA 
TGCTGCCATTGCCACCATCAAGACCAAGCGCAGCATCCAGTTTGTGGATTGGTGCCCCACTGGCTTCAAA 
GTTGGCATTAATTACCAGCCTCCCACTGTGGTCCCTGGTGGAGACCTGGCCAAAGTACAGCGAGCTGTGT 
GCATGCTGAGCAATACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGACCTGATGTA 
TGCCAAGCGTGCCTTTGTACACTGGTACGTGGGTGAGGGCATGGAGGAGGGAGAGTTTTCTGAGGCCCGT 
GAGGACATGGCTGCCCTTGAGAAGGATTATGAGGAGGTCGGTGTGGATTCTGTTGAAGGAGAGGGTGAGG 
AAGAAGGAGAGGAATACTAATT ACCAT TCC T T TCAGCCC T TC AGC AT GTCATACGCAG AAT T T CAGCT TA 
AACATTAGCCGACAGGCGTTAGAGCTTTCTGTTTAGATTGTCTTCGCTTTCTTTTAACTGTGATCATGTT 
CTGCTTTTAAATGTGTCCCTGTAAGATTTTTCCATTATGTCTTAAAGTAAAGGCTTTAAGAAAGA 

>GBEQ08 94 1 Acc | CD4 69333 | Ver 1 CD469333 .1 GI : 31390601 1 LeukoS2_3_B09 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_B09_A024 3', mRNA 
sequence. : Start : 1: Stop: 678 

GAAAAAGAAAATCATTACTATATCAGATTACTTTGAATGTAAAGGAATCCTGGAGGTAAATGAAGCATCA 
TCTGTATCTGAAGCTGGTATTGATCAAAAGATTGAGGTCCCTACCAGAATTATCAAAGGAGCAAATCAAA 
CTCCCAAGATTGATAATCTTCACAAACAAGCATCGGGAACATTTGTTTATGGGTTGTTTGTGTTACATCA 
GAAAAAAGTGAATAACAAGAACACGATCTATGAAATAGAGGATAAAACAGGAAAGATGGATGTAGTGGGG 
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AAT GG AAAAT G GC AC AAT AT C AAGT G T G AGG AAGG AGAT AAAC T T C G AC TCTTCTGCTTT C AAT T G AG AA 
CACTTGACAAGAGGCTGAAACTGACATGTGGAAATCACAGTTTCATTCAGGTCATCAAGGCTAAGAAAGG 
CAACAAAGAACCATCTGAAGTGAAGAACCCTCCTCCAAATCAATTGGGTGGCTTTAATTGTGATATTAAA 
GT T GAGACATT CT T T T AAACAAT ACATTCAGCAGAAACAGCTCAGCACAT T AAGAGAT TTT TATAT GTGA 
GTTGTGGGTTAGGTAACTTTCTTTTATAAAATTTGCTTATTATATTTCTCTGTATTTTCTAAGAATATCA 
CATTTTGCATCTAAAATGCTCATAATTAAAAAAATAAAATTCCTTTTT 

>GBEQ08 95 | Acc 1 CD469327 | Ver { CD4 69327 .1 GI : 31390595 | LeukoS2_3_D10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_D10_A024 3», mRNA 
sequence. : Start : 1 : Stop: 701 

GAGAT GAGCT T CCAGAAGACAT CAT T AGCACAGGAAAT GT CATGACTT GAAGT T T TCTAAGCGATGCT TC 
GGTGACCGCAGGAGGTTTCCAAATCAAGTACGTGGCAGTGGATCCCCCATCCNAAACCCAGTCAAGGAAA 
AAATACAAGCACTACTTCTACGGGAAATAAAAGCTTTTTAGCTGGAAGATTTACCCATTTATAAAACAAA 
AAAAGGACATTCAGTGTTTATGGTTGTCTCTTTTGGAACCCCTCTGATCTCAGTTTTGTATTATTATTAA 
CATTTATTTATTATTTTTGTAAATGTGAAAACCATACCTGATAATTTGGGGAAAATTGGAAAATACAGTA 
AACTTTAAATGAGAAAAAT AAAAT CTCTTAT AAT TCATCTGCATAAAAACAGCAAGTGTTTTTCTTTCGG 
TCATTTTTCGACTTGTAGTATATGTATATATATATCTATATGTTTTTGCATGTGAAATTTTGGJ^ATCCTG 
CTTTATGTACAGTTTTATATTTTGGGTTTTTTAACCTTGAGCTTTACAGCTTAATTATTTTCCCATATCA 
CTGAGTACTCTTCAAAAATGTGATCTTGAACACCTGTAAAATATTCCATGATATGATTGCTCTATACTTT 
ATTTAAGCCTGTCTCTATTGTGGGAATTTTAAGCTGTTTTCATAACTATTGCTTAAATAAACATCCTTAA 
A 

>GBEQ08 96 | Acc | CD4 69324 j Ver | CD469324 . 1 GI : 31390592 | LeukoS2_3_All .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__3_All_A024 3 f , mRNA 
sequence- : Start : 1 : Stop : 674 

GAGGAGACAGAGGAGGCTTCCCCCCAAAGAGGGCCCCGGGGTTCCCGAGGGAACCCATCCGGAGGAGGAA 
ACGTCCAGCACCGAGCTGGAGACTGGCAGTGCCCCAATCCGGGGTGTGGAAACCAGAACTTCGCCTGGAG 
AACAGAATGCAACCAGTGTAAGGCCCCGAAGCCTGAAGGCTTCCTCCCGCCGCCCTTTCCGCCCCCGGGT 
GGTGACCGCGGCAGAGGTGGCCCTGGTGGCATGCGAGGAGGAAGAGGTGGCCTCATGGACCGCGGTGGTC 
CTGGTGGAATGTTCAGAGGTGGCCGTGGTGGAGACAGAGGTGGCTTCCGTGGCGGCCGGGGCATGGACCG 
AGGTGGCTTTGGTGGAGGAAGACGAGGTGGCCCCGGGGGACCCCCTGGACCTTTGATGGAACAGATGGGA 
GGAAGAAGAGGCGGGCGTGGAGGACCTGGAAAAATGGATAAAGGCGAGCACCGTCAGGAACGCAGAGACC 
GGCCCTACTAGGTGCAGAGACCCCACAGAGCT GC AT T GACTACCAGAT T TATT TT T T AAAC C AG AAAAT G 
TTTTAAATTTATAATTCCATATTTATAATGTTGGCCACAACATTATGATTATTCCTTGTCTGTACTTTAG 
TAT T T T TCACCAT T TGTGAAGAAACATTAAAACAAGT TAAAT GT 

>GBEQ08 97 | Acc | CD469312 | Ver ) CD4 69312 .1 GI : 31390580 | LeukoS2_3_G08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_G08_A024 3 f , mRNA 
sequence. : Start : 1 : Stop : 659 

CCCAGAGAGAAGGCATACAGGAGAGTCCAGGACGGAAGCCAGCCAGAAAGCTCCTCGGGCCCAAAGGTCT 
CTGTGCAGCACAGATTGCATCCGCATCTTTGTGATCTTCTCTGGAATGTTTCTTGCTTTCACCATGGTCG 
GAGCCCTGTTCCTCCATCAACAAAGAAAATATGGACTAAACAAAGGAGAAAGTCCAGCAGTTGCAGAGCC 
TGGTCCTTACAGCTGCCCCAGGGAGGAAGAGGGCAGCGCCTTCCCCATCCAGGAGGACTACCGAAAACCA 
GAGCCAGCTTCGTACCCCTGAGCCAGCACAGAGGAGGAGGGGGTCATCACTCCAACAAAGCCCTAGCCTC 
CACCCCACCCCACTGGCCACCGGGGAAAATGAGACCTGGCACCCGCAACCTCAAAACCATCCTCTCAGCA 
GGACCCTTTCCTGTGTGCAGATTTGAGAAAGTGCCTTTCTGAGACGGGCGGTGACGAGGACACATGGCAA 
CGAGGTGGAGGGTGGGAAGCAGGAGCCCGGGTGTGTCCTGGCCCAGCCAGTTTCACCCCTGCGCCGCAGG 
AGGGCTGGCGCTGTAGTTGGAAAACACGTCTCCGCCTATGAAAGCCCCGCGTGCTGTATCGCTGACCCAG 
AAC C T C G CAAAAT AAAG T G AC AGACT GT C 

>GBEQ08 98 | Acc I CD4 69311 1 Ver | CD4 69311 .1 GI : 313 9057 9 I LeukoS2_3_D03 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_D03__A024 3", mRNA 
sequence . : Start : 1 : Stop : 536 

GCCCCTCTGTGTCAGGGAGCAAGTCTGTAGTGCTGGCCACATCCCCCGCCTCCCCCTACCCCGGATTCTA 
AGCCCCTTGAGAGCACAGTCTGGCTCTCAGGATGCTGGGGGTGGTGCCTGGCCACGCCAGGGGGCTGACG 
GGTGAGGCCAGGCCTGATCCAGCCACCTGCTGAGTCCAGGGCATCAGAGGCCTGGGGACTCTCACCCACC 
GGCCCACAGCGGAGCCCTGGAATTGGGGTGTGAGCAGGGAAGGCCCAGGTCACCCAGAGCATCTGGATTC 
AGCCCCGCCCCAAGTCCCCACTCTACCTGTGTCTGCAGAACAGCAGGTCAGGACACAGCTCGGTGGAAGA 
CGCCAGAGCAACCATGGAGCTCTACAAAATCTCCCGGCAACTTCGAGAGGACTGAGGGCTGCTTGCCAGG 
CGGTGTGGGACCGAAGCTCTGTTCGGTCCTTTCCCCAGGGACTGGAGGCCTGGGTCTCTTCGGGACAGGA 
ACTCGCTTGCTTTTGGAAAATGCATCTTTAGCAATAAAATGACTAT 
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>GBEQ08 99 | Acc | CD4 69308 I Ver | CD469308 .1 GI : 3139057 6 1 LeukoS2_3_Cll . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_J3_Cll_A024 3', mRNA 
sequence . : Start : 1 : Stop : 652 

GTCTCCAGTCCTCTGTGCTTCTTAACCTGAAGCCTAGGAACATCTTCCAAGGTGGACACTCAACCGTTCA 
TATACACCAGGTGTCAGTGACTAATGAGAAGAAACGGGGTCAATTTTTAGTGATGTTGCTAATCATTGAA 
TTCTGTTCTGTATTAAGAGAAAATCCACAAGCCATAAGCCTGAAGGTTGGCCCTGCACGTGGGTGCGCGC 
GCACACACACACACACACAAGAGAGAGAGGGAGTGAGAGAAAAC T GT T ACAGAAAACAAGCTAT GT CT T C 
T T CACTGCCCAAAT GAAAATCAAGT TCAAGAAAT TGCAGT TAGCTGT T AAGGAAGGAAATAATGGT ACAC 
ATCTTTTTCTGTCTGTCAAAACTATTTGATCCAAGTGAAAACAAAAACAGAATGCTACGGAACCTGCCAC 
TAGTAT TGCAGT GTAT T T T T AAAAGAT TATTAAAGGCACAT TGAT GGACAAAAAAAAT TAAAACAT GGCA 
AAAAAAGAAAAA?VAAAACGTCAAACTCCTATACTGCCCTCGACATGGAGTTTGCAGTTAATGTCAGTCAG 
GATTCATCTTTGCGAAAATCAGTGATTTCCACATTCAGCCAGTGTAGCCAGCAGAAATTTCTGATCCACA 
ATGCAGGATTCCTTGAAAAAAA 

>GBEQ0900 | Acc | CD4 69300 I Ver | CD4 69300 .1 GI : 313905 68 | LeukoS2_3_C08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_C08_A024 3', mRNA 
sequence. : Start : 1 : Stop: 623 

ATTCAT GGGGCAGATAAACAAACCC T GAAGAGAATGCAAAAGAAACCAT GCAAAGCAAAGGCGACT T TGC 
TATGAAGATCCTTTCCTACATCTTTCATAGTTCTGTTAAATATTTTTGTACATTACTTTCTTTTTCAAAG 
CTAGT TCT TAGGAACAGAGACT CAACGAT GCAAGCAT T T CTGTAACGGGAT GTAT T C AAGGGAAAAAAGG 
GCAGGATGGCTGGAACACTGTACTGAGAAATGAATGGAAAGGCTTCGAAGTGTCTAAAAGATTCTTTAAA 
CTACTGAGTGGTCACCTAGGTTAACAACCCTCTTGAGTATTTACTGTCCAGTTCAGGATTTTCGTTCTGT 
TTTGTTTATATGTGTGGCTTTTCAGAAGAAATTTAATCAATGTGATAAAAAAAAAAGACATTTTATGGTA 
GCTTTTACTTTTTTATGAGAAAAGTATTATTGGCCTTTTAAATTTTTTTTTTTGTCCCAAAAAAGACTAC 
TATCCAAAGTCTCGATAGTAAGCATTATTTTGGGGGTAGAAATAGAAAAATCTCTAGCCTCTTTGTGTGT 
TTTTGTTGTTGTTGTTGTTGTTTTATATAATGCATGTATTCACTAAAATAAAGTTGAAAAACT 

>GBEQ0901 1 Acc | CD4 69298 | Ver 1 CD469298 .1 GI : 313905 66 1 LeukoS2_3_Ell . bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone Leuko S 2_3_E 1 1_A0 2 4 3 1 , mRNA 
sequence . : Start : 1 : Stop : 655 

TT TACGAATGT T CAGAGAACCCGAT GACTGAAACATT TCACCCCACAAT AAT T GGAGAAAGTGTCTACGG 
CGAT T TCCACGAAGCT T T T GATCACCT T T GTAACAAGATCAT TGCCACCAGGAACCCAGAAGAAAT CAGA 
GGGGGAGGCCTGCTTAAGTACTGCAACCTCTTGGTGAGGGGCTTTAGGCCCGCCTCTGATGAGATCAAGA 
CCCTGCAGAGGTACATGTGTTCCCGGTTTTTCATCGACTTCTCAGACATTGGAGAGCAGCAGAGAAAACT 
GGAGTCCTATTTGCAGAACCACTTTGTGGGGTTGGAAGACCGCAAGTATGACTATCTGATGACGCTTCAC 
GGAGTGGTGAATGAAAGCACGGTGT GCCT GAT GGGACAT GAAAGAAGACAGACT T TAAACCT CAT CACCA 
TGCTGGCTATCCGGGTTCTAGCTGACCAAAATGTCATCCCTAACGTGGCTAATGTCACTTGCTATTACCA 
GCCGGCCCCCTATGTAGCAGATGCCAACTTTAGCAATTACTACATTGCACAGGTCCAGCCTGTATTCACA 
TGCCAGCAGCAGACATACTCCACTTGGCTACCCTGCAATTAAGAATCATTTAAAAGTGTCCTGTGGGGAA 
GCCATTTCAGACAAGATAGGAGGAA 

>GBEQ0902 | Acc 1 CD4 69297 | Ver |CD4 69297 .1 GI : 313905 65 | LeukoS2_3_FlG . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_Fl0_A024 3', mRNA 
sequence .: Start : 1 : St op : 7 8 4 

CCAGTGATTTTCAATCAAACATTGCATAGGCAGCCAAGGAGCAGTGAACAGCAGCTACTACAGTAGTGGA 
AGCCGTGCGTCTGTGGGAGTGAACGGAATGGGAGGGATGTCTAGCATGTCCAGTATGAGTGGTGGATGGG 
GAATGTAAT TGATCCTGATCACT GACTCT TGGTCAACAT T T TATAAAGAAAAAAAACT TAAGT T TAACAG 
TTTTGCAGTACAAGCTTGTGATTTATGCTTACTCTAAGTGGAAATCAGGATTGTTTTAAAAGACTTAAGG 
TTGAGTACTTTGGAGCACATTCATTCATCTAGGATGTAACAACTAGGTTGAGTAACTGTAACTGTTAAAA 
CGATTTTCAGCTTTTCTCAAGTTAGTTCTCTTGTAGGTTGTCCTTAAGCAGTAAGTGTATTTAGGTTAAA 
GCAGTTGAATTATGTTAAATGTTGCTCTTATACCACATTACATTGAACACTGTTTGGATGCATGTTGAAA 
GACATGCTTTTTTTGTAAAACTCAATATAGGAGCTATGTCTAAAATGAAAAGTGAAACATTTGGCATGTT 
TGTTAATTCTAGTTTCATTTAATAACCTCTGAGGCACGTAAGTTTAAGCTTTTTTTTTTGTTAATGGGGA 
AAATTTGAGATGCAACACCAATACTTAGGATTTTTGGTCTTGGTGTTTGTATGAAATTCTGAGGCCTTGA 
TTTAAAATTCATTGTATTGTGATTTCCTTTTAGGTGTATTGCGCTAAGTGAAACTTGTCAAATAAATCTT 
CCTTTAAAAAATTC 

>GBEQ0903 | Acc 1 CD469296 | Ver | CD4 69296 . 1 GI : 313905 64 | LeukoS2_3_G12 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_G12_A024 3 1 , mRNA 
sequence. : Start : l:Stop: 659 

CCTGGTTTCTTAGTCCATAGGGTGGGGCGGGCCCCCTCCTTCCAGCCAGCCCATCTCAGGGAGGTTGGCA 
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GCCAGAGGAACTGAGGTTGACAGTGACAGTCCCCTGGAGCAGGGGAGCAAGCCGGGCTGGGGACTGCACA 
GTTATATAGTATTTATTTATTTATTCTTGGGTTGGTCTCAGGGTAAGCCAACCCCACCTCTCAGCCCTGA 
GCCCTGAGTGCTCTGGAGACTCCAGCTCTGCCCCAGCTTCTCTGGTTCCTCCCTACGGAGAGCCCCATCC 
TGAGACATGTTGCTGGACCCAAGGCAGTCCTGGAAGTCCTGGCACTGACCCACCTGCCTGTCAATGTGTC 
CACCTTCTTCTGCCCGCAGCCCTGTTTTAGGAGGGTGAGTGAATGGACAAGAAATTGGAACCAAAGTGTC 
AGTTTCCAGCAGAGCCTGCCTTCCACCCTCTTGCAGGGCAGAGCTCCATCTGCGCAGAGCTGGTCTTGCT 
GGGGTACAGGCCCCACGTGAGCGCATGTGCTGTGTCAGGAAAGCGGGTGCTGGTTGAAGGGCTGCCGCTC 
GCGCTCTGCTGGGGCTGCTTCCTGCCCGGGAAGGTGCCTGCACGTGAGAAAGGGGAAGAAATACATACCT 
GATAAGAT T TTATAAAATAAT T ATTCAAC 

>GBEQ0904 | Acc | CD469290 | Ver | CD469290 .1 GI : 31390558 I LeukoS2_3_B07 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_B07_A024 3*, mRNA 
sequence .: Start : 1 : Stop : 638 

CAAC T T TACAG ATAT CTGTAAACTATTACATCGT CAGCCC AAACAT CTCC TTGCAT T T T TAT TGGCT GAA 
TTGGGTACAAGTGGTTCTATAGATGGTAATAACCAACTTGTAATCAAAGGAAGATTCCAACAGAAACAGA 
TAGAAAATGT T T TGAGAAGATATAT CAAGGAATAT GTCACCTGT CACACT T GCCGATCACCAGACACAAT 
CCTGCAAAAGGACACCCGACTCTATTTCTTACAGTGTGAAACTTGTCATTCTCGATGCTCAGTTGCCAGC 
ATCAAAACCGGCTTCCAGGCTGTCACGGGCAAGCGAGCACAGCTCCGTGCCAAAGCTAACTAAGCTAATC 
ACCACTGATTTTTCAAGGTGTGTTGTGGAGATTTCGCTGGACAGGTTTACCATCAGAGTGGATATACCAT 
TGTATTAAAATCAAGATAGCAAAGCTGCCAAGTTCTTTGGTGTGTGGCTGGTTGGTCTGAAATCCTTGCA 
AGAT GCCGATGCTCAAGC TGT TGACATACTCAT T GCCTACT T TAACAACTGT CAGAGAAACATGATGGGG 
TAAGGCAGT GCT TT T T TAAAAT CGT T CATAGACT TCT GTAAAAT GCAAGATAAAT TAAAGTTAT TATAAC 
AGGAAAAA 

>GBEQ0905 | Acc | CD4 69289 | Ver | CD4 6928 9 . 1 GI : 31390557 | LeukoS2_3_C09 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_C09_A024 3 1 , mRNA 
sequence. : Start : 1: Stop: 435 

GGTGGTCCCTTCTGGGGAGGAGCAGAGATACACGTGCCATGTGCAGCACGAGGGGCTCCCTGAGCCCGTC 
ACCCGGAGATGGGAGCCGCCTCCTCAGTCCATCATCCTCATGGTGGGGGTCCTTGCTGGCCTGGTTCTCC 
TTGGAGCTGTGGTGGCTGGAGCTGTGATTTGGAGGAAGAAGCGCTCCCCCCACTGATCTTTGTGCTTTCC 
CTGATGAAATGTCCTGTTGCAGCAGAGGTGGGGCTGGGCCAGCTCCCTCCCTGTTTTAACTTCCTGTTGC 
ACTCACTAGTGATCATTTGCTTCCTTACTGAAAATATGAATCCAGATAGGAGTTTTTTTCTAATTCTTGT 
TGTAAGGGATGTGTTAATTAAAGAAGAAGAT TT T TAAAGT T T GAGAGT GGAAATAAAT GGAAGC CCT GAG 
ACCCTTCCAGAAGTC 

>GBEQ0906 | Acc | CD4 69197 | Ver | CD469197 . 1 GI : 31390465 | LeukoS2_2_G10 .bl_A02 4 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G10_A024 3 f , mRNA 
sequence. : Start: l:Stop: 676 

ATGCCATTGGGACAAAAAGGTATGACTCAAATTCTGGTGGGGAGAGAGAAATTCAGCGAACGATGTTAGA 
ACTGTTGAACCAGTTGGATGGATTTGATTCAAGGGGAGACGTGAAAGTTATCATGGCCACAAACCGAATA 
GAAACTTTGGACCCAGCACTTATCAGACCAGGCCGCATTGACAGGAAGATCGAGTTCCCCCTGCCTGATG 
AGAAGACCAAGAAGCGCATCTT TCAGAT CCACACCAGCAGGATGACGCT GGCT GACGAC GTTAC C C TGGA 
CGACTTGATCATGGCTAAAGACGACCTGTCCGGTGCCGACATCAAGGCAATCTGTACAGAAGCTGGTCTG 
ATGGCCTTGAGAGAACGCAGAATGAAAGTAACAAATGAAGACTTCAAAAAATCTAAAGAAAATGTCCTTT 
ATAAGAAGCAGGAAGGCACCCCTGAGGGGCTGTATCTCTAGTGGACCACAGGTGCCTTCAAGGAAATGGC 
AGTGGGGGGTCCCAGCGCCTCAGAGGGATGAGGCTGGGGAAGCTGCCCCAGGAGTCCGTGTTCCAGTTGG 
TCTTTATTAGCAAAACATCCCCTGTATGTTTTTGAGCATAAGTGTAGGATGCCCACCGGGCTGCCTTCGT 
CTGTTGGTCACGTGCAGTGCTCTCTGCCCAATAAAGCGTGCTTTTC 

>GBEQ0907 | Acc [ CD4 69194 | Ver | CD469194 .1 GI : 31390462 | LeukoS2_2_Hll . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_Hll_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 696 

TGGTGAGGAAGAGGATGGAGATGAAGATGAGGAGGCTGAGGCAGGTACGGGCAAACGGGCAGCTGAAGAT 
GACGAGGACGACGATGTTGACACCAAGAAGCAGAAGACCGACGAGGATGACTAGACAGCAAAAAAGGAAA 
AGTTAAACT TAAGAAAAAGGCC TCCGT GACCTAT TCACCCAACCACAACCACAACGT GAAT TTGCAACAG 
GGGAGGAAAAAAGAACCAAAACTTCTAAGGCCCTGCTTTTTTTCTTAAAAGTACTTTAAAAAGGAAAATT 
TGTTTGTATTTTTTATTTACATTTTATATTTTTGTACATATTGTTAGGGGTCAGCCATTTTTAATGATCA 
CGGATGACCAAACCAGCCTTCGGAGCGTCCTCTGTCCTACTTCTGACTTTACTTGTGGTGTGACCATGTT 
CATTATAATCTCAAAGGAGAAAAAAACCCTTGTAAAAAAAGCAAAAACAACAACAAAAAAACAATCTTAT 
TCCGAGCATTCCAGTAACTTTTTTGTGTATGTACTTAGCTGTACTATAAGTAGTTGGTTTGTATGAGATG 
GTTAAAAAGGCCAAA.GATAAAAGGTTTCTTTTTTTCCTTTTTTGTCTATGAAGTTGCTGTTTATTTTTTT 



675 



WO 2005/067649 



PCT/US2005/000517 



TGGCCTGTTTGATGTATGTGTGAAACAATGTTGTCCAACAATAAACCGGAATTTTTTTTGCTGAGT 

>GBEQ0908 | Acc ] CD4 69193 | Ver i CD4 69193 .1 GI : 313904 61 1 LeukoS2_2_D05 . bl_A024 Stimulated 

peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_D05 A024 3", mRNA 

sequence. : Start: 1 :Stop: 4 01 "~ 

ATATAATGTCCTCTACTGTACTGAATGCAGTGTATAATTTCTGTCTGTGGCTAAAAGCTAAAAGCTGTGC 

CCCAGCTCCACATTTGATTGCACATGTGAGATTTGCTGCTGTTGCAGTATAACCACTAGGTATAATAGGA 

T T TGAAATAAAT TACATTACAC T TCATAAAAGT TGAAAAT GAGGAAT TAAACCCACAAGT GAAAT GT TT G 

AAATTATTATACTTATGTCTCCATAAGACGTGATTGGGACATCAGATACTTTAATGATGGTTTAAGTTCT 

GATATTCAAGAAAACTAAGTTTTCTTTCTCTCTTGGTTTATTGATTTGGTTTAATTTCTATTATGCTATT 

T TGCATAAT CAAAGCAT TGT AAAT C T TATAAT TT AAAAATAAAT TACTTAA 

>GBEQ0909 1 Acc | CD4 69192 | Ver | CD469192 .1 GI : 31390460 | LeukoS2_2_E07 . bl_A024 Stimulated 

peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2 E07 A024 3', mRNA 

sequence. : Start :l:Stop: 607 "*" 

GAACGATGGGTGTATTGTGGGCTTTATCAGCAAGGAGCGAGAGCGTGCTCTGCTCAAGGACCAGCAGCCA 

GGCACGTTCCTGCTGCGCTTCAGTGAGAGCTGCCGCGAAGGGGCCATCACGTTCACGTGGGTGGAGCGCT 

CCCAGAACGGAGGAGAGCCTTACTTTCATGCGGTCGAACCCTACACGAAGAAAGAACTTTCTGCTGTTAC 

TTTTCCTGATATCATTCGCAATTACAAAGTCATGGCTGCTGAAAATATTCCAGAGAATCCCCTGAAGTAT 

CTGTATCCAAATATTGATAAGGACCATGCCTTCGGAAAGTATTACTCCAGGCCCAAGGAAGCTCCAGAAC 

CAATGGAACTTGATGGCCCTAAAGGAACTGGATACATCAAGACTGAATTGATTTCTGTGTCTGAAGTGTA 

AGTGAACACAGAAGAGTGCCATGTTTAAAAACCTCAGGCTGGCCCTGCTCCTGGCTGGGGCCTGTTGAAG 

ATGCTCGCACTTGGCTTTTTCATTGTAATTGCTGCCGCCGCCATCACAGTTGAACTTGTTGGAAAGATCC 

TAATTAGAGATGCTGGTATCACTGCTTATCAGCATTTTGCTGCCTTT 

>GBEQ0910 |Acc|CD469190|VerjCD469190.1 GI : 31390458 | LeukoS2_2_G09 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G09_A024 3', mRNA 
sequence .: Start : 1 : Stop: 412 

TGCAGGGTGGGGGAAGTATTCCAATAGGTCACCTGCATCTGATATTTTGAGAGAAGTCAATGTCACCGTC 
ATAGATAGAAAAGTCTGCAATGATCCAAAGCACTACAATTTTAAACCTGTGATTGGACTGAATATGATTT 
GTGCCGGAAACCTCCGAGGTGGAAAAGACTCGTGCAATGGAGATTCTGGAAGCCCGCTGATATGTGAGGG 
TACTTTCAGAGGTGTCACTGCCTTTGGCCTTCCAGGGAAATGTGGAGACCCTCGAGGACCTGGCATCTAT 
AGTCTTCTCTCAAAAAAAACCCCTCAACTGGATAATTAAGACTATGCAGGGGGCAGTTTAGATAACTGCA 
TTTCACTTTACTGCTGTCACTTCTTAATCTTATCATAAATAAAATCAGTTTGTATGCCTGTT 

>GBEQ0911' |Acc|CD469187 | Ver | CD469187 . 1 GI : 31390455 I LeukoS2_2_C10 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2 2 C10 A024 3 f , mRNA 
sequence .: Start : 1 : Stop : 633 

CTTATTAGGAACGGGGACTGGACCTTCCAGATCCTCGTGATGCTGGAAATGACTCCCCAGCGTGGAGATG 
TCTACACCTGCCACGTGGAGCACCCCAGCCTCCAGAGCCCCATCACAGTGGAGTGGCAGGCGCAGTCTGA 
ATCTGCCCAGAGCAAGATGCTGAGTGGCGTCGGGGGCTTTGTGCTGGGGCTGATCTTCCTTGGTCTGGGC 
CTTATCATCCATCACAGGAGCAAGAAGGGACCTCGTGGGCCTTCGCCAGCAGGGCTCCTGGACTGACACC 
TGAGGTTACTTTGACAGGGATTGGTTTTTGCTCTTCTGTAATGCCTGCCTGTCCTTGCTCAGAATTCCCC 
AGCTGCCTGTGTCAGCCTGTCCCCCTCTGAGATCAGAGTCCTACAGTGACTCTGATGCATTCTTCAGGTC 
ACCTCCTGTGACCTCTGCCCTGAGGATCTGACTGCAACACTACTTCCTGCAGTGAGCCCAGAGCTCTGCC 
TGTGCAGTTGCTTCCAGCAGCGTCTACTTGGTTCCCAAGGGTTTCTTCTGATCCATTCTTCTCTCACAGA 
ATGTTCAAGAGAAGCACAT TGAAGCCAT T TACCTGACTATAGAGCT T T TATCATAAT TAAACAT GATTAT 
GAG 

>GBEQ0912 |Acc|CD469186|Ver)CD469186.1 GI : 31390454 | LeukoS2_2_D12 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_D12_A024 3 1 , mRNA 
sequence. :Start:l:St op: 67 6 

GAGCCAAATTTAAAACCTCTGCCCAGCATGCACTCACCTCTGTGAGCAGAGGCTCCAGCCTCAAGATCCT 
CTCCAAGGGCAAGCGGGGTGGACATTCTTCTGTTTCAACTGAGTCTGAGTCTTCAAGTTTTCACTCCAGC 
TAACGC T.GAT GTAAAAGACT T TT CGACATTAAAGAAC TTT T T T TGTTACACAT T TTT T CAGATATAAAAG 
ACTGACCAATACTGTACAGTTTTTGTTGACCATTGGATTTTTTTCTTGTGTTTCTTTAGTTTTTGTAAGG 
TTTAATTGACTTATCTATATAAATATTTTTTTGTTTCACGTTGATGAGCGTCTAGGCAGGACCTGTGGAC 
AAGTTCTTAGTTGCTGTATGTCAGACTGTAGGACCATAGAAAAGGGAACTGACCATTCCAGAGTGTACAG 
TGAATCACTTAAGCTAGAAGCGATCCTCAGCTGTTTGTGCATAAATAATCTCTCCATTCCAGTGGAACAT 
TTTCTTTTGCCTGTTCTTAAAATTGTTTGGATACACCATGTGACTTTCGCTGTAAAAGTTGGCACTTACA 
ACCAAAGCCTGAAGTGGTATAGAAATGCTCGTTTTTCAGTTTTCGGAAGTGGGTTGATAGCAGCGCCTGT 
AATGTACAGTCTTGTATTAAGTTGTTAATAAAAGTATGTGATAAAC 
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>GBEQ0913 | Acc | CD4 69184 | Ver j CD4 69184 . 1 GI : 313904 52 1 LeukoS2_2_F01 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_2_F0 1_A0 2 4 3', mRNA 
sequence. : Start : 1 : Stop : 44 5 

ACCCCTTTGATCTCAGTTTTGTATTATTATTAACATTTATTTATTATTTTTGTAAATGTGAAAACCATAC 
C T G AT AAT T T GGG G AAAAT T GGAAAAT AC AG T AAAC T T T AAAT G AG AAAAAT AAAAT C T C T T AT AAT T C A 
TCTGCATAAAT^ACANGCAAGTGTTTTTCTTTCGGTCATTTTTCGACTTGTAGTATATGTATATATATATC 
TATATGTATTTGCATGTGAAATTTTGGAATCCTGCTTTATGTACAGTTTTATATTTTGGGTTTTTTAACC 
TTGAGCTTTACAGCTTAATTATTTTCCCATATCACTGAGTACTCTTCAAAAATGTGATCTTGAACACCTG 
TAAAATATTCCATGATATGATTGCTCTATACTTTATTTAAGCCTGTCTCTATTGTGGGAATTTTAAGCTG 
TTTTCATAACTATTGCTTAAATAAA 

>GBEQ0914 |Acc|CD4 69180|Ver|CD4 69180.1 GI : 31390448 | LeukoS2_2_F08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_F08_A024 3 f , mRNA 
s equence . : Start : 1 : S t op : 4 8 2 

GAGACGTGCACCGTCATGGGCCCCACCAAGAGAGACTCCAAGTTCATCATCAGTATGAACGACAACTTTT 
ACCCCAGCGTCACGTGGGCCGTGCCCGTCAGCGAAAGCAACGTGGCCAGACTGACCAACATCTACCGGAA 
CCAGAGCTTCACCACGTGGCTGGTGGCCAGCAACACCACGACAAACGACATGATCGTTCTGCACACGCTG 
CACTGGCACATGCAGCTTAGCATCGAGGTGAACCCGACGCGGCCCCTGGGCCAGCGTGCCAGGCTGCGGG 
AGCCCGTCACCCAGGACCAGCCCAAAATCCTGAGCAAGAACGAGCCGATCCCGCCCAACGCCCTGGTCAA 
GCCCAACGCCAACGACGCTCAGGTCCTCATGTGGCGGCCCAAGTACGGGCTGCCGCTGGTGGTGATCCCG 
CCCAAGCACTGGTGACGGCCAGGGCGCCCCGCTAGGTTAGACTCAAATAATAATTCTGCTCC 

>GBEQ0915 J Acc | CD4 6917 9 | Ver (CD469179.1 GI : 3139044 7 | LeukoS2_2_Dll ,bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_Dll_A024 3 f , mRNA 
sequence .: Start : 1 : Stop : 7 02 

C AAGGC AAAGAC AAAT G T GAAAT T G T GGGG C AT CGAC C GAGAC AGC T AT AG AAGAAT CC T TAT GGGAAGC 
ACACTGAGAAAGCGGAAGATGTATGAGGCAGACCGGCCTGTCAGCCTCACCAACAAGCCCAAAGAGTCCT 
TCATGGTCACCAAGTTCTACCTCCAGGAGGACCAGTAGAACTGCCCGTAGCTCCGCTTCCCCTATTCCCA 
GCACGTCGATGACTCCAGAGACTGCCTCTCCACCCCAGGGTCTCCTGGGGCTCTGAGGAGCAGCCTTGGC 
AGGGTGGGCCCTCAGAAGGAGGTACACGAGCCCTCGTAACAGGACTCTGTCTCCAGCCTCCTCAGCTATC 
CCACCCTCCATGCTGCCTCCACCATAGTCTTTCTAAAGTGCAGCTCAAACCACTCACTGGCCCCCCACCA 
ATGGCTCTCATACCTCGTTTTGGAATCTGATGCTGTTCTGTAGGGAAGACTTTTAGAGTCTGTGGCAAAA 
TGGAAAATAAGAATTTCATGAAACTTTCTAAAGCCAGCTTTATCCAATTTGAAGGAGAGTCCTTTATTTG 
GAGATTATTTCCTTTTTGCAAAGGGGTGGGGATCAAAATATTCCTGTGTTTGTGAAGTGATAGTGAAGGG 
AGGTTCCCTTGTTAGTGTCCATTCTTGTTTTTGTAATACCCTAACCGGTAAAAATGAACAGTTAGTGTAA 
AA 

>GBEQ091 6 | Acc j CD4 6917 6 | Ver | CD4 6917 6.1 GI : 3139044 4 | LeukoS2_2_E12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_2_E 1 2_A0 2 4 3', mRNA 
sequence. :Start: l:Stop: 692 

TTTTAACCGTGACTCCCCATACTCCCAAAAAAGACCCTGAAAAAATTAAAGAAACACCAGGTGTACCTGG 
TGCGCAAGAGGGTATCCCAAAGTGGGACTCCGAGGCAACTCAGACTCAGAACACTACAGCGGAGACGCCC 
GCCCGCGCCTGGGAGGAGACAAGCGCGACACCCCGGGGCTGGGCCGGGTGCAGGAGAGCGTCGTTAATTT 
ATTTCTCAGTGTTCCTAATTAATATTTATATATATTTATGTATGTCCCCCCTAGGTGATGGAGGGCTGTG 
TGTAATATTTATTTTAACTTATGCACGGGTGCGAGATGTGCTCCCTTGCTGCAAATGCAGATCTCTTGGT 
ACTTATTGAGCTTTATGGGATTGGTGGAGGCAGGGCGCCTAGAAATGAGGGAGACAGCGAGAGGGAATGG 
AGAAGACCTGGGTCCAGGAGGGCGCCCGGGCTGGGGGTCAAGGCCGGTGGTGGGTCGTAGGTTTAGCCGT 
TGACCCTCTCCGTCCTCCAGCATCTCAACGCCGCTTGTCTAGTGTGTGAGGCTTCGGCGGACCGTTGGGA 
ATACGGTCCTTGGCCTTCGATCTCTTCGAAGCTGCCCCCAGGGGGTGGCTGCGGGGTCGGGAGGCGGTGA 
GCTGTCAGGGGGCGGAGGTGGGGTCGTCCGGTATGTTCTGTGAACACAAATAAACTCGACTT 

>GBEQ0917 | Acc | CD4 69174 j Ver | CD4 69174.1 GI: 31390442 | LeukoS2_2_E05.bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_E05_A024 3', mRNA 
sequence. : Start : l:Stop: 292 

GGGGATAAAAGGTGCCATCCGTCGCTGCCTGTTTTGGGTTTGGAAAACCTAGCAAGGATGCTTAGGGGCC 
TGTGGTTGGTCCCTGAGCATTTTTCCCAGTAGATAAGCAATTTTTGTACCAATTATGTTACCCTATAGAA 
ACTTGGCACCCCTTTGCCCCCTGCCTGGACAAGCCCAGAGTAAGAGAACTGTCCCAAGGGGGGGGCAAGC 
ACAGAACAATGGGGCCTCAGGCTGGAGCTGTGGACTTTTGTAAATACCCTAAAACTTTGGAATTAAAACT 
GTGCTGCCGGGG 

>GBEQ0918 [Acc | CD4 69168 | Ver [ CD4 69168. 1 GI : 31390436 | LeukoS2_2_Bll . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_Bll_A024 3 T , mRNA 
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sequence. : Start : 1 : Stop : 711 

GCTGGACGGCACGTGCGATCCTTTCGACTCCCTCGTCCAGGAGTCGGATCAGGACCCCCCTCCGGCCGCG 
AGCCCGATTGGCCCCCTCCCGGAGAGCGTCCCTGGGGTCGAGCCGGTGGCCCCCTTGACCTTCCTGCAGC 
CCCTCGCTCTCTCCCCGGGGGTCGAGCCCTTCGCCCAGGAGCATTCCTTCAGCCTGGAGCTGGGCAGCGA 
AGTGGACATCGAGGGGGACCGGAGGGCGGAGCCGGCGGCCTGCCCCGCCGCGAGCGTGAAGGAGGAGGAC 
GACTCCTCGGACAGCGACAGCGGCGTCTGCATGAGCCCAGGCTCCTCCCCGGGCTCCCCCCAGCGCAGCC 
CCTCCGeCTCGGGCTCCCCGGGCGCCGGCCGCGCCTCCGCCCGCCCCAAGCCCTACGACCCCCCCGCGGA 
GAAGGCGGT GGCCGCGAAGGTCAAGGGCGAGAAGCT GGAT AAGAAGCT GAAGAAGATGGAGCAGAACAAG 
ACGGCCGCCACCAGGTACCGGCAGAAGAAGAGGGCGGAGCAGGAGGCGCTCACCGGCGAGTGCAAGGAGC 
TGGAGCAGAAGAACGAGGCGCTGAAGGAGCGCGCGGACGCGCTGGCCAAGGAGATCCAGTACCTGAAGGA 
TCTGATCGAGGAGGTCCGCCGGGCGCGGGGCCGCCGGAGGGCCCCATAGGGGCCGCGGGCGCTGGCGGGG 
AATAAATTATT 

>GBEQ0919 | Acc | CD4 69165 | Ver | CD4 69165 . 1 GI: 313904 33 | LeukoS2_2_Gl2 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__2_G12_A024 3 f , mRNA 
sequence . : Start : 1 : St op : 7 4 4 

GTAATATAAAGTGTTTGAGTTTTTAATTGGGGTGTATGATCAGTAGTTTATTTTGGAAAAGCTCTATGAG 
CTCTAAGAAACTGCATGGTTTTTTGTTTAATGTAATATAGGAGACCGTCCACTTTCTCAAGGAATATATT 
CCAAACGTTTTTGTGAATGTCCAAGTTTGTGAAACTACTAGAACATAATGCAATGAGGTGTAATTACGAA 
ATTTGAATGACCTATAGAGCATTGTATTGAATACCTGGTGATATTTAGGTAATGGCAAAGCCACACTGAG 
TTACAGGTGCCAGTCCTTGTGACTGCTAAGTAATTTGCCTTACATACCAGCCCCTTCCCCTTTTGAGGTT 
CAGATT AGTGCT TC AGAACTT AT T T GTCAT GT T T TAT T T T TT T AGCATAGAT T CGGAACACTT GAAAC T C 
TTAAATCCTCAGATGCCAGGGGTGTTCTATAGTATCAGTAAGTGTTTAGCAGAAACTAACTCCATAATGA 
ATGGAATTCAATTCCACACATGGTTTGTTCAAGCACACTTAATAAGTAGCCTATTTTTTAAATGTCTTTT 
TT AAATGT AAAT AT T T GGAT GAAGT T T T T GTTT TGATATATTCATTT GCTACACCAACCAT GGTT T CAGA 
ATTCACGTTTTGAGCAACTTGGTTTCAGAATCTGTAAAATGAGCTGAGAATCTTGTATATCCAACCTGTC 
ACTCAGATGTGTGAGAATAATGTGTTCATAAAGCATGGATCTGG 

>GBEQ0920 | Acc | CD469153 1 Ver | CD469153 . 1. GI : 31390421 1 LeukoS2_2_D01 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_2_D0 1_A0 2 4 3', mRNA 
sequence. : Start : 1 : Stop: 555 

TGGAT T T CAT T GCAGTGAT AGACAGCCACTATT TTATT TT T GACCAGTGGCATT T TGGCCACT AAGGT TT 
AATTAGGGTACTGAACAGCACTGTCAGTACTAGGGTTTTTGTTTTTCTTGGGTCTTTGTATCTTGGCACA 
TGTGAATTTTGTTTTGTATAAAACAAAATGACTTTTTCTTGGTCTCTGATGATGGGTTTAAAATTAAAAG 
AGCATCTGGTTTTGGTGTAGGGATGATCCAGGATTATGTTGTGACTGATGTATATTAGTTACTTGGACAT 
TTTTTTTTGGATCTTTGCAAGGGGAAACCTACAAGTAATGAGTTTTATATAATTAATTTAAATTTGTTAC 
AGGTTTTCATGTTCAGGATAAACAATTTTTCAACCTTAGGTGAAAATACTTGCAACAGTTTAAGGTCAGT 
GTTACCTTAGGACAACTGTTGCATGCCAATTTGTGTGTGTGTGTGAAAACACTTCAAAATTGAATTAACA 
GATGTAAATTTAAAATTGGTTGTGTATCTAATCTGCCCCAGGTTCAGTAAATAAACAGTTCTTTT 

>GBEQ0921 | Acc | CD4 6914 6 | Ver |CD469146.1 GI : 31390414 I LeukoS2_2_H09 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_H09__A024 3 T , mRNA 
sequence. : Start : 1 : Stop: 536 

GCTGGAGCTGTGACCTGGAGGAAGAAGCGCTCAGGTGAAAAAAGAGGGAGCTACGTGCAGACTGCAAACA 
GTGACAGTGCCCAAGGCTCTGATGCATCTCTCACGCAGAAAGTGTGAGACAGTGGCCCTGTGGGAGACCA 
AGTGATGCAAGATTTGTTCATGCTCCCACTTTGTGACTTCAGATGCCCTCACTTCTCTTTCTGCAGTTGG 
CATCTGAGTGTGTGTGGTCCTATTGGCATAATGAGAGGAGGTGGGGAGACAGGCCCACCCCTGCCCACCA 
TTACCCAACCTGTTCCCAACACTGACCTTTGTGCTTTCCCTGATCTAATTTCCTGTTCCAGCAGATGTTG 
GGCTGGGCCGTCTCCATCCCTCTTAACTTCCTGTTGCACTGAGTAGTGATCATTTGCTTCCTTACTGAAA 
ATAGGAATCC AGAT ATGAAT T T T TCT AAT TCTTCTCATAAGAGAT TGATGTGTTAATTAAAGAAGAAGAT 
TCCTAAAGTTTGAGAGGTAAAATAAATGGAAGCACTGAGACCCTTC 

>GBEQ0922 | Acc | CD4 69140 | Ver | CD4 69140 . 1 GI : 31390408 | LeukoS2_2JB12 .bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2__B12_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 718 

TTCAGAGGGCACTGCAGGATGGATTAAAGGTGGCAATTTACTGATAACTGCAGATGTCTCTACTTTGTTC 
TAAAGTCTAAGTCATGAGATGATTTGATTTACTTTATAGAAGTTGGATTTTGAAGATATAATGAAAATTT 
TTTTGATACCTAGTAGTACAAAACAAAGCACCAGCGACTGATAAAACTGGTTTTTTGTGCACTACCCAAC 
TGGTTAAAGCCGATATGATCTTTTATGGTGAACTCAGAAATAGGTGTTCTTAATGGAAACCTGGTAGACC 
CTT AACT ATAGTGGTGTTAATAAGCACTAC TATAATAAAGCCACCATTAT T T TT TATGAAACATCCGATT 
ACAT T TTAAAAAGGCTAT TGTGAGGGCAT TAT T T T GAGGTGATGT T T AAAAAGT TAACATCAAAT CAAAT 
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TGTAAATTAGTTTAAATATATTGCCTTAAGGACCTACTAAAGAATGTGCCACCAAACGTTAAGTGATAGT 
TGCAATATCCTTGTCTAAAAC7VAAAATCAATGTTGACTTTAAACATTTTCTTTAACAGTTGTCTTTTTTT 
AAAAAAAAATTCGATCTTTCTCTTGCTTTTTTTTTCATTGAGGAAGTCTTTTACCTTCCCTACTCACTGA 
GAAGTATTGACTTCGTGGTACACATTCTAAAGCATTTCTGATTTGAATATTTTTGTACATTTTTATCAAT 
TATTAAACCTTCTCTTCT 

>GBEQ0923 | Acc | CD4 69139 | Ver | CD4 69139 . 1 GI : 31390407 | LeukoS2_2_E10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_E10_A024 3 ! , mRNA 
sequence. : Start : 1: Stop: 424 

TTACAAAATTGGTGGTATTGGTACTGTCCCTGTGGGCCGAGTGGAGACTGGTGTTTTGAAACCTGGCATG 
GTGGTTACCTTTGCTCCAGTCAATGTTACAACTGAAGTAAGTTTGTTGAAATGCATCATGAAGCTTTGAG 
CGAAGCTTTTCCTGGGGACAACGTGGGCTTCAATGTCAAGAACGTGTCCGTCAAAGATGTTCGCCGTGGC 
AATGTGGCTGGTGACAGCAAAAATGATCCCCCAATGGAAGCAGCTGGCTTCACAGCTCAGGTGATTATCC 
TGAACCATCCAGGCCTTTTTTTGATTTCCTGGTGATGGGATGTCACTTTGTATTATAAAAACCCCTTTGG 
GGTCCATTTAATATTTTGCGGGGGTTTTGTTGTTTTTACCAGGAGAATAAAAAACTCGGAGTTTTTTTTT 
TCGG 

>GBEQ0924 | Acc | CD4 69137 | Ver | CD4 69137 .1 GI : 31390405 | LeukoS2__2_A07 . bl_A024 Stimulated 
peripheral' blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_A07_A024 3', mRNA 
sequence .: Start : 1 : Stop: 614 

CATTCCCCTAGTTGCTCAGGAATTAATGAAAAAGATGATACGTCAGTTTGCAATTGAGTATATTTCAAAA 
AGTGGTAAAATTCAAGAGAATAGAAATGGTTCAATTGGACCAAGTCTAATATGTAAAAGTATTCAAATGA 
ATCAAGGAGAAAACTCCCTTCAGGAAGAACAGGAAGGCCCCTTAGACCTCACTGTGAATCGAATGCAAGA 
ACAAAATACTCAGCAAGGGGATGGAGTGTTAGATCTCTCTACAAAGAAAACCAGCATAAAATCTGAAGAG 
TCGTCCGTATGCGATCCTTCTTCTGAAAATTCAATGGCTGGGAGACTACAGAGAAACAGAGAGGACTATG 
TGGAGAGAAGTGCTGAGTTTGCAGATGGTTTGCTCTCAAAAGCTTTGAAAGACATTCAGTCTGGAGCACT 
GGACAGAAATAAAGCAGGCATACCTCAAAAAACTTTACTTCTCCACTTAGAAGCCTTACCAGCAGGGAAG 
CCTGCATCATTTAAAAACAAAGCTCGAGATTTCAGTGATAGTTACTCATATAAAGACAGTAAAGAAACTT 
GTGCAGTGCTGCATAAAGTAGCCCTGTGGGCAAGAGCTCAAGCAGAGCGCACAG 

>GBEQ0925 | Acc | CD4 69136 | Ver | CD4 69136 . 1 GI : 313904 04 j LeukoS2_2_B03 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__2_B03__A024 3', mRNA 
sequence, : Start : 1 : Stop : 536 

CT GCT GAAT TGT T TAG T AGT AATGCT AAAAGAAAT TGATAAATCAT TT TCACT TACAT T T T T ATATAATC 
AGGTAACATGAAATATAATTTGATGTACAATTTTGCCTGTTACAGGGGGTGTGCTAATTATAGTGGTATA 
TGCACAAAACATTTTGGCATGACAAGAGGCTGAATAAATGGCTATTTTACTTAAAAATAGCTGTGTTCTT 
ATCAGCTCCCTTTGAGTCACAAGTAAAGTTATAAAGATTCAGAAACACTACTAGGTGTTAAATGGTAGGT 
GGATAAGACACGTACCCAAGTTTTTAGCTGTAAAAATAACAGTTCTTGGTAAGTTTCCTTAAATTTTATT 
CT T AAAGCTT CAT ACTAT T T TCTAATAAAAGAT ATCT GTAT GCT CTTGAGTACACAGCAAGT T T GAGGGA 
CATTTTGTATCCAAAAGGAAGTTTCTCAGAATTTGTTGTTTGTGAAAATGCTAAAAGGTAAGCTTATCAG 
GTTATTTGTTGATCAGTTTTGCTATGAACATAAAAGCGGACCTTTG 

>GBEQ0926 | Acc ) CD4 6904 4 | Ver | CD469044 . 1 GI : 31390312 1 LeukoS2_l_F10 . bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_F10__A024 3', mRNA 
sequence . : Start : 1 : Stop : 7 63 

TCCAGCAGCAGCAGTAGCTATGGCAGTGGCAGAAGGTTTTAATTACTGCCAGGAAACAAAGCTTAGCAGG 
AGAGGAGAGCCAGAGAAGTGACAGGGAAGCTACAGGTTACAACAGATTTGTGAACTCAGCCAAGCACAGT 
•GGTGGCAGGGCCTAGCTGCTACAAAGAAGACATGTTTTAGACAATACTCATGTGTATGGGCAAAAAACTC 
CAGGACTGTATTTGTGACTAATTGTATAACAGGTTATTTTAGTTTCTGTTCTGTGGAAAGTGTAAAGCAT 
TCCAACAAAGGGTTTTAATGTAGATTTTTTTTTTTTTTTTTTTTGCACCCATGCTGTTGATTGCTAAATG 
TAATAGTCTGATCATGACGCTGAATAAATGTGTCTTTTTTAAATGTGCTGTGTAAAGTTAGTCTACTCTG 
AAGCCATCTTGGTAAACTATCCCAACAGTGTGAAGTTAGAATTCCTTCAGGGTGATGCCAGGTTCCATCC 
GAAATTTATTTATAACCTGCTTGGGCACAGAAGCCATTGTCTTCAGAAACCTTGGTGTAGTTGAACTGAC 
AGTTACTGTGTTGTGACCTGGAGTTCACTGTTAAAAGGGTCACCCAAGCAAAGTCATGGAGTTCATTTGG 
TTATTAATATGATTGTTGGCACATCCTATGCAATATATCTAAATTGAATTATGATATCAGATAAAGTTAT 
AGATGGGAATGAAGCTTGTGTATCATCCATTATCATGTGTAATCAATAAACGATTTAATAATA 

>GBEQ0927 | Acc | CD469043 | Ver | CD469043 .1 GI : 31390311 | LeukoS2_l_F12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l__F12_A024 3', mRNA 
sequence . : Start : 1 : Stop : 7 97 

CAGT2\AATGTTCCCATAATTTAGAAAAGGATATCAACTTGCTAATTTCAGAATTAAATATTCATTTTTAA 
AAAGCCCTTTCTTTTTAGGCATCTGCCTGAGGATTGGCATAATTTAATAAAATATCTGTTTTTTTCAGTG 
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GCCCAAAAATACAATGCTTTGATAAACTACATTGAACTTCAAATTTCAGATGAGGCAGCATTTTCTTGAG 
ATAATTATCGAAGTTTCTTCCTTGTTGAATGATACAAAATCTCTCTGAAACTAACAGGAAGGTATTTTTA 
CATAACTGGGATAACTTGTTGCTATAATTGTTACCTCACCTCATTTTATTTTAACTAGTAATTTAAAAGT 
TATTGTAAGTCCTCGAAATGCTTGTAACTGAGAACCAACAGAAAAAAGTTAAATTTAGAATAAGAATGAT 
TTCCTTCATTTTCCCTTCTTGTTTTTGGTTGGTCATTGAACTTTTGTAAAATTTTGATTTAATGTATCTT 
GGGTCCTGTTACTTTATCATCTAAGACTCATTATTTTAATGCAGGAAAAAAAAAGATTTAGCAATTTCTT 
TTGGTCTTGCTTACATGTAAAGTATGCCATCCAGTCATTTAAGAGCCATCCCCAACTCCTCGGCAATATG 
TATTTGAATTCACATTATTTCTGTTTTACAGCAGTTTTGAATAGCATATATTGTGTCACTGAGTGTCATA 
TTATTTGTAAGTGATGTAACATAGCCATCAAAATTGGTATCAAGTAATGCCTAATACTGTGGGATGTAAA 
CTTCACGAGATCATCGTTTCACATTAA 

>GBEQ0928 | Acc | CD4 69039 | Ver | CD469039 . 1 GI : 31390307 | LeukoS2_l_G07 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_G07_A024 3', mRNA 
sequence . : Start : 1 : Stop : 652 

ATGGAAGGATCCCGCCTTAAGTCAACTTATTTGTTTTTGCCGGGAAAGTCGCTACATGGATCAGTGGGTG 
CCAGTGATTAACCTCCCTGAACGGTGATGGCATCTGAATGCAAATAACTGAACCCAGTTGCACTGAAGTT 
TTGAAATACCTTTGTAGTTACTCAAGCAGTTACTCCCCACACTGATGCAAGGATTACAGAAACTGATGTC 
AAGGGGCTGGGCGAGTTCAACTACATGTTCTGGGGGCCCGGAGATAGATGACTTTGCAGAGGAAAGAGGT 
GAAAATGGAGAAGGAAGCTGTGTTGAAACAGAAATACAAGACACAAGGAACAAAAATGACAAAGAACCAC 
GCAGGAAGGAAAACAAACTAT GTATTGAT T TAGGATGGT TGAGT TACAT T TAAATAAACCAAATAT GCTT 
TGTTAAAAGTTTAAATGTGCGGCCGTAGTTTGGGTATTTTTGGTTTTTATGCCCTCAAGTACAAGAAAAG 
CAGAAAGGGT TAATCATATT TTAAAACCATAT T TT AT TGTAT TT T GAT GAGAT GT TAAACT C T CAAAGTT 
T TAT TAT AAATTGCACTAAGTTAT TT TAT GACATGAAAGGT T AT TTAT GCTATAAAT T T T T TGAAACACA 
ATACAATAAACGTATGGAATAA 

>GBEQ0929 I Acc | CD4 69038 | Ver | CD4 69038 .1 GI : 3139030 6 | LeukoS2_l_H01 ,bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_H01_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 68 5 

TGCCCAAGTGTCCACCCCAGGTCATCACTGTGCTCATGACAACGCTGACCAAGCTGGCCTCCCGGAGCCA 
AGACCTGATCCCCAGGGTCTCTCTGTTCCTGTCAAAGATGAGGACCCTGGCCCAGAGCCCGGCCACGAGC 
TCCATGCACGGTGAGGAGGACGCGGGCGCCGTCCGCACGCGGGCCACCGAGCTGCTGAACCTGCTGAAGA 
TGCCCAGCGTGGCCCAGTTCGTGCTCACACCCAGCGTGGAGGTGTCCCAGCCCCGCTATCACCGCGACAC 
CAACACGGCCCTGCCCCTGGCCCTGTGCACCGTCAGCCGGCTGGCGGAGAAGGAGGCGGGCCTCCTGCCG 
GGGTGAGAGGACGGCCACCAGGACTGAGAGCCTGAATCAGGGCAGGCTGAGGCTTTGTGATCCGAGAGGA 
AATGAGGAGGGCGTTAGGCCCAGGGAGGAGGCTGGGGGGTCTTGGTCCTCAGTGCTGGGCGGGGCTGTCC 
CGTGCACACGCATGGGTGCTTGTGTCTGTAAACCCTTTCTCCTGTGACATGCTGAGCTGTGTGGTGCGAC 
AGCTCTGACTCGTGGCTTTAGCTGGACGGCAGCTGCCTGGTCTGTGTCCTGCTGTTCCTTGTCTGGGGGC 
AGTTGGGGGCCAGAAGAGGTACAGCAAAAATAAATCCCCTTTAACAAGGATCTGC 

>GBEQ0930 | Acc | CD4 69032 | Ver | CD4 69032 . 1 GI : 31390300 | LeukoS2_l_F04 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l__F04_A024 3 T , mRNA 
sequence. : Start : 1 : Stop: 533 

GAGGTTTTTAGAAATGTGAAATGGGGTCTTGAGGTGAGAGAACTTACTCTTGACTGCCAAGGTTTCCAAG 
TGAAT GATGCCAGCAT TAT T T AT TT CCAAAT T T CGT CTGT TGGATCAT T TGAACTCACT TT T T AAACATA 
AGACCTGAACATATAGCAATATGCATTTGGCTTTCGTGTGAACCCTTGAATATGCAAAGCCCAGCAGAAG 
CGAATCTGAAAGGAGTAACACAAGAAGTTTTCGGTGTGCCACGTGTTTTTCAAAGCATTTATTCTTCGAA 
CCATGAAACTTGAACTGAACCTTTCAGCAGAAATCTCTTGGAATTTAACCAGTCTGATGCAACATTGTGT 
ATCTGTACCTTCCACTAAGTTCTCTCTGAGAAAATGGAAATGTGAAGTGCCCAGCCTCTGCTGCCTCTGG 
CAAGACTCGATGTTTACAAATCAACTCTGAAATACTGGTTCTCAATTTGCCTTGGAGCATGATTGTGAAG 
GAACCACTAGGAAT TT TAAAGATCAAACT TTAACT GCAAAAAA 

>GBEQ0931 1 Acc ) CD4 69026 1 Ver | CD4 69026 . 1 GI : 31390294 | LeukoS2_l_G05 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_1_G0 5_A0 2 4 3 1 , mRNA 
sequence .: Start : 1 : Stop : 57 8 

TTCGGAAGCTATTGGAATATGAATACTGGTAACAGCTGGGATATATGAGAAATATTTACTTACATCTGGC 
CTTCATCAACTGACCTTGAAAACCCTCACGAGAAGCTTTTCCTTAATGCGATTTTGTTCGTCCTCACTGT 
TTTTACCTTGACTTCAACTGCCCACCCATTCAGCTGAGCAGCTGGGGATGACTGGTTTTTCTCTGTCATT 
ATTTACACATATTTGCTGGAGCTGATTACTGAACTCGTATTTAATCTCTACTGCCAGTGAAATGTTACAT 
TATTTTTCTGATTGGTTTCGCCTCTTATTGGAAGTATAATTACAGCAATGTTAGTAGGATAGAAAAGGAG 
GGAATCATTTGAGGCTTTCAGGTTAGCAAGAGCTATGGGCGTCACATGCTTGTTCTCTCCAAGCAGCTAA 
TTCTTATCTACTTCTCAGATCAGGTTTGGGGGAGCTTTGGCATCTTTTTAGATTTTAATCTCTATTTTCT 
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TAATCCAGGGTACAAATGTGAGCAAAAGAAAAAAAGAAATCTTTTATACTTTTTTAAACAAATTTATAAA 
TAAATTTTGAGCTGCTTC 

>GBEQ0932 | Acc | CD469023 | Ver | CD469023 .1 GI : 31390291 1 LeukoS2_l_B07 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2 1 B07 A024 3 f , mRNA 
sequence. : Start : 1 : Stop : 608 

GCCACATTGAAGAAGATTCGCCGTTACAAGGCCAACAAGGAGGTGATGGAGAAGGCCGCGGAGGTCTACA 
CCCGGCTCAAGTCGCGGGTCCTGGGACCAAAAATCGAGGCCGTCCAGAAGGCGAGCAGACCTGGGACAGA 
GAAGGAGAGAGCCGAGGCGGAGAAGGCCGAGGAGGCGCTGGCCGGAGAGGAGGCGCCCACAGAGCAAGCG 
GAGGACGAGGCGAGCACTGACCTCTCGGCCCCGGTGAACGGTGAGGCCACGTCCCAGAAGGGGGACAGCA 
CCGAGGACAAGGAGCAGGAGGAAGGACAGAACTCGGAGGGGGGGCCGGGGGGCGGGTCCTCCGAAGACCT 
GCTGCACAACGACACGCGGGAGGGCCCCGGCCTGGCCGCGCCCGGGGAGGAGCGCGAGAGGGCGCGCGCG 
GACTCCGAGTCCGCAGACGACGAGGACAGCTGAGCCCCGGCGCTGCCTGCCACCCGCCGCCCGCCGCCCA 
GGGAGCAGAGAACTGTTGGGGAAACGCCGTGCTGTTGTTTGTATTTGTCCCCCTGGGTTTTTTTCTGCCT 
AATTTCTGTGATTTCTGACCGACATGAAATGACTATAAAGGGTTTTTT 

>GBEQ0933 | Acc | CD4 69022 | Ver | CD4 69022 .1 GI : 31390290 | LeukoS2_l_Cll . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Cll A024 3', mRNA 
sequence. :Start:l: Stop: 723 

GAGAAATGATGAAGAGCTGGAGATAAGAGCCCACAAAGTCATCTCCGAGGAGAGGGGCCGGAAGCCCCAC 
CAAATTCCAGGGTCAACTCCTCTAAATCCAGCTGCATCCCAGCCTCCTCCACCACCTAGTCATCGTCCCC 
AGGCACCTGGTCATCGCCCCCAGGTACCTGGTCATCGCCCCCTTCCTCCTGGCCACCGTGTCCAGCACCA 
GCAGCAGAAGAGGCCAGCTCCTACCCCGGGCACACAAGCTCACCAGCAGAAAGGCCCTCCCCTCCCCAGG 
CCTCGAGTACAACCAAAACCTCCCCGTGGGGCCACAGAAAACTCGTAACTCTGTCTCCTGACACAGCTGT 
CCCCTTCCTCTAATGAAGGGTGTTCCACCAGTAGAACATTATTGCCTCCCGAGCTCGTGGGCCACAGCCA 
CATCTGCACCTTCTAACTCAGCCACATGGTGTAATCTGGAGTCTGGAGTCTGTGGCCTCCTCATAGATCT 
CCACCACGCCAGGAAGTGAAAAACAAGGTTTAGGTTGTTGGGCGACCAGGCACAAAATCCTAGAGGTGGC 
CTCCTCGCTCTCTCGGATCACGTGCAGATGTGAGCTGTCGAGCGATGGCTGTGCCTGGGTCTCACCGCAA 
GCAGCCAGCCTGCTCAACAGACTCCTGGGTTTCTCATGTGCCTGGTGGACACTTGCCCAGTGTCTCGGGA 
GTAGAAGTAAAATAAAAGCTTTG 

>GBEQ0934 | Acc | CD4 69020 | Ver | CD4 69020.1 GI : 31390288 | LeukoS2_l_E12 . bl_A024 Stimulated 

peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2 1 E12 A024 3', mRNA 

sequence. : Start : 1 : Stop: 722 ~ 

GCTTAAAAATGGAAAACCTGTCACCATGGGAGTGTCAGAGACAGTCTTCCTGCCCAGGGATGACCAACTT 

TTCCGCAAGTTCCACTATCTCCCCTTCTTGCCCTCAACTGAGGATGTTTATGACTGCAAGGTGGAGCATT 

GGGGTTTGGATGAGCCTCTTCTCAAGCACTGGGAGTTTGAAGCGCCAACTCCCCTCTCAGAGACAACAGA 

GAATGTGGTGTGTGGCCTGGGCCTGGTTGTGGGTCTGGTAGGAATCATTGTTGGGACCATCTTCATCATC 

AAGGGTGTGCGCAAAGGCAATACTGTTGAACGCCGAGGGCCTCTGTGAGGCATCTGCAGGTAATGGCCTT 

AGAGAGAAGATCAAT GAAGAAACTT C TGCT TTACTAGCCT TATAAC CTGACAATACTCCAAT T GT TCACT 

TCAGTGAAGACAACCATTTTTCAGCCTTCCAGCCCTTTAGCTACTTGAAGAGTGTTGATGCCTCCATATG 

CAGCTCTCTCCTCTGTCTGTTGCCCCTTCTTGTATCTGTTTTCCCTCCATTTCCCACTATCTTTTTATTA 

TCACCATGTAATACCTCTGGAATAGACCCCACAGGATCCTTCCTCTGCTATGGAACCTTTTGAATATTCT 

ATGAGGAAATCTTCTGTATGCTTATTGCTTGGAGTTTCTTCAAACTGTGATTGTGATTGTTTTGAATACA 

ATAAACTACTAGATGGGTCTTG 

>GBEQ0935 | Acc | CD469014 | Ver | CD4 69014 .1 GI : 31390282 | LeukoS2JL_E04 .bl_A024 Stimulated 
peripheral blood leukocytes S2. Equus caballus cDNA clone LeukoS2_l_E04 A024 3 f , mRNA 
sequence. : Start : 1 : Stop : 540 

AAAGTTGATGAAGCTGTAGCTGTACTACAAGCCCACCAAGCTAAAGAGGCTGCCCAGAAAGCAGTTAACA 
GTGCCACCGGTGTTCCAACTGTTTAAAATTGATCAGGGACCACGAAAAGAAACTCGTGCTTCACCGAAGA 
AAAATATCTAAACATCGAAAAACTTAAATATTATGGAAAAAAAACATTGCAAAATATAAAATAAATAAAA 
AAAGGAAAGGAAACTTTGAACCTTATGTACCGAGCAAATGCCAGGTCTAGCAAACAGAATGCTAGTCCTA 
GATTACTTATTGATTTAAAAACAACAAAAAAACCCCAAAAAAATAGTAAAATATAAAAACAAATTAATGT 
TTTATAGACCCTGGGAAAAAGAATTTTCAGCAAAGTACAAAAATTTAAAGCATTCCTTTCTTTAATTTTG 
TAATTCTTTACTGTGGAATAGCTCAGAATGTCACTTCTGTTTTAAATAACAGAACTGATAATTGAGCAAG 
GAAACGTAAT T TGGAT TATAAAAT TCTTGC T T TAATAAAAAT T CCTTAAA 

>GBEQ0936 | Acc j CD4 69011 1 Ver | CD4 69011 . 1 GI : 31390279 | LeukoS2__l_H05 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l H05 A024 3 f 7 mRNA 
sequence. : Start :1: Stop: 654 ~~ ~ 

ACAATCCTCAGAGCAAGACATACTGTAAGCGGCTCCAGGTCCTGTGCCCCGAGCACTCACGGGACACCAA 
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AATGCCAGCCGATGAGGTATGCGGGTGCCCCCTTGTACGTGACGTCTTTGAGCTCACAGGTGACTTCTGC 
CGCCTGCCCAAGCGCCAGTGCAACCGCCATTACTGCTGGGAGAAGTTGCGGCGTGCTGAAGTGGACCTGG 
AGCGGGTGCGCGTGTGGTACAAGCTGGACGAGTTGTTTGAACAGGAGCGCAATGTACGCACAGCCATGAC 
GAACCGGGCAGGACTACTGGCCCTCATGCTGCACCAAACGATCCAGCATGACCGACTCACTACAGACCTG 
CGCTCCAGTGCCGACCGCTGAGCCTCACTGGCCCAGATGTCCTCACACCCTGCATTCCAGGCAGGAGTGC 
CTGAATTCCCCATTTGACTGTTCTGCCATTCATCTGTTTCTCCAATGGTCCCTGAGTTTCTCCCTGTGCC 
CATCCACCATTTGCCCATCTGCCCTTTCCAGAGGGTCTCAGAATTTCCTCCCGTTTTTGTCTATTCTCTG 
TCTCTCCATTCTCTCTGCCTGGGTGAGACTGTGGAGTCTGCTCACCCTTGCCTCCCCCATCCTCTGGTTT 
TGTTAATAAAATTTGAAGAAGCAA 

>GBEQ0937 | Acc | CD4 69010 | Ver | CD4 69010 .1 GI : 31390278 | LeukoS2_l_A04 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_1_A0 4_A0 2 4 3 f , mRNA 
sequence . : Start : 1 : Stop : 608 

TTTTTAAGAATGTTGACTTGCTCAGTGATATGGTTCAGGAACATGATGAACCTATTCTGAAGCACTTGAA 
AGATATTAAAGTGAAGTTCTCAGATGCTGGCCAACCTATGAGCTTTGTCTTAGAATTTCACTTTGAACCC 
AAT GAATAT T TCACAAATGAAGTGCT GACAAAGACATATAGGAT GAGGT CAGAGCCAGATGAT T CTGATC 
CCTTTTCTTTTGATGGACCAGAAATTATGGGTTGTACAGGGTGCCAGATAGACTGGAAAAAAGGAAAGAA 
TG TCACT T TGAAAACCAT TAAGAAGAAGCTAT TGAAGAT GATGACGACGAT TATGATGAAGAAGGTGAAG 
AAGCGGAT GAGGAAGGGG AAGAAGAAGGAGAT GAGGAAAAT GAT CCAGACTAT AACTCAAAGAAGGATC A 
AAATCCAGCAGAGTGCAAGCAGCAGTGAAGCAGGATGTATGTGGCCTTGAGGATAACCTGCACTGGTCTT 
CTGCTTCCCTGGAAAGGATGAATTTACATCATTTGACAAGCCTATTTCAAGTTTTTTGTTGTTGTTTGTT 
TGTTTGCTTGCTTTTGTTTTTGCAGCCTAAAATAAAAATGTCA7UVTAT 

>GBEQ0938 | Acc j CD469006 | Ver | CD469006. 1- GI : 31390274 | LeukoS2_l_Dll .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__l__Dll_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 727 

CCCCT T TATCAT T T TCCTAAGGAACAGAC T TAAGTAT GCCCTAACAGGAGATGAAGTAAAGAAGAT T T GC 
ATGCAGCGGTTCATTAAGATTGACGGCAAGGTCCGAACTGATATAACCTACCCTGCTGGTTTTATGGATG 
TCATCAGCATTGACAAGACTGGAGAGAATTTCCGTCTGATCTATGACACCAAGGGTCGCTTTGCCGTTCA 
TCGTATTACACCTGAGGAGGCCAAGTACAAGTTGTGCAAAGTGAGAAAGATCTTTGTGGGCACAAAAGGA 
ATCCCTCATCTGGTGACCCATGATGCTCGGACCATCCGCTACCCTGATCCTCTCATCAAGGTCAATGACA 
CCATTCAGATTGATTTGGAGACTGGCAAGATTACTGATTTTATCAAGTTTGACACTGGTAACCTGTGTAT 
GGTGACCGGAGGTGCTAACCTGGGAAGAATTGGAGTGATCACCAACAGAGAGAGACACCCTGGTTCTTTT 
GATGTAGTTCATGTGAAAGATGCCAATGGCAACAGCTTTGCCACCCGGCTCTCCAACATCTTTGTTATTG 
GCAAAGGTAACAAGCCATGGATTTCTCTTCCCCGTGGAAAGGGCATCCGCCTCACCATTGCTGAAGAGAG 
AGACAAGAGACTGGCAGCCAAACAGAGCAGTGGGTGAAATGATCTCTAGGTGACCTGATCTTTGTACCTA 
ATTAAAGTTAACACAGTGTGATTCGTT 

>GBEQ0939 | Acc | CD4 69005 | Ver | CD4 69005 .1 GI : 31390273 | LeukoS2_l_C09 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_C09__A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 637 

GAGCAGAGGCTCCAGCCTCAAGATCCTCTCCAAGGGCAAGCGGGGTGGACATTCTTCTGTTTCAACTGAG 
T C TGAGT CT T CAAGT T T TCAC T CCAGCTAACGCTGATGTAAAAGACT TT T CGACAT TAAAGAACTTT T T T 
TGTTACACATTTTTTCAGATATA2\AAGACTGACCAATACTGTACAGTTTTTGTTGACCGTTGGATTTTTT 
TCTTGTGTTTCTTTAGTTTTTGTAAGGTTTAATTGACTTATTTATATAAATATTTTTTGTTTCACGTTGA 
TGAGCGTCTAGGCAGGACCTGTGGACAAGTTCTTAGTTGCTGTATGTCAGACTGTAGGACCATAGAAAAG 
GGAACTGAACATTCCAGAGTGTACAGTGAATCACTTAAGCTAGAAGCGATCCTCAGCTGTTTGTGCATAA 
ATAATCTCTCCATTCCAGTGGAACATTTTCTTTTGCCTGTTCTTAAAATT(3TTTGGGTACACCATGTGAC 
TTTCGCTGTAAAAGTTGGCACTTACAACCAAAGCCTGAAGTGGTATAGAAATGCTCGTTTTTCAGTTTTC 
GGAAGTGGGTTGATAGCAGCGCCTGTAATGTACAGTCTTGTATTAAGTTGTTAATAAAAGTATGGATAAA 
CTTAAAA 

>GBEQ0940 | Acc | CD4 69004 | Ver | CD4 69004 . 1 GI : 31390272 | LeukoS2_l_Hll . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Hll_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 627 

CGCGGTGAGGACCACCCAGCTGTGAGGAAGCTAAAGCGCTACATTCGGGCCTGTGGTGCCCATCGCAACT 
ACAAGAAGCTGCTGGGCTCCTGCCGCTCATACAAGGAGTGCCTGAGTGTCCTCCGGGCAGAGCTGGAAGC 
CCTGGGCATGAAGGGTAACCCCTCCTTAGAGAAGTGTCGAGCCCTGAAGGAGCAGCGGGAGGAGGCAGCC 
GAGGTGGCCTCCTTGGATATTACCAACATCATCAGCAGTTCAGGCCGGTCACGCAGACGCACGGCCTGGA 
ACCCTTCAGGAGAAGCAGCACCCCCAGGGGAGCTGTACCGCCGGACCCTGGACTCAGAGGAGGAGCAGCC 
CCATCCCCCACCCCCAGACTGGTCACATTTGCGGGGCATCATCAGCAGTGATGGTGAGAGTAACTGAACT 
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CCCTCCCTCCTCCAGGAGGGACTTCCCTCTTGTAGCCAACATATAAAACACCCCCACCCCCAACTCTGTG 
CCTGCACAGAGCAGAAGCAGCTTTCTTCAGAGAAGACTTGCAGCCCCTAGGGACATAAGTTGTTGGGATC 
CTACTTCTCAGCCTCGTGTTTAAGGTGTTTGTTTTTTAAGACTCAATAAAGGAGTGTTTGAATCACC 

>GBEQ0941 [ Acc } CD4 68 998 | Ver I CD4 68 998 .1 GI : 313902 66 | LeukoS2_l_B01 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l__B01_A024 3 1 , mRNA 
sequence. : Start : 1 : Stop: 5 64 

CAT GACT AAGGCAT T T TAGTGATAGT GAAT TAGT CCACAAT T T T AAGCT TACCGAAGTCAGACAAAGAAA 
ACAATCATGGAGATGAGCATTGCCTTCTAACCTCCCTCCGAAAAAGTTGAATTTCCCTCATCTGCACATA 
AAGCGAAGGGAAGTTTAGTAAATGTTTCTTCTTTCAAACATGTAGAATGTTTATTTCCATTCTGCTACCT 
CCAGAAGAGGCAGTTTAGAAAGTGTTCAATAGGGCCCTGTTCAATGCCATTCCTTCTTTAACAGTTTGTG 
TGTGGGGGTTAACCTTGCTTTAAATCCCAGTAGAGTACACTATGGTCATTGACCTTAATCCCTCTTTGGT 
GTTAGAAATTTATTTTACAAAGTTGCGCTAAGACCTTTGGAAAAATAAAGTGAAACTGCGGTGGTGAAAA 
CCAAGTTGGTTTCAAAAAAGTTTCTTTAGACATTACTTGGCTGTTATACTTTTCCTTTAAAACTGCAATA 
ATTTATATATTTGTATTGCTCTGCTTTGAAACTGTAACTACATACGCTTGTCTACTATTTTTAATTTTTA 
CAAT 

>GBEQ0942 ) Acc i CD4 68988 | Ver | CD4 68 988.1 GI : 31390256 | LeukoS2_l_B0 9 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_B09_A024 3 1 , mRNA 
sequence. : Start : 1 : Stop: 610 

TATGTGGTGGACGCTCTCTGGAATGAGGAAGCGGTGTTGACGACCATGGACATCATCCACGACGGATTCG 
GGTTCATGCTGGCCTTTGGAGACTTAGTGTGGGTTCCCTTTGTCTACAGCTTGCAAGCCTTTTATCTAGT 
CGGGCATCCAAATGAAGTGTCGTGGCCGGTGGCTTCTCTGATTATTGCTCTGAAACTTTGTGGCTATGTA 
ATCTTCCGATGTGCAAATTCTCAGAAAAATGCGTTCCGGAAAAATCCCACTGATCCAAAGCTTGCACATT 
TGAAAACCATTCATACTTCCACGGGTAAGAGTCTGCTCGTCTCGGGATGGTGGGGCTTTGTCCGCCACCC 
CAATTACCTGGGCGATCTTGTCATGGCGCTGGCCTGGTCCCTGCCGTGCGGCTTTAATCACATTCTGCCC 
TATTTCTATGTGATCTACTTCACCTTGCTGCTGATCCACCGAGAGGCCCGAGACGAGCACCAGTGCAGGA 
AGAAGTACGGGCTGGCCTGGGAGAAGTACTGCCGGCGCGTGCCCTACCGCATCTTTCCGCACATTTACTA 
GCTCCGCCCCAGCCCGGCGTCCAACTGCTCCTGCACTTCTGGCTTCCATT 

>GBEQ0943 j Acc | CD4 68987 | Ver | CD4 68987 . 1 GI : 31390255 | LeukoS2_l__Gll . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Gll_A024 3", mRNA 
sequence. : Start : 1 : Stop: 725 

TGTACAGCACATTTGAGGATGGTTGGTGTCCCATATCACATTTTTCCAATGCAACGTGGCTGACTTTTTT 
ATTTGTGGTTTTCTCTGCGTCCAGCATAGCCCTGCTGGTCAAGATTTTCTGTAGCTCCCGGAGGGTGAAG 
-GTGACCAGGCTTGGGGTGACCATCCTGCTCACAATGCTGGTCTTCCTCCTCTGTGGCCTACCGTTCTCCA 
TCCACTGGTTCCTCGCAATACGCATCCAGAATGGTTTCAATACGTTCCTTTGTTACCTTTATATGGTTAC 
GATTGCCCTGTCTGGCATCAACAGCAGCGCCAACCCCATCATTTACTTCTTCGTTGGCTCCTTTAGGCAG 
TGGCGTCTTAAGCAGAACCTCAAGTTGGTTCTCCAGAGGGCTCTGCAGGACACTCCTGAGGCGGAGGAGG 
GTGACGGAAGCACTCCTCAGGAAACCCTGGACATGTCCACTAGCAAGTTGGAGCAGTGATGAAGAGCCCC 
TGCTGTGGTCGGTCAGAAGTGACTGCGAGAGTCAACGCTGCCCTGCCAGACCTGGCAATTACCCCCTCTT 
CTCTGAGACTCATGCCTCTAAAATGTGCCGGCGATTCCCCAGTGTCTTCAGACAGATTGTTTTTAGTCCA 
GCTTTTCTAGTTTTTCTCAGAGAAAGCATTAGTCTGAAAGCTGTACCTCTCCCTCTTTCTTGACGTTACC 
AATAAATTTCTCATGTTTTCTTCCT 

>GBEQ0944 | Acc | CD4 68916 | Ver | CD4 68 916.1 GI : 31390184 j LeukoS3__8_G01 . bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G01__A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 505 

TGGGCTCCTGATTCCCCGGGAGGTTCTGCATGAAGGTTGCACGCAGGCTCGTGAACAGCAGTCTGTGCTT 
AGGGTCTTGGGGACTTAGAGTGGGGTTTTGAGCATGGGGTGCTGAAGCCTTTCTAGGTTTGGATGTGAGC 
GGGGAAGGAAGACCGAAGTGAGGCCAAGCACATAAACTGAGGGATTTGAGTTAGTGGTCACCTTGGGGAT 
TTTTCCATCTTGCAGTAAAATGTTAACAGAAATTATCTGCAGCCTGTCTCTATTCATCAGGCAGTTTGTT 
TCTAAGGGTTATTTGCCTCATCTCAGATCTTTAGTGACGTTTTGTGTGTAATTGTTGTGTATTTATTCCA 
CCATGGGAACAGAGAACACCTGTTTAGTGTTGCACTTTAGACTGATGTCTGTTTTATTAATGCAGCTGTG 
ACACAAATTCCCCTTTACCTTTTAAAAATGTTATGGCTTTAAATTATGATTTATTTTGATTGTGGAATAA 
ATACAT GGATTAAAA 

>GBEQ0 945 | Acc | CD4 68911 | Ver | CD4 68 911 . 1 GI : 31390179 | LeukoS3_8_G08 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G08_A025 3 f , mRNA 
sequence .: Start : 1 : Stop : 65 6 

GAGCCAAAGAAACCCGAAGAAAATCCAGCCTCCAAGTTCAGTTCTGCAAGCAAGTATGCTGCTCTCTCCA 
TTGACGGTGAAGACGAAAACGAGGGAGAAGACTACACTGAGTAGACCTTGACAGCCTGTGCTTTCTCCTA 
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GTCTCTCTCCACCCAGGAATTCGAGAGCAAATCAAATCAAACCTCTGTCCAGCCACGCGGGGCTGTTGGT 
GTTTGAGTGCTGGAGCAGTGGGCAGAATGAATCATTTACCCAGTGGACATAAAAGACATACCAAGCGAAG 
TAACTTTAAATAAATGGCTTGGGTTGGCCTAGTAGCTAGGAAGTGACTTTTAGAGATGCCCAAGGTTGAA 
AGGGTTTTTTTAAGCCATTTGCTGTAGATGATGAAAAGGTAGGGTTTGCCCTCTTCATGTCTACTCCTTC 
CAAATAGTTGTATCAAGAAATCTTTTTTCCCTACTCCCTACCCTGCTCCCCTTACAACAGAAATGGGGAT 
TTATGTCCCACTCCTCAATACGTGTAAAATTTGTACAAAAATATCTTCTATGAAAATGATTTGTAATCTG 
TAGACAATACCTGGGAGATGTCTTGAGATGTAAAATCCCATCCTTTGGGTTGTGGGATTTTTTGTTTTCT 
CCAAATAAATCTGATCTTTAAAGTTC 

>GBEQ094 6 1 Acc | CD4 68905 | Ver j CD468 905 .1 GI : 31390173 | LeukoS3_8_D01 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_D01_A025 3 f , mRNA 
sequence. : Start : 1 : Stop: 4 80 

TGGCAGCGTGATGGGGAGGAGCAGAGATACCCGTGCCATGTGCTGCACGAGGGGCTGCCTCAGCCTGTCA 
CCCGGAGATGGGAGCCGCCTCCTCAGTCCACCATCCTCATGGTGGGCGTCATTGCTGTCCTGGTTCTCCT 
AGGAGCTGTGGGGGCTGGAGCTGTGATCTGGAGGAAGAAGCGTTCAGGTGAAAAAAGAGGGATTTACGTG 
CAGGCTGCAAACAGTGACAGTGCCCAAGGCTTTGATGCGTCTCTCCCACAGAAAGTGTGAGACAGTGGCC 
CTGTGGGAGACCAAGTGATGCAAGATTTGTTCACGCTCCCTGTCTTAACTTCGTGTTGCACTCACTAGTG 
ATCATTTGCTTCCTTACTGAAAATATGAATCCAGATATGAGTTTTTTTCTAATTCTTGTTGTAAGGGATG 
T G T T AAT T AAAG AAG AAGAT T C C T AAAG T T T G AG AGT G G AAAT AAAT GG AAGC AC T GAGA 

>GBEQ0947 | Acc | CD468903 I Ver [ CD4 68 903 .1 GI : 31390171 1 LeukoS3_8_G07 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G07_A025 3 f , mRNA 
sequence. :Start:l: Stop :734 

AAAGCCATGGATGGAAAATGCCGATATGACTC2\AAAAACCGAGCTGCCACATGTTCAAAGTATACCGAAC 
TTCCCTTTGGCAGTGAAGATGACTTGAAAGAAGCTGTGGCCAATAAAGGGCCTGTTTCTGTTGCTATAGA 
TGCAAGTCATCCTTCTTTCTTCCTCTACAAAAGTGGTGTCTACTACGACCCATCCTGTACTCAGAATGTG 
GATCACGGTGTCCTAGTAGTTGGCTATGGGAACCTTAATGGGAAAGACTACTGGCTTGTGAAAAACAGCT 
GGGGAATCAACTTTGGTGACAAAGGATATATTCGGATGGCAAGAAATAGTGGAAATCATTGTGGGATTGC 
T AAT TAT T GC T C T T AC C C AGAAAT T T AG AGGAT C T C T T CAT T T T AT AAC AAGT C AAT AAAGAT AAAG C AC 
TTTCTCTTAAACTAATTTTACCTGCTGGGACTAGTAGAAATGTGTGTCATAATCAGTGTATATTTATTGT 

actaatataaaatatagtttgattcatctttctataaaa;tatagtttgattcatctttctttaactttgc 
agatctcggaaaacttttgccaagtaaattaataacatcttatagatataactgtatgaaaattggtcag 
catgagataatctgtcattgtcttattttacatacttgtttaagtcccctaatatgcttttgtaacttga 
tggcatataaatgcttaataaatatgtgtccttt 

>GBEQ094 8 | Acc | CD4 68897 ) Ver | CD4 688 97 . 1 GI : 31390165 1 LeukoS3_8_H08 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_H08_A025 3', mRNA 
sequence . : Start : 1 : Stop: 640 

GCTGGGAGGGTCAGGAGGCCGAGAGGATCCTGTGTAAGGGGCTGCCCCACTGTATGGTCATTGTCAGGGC 
ATGCCCCAAAGAGTCCATGGACTGGTGGATGTGACCTCACCTCTCGTCCCTGGGACCATCAGCTTTCATG 
AATGAGCCCCAGCCCCTCTGCGCAGGCCTTGTGGAGGGTGCGTAACCAAGCTGGGGAGGCCTGAAGGCCA 
CTGGGAGGGAGAACCGAGGCCCTGGGGCCTCCAGACCAGTGGTATTATTGTTTGCAGGCTGTGTGACCTC 
TGTGACATCAGCCAGCCCCTTGGAAGCCCGGGCCCCGCATCTAGAAGTGGGAAAGACCATAGCTACCTCA 
TGGTTATGCTGCAAAGCCTTACTCTCTTCCAGCCCCGGGCCCCAAAAATCCTCAATGAAGGGTCGTTCTC 
AGGGTCATTCACAGGGGCAGGATGGATGCAGAAAGGTGGAGTAAGGAGTTCGAGGGACCTGAGGTGCCAG 
GCCCCTCGGGAATCCTGGAAGGAGTGTCTATGCCTATGCACCCACACAGCCACACACCCCTGACATACCT 
ATGTGCACCTGGGAGACACGAAGAGAAAGGACAGATGTGACTCACGCTTTGATGATCAAAACTTTAATAA 
AGGTTCTAAA 

>GBEQ094 9 1 Acc | CD4 68 8 96 | Ver | CD4 68896.1 GI : 31390164 I LeukoS3_8_C12 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_C12_A025 3', mRNA 
sequence. : Start : 1 : Stop: 640 

tccatcccctttacaagtgccttcctcagggcctgggtgtatcggccaggagaggacacaGaggaggagg 
aggaggaagat gaat t cagtgat t caggagcagctgaggaagaggaagaagctgagggtccctct tccat 
cccctttacaagtgccttcctcagggcctgggtgtatcggccaggagaggacacagaggaggaggaggag 
gaagatgaactcagtgattcaggagcagctgaggaggagggagaagctgagggtccctcttccatcccct 
ttacaagtgccttcctcagggcctgggtgtatcggccaggagaggacacagaggaggaggaggaggaaga 
ggagctgggcccctgcctcacccctgctgcccgggcgagggcctgggcacgcctcaggaaccctcccgct 
tttttggccaccatacctgccgctacccatgccttgcagacatcctccatccaggccatgcccttgagcc 
atgctgtggcctctccctcccctccttacgtgtctctatctccttgcctggacctcagtgggaggtgtgg 
ctaagttcatgtggtttgcatgttattaactatttattttttttaagtgttggtttatataaggaataaa 
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GCCTTTTGAT 

>GBEQ0950 [ Acc | CD4 688 93 | Ver 1 CD4 688 93 . 1 GI : 31390161 | LeukoS3_8_D07 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__8_D07_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 7 00 

GAGAGGGGACTTCCTTCTTTCTCATTTTGCTAAGGGTGTTTATTTGGTTGAAGTTACTTTTGTTCTGAGC 

CCCAGGACACTTATTCTGATGAGTTGTAACCCCTATACTGGCACCTCCTGCCACCACCACACAAACTTAG 

TTGAAATGCTCTCACTTGGGCAAGGGTGCTTTCCTTCCAATACCCTAGCAGCTCTTATTAGCAAAGGGAC 

CCTTTCCCCAAGCCCAGGGTCTCATATTCAGTGAAGCTGCTTGCCTACCTCAGCCCAGGGTTGCTTATTC 

TGGGGGAGGTAATGCCCTATTGTTATCCTGGGGTTATTAGTGGTTTTTTTTCTTTTTCTTTTTTTTGGTG 

AGGGGACCCTACTCTGTTATCCCAAGTGCTCTTATTCTGGTGAAGAGAACCCTACTTCCATGATTTGGGA 

AGAAATGGGAGATGGACACCACCAGAGTCCACTAGGATGGGGTGGATGGTTTTTTGAGGGATGGGGTGGG 

GGAAATAAGTCTTGTTGTTTGTTCTCCTGGGGCCCTCCCTCTCCACCTTTTTCAATTCTTGCTGCCTCCT 

TCTGAGCCAGGATTGTCCAGTTGCTGAAATGTAAATACTTATGTATTAGGCGGAGGGGAGCTCCAACTGT 

GTCCTCCTCTCCCTTCTCCCTCTGCCTGGGTTATTTAAAAAGCCATGTGTGGAAACTCACTATTTAATAA 

>GBEQ0951 | Acc | CD4 68892 | Ver |CD4 68892. 1 GI : 31390160 | LeukoS3_8_E09 .bl_A025 Stimulated 

peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_E09_A025 3 f , mRNA 

sequence. : Start : 1 : Stop : 728 

AGGCGGT TAT GAT GGGCAGT CT T ATT TACAGT C T GTAGAGAAGTATAT T CCCAAAGTGAGGAAGTGGCAC 

CCTGTGGCACCGATGACAACAACCAGGAGTTGTTTTGCTGCAGCTGTGTTGGATGGAATGATTTATGCCA 

TTGGTGGGTATGGTCCCGCCCACATGAACAGTGTGGAGCGTTATGATCCCAGTAAGGACTCCTGGGAGAT ■ 

GGTTGCGTCAATGGCAGATAAAAGGATTCACTTTGGTGTGGGTGTCATGCTAGGCTTTATTTTTGTGGTG 

GGTGGACACAATGGCGTCTCACATTTGTCAAGCATTGAAAGATACGACCCTCATCAAAATCAGTGGACTG 

TGTGTAGACCGATGAAAGAACCCAGGACAGGCGTCGGTGCTGCAGTAATTGATAATTACCTTTATGTAGT 

TGGTGGTCACTCAGGGTCTTCCTATCTGAATACTGTGCAGAAATATGACCCTATCTCAGACACGTGGCTG 

GATTCAGCTGGCATGATATACTGTCGCTGCAACTTTGGATTAACTGCACTTTGGCCACTGTGGACTGTGG 

AAACAGTGGGTGACGGACCTTGTGCCACGTGGAAGGATGCCCAATTTTCTGAAACCCAAAGGCTGCATTG 

CTTTGCTTTTAACTTGAAATAGCATGAAGACTCCCAGTTTTGTTGGGTACTTTGAACTGACAAGTAACTG 

GT TGCT CT TGAT TACACAGTGAATCAAT 

>GBEQ0952 | Acc | CD4 68885 | Ver | CD4 68885 . 1 GI : 31390153 | LeukoS3_8_B02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_B02_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 656 

AAAATATGACTGAAAGGAATAAATGATGATATCTGCAGCCTGAATAGAAAATGGCTTTTGTTCCTAATGT 
TAG TAT T T T TAT TCTCAAGCACAT TTCAGTGT T TGCTCAGAGTGGCAGATTCACATAAATAAT GCTAGAT 
GTTCTCATCTGTAGAGTTTGTGCAGTATAAGCAGTTGAGACAGAAGCTTCCTCCTACCTAACACTCTTCC 
CACTCGTCTCAGACTAGCCCCAAGACAGGGATTAGCAGTCAGCGTGGACCGGAGGGCTCCAGGGAAGCCA 
GGGTGGCAGCCTGTCTCAGGCACCAGTAGCCTGCTTCCTCGGAAGAGCTCCTTGAGAGTGCTAGCTTTTT 
GTTAGCTAAGTTTCTCCGGGGCGCCCCCGTTCCTAAGGCCAGGTAGACAAAGTAGATGTCACAACAAAAC 
AGTTTTAGAGTGCTTTGCTTAGAGCACTTTGTTCATGATCGCAGTGTTTACACTTCTCATTTAATAAAAG 
GCTTCACTTCATGCTATTAAACTGTAGTGTGTAGAGAGGTGTATTCTGTCTCTATATATATCATTTTATA 
TGTTATACTATTATGTCTTATGTACTTGCAATATCAGACCTTGTGTTCAAAACACAATGCAAGAGACCCT 
TTCCAGACCTGTATTTTTCAATGAAC 

>GBEQ0953 1 Acc | CD4 68879 [Ver 1 CD4 68879 . 1 GI : 31390147 ) LeukoS3_8_G04 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G04__A025 3', mRNA 
sequence . : Start : 1 : Stop : 720 

TGAAATTTTTATCTATTATATATTAAACGTTCTTGCTGCTGCGCTGCAAAGCCATAGCAGATTCGAGGCG 
CTGTGGGGGCCGAATCATTCTCCCAGTTGAGAGATGCGCTTTGGTTGAATTAAACGCCCTAACCTGAGAC 
TGAAGTGGGAGGGAGAGCCGTTGCCTCCGCTGCCCACACCACCTCCCNGAAGCCCTCTGCCTTTTGAAAG 
CAGATCGTTTTCACTGGGATGTTGGNCGCTGCAGGTATCTGTCCCCGGGCCAGCAGGGACGTCTGAAGCC 
TTCTTCGTGGCCTGGCTTTTTTTCTTTTCATCCTGTGGTTTTTCTAATGGATATTCAGGACTTTTGTAAT 
CTCATAGCTATCCAAGCTCCACTTCCTAAATTTTAAGAACTTTAATCGAAAGTTTAAATTGAAGGTGCTG 
TTTGTAGACACTTAACACCCAGTGAAAGCCCAGCCATCATGACAAATCCTTGAGTGTTGTGTTAAGAAAA 
TGATGCTGGTCATCGCAGCTTCAGCATCTCCGGTTTTTTGGCGCTCCGCTCCCCCTGCTGATCTCCGAGT 
CTCCTGGCTTTTCCCTCCCCTCTCGCCCCTTGCGGTCCTGTGTAGTGATGTGGTGAGAGGAGTTAGTGCT 
GCCTGCCCACCCTCACCCCATCCCTCCGCACTACATATGAGTTTCAAGTTTTATTATTGCAATAAAAGTG 
CTTTATGCTGGCTTTCTCAA 

>GBEQ0954 | Acc | CD4 68877 | Ver | CD4 68 877 . 1 GI : 3139014 5 I LeukoS3_8_D12 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_D12_A025 3 ? , mRNA 
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sequence . : Start : 1 : Stop : 7 68 

CAGCAGATGAAAATAATGCTTTTCTTTACAACTTTAGGTCTCTCAAGGGAAATCTGCCCTCCGACAACCA 
GGACTTGGGTCAAGATGGATCAGAGGAGAATTTTATTATGTAAAAGAGAGGGTCTCCTCCCTTGATGCTG 
GGCAATGCATTCAGTATATTTTGTGTACCATGGTTAAATGGTTAATTTGGGGACAAAAAGTTTTATAGAA 
ATTTTAAAACTTTTGAAAAAGAAGTTTAAGTTTTATCACCTTTTTTTCTCATGAATTCTTAAAGTCTACT 
TTATCTACCCTATTGTCCTGGAAAATACCTGCATTTCCTTTGTATCACATTCAACCAACATCACTATGAT 
TTAACTAGACTCCTCATGTCTATTAAATTGCTTTAAAGAATAAATTATACTGTTTGTAAAAAATTCAGTT 
TGAGAAGAAAATTGACAGGCAGGGGTTGATACCAAAGTCTTCAGGAACCTGACTGTTGTGAATTATAGAT 
V ATACCCCTTTGTTATGACAAAACCCGGGTGAAACACACAGTGAGTTCAGAGTGGGTATTTGACATGTTTT 
GCTGTGTGAAGTGCGCTGCTCTAATGTTACCATTGATGTGTTTGCAGAGCTAGTAGACACCGTGTGTTTA 
GAAGTGTGATTGCTGTTATTAGAAACTTAAGACCCAAATGAAAGCACATTGTGCTCTCAGGACTTCACAC 
CACTTTACCTTTTTTCCTGTATATCTGTGTATTTTCAAATGTTACTCTATTAAAGCAGAAGTATAATC 

>GBEQ0 955 | Acc 1 CD4 688 69 | Ver | CD4 68 8 69. 1 GI : 31390137 | LeukoS3_8_A12 . bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_A12_A025 3', mRNA 
sequence. :Start:l: Stop: 739 

TATACCAGTCTGTATATAATATAATTTACATTCAAGTTTAATTGTGCAATTTTTAACCCCTGTTGACTGG 
TGTTTTTGTTTTTTGGTTTTGTTTTTGACTAATAGTGAAAAAATTGATCAGGATTTGAGGCCAGTTTCCT 
AACT CAT T GCTAGCCAGGAAAT GATCT T TATAAAAAAAAATATGT T TGAGAGACT GGCAGC TAT TAAAAT 
TGCAAAACTGGACCATACTTCCCTTATTTAAGCAAAATGTGTTTCTGGAACAAGTGTTGGGTGAACGCCA 
CTACCAAGTTCCGGCTTTGTCTCTGCTTGCCTTCAGATCATGTGAGTTTAAGTATGCCTCTTCCTCTCAG 
CATCCCATAATCATGGCCTCTTGGATTTCTTCGTGGTCACCCAGGGTCCAGAGCAAGGAGTCTTGCTCTA 
CACAAATGTATCTGTAAAGTACCAGAGCCTGTTTGGCGTGAGCATACGACTTTTGTTCCAATAATATGGC 
CCTGTTTGGAGAAACTACTCCAAATCAGAAAGGATGTGGAAACTATGATGTAGTTTAAACTCTGGGCAGC 
TTCCGAATGAAATGCTGTTTTCTGTAGAAACACAGTAGCTGCCTCAGACATTATGAGGTATATAAGTAGT 
ATTTAATATGCCCTATAAATGTCTTCAGTGTTCTTCAGGGTAATTGGGATCTCAGAAGATTTGGTTCCGA 
TCCAAACACATACACATTCTGTATTTTAGCTCAGGTTTT 

>GBEQ0 956 | Acc | CD4 68813 | Ver ! CD4 688 13 . 1 GI : 31390081 1 LeukoS3_7_B0 9 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_B09_A025 3 f , mRNA 
. sequence .: Start : 1 : Stop : 67 6 

ATTTTTGTGTTGTTTTTGCACAGACTCCGGAAAAGTGAAGGCTGCCAATCCGAGTAGTACTCAAATGTGA 
GGAACTGCTGGTCTTGGATTTTTTTTCCATTAAATTCAGCTGATCATATTGATCAGTAGATAAACGTAAA 
TAGCTTCAAATTTTAAAAGTCAGATTGCAGTGTTTTTTCACTGTATCAAACAATGTCAGTGCTTTATTTA 
ATAATTCTCCTCTGTATCATGGCATTTGTCTACTTGCTTATATATTACATTGTCAATTATGCATTTGTAA 
TTTTACATGTAATATGCATTATTTGCCAGTTTTATTATATAGGCTATGGACCTCATGTGCATATAGAAAG 
ACAGAAATCTAGCT CTACCACAAGTTGCACAAAT GT TAT CTAAGCAT TAAGTAAT T GTAGAACATAGGAC 
TGGTAATCTCAGTTCGCTCTGTGATGTCAAGTGCAGAATGTACAATTAACTGGTGATTTCCTCATACTTT 
TGATACTACTTGTACCTGTATGTCTTTTAGAAAGACATTGGTGGAGTCTGTATCCCTTTTGTATTTTTAA 
TACAATAATTGTACATATTGGTTATATTTTTGTTGAAAATGGTAGAAATGTACTATGTTTATGCTTCTAC 
ATCCAGTTTGTACAAGCTGGAAAATAAATAAATATAACATAAAGCC 

>GBEQ0957 | Acc | CD4 68811 1 Ver | CD4 68811 .1 GI : 31390079 j LeukoS3_7__G04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7__G04_A025 3 f , mRNA 
sequence. : Start :l:Stop: 4 96 

GGA2^AGTTCTCTTGAAATCAAGAAGACCCGTATAATTCTTGTCATTCTCTTTAGACATTCAAATCAGACT 
GGCAACTATTTGGTAGCAAGAGCCATAGGCAGCCTTAGCACATGGGCACCCTTCTAATTTTGAGTTATTT 
CTAGACTTTTTTGGTATGATTCAAATAAGGATGGTACCCAACAAACATGACAGTGCTTTGGGTCACAGAT 
TAATTTTTATTAAATAAGTGT CT TGAT TAGATAAGTTCAGCTGATAT TTAT GTAAT GAGAAACAAATAGC 
ATCTTTCTTGCTTTGCTTACATGAATATTTTCTGTGGGACTGACTCTCAAGTTTGCTGTGTGCCATGTAC 
CGTGGAAGTTGGTTCTCCATGAGTATTTAGAGATCTGGAGGAAAAATTTGTTTATGTAACTCTTAATTGG 
AACTATTTGTTGTGGTTTTTCTTCAAGCCAAATATATGACCCAAAATCAATAAAGAGGCCAAAATTTTAG 
CTATTT 

>GBEQ0958 | Acc | CD4 68 805 | Ver | CD4 68 805 . 1 GI : 31390073 | LeukoS3_7_G10 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_G10__A025 3', mRNA 
sequence .: Start : 1 : Stop : 664 

GGAACAGGCTACCGGCACCAAGGACACGAAGCCAATGGGCGGGTCTGGGGCCGCCAGCCGGAAGGCGTTA 
GAGACCCTGCGGCGGGTCGGGGACGGAGTGCAGCGCAATCACGAGACGGCCTTCCAAGGCATGCTTCGGA 
AACTGGACATCAAAAATGAAGACGATGTCAAATCTTTGTCTCGAGTGATGGCCCACGTTTTCAGTGACGG 
AGTGACAAACTGGGGCAGGATTGTGACTCTTATTTCTTTTGGTGCCTTTGTGGCCAAGCACTTGAAGAGT 
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ATAAACCAAGAAAGCTGCATCGAACCATTAGCAGAAAGCATCACAGATGTCCTCGTAAGGACAAAACGAG 
ACTGGCTAGTCAAACAAAGAGGCTGGGATGGGTTTGTGGAGTTCTTCCATGTAGAGGACCTAGAAGGTGG 
CATCAGAAATGTGCTGCTGGCTTTTGCAGGTGTTGCTGGAGTAGGCGCTGGTTTGGCATATCTAATAAGA 
TAGCCTTTAAGTGCAATAATTGACTCTTAACCAACTCCAGCCACCCAAAACCAAGACATCTGCTGTGAAA 
TCAAATGTATTTATGAAGTTGGACTTCAGGATGTCCAGGCTGTAACCTCCAAGCAACATAGAAAAGCAAG 
T GGCAGGAGGAC TAT GGCTAACAGGAATAAAT AA 

>GBEQ0959 | Acc | CD4 68802 | Ver | CD4 68 802 .1 GI : 31390070 | LeukoS3__7_D0 4 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_D04_A025 3', mRNA 
sequence . :Start : 1 : Stop : 638 

CACGCCAGATCCTCTGATCCTGCCCCCTAGCCTGCCCCTGCCCTACCATGGATGGTTAATATATATATAT 
ATTTTAGCAGTGACATTCCCTGAGAGCCCCTGAGCTCTCAAGCTCCCCTCTGCCAGGGTGGGGGCCTGGC 
CTGGCCTGTCTTCTCTGGGGGTGCCCGATGGCGGCCTCTCCCCAATGCTTACTAATACATTCCTTTCTCC 
AAACCTACCAAAACTGGACAAATGGCCTCTTCTTTTCCGCTGGGACCAAAATTTGGGGGCCTCACCATCC 
CCACCATACCTCTTCTCTTTCCCTCTGGCCCTTCTTCCCCCTGAGCTCTGTGCCCTCAATCCATTCCTTG 
GCTGGAGGTTGGGGACACTGCCTTCTAGCGTTCCTTCCACAAATATGCCTCGCCCACAGCTGTGGCTGCA 
GGGACGTAATTTATAGGGAGGGGCCTGTGGTGGCTGCCACTCCAGCCACAGCTGGACTACGCTCGCCACA 
CATCTGCGGCCGCCTGCCCTGGCAGAGGCCCTCTTGGCTTCTCATTTTCCATTCCCCTCGCTGTGGCTAT 
GGAGTGGGGGTGAGGGGACGGGGGAGGGAGGGCTGCCCACTGTGGGCTGGGGCTTGAAGAATCTGAGTTT 
GCTGATTT 

>GBEQ0960 | Acc | CD4 68801 1 Ver | CD4 68 801 . 1 GI : 31390069 | LeukoS3_7_A12 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7__A12_A025 3 T , mRNA 
sequence. : Start : 1 : Stop : 713 

AGAGAGGATTCAGCTTCAGGAATACGCCTCAACACTTTTGCTCAACGGTTATGAGACTGTAGAAGATTTA 
AAGGATATAACAGAGAGT CATCT CAT TGAGT TAAACAT TAAAAAC C CAGAAGACAGGATGAGGT T ACT AT 
CAGCTGCTGAAAATCTCCTTGATGAAGAAACTATTCAGGAAGAAGAAGATGAATCTGTGCCCCTAACCTT 
AAGACCAGACATCTCCTTAAATAAGTCACAGTTAGATGACTGCCCAAGGGACTCTGGTTGCTATATCTCT 
TCAGAAAATTCAGATAATGGCAAAGAAGATCCGGAGTCTGAAAATCTGTCTGACATGGTACAGAAGATTA 
CTATCACAGAGCCGAGT GACTGAACACACGT TCTCAACTC TATAT T T GCAGAAGCAT T CCAT TT GAAC TC 
T T C T T G AGC T AAAAGAT GAAAT AG GAGAAG AAAAGT AT T T G TAGAT AC AAC C T AAAG T T AAAAT GT.CT C A 
ATCTGAATGTACATAAAAGTTCATATCTCTAGCATTCTCAGTTATTGTAAATAATATGCATATTTATTAC 
TTTAAATGCTACATGTTAATATAGCACTTGCCTGTATTAGAAAAAGTATATATAAGTCTTTGTTATGTCA 
CATAAGCTTTATTTGGCTTTCTTTTACAAGTGCAAAATGATAAATTCCGCAGAAAAAAAAAAAACCCTAC 
T TT TT C TATAAAA 

>GBEQ0961 lAcc|CD468799| Ver 1CD468799.1 GI : 31390067 | LeukoS3_7_C0 9 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_C09_A025 3', mRNA 
sequence. : Start:!: Stop: 710 

CAGCCCCCATGGTTAAGAAAATGATCGATAGGATGCTAAACAAAGGCAGCACCAACTGACCTTGAGAGAA 
GAAAGAAGCTCTTTGGTGGCGATTCCTGAAAAGTGGTCCCTGCCCTTATTGGCACTGAAAACGAAGAAGA 
GAACAATTGTCTTATGGCAACACTTAGAAAGGGTTTAGTGTGTTTGACTATTTTGTGTGAGAATTCTATT 
TAT ATATGTATGTATGTATT T AT TT T TCAAAGCTTGTAT TT T AATAT TT TATATGTT AGTATT TAAAAAT 
GAGAATATGT T TAAT CAAATAT AAT CAGT CCTGAT TGC TAT T TAATT TGAAGAT GAT GGGT T TTAAGT GT 
CTCATTAAACTGATACATATCAGGAGAGCACTGAGTGCCAGGCACTGTGATGGAGGTGGGGGGTGTGGGT 
TGGGAGAGGGGGCTCCAAGCAAT TAGACAGCAAGATCACT AT T AGAGT CAGACAAAGTGTGTGCACAT CT 
TTTTTTGTATTTGTTTAAAAGCAGGTCAGTTGCTATTTATTGAAATTATTTCACATTATGTGGTCAACAT 
TTTTATGTTGAAGCTTCCCTTAGACATTTTATGTCTTGCTTGTAGGGCATAATGCCTGGTTTGATATTCA 
TTATGCAATGTTTCTCTATCTTGGAACAGAGAAGTTAAAAGTGCTGTTATATTTTTACAAGTGACATGAA 
AAT AAAAGT T 

>GBEQ0962 | Acc | CD4 687 94 | Ver | CD4 687 94 . 1 GI : 31390062 | LeukoS3_7_A04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7 _A0 4 _A 025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 200 

GTCCGTTGGAGATGGTAATTTTGGATGCAGTTTCCCGTCAGATTTTTCCTTGAACATTTTTTTGTTAAAC 
AACTAGGGGGGGGGATTTTAATGTATATGAAAAAACTTCATTTTTGGGAGTCATTTAAATGGGTCCAATG 
TCCCCCCTGGTATTTAGAGTTTCTGTTTTGATTCTTTTTTAAAAAACTCCCCTTTGTTTT 

>GBEQ0963 | Acc i CD4 68789 | Ver | CD46878 9. 1 GI : 31390057 | LeukoS3_7_E04 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_E04_A025 3', mRNA 
sequence. : Start : 1 : Stop: 680 

AATGGTTTCTATCCAGGCCACATTGAAGTCAGATGGTTCCGGAATGGGCAGGAAGAGGAGGCTGGGGTCG 
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TCTCCACAGGCCTGATCCGTAATGGAGACTGGACCTTCCAGACCATGGTGATGCTTGAGACAGTTCCTCA 
GAGTGGAGAGGTCTACACCTGCCAAGTGGAGCACCCAAGTCCGACGAGTCCTATCACAGTGGAATGGAGG 
GCCCAGTCTGAGTCTGCACAGAGCAAGATGCTGAGTGGAGTCGGGGGCTTCGTGCTGGGGCTGCTCTTCC 
TTGGGGCGGGGCTGTTCATCCACCGCAGGAACCAGAAAGGACACACAGGACTTCAGCCAACAGGGCTCCT 
GAGCTGAAGTGTAGATGATGACACTCAAAGAAGAACCTTCTGTCCCAGCTTCCCAGCATGAAAACGTTTC 
CTGCTTGGCCCTTATTCTTTGACCAAGAGCGTACTTTCTCAGGATTTGATTTGGTCCTGGTTCAGTGACC 
CTGCAAAAAATGTCATCCCTATGGCCTCCTCAGCCCCTGCCCTTGGCCTGGAAGTCCCCAGTATTGATTG 
TGGTACCGTGTCTACATTCTTTCTCCCTCCCCATTGTATTCAACCCTTATGGCCTCCTATGCACCTGAAC 
TCACCTCTGCCCACATTTCTTTATAAAGTTTTTCTCAAATAAACATGGAG 

>GBEQ0964 | Acc | CD4 687 87 | Ver | CD4 68787 .1 GI : 31390055 | LeukoS3_7_AlO . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_A10_A025 3*, mRNA 
sequence. : Start : 1 : Stop : 77 6 

ATTAAGAAAATTGGTTACAACCCAGACACAGTTGCATTTGTGCCAATTTCTGGTTGGAATGGTGACAACA 
TGCTGGAGCCAAGTGCTAATATGCCTTGGTTCAAGGGATGGAAAGTCACCCGTAAAGATGGCAATGCCAG 
TGGAACTACGCTGCTTGAAGCTCTGGATTGCATCCTGCCACCAACTCGTCCAACTGATAAGCCCTTGCGT 
CTGCCCCTCCAGGACGTCTACAAAATTGGTGGTATTGGTACTGTCCCTGTGGGCCGA.GTGGAGACTGGTG 
TTTTGAAACCTGGCATGGTGGTTACCTTTGCTCCAGTCAATGTTAGAACTGAAGTAAAGTCTGTTGAGAG 
CTTTTCTGACTATCCTCCTCTGGGCCGTTTTGCTGTTCGTGACATGAGACAGACGGTTGCTGTGGGTGTC 
ATCAAAGCGGTGGACAAGAAAGCAGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAGGCTCAGAAGG 
CTAAATGAATAGTATCCCCAATACCTGCCACCCCAGTCTTAATCAGTGGTGGAACGGTCTCAGAACTTTT 
TGTCTTAATTGGCCATTTAAGTTTAATAGTAAAAGACAGGTTAATGATAACAATGCATCGTAAAACCTTC 
AGAAGGAAAGGAGAATGTTTTGTGGACCATTTGGTTTTTTGTGTGGCAGTTTTAAGTTATTAGTTTTTAA 
AATCAGTACT TTTTAAT GGAAACAACTTGACCAAAAATCT GTCACAGAATT TT GAGACCCAT TAAAACAA 
AGTTTA 

>GBEQ0965 1 Acc | CD4 68786 | Ver | CD4 68786 . 1 GI: 31390054 | LeukoS3_7_D09 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_D09_A025 3', mRNA 
sequence. : Start : 1 : Stop: 661 

ATTAACAAAGCTCTCTATACATAAAT GCCCAGCACAGT TAAT T GT TACAAAAACAAACCACCAAACCTCA 
AACTACTGTATTTCACTGTCTGTACTGAAAGCATAAGCATTGTGACCATTAAATGTTGCACATCATTCAT 
TCGCTGTATAGTGATCATTGACTAAAGGGATTTGTCTGTTTTCTTCTTGTGGTTGTATATATCAGGTAAA 
GTTTTCTCCAAAGAGCCATGTGTCATATCATATTGAACCACTTTGATACTGAGATATTAATTTGTACCCT 
TGTTACTATTTACTAGTAATAATATAGTACCATAATAATGTTGCTAATTCAAAATTGTTGCATCCTTTTT 
TATAGACTGTTTATATTTCCATAAGGGTTAAGTATTCTATTTTCCCTTCTTGTACCCTAGGATGAAGCTA 
TGTTTTTGTGCTTTTTCTTTATCATGGCCCTTCATTCCAAGCACTTTATGCTGTCTGTAATGGGATCTAT 
T T T TGCACTGGAATATCTGAGAAT T GCAAAACTAGACAAAAGT T TCACAATAGAT T T CT AAGTTAAAT CA 
TTTTCATGAAAAGGAAAAAAAGAAAAAAAT T T GTATTGT CAAT AACTT TATATGAAGTAT TAAAGGCATA 
TTTCCATGTTGTAATAGGTCACGAAATAAAG 

>GBEQ0966 | Acc [ CD4 6877 9 | Ver | CD4 6877 9 . 1 GI : 31390047 | LeukoS3_7_G06.bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_G06_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 685 

CAGGCATCCAGTGGGACCTGCGGAAGACCCAGCCCTATGATGTTTATGACCAGGTGGAGTTTGACGTCCC 
TATTGGCTCTCGAGGGGACTGCTATGATAGGTACCTTTGTCGGGTGGAGGAGATGCGCCAGTCTGTTCGA 
ATCATCTCACAGTGTCTAAACAGGATGCCTCCTGGGGAGATCAAAGTTGATGATGCCAAAGTGTCTCCAC 
CGAAGCGAGCAGAGATGAAGACT TCTATGGAGTCACT GATTCATCACT T TAAGT TGTATACTGAGGGCTA 
CCAAGTTCCTCCGGGGGCCACATACACTGCCATTGAGGCTCCTAAGGGAGAGTTTGGGGTGTACCTGGTG 
TCTGATGGCAGCAGCCGCCCTTATCGATGCAAGATCAAGGCTCCTGGTTTTGCCCACCTGGCCGGTTTGG 
ACAAGATGTTTAAGGGACACATGTTGGCAGATGTCGTTGCCATCATAGGTACTCAAGATATTGTGTTTGG 
AGAAGTAGATCGGTGAGCAGGGGAAAGCATTTGATTTCCCTGCCTGTCAGCTTCCTCTGTGGGGCCTGTC 
CATCATTGGAAATGGAACTGTGTGTGGGTGTGTACACGTAGGGTACAGGAGCACTGAGCTGTCAGGCTTT 
CTGTGCATGTATTAGAAAAGGAGAAATTATAATAAATTAGCCGCCTTCTGGCCCC 

>GBEQ0967 | Acc 1 CD4 68772 | Ver | CD4 68772 .1 GI : 31390040 1 LeukoS 3_7_F0 3 . bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_F03_A025 3', mRNA 
sequence. : Start : 1 : Stop: 717 

TGATAAACGGAAGGTGCCCTTGACTGAAAAAGTCGTGGCAAACCCAGAGCAGGTAGACAAGATGAAGGCT 
ATTGTTCAGAAGCTCCGCTTCAAATACAGAAGTGACAGCTTTGAGAACCCGGTGCTGCAGCAGCACTTCA 
AGAACCTGGAGGCCCTGGCTTTGGATTTGATGGAGCCCGAACAAGCAGTCGACCTGACCCTGCCCAAGGT 
GGAGGCGATGGATAAAAGACTGGGCTTCCTTGTGGATGAGTTCAAGGAACTTGTCTACCCCCCAGATTAC 
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AGCCCGAAGGCAGAAGTTCCCGTGAGGAAACAAGATTCTGGAAACAAAAGGCCCAAGGTGGAGGTATCTG 
AAGAGGAGCTGAAGGCCCATATCAGCAAGGGCACACTGGGTAAGTTCACTGTGCCCATGCTGAAGGAAGC 
CTGCAGGGAGTACGGGATGAAGGTTGGGCTGAAGAAGCAGGAGCTGCTGGATACACTCACCAAGCACTTC 
CAGAAGGACTGACCAGAGACCATGCAGCCAGCCACCCTTCCGCACTATAGCCAGGCTGCCTGGTTTTCTT 
CTCATCAAGTTAAAAAATGTTTTTCCTGAGCCAGGAAGAGTCCGCCTGACAAAAGCCTAGGACTTTATGG 
TTCTGAGACTTTCTGTTGCCATGGAGACAGTGTAGCCCTCCCACTTTGCTGTGCCTTACTCTGCTGTTGG 
AATAAAGAGCCCTAACT 

>GBEQ0968 ) Acc | CD4 68710 | Ver ! CD4 68710 . 1 GI : 31389978 | LeukoS3_5_H0 6 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_H06__A025 3V, mRNA 
sequence . : Start : 1 : Stop : 614 

T T TGATAGAT T T TCACT GACCACGGAGGGAGGAGCCACC TT GCCACAACACCAAGAT GAGGGACACCAAG 
GAAACTTCTCTCTGGGTCCTGTGACCCCTGGCTTCTCAGGGAACTACAGGTGCTATGGTTGGTATAGTGA 
CAACCCTTACGTGTGGTCAGCCCCCAGTGACACCCTGAAGCTTGTGGTCAAAGATACCATGAACCAAGAC 
TACAAGTTGGAGAATTTGATCCGAGTGGGTGTGGCAGGGCTGGTCCTTGTGGCTCTCTTGGCCATACTGG 
CTGAAAATTGGCACAGCTATAAGGTTCCTCACAAGGAAGACAGGCAAGACTTGCCTGAATGGAGCTATGA 
TAAACAGAAAATGTAAGACAGACCCTCTGGACCAACCAAAAACAGCCTCTGCACCAACCCCCAACAGCCA 
GCAGGTAGACACCTGGTGCTAAAGGCAGATGAGTAGGATTTTGTGGTGTCTGGAAAAGCTACTTGGAGAA 
CAGAAGGAAGAAAGTGGCAC TAACAAGC T T GGAT CCATT CT CAAGCCAAT CAAATAGCAT T TT CT TAT AG 
GGATCTGGGATATTTGCACCCCACCTTCCTGGACACTGATAATAAAATTCTCAC 

>GBEQ0969 1 Acc | CD4 6870 6 | Ver | CD46870 6 . 1 GI : 3138 9974 | LeukoS3_5_F01 . bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone. LeukoS3_5_F01_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 33 

AGGGAAACTATACCTGTGAAATCCGCTTTGAAATGGAGAGCCAGGTGTTCAAAAGAACAGTGGCGCTGCA 
TGTTTTGCCAGAGGAGCCCAACGAGCTCGTGGTCCATGTGGGTGATTCGATTCAGATGGGATGTGTTTTC 
CAGAGCACAGAAAAGAAACGCATGACCAAGGTAGACTGGATGTTCTCGTCGGAAGGGCACGCCAAGGAGG 
AGATTGTGCTACGCTATCACCCCAAACTCAACCTACCTGTGCGGTACCCCCAGAACTGGAGCCGCTTCCA 
GAACCGTGTAAACCTGGAGTGGGACCCTGGCCCTAGGGACCCTGGCTGAGCTGCTGCAGTGGCAAACACT 
CCATCGGAT CAGAACCTCCAAT T GCAT GGT AT T CT TTATGGACGAGTT ACTGAGAAGAAT T GCAGAAAT A 
AAAACCAACCCAA 

>GBEQ0 970 | Acc | CD4 68704 | Ver | CD4 687 04 .1 GI : 3138 9972 \ LeukoS3_5_D04 .bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_D04_A025 3', mRNA 
sequence . : Start : 1 : Stop : 7 13 

TCCGTGACAGATTTCTATCCAAGCCAGATCAAAGTTCGGTGTTCCGGAATGGCCAGGAGGAGACAGCTGG 
CGTTGTGTCCACCCCCCTTATTAGGAACGGGGACTGGACCTTCCAGATCCTCGTGATGCTGGAAATGACT 
CCCCAGCGTGGAGATGTCTACACCTGCCACGTGGAGCACCCCAGCCTCCAGAGCCCCATCACAGTGGAGT 
GGCAGGCGCAGTCTGAATCTGCCCAGAGCAAGATGCTGAGTGGCGTCGGGGGCTTTGTGCTGGGGCTGAT 
CTTCCTTGGTCTGGGCCTTATCATCCATCACAGGAGCAAGAAGGGACCTCGTGGGCCTTCGCCAGCAGGG 
CTCCTGGACTGACACCTGAGGTTACTTTGACAGGGATTGGTTTTTGCTCTTCTGTAATGCCTGCCTGTCC 
TTGCTCAGAATTCCCAGCTGCCTGTGTCAGCCTGTCCCCCTCTGAGATCAGAGTCCTACAGTGACTCTGA 
TGCATTCTTCAGGTCACCTCCTGTGACCTCTGCCCTGAGGATCTGACTGCAACACTACTTCCTGCAGTGA 
GCCCAGAGCTCTGCCTGTGCAGTTGCTTCCAGCAGCGTCTACTTGGTTCCCAAGGGTTTCTTCTGATCCA 
T TCT T CT CTCACAGAAT GTTC AAGAGAAGCACAT T GAAGCCATTT ACCT GACTATAGAGCT T TTAT CATA 
AT T AAAC AT GAT T 

>GBEQ097 1 | Acc | CD4 687 03 | Ver | CD4 687 03 .1 GI : 31389971 1 LeukoS3_5_A05 . bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_5_A0 5_A0 2 5 3 1 , mRNA 
sequence. : Start : 1 : Stop: 234 

TCCCCCTCCTCCTTCACGTAAATGAAACCACTCAAGTGGTAGTGACTTGTGCAAACTTAACTACATTTAA 
AGGAGCGCTGTCTTTCCCCTTTTTTTTTCCTCTTCCCCTTTCCTTTCTTTTTTATTTTTATTTTTTCCCC 
AAACCATTGTGATTTGTCTTTCATGCAGGTTAGTTAGAACTCACTGCCAGGTTTCTTCTGCCCACCAAAA 
TGAT CCAGTCTGTAATAACAGAT T 

>GBEQ0972 | Acc j CD4 68 698 ! Ver | CD4 68698 .1 GI : 3138 9966 ] LeukoS 3__5_A0 4 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5__A04_A025 3', mRNA 
sequence. : Start: 1: Stop: 34 0 

ATCCCTTTACATTTTGTGTCCTGTCAAGTATTATGACAGTGCCCATGTAGCACAGCCACAAGTTTGGTTT 
ATGTGGGCCTAAAATTCTAACCCATCTCCGGACTTTGAGAGTCATTTTGGAGGAAGCCTGTGTGCAGTGT 
TTTAACCTAATACAACTGATGAGAGCACAGGGGAAGAAACCTATCATAAAGCAGGTAAACGTAGAAGCTT 
CTTTTGTATCCCAGGTGCGGCTTCTTCAACGGACCAAGCTGCGCTGCAGTATTGACTTGAGAGAGCCTCC 
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ACCGTGTCTGTCTCAGAATGGCTCCACATGATTTCTGTACTGCAGAATAAAGCCAAACTC 

>GBEQ0973 | Acc | CD4 68 695 1 Ver | CD4 68 695 .1 GI : 31389963 | LeukoS3_5_D02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_D02_A025 3 f , mRNA 
sequence Start : 1 : Stop : 615 

ATCCCCCAAAACCTGTGAGCTTCATGGTGAAGGAAACTGTGTGCCCCAGGATAATGAAGCAGACACCAGA 
GCAGTGTGACTTCAAGGAGAATGGGCTGGTGAAACAGTGTGTGGGGACAGTCATCCTGGGCCCAGTCAAG 
GACCACTTCGACGTCAGCTGTGGAGAGGGATTCTAATTCCGGCTGAAGTTTGAAGCCACCGACGTAGAGT 
AATGAGCTTTGAGCCCATGCTCCTGTCCTGGCTTTGCTGGATGGGCTGTGTGACCCTACGAAGCCCCTTG 
TCATCTCCAGGCTTCAGTTTCCTCAGCTGTTGTACGTATAGGACATCAACTACATGCCCCAAAGGTCACA 
GACAGGGGTGATTTGGGCCCCAGCTCTCCTGGGGCGTCCCTGGAAAGGAGCGTCTAGGTGCGGAGGGGTC 
TTGTCTTGACCTGAGTCCAGCCACCACAAGGAGCTCGTTTCCTCCTGGTTCGCAGCCCCAGCGTGTCAAG 
AGATTTGGCCGGTTGGCTAAGAGTTTTTTGAGAATGCGGATTCTTCTTCCTCGACGTAAGATCCTTCTAG 
CCTCCTAGGGTCTGCTTTGCCAAGCTCAGGTGTCTGGACTCTGAAAAATAAATTC 

>GBEQ0974 | Acc | CD4 68 694 | Ver j CD4 68 694 . 1 GI : 31389962 | LeukoS3_5_E04 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_E04_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 620 

TCAACAGGCCCTGGAAGAGTTTGGAGAACCCTGGGACCTCAACCCTGGAGATGGTGCCTTTTATGGGCCT 
AAGGCGGGGGCCCTGGAGCATCCAGTCCTCATTCACCGAGCAGTGCTAGGTTCTGTGGAAAGAATGTTGG 
GAATGCTGGCAGAAAGCTGTGGGGGAAAATGGCCACTGTGGCTGTCCCCATTCCAGGTGGTGGTCATCCC 
TGTGGGGACTGAGCAAGAGGGATATGCCAGGGAGGCACAGCGGAGCCTGCAGGCTGCAGGACTGGTTTGC 
GACCTCGATGCTGACTCCGGACTGACCCTTAGCCGGAGAGTCCGCAGGGCTCAGCTCGCCCACTACAACT 
T T CAGTT TGT GGT TGGTCAGAAAGAGCAGAGTAAGAGAACAGT GAACAT TCGGACT CGAGAT AATCGT CG 
ACTTGGGGAATGGGATTTGACTGAAGCTGTGCAGCGGCTGCTGGAGCTACAGAACACCAGGGTGCCAAAT 
GCTGAAGTCCCCCCGACCCCTCAGAACTTGTGTGGAGGCATGAATTTGCTGTCCTGGAAAGAGATTTGGT 
T TGGGGGAAGCT GCAGCTGT T TGGAT GT GAGGAGAGT GAAT CT AAAAATAAACT TGAAGC 

>GBEQ0 975 | Acc | CD4 68687 | Ver | CD4 68 687 . 1 GI: 3138 9955 \ LeukoS3_5_G07 ,bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_G07_A025 3', mRNA 
sequence . : Start : 1 : Stop : 657 

ACTTTCATCTAAGTCATTCCTTAGGCAAGGGACCTGGAGCTGGCCCAGCAACTTCAGCAAGAGGAGTACC 
AACAGCAACAAGCACTCCAGCCTGCGCCAGCGCGGGCCCCGTCGCCACAGGGGAGAGGAGCCAGCTCCGG 
ACGCCCAGCCGGGGAGCGTCGGCAGAGACCGAAGCAAGAGTCTGACTGCGTCCTCCTGTAGCCTGCTCGG 
TGCCACGCTGCCCAGCCCCTTCTTTCAGAGGCGATGGTTATTTTGCTTGCTCCCCCCAGCTCAACCCCTG 
AGATATGCAGGGTAACTTATTTGTGGACTCTTGGGGATCCAAGCAGGCAGTAAATGCCGAGGTCAGCCTC 
AGTGACGTCCTTGCCCTCATGTGCTGCCTCCTTCTCTTCCCCCCAATCATCCAGGGCAAAGCTGGGGTTG 
GTGGGGTGAGGATTTCTGATTCCCAACTCCCTCCCCCCAGACTAGTCACACTAATATACAGACTCAGGCT 
CCAGGGGGCAGTCCCTGTCTAGAATGCATCTCCCCTACTTCCCACCCTTGCCTGGCCAGATCCTCCTGGC 
TATCCTGCAGGCCTGTCTCTGTTTCAGGGTTTGATTTGAGTTTCTATATCCATTATTTGTAATGCCTTCC 
TAGGGATTTGGAAATAAAACTTCTTTC 

>GBEQ097 6 | Acc | CD4 6868 6 | Ver | CD468 68 6 . 1 GI: 31389954 [ LeukoS3_5_H0 9 . bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5__H09_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 704 

TAGGCATTCTTTGAAAACCAGACGGAAGTATACTTTTATTTCAGAGACTTAGGTTGTGTTCTGTGTTTCT 
GAAATCTCTATGTTTGCATATTTGAAAATAGTGGGATATTTTTACATTTATTGGATTTGGGAAATTGTTC 
CTTGGGGTCCCACCCTCGGTGCCCAATGAGGAAAAGCTTGGTTAGGAGTGGTTTGCTGCCCTCCTCTAAA 
GGCAGTGGCCAGACGGGGGTGAGCAGGATGGGGGGACCGTTTGTAAGTTGGACCGAGGAGAAAAAGTTCC 
TGTCAGTTTCATCCAATCTTAGTTGTTAGAACAAACTTAAACCCCCATAATCTCAGAAAATCCTTGTAAG 
TTTTAATGGAACATTTTACACACTTCAAGTCTTGCAATGGTGCTTTAAGTATCAATGTAGCATGTGAAAG 
GCTTTGTACAGACAGGTGAAATTTCCTTTTCTGAGTGTTGAAATGTGATAACAGCACCTCTTCATCTTTA 
ACTTGAAATCAAAACTAT CAGATTT TAT TT T TC TATAAT T TAGGAAGGTGAAGT TAGCAGACT AGAAGAC 
TTCCAAATTGGCTTCTACAGATCCAGTAATTTAAACGCAACCAGTTCATCGGGATTTTATAGCTAAAATT 
GTATTTGTGTCTATAACTTAACTAATCTGTAAATTGTAATAAATGTATTTGCAATTATTAAATGTTACAT 
GATA 

>GBEQ0977 | Acc| CD4 68682 | Ver j CD468 682 . 1 GI : 3138 9950 | LeukoS3_5_H08 .bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3 — 5_H08__A025 3', mRNA 
sequence • : Start : 1 : Stop : 625 

TAATAGTATTTCTAGAAGACATTTCTTTTAAAGAAAGATTGTATGCCACTTTTGTTTAAGGACTGTGCTA 
TGATCGCTGCGTTCATTTTGGTTTATCTTGGCATAGATCCTTCGTTTTTTTTTTCTTTTGCTTTAAAAAT 
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TTTCTCCTTTTTCTTTGCTTTTTTCTGATTAGGCTTGGGTGAGTATTTTTCGTTTTAAAAAAAGTAACA^ 
TCCCGTCCACTCATAAGCTTGGTACAAAAACGTCTTTGGCAGTTAGTTACTTTTGAAGCTTCACTCTGCT 
TTCTGTATAAAGGGCAGTCTGTGGTCACTCGAGACTTTTTTTTCACTTTTCCAGGCAGCTTCGTGATGCG 
CAGGCAGTAGCCAGACAGGGTCATGGGAAGGGGCCCTGCACTTCTAAACTGAGTGGTTGCTGGTTAGTTT 
GGTATT CAAAAGAGGATAAAAATCT GGTAGATT AGT T CAT T C T CAGCATGT GTAGCTAGACATGAGTAAA 
GATAAC AGCAT GAGAAACTGT T AGT ACGCAT ACC T CAGT T CAAACCTT TAGGGAATGAT T AAAAT TAAAA 
AAAAAATACATTTCACTCAGTTGCACTTAGTCGTATGTCTTGCATGCTTAGTCTAAAGACTGTAG 

>GBEQ0978 | Acc | CD468 681 j Ver | CD468 681 . 1 GI : 31389949 | LeukoS3_5_Bl 0 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5__B10__A025 3', mRNA 
sequence . : Start : 1 : Stop : 677 

GGATTAAAGCCTCCTGGAGTTAAAAGTGGCATCTTCTGTGTATGGATGGAAGGAGACCTAGCTCCCCCAA 
CAGTGGGCATTCATGAGGTACACTATTGGGAAATGTVATAATTTCCAAATTAGGAAGTGTAACAAAACTGA 
GGTCTCTTGAGGGAGCTTGGCTGGTGTGGGAACAGTGGTTTAGGGAGTAGAGACACTAATGACTTGAGAG 
AAGGGCTCTGGCATTCCATGAATGTATCAGGTAATATTATATGTGTGTGTGTATGTTTGCACATGTGTGC 
ATGGACTGTGAGTATCAGTGTGAGCCAATGTATTCCTGTGTCTGACTGCAAGTCTAGATATTTCCCTAAA 
CTATATGAACTATGATGCCACATAGAACAGTCTGTCTGGAGAGGTCATGGGTCATTCCTGGGGCTTCTTG 
GGTCCCCTACCTGATGATGCCTATGAATGTGTCATTCTGGGTTGTGGCCTGTGACCAGCAGTAGATGTCT 
CCATTTCACTTTCACACAGATGTCCCTTTCTTGGCCAGTTATGCCCTCTGACCTTCTAGCGGAGTTCGTC 
CAGTCCTCACTGAATGGGGTGAGGACCACTCCTGTACACTGAATATTTAATAATTATATTCTGCTGTTTT 
TAT TTATATCTATT TTTGTAAT TT T GAATAAAGACGAT CAAT AAAAT 

>GBEQ097 9 j Acc | CD4 68680 | Ver | CD4 68 680 . 1 GI : 3138 9948 | LeukoS3_5_C12 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_C12_A025 3', mRNA 
sequence. : Start : 1 : Stop: 325 

•GGTGGCATTTAAAGTGCCCGCAGCCTCACGCAAGTTAGGACAAGTGGATTACACTGTCTTATGATGATGA 
GCACCCACCCCCGAGATATTACCTCATTATGCAAAAACAACATATCGTTCATGACTATTTTGACAAAAGC 
TTAAAACACGTCTGATGAAGTTCAACTTCCAGGAACCAAGGACTGCCAGAAAATACTAGCCTGTACATTA 
TGCATGCATTTAGAAGCTTACCTGAAATCTGCCTTTTATAAAGGAATAGTATGGATAAGTTGAACTGTAC 
ATT TT T TAAACTTGAT TGCCAT TAAAGCAGAAATTATAAGGT GCA 

>GBEQ098 0 | Acc | CD4 68 677 | Ver | CD4 68 677 .1 GI : 31389945 | LeukoS3_5_D07 .bl__A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_D07__A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 717 

ACATCCAGGGGGGATTTCCTCCGGCATCTTAATTCACACTTTAATGGGGAGACTTAAGACGCATTTGAAA 
ACAGACACACCAAGTTCTGTGTGATGATTTGGGGTTTGTAATACTATAAATACTTGATTGCAAACTTAGT 
TCAGGATCATTTATTGAAGAATCTACTGTCAGACCTATTTTAATTTTTTCTAAACGTATACTGTAACTTT 
TATTATCTTTTAAAGGATCATTCTGTAGAAAACTGCAATTCATTGTATCCATGCTTACAGTGTTTACCAC 
CATAATTCAAAATTTATATATGTGACTTATGGAATTATAGAATCATAATTTATCTTTGTTTCAAATATCT 
AAGCTTATTGCTTGGATTTCTAGTTAGATCTATTGAATTTGGTGATGTCAAATGTTTATAGAGTTTTTTC 
ACATAAAAATTTAGGTTATTTATGCTATAGGTGATGTTCTTTTTGAATAAACCTCTAATAGAGAATAGCA 
GACAACAAAAAAATCTAAGTAGATACCAAACCTAAGACATTTGTTGCCCAGTGATAAAATCACTGGTAGA 
ATAT TTAAACACTTTAGATT T TTTAAAAT AAT AT ACATGG T TT TAAT TT TTACTATGTGTATAGCTACAT 
GACAAAATGAGTTAAATATTAAAAAGTTACTTCTGTTGTGATTATTAATGTGGTCTTTGTTCCTGAGTAA 
AAAAAT AAAT C AC AT T T 

>GBEQ0981 | Acc | CD4 68 672 j Ver | CD4 68672.1 GI : 3138 994 0 | LeukoS3_5_B02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_B02__A025 3', mRNA 
sequence . : Start : 1 : Stop : 6 61 

ATTTTCAGAGGCCAGCTGTTTATTACATGATGTCATTTAGTGATTGGTATGAGATGCAAGATGCTGGGAT 
T ACTT CAGACACAAT GAT GAAGAACTATTTCTTTGTGCCTT CT TGCAT T CAGCTGAGCCAAGAAGACAGC 
TTTTCCACTGAAGCTTAAACAGGCATTAACGCTTCTTTAGATCTGAAGTTGCAGGTTAAGCTTGTCTGGT 
CTACATTCCAATGTGGAAGAAATTCGAACAATCTTATTCTGTTAATTCTCTTGGAAACAAAACTATTAGT 
AATAGCTATTTGGGACCAGACGAAAT CAGCTT T TAT CT ATAAT T TACTGGGTGAAAT TGGGAGAT TTAGA 
TAATGTATCCAGATTTAAACTTACCAGTTTGTCCTATCCCCTTAAGCGTTTAAAATAAAATATGCAACAA 
AATGGATGACTTAGTGGAGATGGAAGCCCATTAATTGGGTTCCCCATTAAACCGTTTACATACAAGTACA 
CAGTTTTTATACTAAGGATTCGTGTTAAAAAGTCTTGTAAAGTTAATGTCTTTCACCCAGATATATCAGA 
TGTCAGTGAAAGACCAGTGTGACTTCCTTAGATACGTTTAGTGTATTTAGAATGTGTAAATTTGTGCTTT 
GAACTGTAGTTTAATAAATGTAAAAT TGCAT 

>GBEQ0982 | Acc | CD4 68 671 | Ver | CD4 68 671 . 1 GI : 3138 9939 | LeukoS3_5_C04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__5_C04_A025 3', mRNA 
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sequence . : Start : 1 : Stop : 350 

TTGTTCAGCTCATCCGGCAGATACCAAACACTGCCATTGTGTTGTCTACCTATGAGTTAATTGTGTCCCT 

GT T AGAGGCCCATACT CAGT AACAGGCCAGAAAAT ATACT T TAGAAGAATAAAACTGAGAAACT TTAGAG 

AATTTTTTTTCCATTGATGTTTAGAATGTTTGAGACCGAAACAGGAAAGGCCATAAAATATTTGGTTCAT 

ATCCCCTGTTGGATATTTCCTTTTGGATTCATGCTTTCTGGAAGGTTTAAAGTCATTAACGTTAATAGTT 

AATTGTAACTTTTTTTTTTTAACTTAAGGGGATTCAGGATTAAGCAGCAACTAAATTAAATCATGCTTTT 

>GBEQ0983 | Acc | CD46857 8 | Ver | CD4 6857 8 . 1 GI : 3138 984 6 1 LeukoS3_4_D10 . bl_A02 5 Stimulated 

peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_D10_A025 3', mRNA 

sequence . : Start : 1 : Stop : 691 

CAGGGCTTGCTGGGAGCACAGCAGCACGGCCAGCAGGACCAGATGGATGCCTTTCATGGCTCCTGCTAGC 
TTCAGCCTACACTCAGGAAATCAGCATCTGCCTAAGAATACTACATCCAGAGAGTCCACATGTGATGAAT 
ACAGCTTAAGGGTGGCAGAAGGGAATAGAAGGGTTTGAACATGCTGCAGGCTGCACTTCACTGTTGTCTA 
ATCAATGCCCAGCTGCCTTCCCTATATTAGTGCTAAGGAGAGCTCCTGCCCAGCAGGCGGGTGGAGCAGC 
CCCGTCTCCCAGAGCCAATCCTCAGACCCCCGCTGCTGAGCAGGGCCTCTCTCACCTCTGCTACTCACTC 
AAAGTCAGCCTGGTGGAAACTTCTGCACTTCAGTTCAAAGAAACCCTTTGTCGTTTGCACCCAQCTTCTG 
AT GAGCAAC T GCT TAAT TATT TATTTAT T TAT T TATT GGT GGGTTAGTCTAT T T AATT TAAT TCAAGGTG 
GCCAGGAAGCAGCACTGTCTGTGAATGAGCCCAATCTTCAACATCTATGGAACCAGTTTAATTTGGACTA 
GTGTACCATGTTTATACCAAGTCCTTTTACCAAGCCTGAAAATATGTCAGCTCAGATTATTTAAATAGGA 
AT AT TT ATGAGGAAAGAAGCATGATCACACTGT T T CAATGATT CT GAAATAAAT T TT GCGG 

>GBEQ098 4 | Acc 1 CD4 68573 ) Ver | CD4 6857 3 . 1 GI : 3138 9841 1 LeukoS3_4_H09 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_H0 9_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 568 

AGTGT TACAAAC T CTAAAGTGCTATAGAGGAAAAT TGCCT AGAGAGGAGGAAGGT GGAAATAT TTT CAT G 
TTGGTGTGTAAGCATGCATGGAAGCCTTGCAGCACCAAGACTTGGCCCTGTACTTAGAGCATCCTCTGTC 
CTTTCTCTACCTGTCGTGCTTCAAGAGTTCCAGCTGGTCTGCTGTGAGGCCAAAAGCTACTTCGGAGTGC 
TGGCTGCAGGAT T AAGCCAATT CTTATGCAACT GACTCAGT CCT TAATGGCCAT T T CT GATAAAATAAAA 
ATTTTTTGTGTGTGGGGGAGGGTTGGGTGTTGGGATGGGGGTGAATTTGAAGTTTAAAAGGTTTAAACTA 
GAAATAAGATGATATGGTCTGCTTGCTCTCTGTTTAGACAGGCTTTAAGACCAGTTAGATTTACATGGAG 
GCCAGGCCAGAGAGTGATAAT TGATGACT T GTGT GCAGATAAGCAT T TATCCAGGTTGTGTTATCCAAAT 
TGGTTTGTTAAAGCTCCAGGTCACGTTCTTACACTAAGAAAAACATTCAGTAAACATGAGACAAGTTTAG 
GAAAAATT 

>GBEQ0985 | Acc j CD4 68571 1 Ver | CD4 68571. 1 GI : 3138 9839 | LeukoS3_4_H01 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leu ko S 3_4 _H 0 1_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 535 

GGGAGACAGGGATATCCCAGAGAAGGAAGGAAATACCCTTTGCCACCCCCTTCAGGAAGATACAGTTGGA 
ATTAGGCTTTTGTAAAGCTCTCCGAAATCCTTTCATCATTTTACAATTTTATGCTATTTGTGGAAAGATT 
TCTTTCTCAAATAGTAGTTTTTAATAAAACTACAGTACTTTAGGTATTTCTTTTAACGGGGTATATTTCT 
ACTGATCTGATCTCACTGTTTTATGTTGCTTTCCAAAGATGTGTGTTGCATAATACAGTGGATCTGAATT 
TATTATTGCTTGTAAAACACATTTGATGGAATAGGGATACTGGTTTTTCATTATGGTTAAAAATCAAACC 
AGCTGTGGATTTCAAAACACAGTGAATTTTAGATCATTTAAGACCCATGCTGATTTTTAATGCACAAGAA 
TTAGGTATGAATTTTAGAGCTGGAACCCTCAGCCAACTAGAGTATATATTGTTCAGTATTTCTTGGGAAA 
CATTTCATTAATGTACTTGTCTTATGGAAATTTCTGGGCTTTGGT 

>GB-EQ098 6 I Acc | CD4 68567 I Ver | CD4 685 67 . 1 GI : 3138 9835 | LeukoS3_4_E02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_E02_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 308 

GCAATTTTTTCACCACCCTGCGGGTTGTGCACCAGAAATTCCACAGTCAGCGGCACGGGAACAAGAAAGA 
ATGAGGTTGGCCCTTCCCCTGCCTGCAGGTTCGGCTCCTTATGGCACCCCGGCCCGGAAGGGTTTCTGTA 
CCCCATATGTTGAGGGAGTGGGGGGCTTCCCTCATCCGGGAGGGTTTTTTCTGCTCTCCCCTGGATTTTG 
TGGGCTCTGTGGGCCCCTAACGTTATGCTGGAGAGGAAGACCTGGGCCCCACCCCTGCGGGGAGCTGAGC 
CCAGCGCCCTCAATAAAGGGAGGGGCCC 

>GBEQ0987 | Acc | CD468560 | Ver I CD468560 . 1 GI : 31389828 ] LeukoS3_4_Cll . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4__Cll__A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 674 

ATCCTGTATAAGCTGAAACTGGGGGAGATCGTCACGACCATCCCCACCATTGGGTTCAACGTGGAGACAG 
TGGAGTACAAGAACATCAGCTTCACAGTTTGGGATGTGGGTGGCCAGGACAAGATTCGGCCTCTCTGGAG 
ACACTACT TCCAGAACACCCAAGGGTT GATAT TTGTGGTCGACAGCAATGAT CGGGAGCGAGTAAAT GAG 
GCCCGGGAGGAGCTGATGAGGATGTTGGCAGAGGATGAGCTCCGGGATGCTGTGCTCCTTGTCTTTGCAA 
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ACAAACAGGATTTGCCTAATGCTATGAACGCTGCCGAGATTACAGACAAGTTGGGCCTGCATTCCCTGCG 
TCACCGCAACTGGTACATTCAAGCCACCTGTGCCACCAGTGGGGACGGGCTGTACGAAGGCCTGGACTGG 
CTGGCCAATCAGCTCAAAAACAAGAAGTGAGAGCCAGGCAGCCCTGTCTGACCGCCCTACCCACCCCTGA 
CACATCTACTATCTCCCTGCCCCAGCCCCAGCCCTTTCTTCCCATTGCCATTGTGGCCAGGGCCCGGGTA 
TCATGTCCGCATGCCCAACAAGAGCCTTGCCTCCCCTGCCTCGCCTCCTCTCCCCTGTCCATACCAGTCC 
CCAGTTGCTGTCTTGATGATGAATCATTCCAATTTACCAGATTT 

>GBEQ0988 | Acc | CD4 68559 | Ver j CD4 68559.1 GI : 31389827 | LeukoS3__4 J311 .bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_Dll_A025 3*, mRNA 
sequence. :Start:l: Stop: 703 

TTCACACTCACACAGAATCACTTGCAATTGGCAGTATCACCCAGCTGGTTTTAAAACTGAAAATTTAAGT 
AACATGGGTGGCATGAGGTATGATTCAGGGTACTAGGAAGTCCACATAGGATCCTTCATGCTTCTCTTTA 
T TATACCCACAACT ATCATATTAGT TT T GAACATAAAT ACCT TT T TCAAGT GGAACAAAAGCC T TAT T GT 
ATGAGAGCTTATCTAATCCTGTTTATTTTTCCACTGCTTTTCTGTAATGCATATTGTGTAATAAGAAAAA 
TACTCTTTTTAAAATAGTAACAAATGCACTATAAAATACAGTTTGTGATTTAGCCAAGCCTGTCTCCATA 
TTTAAGCACTGGGACGGGAATCTTAATATTTGTGACCACAAAGGGAAGCTTTTGTGCCTTGTTACTTGGT 
TTGAGTTATTGATTGTGGTTTTAGAATATTCCATGGCAGACTTCTTATATTCAACTCTTTGGTTTATTTT 
CTTAATCTTCAACTTGAGGCATATATATGTGTGTTTATGTGCTCACATATGGCCTGAGAAATCAGTTAAT 
ATCCTAAGTGACCTACAGGGTATTTGTTGGCAAAAAGCAGATTGTGTATATGTCTTATAAAATTGAATTT 
ACGT TCAAT GT GTT T-GAGAATGTATAGCATGTAGAT TAT TACATAT AT TAT T TAAAAGT AAT TAAATGT T 
CAG 

>GBEQ098 9 | Acc | CD4 68558 | Ver | CD4 68558 . 1 GI : 313898261 LeukoS3_4_C02 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_C02_A025 3 1 , mRNA 
sequence .: Start : 1 : Stop : 514 

CTGGTCAGCAAATACCCAGACCTCAGGGATGACCACATCGGTGCACTGTTGGCTGTGCGAGGGGACGCCA 
GCCGGGACATGAAGCAGACCATCATGGAGTCACTGGAGCAGGGCCCAACGCAGGTGAATCCCAACTACGT 
GCCCATCTTCAAGGACATCGTGGTTCCCAGTCTGAACGTAGCAAAGCTCCTCAAGTAGCCTGTTGGTTTC 
CAGCCTGTGTGTGTCTCTGCCCTCATCGTCCCACACTGGAAACGTAGGGCAGCGGAGTGACTCATGGACC 
CATGAGAGACATCTTGGTTCCATGTACCTGCCTCACAGTGCCGAGTGCACTGTTTCTTGAAGAACCAGCA 
CTCTGCTGGCCTGGGTCTTCTGGCTTCCTCGTTCCATCCTCTTGAGGCAGGGTTCTGGTGCAAAATGCCT 
TGTGGTAGTTGTCTTCACTCCCCTCTGGGCCTTCCCTCACTTCTGCAAAGTATAAACACTTCTGAAACTC 
TGCTGCTTAATAAAAGAGTCTAAA 

>GBEQ0990 | Acc ! CD4 68555 | Ver | CD468555 .1 GI : 31389823 | LeukoS3__4_Gll . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_Gll_A025 3', mRNA 
sequence . : Start : 1 : Stop: 750 

TGAGTTAGCTGATTGCTAATATATTTGACATTAGAGTGAAAACTTCCTTTGGCCAAAGTAAACAAAGATA 

AAAGTATAAAAAATTTAGAAGCTGGCATCAGGAAAAGAGTTTCAGTCCAGTGTGCCCACGAAGACCAAAA 

GTGCTGCAGGAGGAGGTTCTGGGCTTTTGAACAGACCAGGTGGGACACGTTAGGGGTGTAGAGTAGAGGA 

AAAC AAAAT T AACC T C C T TAT T TAT ACC AC GCCTGTTGGC T AAAT T T T T CAT AG GTT T AGG AAAT AAAAT 

TTTTTGAAAAAGAAATAGTTGTAGCCTTGGAAAAACGGTTTTCCTATTCTTTCCAAGTTCAGATCAGCAT 

AGTCTGCCCGTCGCCTTCTATGTCAAACTCCCATTTGATTAACACCCAGCATAGGAGCTATAGCAATAAG' • 

AGACACTGAGTCTATTTTTGTTTCACGTCTTTACTGCCTAGTATGAGATTAGTAAGATAGCTGATAAATT 

TTACCCTGAATGCTACACATACACGTATGTGGTTCTCTCTCTCTTTTCAGTGGTGATCATTTTAAAGGCC 

TAAAGAAAGCTGGGGTTAATCCTGAAGCTAAGAGTAAATGTTTCTTGAATTGATTTTGTTCTGTGGTACA 

AATAACATCTGTGTATATCATATCTGTATATATCTGAACCAAGTTGTGTGCAGAGAGGTTGATATAACTA 

TAT T TACAGAAAACAATTTT TACAAT TAAAATT CACATTTTAACGGAAAA 

>GBEQ0991 | Acc | CD4 6854 4 1 Ver | CD4 68544 . 1 GI : 3138 98 12 | LeukoS3_4_E01 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leuko S 3_4_E 0 1_A0 2 5 3\ mRNA 
sequence .: Start : 1 : Stop: 363 

TTTTACCCTGGGGAGATCACCCTGACCTGGCAGCGTGATGGGGAGGCCCTGACCCAGGACACGGAGTTTG 
TGGCGACCAGCCCTGCAGGGGACGGGCCCTTCCAGAAGTGGGCGGCTGTGGTGGTCCCTTTTGGGGAGGA 
GCACAAATGTGGCTCCTCCAAGGCCTTTCCTGATTTCCCGGGAGGAATGAATCGCTCCTTGACCATTTTA 
GCACTTTTGACGTTTTGAAACTTGTTTGAAAGGGGGTTATGCCTCTGTCTGTCTCCTGCCCCAAACTGTG 
AGCTCCTGGAAGCAGGGAACATGACTGGCATGTGTTTCAGCTTCCCCCAGGGCCAAGCACATGGCCTGTT 
TTACAATAAACCC 

>GBEQ0992 |Acc | CD468539! Ver | CD468539. 1 GI : 31389807 1 LeukoS3_4_B02 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_B02_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 585 
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CTTTTTTAAATTTCCTGTTAAGTTCCCCTTCCATAATTTTTATGTTCTTGTGAGGAAAAAAGTAAAACAT 
GTTTAATCTTATTTGATTTTATGACATTGCTTTCAACAAGCAAATGTTAAATGTGTTAAGACTTTACTTG 
TGTAGTAGTGTTGTAATTTTCCAAGTAAAAGTTTCCCTAAAGGCCACTTCCTATCTGATTTTTCCCAGTA 
AATAAGGCAAACAATTTTAAGATCTTCCACAGACATCTAGCCATCTAAAATGGAGAGATGGCTCTTTCTG 
CCTACATAAACAAGCTAGCTCTATATAGAGGGTGGTCGGGTTATGCTACTCTTAGGATTTCAGGGTGTCT 
TCAAACTGAAATCTCAATGTTCTCAGTCTGAAAAACCTGAGATCAGATGCTTATGTAAGGAAAGTGCTAT 
TCACCCAGTAAACCCAAAACAAGTGGATAATGCTGGCCATATTGCCTTTCTGACATTTCCTTGGGAATCT 
ACAAGAACCTCCCCTTTCCCCCTCCCCCAATAAGACCATTTAAGTGTGTGTTAAGCAACTACAGAATACT 
AAATAAAAAGTTTGGCCAAAACCAA 

>GBEQ0993 \Acc | CD4 68536 | Ver j CD4 68536 . 1 GI : 31389804 I LeukoS3_4_F09 .bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_F09_A025 3', mRNA 
sequence. : Start : 1 : Stop: 673 

ACCCCGACCACGTGGAGCTGAGCTGGTGGGCGAATGGGAAGGAAGTCCAGACTGGGGTCAGCACGGACCC 
TCAGCCCTACAGGGAGCAGTCAGATGATGAAAACCCCAGCTACTGTCTGAGCAGCCGGCTGAGGGTCTCT 
GCTGCCTTCTGGCACAACCCCCGCAACCACTTCCGCTGCCAAGTCCAGTTCTTCGGCCTCGAGGAGAACG 
ATGAGTGGAAAGAGAACCGGACCAAACCTGTCAGGCAGAACATCAGTGCTGAGGCCTGGGGCAGAGCAGA 
CTGTGGCCTCAGCTCAGTGTCCTATCAGCGAGGGGTCCTGTCTGCCACCATCCTCTATGAGATTCTTCTG 
GGGAAGGCCACCCTGTATGCTGTACTGGTCAGCGCCCTCGTGCTGATGGCCATGGTCAAGAGAAAGGATC 
CCTGAAGCCAGCTCAAAGGTGGAGCTAGAAGCTTCCAGACCATTATCACCCCACCATGGAGTTTCCTTTT 
TCTTTTCCTAGCCAGGGCTTCTGAAGAGCTGTTCTCATCTCTCTACTCATCCTGATATCTACTCCCTCAA 
GTGCTTGCACACCTCGACACTCATGACCAAAATCTCTCTGACCCAAGGGGGACCCTAGTGTGCCTGTGTT 
GACTGAACCAATAAAAATGGCCTGTTCTGGCTTGACTCTGCCT 

>GBEQ0994 .} Acc | CD4 68453 1 Ver } CD4 68453 .1 GI : 3138 9721 1 LeukoS3_3_C03 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_C03_A025 3', mRNA 
sequence. : Start: l:Stop: 535 

TGTGAAGTTAATGTCTTTCACCCAGATATATCAGATGTCAGTGAAAGACCAGTGTGACTTCCTTAGATAC 
GTTTAGTGTATTTAGAATGTGTAAATTTGTGCTTTGAACTGTAGTTTAATAAATGTAAAATTGCATCATA 
GTATTTGTTGTATTTGACCTAATGTAACCCTTGTATGATTGCAATAAAATTTTGTGTAGATTTTACTGTT 
TTTTCAGGCTAAAACTTTGGGAAAGGGGCTAGCTAGCAAAGGTAGTTTTGAAATAGATGTGTATATGGAC 
TGTTTGAAGGTTATTTTCCTTTATTGCTCATTTACGTTTAGTTTGGCTCAGTACATTTTTCAGTTATTTA 
ATTAGTAATTTAAGTAAAATGTTTGGTAAATCATTGTGAAGTTCAGATTCATTATGGAGAGTTGATGTGC 
AGTAAGCATGATGTTTAACACCAAAAATGGTAATCCTGCATAAACCAATTGTAATCATTAGTAGATGTTT 
CTGT AT AGATAGAAT GCATAGAGTACCT TAGT AAAT T T T T GAATC 

>GBEQ0995 | Acc | CD468452 | Ver 1 CD468452 . 1 GI : 3138 9720 ! LeukoS3_3_D05 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leu koS3_3_D 05 A025 3', mRNA 
sequence . ; Start : 1 : Stop : 738 

CGGGCTGACAGAATGGTGGGGCAGGTACTTGGTGCAGTTGGAGCTTTACCTGAAATCTTCACCGAGTTGG 
AAATCTCCTATTTCCTGCTGAGACGGCTTCTAGGTGTACGCACTGAGGGAGACAAGAAAGCAGCAAAGGT 
GCAAAAGCTATCTAAGAATGAAGTGCTCATGGTAAACATAGGATCCCTGTCGACAGGAGGAAGAGTTAGT 
GCAGTCAAGGCCGATTTGGGCAAAATCGTTTTGACTAATCCTGTGTGCACAGAAGTAGGAGAAAAAATTG 
CCCTTAGCCGAAGAGTTGAGAAACATTGGCGTTTAATTGGTTGGGGTCAAATAAGAAGAGGAGTGACAAT 
CAAGCCAACAG TAGATGATGACTGAAGAAT TCCAGT TAAATAATACATTAGGAT GAAGT CGGAATT TCTC 
TTAATAACCTAGGGGTATATTTTCAAAGCATTACTGGGGAACTCATTACCTTAGTAGTAGCTGTAAGGTT 
ATTCTCATTTTTTGGTGATGAAAATTTAACCTCTAGTACTAAAATAGCCTCTACAGTAAATGTAAAAATT 
GGCATAATGGTGGATTGAATCTACATT T TACCAGAAATTAATCAT TCCCAAATAAT T TCTAAT T TATACA 
TCAGTGCAGGTTTGAAATGAAATGGTTTGCTACAACCAGCCTTTGCTGTAGCACACATACCACTGAACCT 
GTTTGAAATAAAGTCTTTCTTCTTATTTTCAGAAAAAA 

>GBEQ0996 | Acc | CD4 68448 | Ver | CD468448 . 1 GI : 31389716 | LeukoS3_3_Gll .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_Gll_A025 3 T , mRNA 
sequence . : Start : 1 : Stop : 64 8 

GTGGCAAGGGTGACAGCTCTATCCGGTACTTCGAGATCACTTCTGAGGCCCCATTCCTGCACTATCTCTC 
CATGTTCAGTTCTAAGGAGTCCCAGCGTGGCATGGGCTACATGCCCAAACGTGGCCTGGAGGTGAACAAG 
TGTGAGATTGCCAGATTCTACAAGCTGCACGAGCGGAGGTGTGAGCCCATTGCCATGACAGTGCCTAGAA 
AGTCGGACCTGTTCCAGGAGGACCTGTACCCACCCACTGCAGGGCCGGATGCTGCCCTCACAGCTGAGGA 
GTGGCTGGGGGGTCGGAATGCCGGGCCCCTCCTCATTTCCCTCAAGGATGGCTACGTGCCCCCAAAGAGC 
CGGGAGCTGAGGGTCAACCGGGGCCTGGATACTGGGCGCAGGAAGACAGCACCAGAGGCCAGTGGCACTC 
CTAGCTCGGATGCTGTATCCCGGCTGGAGGAAGAGATGAGGAAGCTCCAGGCCACXGTGCAGGAGCTACA 
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GAAGCGCTTGGATAGGCTGGAGGAGACAGTCCAGGCCAAGTAGAGGACCCCAGGGCCTTCAGCTGGGACC 
CATGGCATCACCACCTTCCCTTCCATTCATACTCCCTACTCCTCAGGCCACAATGGCACATAAAAGAAAA 
ATAATAATAAAATGGCTT 

>GBEQ0997 | Acc | CD46844 6 | Ver | CD4 684 4 6. 1 GI : 3138 9714 | LeukoS3_3_F03 . bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3__F03_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 7 09 

AGATATTAAAGTTGTAGATTTTGGCAGTGCAACATATGATGATGAACATCACAGTACCTTGGTCTCTACA 
AGACATTATAGGGCACCTGAAGTTATTTTAGCCCTAGGATGGTCCCAACCATGTGATGTCTGGAGTATTG 
GATGTATTCTTATAGAATACTACCTTGGGTTTACAGTATTTCCAACACATGATAGTAAGGAGCACTTAGC 
AATGAT GGAAAGGAT T C T T GGACCTT TACCAAAACAT ATGAT ACAGAAAACCAGGAAACGT AAATATT TC 
CATCATGACCGATTGGACTGGGATGAACATAGTTCTGCTGGGAGATATGTTTCAAGGCGCTGTAAGCCTC 
TGAAGGAATTTATGCTTTCTCGAGATGCTGAACATGAGCTGCTCTTTGACCTCATTGAGCAAATGTTGGA 
ATATGATCCAGCTAAAAGGATTACTCTCAAAGAAGCCTTAAAGCATCCTTTCTTTTACCCTCTAAAAAAA 
AC TATATAGATGT ATAATTGTACAGCT CT T GAAGAGAT CT TAT AGACTGTATCAGT CTAGTT T TTAAGTA 
TTAAGTTATTTTGTACAGCTTTTGTAAATTTAACATTTTTGTATTGCCGTGTTTATTTTGCTTAAATCAT 
TTGATTTGTTAAGTAAATAGCTAAGTAAAGTAATGAACATTTTTCAGTAATTAATGTATAAAATGATTTC 
TTCAGAATA 

>GBEQ0998 | Acc | CD4 68437 | Ver | CD4 68 4 37 .1 GI : 3138 9705 | LeukoS3_3_C12 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_3__C 1 2__A0 2 5 3', mRNA 
sequence. : Start : 1 : Stop: 664 

CTACACAAGTAACTATTCCCAAAGATTTGGCTGGATCTATTATCGGCAAAGGTGGTCAGCGGATTAAACA 
AATTCGTCATGAGTCAGGAGCTTCGATCAAAATTGATGAGCCTTTAGAAGGGTCGGAAGATCGGATCATT 
ACCAT TACAGGAACACAGGACCAGATACAGAAT GCACAGTATT TGCT GCAGAACAGTGTGAAGCAGT ATT 
CTGGAAAGTTTTTCTAAGACTAGTGAAGAACTGAAGGAGTCCTGCATCTTTTTTTTTTATCTGCTTCTGT 
TTAAAAAGCCAACATTCCTCTGCTTCATAGGTGTTCTGCATTTGAGGTGTAGTGAAATCTTTGCTGTTCA 
CCAGATGTAATGTTTTAGTTCCTTACAAACCGGGTGGGGGGGGGAAGGGCGTGCAAAAACTAACATTGAA 
ATTTTGAAACAGCAGCAGAGTGAGTGAATTTTAATTTTTGTTCATTGTTGGTGGTTTAAAACGAAATTCC 
CCCCATGTAATTATTGTGAACATTTTGCATTGTGGTCACTGTAACATTTGGAGGGGGTGGGACAGGGAGG 
AAAAGTTAACAGTAGTCCATATGTCCCTGGCATCTATTCAGAGCAGTGTGCAG7^ATGTAATGCTCTTTTG 
TAAGAAACGT TT T AT GATT T T TAAAATAAATT TA 

>GBEQ0999 | Acc | CD468424 | Ver | CD4 68424 .1 GI : 3138 9692 | LeukoS3_3_A06 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_3_A0 6_A025 3 f , mRNA 
sequence. : Start : 1 : Stop: 485 

CAAACAAGACTGACAGAGGCAAGGGAAGAGGCCCGCCCATTGTTGGAGAATCACCCCCCAGCAGGGGTGA 
GTGAGGGTTTGAGGAGCAGGCCGGGAGTCCCCAGGGTTCCCCAGGGCCTCCTTGGTCCTGATGCACAGGC 
CTCTCCTTCCTCAGACCCTGCCCACATCGCCCTGGAGAGGQCTCAGGTGGGCTCCGGGGGCAGGCTGGCG 
CTGCTCTGAGAGGGCATTTTGGGGTTTCATTCTGCCGTTGCGCTGTTTGGACAGGAGCCCGGCCTGTGAC 
CTGCCCCACCTCCCACAGCCCGGACATCCCAAGATGGGGTGGGCACACCTCAGCACCGGTGTGCGAGGTC 
CAGCACTGGTGCACAGAGGGCGGCTCGGGGAGCCGTGGTGTCCCCCCAGGTCAGGGAGGCCTGGGTTGGA 
CACGTGGCTCAGACTGATACACGGTCTTCCCATTCTACACTTTTTTAATAAACGCAATTGCAATA 

>GBEQ1000 | Acc | CD4 68421 1 Ver | CD4 68 4 21 . 1 GI : 3138 968 9 | LeukoS 3_3_H1 2 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3__H12_A025 3 1 , mRNA 
sequence. : Start : 1: Stop: 750 

CTTCAATGTCAAGAACGTGTCCGTCAAAGATGTTCGCCGTGGCAATGTGGCTGGTGACAGCAAAAATGAT 
CCACCAATGGAAGCAGCTGGCTTCACAGCTCAGGTGATTATCCTGAACCATCCAGGCCAAATCAGTGCTG 
GGTATGCACCTGTGCTGGATTGTCACACAGCTCACATTGCTTGCAAGTTTGCTGAGCTGAAGGAGAAGAT 
TGATCGTCGTTCTGGAAAGAAGCTGGAAGATGGCCCCAAATTCTTGAAATCTGGTGATGCTGCCATCGTT 
GATATGGTTCCTGGCAAGCCCATGTGTGTTGAGAGCTTTTCTGACTATCCTCCTCTGGGCCGTTTTGCTG 
TTCGTGACATGAGACAGACGGTTGCTGTGGGTGTCATCAAAGCAGTGGACAAGAAAGCAGCTGGAGCTGG 
CAAGGTCACCAAGTCTGCCCAGAAGGCTCAGAAGGCTAAATGAATAGTATCCCCAATACCTGCCACCCCA 
GTCTTAATCAGTGGTGGAACGGTCTCAGAACTTTTTGTCTTAATTGGCCATTTAAGTTTAATAGTAAAAG 
ACTGGTTAATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATGTTTTGTGGACCATTTGGT 
TTTTTGTGTGGCAGTTTTAAGTTATTAGTTTTTAAAATCAGTACTTTTTAATGGAAACAACTTGACCAAA 
AATCTGTCACAGAATTTTGAGACCCATTAAAACAAAGTTTAAGAGAAAAT 

>GBEQ1001 | Acc | CD4 684 15 | Ver | CD4 684 15 . 1 GI : 3138 9683 | LeukoS3_3_H08 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_3_H0 8_A0 2 5 3", mRNA 
sequence . : Start : 1 : Stop : 628 
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TGCGTCAAGCAATCGAGATTTGGGAGCTGAACCAAAGCCTCTTCAAAGCAGAGTGGACTGCATTTAAATT 
TGATTTCCATCTAAATGTTGCTAAGATATAAGAGAAGTCTCATTCGCCTTTGTCTTGTACTTCTGTGTTC 
ATTTTTTTTTTTTTTTTGAATTTTGGCTAGAGTGTCCACACTATCCCAATCAAAGAATTACAGTACACAT 
TGTCCCCAGAATCCATAAATGTGTTCCTGGCCCACTCTGTAATAGCTTAGTAGAATTACCATTACAAACA 
CATTTTACCCATCCACAATGTTAAAAAAAGAACTTGCATTTCTATACCTTACAGGAAAAAAATTCTGTTT 
ATGTTCCATTGTATGCAGGAGCATATTTTGCTGGTTTGAAAGAGCATAGAGTTTTCTGGCAATTTTCTTT 
GTTTCTTTTTACAGCATTGTCTTTGCTGTACTCTTGCTGATGGCTGCTAGATTTTAATTTATTTGTTTCC 
CTACTTGATAACATTAGTGATTCTGATTTCAGTTTTTCATTTGTTTTGCTTTTGTTTTTTTCCTCATGTA 
ACATTGGTGAAGGATCCAGGAATATGACACAAAGGTGGAATAAACATTAATTTAGGCAAAAAAAAATC 

>GBEQ1002 |Acc|CD4 68 4 09|Ver ICD4 684 09. 1 GI : 31389677 | LeukoS3_3_C0 9 .bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_C09_A025 3', mRNA 
sequence . : Start : 1 : Stop : 695 

CCAAACTCAGGGACCTGGCTGCTGGGCTGGACTGAGAGTGGAGTGTCCCAGTGAGGGTGGGACGAGCACA 
GAGAAGTGTTTCAGCTGTTTGGTGGCCTGTAAACTCCTTTCATGGCTCTAGCCAGGCTTGTCAAGACTCT 
GCTCTGTGGAAAGGCTCTGGGGCTCTGCCTTCAGTGTTGTGGCCCTAGCAGTGGGCCTGCCTTGGGCTCC 
TGGGCTCTGTGCCTGGAGCCTAGGGCTCAGAGGAGCCTCTGCGCAGCCCCTCAGTATTACCATGTTTCTC 
CTCCTCTTAGGGACAGCAGAGACAGGGTTGCTTGCAGGAAGTTGGCACCACTCAGCTCTCCCTGCTACAC 
CAGCTTCCTCAGCCTCTGCAAGGCACTCAGGGTGGGGGACAGCAGGACCAAGACAACAAGTTGGAGGCCC 
TGTGTTCCCAGAGGGCCTGATGCCAAGGGGTACTGGACCCAGCACTGCCTCTGGAGCTTGGGCCTTAAAC 
ATAGCCCCGTGGTCTCTGCCAGATGATGGCTTTGAAGGTGATCCAAGCAGTTCCCTTATCTGTACATAGT 
GACCGGAGGGTAGAGGGGCAGATGGGGGATGGCTGGCAGGCATAGCAGCTGCCTCTCTCTGCGTTGAGCA 
AGCCTGACCCCTCCGGCCCCTGTAAATATTGGATCAATGGAAGAATAAAACTCTCCTAAAAAAGA 

>GBEQ1003 |Acc|CD4 684 06| Ver | CD4684 06 . 1 GI : 3138 9674 | LeukoS3_3_H04 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_3__H 0 4__A0 2 5 3 f , mRNA 
sequence. : Start : 1 : Stop : 568 

TGTACTACAAGATTGATTGCAACTTGCTGGAATTCAAGTGAAAATGAACTCCTCCCCAGACAGTCCTGTC 
CTTGTGTTGGTGTATGCTCACAGACGTAGATATGACAGTACTTTTATCTCTTTATTATCCTTTGCTTGCC 
TCTGACCCCTTTTCCTAAGTGAGTTCTCCCGTAGTGGTCCATTTCTCAGCATTTTCTTTTTAAAGGAAAA 
TATATGTCTCATTTCTTTTTATTGATCAGGTCTGTAAAATGTGTACTGAAAAAATCAGAGTTTATTTATA 
AACAGAATAGTTTATTTAAACAGAAAGTCTTTCCTCATTGGTATTGTGGTATGCATTAATTCCATTTGTT 
ACTATTGTGCACAAAAGCCTTGTTTACAAGGGAGTGGTGTAAACATTTATACCATTTTGTCCACTGTGTT 
TAG TAGACATAACTGTTCAGTAGTTAT TAAAT T GTGATGTAAAGAAAT GTGAGAATAT T CAGGT AT GTGC 
TTTCTGAATGTTTCAAATTACAGTTTATGAGCACTGTTGACACCCCCAGGAGAGAATAAAATTACCTGTG 

CAAAGGGG 

>GBEQ1004 |Acc|CD4 68404 | Ver | CD4 684 04 .1 GI : 31389672 | LeukoS3_3__Fll .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_Fll_A025 3 f , mRNA 
sequence. : Start : 1 : Stop: 768 

GCGACCCCAAGTGTCAAATTCTGGTAGCGCTCTCCTCTGTAGGCCTATACAGTGAGGCATTTTTCAATGC 
CCTTCTGACTGTGCAAAGGTGCCTGGTGTTTTTTGACATGGAGACGCTTTCCTCGGTGCCCCGTGGCATC 
ATCACAAGTGTCCTGGCATGGGGAATAGCTATTCTGGTCTCTTTGCCTGAATTGGTGTTTTACGAACCAC 
AGGTGGAAAGCCAGAAATATAAGTGCTTCTTTGGCAAACCTCATTTCCTGCCGGCTGATGAGACGTTCTG 
GAAGCATTTTCTGACCTTGAGGACGAACATTTTTGGACTTCTTTTCCCACTGTTTGTTTTTATATTTTGC 
TAT GT GC G AAT GAG AAAAACAAT AAGAT T T GG G AAAAG G AGAT AT GAT C T T TAC AAGC T TGTTTTTGCCG 
TAATGGTTGTTTTTCTTCTGATGTGGGGACCCTACAATGTTGCACTTTGCTTATCCACTTTCAAAGACTA 
CTTCTGCCTGCAAGATTGCAGGCACAGCTACAACCTGGACAAAAGTGTTCACATCATGAAAATCGTCGCC 
ACCACCCACTGCTGTGTCAACCCGCTCCTCTACGTGCTTCTTGACAAGGAATTTAGGAAACACCTCTGCC 
GCCTTGGCCATCTGGGTAACGCTCCACGGCAACCCACTGAGAGATGCGCACCACGTACACCGGGGGAAGA 
ACACGACCTTTCTGCTGAAATGCAAGCTAGCTTCCGTCAAAGCCAGGATTAAATAAACATTGACTTTG 

>GBEQ1005 |AccICD468399| Ver ICD468399.1 GI : 31389667 1 LeukoS 3_3_B 04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_J3_B04_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop : 651 

CAATGACAGTGCATCTGTGAATGTTTGCTGGTGTTGAAGGTGATGCTTACGGACGGTGAAGTGCAAACAC 
TGCATGAAATGTATTTTGATAGAGATAATAAGATATTATTGGTTCTTATAAGACTGAGTGACCTTTAACT 
CAGTGAAATGTTAAGTGTTCGTTTTGTCTTTTATTCAGTCTTATTTTTTCTTAAATCTTTCAAAATCCCA 
AGTTGACAATTAATGCCATTGAATAAATGCTGCTGAACACTTATCCAGACACCCAGCCCTAGCTCACATA 
CACAGTGCTTTTTCAGGAATTAAATGTCTAAAAGCACAAATGTAGTTCTCCCAAATTAATTTTGAGAGTT 
AAAAAGGTAGTCTGTGGGAAGTCATTTTAGAGGAATACTTTTGGTTAGGTCAATACTCAAATTCAGGGTC 
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TGAGTAAGCTTGAAAATGGTATATAGTTGTGTGTGTGGTTTACCCCCTTTTTGTTGTTATTTGTTAACTC 
CTGTCATATCATTGATAAAGTGTGAGGA2\ATTGTGTTAAAAAAAATTTATTTCAAAAATATTTGCTTCAG 
AGTTTGAGAAGCTGTCAGGCATTTGACAGCCTTAGACTTAACCTCACTGCGGGGTGAATGTTTTGGATTT 
CCAAAATGTGCTTTAAGAAGA 

>GBEQ1006 | Acc ]CD4 68391 1 Ver)CD4 68391.1 GI : 3138 9659 | LeukoS3_3_D09 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3__D09__A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 567 

ACACCATCCTCACTGTGGGCATCGTTGCTGGCCTGGGTCTCTTCATGGTCACTGTAGCTGTGGTGGTTGG 
AGCCGTGATCTGGAGGAAGAAGCGCTCAGGACTTGGGAGTTCCTTTAGGATCTCATGGGCCTGACTCTTC 
CCTGGCTTCTCACAGGATGTTTCCTTCCCACAGGTGGAAAAGGAGGGAGCTACGCTCAGGCTTCAAGTAG 
TGACAGTGCCCCGAACTCTGATGTGTCTCACGGCAGCATGAGACAGCTGCCTCGTGGGGGACTGAGTGAT 
ACAAGATTTCTGCCCGTCCCGCCCCCCATTGTGACTTCAGGAATCTTTGACCTTTCTTTCTGCAAATGGC 
CCCTGAATGTGTCTGCGTTCCTATTAGCATAATGTGAAGTGATGGGGAGANTGGTCTCCCACCAACCCCT 
CCCCACACTGCCCTGCGTTCTCTTCCTTGATCGACTTTCCTGTTCCAGCAGAGGTGGGGCTGGGCCGTCT 
CCATCCCTGTCATJlACTTCATTGTGCTGAGCTGCAACTTCTTACTTCCTTATTAAAAATAAGCATTTGGA 
TAGAAAA 

>GBEQ1007 | Acc | CD4 68389 1 Ver | CD4 68389.1 GI : 3138 9657 | LeukoS3_3_R0 6 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_3_B0 6_A0 2 5 3*, mRNA 
sequence . : Start : 1 : Stop : 64 1 

AAAGT T TTGGATACTGAAAAGAA.GT CATCATGAAAATAAGATCCATAAAAAAGCTT T GTATAGT T GAAGA 
GTGCTTATGTCTATGGCTGTTCAAGACTGTTCAAGACTGTTGATTTGGAGTAGTTTATAAGAATTCTCAT 
TTAAAGTGCCCCCCTGTGTCATTGTGATGATGTGCAGCTTCTTTAATGGATGGTGCGGAGGGACAGAGTC 
TAGTGTATAAGTCAAGGGGTTGGTCTTCACCAAGATGTCCCAGCCATTGGAACAGGAGAGGAGCATAAAT 
GGCAGAGAAGCTGGCTGGTGGGTAAATGTTTTGGTAGTAAATTGTGGAAGTCTCTTTTGATTGAGTTTTC 
TCAATAAAATAGGAAGC21AGGTTAGACTGAGTGAGCATGGATGAAGAGGTGTAGGGGATTTGAAGGCAGA 
AAACTGTTAGATTTCTTTAGGAAGATGTTGGAATAGTAGACGATGAATATCCAGTTAGATCTTCTGGTGT 
CATTCAATACATTCACAACATATTTTTAATAATTGCTCACAGTTCTGTTTTATGGCTTAAATTATCATTC 
AAT GAT T T T T TAACC AATT T CCT GT CGTTGGACAT TTACTATTATAAATAAAGTGGAACAATAT CT CT T G 
TTATCCCCTTC 

>GBEQ1008 |Acc|CD4 68388 |Ver ICD4 68 388. 1 GI: 3138 9656 1 LeukoS3_3_H0 9. bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_H09_A025 3', mRNA 
sequence. : Start : 1 : Stop : 580 

GGGCTTGGACCTTTCGAAACTGACATGCAGTTGAGAAGAAGATGAGAATAAAAGGGAAGGATGTCTCATC 
CTCAGCTACCTGGGGATGCTTGTGGGTGGTGGCAGCTCGCGCAGGGGCTGATGGCAGAGCACTCGTTGCC 
GCGGGCTTGGGGAAATAGTTGCATATGGGACTGCTGAGAGGTCTTCTTTAGTGTGAATCCTGGCTACAAT 
TATAATTAAATGTATTTCATTTGAAGCAAGCTTTGAATACCTCTCCTAATAGAAAATGAAGGGAATTTTC 
TTTCTGTTCTATTCCTATTTTTCTCGTCCTTTTTTCTTCAGTTGATTTGGATGTAGTAGATATGAATGTT 
CATAGTTCTAGGTAATATTCCCACCCATGTTCCTAAGAAATGCAGACTGTCTTCTGCACATGAAGGCTGG 
GAATTAACTTCTGGGTGTTCTGGTGTTATTTCCTCGTTTAAAGGGAGTTTAGCTTTCAGAAAGAAACAGC 
AGGATTGCCTCTGGCCCCACTATAGAAAATTGGTCTCCAGTTAAGGCTGATGTTTTTGAGAAGATTTTTA 
T AAT AAAG AAT T G AACT AT C 

>GBEQ1009 | Acc | CD4 68304 | Ver | CD4 68304.1 GI : 3138 9572 | LeukoS3_2_A04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__2_A04_A025 3 1 , mRNA 
sequence. ; Start : 1 : Stop: 547 

GCAACCATGTC TGACAAACCCGATATGGCTGAGAT TGAGAAAT TCGATAAGTCCAAAT T GAAGAAGACGG 
AAACGCAAGAGAAAAATCCACTGCCTTCAAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGTA 
ATGAGGCGTGCGCCGCCAATATGCACTGTACATTCCACAAGCATTGCCTTCTTATTTTACTTCTTTTAGC 
TGTTTAACTTTGTAAGATGCAGAGAGGTTGGATCGAGTTTAA?VTGACTGTGCTGCCCCTTTTCACATCGA 
AGAATTGAGAACTACTGACAACGAAGGCGCGCCTGCCTCTCCATCTGCCTGTCTGGCTGGCAGGGAAGGA 
AAAGAAC T T GC AT G T T G GT GAAGGAAGAAG CTGGGTGGGTGTC GAC AG T GAAAT C T AGAG T AAAAAC CAA 
GCTGGTCCAAGGTGTCCTGCAGGCTGTAAAATGCAGTTTAATCAGAGTGCCATTTTTTTGTTCAAATGAT 
T T TAAT TAT TGGAATGCACAAT T T T T TTAATATGCAAATAAAATGTT TAAAACCGAA 

>GBEQ1010 J Acc j CD4 68303 ) Ver | CD4 68303. 1 GI : 31389571 1 LeukoS3_2_B05 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__2_B05_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 718 

CCAGCTCAAACTATTCCTGTGATGCCCAGTTGACAGAGAAAGGCTTTGAAGCAGATATGGATCTCAACCT 
CCAAAACCTGTCACTGATTGGGTTCCGCATCCTCCTCCTGAAAGTGGTCGGCTTTAACCTGTTCATGACA 
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CTGCGGCTGTGGTCCAGCTGAGGTCGCCAAGAATGTGAGAGCCCAGTGCTCCCTCACTCCTTGCTCCTCG 
CCACCCCTCCTTTCCCTCTTTAAGCAAAGAGGCGCACCCTCTGCCCCCAAGGGGGAAAAGGCTCCCTCCG 
CCTCTCTGGCCCCACTGGCAATGCCACCAACTGGATCCTACAGGATATCTGTGATCAAGATGCTGAAGAG 
CTGCCAAACACTGCTGCCACCCCCTCTGTTCCCTCACTGCTGCTTGTCACTGCCTGACATTCCCAGCAAA 
GGTCGGGGCTGCTGCAGCCTCTCCTGGCTGTGGAGGAACTCCTGCCCCTCCCCAGAGACCGCCTCTGTTC 
CCACTGGATGATGGATCCCCCATGGTTTCTCTTGAGCTCTAGCTCCCGGAGAATGTTGTGAGAAGTTTAT 
ATTTTTTTCAATAGTGTTCACAAA.GAAATACATATCACCCTTTTTCCCAAGATGTGGGGAAAATTATCTC 
ATTATCTAGGCCCTGCTATGCTGTGTATGTGAACCACATTGTATATTCTGCTGCCCATGGCTTCATTAAA 
AGCGATTGGAAGAGCAAA 

>GBEQ1011 j Acc | CD4 68299 | Ver | CD4 68299-1 GI : 313895 67 | LeukoS3_2_F12 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2__Fl2_A025 3', mRNA 
sequence . : Start : 1 : Stop : 695 

CTACTAATCGTTCAAGACCAGAATAAGCCTTTGAAGGTAAGCTCAGCATTCTCATTTTATGGTAATGCTG 
GCTGCTTTGGTCTCCATAGATATGGCGTAGGAGGTGGTGACTACGCTGGCGGCTGACTTTTTGCGTAGCT 
GTTTCTCTGAAGAATGCAAGGGCTGTTGGTGAGAGCAGATTGTGGCGACGATAGCTGGCCTCTGGTCTAC 
CGAGATTTTGTAACTCTTGGAATGCATCCTAGAATCATCCTCCCTCAGTAGCTAGAAATTTAGAGTAGTT 
GAAATCTGTAGGAATGAACCTCTGAGGGCCGAAAATGTGACATATTTGGGAACAATTCTTAAACTCTGAT 
TAATGAGCTGTTATATAGTTTTGTGAATTTATTGCACTGATGCTGTAAAACCTGGACCTCGTGAAATATC 
TGTCCCTAGATAAGTGTTGTTTTCTCCCCTTCAAGATTGCTGTAAACAGTGGCACCTATGGAGCATATGT 
TTGATTTTTTTTTTTTTATTGTTTCATATGAAAATTACAAATTCCCTTAATTTACATGTGTTTCCTCAGT 
GTAAATAAGCCTGTCTCCTATGTGGGTTTGTTGTGTATATGTGTTCTACCAGTTAACCACTTTTGAGATT 
TTAATCCTCTGTTATTTCTTCTACTTTGTTTTGTGTAAAAGGGGA2\AAATAAAGCTCAAATCCTC 

>GBEQ1012 |AcclCD468288|Ver|CD468288.1 GI : 31389556 | LeukoS3_2_G08 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_G08_A025 3', mRNA 
sequence, : Start :1: Stop: 680 

AGTCAGAAGATGAGGTGGCTGTTGACATGGAATTTGCTAAGAACATGTATGAATTGCACAAGAAGGTCTC 
TCCAAATGAGCTCATCCTGGGCTGGTACGCTACAGGCCATGACATCACAGAGCACTCTGTGCTGATCCAT 
GAGTACTACAGCCGGGAAGCCCCCAACCCCATTCACCTCACTGTGGACACGAGCCTCCAGAACGGCCGCA 
TGAGCATCAAGGCCTATGTCAGTTGACCTGATCATGAAGACCTGTTTTAGCCCCAACCGGGTGATCGGAC 
TCTCAAGTGACTTGCAGCAAGTAGGAGGGGCGTCGGCTCGCATCCAGGATGCCCTAAGCACAGTGTTGCA 
GTACGCAGAGGATGTACTGTCTGGAAAGGTGTCAGCTGACAATACAGTGGGCCGCTTCTTGATGAGTCTG 
GT TAACCAAGTACCCAAGATAGT TCCT GATGACT T CGAGACCATGCT CAACAGC AACAT CAATGACC TGC 
TGATGGTGACCTACTTGGCCAATCTCACACAATCACAAATTGCCCTCAATGAGAAACTCGTAAACCTGTG 
AATGGGCCCCAATCCTAGGACTCAGAATGGAGTGAAATAGCTGGTTTCTTTGTGGTTTGAGTCACACCGA 
GTCAGTCAACTGCTTGTGAGTCTAAATAAACATAGCCTACCTTTGTAAAG 

>GBEQ1013 | Acc | CD4 6828 6 1 Ver | CD4 6828 6. 1 GI : 31389554 | LeukoS3_2_A10 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_2_A1 0_A0 2 5 3 T , mRNA 
sequence. : Start : 1 : Stop: 582 

GGAGCATGAAGGCAGCTGCTACTGGTTCTCTCGCTCTAAGAAGCCCTGGCCCGAGGCTGAGAAGCAGTGC 
CAGCTGCAGAACGCCCACCTCGTGGTCATCAACTCCAGAGAGGAGCAGGATTTTGTCCAGGAACATATAG 
GCTCCTCAGACACCTGGATGGGGCTCAGTGATCCTACAGGAGTCTGGAAATGGGTGGATGGGACAGACTA 
CAAGACCAACTTCCAGAACTGGAGTCCAGGCCAGCCAGATGACTGGGATGGACATGGGCTGGGCCCAGGT 
GAGGACTGTGTCCACTTCAACCCGGATGGCACGTGGAATGACAATGCCTGCCAGAGGCCATTCCACTGGG 
TCTGTGAGACCAAGATGGACAAGGCCAGCTAGCAGAGTGTCAGAGGGGCTCCCTGTAGACCACCCAGCTG 
CAGAAATGGGATCAGGGGAGAGGGGCCCTTCTCCAGAGACGCCTAACGAGACCTCTGTGGGAGAGGAACA 
AGCCCTGTGAGATGGGAGCACTGCCCTCAGCCTGAATTGTGTTCCTCTCAACTGTCAAAAGACTATATAA 
AGGTCCTAAGGTTTCTTAAAAA 

>GBEQ1014 | Acc 1 CD4 68281 1 Ver | CD4 68281.1 GI : 3138 954 9 1 LeukoS3_2_D03 .bl_A025 Stimulated ' 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_D03_A025 3*, mRNA 
sequence . : Start : 1 : Stop : 3 67 

GAGGAGGAGGAGGAAGGTGAAGAGGAGGATGTGAGTGGAGAGGAGGAGGAGGATGAAGAAGGTTATAATG 
AT GGGGAAGT AGATGATGAGGAAGATGAAGAAGAT TT TGGT GAAGAAGAAAGGGGTCAGAAGCGAAATCG 
AGACCCTGAAGATGAGGGAGAAGATGATGACTAAGTGGAATAACCTATTTTGAAAAATTCGTATTGTGAT 
TTGACTGTTTTTACCCATACCCCCCTCCCCATCCCGCCCCCCGAAACTTATTTTTTTCTGATTGTAACGT 
TGCTGTGGGAACGAGAGGGGAAAAGTGTACTGGGGGTTGTGGGGGGAGGGAGGGCGGGAGGGGGTGGAAT 
AAAAT AC TAT T T T T ACG 

>GBEQ1015 | Acc | CD4 68265 | Ver | CD4 682 65.1 GI : 3138 9533'j LeukoS3_2__H01 . bl_A025 Stimulated 
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peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_2_H0 1_A0 2 5 3\ mRNA 
sequence . : Start : 1 : Stop: 711 

GAGAGCTGAGGACTGGTGGAAGCACATTAACTTATTTTCATGATCATGTAAATTATTTTCCAGTGTAACT 
TAT T CACCT AT T TAT TAT T TAT ATATTT AT TT ATCCAT CAAAT AT AGTAAT TAT TT TT GCAT GAAT T T GG 
AAAAGT GGGAAAGGAAGCACGGT T GATAGGAT AATGT AATGAT GT TAGAGTGAAT T TAT AT T TAT T T TAA 
AT AT T AAAT TATGT TAT AT TACAGAAAT T TT GAT T T GCAAAAT TAAAAAAAAAAACAAAAC AGGACCCCC 
AGT TAAT T T TGAT T T CAGAT AAAC AGTGAACAT T T T TTT TAGT ATGAGTACATCATTAT T TAT C TGAAAT 
CTTAAGTGAACTGGCCATCCTGCTTTTGAGACTCCTGGTGTTGTCGGGTCTCTGCCAGCTCTGTTACGCA 
GTGCTGTGCTGGATCACCAGACTCCTGAGTTAAGACTGTCTTTTCTCAAAACTGCAAAAATTCACCAGGC 
AATATTAACAAAGTAATTTCTTGCTGGTTAAAACTTATTTATGATGTGCAAATAGATTCTCATAATTTAA 
AAAGAAATATTGTGGTTTTTAACTCTGACTTTTTTCTTTTCACTTTAAGATGGTTTATGTGTTCCCAAAG 
AGATT T TCT TCTACTGT T T T T GATAGCAT GAAAAT ATAAATGTAACAT TAAAACT T TCAAAAT AAAAT T T 
ATGTCAAAGTC 

>GBEQ10.16 j Acc | CD4 682 62 | Ver | CD4 68262 . 1 GI : 3138 9530 | LeukoS 3_2_F10 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_F10_A025 3', mRNA 
sequence . : St art : 1 : S t op : 4 0 6 

CCGAAAAATTGGAGCAAGAGTGTATCCCCTTCCAGAAGACCTGGTGGAAGTGACCCCCAAAATGGTCATG 
ACGGTGTTTGCTTCCCTCATGGGGAAAGGCATGAAGAGGGTGTAAGCCCTGTGGGGCGGGGCTGGAGGCG 
CATGCTCGTTCCTGGCTGCTTGTTCCTGGCTGTTCCTGGATGCTCCCAAGAAGCGGGGGGAGGGTTCAAG 
CCGTTCCAGAGTTTTCAACTTGGTGCCATTATCCAAGATTCCAAAAAGTGTATATTTGTTCAGCCAAGTA 
CCCTTTTCTGTATTTAACAAAAAGTGCTTAATTTTTTGCAAAAGCCCCAATTTTTTACAAATATTTTTTT 
ATCAT TGAAT T T AT TGCT TGGAAAATCTAGAGAAAAAAAGACCCTAT T T TCCAGGC 

>GBEQ1017 | Acc | CD4 68261 | Ver I CD4 68261. 1 GI : 3138 9529 1 LeukoS3_2_E01 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_E01_A025 3', mRNA 
sequence. : Start :1: Stop: 511 

CTGTCCAGTTTCCGGCAACTGTATTCTTCTTTCTACATTGGTTTCAAATCGCTTTCTGCCTGGTGATGGG 
ACTCCTGTTTGCAGTGGATACAGGGCTGTATGTTTCTGTGCAGAGAGCCCTTCCAAAATCAAAGGAGAGC 
ATCCTGGCCTATCCATTGGTGATGTTGCAAAGAAACTGGGAGAGATGTGGAATAACACTGCTGCAGATGA 
CAAGCAGCCTTATGAAAAGAAGGCT GCT AAGCT GAAGGAGAAATACGAAAAGGATAT T GCT GCATACCGA 
GCTAAAGGAAAACCTGATGCAGCGAAAAAGGGAGTTGTCAAGGCTGAAAAAAGCAAGAAAAAGAAGGAAG 
AGGAGGAAGATGAGGAAGACGAAGAGGATGAGGAGGAGGAGGAAGATGAAGAAGATGAAGATGAAGAAGA 
AGATGATGATGATGAATAAGTTGGTTCTAGCGCAGTTTTTTTTTCTTGTCTA'i'AAAGCATTTAACCCCCC 
TGTACACAACTCACTCCTTTT 

>GBEQ1018 | Acc | CD4 68255 | Ver | CD4 68255.1 GI : 31389523 | LeukoS3_2_C0 9 .bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_C09__A025 3', mRNA 
sequence . : Start : 1 : Stop : 705 

ATGCCTCGCGGTCCTCCATGGGCATGGACATATCAGCCATCGATTTGATAAACATCGAGAGCTTCTCCAG 
CCGTGT.GGTGTCTTTGTCAGAGTACCGCCAGAGCCTACACACTTACCTGCGATCCAAGATGAGCC2VAGTA 
GCCCCCAGCCTGTCAGCCCTAATTGGGGAAGCGGTAGGTGCACGTCTCATTGCTCATGCTGGCAGCCTCA 
CCAACCTGGCCAAGTATCCAGCGTCCACAGTGCAGATCCTTGGGGCTGAAAAGGCCCTGTTCAGAGCCCT 
GAAGACAAGGGGTAACACCCCAAAATATGGACTCATTTTCCACTCTACCTTCATTGGCCGAGGAGCTGCC 
AAGAACAAAGGCCGCATCTCCCGATATCTGGCAAACAAATGCAGTATTGCCTCACGAATTGATTGCTTCT 
CTGAGGTCCCCACAAGTGTATTTGGGGAGAAGCTTCGAGAACAAGTCGAGGAGCGGCTGTCCTTTTATGA 
GACTGGAGAGATTCCACGAAAGAATCTGGATGTCATGAAGGAGGCAATGGTTCAGGCAGAGGAAGCGTCT 
GCTGAGATTACCAGGAAGCTGGAGAAACAGGAGAAGAAACGCTTGAAGAAGGAAAAGAAACGCCTGGCTG 
CAATTGCTGCCCTTGCATCTTCAGAAAACAGCAGCAGTACCCCGGAGGAGTGTGAGGAGACAAGTGAGAG 
ACCCA 

>GBEQ1019 |Acc|CD468247 1 Ver | CD4 68247 . 1 GI : 3138 9515 1 LeukoS 3_2_D 12 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_D12_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 731 

TCAAAACTGACTTGAGGTTTCAGAGTGCGGCCATTGGTGCGCTCCAGGAGGCTAGTGAAGCGTACCTCGT 
GGGTTTGTTTGAAGATACTAATCTGTGTGCCATCCACGCTAAGAGAGTCACCATCATGCCCAAAGACATC 
CAGTTGGCTCGCCGGATACGGGGAGAGAGAGCTTAAGTGAAGGCAGTTTTTACGGTGTTTTGTAGTAAAT 
TCTGTAAAATACTTTGGTTTAATTTGTGACTTTTTTTGTAAGAAATTGTTTATAATATGTTGCATTTGTA 
CTTAAGTCATTCCACCTTTCACTCAGGATGAATGCG2WVAGTGACTGTTCACAGACCTCAGTGATGTGGG 
CACTGTTGCTCAGGAGTGACAAGTTGCTAATATGCAGAAGGGATGGGTGATATTTCTTGCTTCTCATGAT 
GCATGTTCTGTATGTTAATGACTTGTTGGGTAGCTATTAAGGTACTAGAATTGATAAATGTGTACAGGGT 
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CCTTTTGCAATAAAACTGGTTATGACTTGATCCAAGCGTTTAACAATTGGGGCTGTTAAGTCTGACCATA 
CATCACTGTGATAGAATGCGGGCTTTTTCAAGGGTGAAGATACGAGTCTTAACCACAGTGTAACTTACAG 
TTTCCTAAAAAAAAAAAAAGTAAACCTGGCAGCTATAGAATACACTATGTGCATTTATAATAGCTATTTT 
ATATATTGTAGTGTCAACATTTTTAAATTAA 

>GBEQ1020 |Acc|CD4 6824 6|Ver ICD4 6824 6. 1 GI : 31389514 | LeukoS3_2_C03 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__2_C03_A025 3' f mRNA 
sequence. : Start : 1 : Stop : 453 

TTGAGGGTTCCGTGCTGTTCCCCGAGCCCCTGACGTGGATGGATAAGCTGGTGGTGGAGTACGCCGACGC 
CATCTGCCAGTGGGAACGTAACAAGTCTCAGTGCTCCGACACCGAGCAGGTGGAGGCCGACCTGGAGTGA 
GGCCTCCCGAACTCTGCCGCACTCCAGCTGCCCTCCCCTGGAACCGACCTCCTTCATCTGCTGTTTCAGG 
TCCCCCCTCTCCCCCAGTGACCTGGATCTGACCTCACACCATCAACGGGGACCACCCACCAGGCACACCT 
GTGCTGGAGTAGGCGGCTGTCCCTGAGAGCTCCAGGCTATTTTGTGCTTACTTACTGGTTTTCTCCATTG 
CGTTGTTAGCCATGGTGACAGGCGACAGGGTTCCCACCCTCCTGTCCAGTTTCACCACCTGGTTGCTTTT 
AAGCCAATTACATCTAGTTTCCCTATTAAAAAT 

>GBEQ1021 | Acc | CD468244 | Ver ! CD4 68244 .1 GI : 3138 9512 | LeukoS3_2_D10 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__2_D10_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 4 4 4 

CCAAATATTGATAAGGCCCATGCCTTCGGAAAGTATTACTCCAGGCCCAAGGAAGCTCCAGAACCAATGG 
AACTTGATGGCCCTAAAGGAACTGGATACATCAAGACTGAATTGATTTTTGTGTTTGAAGTGTAAGTGAA 
CACAGAAGAGTGCCATGTTTAAAAACCTCAGGCTGGCCCTGCTCCTGGCTGGGGCCTGTTGAAGATGCTC 
GCACTTGGCTTTTTCATTGTAATTGCTGCCGCCGCCATCACAGTTGAACTTGTTGGAAAGATCCTAATTA 
GAGATGCTGGTATCACTGCTTATCAGCATTTTGCTGCCTTTATGAAAAAGAAAAAAAAAAAAAAACCCAA 
GAAAACAAACCAAAAAAAGAGTTGTATTTAAGGTTTATAAGTTCTTCCCAAGCTGATACTTTGAAAAAGT 
GTGAATAAAATGAACAAAAAGGGG 

>GBEQ1022 | Acc | CD4 68149 [Ver | CD4 68149.1 GI : 3138 9417 j LeukoS3_l_B02 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_B02_A025 3', mRNA 
sequence . : Start : 1 : Stop : 571 

AATGCAGTTTTTGGGAACTAAACTAGTCATGTTTAACCAGATAATCCATAGGGATGGAGGGGTCCTTTTT 
GAAACAAAGTGCTATTCAGTTATTAACCAAGTTACTTATTTTTGGTTTCAAAAGCAGCTGTGTTCCTGAT 
GAGTACTGAACAAATGTGTGTAATTTTCTGTGCCAGACTTTTGACTTTGTTTTCAAGCACTGTAATGTGG 
GATGGATGGTTAGAAACAATAATATATTAGGGTTTCTATTTAACCCTTTCAGGACTGAACTGTATCTCCT 
TTCATTAATTTTGCCCTGTGTCGTGATAAATGTTTGCCAGCATTCAGTACTGTGTTGGTCCAGATGTAGG 
TTTATATGCTCATTTTTAGCTTATTTCTTGTACCTTCAGCATGCTGTACGCATTCAGTCCTTAAGGGGTT 
TATTTTACAAACTGTGCGCCTGTAAGGTTTATTAGCAATAAGATAGAAAATTGAGCAAGTTTATACCATA 
ATTTTGTAGAAAAAAGAATCTGCTCAGTTCCATATTTCATCCATGAGAAACTTGCAATATGGGCAGTTTC 
GAGGAATAAAT 

>GBEQ1023 | Acc I CD4 68144 | Ver I CD4 68144.1 GI : 3138 94 12 | LeukoS3_l_F09 ."bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_F09_A025 3\ mRNA 
sequence . : Start : 1 : Stop ; 555 

ATTTTCATGTATATGAAGCTTTTGTTAATATGTTGTATACTCTGTTGGCTGTGTGAAGTAAACTAAAACT 
CTAATGAACACTTTGGAGTCCACGTTAGTGTAGGAGGCCAAAGTGGGAAGGGCTTTAGGGCAGTGATAAA 
GGCCCTAAGTGTACTTTTCAATCCTGTGTAATGTTTAATTCTTGCAACTGAATCAAAACAGTGTTAAATT 
ATGGCAATATTTGCACTTTGGGAATGAGTACATAACTGTATGATCACATTCTGCAAATGCCACTTTTAAA 
GCTGTTAATAGACTTTGCACCTTTTCTTTGACGAGGATGTGTCATATTTAAATTTTTACATTCATCATGG 
CTACAGGTAGAACTGGGGAGGGGGGAATGTAATTTTTTATGGGAATTTTGATATGAAAAGAAACTAGTCA 
TTTATTTATACAATAGGATTGGCTCAAAAAGTGTTTTTCAGACTCGGTATTCCTAATGTGGGATGTGACT 
T TAT TTTCTTTT TAGTAGCAAAT TT GGAT GTAG ACTGACAGAC ATAGC TGAATGT CTTAATAAAT 

>GBEQ1024 | Acc | CD4 68143 | Ver | CD4 68143 . 1 GI : 31389411 | LeukoS3_l_H12 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l__H12_A025 3', mRNA 
sequence . : Start: 1 : Stop : 642 

CATTCTTTCCTCCCATTTCCACCCCAACATAGAGTAGTATTTGCTTTTTAGTCCATTTTGTTTTCAATAC 
AATTTAATATCGATCAGAGTCATTCTTTTGTACATTGAAATCAGGGGCTTGGTTTAAAAAAAACCTTCCC 
GCGACCCCATACCCCTAAACCAACCAGGAGTGGAAGGTACCACCGCTGGTGCTGCCTTTCCTTCCCACAG 
CCTGTAACTTAATGTTTTGTACTTCACTGAATTGTGATGGTTAGAAACTTCGTGTATAGTTTGTGGAAAT 
CATGCAATTAAACATATTGCTTAAAACGGTGTTGCCGTGACTTCAGAGCTAAGCCTAGGCCACCTTGGGA 
AGCCTGGGCCACCCTCTCTTCCACTGCTTGCTTCTGGATGTGGCATCCTTCGAAGCCCCAGGTCAGGCAG 
GGAGGGCATTGGGCACACGGAGCAGTTACTCGCTGCCCTGACATCCCATGGTGTTTGGCATGTGTTCTCC 
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CATTTGACCCATCCGCGTGGCATGAGGCGCCAAGCCACCCAAACCTGTTCACTTTCCAAAGAGCTAGCCA 
TCTCCACCCAGTACCATTGTGTCCTAGCCTGTCTGCGTTTGTTAGCGGTAGTATTCTATATGTGTAATAA 
ATTTTTAACCCT 

' >GBEQ1025 |Acc|CD468140|Ver|CD468140.1. GI : 3138 94 08 | LeukoS3_lj311 . bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_Gll_A025 3», mRNA 
sequence . : Start : 1 : Stop : 636 

GGAGAGGAGACAGAGGGAGGGJ3AAGCTGCTGAGGAGTGGGGAGAAGCTGAGCCCAGCCCCTTCCAAGTGG 
CCATCTATCTGCCTGGAGAGAAGGCACCACCTCCCTGGACTCCTCCTCGGCTGCCCCTCCGACTGCAAAG 
GCGGCTCAAGTCCACAGAAACCCCCACCCGGGATCTGGAGCCTGAGACCCCGCTAAAGGCCAGAAAGGTG 
TGCTTCTCTGAGAAAGTCACCATCCATTTCCTGGTCGTCTGGGCGGGACCAGCCCAGGCTGCCCGCCGGG 
GTCCCTGGGAGCAGCTCGCCCGGGATCGCAGCCGCTTTGCCCACCGCATCGCCCGGGCCCAAGAGGAGCT 
GGGCTCCTGCCTCACCCCTGCTGCCCGGGCGAGGGCCTGGGCACGCCTCAGGAACCCTCCCGCTTCTCTG 
GCCACCATACCTGCCGCTACCCATGCCTTGCAGACATCCTCCATCCAGGCCATGCCCTTGAGCCATGCTG 
TGGCCTCTCCCTCCCCTCCTTACGTGTCTCTATCTCCTTGCCTGGACCTCAGTGGGAGGCGTGGCTAAGA 
TCATGTGGTTTGCATGTTATTAACTATTTATTTTTTTAAGTGTTGGTTTATATAAGGAATAAAGCCTTTT 
GATTGT 

>GBEQ102 6 | Acc i CD4 6813 9) Ver | CD4 68139.1 GI : 3138 94 07 | LeukoS3_l_F02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_1_F0 2_A0 2 5 3 1 , mRNA 
sequence . : Start : 1 : Stop : 602 

TCAGCACATGCTCACTGTTCTCCCCATCCTTGTCCTTCCCATGTTCATTAATTCATATTGCCCTGCGCCT 
AGTCCCATTTTCACTTCCTTTGACGCTCCTAGTAGTTATGTTAAGTCTTACCCTGTAATTTTTGCTTTTA 
ATTTTGATACCTCTTTATGACTTAACAATAAAAAGGATGTATGGTTTTTATCAACTGTCTCCAAAATAAT 
CTCTTGTTATGCAGGGAGTACAGTTCTTTCCATTCATACATGAGTTCAGTAGTTGCTTCCCTAACTGCAA 
AGGCAATCTCATTAGTTGAGTAGCACCTTGAGAGCAGCTTTGAGTTAGAGGTATGTGTGTTATACCCCAC 
ACAAGAGTGCTGTGTGGGGCTGTTCAACACAAATGTAACAATGTATTTTTGTGAATGAGAGTTGGCATGT 
CAAATGCATCCTCTAGAAAAATAATTAGTGTAATAGTCTTAAGATTTGTTTTCTGAAGTTGATACTGTGG 
GTTATTTTTGTGAACAGCCTGATGTTTGAGACCTTTTTTTCTCAAAATAAACAAGTCCTTATTAAACCAG 
GAATTTGGAGAAAAAAAACCCTGGTTTTTTATTTTTGTATTT 

>GBEQ1027 | Acc | CD4 68138 | Ver | CD4 68138.1 GI : 3138 94 06 j LeukoS 3__1_G 04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_G04_A025 3', mRNA 
sequence . : Start : 1 : Stop : 500 

TTTCCTAAATAAGTGTTATAATGTGGGATTAATTTAGTTTTAATTATAAAGTGGGGTTTTAGGCAAAAAT 
GAAAAATCCAAGATACAAAGTCCAGAGTAGCATTTTGTTGCTGTCTCAGGCCTTTGTAGCTTTCCACCAT 
AAAAGTTATTAGATGCAACTCTTGTGGATAAAAACTTAAATTTTGTACAATAAGATATTCATGTTTGCAT 
GACAATATGGGAGTATTTGGTGAAAAAGAAAGCATATACCAGCTTATTTCTACTTAATGAAATGTGTGTT 
TAGGGGTACTTATCATGGCCTAACATAAAGCTTGGATGATGACTTCCTGATTTTCTGAAAAACAGATGAT 
GGCTGTGCAGGACTTAAATAATATCCATTGAACGTGCTGCCATAACCTAGATGATTATTGGTAAAAATAG 
TCACT TACT T CT AAT TC T TAAAGT T TAT AGTATATATTAATATAGCT GAAATTATATGTAACCAATAAAA 
CCACTCTTTT 

>GBEQ1028 | Acc 1 CD468134 | Ver | CD4 68 134 . 1 GI : 3138 9402 | LeukoS3_l_A07 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA. clone LeukoS3_l_A07_A025 3', mRNA 
sequence .: St art : 1 : Stop : 67 3 

ACCCAAGAGGAAGCAGGGCACCAAGTCGGCGGAGGAGGAGCTGGCCAAGGCCGGCTGGTTGCTGGAGCTG 
CAGCATCTGACGCTGGGAGCGCAGATCGGCGAGGGCGAGTTCGGAGCCGTCCTGCAGGGCGAGTACCTGG 
GCCAGAAGGTGGCCGTGAAGAACATCAAGTGCGACGTGACGGCTCAGGCCTTCCTGGACGAGACGGCGGT 
CATGACGAAGATGCAGCACAAGAACCTGGTGCGGCTGCTGGGCGTGATCCTGCACCAGGGGCTGTTCATC 
GTCATGGAGCACGGCAACCTCGTGAACTTCCTACGGACGCGAGGCCGGGCCCTGGTCAACACGCCGCAGC 
TCCTGCAGTTTTCCCTGCACGTGGCCGAGGGCATGGAATACCTGGAGAGCAAGAAGCTGGTGCACCGGGA 
CCTTGCCGCCCGCAACATCCTCATTTCCGAGGACCTGGTGGCCAAGGTCAGCGACTTCGGCCTGGCCAAG 
GCCGAGCGGAAGGGGCTGGATTCCAGCCGGCTGCCGGTCAAGTGGACGGCGCCCGAGGCTCTCAAACAAG 
GGGTGAGCCCCCCTCGTCCCAGGGCCCTTGGAGCCCCAGCTGTGCTGTGTGACCCTGGGCATGTCTCTTG 
GCCTCTCTGAACCTCCAAAGGAAGTTTGCCTCACCAGCGAAAA 

>GBEQ1029 | Acc | CD4 68130 |Ver |CD4 68130.1 GI : 31389398 | LeukoS 3_1_D12 . bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_D12_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 694 

ACAAGAGACTTATTTAACTAGATGACAATGACTATTTTTGTTTTTATTAAAGCTGACATGCCTACCAAGA 
TTTAATCTTTTATGATTGCCTTTTTATAACTTTTTATATTCTCAGCAGAGAGCTTTACCTGTTG2VAGTAA 
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GATGTGATAGACTCAAATTACTGAAGCAGAGTGGCAGTCTCAAAGTATGCAGAGTGAGGTGTTTCTTTTA 
TATGCCTAGAATGCAGACTTCTAAGCTTTTGCCTCAGCTACAAATTTTTTTTTTGAGAATGCAGTACCGA 
TGTTTCTTTGAATGGAGTTGCTGAACAGTAACATAGCTGTGATTTTTATTTGAAACACTGATTTTAAATA 
T T T TGAC T T CT GGAGGGTAT AT T TTAT ATAGCAAGACACT TAATATATAACACAACAGT GAAGT ATT T TA 
TCTTCTAAATAATGCCTGTTTTTATTTATCATTAACAAAACAATCCTAAGTGGCAGCCCTCGATTGTGAA 
AAAATTAAACTGTACTGGGTTGATGAATGTAGCCTTTATCAGACTATGTTTTGTTCAGTTTTTCTGTTCA 
TGTGGATAAGTATTGGCTGGGGTGACTTGGTATCTAATGTGTAGTGCTACGCATACAATTGATGGTGCCA 
AATTAGCACATCCTAATGCTTGCTGCTGATGCAAACATATTAAAGGTACTTTGCAGGAAATCCT 

>GBEQ1030 |Acc |CD4 68120 | Ver )CD4 68120.1 GI : 3138 9388 | LeukoS3_l_D10 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_lJD10_A025 3', mRNA 
sequence . : Start : 1 : Stop : 514 

TTTGAGTGAACAGAATATGCATTATTAAAGCAAAAATAAATAAAAGTAAAATGCAAATGAAAACAAGGGG 
GGGAAAGTTGTATTATTTCCTGCACTGGGTTATCTGTGTGTGTTATTGTTTAAACTGTACTCACATAATG 
TCATTTGCCTTGCTTTCTTGTAATCCCTTCCTCAGGTCCAAGAGAATGGGGAGAGGCTCTTGTTGAAGTG 
TAGCCATTGGGTCTTTCTTGCATTTATGGAATTACTTTTTTCCATCCCCAGGAAACTGGTGTTTGCTTGT 
TCTCTTTATCTCTGTAGCAAATGAACAGTTCACCCTTAGACTATGTAACTATTTTCTCATCCTTAGCTAA 
AAATAAGGGGTATACTGCATTGCAAGATTGTTTGGGGATTGGGGGGGTGGGAGTGGTCCCTTAATGGCCC 
TTGAAGATGTTTTATGTGTTTCTAAAAAGCTGCTTTGTCTACTTCCTGAGTTTTAGATTGAAACTACTAA 
ACATTAATAGATTTGCCCCCCCCC 

>GBEQ1031 | Acc 1 CD468110 | Ver | CD4 68110 .1 GI : 31389378 | LeukoS3_l_B04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l__B04_A025 3 f , mRNA 
sequence .: Start : 1 : Stop : 613 

GCCGGAGAGCGTTGCAATAGTGGTCATCCTGCCTGCAATATTTGAATTTTTAAATCTAAATCTATTTATT 
AATAT TTAATAT TT T ACATTAT TTATATGGGGAATATAT T TT T AAACT CAT CAAAGTAT TTATAATAGCA 
ACTTTTATGTAATGAAAATGGGTATCTATTAATATATATATTATTTATAATTCCTGTATGGTGTGACTAT 
TTCACTTGACCCTTTTTTTTCTGACCAACTAGGCAAGATTATGTGATTACAAGGCTTTAACTCAGGGGCC 
AACTAGGGAGTGGGTAGCCGACCTACCAAGACCCTGTGAGCTGTGTGTTTATTTCCCTCAATGATACAAT 
GAACACTTATAAAGGAAAGGAGGGCCTCCAGTCACTGCCTGTTGGAGAACATGTCTGCATTGTGAGCCAC 
TGCTTAATGGCATGTCAAACCACGCTTGAATGTGTCAGATGATAGGGCTTGTCCCCTGATAAAGCTTAGT 
ATCTCCTCTCATGCCTAGTGCTTCAGAATATTGTTGACAACTGTGACTGCACCCAAATGGAAAGTAATTT 
ATTTGTTTAGTTTACCAATATTTAATAAATATGAATAAAGTATAATTTCATAA 

>GBEQ1032 | Acc | CD468109 ) Ver i CD468109 . 1 GI : 31389377 | LeukoS3_l_C06 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_1_C0 6_A0 2 5 3', mRNA 
sequence. : Start : 1 : Stop: 636 

AGTAGAGGAGAGAAATGGAAACAGAT TGT TATAGATGTAATAGAT GTAT CTACAAGGGGCT CTAGCAGT G 
TGAGAGAGGGAGGAATTGGACTTCTCTGCATCTTTGGTTGTAGTCTAGAGGTAAAAATTCCAGCCTTTCA 
ATGAAAGTCTATTCTACAGAGTACCTTGATGCTGAAAACCTATTCATATCTCCTGTTATATTCTAGGACA 
GGGAAATTAATTTGAGAGAGCATTAGGGAGGTTGGGTGTCCTGCCCAGAGTCACACAGTTACTAAAATGG 
TAGAACCAGGGTCTGAACTCTAATAACAGCATTCTTTCCTTTAAGGTTATGGGAGAACCAATGGAATATG 
CTCTTTGTAATGGGTCTGGAAAACTGTCTGCAGCTACTTCTTTTACAAACAGTGATCTACACAGCAG2\AG 
TTAATCAAGTTTGATGGTGCGATGTGTAATCCAAATAAAATAAATGCATTTGCTAATAAGCCTTTTTTCT 
TTTTTTCAGGCTTGAAGATTCCTCATTTGGATTTGACTAGTTCCAAATTGTGCTTACTCTTTAATACTTA 
CATACT T TCATGCT T TAT GCACATAAATCAGGAAGCTGTACT GATCT TAATACAAATATTAGCT TCT T T A 
TACTCT 

>GBEQ1033 j Acc 1 CD468106 | Ver | CD4 68106 . 1 GI : 31389374 1 LeukoS 3_1_H 02 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_1_H 0 2_A0 2 5 3 f f mRNA 
sequence. : Start : 1 : Stop: 548 

GTAAAATATAAAAATACTGTATATTCCTGTTAGAAATAGCTTGAAATATACATGCAATTCATATATGAAA 
GATTT CAT T TCTTACATGCAGGAATGTAAGTGAATGATGT TACTGATAT T GT T AGC AAAAGAGAAT T TCA 
TAACAGTGCATATCAGAGCTTAACTTTGTTCATTTTCAGTAATGTTTTCAGCCAGTCTCTTCAGGAATGA 
CAGTTTCCTCTACCTCTCTTCTCCCTTTTATTGGGTATCTCTGTTCTTTTTCCTCGGTTTAAATGGAGTT 
ATAAAGTAC T T ATAT TT TAATACAAT T TCTAGAC AGGGT AAGGGAGAAAAAAAAAAGCAAAGT T CATCCA 
TTTTGACTTCTGTGGAAAAGGAACTGGAGAATCAACCCTTTGGATACATTTTGGGGTAAGAAACCTTTGA 
AGTTATCTGTTCTGTGAAAATAAAGTTTCAGGAAATCTGCTTGCTCCTTTTCTTATAGGAAATAGTTCAG 
CAGT TAAT TGAAAATAGTACACCAT TCCGAGACAAGACAGAAT TTGC TCAAGATAAAT 

>GBEQ1034 1 Acc | CD468105 | Ver | CD468105 .1 GI : 31389373 | LeukoS 3_1_A1 0 .bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_AlO_A025 3 f f mRNA 
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sequence . : Start : 1 : Stop: 650 

AATACCTATAATATTTTGTCAAATGCACTAAACATTTGGGTTGAACTTTCT'GTCTTTTTTATTTTGTGGG 
AATTTTGGTTCTGCCCTTTATTGGGGAGTGGTAATTCTGAGGGTTTAATGTGCCCAGAAGCTGTTGTGGC 
TGGCACTTGTTACGATCAACAACAACAACAAAAAGGTAGAAAATATCCCTACTGACCTAACTACCTGTAA 
TATATTAGGGCT TT TAAAGATGAGCCAT TAAAATAGAAATGATCCT TCAT GGACCGAAACT T GAATCACT 
GCAAAATGAATCTAGTTTGCTGTCACTTTCTTTTCTTTTCTTTTGGGTGGCGGGGCTTGGTGTAGATTTT 
AC T G TAT G T AC AG AAT T T AAT GT T GAAT AT AT T AAAA T AAAT C T GG CAT GG T T T GGGGAGG T T AGAT T T A 
CTGGAAATGTATTCATACTGTGAATTGTGCTCTGATGGTTAAAAAAACAAGATTGTTAAGCATTCCGTAT 
TAACAGTGGATGTAGAAAAT TT T T TCAGATGGATAAAAT GTATATGGTACAGAT GTAAAGT TT TC T AT GT 
AAAAAATTCTGTACAACTTTCTGTACAATATTGATTCTCATCTGGCATATTCTAATCAGGTTATAGGCCA 
ATAAAGT T TT T GGAT TAT T G 

>GBEQ1035 | Acc | CD468104 | Ver | CD4 68104 .1 GI : 3138 9372 | LeukoS3_l_B12 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__l_B12__A025 3', mRNA 
sequence. : Start : 1 : Stop: 697 

TCCTATGGATGACAACTTAATTTGTGCAGTGAAATTACTAAAGTTGACAGGGTCAGTTTTGGAAGATGCC 
TGGAAGGAAAAAGGAAAGACTGATAT GGAAGAAAT TAT TCAGAGAAT T GAAAATGTT GTCCTAGAT GCAA 
ATTGCAGCAGAGATGTAAAACAGATGCTTTTGAAGCTTGTAGAACTCCGGTCAAGTAACTGGGGTAGAGT 
CTATGCAACCTCAACATACAGAGAAGCAACACCT GAAAATGACCC TAACTATTT TATGAATGAACCAACA 
TTTTATACATCTGATGGTGTTCCTTTCACTGCAGCCGATCCAGATTACCAAGAGAAATATCAAGAGTTAC 
T T GAAAGAGAAGACTT T T T T CCAGAT TATGAAGAAAATGGAACAGAT T T ATCAGGGGCT GGTGATCCATA 
CT TGGATGATAT TGATGATGAGAT GGACCCAGAGATAGAAGAAGCGTATGAAAAGTT T T GT T TGGAAT CA 
GAGCGTAAGCGAAAGCAGTAGAGCTAAAT T TCAGCAT ATCAGT T T TATGAAGCAGT T TAGGT TATGGTG A 
TT TAGCAGAACACAGGAAAGCAAGAAAATGTGT CATACT TATACCAAAT TGAGGAT T TTGAGTTATGT TA 
CTAATGTATGCAACTTTAATTTTGTTTAACACTATCTGCCAAAATAAACTTTATTCCCTATAACTAA 

>GBEQ1036 I Acc | CD468101 1 Ver | CD4 68101 . 1 GI : 31389369 | LeukoS3___l_B03 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_B03_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop: 518 

GCTAGAGGAGACCCTGAACAAGTTCAATTTTGCCAGGAACAGCACCCTCAACTCAGCCGCTGTCACCGTC 
TCCTCTTAGAGCTCACTCGGGCCAGGCCCCCAATCTGAGCTGTGGCTGTCACTAGATGTGCCACAGCCCT 
CCTGCCCCTCCCCCCCAGTCAGTATTACCCTGTGAAGCCCCTTCTCTCCTTTATTATTCAGGAGGGCTTT 
GGGGCTCCCTGGTTCTGAGCATCACCCTACCCCTTCTCCCTCTCTTCCTCCCCTCTGCACTTTGTTTACT 
TGTTTTGCACAGACGTGGGCCTGGGCCTTCTCAGCAGCCGCCTTCTAGTTGGGGGCTAGTAGCTGATCTG 
CCGGCTCCTGCCCAGCCTGTGTGGGAAGGAAGCCCACCGGCACTGGGGGAGCCGAGTTCTACAATCCCGC 
TGGGGCGGACGGGGCGGGAGAGGAGGGTGGTGCTGCAGTGGTGGCCCTGGGGGGCCATTCGATTCGCCTC 
AGTTGCTGCTGTAATAAAAGTCTACTTT 

>GBEQ1037 | Acc | CD4 68092 | Ver I CD4 68092 .1 GI : 31389360 | LeukoS3_l_H0 9 . bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_H09__A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 67 4 

TATAAAACTAAAGGAGAATAAATTCCTGGTTTTTTGGAAACTGATTTACCAGGTTTAAGTTGATTTCATC 
TAACATTAATCAGAATTTTAATGTTTGGACTTCCGCTTTTCCTAACTATCTTGTTTTCTTCAATATCCCC 
TTTTGAGGCTCTGGCAGTCCTCGTTTCTTACCACTTGCTCTTTAGCTGAAAGCTAACTTCATATGATGCA 
AAGAGAGAAATATCT TAGGAAT TGGCCT TAT GGAAAAT GGAGAAGAACAACACGAACAGT T TTACAGTAA 
TTTCCAAGATTTTGTGGTTCATCTGAAGGCTTTGCAAAATTTGTACTATCAATATTTAAGACATTTTTAT 
GTTTAATTACACTTAAATTTTATGTAATTTACATGTTTCCTTTTCTATTCTACATGAAACAGAAACTTCA 
AGCT CT CTAAAT ATAATGAAGGACTGAATCTAGTGGCAT TACCATGCAT T TCAT GAGAT GTAAGAAATGT 
CGCTTAAACATTTCATCCTACACATTACATGTGTTTTCTGAGACATACCTCACATTTCAATGCCAAATGT 
TTCAGCACAAGGAAACTAGAAATGGACATGTGTTGCAAATATAAAAGAATCATTGGGATTTGAGGCAGAG 
AAT T GGGAAATGTACCCATAAATGGCAACAAT AAT AAAT GGAT G 

>GBEQ1038 | Acc | CD4 68088 | Ver | CD4 68088 . 1 GI : 3138 935 6 1 LeukoS3_l_A08 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leu ko S 3_1_A0 8 _A0 2 5 3 1 , mRNA 
sequence .: Start : 1 : Stop : 730 

AAGGTACATGAATGGAGTGCGGTGATTTCATAACATTTTTCATCAGAATGGAAAGAGAACTGTTTAAAAG 
TTTGATACTTTTAAATAGTTTGTTTTTTGGTTACTCTGGGAATGGTGATTTTCTACAGATATAAATTGGT 
TTTTGATTCTGTAATTCTGTATGCAGTTGAATATACATTACTTACTCTGTTGCGCTTTAATAGAATGGAA 
TGT T TACAGGCCCT TGAGATGATAT TAGAGTAT T T TT CAAAAACCTTCTGAAAAGACACATACCAAAGT T 
TTCCAAGAGGATT T TATAACTGATT TAATGTAAGGTT TATCAGAT TCTAAAATAGTACAGT TAAGGCAAT 
TTTCTGTTAGAGACTATTTTGTAATGTAGTGAATGGTACATTTATAAGAAAAGTGACTGCCAATATATTT 
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TTATAGTTAATCTTTATAAATTCTAAAGTTGAGTTTTTAATGATTATTTTAAATGTTTATATAGTTTTAG 
TAAAAAAAATATTTTGCATCTCTCAAAGTATCATTTTTATATTATGGGAAGTAAAGTTTCCAGATTGGCT 
AATATTTGAATTGTAAGTTTTGTATGCAGTTTATCCAAAGTTCAGAAATGCTGTCAGTACACCAGTGTTT 
AACCTCTGTATTCCAATTTGTATACACTTTGTACTGCAAAACTGTTGTGCGCTTCTTATACAATATGTAT 
CAT AT T GT CT ATGAAAT TAAAGAACAT TTG 

>GBEQ1039 1 Acc | CD4 68087 1 Ver | CD4 68087 .1 GI : 3138 9355 j LeukoS3_l_F10 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_1_F1 0_A0 2 5 3 T , mRNA 
sequence. : Start : 1 : Stop: 631 

TTTGCAAATGTCCCAGGCCCCTGGTCAGACCGGCAGGCAAGCCTACCACTTCAGAGAGATACGTCTGACA 
TGGCGACAGGCCTTGTGCAACAGCCACTACAAGCACTCAAACTGAGAACTCTCTGCACGAGGAGAGCAAC 
AGTCCTTCCCTTTTGGTTTTTCCAGCCTTCCTTCCTTATGTATTCATTGTCATTATTATTTTTGTGGGGG 
TGGGGTGGGAAGGGTTTCTTTTTCTTCATGTGTTTACTTTAATTGATACAAAACAAGACTATCTAATGTC 
AATGGTACACCGCAAGGGTTACAGTACCGTTGTGCAAACATGCTGGGGTAAAGTGCGGGCAGAACAGATT 
GGTGAGGAGGCTAAGAGCGGAAAGTGCTGCCCTGCACATGCATTTCCGTCCTCAGAGTGCAGCACAAGAA 
ATGT GT GCT CGTT GCAAGAAAAACTAACACAGATAAGGAAATAAAGAT CACCAGT AAT T CT T TACCT CAG 
ATGTAATCCATTGTTACTATTATGGCGTACATTCTTCCTGATTATTTTCTATGCATAAATGTAAAATATA 
TCCTTGGCTTTTTAAAAAGTGGGATTGCATTATGCTTTCATAAGTGGCTTTAATAAACAAACATTTATAG 

C 

>GBEQ1040 | Acc | CD4 68084 | Ver | CD4 68084.1 GI : 3138 9352 j LeukoS3_l_F03 . bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_F03__A025 3\ mRNA 
sequence . : Start : 1 : Stop : 47 8 

GGCGCCGATTACATCGCCCTGAACGAGGACCTGCGCTCCTGGACCGCGGCGGACACGGCGGCTCAGATCA 
CCCGGCGCAAGTGGGAGGTGGCCGGTGAGGCGGAGCATGACAGGAACTACCTAGAGGGCACGTGCGTGGA 
TTGGCTCCTCAGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGCGGACCCTCCGAAGACACATGTG 
ACCCACCACCCCAGCTCTGACCATGAGGTCACCCTGAGGTGCTGGGCCCTCGGCTTCTACCCTGCGGAGA 
TCACACTGACCTTTGTGCTTTCCCTGATGAAATGTCCTGTTGCAGCAGAGGTGGGGCTGGGCCAGCTCCC 
TCCCTGTCTTAACTTCGTGTTGCACTCACTAGTGATCATTTGCTTCCTTACTGAAAATATGAATCCAGAT 
ATGAGTTTTTTTCTAATTCTTGTTGTAAGGGATGTGTTAATTAAAGAAGAAGATTCCT 

>GBEQ1041 | Acc | CD4 68081 1 Ver | CD4 68081 . 1 GI : 3138 9349 | LeukoS 3_1_H0 4 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3__l_H04_A025 3', mRNA 
sequence. : Start : 1 : Stop: 564 

TGGCAATGTGGCTGGTGACAGCAAAAATGATCCACCAATGGAAGCAGCTGGCTTCACAGCTCAGGTGATT 
ATCCTGAACCATCCAGGCCAAATCAGTGCTGGGTATGCACCTGTGCTGGATTGTCACACAGCTCACATTG 
CTTGCAAGTTTGCTGAGCTGAAGGAGAAGATTGATCGTCGTTCTGGAAAGAAGCTGGAAGATGGCCCCAA 
ATTCTTGAAATCTGGTGATGCTGCCATCGTTGATATGGTTCCTGGCAAGCCCATGTGTGTTGAGAGCTTT 
TTTGACTATCCCCAATACCTGCCACCCCAGTCTTAATCAGTGGTGGAACGGTCTCAGAACTTTTTGTCTT 
AAT TGGCCATT TAAGTT TAATAGTAAAAGACT GGT TAATGATAACAATGCAT CGTAAAACCTT CAGAAGG 
AAAGGAGAATGTTTTGTGGACCATTTGGTTTTTTGTGTGGCAGTTTTAAGTTATTAGTTTTTAAAATCAG 
TACT T TT T AATGGAAACAACTTGACCAAAAATCTGTCACAGAATT T T GAGACCCATTAAAACAAAGTT T A 
AGAG 

>GBEQ1042 | Acc | CD4 6807 9 | Ver I CD4 6807 9.1 GI : 31389347 | LeukoS 3_1_F1 2 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l__F12_ J A025 3 ? , mRNA 
sequence. : Start :1 : Stop: 599 

GGTAGACTCTAGGAGCAACTCTTTGGATCAGAAGACTCCAGAAGCCAATTCCAGGGCCTCTAGTCCCTGC 
CCAGAATTTGAACAGTTTCAGATTGTTCCAACTGTGGAAACGCCCTATTTGGCCCGAGCAGGAAAAAATG 
AATTTCTCAATCTTGTTCCAGATATTGAAGAAATTAGACCGGGCTCAGTGGTCTCTAAGAAAGGATACCT 
GCATTTCAAGGAGCCACTTTCTAGTAACTGGGCTAAACATTTTGTCATAGTCCGTCGCCCGTATGTCTTC 
ATCTATAACAGTGACAAAGACCCAGTGGAGCGTGGCATCATTAACCTGTCCACGGCACAGGTGGAATACA 
GTGAGGACCAGCAGGCCATGGTGAAGACACCTAACACCTTTGCTGTGTGCACAAAGCACCGGGGAGTCCT 
TTTGCAGGCTCTCAATGACAAAGACATGAATGACTGGTTATATGCCTTTAACCCACTCCTTGCTGGCACA 
ATACGGTCAAAACTCTCCCGCAGATGCCCCAGCCAACCGAAGTTCTAAGTGACTCTGCTGAGCGACTCTG 
CTGAGCGCCCTCACTCACCTTCCAAGAGATAAAGAAAGT 

>GBEQ1043 | Acc 1CD4 67 996 | Ver | CD4 67996.1 GI : 3138 9264 | LeukoSl_8_Hll .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8_H 1 1_A0 2 3 3', mRNA 
sequence. : Start : 1 : Stop: 672 

CAAAGTCCCCNTGAAGATATCCCATCTCGAGCACCCTTTGCTCCCCAGCTGTGCCCTGCCTCCCTTCCTC 
GAGTCCTCTGCTGGCCAGTCCAGAAACATACTGCCTAGGATCATGTGTGTTCATGGATCACTCGCCCCAC 
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CTCAGGAGCACAGAGAGTCATGACTATTTATATTCTAAAACAGACCTGTTTACTTTCATAGGACGTCTGA 
TGTGTTCAGATAGGAAGGCCCCTGAGAGGTACTGATGCTTTCTGCCTCCGCCGCAGACGCTCTGGGTTCT 
CTGCAGGAACGAGAGGAAGCAGCTATCTTGTCGCCCTCTCCAGTGACCTCTCCATGTTCCCACCCACAAC 
ACTAAGGCTGCCCTGTCTGTCAAAGGAAGTCCTCCTGTCCTTGCCTCCTTGCATGACAGCCCCTCCCCAC 
GCTCTTCCTCTGTGCACATGCGCACACACAGGAGAAGCCAGGCAGATGGCAATCCAGTTTTCCTTTTTTA 
GGGGAAAAAAATGGGAAAAACAGATTTTTTTAAAAGTCCACCTGACCCAACTCTATTTAATATGCCTCTC 
CCACATATCACCACCCAGCCTGATATTCTCCCTCAGGAATCCTCTGAAGTGGTTAAGTTGTAGCCCTCAA 
AT T T GCAACGTGT AT TT T T CTAGGAGAGT AAAGT AACT T TAG 

>GBEQ1044 |Acc| CD4 67 993 | Ver 1 CD4 67 993.1 GI : 3138 92 61 | LeukoSl_8__D07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone- LeukoSl_8_D07_A023 3 T , mRNA 
sequence Start : 1 : Stop : 690 

AGTTTTCTTAGGGCTTCCTTTTGGAGTTTCTAAGAGTTAATTTCTTTTGGAGTCTTGACACTTATTTTCG 
TCATCATTTTGGAGTTTGCCTAGGTGTCAGGCATTCTCTGAGGTTGGGGTGTCTTGCCAGACCGCGCTTC 
ATGTAGGTGTTGTGGCATCATTACGTCTCCCCACACTCTTAACGTGAAATGCTGATCAAAAAGGAATTTG 
CCT GTGACAGGTT T AAGAAACGAGAGGGGACTAGGTGGGAAACGGGCCT T GCAAGAT T T TAAACTGAT TC 
TGTTTGTTTTAAGGCCTGCCGGAGACAGGACTTCTAAAACGACCAGTATGTCTGGAAGGCTGTGGTCCAA 
GGCCATTTTTGCTGGCTATAAGCGGGGTCTCCGGAACCAGAGGGAGCACACGGCCCTTCTTAAAATTGAA 
GGTGTTTATGCTCGAGATGAAACTGAGTTCTATCTAGGCAAGCGATGTGCTTATGTGTACAAAGCAAAGA 
ACAACACAGTGACTCCTGGTGGCAAACCTAACAAAACCAGAGTAATCTGGGGAAAGGTAACTCGTGCTCA 
TGGAAACAGTGGCATGGTTCGTGCCAAATTCCGAAGTAACCTTCCTGCGAAGGCCATTGGACACAGAATC 
CGTGTGATGCTGTACCCTTCAAGGATTTAAACTTATGAAAAGTAAATAAATAAATGTAGG 

>GBEQ1045 | Acc | CD4 67 991 | Ver | CD4 67 991 .1 GI : 31389259 | LeukoSl_8_D10 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_D10_A023 3 f , mRNA 
sequence. : Start : 1 : Stop : 545 

CCCCAAACTCACATACACACTTACTTACCAAGTGTCAAGCTGGATAAGAACTGGCTGAGTTGCTTTATGC 
AGAGCTAAT TTACTGGATAAT TCAAGAAT TCCCAAACAAAACCAGAGGAACAGT GTGAAAT T GAGCAGCC 
CTAACAGGTTATATGATTTCCGTGAAAACCTACCAAAGGCCAAAAAGCAACAGAGCATTGTAAACCAACA 
CTAGACTCTCTCCATCGCGCTGAAGGACTTGTCGATGAGCAATCTTCTTTAGGGGTGATATGTAACGAAA 
TTAGCCATTTTTCAAAGCAATTGAAATGTATCGCCCTGGATCTGTCGCTTGGCAGTGGGCTCAGGAAGCC 
AATGTGTGCCTTCTCCCAGCCCATAACCTGTATTTCTGCTGCATCTGAATGCAAAGTGGTTGGCTTTGTC 
TTAATCTGCACTTAATGTAGCCTCAGATGATTCTCCCCCATCTGTCTCCAGGAAGAATGTTACTGCCTTA 
ATGGAAAGTGAAGATAAAATAATGCTCAACTTCTCTCCAAATAAAATGTTCCCGT 

>GBEQ1046 | Acc | CD467990 | Ver | CD4 67990 .1 GI : 31389258 ) LeukoSl_8_E12 .bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_JEl2_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 68 6 

GATCCATATGGTCAGAAAGGACTGAAAAATTGTGATGTATTTGATCCCATAACAAAGTCGTGGACAAGCT 
GTGCTCCTCTTAACATTCGTAGACACCAGTCTGCGGTCTGTGAGCTTGGTGGTTATTTGTACATAATTGG 
AGGTGCCGAGTCTTGGAATTGTCTGAACACTCTATAACAAGAGACTTATTTAACTAGATGACAATGACTA 
TTTTTGTTTTTATTAAAGCTGACATGCCTACCAAGATTTAATCTTTTATGATTGCCTTTTTATAACTTTT 
TATATTCTCAGCAGAGAGCT T TACCTGT TGAAGTAAGAT GT GGTAGACTCAAATTAC TGAAGCAGAGT GG 
CAGTCTTAAAGTATGCAGAGTGAGGTGTTTCTTTTATATGCCTAGAATGCAGACTTTTAAGCTTTTGCCT 
CAGCTACAAATTTTTTTTTTGAGAATGCAGTACCGATGTTTCTTTGAATGGAGTTGCTGAACAGTAACAT 
AGCTGTGATTTTTATTTGAAACACTGATTTTAAATATTTTGACTTCTGGAGGGTATATTTTATATAGCAA 
GACACTT AAT ATAT AACACAACAGT GAAGTATTT TAT CTTCT AAATAATGCCTGT T T T TAT T T ATCAT TA 
ACAAAACAATCCTAAGTGGCAGCCCTCGATTGTGAAAAAATTAAACTGTACTGGGT 

>GBEQ1047 | Acc | CD4 67 987 j Ver 1CD4 67 987.1 GI : 3138 9255 | LeukoSl_8_G0 9 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_G0 9_A023 3', mRNA 
sequence . : Start : 1 : Stop : 611 

GAAAGCACAGGTCACCCAGCCTCAGAATCACATCGCCCAGCTGCTGCTGAGAGCACCACTGAACCTAGAA 
CTCTTGACACAGAATGCCAAGTGGATTCCAGCCTCATGGCCTATCAAGATAACAGGCTCCTTTTTCAAAC 
ATGGAAGCAATGAAGTGGAGACACATGCAGGACTTAACTTGTTTTTTCTTTGTTTTATTGCCTGTTGCAG 
AAGCTGCTTTCTTTTTCACTTTGCACATCAGTGTTAACCCTTCCCTGTTACAGCACAATCTTAGACTCCT 
ATTTGCACACTTTTATCTCATAAAGTCCCAGACAAATTTGTGCAATTGGGGATGTTTAAAAAAGAGTAGA 
GCAT T TAAAGCAGAGGCT AATATACTAAAAT TAAAGGACCCT TGGT CT GGT TCATATAGCCAAATGTTAT 
TGCATTGATAGCATTTATTTAAGGGCTCTGACTTATGATTTTCTTAAATAGGAATCATTAAATTCTGATA 
AAAT TTATCATAAAAAT GCCCATCT AT TCATCAGAGGCCACAATT TCT T TAT T TCT T CAGAT TGT T TAGA 
GCTTTGCTTCATTCCTGACTTTTCTGCCAGAGTCTGGGTAGCTGAATAAAT 
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>GBEQ104 8 | Acc |CD4 67985 1 Ver | CD4 67985 . 1 GI : 3138 9253 |LeukoSl_8_F10 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_F10_A023 3', mRNA 
sequence . : Start : 1 : Stop : 7 1 6 

AGGAAAC T TAGAT T TAACGGGTCAGAAGCAGGT T T TCAAAGCAGAGAACAAT CCC T GGGTAACCCCGAT T 
GCTGACCAGTTCCAGCTTGGCGTGTCCCATGTGTTTGAATATATCCGTTCCGAGACGTATAAATACCTCT 
ACGGCAGACACATGCAGGCAAACCCAGAACCGCCGAAGAAAAATAATGACAAATCGAAAAAGATCAGCCG 
GAAACCCCTGACAGCCAAGAACAAATAAGGGGTTGGCATGAGCTGGGCTTCTGGTTGCTTCTCTCATTAT 
GACTTCTCTTCTCTCCTGCTCTATCCTACAAATAAATACAGTGTGTGTGGGGGAGGGAGGTTTCTTTTCA 
CTTTCTCTTTCTAGTGCTTTCTACCTTACCTTTTAAATACTTTTGGTAGGTGCTAGATTTTTATAAGTTC 
CTGAAACCATTTCCATTCATTTCCTTAAAATTACCAAAGGCAGGAAACAAAGCTGTAATTCAACTGCAAA 
TTCCCTAATAGACACAGGTTTCAGTGCCTTGAATAGATGTTCACAGAGTTGCTTGTTATGAAAAGAATAA 
TTAAAATCATGTAATCATTTAAATGTCACAGTTAACACTGTTCATTCCTCTGTTTATTCACATAACTCAT 
TATTTTGCTTTCTTAAAAGTTTTCCTTTACCACCGAGATATTATGCTAACTTACAAGTGATATTAATAAA 
ATCTTGCATTTGTGTC 

>GBEQ1049 |AcclCD4 67982|Ver |CD4 67 982.1 GI : 3138 9250 | LeukoSl_8_F03 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_F03_A023 3', mRNA 
sequence. : Start :l:Stop:545 

GGCAGGTGCTGGGCAGCCCCACAAGCCCGGGGCCAGGGCACTACGTCCGNTGCGACTCCACCCAGCCCCT 
CTTGGGGGGCCTCACCCCCAGCCCCAAGTGCTATGAGAACCTCTGGTTCCAGACCAGCCCCCTAGGTACC 
TCAGAACCCCTAGTCCCAAACCAGGAGGACGACTGTGTCTTTGGGCCACTGCTTGACTTCCCCCTCTTGC 
AGGGTCTCCGGATCAACGGGGTGGAGGGGCTGGGGGGCTTCTAGGGTTTCCTGGGACTCCCCACCTGGGC 
CTGCCTCTTGAAAGGCCTGGGCCATCCAGAGAAGAGAAGGTCAGTAAGCCCATCACTAAAAACCACTCGG 
CCCCAGGAACGGCAGAAAGGCTCCCCGTCTCCCCCATCCCTGGCCCCCAGCAACCTTCCCCACCAACCCC 
TCATCTCCATGGGCTGGGCCTCCCACTTCAAAGGCCAGAGAATGCTTCATCCAGCCCTGCCCACTAGCCT 
TTTGTGCTTATCTCCTGTAATATCAGTCCCTTAAAGTGATGTATGGTTTGGTTTG 

>GBEQ1050 ( Acc { CD4 67981 1 Ver | CD4 67981 . 1 GI : 3138924 9 J LeukoSl_8_B06 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone Leuko S 1_8_B 0 6_A0 2 3 3', mRNA 
sequence .: Start : 1 : Stop : 618 

TAGCAGAAGTCCGGGTTCCCAAGCAGACTTTCTGCTGACCCCTCTGTCACCCACTGCCAGTCAGGGCAGT 
TCTTCATTCTGCGTTGGCAGTCTGGAAGAAGACTCTCCCTTCCCTTCCTTTGCCCAGATGCTGAGGGTCG 
GAAJU^GCAAAAGCAGATGTGTGGCCCAAAACTGCTCCAAAGAAAGATGAAAACAGCTTAATTCCTCCTGC 
CCCTGTGGACAGCGATGGGGAGAGTGATAACTCGGACCGTGTTCCTGTGCCCAGCTTCCAGAATTCTTTC 
AGCCAAGCTATTGAAGCAGCCTTCATGAAGCTGGACACGCCAGCTACTTCGGATCCCCTCTCTGAAGAGA 
AAGGAGGAAAGAAG AGAAAAAAACAG AAAC AG AAG CTCCTGTT C AG C ACC T C AGT C GT C C AC AC C AAGT G 
ACACTACTGGCCCAGGCTACCTTCTCCATTTGGTTTTCTTTTTTCCGTGCTTTTGTTTTGCTGCTGTAAT 
TTTTAAGTATTTGAGTTTGGACAGATTAGCTCTGGGGGGAGGGGGTTTCCACAGTGTGAGGGGGAACCAA 
GAAAATTTTAAATACAGTGTATTTTCCAGCTTCCTGTCTTTACACCAAAATAAAGTAT 

>GBEQ1051 | Acc I CD4 67977 1 Ver I CD4 67977.1 GI : 3138 924 5 | LeukoSl_8_C04 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8__C04_A023 3' , mRNA 
sequence. ;Start:l: Stop: 200 

ACAGAAGCATCATTGGTAGCTT.TTATATGCAAATGGTCATTTCAGATGTATGGTGTTTTTACACTACAAA 
GAAGTCCCCCATGTGGATATTTCTTATACTAATTGTATCATAAAGCCGTTTATTCTTCCTTGTAAGAATC 
CT TTACTATAAATATGGGT TAAAGTATAATGTAT TAGAC AGTTAAAATATTT T TAATAAA 

>GBEQ1052 | Acc | CD4 67 97 6 | Ver | CD4 67976.1 GI : 3138 92 4.4 | LeukoSl_8_D0 6 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_D06_A023 3', mRNA 
sequence. : Start :l:Stop: 31 9 

GGAGCTCTCCAGGCCACCCCCCAGTGATGCCCGGGGGGAAACAAAAGACAZ^ACTAGACCGACAGACTCCC 
AGCGCTGCTGTCGCCAGGGGCCACCCCTGAGCCCCCACCGTGAGTGAACTCCGGTCTGACGGGGCTGGGA 
AGAAAAGCAGAGTGAGAGACAATCGCAGAGAGAATCAGACTCCCATCCGCGGGCCTTTCAGTTCTCCCTA 
CAGTGGTGGTACGCCCTGCTCCCTGACGAGTCTACTGT7UVCTACCGATCTTCTACTTGGTTAAGACAGTT 
TTGTATCATTTTGCTAAAAATTATTGGCTTAAATCTGGT 

>GBEQ1053 | Acc | CD4 67973 | Ver | CD4 67973 .1 GI : 3138924 1 1 LeukoSl_8_E04 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_E04_A023 3 1 , mRNA 
sequence. : Start: l:Stop: 651 

CATATGAAAGAAGAACTCATCAAACTGCTTAAAGAAGTCCAGATGTTGAAGACTCTGAAAAGGAAGAACG 
CTAAGGTGATTTCAGATATTGAAAAGAAAAGGCAGCGTTTGATTGAAGTCCAGGATGAGCTGCTCCGGTT 
AGAACCACAGCTGAAACAACT ACAAATAAAAT ATGAT GAACTTAAGGAGAGAGAATCT TCGCT GAGGAAT 
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GC AGAATAT T TCT TAT CT AAT T T AAAACAGCT TCAT CAAGAT TAT T CC AATAT TCGACAGAAAGAACCGA 
ATGTAAAGGAAACGTATGATTCATCCAGCCTTCCAGCCCTGTTATTCAAAGCAAGAACCCTTTTGGGAGC 
TGAAAACCACCTGCAAAATATCAACCGTCAATTAGAGAAGCTGCTTGACTAGGAATGAGGCCAGTCTACG 
AAAATGCACCTTCATAAAGATCGGCCTCATGCTACTATCTGTTGCCTTCTGAAACTATACTTTTATAAAT 
AT T CT T T TT GAAAAAT T AAAAGGGAAGATATATGTT T T TACT T CAT T T T TCCACCAAGAAGAT TGGGAGG 
AAAACCCCAAACTTTATTACTGTTAATTTGAGTTGAGCATTTTTTTTTTAATATCTGAGAATGTTGCCAT 
AACAAT AAAAAGTAAAC T T TC 

>GBEQ1054 | Acc | CD467965 | Ver | CD4 67 965 .1 GI : 31389233 | LeukoSl_8_B05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_B05_A023 3" , mRNA 
sequence. : Start : 1 : Stop : 696 

CCTAAACATACTAAAGTGTACATGGAGTAGAGTGACCTCAGGTCAAAGTATTGGAGTTACCCATCTATTT 
TTGAGTAGGATGCTGAGCTCCCATGAGAAAGAGTAGATTTAGGGTCCTGCTTCATAGTTCGCTTGAAGCA 
AAAGATTTTTTTTCCTTCCTGAATAGAACTGTGCTCTGACAGGGGCTAAACGGTCTGAAAGAATAAATAG 
CAGGT TCAGTAGT CGAGCAGT GGAGT T TGGTATGTT T TCACTAT TAACCAGAT CAGCAGGCATATAGAGA 
GGTAGCAGTATTTTGGAAAATGAGTTTCCCAGGTCAGCTTTGTCTATAAACTTTGAACATGTCAGAAATG 
GTTTATTAAATCTTTTCTACCAACATCACTGTTTCCCGTCATTTCCTTTTTCTCTCCGTTATTGCCTGCA 
GCAGTCAAT TACGGT CGC TCATGCTAGGTAGAGT T TGAATAAAGGGAATGTT T GGTAGAAAACAT AGACC 
CCTTCCCCGCTGCTTACGAAGGTGCCGCATGACTCGTGTTTTGACCCGGCGTGTTTCAGCTGTGAAGTGC 
ACTCACTGTAAGCGCTGGGCTGAGTGCATGGAAACTGTTACGCTTCTCATTTTATGTGATCTGCT71ATTG 
GT CTGTAGCAAAAAATAAT T T T CT AAAACTGT T T TGT TGCT T GT T T T GTAATAAAACCATGTGAAA 

>GBEQ1055 | Acc | CD4 67960 1 Ver 1 CD4 67960.1 GI : 3138 9228 I LeukoSl_8_D05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_D05_A023 3', mRNA 
sequence . : Start : 1 : Stop : 507 

AGCAAATGAT AGAAACTACAAT GAT GTT TAATGCAAATTGTAGGAAT T T ACATGT T TACAAAT CAT CTTA 
AACTGGTTGTGCAGCAACTCAATAAAATATCTTTGTATTATAAAAATGTGAAGAGAAATGTAAACTGATG 
TAAAGGCGGTACTGTCATTCTAATTAACCTATGTTTAATAGCTTTTCCTTCCGGACTTTGCAAAGCCTTC 
TCGGGAAACACATGGCAAAGCGTTCTCTGGGAGGCCCAGCCTCCGTGTGTGTACTGTATTGTGCAGACAT 
GAAAAAAACAAACCCGTTTACTGTGTATGTGTAAATAGCCTGGTCATCAGGCCATTTTCAGCCAATGGTC 
ACATCCAGTGCAACTTTGCACAGAAGACTTAGGGTGTGGTTTGTAAGTATGATCTGTAAAATAACTGGGA 
TGAATTCCCATGTATACCTGTGTAAATAGATTTGTTAACTGAAATGTACTTTAAGAAAAAATAAAATCTG 
TAAATAAACTGATT TAT 

>GBEQ105 6 | Acc | CD4 67 959 | Ver 1CD4 67 95 9.1 GI : 31389227 | LeukoSl_8_E07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_E07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 7 15 

CGATGTGTTTTGATGCCAATGCCATCGCTTGGTTTTAATAGACAAGTGGTGAGAGACAATCCTGACTTTT 
GGGGTCCTTTGGCTGTTGTTCTTTTCTTTTCGATGATATCATTATATGGACAGTTTAGGGTGGTTTCATG 
GATTATAACCATTTGGATATTTGGTTCACTAACAATTTTCTTACTGGCCAGAGTTCTTGGTGGAGAAGTT 
GCCTATGGCCAAGTTCTTGGAGTTATAGGATATTCACTACTTCCTCTCATTGTAATAGCCCCTATACTTT 
TGGTGGTTGGATCGTTTGAAGTGGTGTCTACACTTATAAAACTGTTTGGTGTGTTTTGGGCTGCCTACAG 
TGCTGCTTCATTGTTAGTGGGTGAAGAATTC2\AGACCAAAAAGCCTCTCCTGATTTATCCAATCTTTTTA 
TTATACATTTATTTTTTGTCCTTGTATACTGGGGTGTGATCTAAGTCATATGTGAGTAGAAAAAGACAAC 
GTTATATTTGTGTGTAGCCTGGGAATTCTTGCTGAGGGGATTGAAGAAAACCTGTTGTTGGTAAAATTTT 
ACGTGTTCCAGATGTAAAGGAAGGGTTAAGGTCTTTTTAAAACAATATTTTTTGTATTTAAGCAATTGTA 
GTTACCTGGATTTTTTTTGGTCAGAATCCTAAATTCTGTTTGATTCTTCATATTCCAGTGAATAAAATAT 
AAAAGCATTGGTTTT- 

>GBEQ1057 j Acc \ CD4 67 953 1 Ver | CD4 67953 . 1 GI : 31389221 1 LeukoSl_8_H09 .bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8_H0 9_A0 2 3 3 f , mRNA 
sequence . : Start : 1 : S t op : 5 8 6 

AGATTAGTATAAATATTTGACTATGAACTGATTACAACATGTACAGTTGCTTTTGAAGGCAATACAATAT 
ATAGCTGACAAGAATTATGGCTTTTTCCTTTGTATCATTCATCGTATTCTCTAATCTCTAACATTCCTAA 
AATGCTTCACTGTACGTAGTTAACTCTTAGCTGTAACTTCAGTTTTTTAAAAGAGACAAACTGTAAAAAA 
ATGTATGTAACAAATTCTTAAAATGCAATATTTCTAAGACTTGTTTCAATGCCACATATTTGCAGTTCCC 
AAT CTCTGTCAT GAATAGT GT CCTATGCAATAAAAT TT T TTGCAGGTCT TTAAAAAT CAT TT TAGGAAAG 
GATCAT CAAAGATAATGCAT CCAGCAGTACAATAAAAGTAACCCACAAAAAATCCCT CAGGAAAGAAT TG 
AAAGAAAGAGT TGAAAGAC T CTAAT GACATGCCT ATGTGAAAATAATAGCCTAT GAATGAATTTATGGCA 
TTTGCAGATTTTTATATTAGTTGCTTTGTAAAGGAAATATTGTATTGCTGTCCTTGAATGCCATAGTTGA 
GAGTTTTTAATAGAACCATGTTGGTT 
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>GBEQ1058 | Acc | CD4 67 952 | Ver | CD4 67952 .1 GI : 31389220 ] LeukoSl_8_A06 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8_A0 6_A0 2 3 3 1 , mRNA 
sequence .: Start : 1 : Stop : 535 

CTGGGGGGCTTCTCAGAGGAGGCCCTGGTTCCCCTGGGCCTCTACATTGGGCAGCTGGCTCTGAACTGGG 
CATGGCCACCTATCTTCTTTGGCGCCCGACAAATGGGTTGGGCCCTGGTGGACCTCCTGCTGACGGGGGG 
CATGGCAGCAGCCACGGCCGTGGCCTGGCAGGACGTGAGCCCGCCAGCTGCCCGCCTGCTTTACCCCTAC 
CTGGTTTGGCTGGCTTTTGCGGCCACGCTCAACTACCGCGTGTGGCGGGACAACCAGGGCCAGCGCAGTA 
GCCGACGGCTCGCGGAATGAAGGTGTCCTGCCCTTTGAGGACTGCGGCCACCGCCAGTCAGGCATTGTCA 
GTGGTGGTGGCCTTCATGCTTTCATGGCCACCAGGTCGGCTGGTCTGTTTGGGTCTCAGCCCAGGGGAAC 
ACCTGTGGCTGCAGCAGGGGTCCAGGCTGAGCCCAGCCGGGGAACGGCGTCCTTTGCTTTTTGCACTGCT 
CCGAGCTCGCTTTCGAACGTGGGATCTTATAAGCCAAATAAAGTT 

>GBEQ1059 | Acc 1CD4 67 94 9 | Ver ICD467949.1 GI : 31389217 | LeukoS 1_8_H0 5 .bl_A0 2 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__8_H05_A023 3*, mRNA 
sequence . : Start : 1 : Stop : 7 04 

TTGTCAAGGATGTAGCCAACATCACACTCAATGATGAGAAGGCAATGGTGGAGGCGGTGGCCCTGTACAA 
CCCTGTGAGCTTTGCCTTCGAGGTGACTGAAGACTTTATGATGTACAGAAAGGGCATCTACTCCAGTACT 
TCCTGTCATAAAACTCCAGATAAAGTAAACCACGCAGTACTGGCTGTTGGGTATGGAGAAGAAAATGGGA 
TACCCTACTGGATCGTGAAAAACTCTTGGGGTCCCCACTGGGGCATGAACGGGTACTTCCTCATTGAGCG 
TGGGAAGAACATGTGTGGTCTGGCCGCCTGTGCCTCCTACCCCATCCCTCTGGTGTGAGCCAGGATGGCA 
GCAGCGACTGGTTGGTGGAGAGAGGGAGGAGCAGGCAGCCTGGCCATTGGTGGAAGTCCTGCCCTGGAGG 
AAGTGGGGGGATCCACTCAGGAACCCCTCACTTTGCATCCTCACCCCCGTGCTGTGTCCAGAAATCTAAA 
GAAAAT TAGGAAGAAGAAT T CCACCAAGCAACAAGCCCACCCACACCT T CTGAT GCAAAGGAT CACCAGC 
CTTGTGCCTTTTAAGCATGATTTTTAACTGACTCAAACCCACGTGGACCAAGAATATTCTTTCCTTCCTG 
AAGGGCTACTTTTCACATTTGGAGAGTACTGTCTTTTCTGTGGTCTTTATTCAATAAACATTCAGTGAGC 
ACCT 

>GBEQ1060 | Acc [ CD467 94 8 I Ver | CD4 67948 . 1 GI : 3138 9216 | LeukoSl_8J304 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_B04 A023 3 1 , mRNA 
sequence .: Start : 1 : Stop: 687 

TGGAATGGCCATCTTACTATGCTGCTCTTTGGTAATTGAATAAATTGACCCAAGGACCTGATTTCATATT 
GT CCAGGGT GGAGAAGTCAGAATCT T CAAGAT GATTCAGT GAAACCCTTAGACGTAAGGAACTACTCAGT 
TTACCTGATTTCTGGTCCCTTCTCTCTCACCTGTTCTAACACTGACCCTTCTCTCAGGATGACATCTGCC 
TGGCTGTTTCTCTGAAGAGCTGTTCACTCCCATCCGTACCTTGCATTGTAATATAGAGGACCAGGAAGCA 
GTCATCCTTCCAGGAAATGCTTGGATCCATGTGGACATTCAGGAAGCTTATTCTCATATAATACTGATGT 
AAAC G GT AC T AG AAAGT T C AG T G C C AAGAG C C AAGAGGC C T AAC CAAC AAGC ATG G AT AC TGTTTGGTGT 
CATGGGACCCTTCTGTTTTCATACCTGTGGACTGCAGGATTGCTTAAGATCTCTTAGGGCTGCCTTACAG 
GACAAGATATCGGGGGCT T GCCCCAGGGAACATATAAACAC T T TACT T ACTATATAGCCACACGCAT T T T 
CAGTTTGGGATTAATGGGATAAGAACAAAAGGAATTCATTGTTTTCTAACCAGTGGATGAAAGAAATTTC 
AGAAAACCAGAATTGCTTCTCTCTCAAAAGACCCTCTCAACCTATATTTTCGGGGGG 

>GBEQ1061 | Acc | CD4 6794 6 | Ver | CD4 6794 6. 1 GI : 31389214 | LeukoSl_8_D08 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8_D0 8_A0 2 3 3 1 , mRNA 
sequence »: Start : 1 : Stop : 65 9 

TCCAAGTCTGGAAAGTTGAAAGGAGATGACCTTCAGGCCATTAAGAAGGAGTTGACCCAGATAAAACAAA 
AGGTGGAT TCTCT GC TGGAAAGCCT GGAAAAAATTGAAAAGGAGCAGAGCAAACAAGCAGTAGAGAT GAA 
GAATGATAAGTCAGAAGAGGAGCAGAGCAGCAGCTCCCTGAAGAAAGATGAGACTAATGTGAAGATGGAG 
TCTGAGGGGGGTGCAGATGACTCTGCTGAGGAGGGGGACCTACTGGATGATGATGATAATGAAGATCGGG 
GGGATGACCAGCTGGAGTTGATCAAGGATGATGAAAAAGAGGCTGAGGAAGGAGAGGATGACAGAGACAG 
CGCCAATGGCGAGGATGACTCTTAAGCACATAGTGGGGTTTAGAAATCTTGTCCCATTATTTCTTTACCT 
AGGCGCTTGTCTAAGATCAAAATTTTCACCAGATCCTCCCCCCTAGTATCTTCAGCACATGCTCACTGTT 
CTCCCCATCCTTGTCCTTCCCATGTTCATTAATTCATATTGCCCTGCGCCTAGTCCCATTTTCACTTCCT 
TTGACGCTCCTAGTAGTTATGTTAAGTCTTACCCTGTAATATTTGCTTTTAATTTTGATACCTCTTTATG 
ACTTAACAATAAAAAGGATGTAT GGT TT T , 

>GBEQ1062 |Acc|CD467945|Ver|CD4 67945.1 GI : 3138 9213 1 LeukoS 1_8_H01 . bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8_H 0 1_A0 2 3 3', mRNA 
sequence .: Start : 1 : Stop : 604 

TGTTTGGAAGAGACCTCAGTTACTGTCTCTCGGGCATGTATGACCACAGATATGGAGATGGTGAGTTCAC 
TGTCCAGAGCACCACTGGACACTGTGTCCACATGAGGGGGCTGCCGTACAAAGCCACAGAGAACGACATT 
TACAACTTCTTCTCTCCACTCAACCCCGTGAGAGTCCATATTGAGATTGGCCCTGATGGAAGAGTGACAG 
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GCGAAGCTGATGTTGAGTTTGCCACTCACGAAGAAGCCGTGGCAGCTATGTCCAAAGACAGGGCCAACAT 
GCAACACAGATACATAGAACTTTTCTTGAATTCCACAACAGGGGCCAGCAATGGGGCATATAGCAGCCAG 
ATGATGCAAGGCATGGGGGTGTCAGCCCAGTCCACTTACAGTGGCCTCGAGAGCCAGTCAGTGAGTGGCT 
GTTATGGGGCTGGCTACAGCGGCCAGAACAGCATGGGTGGATATGACTAGTTTTGTAGGAGCATTTGAGT 
TGTTTCAATCAAATTTTCACAGGCAGCCAACAAGCAGTGAAAAGCAGTTAACTCTAGAGGGAGCTGTGGG 
ACCCATTTTGCACCATGAGTTTGTGAAATCTGGATTAAAAGAAT 

>GBEQ1063 | Acc | CD4 67 943 | Ver | CD4 67 943 . 1 GI : 3138 9211 1 LeukoSl__8_D04 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8 JD 0 4_A0 2 3 3 1 , mRNA 
sequence. : Start: 1 : Stop: 652 

GAATCTGAGCTCTCTTTCCGGACCCGGCTGAGGAGTAGGCGCCATCATGGGAGTCGACATCCGCCACAAC 
AAGGACCGAAAGGTTCGGCGCAAGGAGCCTAAGAGCCAGGACATCTACCTGAGACTGTTGGTCAAGCTGT 
ACAGGTTTCTGGCCAGACGAACCAACTCCACCTTCAACGAAGTCGTGCTGAAGAGGCTTTTCATGAGTCG 
CACCAACCGGCCACCTCTGTCCCTTTCCCGCATGATCCGGAAGATGAAGCTTCCTGGCCGGGAAAACAAA 
ACAGCTGTGGTTGTAGGGACTATCACCGACGATGTGCGGGTCCAGGAGGTGCCCAAACTGAAGGTGTGTG 
CCCTGCGTGTGAGCAGTCGTGCCCGGAGCCGCATCCTCAAGGCTGGGGGCAAGATCCTCACCTTTGACCA 
GCTGGCCCTGGACTCCCCGAAGGGCTGTGGCACCGTCCTGCTCTCTGGTCCTCGAAAGGGCCGAGAGGTG 
TACAGGCATTTCGGCAAGGCTCCAGGGACTCCGCACAGCCACACCAAACCCTATGTGCGTTCCAAGGGCC 
GCAAGTTCGAGCGCGCCAGAGGCCGACGGGCCAGCCGGGGCTACAAAAACTAACCGCGGATTCTACCTTG 
TTATTAAAAAGATTTGGACGCG 

>GBEQ1064 | Acc | CD4 67 941 1 Ver | CD4 67 941 . 1 GI : 3138 9209 1 LeukoS 1_8_F1 1 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_Fll_A023 3\ mRNA 
sequence. : Start : 1 : Stop : 72 6 

GAAGGCTAGGGCAGTGCTTCTCACATGTCAGTGTGTGTACCGCCATGTGGGGGCCTCCTTAATGCAGATT 
TTCGTTCAGTGGGTCTGAGCGGGCTTCTGCATTTCTAGTCAGCTTTTAAGTGATGCCCATACTGCTGGTC 
CAGGGACCACATTTTGAGTTGCAAAGGAACTGATTAGGGTATTTTATGTAATGCGTGTGGCTACAATGGA 
CATTCAGCCTAGAGGAAGATTGTGAATTGGCTCACTCCAAACGGCCGCAGTTGGGATCCCCAGGTTCCTT 
TTGCAGCACTGGTAGTGGACGTGGACAGAGCTCAAACACAAGCTCGTGCGGGAGGCCAGGCGCACTCGCT 
GTCTTATTTTTAGTGGCTTGGTAACTATTTTCTTTTCTTCTGAAAGGGAGTCCCATACAGCTCTCAGTCC 
TGAATCCTCTGTAACTAAATTCCAAAACACAGTCGCAAGTAAGTTCCTTTTCTCTCCTTACTTGCAGGGG 
TTGCTGGAGAGCCCCTGCCAGTGGATAGTGAGAAAGACATCTTTGACTACATCCAGTGGAAATACCGAGA 
ACCCAAGGATCGAAGTGAATGAGGCCTGCCCTTCCTCCCAGGCGTAGCCCCACAGGAGTCTTAATTTATT 
TCTTAACCTTTGCTATGTAAGGGTCTTTGGTGTTTTCAAGTGGTTGTTTCTTCTTCATGCTTAGTTTGCA 
CTGTAGTCAATAAAGCCTCTTATACT 

>GBEQ1065 ) Acc | CD4 67 939 | Ver | CD4 67 939 .1 GI : 31389207 | LeukoSl__8_A12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8__A12_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 691 

AGAGTTTAAATCCCCACAATGATTACTGCCAACATTTTGTAGACACTGGACATAGACCTCAGAATTTCAT 

CAGGGAT GTAGGT T T GGCT GACAGAT T TGAAGAATACCCTAAACT GAGGGAGCTCATCAGACTT GAAAAA 

GGGAAAAAAGCTCATCCTCATCTCACTTGTATAGCTACAGGTGACTGAAATCATGCTTCCTGAGAAGCAA 

ATGAAGACAGATATCCAAGTGCTAGAACTTTGCTGTGGACTTGAACTTGGATTGACCTTCAAAGCAGTTT 

CATATTCCTTAGCAAAATAAAAGAAACGGAGGCAATAACAGAGATACCTGGTTATCAGGTACTTGGTTTA 

AACATT TGGGGGAAT AAAGTACT T GGT GAT GAGGAAATGACATACATCTT TCAAC T T GT TATGGAGAAAA 

CT T AAT GTACAAT TAAT TACCGAAACCCTCAACT T AAGAAGACAGCT TAGAAAATGGCACT CCAGTTGCC 

TTTTATTAAAACCATACGGTGTGGTGTTTTTCAGGGACTGGCTTTGCAGATCTGTTACTTGTATAAGACT 

TTATGCTGTCATTTCTCTTTCTATACTGTAACTCATGTTTTAAATGAATTTGAATGAAATAATATCATCG, 

TTCTTGATAAATGTATTTTTTATTTTGTGTATGATTTTTTCTAATGAAACTTAAAACCTTG 

>GBEQ1066 |Acc|CD4 67938 | Ver | CD4 67 938 . 1 GI : 31389206 | LeukoSl_8_F04 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_F04_A023 3', mRNA 
sequence . : Start : 1 : Stop : 672 

CCAAAACCAAGACATCTGCTGTGAAATC2\AATGTATTTATGAAGTTGGACTTCAGGATGTCCAGGCTGTA 
ACCTCCAAGCAACATAGAAAAGCAAGTGGCAGGAGGACTATGGCTAACAGGAATAAATAATGGGAAAAGT 
AGTGCCCCTTGAAGAGTCATTGTCTGAAAGAAGCAAAGTTCAATTTCAGAAAGAGGCAAACTTTGGGAGG 
CCTTGGAGGAGGACTTTTAGATTTAGACAAGATGGTAGCATGGAAGACTTAATTTCCTTCTCTAGAACAG 
GAGAGAGGCCAGTAGCCAGGCTAGTCATAAGAGTTCATTAAATGCGCCCACTGAGTTCAACTTCCTCTAG 
TGTTAAAAGAGAAGCACTAACAATGTCAGTGAACTGTGTAAAATGGATTTAAGCTACAAGGAATAGAGCT 
ATGACTGGAAGCCTCAGTACTGTACAACAGAGTGTAAAGGGAAGCTTTTTTCCTCTCTCTACTTCGCTTT 
CCCAGGCATACTGCAGAATAGAAAATTCAAGTGCTCAGGACTTGGTTCTGCCAAAGTAGAACAGGCTTCA 
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ACTGAGTGATTCTTAGTTTATTAGCCTCGTAATGGCCAAGAGTACTTGACTTAGGGCTCAATTTTTAAGA 
CAAAAACAACTTGTAAATGTATTTGTCAGTAAAAATTGTATA 

>GBEQ1067 | Acc | CD4 67937 | Ver | CD467937 .1 GI : 3138 9205 | LeukoSl_8_H08 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_H08_A023 3 1 , mRNA 
sequence .: Start : 1 : Stop : 655 

TTTAAAACTTGAAATGCTCGCCAAATGTCCCCATGGGATTTTTGACCAAAAGTAAGGTCATAGCTGAAGA 
AATTTTTAGTTTGTCATTTGATCACTTCAGTGACAGTACCCACTGATGAATCTTCTCCGTGATTTGGGGC 
TTTTTGTTTTTGTTTTTTGCGTTTCTTAACCTGTTGATCTTTTTGAGGTCTTTTTGTGTTTATCAAACTT 
ATTCTTAAGTTTAATAAAGAAATTAAAAAGGTGGTTTTTTTAAGATTTTAAAGTTTGCCGACGTGTTAAA 
AATCTTTAAAGCACTTTAAAAATCTTCAAAGTGCTTAAATCAGGCAGTTCTTACCACCCAGTCTTGTATT 
CTCTCTTTAGCTAGCCAAATTGTCCTTGAATCTGGGTTTTCCACATTCTCAGAGGGTTATTTGAAATCTT 
TTGTTATATTTTAAAATATTTTCTGGAAGAGCTGCTAATTTTATTTTAAAAAAACAAGTTGTAAAAATAT 
GCCTCCTTTTTAAAAAGAACCCCTCCCTCCAGGACATGAACCCAGCGTCCGAGTGCACAGGGTGGCTCAG 
AGGGAGCGCCTGGTGCAAACGTGCTTTCTTTACAGTGGCTGTACAAAGTTTGTATTTATTATGTATAAAA 
T GT TGAATAATAAAACAATGGAAT T 

>GBEQ1068 | Acc 1 CD4 67850 j Ver | CD4 67850 .1 GI : 3138 9118 | I>eukoSl_7_D03 .bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_D03_A023 3', mRNA 
sequence .: Start : 1 : Stop : 667 

TCCAGAGCGCAGCTATTGGTGCTTTGCAGGAGGCAAGTGAGGCCTATCTGGTTGGCCTTTTTGAAGACAC 
CAACCTGTGTGCTATCCATGCCAAACGTGTAACGATTATGCCAAAAGACATCCAGCTAGCACGCCGCATA 
CGTGGAGAACGTGCTTAAGAGTCCACTATGAGGGGAAACATTTCATTCTTTAAAAAAAAAAATCTCTTCT 
TCCTGTTATTGGTAGTTCTGAACGTTAGATATTTTTTTTCCATGGGGTGAAAAGGTACCTAAGTATATGA 
TTGCAAGTGGAAAAATAGGGGACAGAAATCAGGTATTGGCTGTTTTTCCATTTTCATTTGTGTGTGAATT 
TTTAATATAAATGCGGGGACATAAAGCATTAATGCAAGTCAAAGTGTTTCAGTGAACAAGTTCCAGCAGT 
T CAACTT TATAACAAT T ATAAATAAACCTGGT AAATTT TTCT GGACAATGCCAGCAT T T GGAT T T TT T TA 
AAACAAGTAAAT TT CTTAT TGACGGCAACTAAATGGTGT T T GTAGCATTT TT AT CAT AC AG TAG AT TCCA 
TCCATTCACTATACTTTTCTAACTGAGTTGTCCTACATGCAAGTACATGTTTTTAATGTTGTCTGTCTTC 
TGTGCTGTTCCTGTAAGTTTGCTATTAAAAGACATTA 

>GBEQ1069 | Acc | CD4 67845 | Ver | CD4 67 8 4 5.1 GI : 31389113 I LeukoSl_7_G12 ,bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_Gl2_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 699 

AGGATT GGCATAAT T TAATAAAATATCT GT T TTT T TCAGTGGCCCAAAAAT ACAATGCT T T GATAAACT A 
CATTGAACTTCAAATTTCAGATGAGGCAGCATTTTCTTGAGATAATTATCGAAGTTTCTTCCTTGTTGAA 
TGATACAAAATCTCTCTGAAACTAACAGGAAGGCATTTTTACATAACTGGGATAACTTGTTGCTATAATT 
GTTACCTCACCTCATTTTATTTTAACTAGTAATTTAAAAGTTATTGTAAGTCCTCGAAATGCTTGTAACT 
GAG AAC CAAC AGAAAAAAG T TAAAT T T AGAAT AAG AAT GAT T T CC T T CAT TTTCCCTTCTTGTTTTTGGT 
TGGTCATTGAACTTTTGTAAAATTTTGATTTT^ATGTATCTTGGGTCCTGTTACTTTATCATCTAAGACTC 
ATTATTTTAATGCAGGAAAAAAAAGATTTAGCAATTTCTTTTGGTCTTGCTTACATGTAAAGTATGCCAT 
CCAGTCATTTAAGAGCCATCCCCAACTCCTCGGCAATATGTATTTGAATTCACATTATTTCTGTTTTACA 
GCAGTTTTGAATAGCATATATTGTGTCACTGAGTGTCATATTATTTGTAAGTGATGTAACGTAGCCATCA 
AAATTGGTATCAAGTAATGCCTAATACTGTGGGATGTAAACTTCACGAGATCATCGTTTCACATTAAAT 

>GBEQ1070 | Acc | CD4 67843 | Ver 1 CD4 678 43.1 GI: 31389111 | LeukoSl_7_All . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_7_A1 1__A0 2 3 3' f mRNA 
sequence . : Start : 1 : Stop : 657 

TTAAAAACCCAGGATTAAATTGCAAACTCTGAACTTTTTACAAAGAAAAATGGAAAAACTTTGTATGGTA 
GCTTCATGTTGAAGTGGTTTTTTTATGTTTGGTTTTTGTTTTTTTAATTTGGAAAATCTGGAAAGTTAGC 
TTGTTCTAATAGGGGCTATGCTCTGCAATTCCTTTTTTTCCCCCTTAACTTTCATTAAGTCAAATCCTTA 
TCAGATCATTGTTGTCTTCTAAAAGTGATATATTTTTCACCTGTTTGGATTCCGTATTAGTGGTCTGAGG 
AAGAGCAGATCACT TT GTAAACTACGGATGGTCTGATAAGGT T T T TACTGACCCACT GACT T CAGAGT T A 
TACTCTGTTTATTACATCATAATGCTGGTTCTGTTGACTTTTTGTTTTTTTATATATTTATAAAAAAAGA 
AAAAGTTGGTAATTGCATTGGAAGCTCCCAGAGTGTTACTGGACCCATGTGGTGTATTGTTAAACCAGTG 
TCCTCAAGATACTGTTGCTCTTGATGTTCCTGATACAGGTAAGGAAACAGTTGGTCAGCTGTGATACAAA 
ATATATATACAGTCAGTATTGTCTCTGTTCAGTTTGTTTTTATTTCACTGACAAAATCAAACCAGCATTC 
CCCATTGTGTAAATAAATGATTTGCTG 

>GBEQ1071 | Acc) CD4 67 833 1 Ver | CD4 67833 . 1 GI : 31389101 1 LeukoSl_7_Ell ,bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_Ell__A023 3', mRNA 
sequence Start : 1 : Stop : 68 6 
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TCGCTGGGGGCAGTGCAGCCCAAAGCAGCATCTTTCAGTGCTTCGATGTTCTGCTGGGGGTCAAGCAGAG 
TGCTGGTGAAAAATCTGCTGCTGAATTCCTCCAGGAAATGAGAACATATATGCCACCAGCTCACCAAAAC 
TTTCTTCGCTCATTAGAGTCAGGCCCCTCAGTCCGTGAGTTTGTCCTTTCAGAAGGTAATGATAGCCTGC 
AGGCAGCTTATAATGACTGTGTGAAAGCTATGGTCTCCCTGAGAAGCCACCATTTGCAAATAGTTACTAA 
GTACATTGTGATTCCTGCACACCAGCAGTCCATGAAAAACCAAACACCTGAAGAGCTATCAGAAAAGGAA 
AATAAAGGAACTGGAGGCACTGATGTCATGCAATTCCTAAAGTCTGTAAGAAGAACAACTGAGATCGCCT 
TAT TGAAGGAAGAAT AAT GAAACC TAGGT AT GGGTACAT T T TGT CAAGAT AAAGAT GTCTGT GTATAT TA 
ATGTG ACTGC TCAT T ATATCAGGCCCAT GAATT AT TAAT AT GCAGCT T CT TAATAGTACATT ATAAAAGA 
TT TCAAAAT AAT T T T T T C TGATAT AT GT GCAT TGC TTGTATGAAAACAAT AAAAAGCAAT TAT AT TAGAA 
GT GT TATAGTCTAT AT TCTATAGAAT GTAATGAT GAAAGT GAATAAAAAT TGATAT 

>GBEQ1072 | Acc j CD4 67 831) Ver | CD4 67831.1 GI : 31389099 | LeukoSl_7_F0 6 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSlJ7_F06_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop: 662 

GCTTGGTGCAGACCATTCTTGGGAGGACACTTTTGCCAATGAACTGTTTCCCCAGCTGATTAGTGTCTAA 

GGAGCGATCGAGTACTGTTGCCCTTTTCCTTGACTAATACATTGCCTGGAAGATAGCAGAGAAGCCTGCC 

TGCTCCATTCAAAAAGCCAAAGTAGAGGGTGTACAGTCCGAGAGAATTCCTCGAAAGTATTTGTCTGTTC 

AAACCT CATT AGGTCACCCCAAGTATTGGT T T T TGACAT TCAACAGT GCAAGGTAC TCAGATAGAT ATAC . 

TACTGTAATCGAGAATTAAAGCTTTTGAGGTTGTACCTTTATTTTAGGGCATTAGTTTGCCCTAAAATAC 

TTATGTAAGGGTCACTGGACAAACGTCTCAGACATGGAATTTATGAATGGCCCTTCATCATTCCTTTCCC 

CTTCTCAGCTTCCCAGGCTCGCCTCCAATTTTAGGTCCTTTAGTTTGCTTCTCCAAGCAGAGAACACCTA 

CCTGAGGGGGCTCCTTTTCCCTCATTTACAGTTCAAGTAAAGATCAAGAATCTTTTACAAAATTATAGAA 

ATTTACTATGTAAATGCTTAATGGAATCTTTCCCTGCTAGTGTAACTTTTGGAAGGTGCTTTCTCCATTT 

ATTTAAAACCTACCCGTGCAATTAAAAAGTGC 

>GBEQ1073 | Acc | CD4 67830 | Ver | CD4 67830 . 1 GI : 3138 9098 | LeukoSl_7_A07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_A07_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 677 

T GGAGCATGAGGAGGAAAAT GAGGAGGAAGACGAAGTACCGGATGACGAGAC TCTGAACCAAATGAT T GC 
TCGACGAGAAGAAGAATTTGATCTTTTTATGCGTATGGACATGGACCGGCGGAGGGAGGATGCGCGCAAC 
CCGAAGCGGAAGCCTCGTTTAATGGAGGAAGATGAGCTGCCCTCCTGGATTATTAAAGATGACGCCGAAG 
TAGAACGGCTGACGTGTGAAGAGGAAGAGGAGAAAATATTTGGTAGGGGGTCTCGCCAGCGCCGGGATGT 
GGACTACAGCGATGCCCTCACAGAGAAGCAGTGGCTGAGGGCCATTGAAGACGGCAATTTGGAAGAAATG 
GAAGAGGAGGTACGGCTAAAGAAGCGAAAAAGACGAAGAAATGTGGATAAAGATCCTGCGAAAGAGGATG 
TGGAAAAGGCTAAGAAGAGAAGAGGCCGTCCTCCAGCTGAGAAACTATCACCAAATCCCCCCAAACTGAC 
AAAGCAGATGAATGCTATCATCGATACTGTGATAAACTACAAAGACAGGTGTAACGTGGAGAAGGTGCCC 
AGTAATTCTCAGTTGGAAATAGAAGGAAACAGTTCAGGGCGACAGCTCAGTGAAGTCTTCATTCAGTTAC 
CTTCAAGGAAAGAAT TACCAGAAT AC TAT GAAT TAATTAGGAAGCCG 

>GBEQ1074 | Acc | GD4 67829 | Ver | CD4 67829 . 1 GI : 31389097 | LeukoSl_7_Gll .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_Gll_A023 3', mRNA 
sequence. : Start : 1: Stop: 661 

GAGGATGATGAGGAGGAGGACGATGACGACGATGAAGACGATGAGGAGGAAGAGGAGGAGGAGGAGGAGG 

ATGAAGATGACTCTGAAGAAGAAGCTATGGAGACCACACCAGCTAAAGGAAAGAAAACTGCGAAGGCTGT 

TCCTGTGAAGGCCAAGAGCACAGC T GAGGAT GAAGACGACGACGAGGATGAAGACGACGAGGAGGAGGAG " 

ACCACAAGCCACAAGGAAAGAAGACGAAGTTTGAATAGTTTCTTCTGTCCCTATGTCTTTCCCTCTTCAT 

TTGAAAGAAAGGACTCTGGGGTTTTTACTCTGTTACCTGATCACTGACAGAGCCTTCTGAGGACATTCCA 

AGACAGTATACAGTCCTGTGGTCTACTTGGAAAGCCGTATAGATAACATTTCAAGGGAGATACCCTGTTG 

GTTTTGACTGGATATTCGTATAAACTTTTTAAAGAGATGAGTGATAGAGCTAACCCTTATCTATAAGTTT 

TGAATTTATATTGTTTCTTCCCTTGTACAAAACCATTTTTTTCCTACGAATAGTTTTGTTTGTTTTTTTG 

CGTTGGGGGGGGGGTTGTAAAGGAAAGCAGAATGTTTTATCATGATTTTTGCTTCAGCAACTTTGGGACA 

AAT TAAAAGTCCTAAACTCTGGTGCCAAAAA 

>GBEQ1075 | Acc | CD4 67821 1 Ver ] CD4 67821 .1 GI : 3138 9089] LeukoSl_7_D05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_D05__A023 3', mRNA 
sequence. : Start : 1 : Stop: 690 

TTCAAGTTCTCAGAAGAGTCATCTAACTAGACATATGCGTACTCATTCAGGTGAGAAGCCATTTAAGTGT 
GATCAGTGCAGTTATGTGGCCTCTAATCAACATGAAGTAACTCGCCATGCAAGACAGGTTCACAATGGGC 
CTAAACCTCT TAACT GCCCACACT GT GTCTACAAAACAGCAGACAGAAGTAACT TCAAAAAACACGT AGA 
GCTACATGTTAACGCGCGGCAGTTCAATTGTCCCGTATGTGACTATGCAGCTTCCAAGAAGTGTAATCTG 
CAGTATCAT TT CAAATC TAAGCAT CCGACT TGT CCT AATAAAACGAT GGAT GTCT CAAAAGT GAAACTAA 
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AGAAAAC C AAAAAGC GAG AG G C T G AC T T GC C T G AT AAC AAT AT TAG C AAT G AAAAAAC AG AAAC AG AGC A 
GACAAAAATAAAGGGGGATGTGGCTGGAAAGAAAAATGAGAAGTCTGTAAAAGTGGAGAAAAAAGATAGT 
GTTTCAAAAGAGAAAAAGCCTTGTAGTAATGCTTCGATCCAAGTGACTACCAGAACTCGCAAATCAGCAA 
T GG AAAC T AAAG AG AT G GAT G T G CAT AT AG G AAAT AG T T C AGAAAAAC CC T GT AAAAC C AAG AAAAGC AA 
AAGG AAGGT G G AAGC T G AAG C C CAT T C T T T AC AAGAT C C T G T T AAT GAT GAG GAAC C T T G 

>GBEQ1076 | Acc ) CD4 67 820 | Ver | CD4 67 820 . 1 GI : 3138 9088 | LeukoSl_7_E07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__7_E07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 68 6 

GCCAGTTACCAGCGATTGCCAGTACCTTTTCCCTGCAAAGGTTGTCTCTCGCCTGGTGAAGTGGGTGACG 
ATTGCCCATGAGGATTACATGGAGCTGCATTTCACCAAAGACATTGTGGAGGCGGGACTGGCTGGAGACA 
CCAATCTCTACTACATGGCTCTCGTGGAAAGAGGCACAGCCAAACTCCAGGCTGCTGTGGTGCTGAATCC 
TGGCTACTCCTCCATCCCACCCATTCTTCCAGCTCTGTCTCAACTGGAAAGGGGAGAAAACCAACAGCAA 
CGATGACAATATTCGGGCCATGGAGAGCGAGGTCAACGTGTGCTACAAGGAGCTGTGTGGCCCCCGGCCC 
AGCCATCAGCTCATGACCAACCAGCTGCAGCGCCTGTGTGTACTGCTGGACGTCTACCTGGAGACGGAGA 
GCCACGATGACAGCGTGGAGGGGCCCAAGGAGTTTCCCCAGGAGAAGATGTGTCTGCGGCTTTTCAGGGG 
TCCCAGCAGGATGAAGCCCTTTAAATATAACCATCCTCAAGGATTCTTCAGCCATCGCTGACCTCCCGCT 
CAGCCTGTTGTTTCCCCCTAGGCCCCAAGTGCTGTGCCTCTGCTGTCTGCTCTGGCCCACACGTGGCTCT 
TGATAGTCTCCAAAGACAGGTGTTTTACTTTGAGCCTATTAAAGTGCTGCCTGACC 

>GBEQ1077 | Acc 1 CD4 67815 | Ver | CD4 67 815 . 1 GI : 3138 9083 | LeukoSl_7JF05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__7_F05_A023 3", mRNA 
sequence. : Start : 1 : Stop : 731 

GTGGCTGGCGTATGGGTCAAAATCCCATGTGTGGATCAGATCGGTAGCTGTACTTTTGACAATGCCTGTG 
ATATACTAGACGCTTTGACTCCCCCTGGGCAGCCCTGCCCAGAGCCCCTGCACACCTTTGGGCTTCCCTG 
CCACTGTCCCTTCAAAGAAGGCACCTACTCACTGCCCAAGAGTACTTTCCCCTTGCCTGACCTGGAGCTG 
CCCAGCTGGCTCAGCAACGGGAACTACCGTGTCCAGAGCATCCTGAGCAGCGGTGGGAAACGTCTGGGCT 
GTGTCAAGATCACTGCCTCTCTAAAGGCCAAATGATGTGGCACCAGCCTCAGCAGAATGAAGGAGTATGA 
GGAAGTCGTCCGTCTTCCCCTGTCTTGTGTTGGCCAAGGCCTGATTCTAACTCTCTGTCTACCTTTTTAA 
GCCCCTTTCTACAATGATGCTATTCCCCTCACTGAAAGCCATTTTGTGCCACCTACATTTTAGGTGTGGG 
CAAGCAGCCCTAACCTCAGGGAGCATGAGCTTGGGGTTCTTGATAGCCCAGGACGTGTCCCGGGCTGGCC 
ACACCGTTTCTTCCTCATTCCTTTGGCTTTCTCTCTAAGAGCTTAACTCATTTTCTAAACAGTCAAAAGG 
AATGGGACCAACATGTTTTGTGACCCCAAGTTCTGACTGACCCAGTCTTGACCTCCTGAAGTACCTTTAT 
GATTTTCTCATTAAAATTTTGTCACTTACTT 

>GBEQ1078 | Acc | CD467811 1 Ver | CD467811 .1 GI : 31389079 | LeukoSl_7_G10 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_G10_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop: 652 

CTTAGGGGAACTACTATTAACAGCATCTGCACTGTAATGCCCTTGTACCAAAGATGCTAGGGAGTGTGTT 
GGAACTAGCTTCTCCTGGAGGGGAAATCACCGGGCTAAAACGTACGAGAAATGTTCTGACCCAACTGGAA 
GGGACATGTTTGACTGGCAGTGGAGAGTGGGTAGGTTATCTGGTAGAGGAAATTGTGCACATCTGCATGA 
GTAGCACAGTCGGTCCACCTTCTCGGGGTGAACTAACGAGGCTCATAGTCAGTGGCTCCTGTACCACACT 
GAAGACTCTGGGTCTCGGGAGTTTCTCTTGACCCGCTTTTTCTGAATTACTTGCAAAGGCCAGTGTCCTT 
GGTCAGAATTTTATAGTGAGAATATTTACACAGTTCTGTGTTTGTCTGGAAAAGAAGCAAAAGGGAAATG 
TGAAAGAAGTACGTGTAAAAACTGTGCATTGAATTGACATTTGCATCGGGTGATTATCATTTATTTGATT 
CAGCTAAACTTTACGTGATGAATCCTTATTCTAAAATAACCACTTTTGGAACTGGAAGGGGGGAATCAAT 
AAAGGGAAATCTATTTTTGTGTTCTGAAGTTTGAGGGTTTTAAGAATTGACTTTTATGTAAAGAATGCTA 
TTGTTTGTTATAAAGTTGGGAA 

>GBEQ1079 I Acc | CD4 678 08 | Ver | CD4 678 08 . 1 GI : 3138 907 6 \ LeukoSl_7__Bll . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_Bll_A023 3*, mRNA 
sequence . : Start : 1 : Stop : 672 

CAGTGGGACTTTGCCAGTTATGATATTCTCAGGGTCATCAAGACTCCTGAGATAGCAAACTTGGCCTTGC 
TTGGCTTCGGAGATATCTTCGCCCTGCTGTTTGACAACCGCTACCTGTATATCATGGACTTGCGGACAGA 
GAGCCTCATTAGCCGCTGGCCTCTGCCAGAGTACAGGAAATCCAAGAGAGGCTCAAGCTTCCTGGCAGGC 
GAAGCATCCTGGCTGAATGGACTGGATGGGCACAATGACACGGGCTTGGTCTTTGCCACCAGCATGCCTG 
ACCACAGTATTCACCTGGTGTTGTGGAAGGAGCACGGCTGATGCCACGAGCTACCACGGCCGACTGACTT 
TGGGTGCCGGGGCTGCGGGTTT^AGTGCAACCTCTGTGGCAGCCGACTGCATGAACCAAAGTTCTCACCT 
AATGGTATCATCACGCAGTGCACAATCATTTATCTATGTTTGCCAGGGGGCCAGGGCTCGGGGCGGGGGA 
GGGCTTGTTTTATTGACTTACAGTGCAGCATGCTAATGGGATACACCATTGACTTCATTGTACTTAGTTC 
TGTTGGTCAGTATGAGGATGCATTTTGGGTTCATCTCTCTTGAATATTGGTTTTAAGTAAAGAAAGTTAA 
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ATGGTTCATTAATCTGCTAATTGGTTGCCTATAAAAACACAT 

>GBEQ108 0 |Acc|CD4 67807 | Ver | CD4 67 807 . 1 GI : 3138 9075 | LeukoSlJ?_H05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_H05_A023 3', mRNA 
sequence . : Start : 1 : Stop : 623 

CTTGCTGAAGCCCAACATGGTAACCCCAGGCCACGCCTGCACCCACAAATATTCTCATGAGGAGATTGCC 
ATGGCAACTGTCACGGCACTGCGTCGCACGGTGCCCCCTGCTGTCACTGGGATCACCTTCCTATCTGGAG 
GCCAGAGTGAGGAGGAGGCATCCATCAACCTCAACGCCATCAACAAGTGCCCCCTGCTGAAGCCGTGGGC 
CCTGACCTTCTCCTATGGCCGAGCCCTGCAGGCCTCTGCCCTGAAGGCCTGGGGTGGGAAGAAGGAGAAC 
CTGAAGGCTGCCCAGGAGGAATATGTCAAGCGAGCCCTGGCCAACAGCCTCGCCTGCCAAGGAAAATACA 
CCCCAAGTGGTCACGCTGGGGCTGCAGCCAGCGAGTCCCTCTTCATCTCTAACCATGCCTACTAAGTGGA 
GGTATTCTAAGGCTGCCCCCTCAACACTCCAGGCCCTGCCTCCTCCCACTCTCACTCTTGAAGAGGGGGC 
CTCATCCAGGGCTTTAGGCTGTTCTTTCCCATCCTCCTTGCCTCCCTGGTGACATTGGTCTGTGGTATTG 
TCTGTGTATGCTAACTCCATCACCCTTTCGAGCCCACTGCCAATAAACAACTATTTAAGGGGG 

>GBEQ1081 | Acc | CD4 67 801 1 Ver | CD4 67801 .1 GI : 3138 9069 j LeukoSl_7_C02 ,bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_C02_A023 3 ? , mRNA 
sequence. : Start : 1 : Stop: 590 

CGATGATGGGACTTATGAAGTGAAGAGTGTCCTCGGAAAGGAGGTGGGGTTGTTAAACTGTTTCGTCCAG 
TCCATAACCACCCATCCGACCAGCTGCATTGGATTGGAGGAGATTGAGCTCCTGAGTGCAGGAAGAGCCT 
CTTCAGAACACCGTCAGTTGCCATAGGATCTGTGAACTTTGCAATGTGGCTGCAGGGGGGGTGGTGGTGG 
TTTTTGGTAGTTATTTGTTAACTATGGGCAGAGTGAACGTATTTTATGATCTTGAAATGGAACTTAGATT 
TTTCTAGGGCAAATGTTAAGTAAAATGGTTTTGTGAACTATAAATCAAAATACTTTTCTCTATGGTTATA 
TATTTTTTATTATCTTTCTGCAAATTTAGGAACATGTTATTAAAGCTTAAATAAGCTTGAGGTCTTTACT 
TTGTATTATAGCAGAAAAAAGTATTTTGTTCAATTGTAATTTTTCAGTGTTTAAAATTTTACCATGATTC 
AACACGTTTTTCTTGTATTTAACATTCCTCCAAAGAATACCCTGCAAAGCTTAAACCTTTGTCCTACATT 
GT GAT AT T T C T C T ACAAT AAAT T C C AAAC T 

>GBEQ1082 | Acc | CD4 67796 | Ver 1CD4 677 96.1 GI : 3138 9064 j LeukoSl_7_H08 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_H08_A023 3', mRNA 
sequence . : Start : 1 : Stop: 707 

GGGATTGATGTTAGTACTCAGATGCTCAATCAGCAGTTCCAGGAACCATTCGTAGCAGTGGTAATTGACC 
CAACAAGAACAATATCTGCAGGGAAAGTGAATCTTGGCGCCTTTAGGACTTACCCAAAGGGCTACAAACC 
TCCTGATGAAGGACCTTCTGAGTACCAGACTATCCCACTTAATAAAATAGAAGACTTTGGTGTACACTGC 
AAACAATATTATGCCTTAGAAGTCTCATATTTCAAATCCTCTTTGGATCGCAAATTGCTTGAGCTTTTGT 
GGAAT AAAT ACT GGGTGAATACGCTGAGTTCCTCTAGCTTGCTTACTAATGCAGAC TAT ACCACTGGTCA 
GGTCTTTGATTTGTCTGAAAAGTTAGAGCAGTCAGAAGCCCAGCTGGGACGAGGGAGTTTCATGTTGGGT 
TTAGAAACACATGACCGAAAGTCAGAAGACAAACTTGCCAAAGCCACACGAGACAGCTGTAAAACTACCA 
TAGAAGCTATCCATGGATTGATGTCTCAGGTTATTAAGGATAAGCTGTTTAATCAAATTAACATCTCTTA 
AACAATCACTGAGTAGTGCTTTTGCCTGAAAGCCAGTGTGAGAAAAATACTCAAGTAACACTTTAAAACC 
AGTTACCAAAAATCTGATTAGAAGTATAAGGTGCTCTGAAGTGTCCTGCATATTAACATCCTGTAATAAA 
ACTCTTT 

>GBEQ1083 | Acc | CD4 677 02 | Ver | CD4 67702.1 GI : 31388 970 | LeukoSl_6_F03 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__6_F03_A023 3', mRNA 
sequence. : Start :1: Stop :58 4 

CAGACAGGGCACTGGTGAACTGTCAGTACAGTTCTGCCACCTTCAGCACAGGTGAGCGCAAGCGGCGGCC 
ACATGGGGACCGGAAGTCCTGCGAGATGGGCCTACAGCTGCGTCAGACCTTCGAGGCAGCCATCCTTACA 
CAGCTGCATCCACGCTCCCAGATTGATATTTACGTGCAGGTGCTGCAGGCAGATGGTGGGACCTACGCGG 
CTTGTGTGAATGCAGCCACGCTGGCAGTTATGGACGCTGGGATCCCCATGCGGGACTTTGTGTGTGCCTG 
CTCAGCTGGCTTTGTGGACGGCACAGCCCTGGCAGACCTCAGCCACGTGGAGGAAGCAGCTGGTGGCCCC 
CAGCTGGCCCTGGCCCTGCTGCCGGCCTCAGGCCAGATTGCACTGCTTGAGATGGACGCCAGGCTGCATG 
AGGACCACCTGGAGCAGGTGTTAGAGGCTGCTGCCCGGGCCGCCCGTGATGTGCACACCCTGCTGGACCG 
TGTGGTCCGGCAGCATGTACATGAGGCCTCCATCTTGCTGGGGGACTGAGCACCCCGCCCCCCATGCCCA 
GAAT AAAAT C C AC AC AGT CC AC T T 

>GBEQ108 4 lAcc|CD4 67 698 | Ver | CD467 698 . 1 GI : 3138 8966 | LeukoSl_6_C08 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_C08_A023 3', mRNA 
sequence . : Start : 1 : Stop : 707 

CAGCCAGCGTTTGAGTCCAGGCTGGCGGCCCAGTCCGTGACCAGGACGTGCCAGAAGGCGACAGGCACCT 
GGAACGGGAGGAACATTCTGGTGGTTGACACGCCCTCCATCTTTGAGGCCAAGGCCCAGACCCAAGAGAC 
CTACAAGGACATTGGGGACTGCTACCTGCTCTCGGCCCCAGGGCCCCACGTGCTGCTGCTGGTGACCCAG 
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CTGGGGCGCTTCACTGCCCAGGACACGCTGGCGGTGAGGAGAGTGAAGGAGATCTTTGGGGCAGGAGCCG 
TGAGACACATGGTCGTCCTCTTCACCCACAAGGAGGACTTAGGGGGCGACTCCCTGGACGAGTATGTAGC 
GAACACGGACAACCACAGCCTGAGGAGCCTGGTCCAGGAGTGCGGGAGGAGACCTGACAGAGAGCGAGAG 
TAACTGGGCGCTCAAGGCGCTCCTCAGAGCCAAGAACTGGATGCTTGCTCACCTTGGAATATCTGCTGTT 
ATTGTCATATGCACTTTGATTTTTCTTGCTGTTTTAATTAACTTGTGTATTTCTCATGGACACTGAGCAT 
TTTCAGATGAGTTCTAAATCAGCTTTTTTTTTAGTCACCATCTCTGTTTGTAGGGTACTTTATTTGCTTT 
TTACATAATTTCACTTTCAGTTTCTCCTCCTTGCATCAAACATGTCATCCATTTTCTTCAAGTGCTTTTA 
GGTAAAT 

>GBEQ1085 | Acc | CD4 67693 j Ver | CD4 67693 .1 GI : 31388961 1 LeukoSl_b_D06 . bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6 D06 A023 3 1 , mRNA 

sequence. : Start : 1: Stop: 62 6 — — 

CAGCAGGCAGATGTGGTGCTAATGTGCTACTCCGTGGCCAACCATAACTCTTTCCTGAACCTGAAGAACA 

AGTGGATTGGTGAAATCAGGAGCAACTTGCCCTGTACCCCCGTGCTAGTGGTGGCCACCCAGACTGACCA 

GCGGGAGGTGGGGCCCCACAGGGCGTCCTGCATCAATGCCATAGAAGGGAGGAGACTGQCCCAGGATGTG 

AGAGCAAAGGGCTACCTGGAGTGCTCAGCCCTTAGCAACCGGGGGGTACAGCAGGTATTTGAGTGTGCCG 

TCCGAACTGCCG TCAACCAAGCCAGGAGACGCAACAGAAGGAGGTT CT T CT CCATTAAT GAGTGCAAGAT 

CTTCTGAACCCCAAGAGACTTCACCCAACACTCATTTACTCACCCTAAAGGCTAACGGGGACGGGGAGAG 

CAGAGAAGTCGGCAAGGGTTGATGCTCTTTCTGGGTGCATCCCCAGCAGCGTTTTCGTTTGGATACAGTT 

GTTGCTGGGCCTCGGCCATTGGATGTTTTTCCTAAGTACGCTCTACAGATGAACTCTTTGCCCAGTTCAA 

TTGGAAGATCCCCTGGGAAGCTAGAATGCATATTCCTTGTTCGATTAAAAAACTAAAATGGTCTGC 

>GBEQ1086 | Acc | CD4 67692 | Ver 1CD4 67692.1 GI : 31388960 | LeukoSl_6_E08 .bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 6 E08 A023 3 1 , mRNA 

sequence. :Start:l: Stop: 626 ~~ 

GAGCATGCAGTCCTCAAAATGAAAGGAAACTTTACGCTGCCAGAGGTAGCTGAGTGCTTTGATGAAATAA 

CCTATGTTGAACTTCAGAAGGAGGAAGCCCAGAAACTTCTGGAGCAGTATAAGGAAGAAAGCAAAAAGGC 

TCTTCCACCAGAAAAGAAACAGAACACTGGCTCAAAGAAGAGCAATAAAAATAAGAGTGGCAAGAACCAG 

TTTAACAGAGGTGGTGGCCATAGAGGACGTGGTGGATTCAATATGCGTGGTGGAAATTTCAGAGGAGGAG 

CTCCTGGGAATCGTGGTGGATATAATAGGAGGGGCAATATGCCACAGAGAGGTGGTGGCGGTGGTGGAAG 

TGGTGGAATTGGCTATCCATACCCTCGTGGCCCTGTTTTTCCCAGCCGAGGTGGTTACTCAAACAGAGGG 

AACTACAACAGAGGTGGAATGCCCAACAGAGGGAACTACAACCAGAACTTCAGAGGACGAGGAAACAATC 

GCGGCTACAAAAATCAATCTCAGGGCTACAACCAGTGGCAGCAGGGTCAATTCTGGGGTCAGAAGCCATG 

GAGTCAGCAT TATCACCAAGGATAT TAT TGAATACCCAAATAAAACGAAC TGATACATAT T T CT CC 

>GBEQ1087 1 Acc | CD4 676911 Ver | CD4 67691.1 GI : 31388959 | LeukoSl_6_Ell .bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus- cDNA clone LeukoSl 6 Ell A023 3' mRNA 

sequence. : Start : 1 : Stop : 581 "~ 

TCCCCATCCGACACCGGCATCAGGGCAAAGGAAAGATGTCAGGGGCTGCAGACCCACAGCCCAAGGACGG 

AGGCCTGCAGATCAGCTCCAGCCCAGCTGTAGACGCCCAGGAAGAGACCCTCTATGCTGCCGTGAAGGAC 

ACACAGCCTGAGGAGGGGGTGCAGCTGCACCATCAGGGCACTCATGATGAAGACAACAAGAGAGTAAAGT 

ATGCCCAGGCTGCTATATCTGAAGCCCCCCAGGACGTGACCTACGCCCAGCTGAACCACTTGACCCTCAG 

ACGGGAGATGACATCCCCTTCCTCCCAGTCAGAGGAGCCCCCAGCAGAGCCCAGTGTGTACGCTGCTCTG 

GCCATCCACTAGCCCAGGAAGGACCCGGATGCCACCCTCCATGGAGGGAGACTGCAGGGACCGCAGAAGA 

CATAGGAGCTGCCTCCAGAGGACACTCAGCTAATGACCCCCAGCCAGCCTGGACTCCTAACATGGACCAC 

CAGGAGCTTCTGGGACTTTTGGGGAGTCACCTGATTCTGCAATCAAAGATAACTGATATCCCCACATTTG 

GAAATAAAGCAACAGATTCTC 

>GBEQ1088 |Acc|CD467688 iVer | CD4 67688 . 1 GI : 3138895 6 | LeukoSl_6_F06.bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 6 F06 A023 3' mRNA 
sequence . : Start : 1 : Stop: 650 ~~ 

CGAGAAGGCCACGCTCGTGTGCCTGGCCACAGGCTTCTACCCCGACCACGTGGAGCTGAGCTGGTGGGTG 
AATGGGAAGGAAGTCCAGACTGGGGTCAGCACGGACCCTCAGCCCTACAGGGAGCAGTCAGATGATGAAA 
ACCCCAGCTACTGTCTGAGCAGCCGGCTGAGGGTCTCTGCTGCCTTCTGGCACAACCCCCGCAACCCACT 
TCCGCTGCCAAGTCCAGTTCTTCGGCCTCGAGGAGAACGATGAGTGGAAAGAGAACCGGACCAAACCTGT 
CAGGCAGAACATCAGTGCTGAGGCCTGGGGCAGAGCAGACTGTGGCCTCAGCTCAGTGTCCTATCAGCGA 
GGGGTCCTGTCTGCCACCATCCTCTATGAGATCCTTCTGGGGAAGGCCACCCTGTATGCTGTACTGGTCA 
GCGCCCTCGTGCTGATGGCCATGGTCAAGAAAAAGGATTCCTGAGACCAGCTCCAAAAGTGTATCCTGGG 
TTGTTCTTAATCCTTACCCTAGAGTGTCATTTACGTGCTTCCAATCTGTGTTCCTAAAGAGTTATTCTCT 
GTCTACCTTTTATCTCCTTTCTGCATGTCTGTCCCTTCTCTCTGCTTCCCTGAATCTGAAATAGACTAAG 
GTAATAAAAGTGTCATGCTG 
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>GBEQ108 9 I Acc 1 CD4 67 68 6 | Ver | CD467 686.1 GI : 3138 8954 | LeukoSl_6_B09 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_B09__A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 685 

AGAAGTTGCTGCTGACGCTCTGGGTGAAGAATGGAAGGGCTACGTGGTCCGAATCAGTGGTGGGAACGAC 
AAGCAAGGTTTCCCCATGAAGCAGGGTGTCTTGACCCACGGCCGTGTCCGCCCCCTGTTGAGTAAGGGGC 
ATTCCTGTTACAGACCGAGGAGGACCGGAGAGAGAAAGCGCAAGTCTGTGCGCGGTTGCATTGTGGATGC 
CAACCTGAGTGTTCTCAACTTGGTCATTGTAAAAAAAGGAGAGAAGGACATCCCTGGACTCACGGATACT 
ACTGTGCCTCGCCGCCTGGGGCCCAAAAGAGCCAGCAGAATCCGCAAACTTTTCAATCTCTCTAAAGAAG 
ATGATGTCCGCCAGTATGTCGTGAGGAAGCCCCTAAACAAAGAAGGTAAGAAACCTAGGACCAAAGCACC 
CAAGATTCAGCGTCTTGTTACTCCACGTGTCCAGCAACACAAACGTCGGCGTATTGCTCTGAAGAAACAG 
CGCACTAAGAAAAATAAGGAAGAGGCTGCAGAATATGCTAAACTTTTGGCCAAGAGAATGAAGGAGGCCA 
AAGAAAAACGTCAGGAACAGATTGCCAAGAGACGGAGGCTGTCCTCTCTGAGAGCTTCTACCTCTAAGTC 
TGAGT CCAGT CAAAAATGAGT T TT CT AAGAGTAACAAATAAATAAGAT CAGACAT 

>GBEQ1090 | Acc ) CD467 684 | Ver j CD4 67 68 4 . 1 GI: 31388952 | LeukoS 1_6_A1 0 . bl__A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_6_A1 0_A0 2 3 3 ! , mRNA 
sequence . : Start : 1 : Stop : 694 

CAGCCGGACCGGTCTGTGACTGGTGGAGCCTGGTACAGTGACCAGGATTTTGAATCCGAATTNGTAGAGG 
TGCTTAACCAACAGTGCTTTAAATTCCTACAAAGCAAGGCAGAAACAGCACGAGAAAGCAAACAGAATCC 
GAT GATAC AAAGAAATAGT TCAT T TGC T T CGT CACATGAAGTGTGGAAATACAT CTGTGAAT T GGGGATC 
AGTAAGGTTTTTGATGACTGCCATGAAGGTGGTGAGATTTCACCATCTAACTGTATTTACATGACAGAGT 
GGCTTGAATTTTAAAAGAGAGCTGTGAACTTTACTGACATTTTGCAAATGAAGTTACTTTGGGAGCAGAT 
AAT T T AAT T C GT G AT G G AAC AT C AAAT T C C CT G G AAAG C C AAC T T C AC AGT AAT GG AT AC AG AC T T G C T G 
CTGTGAAAATATGTTTTTTTATCTATGAACACTAAATTTATACTGGTAGAGTAGCCAACAAAATATGAAG 
CAGGTAAGGTTAGTAGTGAAATCTACTCTTAAATAAATAAAATACTTTGAAGTTCTGGAGGACCGCCTTC 
TGAAGCTTTCAAGACTTTTGATGGTTCAAGGAAAAAAGCCAAGAAATCCATGTTTACCAAGTACTGTGAT 
AGTGGCTAGAGCTTAAAGATGCCCATTTTAAACTTATTTATTAAAGTCTTCATTGCAAATTTTG 

>GBEQ1091 I Acc | CD467683 j Ver j CD467683. 1 GI : 31388951 | LeukoSl_6_F02 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_F02_A023 3", mRNA 
sequence . : Start : 1 : Stop : 192 

TTTAAGATTATAGAATAAATTGGCTTCTTGGTGTTAGCTCAGTGAGCGAGCAAAGCACCAATATATTTGT 
ACTTGCTTTCTTCAAAGACCCCGGGTTCCTGTCACTCACTAAACTGTCAAATTTGGGAGGGATTTTTAAA 
AATTCCATAATGATTTGAAGAAATGTATAAATAAAATCTGCTTTCAGGACTT 

>GBEQ1092 | Acc | CD467682 | Ver | CD4 67682. 1 GI : 31388950 | LeukoS 1_6_B12 .bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_B12_A023 3 f , mRNA 
sequence. : Start: 1: Stop: 7 06 

GCGGGGACCCGGCCACAGGCCCACCGCTGCTGACGCGCGCAAGGCACCAGCATCACCTCCAGAGCTGCCT 
GGACGCCCTCGGCCTCTACAAGCAGGCGAAAGACCTGGCTCTGGCGGCCGAGGCGCTGCGGGTCGCCCGG 
GGGCACCTGACCCGTCTCACCGGTGGAGGGGGCACCGAGGAGATCCTGGACCTCATCTTCCGGGACTTCT 
GCGTGGGAAAATAAGGGGATTGGCGAAGCTCGGACCCAGGCTGGGTGGACGCCCGGAGGCTGTGAGACAT 
CTGAGAACAGCTTAGGCCAAGTGGACTCTCATCCCCTGGGGGAAGAACTTGACCCCAAACGGTGAAGCCC 
CTGTTGTTGGCCAGATGCGGCTGGGGGCGACTTGCTGGGCGCGCAGGTCCAGGAGTAGGACTGAAGGAAG 
TCTCTCTGGGCACCTGATGCTGGGGAAGTAGGAGTAGAGGGTTGGGACGAAGCTCGGAGGGTCTCAGGGT 
TTTTGTTTCATGACTTTT^ATTTTGCAAGTACCCAAGGAATGTGAAAAACTCAGGTGATCTGGAAATGTT 
TAAACCTCCCCTGGGTTTGACCTTCCCTGGGGTCATGGCTTAACTTGTGTCCTTCCAGAACTTTCTCTGT 
GTGTTTGTATTCTTGTGGCTGCACCTGTAAAATATGTTTTGTCTTGCATTTTATACATAAATTGTGTTTT 
ACTTTT 

>GBEQ1093 | Acc | CD4 67 675 | Ver | CD4 67 675 . 1 GI : 31388 94 3 | LeukoSl_6_E07 . bl_A023 Stimulated 
peripheral blooci leukocytes SI Equus caballus cDNA clone LeukoSl__6_E07_A023 3 f , mRNA 
sequence. : Start : 1 :Stop: 588 

ATCATCAGCTCCTAATAGTAACTCCACATCCGGTTCTGCCACTAGCAACCCTTTTGGTTTAGGTGGCCTT 
GGAGGACTTGCAGGTCTGAGTAGCTTGGGTTTGAATACTACCAACTTCTCTGAACTACAAAGCCAGATGC 
AGCGGCAACTTATGTCTAATCCTGAAATGATGGTCCAGATCATGGAGAACCCCTTTGTCCAGAGCATGCT 
CTCAAATCCTGACCTGATGAGGCAGTTAATTATGGCCAATCCGCAAATGCAGCAGTTGATACAGAGAAAT 
CCAGAAATTAGTCATATGCTGAATAATCCAGATATTATGAGACAAACATTGGAACTTGCCAGGAATCCAG 
CAAT GAT GCAGGAAAT GAT GAGAGATCAGGACCGAGCCT TGAGCAACCTGGAAAGCATCCCAGGGGGATA 
TAATGCTTTACGGCGCATGTACACGGATATTCAGGAACCAATGCTGAGTGCTGCACAAGAACAGGTGATA 
ACTTTGGCTCCAGAGCTCAGGCCAGAGGACAAATATGTGTGTAATTGAGGGGTACCTTTATATGGGGAAT 
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GTGAT TT T CATT AAAAAAAGAGT T T CAT 

>GBEQ1094 1 Acc | CD4 67 672 | Ver | CD4 67 672 .1 GI : 31388 940 | LeukoSl_6_F12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_F12_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 27 5 

CCAAGGCCCAGGCCCCCGCAGCCCCCGCAGAAGAAGTTAAACCTGCGGAGGCCCCGGCAGTTAATTCGGA 
TCAAACCATCACTCCCAACTCCCCTTGTTTTTTGCAAGGGGAGTTGGGAGTGATGGTTTGATTTTGTGTC 
AC AG AC AC C AAC AC AC C AC T CAT T GG AAAAT G G AAAAAAAAT AAAAAT AAAAAAAC C C AAAAAAAAT G T A 
CAATGGATGCATTGAAATTATATGTAATTGTATAAATGGTGCAACAGTAATAAAGTTAAACAATT 

>GBEQ1095 | Acc j CD4 67671 1 Ver | CD4 67 671 . 1 GI : 31388 939 | LeukoS 1_6_D 0 1 . b 1_A0 2 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_D01_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 624 

GTAAAAAAAAAATCTGCCTATGCATGTTTTTTAAGGAAAAAAAATGGCTGTATCGGCCTCTATGGGACTG 
TAACGCGCTTAGTGGTCTGACATATACAGGAAATGTATGTATACTGGCGTACTTTATATTCTCTAAAATG 
CTTAATGCCTTTGAAATTTTGTAATCAAAAAAGCTTTGAAAAAATCTGAAGGGGAGAGTATTCTTAAAAG 
T T T T T AAC AT AAGC T T GT C AG T G C AC AT AT AGAT GG T TAG CAT GT T AGCAG AC C T T GT G AAAT T T AAAT A 
AGTTTGTAGTTACATGTGGAACTCTAAATGCATGGTAACTGTTAATGTCATAACAGTTTAGTTATTTTGT 
TCTGTTCTGTCATGTGCCACAAAACATGTACTTTTCTTTCACTTTTTTCCCTTTGTATCTCAGTTACGGG 
TTACAACTGGTTCATTCTGAAAACAACAGCGGAAGTCCCTTCATATTTTTTTAACAACTGTATAAGTGCC 
CAGGTAATTCACTACAGCCTAAAGCCTTGCCTTTGTAATTTGACTTCTGAAATGTTGGCAATCAAAGCAT 
GCACT T GT AACAAT GACAGAGAAAAAGCAT T T TATATTACT AC TCAATAAATGTGCAT GAACTT 

>GBEQ1096 | Acc i CD4 67 668 ] Ver | CD4 67 668 . 1 GI : 31388936 1 LeukoS 1_6_G 07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_G07_A023 3 f , mRNA 
sequence. : Start : 1 : Stop: 682 

GAAACCAGGAGGTGAGTGCTTTTGGTGAGGAAGGTGAAGGCGATTATCTGGATGACTGGACAGTGCTCTG 
TAATGGGCCCTACTGGGTGAGGGATGGTGAGGTGCGATTCAAGCATTCTTCTACCGAGGTTCTGCTGTCT 
GTCACAGGAGAACAATATGGTCGACCCATTAGTGGGCAAAAAGAGGTGCATGGCATGGCCCAGCCAAGCC 
AGAACAAT T ACTGGA&AGCCATGGAAGGCATC T TCAT GAAGCCCAGT GAGT T GT T GAAGGCAGAAT CCCA 
CCACGCAGAGCTCTGAGTCTGGAGGCTGTAAGCCACTGTCACCACACAGTGTTCATAGACATTTGCTTCT 
ACTTCACCCTGGGATCCTTGCCACAGGTTCCCTGGGCATTGGCCATGTCACCACTGAGATGGAGATGCAC 
GACAGAAAAAGTGGCTGTGTTTGGAAGCTTCAACCCTTCACACTTGAATTGGTTGTTTTCTTAGACTTGG 
GTCAGT T CT T T T T GAGTACAGGACT T CCT GGTGAAGG AGCAG AT ACT T T T TATT CATAT T GAT AAAACAA 
ACTGAGGGAGACAACCCTCCTAGCTGGGACATTTTTACTTCCAGAAGCTTGGCATCATGGATTGTTAATG 
GTGTGACTTTTCCTGTTTCTTTCTCCAAAATGATAAAAAAGAATTTTATTGT 

>GBEQ1097 | Acc | CD4 67 666 | Ver | CD4 67666 .1 GI : 31388 934 1 LeukoS 1__6_B 08 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_B08_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 564 

TTTGCTCGTATTAGTTTAGAAGTATTGGTTAGGTTTCTGTCATGCCTGAACCAGCGAAGTCCGCTCCGGT 
CCCGAAGAAGGGTTCTAAGAAAGCAGTGACCAAGGCGCAGAAAAAAGATGGCAAGAAGCGCAAGCGCAGC 
CGCAAGGAGAGCTACTCTGTCTACGTGTACAAGGTGCTGAAGCAGGTCCACCCCGACACCGGCATCTCGT 
CCAAGGCCATGGGCATCATGAACTCGTTCGTCAACGACATCTTCGAGCGCATCGCGGGCGGGGCGTCGCG 
CCTGGCGCATTACAACAAGCGCTCGACCATCACCTCCAGGGAGATCCAGACGGCCGTGCGCCTGCTGCTG 
CCCGGGGAGCTGGCAAAGCACGCCGTGTCCGAGGGCACCAAGGCTGTCACCAAGTACACCAGCTCCAAGT 
AAAGGTATCTGTAACAGCGCCAAGGATTCAAAAGGCTCTTTTAAGAGCCACCCACATTCTCTCAAAGATC 
TGTAACTCTCCAAACAGGTTGAAAATGGCTATAGCACTCAATGTAGTAGAAATTTATTAAAATTTGGGAC 
ACGT 

>GBEQ1098 |Acc|CD467659|Ver ICD467659.1 GI : 31388927 | LeukoSl_6_D08 . bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_6_D0 8_A02 3 3' f mRNA 
sequence. : Start : 1 : Stop: 629 

CCAATGCAACAAGGCAATGAATGGTGTCAATAATTATACCAAGCACTGTAAA.CCTGAAAACACCTTTCTA 
CATGACTCCTTCCAGAACGTGGCTTCTGTCTGCAATTTGCGCAGCATCATCTGCAAGAATGGCCAGAAGA 
ACTGCCACCAGAGTTCCAGGCCTGTTCGCATGACCCAGTGCAGTCTCACGTCAGGGACGTATCCTAACTGl 
CCGCTACAGGGATGCTGCCCCATACAAGTTCTTCATTGTTGCCTGTGAACCCCCTCAGCAGGGTGACCCT 
CCATATCACTTGGTTCCTGTACACTTAGATAGTATTGTTTAAAGTTTCCACCATTTTCCCCTCACTTGGC 
ACAGGTTCTCTTATAATCTCCTCTGCTTTTTTTTTTTTTTCTTTTATTGATTTTCCTGGTTCCCATAGAA 
GAAAGAAGGAAGATAT T GGGAAAAT TAGAT T GCCTAAGACACCAGACCAGAGTT GGGACAAAAAGAAAT G 
GGATCT TT T CT GCT T TGGAGCTT TGTGT GTT T TGAAGGAAGGCAACAAGGAAGAGGGCAAAGAAAGAT CC 
AGGACTCTGTATTTTTAACCTTGGAACTTCTGCCAAGCTTTGTAGCTCTCTGTTCACAGCAATAAAACT 
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>GBEQ1099 | Acc|CD4 67 657 jVer |CD4 67 657.1 GI : 3138 8 925 | LeukoSl_6_Dll . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_Dll__A023 3 1 , mRNA 
sequence. : Start : 1: Stop: 708 

CAGCCATGATGAGATGTTCTCCGACATCTACAAGATCCGGGAGATCGCGGACGGGCTGTGCCTGGAGGTG 
GAGGGGAAGATGGTCAGTAGGACAGAGGGTAACATTGATGACTCGCTCATTGGTGGAAATGCCTCCGCTG 
AAGGCCCCGAGGGCGAAGGTACCGAAAGCACAGTAATCACTGGTGTTGATATTGTCATGAACCATCACTT 
GC AGGAAACCAGCT TCACAAAAGAAGCCTACAAGAAG TACAT CAAAG ATTACAT GAAAT CAATCAAAGGC 
AAACTTGAAGAACAGAGACCAGAAAGAGTAAAACCTTTTATGACAGGGGCTGCAGAACAAATCAAGCACA 
TCCTTGCTAATTTCAAAAACTACCAGTTCTTTATTGGTGAAAACATGAATCCAGATGGCATGGTTGCTCT 
GCTGGACTACCGTGAGGATGGTGTGACCCCGTATATGATTTTCTTTAAGGATGGTTTAGAAATGGAGAAA 
TGTTAACAAATTTGGCTATTACTTTGGATCTACACCTGTCATAACTGGCTGCTGCTTTTCATCCACACAA 
CACCAGGACTTGGACAAATGGGACTGATGTCATCTTGAGCTCTTCATCTATTCTGACCTTGATTTATTTG 
GAGCGGAGGCATTGTTTTTAAGGAAAAAACATGTCATGTAGGTTGTCTAAAAATAAAATGCATTTAAACT 
CAT TG AAA 

>GBEQ1100 |Acc|CD4 67 64 8 | Ver | CD4 67648 . 1 GI : 3138 8916 1 LeukoSl_6_C09 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_6_C0 9_A0 2 3 3 1 , mRNA 
sequence. : Start : 1 : Stop : 702 

GGTGGCTGGGGGCCATGGAGCTCTGTGGCCCCCTGTTCTGTGACCTGTGGCCTGGGTCAGGCCCTGGAAC 
GACGGACATGTGATCACCCTGTGCCCCAGCACGGGGGCCCCTCCTGTGCCGGTGATGCCTCCCGGAACCA 
CATCTGCAAGTCGGCTGTGCCCTGCCCTGTGAACGGAGAGTGGGGTCCCTGGGGGGAGTGGAGCACCTGC 
GCCCGCCGGAACATGAAATCTATCAGCTGTGAGGAAATCCCAGGCCAGCAGACACGCTCGAGGAGCTGCA 
GGGGCCGCAAGTTTGACGGCCAGCGATGTGTCGGGGAACAACAGGATATCCGACATTGCTACAACATCCA 
GCGCTGCCAATGGAAAGGCTCATGGTCGGAGTGGAGTACCTGGGGGCTGTGCACGCCCCCGTGTGGACCC 
AACCGCATGCGCACCCGCCAACGCCTCTGCACAGCCCCGCTCCCCAAGTTCTGGCGCACCGTCACCATGG 
TCGAAGGGCAGGGTGAGAAGAACGTCACCTTCTGGGGGAAACCGTGGACGCAGTGTGAGATQCTGCAGGG 
GCAGAAGGTGGTGGTGGAAGAGAAACGGCCATGTCTACACGTGCCTGCCTGCAAAGACCCTGAGGAATGA 
GAAGCTCTAACACCTCTCTCTCCCACTCTGACTCCCTGACTTCTCAGACCTCAATAAACCAGCCTCTTCC 
CC 

>GBEQ1101 1 Acc | CD4 67647 | Ver | CD467 647 .1 GI : 31388 915 1 LeukoS 1_6_B1 0 .bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_6_B10_A02 3 3', mRNA 
sequence . : Start : 1 : Stop : 700 

AAGACATT CACAGGACACAGAGAATGGGTACGTAT GGTGCGGCCAAAT CAGGAT GGCACTC T GATAGCCA 

GCTGTTCCAATGACCAGACTGTGCGCGTATGGGTCGTAGCAACAAAGGAATGCAAGGCTGAGCTTCGAGA 

ACATGAGCATGTGGTAGAATGCATTTCCTGGGCTCCAGAAAGCTCATATTCTTCCATCTCTGAAGCAACA 

GGATCTGAGACTAAAAAAAGTGGCAAACCTGGGCCATTCTTACTGTCTGGATCCAGAGACAAGACTATTA 

AGATGTGGGACGTCAGTACTGGCATGTGCCTTATGACCCTTGTGGGTCATGATAACTGGGTACGTGGAGT 

TCTGTTCCATTCTGGGGGGAAGTTTATTTTGAGTTGTGCTGATGACAAGACCCTACGTGTATGGGATTAC 

AAGAACAAGAGAT GCAT GAAGACCCTGAAT GCGCATGAACACT TT GTT ACCT CCT TGGAT T TCCATAAGA 

CGGCCCCATATGTGGTTACTGGCAGTGTAGATCAAACAGTAAAGGTGTGGGAGTGCCGTTGATTGAGTCT 

CATTTGGCCCCTCCTCCCTTTTTTCCTCTGGATGCACTCTGATGATACCATGGTTACCCCATTGAGCTCT 

GTTTAAATAAATATTGTCCTTTCATGTAAATTATTCTGGATGTAGATTGAGCTTATTAAATGTTACACAC 

>GBEQ1102 |Acc|CD467642|VerlCD467642.1 GI : 31388 910 | LeukoSl_6_B03 ,bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_B03_A023 3 1 , mRNA 

sequence. : Start: 1 : Stop: 730 

TGGATCAAAGCCATCCAGGAGGTCCATTCGGCTGCCAGAAACCATTGACTTGGGTGCCTTGTATTTGTCC 
ATGAAAGACGCTGAAAAAGGAGTAAAAGAACTGAACCTAGAGAAGGACAAGAAGATTTTTAATCACTGCT 
TCACAGGTAACTGTGTCATTGATTGGCTGGTTTCCAACCAGTCCATTCAGAGCTCGCAGAGGTGGCCCTG 
AACATTGTGAGCACCTTCAGTTCTCCGGGTCATGACACTGTGATTGTGCCTGAGCTTTAAGCGCAAGCTG 
TAGCAGCTCCTGCTTGGCCTTTGAGGGGCCTCATGAACCCACCAACCAGGGTGGTCTGACCTAGATTCAA 
ACCGGGTACCTGTTTTCAGTTTTT.GACCTTG.TCCACTAATAAGTGATTCTAATCCAAACTTGCATGTGTG 
TGAAGGAGTATTTTCCAACTTCAGATTTTTAATTGTAAGGTCCCCGTGAGGAAAGAAGAGTAGGAAATTC 
TTCCTGATTTTATCAACTCCTTTCTTTCCCTCCCCTAATTCCACACAATTTCCATGAGACTATTCCTGCT 
CCTCGATGGCTTTATCAATGGCCTAATGATAAAAGACTGTCTTTTCTCTGATTCTTTAATCAACTGTCTC 
TTAGAACATGCACAGTAGTTTTTCTACATTCTGTGTGAAAAGTATTTATTAATGTGGAGTCGACTTTATG 
T T T T GAAAT AAAC AT G ACC AAG T T T AGT T C 

>GBEQ1103 | Acc | CD4 67640 1 Ver | CD4 6764 0.1 GI : 3138 8 908 j LeukoSl_6_E09 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_6_E 0 9_A0 2 3 3 f , mRNA 
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sequence . : Start : 1 : Stop : 557 

GAGTCCCGCTCAGCTTCAGCCACTGGAACCAGGGGGAGCCCAATGACGCTCAGGGGCGCGAGGACTGCGT 
CATGATGCTGCGCACGGGGATGTGGAACGACGCACGGTGTGAAGACAAGGAGAGAGACAGCTGGATCTGT 
GAGAAGAGGCAAATTTGCTGACCCCGCCCAGTGCCCCCGAGCCACGCCCTCCACCACACGTGGGTTTTTT 
GAGCTGCTCCTCCTCATGGATCTGCCCACCGCCCCTGATTTTTTTTTTTTCCTACCAACCGCCTTGCCCT 
AGCCAGCCTGGTCCAGTGCCTGCGCTTGGGGACCTCCACTTTAGCTTAACTGCAACCGCTCACACACGGA 
CCTAACCTAGCCTTTACCGGCTCCAAAATCCGGGCTCCTCGGCCCGTGATTTGACCCCGCCTCCCTCCCT 
AGCTAAGGTCAGGTGACTGAGGGGTGGAGCTGTTTAGTTTGCTTGCATTTCTTCCCAGACTGGAAGACCT 
CAAAGACAGGGGT T T T GGAAACT GT C T T TGCAGCCCT AG AGAGCAT CC ATAAAAGT T T GAGAAATGG 

>GBEQ1104 | Acc | CD4 67 639 | Ver ! CD4 67 639 . 1 GI : 3138 8907 | LeukoSl_6JD10 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_D10_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 587 

AGGGAGGGCCGTGCTCAAAGCAGGGCTCTCCAGTTCTCCCTCAGGCAGCTCGAGCAGCGACCGCCTGCTC 
CTCATGGCTCGCGGGGTAGGGGTCCTGGGTGGTTGGACAGGCCTCCTTGAGAGGGGAGCTCTCTGTGTTA 
GGGGTTTGTGTGGGGGCAAGCAGATTTTTATAGGAGGGAGAGGGTGCCCTCAGCCCATGGACCTCATCCA 
AGGCCCTTCCCATCTGCCCCACCCTCCCCCGTGTTGTTGCACTTTGAAAAGCAGCTGAACAAGGAGTCAG 
ATGTTTGAAGATGGCGGGAGGAGAGGCTGTGGCTGGGGCACACCAATGGGCCACTCTGGGCCCGGGAGTT 
GGGCGCTATTGTCTTTCCTGGCCCTGAACATGGAGCCCCTGACTCCAGACAGCTTCCAGCTCCCGTCACA 
TCATGGCCTGGACTGTTTTCTCCTGGCTCCTCGTGTGTCCTGGTTCTCCCGTCTCCACCTAGACTGTAAG 
CCTCTCAAGGGCAGGGACCACGTCCTGTACTGCTCTGTCTCCTTTACAGCCTCTCCCCCAGTGCTGGTAT 
ACAGCAGGTGCTCAATAAATATTTCGG 

>GBEQ1105 | Acc | CD4 67 63 6|Ver |CD4 67 636. 1 GI: 3138 8 904 I LeukoS 1_6_D0 3 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_D03_A023 3 ' , mRNA 
sequence . : Start : 1 : Stop : 65 9 

AGGTGGGCTGGGTGGTGGAATGAGAGGCCCTCCCCGTGGAGGCATGGTGCAGAAACCAGGATTTGGAGTG 
GGAAGGGCACTTGCTCCAAGGCAGTGAATTGCTCTTCACCGATCTTCGCACAGCAGGACAAACCCCAGCT 
CCTGCAGAATGGTGAATTTCTTCAGCCAGCCTTTGGTGTCTTGGAGTATGATCCCCTAGTCTGTTATAAA 
CTGCTTATGTTTGTACAATTTTACTTTTTGTGGTGTGCTCCCTCCCCCTCCCCTGCCCTCTCCTCACCTT 
TTAGTCCTTCACTTCCAATTTTGTGGAATGATATTTTAGAAAAAAACGGATTTTTAAAGAAGAAAAAAAA 
GACTGAATTTCCTTGCTTTACTTGGCATTATACAGACTGGATTTTTCTTTTTAACAQCCATTTCCCCAAA 
GGAATGTGTTTTGCTTATTACTGACATTTGGTATGTTTCATTCATTGGAATATTTCTTACTTATTTTCTA 
CGTGTTTCAAAAGCCTGTGAGAAAAACAGGATTTGATAAACATTTTGAAGTCAGGAAAAACCGAAATTGT 
TTCTTTGAAAGTCATGACTACCTTCTGGTGTGGAGAAATTGCCATTGGAAAAATTGACAATTTTGATTCT 
CAGTGGTATGGTTGAAAACTGAATAAAAG 

>GBEQ110 6 | Acc 1CD4 67539 | Ver | CD4 67539.1 GI : 31388807 | LeukoSl_5_G08 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_G08__A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 268 

GAATCATGTCCTAATTTTTCACAATTATTGATCTGTATTGATTACCACTGTAGTTTGGTATTTCCCTTTA 
CTTTGGTGGCCTGCTTCCCTCATGCCCTGGAATACAACTCAGAGCTCCAGGCAGCGGAACCATCTATTGT 
TTTGTTTGCCAGAAAGTGCACCCTGTATGGTCTCCTGTCTAAGTTGGAAATATTATGCATGTGCAGGACT 
ATTCAAATATTTTATAAACAGTAGCACACAATAAATTCCATGCATGGGCCGCTGCTCC 

>GBEQ1107 | Acc | CD4 67538 | Ver | CD 4 67538 . 1 GI : 313888061 LeukoS 1_5__A0 7 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_5_A0 7_A0 2 3 3', mRNA 
sequence. :St art : 1: Stop: 619 

AAGATGTTTGCGGAACAGTTAGGCCTGTAAACTTCATCCAATCCTATCAAATGATGAACTTCAGGAGTTC 
AGAGAAGTGTAAGGGGTCTT GGAATCT CACTT TGAT GAAGCAAT AGT T T ATGATAT GATAAAAAATAT TT 
T CAT T C AAT AT T T AAAAT T AC T C AAAT T C C AG AAG AAGC AAGC T T C AG CAAC AT G T CAT T GAG T T TAT AT 
CTGAAAAATGTACTAACCTCTATAATTGTACATATAATTGCACTTTTTAAGATAGTTCATTCTGGCAAGA 
TATATGAAGTTAGTAAGGGGCAAAAGAGTCAAGGGTCAATTCTAGCATCCTGTATCTTTTTGTTACTGTT 
CAATCAATAGGCATCATAAATTTATGATAATTTTAAGAATTGCTTTTAAACCCAAGCTTAATTTTCTGAT 
TTGGATTGTTGCTAGTAAAAATCTTATGAACTTTATGTAGTTGAGCATTCAATCAAAGCAA2^ATCTGACT 
TTAGAATATTTTAAAGATGTATAAGTTGTATTGCATTTTTGTACATTTTATGCAAACTGGGTTAACAACA 
TTGCCTAGTTGAACTCCTCAGGAAACTTGTTTTAATAAATATGTGAAAATATCAATCTT 

>GBEQ1108 I Acc | CD4 67534 | Ver | CD4 67534.1 GI : 31388 802 | LeukoS 1_5_B 12 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_5_B 1 2^A0 2 3 3\ mRNA 
sequence . : Start : 1 : Stop : 4 01 

AGACTTTATAGTTTCATGGTTTTCAGTATATAAAATCTGTCCATTCCTACCTGGACAAGTCCCATGAAAA 
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AGTGGAAGATTTTAAATAATTTCATTCCAGATGTTTTATTTAAGCAGGTAGCCCAATCTACTAATGTGGA 
TTGATCTGTGTTTATTATATGGGTTGTAATTAATTTTTTTAATTCATGACTAGCAGGAAATTTATTAAAT 
TAACTATTAACTCCATTCCCCTTGTAAATTAGTGTATAAAACTTGTTGCCAATGCACTGACTTTAGAAAG 
ATGTTGATGTCCATAAATAAAGTGTAAATAAAATAGTGTTGATGTACTGAAATATGAACTGTATAAAAAA 
GTATTGGTAATTGTATATGGAGTGTACTTGTTTATCTGTAACTATTATCCA 

>GBEQ1109 | Acc | CD4 67533 !VerlCD4 67533.1 GI : 31388801 | LeukoSl_5_B05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_B05_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 67 4 

CCAGAGCAAGAAGAAGCATAAAACTGTGACTTCGCCTTGTTCTGCAGTTCTCTCATCCTTCTGAGTCTGT 
TGTGTTGTTTTGGTTCCATCATTAATGCACAGTAGTGGAGACTTGTGATAAGCTGCTGCTCTCATATTTT 
T AAG AAAT AT AAT AAAG C AC T T AGG AC AGG GG AAAT C C T C T C AGT AAT C AC GG AAC C T G AGG AT G T GAT T 
TGTTTGCTTTATTTTGTATGTACTTCTTTTATGGCTGTCATCTGAACATTATTTTAGCATGGTAATTCTG 
GAT T TT GT TC AT AT T T T CT CC AGATAGAAAT GT AAAGATCAAACTGTGCAAATAT T TCAAAAT GCACAT G 
CTGTTTTATTCAAATGCCTCTTTTGTACATGTTCATGTTCAATGTTTTCTTAGAATCAGCAACTCAATGA 
AGGTACT AT GAGGAT T T T TCTCACT GGCATAAT T T GAT TACAT GCTAAACAGGAATATAT GTTAAT ATGA 
GGAAAT GT AAATT AAAT TAGT TAT AAAT AAAT AAC AAACCAAAAATG TAT GTAAAC AT TC AAAT GAT TAT 
CTGAACAAATGTGATTTTGTTATGTTTTTCTTAACCCATGTGATGTCCTCCAAAATGTGTAGGGGAAAAA 
T T CACAGGGCTT CCAGATCACT T T T TCACTAT TAAAT T T TATT T 

>GBEQ1110 1 Acc | CD4 67524 ! Ver | CD4 67524 . 1 GI : 3138 87 92 [ LeukoSl_5_G07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_G07_A023 3', mRNA 
sequence. : Start: 1 :Stop: 689 

ATTCATTTAAACTGTGTTGTTGAGTTTACTTTTGCTAAAGCGCTGTTCTCGGTGTCCCATTTTCTTTCTT 
TATTTTTTTTTTCTTTTTTTAAGGAAGATTAGCCCTGAGCTAACATCTGCCATCAATCCTCCTCATTTTG 
CTGAGGAAAACTGACCCTGAGCTAACATCTGCACCCATCTTCCTCCACTTTATATGTGGAACACCTGCCA 
CAGCATGGCTTGACAAGCAGTGCATAGGTCTGCACCCGGGATCCGAAGTGGCAAACCCCAGGCCATTGAA 
GCGGGACGTGCACATTTAACTGCTGTGCCACCTGGCCAGCCCCCTCAGTGTCCCCTTTTCTTTAACTAGG 
ATCTGATTTTGCCTTGTATCCCAATTTATTTTAAGCTTTAAGAATAGAAGTCATCTAGTATAGAATCAGG 
AAAACAGAGATTAAACAAGCAATTTATTTTGAGTTACAACATTATTTCTTTGTATTAAGTTTATTTGGTT 
TATATTGTCATGCTCTCTTGCCAAAGAZ^CTGTAAGAAAATACTGTATCTTTTATATTGATCATTGGCTT 
TTTCTGGAGAAATGGCCGATGATTCTGGACAAAGCTCACGTTTATGAGAAAGATGCCATATGGGGAAGAA 
AATGTTGCCTTTTTGTAAAAACAAAACTTTCAGACTAAATAAAAAGAAATGCCAAGCTG 

>GBEQ1111 | Acc | CD4 67521 1 Ver 1 CD4 67 521 .1 GI : 313887 8 9 | LeukoSl_5_G10 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_5_G 1 0_A0 2 3 3', mRNA 
sequence .: Start : 1 : Stop : 7 6 6 

AGCAAGGAGGAGATCGAGCGCATGGTGCAGGAGGCGGAGAAGTACAAAGCCGAGGACGAGGTCCAGCGCG 
AGAGGGTGTCTGCCAAGAATGCCTNGGAGTCGTACGCGTTCAACATGAAGAGCGCTGTGGAGGATGAGGG 
GCTCAAGGGCAAGATCAGCGAGGCGGACAAGAAGAAGGTGCTGGACAAATGCCAGGAGGTGATTTCCTGG 
CTGGACGCCAACACTTTGGCCGAAAAGGACGAGTTTGAGCACAAGAGGAAGGAGTTGGAGCAGGTGTGTA 
ACCCTATAATCACTGGACTGTACCAGGGGGCGGGTGGCCCCGGGGCTGGTGGCTTTGGGGCTCAGGCTCC 
CAAGGGTGGCTCTGGGTCTGGCCCCACCATTGAGGAGGTGGATTAGAAGCCTTACCTTCGTTTTTCCATG 
TTCATCTTTGAGGCATACCAGACCCAAGCATTTTGCCATTGCCTTATGTTTTTTCTACTGTCGGTTCTCT 
ACTACTTTATTTCATTCTAAAGTATGTTGTAGTCTGGTAACTAACCTGCCTGTTTTATTTCTTTGTAGTA 
TAACAAATATGTTTTTTAGAATTCTTTGCGTTTAAGTTAAGTTGGTACTGTAAGGATTTTTTTCTTTTAT 
TTCTGTTAAATGAATCAACACTGCCACCCTCTGTCCTGTTTTTTGCTTTGTAAACACAGTGGAAGTCATG 
GAATGTTGTTTTTGTAATTTGTATACTTAAGGATGAAAAATAAAATGTTAAAAATGTGTGTCTAAC 

>GBEQ1112 1 Acc | CD4 67520 j Ver | CD4 67520.1 GI : 3138878 8 i LeukoSl_5_F01 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_F01_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 456 

AACTGGAAGTGTGGGAGCTGCCATCTGTGGGCTCCAGCAGGATGAGGATGTGAGCTCGCTGACTGGTGAT 
GCCCTGGTAGACCTGCTGGCCAAGATCACCAACACAGACGTGGATTGCCTCAAAGCCTGCCAGGAGCAGA 
TTGAGGTGGTGCTGCTGAACAGTCTGCAGCAGTTCCGTCAGGACCAGGGGGATGGATCCAAGTCGGAGGA 
TGAACTGGACCAAGCCAGCACCCCTACAGACGTGCGGGATATTGACCTGTGAGGATGTCAGTCGGGCCGA 
ACGGGAGAGACATGTTCAAATCTTCTCTCTCCTTCTCTCTGATTGTGTTTTGTTCTTTATGTTTTAGGAT 
GAAACTTAAAAAAAAAAAAAAAATTCTGCCCCCGCCTAGATCGTATTGAAAGATCTTTTAGAAGTGAGAG 
AAAACGGTCCTATAAAAATGGAATAAT TAAAAGCAT 

>GBEQ1113 [ Acc | CD4 67518 1 Ver | CD4 67518 . 1 GI : 3138 878 6 | LeukoSl_5_H05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_H05_A023 3 f , mRNA 
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sequence . : Start : 1 : Stop : 694 

AGAAGTGGGAAAAT TG AAT GAACTACAAAAT T T TAGAGAAGAACT TCAGAGAAAT AT TT CTAT ACAAC TG 
AGGCAT AACAT GAATAAT T CT GAGAAGATCAGGAACCT CT CT AT CACACTGCAAGAAATAGCCACC AAAT 
TATGTCATGAGCTGTATAGAAACAATCAAGAGCACAAATGTAAACCTTGCCCAAAGCAATGGATATGGCA 
TGAAGACAGCTGCTATGTACTACTTGAAGGTTACGAAGCATGGCAAAAAAGTGAAAAGATATGTTCTTCT 
CACAATGCCAGCCTGTTGAAGATTAAGAACAAAAGTGTATTGGAATTTATAAAATCCAGGAGATTACGGA 
ATCATTGGCTGGGATTATCTCCCAGAAAAGATTACACACCCTCCAAGCTCTTGGATGAGACAATTAGCTC 
GTCTGATTGGTTCAGAAGTAACACAAATGACTTAAGCAATGGGAAGTATTGTGGATATATACGTGATTTA 
TATGTTTATTACGATGAGTGCACTAGTTTAAAAAATGCTGTCTGTGAGAAGTTGGCTAATCCAGTGAAGA 
T T GAGAGTACACT AAT GAAGGAAGTACCAGAT GGAGGAATGTAGT CAGT GCAAT T ATT T TGCCT CAGC TA 
TTATCCTGCAATTTAGAGGGCATACATCTTGTGGACGATACAAATGGAATAAAGATGCTCTAAG 

>GBEQ1114 1 Acc | CD4 67 506 j Ver | CD4 67506 . 1 GI : 3138 8774 I LeukoSl_5_H04 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone Leuko S 1_5_H 0 4_A0 2 3 3", mRNA 
sequence . : Start : 1 : Stop : 695 

CCAGCAAAGGGCTCCTGTCCAATGTCATTGATAGCTTGCTTCAGATGTCGGTGGAATCCAAATCCTTGCA 
GCCATTCCTAGAGGCCTGTAGCAACACTTTATTTTTTCGTACTTGCTCTGTGCTGCTTCGAACTCCTAAG 
CT T GATCTT CAC ATACT AGAAAAGCT CAGTAT TAT T C TACAGAAACT T TCCAAAAT CAAGAGTAATAAAA 
AGCTC TT T GAGCTT T T TACAAT T CATC T GAT GCT TCAAG AAAT ACAAAGG ACAAC ACAT CCAGAGC AT GC 
CTTTCTCTGTATTAACCTAAATTCAACTCTGTTCAATTTGGGTTTAACAAAATGCAACTCCTTGGCTTCC 
AATGCAAGCCATGAGACTGGCTGATTATTTTATATATATTATATATGTCTTTCTTATTTGTGAGATTGTA 
AAAAT CACCAAAGTAACT AAAAGT CTACCAAGTAAAGT TATCAATAGCAT TAT TCATCAT GAAAAATAAA 
TAGAATTT T TAAAAAAAAT T T T TAATGTAATCCATAGAAGCT C TGGAAT AT T T GGGATGT T T CAGT TCAA 
CT AAGGT AGT CCTAAT GTACAAGAT GGAAT T T CCAGAATTAAT GACAC T AGAATTACTTT T TGT AAAAGT 
GTTTTAGGAAAATTCTTGAAATTATGTGATTCTTTGGAATAAAATTGGTGTTTATTAGGAACAGG 

>GBEQ1115 | Acc | CD4 67505 | Ver | CD467505 .1 GI : 31388773 1 LeukoSl_5_D07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_5_D0 7_A0 2 3 3 1 , mRNA 
sequence. : Start : 1 : Stop: 757 

GAGGATTTGCTTTTGTACTTTTGATGACCATGACTCCGTAGACAAGATTGTTATTCAGAAATACCATACT 
GTGAATGGCCACAACTGTGAAGTAAGGAAAGCCCTATCTAAGCAAGAGATGGCTAGTGCTTCATCCAGCC 
AAAGAGGTCGAAGTGGTTCTGGAAATTTTGGCGGTGGTCGTGGAGGTGGTTTTGGTGGGAATGACAACTT 
TGGTCGCGGAGGAAACTTCAGTGGTCGAGGTGGCTTTGGTGGCAGCCGTGGTGGTGGTGGATATGGTGGC 
AGTGGGGATGGCTATAATGGATTTGGTAATGATGGAAGCAATTTTGGAGGTGGCGGAAGCTACAATGATT 
T TGGAAAT T ACAAC AATCAATCT TC AAAT T TT GGACCCATGAAAGGAGGAAAT T T T GGAGGCAGAAGCT C 
TGGCCCCTATGGTGGTGGAGGCCAATACTTTGCCAAACCACGAAACCAAGGTGGCTATGGCGGTTCCAGC 
AGCAGCAGTAGCTATGGCAGTGGCAGAAGGTTTTAATTACTGCCAGGGAGGAGTCTGCCACTACAGGCTT 
ATCAGCTCTCTTTTAAAAAAACAGAAACTCATCTGTCCAAGTTCATGGCTAAAAGGAACATCCTTATGAG 
GACAACCTTTATCTGAGCCACTGCACTTCGTTCTCACTGCCATGCAGTTGTCGTTAGCTGCTCTGCAGCT 
TGAGTTAATCATTCAATTTTGTGAATGGGCTTTTTAAATAAAATGCTTTTTAACTTG 

>GBEQ1116 |Acc|CD4 67413| Ver | CD467413 . 1 GI : 31388681 | LeukoSl_4_B02 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_B02_A023 3\ mRNA 
sequence . : Start : 1 : Stop : 671 

T GAGCGACAGAAGCT AGAGACCCAGGAGAAGAAAATCATT GCGGACAT CAAGAAGATGGC C AAGCAGGGC 
CAGATGGATGCTGTGAGCATCATGGCAAAAGACCTGGTGCGCACACGGCGCTACGTGCGCAAATTTGTAC 
TGATGCGGGCCAACATCCAGGCTGTCTCTCTCAAGATCCAGACACTCAAGTCTAACAACTCAATGGCACA 
AGCCATGAAGGGCGTCACCAAGCCCATGGGCACCATGAACAGACAGCTGAAGCTGCCCCAGATCCAGAAG 
ATCATGATGGAGTTTGAACGGCAGGCAGAGATCATGGACATGAAGGACGTGCGCAGGAACACCATTCTTC 
GCCAGGCCAAGAATCACAAACTCCGGGTGGATAAGGCAGCAGCAGCACTAGAAGCCAAATCAGATGAGAA 
GGGGGTTCCAGGCAAGAAGCCTGTGGTAGGGAAGAAAGCAAAGAAGGCTGTTGACGTTAAGAAGCAGAAG 
AAGCCTTTGGTGGGAAAAAAGGCTGCAGCTACTAAGAAGCCAGCAGCTGAGAAGAAGCCTGCAGAAAAGA 
AACCCGCTGCAGAAGAAAAGAAGCCTGCTGCGTAAACTTGTTTGTTTATTTCATAAAGGTCACATCATTT 
TGGACAGCT CCT TT T GAATAAAGACCTGATCAAAGAGACAG 

>GBEQ1117 | Acc | CD4 67406 | Ver I CD4 67 406. 1 GI : 3138 8 674 | LeukoSl_4_FlO . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4__F10_A023 3', mRNA 
sequence . : Start : 1 : Stop : 4 64 

GAAATGGCAGAAAACCCATTCATTATTGGGTTTTGTGCAGCATACATTTTCCCCCAAAATAGTTGTAAAG 
AT T T AAGTT AT T T TAAT T TAT TGTGGATCAGAAAACTAGATTAAACT GGTCAGAATT TGTAAAT T ACTTA 
GTTTTACATCCCTTTTGAGCAGGTATCAAAATGACTTAGAATCCTTAAAATAAAATTCCATTCTAATTAT 
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TT T AAT T TAT GT GGAAAAAGC AAGGT GGGGAAGT T GTGAT TAATAGCTT TTAAAAAGAT CAT T T TT TTCC 
AATCCTTTGGGCATTTTTTTTGAGCTGTTAGTTTTTGCTTTATTTAAAGCATCTTTAAGTTATTTTAATG 
TGGGTTAGGGGCCCCCTGTGCAGATACTTCATTTTTGTAAGGTTGTAATAGATGCTGTTTATACTAAACA 
TGTCATATTTATGCAGTATATATATTAAAAGAAAGCTTGTTCTT 

>GBEQ1118 |Acc|CD467 401|Ver|CD4 67 401.1 GI : 31388669 1 LeukoSl_4_D07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_D07_A023 3 T , mRNA 
sequence . : Start : 1 : Stop : 55 6 

CATAAAAACTTGTTTTACTTTTCAATAGCAGCATAACTCTAGCCCGGAGCTGTGTTGTAAAAACAACAAA 
AACATTT T TAGAGTAAAGTAAAAAC TT TT AAGACAGGTT T TGGAAGAT AT GACACAAAGCAGGCAAGTAG 
CTGCACCGGCTCAAGGAGGACCAGAAAATGATAACAGCAACCAAGGAAAAGAAACACAGAAGAAGCAAGG 
TAT T AAGAACAT GAAGGAGAAGTGT AT T T T AAT T TT TAT T GGACT TGT T T T GGGAATAGT TC TAACT AT T 
CTTTATTTTTCAATTTGTTTAAAAGGTACAGAAACTCAACATTTTTGCCCACATGATTGGATTGGTTTCC 
AAGAT AAATGT TAT TAT T T C TCTAAAGAAGAAGGGGATT GGAAT T CAAGTAGATACAAT TGT T CCACACA 
ACATACTGACCTAACTATGATTGACACCGTTGAAGAAATGCACTTTCTCAGGAGACACAAATGCACTAGT 
GATCACTGGAT TGGGCTGGAGAT GACAGAAAAT CAAAT AAGAAAAT GGT TCATACAAC TT AT TAAA 

>GBEQ1119 )Acc|CD4 67399 |Ver |CD4 67 399.1 GI: 3138 8 667 I LeukoSl_4_A08 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1__4_A0 8_A0 2 3 3', mRNA 
sequence. : Start : 1 : Stop : 669 

TCGGTTCAAGGTTTTCCTGTGCAGAGAGCCAGGTACCAGTGGGTCCGCTGCAGTCCCGACAGTAATTCTG 
CAAACTGCATTGATGAGAGGGGACCAGTGTTTGACCTGCTTCCCGATGAACCCAACAGAATCCTCCCTCC 
AAGGACTGACCCTTTTTCAATGACAAGATCCCAGAACTTGAATGATGTCTTCCCTCTTTCTGAGGACTAC 
TCTGGATCAGGCTTTGGATCAGGATCTGGAAGCGGCTCTGAAAGTAGCTTCCTAACCGACATCGAACAGG 
AATACCAACCAGCAGATGAAAATAATGCTTTTCTTTACAACTTTAGGTCTCTCAAGGGAAATCTGCCCTC 
CGACAACC AGGACT T GGGT CAAGATGGATCAGAGGAGAAT T TTAT TAT GTAAAAGAGAGGGTC T CCT CCC 
TTGATGCTGGGCAATGCATTCAGTATATTTTGTGTACCATGGTTAAATGGTTAATTTGGGGACAAAAAGT 
TTTATAGAAATTTTAAAACTTTTGAAAAAGAAGTTTAAGTTTTATCACCTTTTTTTCTCATGAATTCTTA 
AAGTCTACTTTATCTACCCTATTGTCCTGGAAAATACCTGCATTTCCTTTGTATCACATTCAACCAACAT 
CACTATGATTTAACTAGACTCCTCATGTCTATTAAATTG 

>GBEQ1120 | Acc | CD4 67396 | Ver | CD4 67396 .1 GI : 31388 664 | LeukoS 1_4_F0 1 . bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_F01_A023 3', mRNA 
sequence. : Start : 1 : Stop: 628 

GGCAATGCATTCAGTATATTTTGTGTACCATGGTTAAATGGTTAATTTGGGGACAGAAAGTTTTATAGAA 
ATTTTAAAACTTTTGAAAAAGAAGTTTAAGTTTTATCACCTTTTTTTCTCATGAATTCTTAAAGTCTACT 
TTATCTACCCTATTGTCCTGGAAAATACCTGCATTTCCTTTGTATCACATTCAACCAACATCACTATGAT 
TTAACTAGACTCCTCATGTCTATTAAATTGCTTTAAAGAATAAATTATACTGTTTGTAAAAAATTCAGTT 
TGAGAAGAAAAT TGACAGGCAGGGGT TGATACCAAAGT CT TCAGGAACCTGACTGT T GT GAAT TAT AGAT 
ATACCATATACCCCTTTGCTATGACAAGACCCGGCTGAAACACACATTAAGTTCAGATTGGGTATTTGTC 
ATGTTTTGCTGTGTGGAGTGCTCTGCTCTAATGTTCCATTGATGTGTTTGCAGAACTAGTACACACCGTG 
TGTTTAGAAGTGTGATTGCTGTTATGAGAAACTTAAGACCCAAATGAAAGCACATTGTTCTCTCAGGTCT 
TCACACCACTTTACCTTTTTTCCTGTATATCTGTGTATTTTCAAATGTTACTCTATTAAAGCAGAAGT 

>GBEQ1121 | Acc | CD4 67393 [ Ver | CD4 67393 . 1 GI : 3138 8661 1 LeukoS 1_4_E10 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4__E10_A023 3', mRNA 
sequence . : Start : 1 : Stop : 4 82 

CGGCCACTCCTCGGATTCTCGCACCCTGAGCAGCGTTGCTGGCCCCCTGCCCTCTCCACACTCCTCTCCT 
GCTGCCCACCCAGCAGAACTGGCTTCAGGGTGTTATCTCAGCACTGGTTGGAGTGCCCAGGGCATTTGGA 
GCAGGCAGAGGGTTGTGTGCCCAGCTACCATGGAGGCACTGGGAAATCCTGTGGGATGGGCCGTGCAGAT 
CATGCATTTATCAGTCATGAGGCAGAAACACCAAGGACAGCTTATGACAGTGCCACCTTCTCACCATTCC 
ACCTCCCCCGCTCCCCGGCCCAGCCGGCTAAGGAGAGACCTGATGTTGGAACTATGTTGGCACTTCTGTC 
AGGCCTCTCCTTCCCGCCCCCACAATTGCCTTGAAGTCTCTGCTCTTTGTCAGAGATTTGCAGACTCATG 
GTTTTTTTGTTCTTGTTTTCTCATCATTCCATTGTGATACTAAGAAACTAAGAAGCTTAATG 

>GBEQ1122 | Acc I CD4 67392 | Ver | CD467392 .1 GI : 3138 8660 | LeukoSl_4 J?12 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_Fl2_A023 3», mRNA 
sequence. : Start : 1 : Stop: 698 

AGTCATTACAGGTCATCATCACCAACTTTCCTGCTGCCAAGTCCTTGGACATCCAGGTGCCCAACTTCCC 
AGCTGATGAGACCAAGGGCTTCCATCAGGTTCCCTTTGGACCCATTGTCTTCATCGAGAGGACTGACTTC 
AAGGAGGAGCCTGAGCCAGGCTATAAGCGCCTGGCATGGGGCCAGCCTGTGGGCCTGAGGCATACAGGCT 
ACGTCATCGAGCTGCAGCATGTTGTCAAGGGCCCCAGTGGCTCTGTGGAGAGCCTGGAGGTGACCTGCAG 
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GCGAGCAGATGCTGGAGAAAAGCCCAAGGCCTTTATTCACTGGGTGTCACAGCCTCTGACTTGTGAGATT 
CGCCTCTATGAGCGACTATTTCAGCACAAGAACCCTGAGGATCCTGCTGAGGTGCCTGGTGGATTCTTAA 
GTGACCTGAATCCGGAATCGCTACAAGTGGTGGAGGCAGCATTAGTGGACTGCTCTGTGGCCCTGGCAAA 
GCCCTTCGACAAGTTCCAGTTTGAGCGGCTTGGCTACTTCTCTGTGGATCCAGACAGCCGCCAGGGACAG 
CTTGTCTTCAACCGGACGGTCACACTGAAGGAGGACCCTGGAAAGGTGTGAGCTGGAAGCCCCACGGACG 
TACCTCATCCTTTTGGAGGCTAGGGGTACCCAGACTCTATGTCAATAAAGAACAGCTAGATCCTCCGG 

>GBEQ1123 |Acc|CD467386|VerlCD467386.1 GI : 31388654 | LeukoSl_4_Dll .bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 4_D11_A023 3', mRNA 
sequence .: Start : 1 : Stop : 621 

CCCAGAGCCCCAAATGCCTACCATGATGCCCACTTATGACCTTGGGATGGCCCCTGACTCCTCCATGAAC 
ATGCAGCTTGGCCCAGACATGGTGCCCCAAGTGTACCCACCACCACTCCCACTCCATGCCCTCATATCAA 
GGCCTCTCCCGGGAAGAATCAGTCAGTGTGTTGCCAGCCTTCCCGGAACCTCACCTGCCGATGCCCCCCA 
CTCTGAGCCAGATGAGCCTGCCCTTTGACCAACCTCACCCCCAGGGCCTGCTGCCATGCCAGCCTCAGGA 
GCATGCCGTGTCCAGCCCTGAGCCCCTTCTCTGCTCAGACGTGACCATGGCAGAAGAGAGCTGCCTGAGC 
CAGCCGGTGGGAGGGTTCCCTCAGGGCACCTGGGTCAGTGAAGACATGTTCCCACCCTTGCTGCCGCCCA 
CTGAACAGGACCTCACCAAGCTTCTCCTGGAAGGGCAAGGGGAGTCAGGGGGAGGGTCCTTAGGAGCCCA 
GCCCCTCCTCCAGCCCGGGGGGATGGGGAAGCGGTTCAGGAGACCCTGGGTGGGAGGAGACAAGAGGTCT 
GTACGTTCTGTTAATGATGTGGATTTTGCTCAGGTTAAAAAACAAATCCCAAACAGCCCAA 

>GBEQ1124 |AcclCD467380|Ver)CD467380.1 GI : 31388648 | LeukoSl_4_B05 ,bl_A02 3 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4__B05 A023 3', mRNA 

sequence. : Start : 1 : Stop: 755 *~ 

GAATTGTGCCATAGAAATAATCAGTTTGCAATTTTCTTTTTCTTGACAGGTCGTTCCAGGGGTAGAGGCG 

GCATGAAGGATGACCGTCGGGACAGATATT CTGCAGGCAAAAGGGGT GGAT T TAAT ACCT T TAGAGACAG 

GGAAAATTATGACAGAGGTTACTCTAGTCTGCTTAAGAGAGATTTTGGGGCAAAAACTCAGAATGGTGTT 

TACAGTGCTGCAAATTACGCCAATGGGAGCTTTGGAAGTAATTTTGTGTCTGCTGGTATACAGACCAGTT 

T TAGGACT GGTAACCCGACAGGGACT TACCAGAACGGT TATGATAGTACTCAGCAATAT GGAAGT AAT GT 

TCCAAATATGCACAATGGTATGAACCAACAGGCATATGCATATCCTGCTACTGCAGCTGCACCTATGATT 

GGTTATCCAATGCCAACAGGATATTC TCAATAAGAC TT TAGAAGTATATGTAAAT GTCT GT T TT TCATAA 

T TGCT CT T TATAT TGT GT GT TAT CAGACAAGATAGT TAT T T AAGAAACAT GGGAAAT GCAGAAAT GACT G 

CAGTGCAGCAGTAATTATGGTGCACTTTTTCGCTATTTAAGTTGAATATTTCTCTACATTCCTGAAACAA 

TTTTTAGGTTTTTTTTGTACTAGAAAATGCAGGCAGTGTTTTCACAAAAGTAAATGTACAGTGATTTGAA 

ATACAATAAAT GAAGGCAGTGCAT GGCC T TCCAATAAAAAATAT T T GAAGACGAA 

>GBEQ1125 |Acc | CD467379 1 Ver ) CD4 67379 . 1 GI : 31388647 | LeukoSl_4„C07 . bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 4 C07 A023 3', mRNA 

sequence. .-Start : 1 :Stop: 541 ~~ 

GACCTCACCATCCTTCCAGTATGGTCACCGCCATGGGTTAGAGGCCCTGCTTGATGCTTCACGGTGTCCA 

GGCGAGAGTCCCTCCGGCCCCTTCTACGTGCATTTTTTTGCAGGAGCAGAATCATGAAGCCGACAACCGA 

TGGATATATGTTTTTGAAGGCAGAAAACAAAATGATGTTTGCCACTTTTGCAGAGGAGCTCACTGTGGGT 

GTCTGTGTTCTCCATCACTGAATCTGGATCCCATTTGTGAATAAGCCATTCAGACTCATATTCCCTATTC 

AACAGGGTCTCTCTAGTGCTGTGAAAAAAAAATGCTGAACATTGCATATAACTTATATTGTAAGAAATAC 

TGTACATTCGAAGAAGACTTTGTTGCATCTGGGTAGCTGTAAGAAAGGCATGAAGGACGCCAAGAATTTT 

AAGGAATATGGGGGAAAT TAAGTGTGGAAAT T CAGAAGAAACTAGTCTGATAT T CCAAAT GGACAAACT G 

CCAGTTTTTTTCCTTTCCCTGGCTGCAGTTGGTTGATGCATTAAAAGAAAA 

>GBEQ1126 | Acc j CD4 67367 j Ver | CD467367 . 1 GI : 31388635 | LeukoSl_4 J301 . bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 4 B01 A023 3 1 , mRNA 

sequence. : Start : 1 : Stop: 452 "~ 

CAGAATCATCCCGAGGATTTTTTCGCTGGAAAAGACTCCTCGGTAAAACAGAAACCACTGGGAGGAGCTC 

CCAGCCCAGGGAATGGTGCAATGGGCCTGGAACCACCTCCCCTCCAGTCCTTAGTGAGTAGAGAGATTGG 

TGGACGGAACGCACAGCATGAGTTGGGCTGATATAAAGTGGAAAGTGTGCTGCCAGCCCTGAGCGAGCTT 

GGCAGGTACTGGAATGACACTGAAGCTGCAGTTAGACCCCTGATTTCCTGGACTGGACAAAGGGAGTGAA 

T TCTCCAGATGCTTCACACAT TCAGCACACAATGCCCCCAAGATTT T CCTAGTGGT CTGAGC AGAAT CAG 

CAGATATAGCCACTTTTGCTTGTAGCTGTGGACTATCCTGTCTCCTCTGTATTGTACATATAAATTTATA 

TAGATTTGCAATCAAATAAATGTTATTTTATT 

>GBEQ1127 | Acc | CD4 67365 1 Ver | CD4 67365 .1 GI : 31388 633 | LeukoSl_4_E07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 4 E07 A023 3', mRNA 
sequence. : Start : 1: Stop: 57 8 ~ 

CAGCCTCACACCCTCAAGATTACACAGTGGAGAATCTCATCCGGATGAGTGCAGCTGGCTTGATCCTGGT 
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G G T C C T T GG G AT T CT GC T AT T T C AGGC T C AAC AC AGCC AG AAAAG AC C C C AAG AGGC AG AC AGG AAG T AA 
ACACAAGTGAGAAAAATGCACAGTTCAGAGTAGTAGAGCCTTGAAAGTAAATCTTGTGCACCCAGGAGGT 
TCCTGAAGAGCATCTGTGGTGTATGATCAGTGAACTGTCTGCAGGTCATTGTGAGGTGTAGTAGTTATCG 
TTCATGTGCAGGGACAATGTCCGCTCCTTTCTGCCATTAAACTGAGGGACATTCCTTCACAAGCACTTTT 
GAGTTATCTTGGTGGGTTTGTAACTTTCTCTCTTTTTGTGAAATCAGCATGTATCCCAAAGGACAGATTT 
GGGTCCACACTTCCTTGCACTTTCATGCTGTGGTACAATTTCATGTAATACATATTTTTTAAATTTCTAA 
TTACCACATAACTGATGTGTATTAAGGTGTCTCCATCTCTTTGTTCAGAGCATGTAATTTCAATAAATCA 

AT AAAT T G AAT AAC AAGG 

>GBEQ1128 |AcclCD467264|Ver|CD467264.1 GI : 31388 532 | LeukoSl_3_Hll . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_J3__H1 1_A02 3 3 1 , mRNA 
sequence. : Start : 1 : Stop : 735 

CTCCAGATGAAAATAGACATGAATAAAATGACTAAGAATGTAATAGAGAAGAATTGCCCTGCCTGCCCAT 
CTCGGAGCCATAAGGTCATCTAGCTAGAGCTGTCTACCCATGTATTTATCGTTCTTGACTCATTAACCAC 
TTATTTATATCATGTCTGTATCTCTAAGGACCTAAAAGCACTTTATGTAGTTTTTAATTAATCTTAAGAT 
CTGGTTAAGGTGACTAAAAAGCCTGTCTCCCCATATCCAGTGGTGGAAATAAGCGCACAGATGTAGATTG 
GTGGAGTTTTGGGAGCCTCACTTGCCAGTTTACTAGGTGTGACTGCTGCAGTGTGGATGAGGAAGTCAGT 
TGACGTTTTGGGTCATGGGCGATGAGGGCTTAGGGAGCCCGAGTGCTTTGGGGAAGGATGGGTGGTTTTA 
TAGGGGGAAGAGGCGCATGTTCTAAGTGCTGACTGGCTGCATAGTCCAGGCAAGTCCTCCGAAATGGACA 
GGGAGGGGCTGCTTGGAAAGATGGCTCTCTCAGCAGTTTCTGTCTGATGCTTCTCTCAGGGAAAAACATA 
CAGTACTCGATGTGGTCTGTACATTCTGTCGGGAGTGAATACCTAGGTTCTAGTTCAACAGCTAAGGCTG 
TTGACAGCTGTGCTAGGAAGGGTTAGGACCAACTACAGATTAATGTGGGCTGTACAATGTAGTGTGTTTC 
CCTAACTTCCTGTTTTTCCTCAGAAGAGAATAATA 

>GBEQ1129 | Acc | CD4 67260 | Ver j CD4 67260 . 1 GI : 3138 8528 | LeukoSl_3_Al2 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_A12_A023 3', mRNA 
sequence. : Start : 1 : Stop: 750 

TTTGATCGTTTGCCATATTGGGTGGGTTTACTCTTAGAATCGCATGCTGTAGAAATGCTCAAAAGTGCAT 
ATAGGACTCAGTCCTTAGATGTTCTTTTTCTTTTAAGAAATAACCTCTTTGAAGTTGTAACCATCGCGGC 
TCTGTCCACTTCTCTGTGCACACGCATCGGAAGCAGCACAGTACGCAGCTCCACACGCTTGAGTGACAGG 
ATAGTCACTATTTTCTTTATTTCTCTAAAAAACAAGTCCTGTTCCAAACGATTGCTGTTGGCGGGGGTGG 
CGGGGAGCAGGGACTGGAGACCCCGGCCCCTCTTTATGCATCTCTTGCGGCCTGTCTCTCTGCGGGGCAC 
GCCTTTGCATCTGAGGCAGATCGTTTTCTAGTTCGCAGACTCCTGGTATGTCTCGAGTCCGCTGTTCAGC 
AGCAGCGTTTAGACAGCAGTGTGTGGGCCTCCCCTGCACCCTGAGCACTGTCCCAGAGCAGCAGTAGGCT 
TCTCTCCATCCTGTTCCTCTGCAACATCCTGTACAAAGCTGTGCTGTGACATGCGGAGGCCTGGGTCTGG 
CAGAGTTGAGTCAAGCGAAGCCCCTTCCTTGTCTTTCCATCGCCGCCTCTGTAGAGCTCTTTGCACCCTG 
CCCCCTCACCTTTTGTATTTAATTTTAAGGTCGGTGTACTGCAAGGAAGCTGGATGCAAGATAGATACTA 
TATTAAACTGTGCTGTTATTTAAGATGTAATAAAGCAGTTTGACAGAAAA 

>GBEQ1130 1 Acc | CD4 67256 | Ver | CD4 67256 . 1 GI : 31388524 1 LeukoS 1_3_G0 1 . bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_G01_A023 3*, mRNA 
sequence. : Start :1: Stop :350 

ACAAGTTCAAGCTCAACAAGTCAGAGCTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCTTTTTGGGGAA 

AAGGACAGATGAAGCTGCATTCCAGAAGATGAT GAGCAACT TGGACAGCAACAAGGAGAGCGAGGT GGAT 

TTCCAGGAGTACTGTGTCTTCCTGTCCTGCATCGCCATGATGTGCAACGAGTTCTCCGAAGGCTTCCCCG 

ATATGCAGCCCCGGAAGAAATGAAGGCTCCTGAGATGCGGGTGGGGCCTGCCAGCTGGGGTCTTCTCTGT 

TGGCAGTGGGCATGGTGCCTCCCCTTGGCTCCTCCAGATGGGTGTATGATGCAGAGCAAGTTCAATAAAG 

>GBEQ1131 | Acc | CD4 67253 | Ver I CD4 67253 .1 GI : 31388521 1 LeukoS 1_J3_F0 7 . bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_F07_A023 3', mRNA 

sequence .: Start : 1 : Stop : 5 69 

TTTAAAACCAACTTGGGAGATGTTAGCGTAAAACCATCTCAGGAATCTGCTCCTTTGCAAATATCTGAAG 
TTGAAAGGGTGAGCGGTACAGACACTGGGGAGCAGAATGGGAGCCCCACAGAGGGTGTGATAGAGGCAGG 
GCTAACTGGATTTGAGGAGCGAGTGGGCACAGTAGCCTCGAGTCCTCCAAGGGACAGCAATGACACCGAG 
AGTCATGATGAAAAATGTGTGGTAGATGCCCCCAAAGAGTTGGACCCAAGCACAGGGCATGATTTAGAGA 
AAGAACTCACCAACCAGGAAGTGGCTGAGCCCAAGGAAATCCCAAGTCAGTACGCAGAAGTAGGTGGGGA 
GAACAATGAAGAAGAAGATGACGGAAGGGAATTGAGGGGTGAGAAACCAATCCAGATGGAAGTCCAAACC 
ATCCCGTCTTCTCCAGCAGCCGAAGACAGTGCTCAGCAAGCAACAGGTCCACGTATGGTAGATGCCGAAA 
GAG AACC CC T AG AT AT G AAAGAAGCCGAT GAAG AAAAG AGT GAC C AACAG G G GGAAGC AT T GG AT T CAT C 
ACAGAAGAA 

>GBEQ1132 | Acc | CD4 67246 | Ver | CD4 67246 . 1 GI : 31388514 | LeukoS 1_3_A0 9 . bl_A023 Stimulated 
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peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 3 A09 A023 3*, mRNA 
sequence. : Start : l:Stop; 642 

TTGGTTCCTGACATGGATGATGAGGAAGGGGAAGGAGAAGAAGATGACGACGACGATGAGGAAGAAGAAG 
GATTAGAAGATATCGATGAAGAAGGGGATGAGGATGAAGGTGAAGAAGATGAAGATGATGATGAGGGGGA 
GGAAGGAGAGGAGGATGAAGGAGAAGATGACTAATGGAACAC TGATGGAT TCCACCC T TCC T T TT TTCAT 
TTTCTCCAGTCCCTGGGAGCAAGTTGCAAGTCTTTTTTTTCCCCCCCCTCTTGTGCTCAGTCGCCCTGTT 
TTTGAGGTCTCTTTTCTCTCCTTTATACCATGGCTCTCAACTTATTTTGGGGGGAAATACCTTGAGCAGA 
ATACAGTGGGAAAAGAATCTCTACCCCTTTCTGTTCCAAATTCATTTTTATCCCTTCCTGTCrCAACAAA 
AACTTTATGGAATCAACACCACCGTGCTCTGTGGGAAAAAAGAAAAACCTTCTGCTCCCTTAGCTCTGCT 
GGAAGCTGGAGGGTGCTAGGCCCCTGTGTAGTAGTGCATAGAATTCTAGCTTTTTTCCTCCTTTCTCTGT 

ATATTGGGCTCAGAGATTACACTGTGTCTCTATGTGAATATGGACAGTTAGCATTTACCAACATGTATCT 
GTCTACTTTCTC 

>GBEQ1133 | Acc | CD467244 J Ver | CD467244 . 1 GI : 31388512 1 LeukoSl_3_A06 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 3 A06 A023 3' mRNA 
sequence. : Start :l:Stop:4 4 8 — 
TCCCAGCCCTGTTCCAGCCCCTCAGTTTCCCAGACCTT.CATGCAGTTGGTTGTAAATTCTTCCAGGAGCT 
GTTTTACTGTTTACTTTTCAGGATTAAAAAAAAATCAAAAACTTAAAAAAAAAAAAAGTTTAAAAAGCAA 
AATGCAGAGGGAGGAAGCAGTGGCAGATATTTTTTTGGTAATTATGCTTTTTTTTTTTTTTTTAATTTTT 
AGAATTTGTCCGTTTTTACTGTGGGTCGGCTGTTGGTATTTGATCAGGATAACCATTTCTTTGCTGAGTT 
CAGGTGACCGAGGAAGAGCCACACCC T CAAAACAAAACCACAGAAT CATCT T TAACCTAAC T T T T TAT AC 

GATGTCTCAGTTTCCCGTAACTTTGCACACAAGCTTCTGTGTTGAGTTGAATTGTAACTGCTTTTTGTAT 
TTGGAGAGAGTGTGATTATTGAACTTGA 

>GBEQ1134 1 Acc | CD467242 | Ver | CD467242 .1 GI : 31388510 | LeukoSl_3JBll . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 3 Bll A023 3', mRNA 
sequence. .-Start :1 .-Stop: 54 6 _ 

AAAAAAAAAAAAAAAAAAAAAAAAAAACTGCTGGGACAAGCAGAACCAGCTACAGAAGGGAAGCAGCAAG 
CAGGCAGGGGTCTGGCCTCGTTAGTCGTCCCGGCTTTTTAGTACCGACAGTTCTCACCCTTTTCACTGGT 
ACCTCAAGTTGCTGGAGTTTTTGCCGTGAACCTGCTGCTGCAGATTCCTTTGTGAAGGGACTCGAAGCTC 
ATTGGGATAGCTTAAAAGAAAAGTGAATGCCTTCTCAGTGGGAATTTATACTTAAGTCGCTAAGGGCTTT 
TGATATTAAAGATATTCTGAAGCTCTGAAATGCTAGAGGAAAACTTGGAATGGGGTTTATGCCTAAAAAA 
GATTTAGGGTTTTGAAAGAGAAATAAAGGATGGTTAGTTTAATCAGTGATTTTTTTTAACTATTCAAATA 
TCATGAACAAGATACTAAATTGTCCCTAAGGATTTGTATTTCTTTAAATCTTGTTCTAAATCATATCTGT 
TTAATAAATGGCTAGTTGATATTTGTGCATGTTATTTAATAAAGAGTTATATTTTT 

>GBEQ1135 |Acc|CD467239|Ver|CD467239.1 GI : 31388507 | LeukoSl_3_D01 . bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 3 D01 A023 3' mRNA 

sequence. : Start : 1 : Stop: 628 ~~ ~ ~ 

GGCAATGCATTCAGTATATTTTGTGTACCATGGTTAAATGGTTAATTTGGGGACAAAAAGTTTTATAGAA 

ATTTTAAAACTTTTGAAAAAGAAGTTTAAGTTTTATCACCTTTTTTTCTCATGAATTCTTAAAGTCTACT 

TTATCTACCCTATTGTCCTGGAAAATACCTGCATTTCCTTTGTATCACATTCAACCAACATCACTATGAT 

TTAACTAGACTCCTCATGTCTATTAAATTGCTTTAAAGAATAAATTATACTGTTTGTAAAAATTCAGTTT 

GAGAAGAAAATTGACAGGCAGGGGT TGATACCAAAGTCT T CAGGAACCTGACTGT TGT GAAT TATAGATA 

TACCCCTTTGTTATGACAAAACCCGGGTGAAACACACAGTGAGTTCAGAGTGGGTATTTGACATGTTTTG 

CTGTGTGAAGTGCGCTGCTCTAATGTTACCATTGATGTGTTTGCAGAGCTAGTAGACACCGTGTGTTTAG 

AAGTGTGATTGCTGTTATTAGAAACTTAAGACCCAAATGAAAGCACATTGTGCTCTCAGGACTTCACACC 

ACTTTACCTTTTTTCCTGTATATCTGTGTATTTTCAAATGTTACTCTATTAAAGCAGAAGTATAACAA 

>GBEQ1136 | Acc 1 CD4 67231 1 Ver | CD467231 .1 GI : 31388499 |.LeukoSl_3_A08 .bl A023 Stimulated ' 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 3 A08 A023 3' mRNA 
sequence. : Start: l:Stop: 737 

TCAGATGCCAGGGCTTTATACGAAGCAGGAGAAAGGAGAAAAGGGACAGATGTGAACGTGTTCAATACCA 
TTCTGACCACCAGAAGCTATCCTCATCTGCGCAGAGTGTTTCAGATGTACACCAAGTACAGTAAGCATGA 
CATGAACAAAGTTCTGGACCTGGAGATGAAGGGGGACGTCGAGAACTGCTTCACAGCTATTGTGAAGTGT 
GCGACAAGCAAACCAATGTTCTTTGCTGAGAAGCTTCATAACGCCATGAAGGGTGCTGGAACTCGTGATA 
AGATATTGATCAGGATTATGGTGTCCCGTTCTGAGGTCGACATGAATGATATCAAAGCATGCTATCAGAA 
GTTGTATGGTATCTCACTCTGCCAAGCCATCCTGGATGAAACCAAGGGAGATTACGAAAAGATCCTGGTG 
GCTCTCTGTGGAAGAGACTAAACATTCCTTTCACGCTCTCAAGCATTTTCATCAGAAGACTTTTTAAGCC 
TATCTTTTTATTCCATATTGTAGACAAATAAGAAAGTTCTTCAGCAGGATTATAGTCTAGCTAACTTCTT 
TCTAGAAAAAATTGCCTATAAATTATTTT TATATCATGAT TCTGTATGATAGAGATAAG T T T TT T TAAAA 



724 



WO 2005/067649 



PCT/US2005/000517 



AAAATATACTGACCCCACCCTATCAAACCCCATAAATAGGTTTTTCTGGTACTATTAGCTGTGAAAGATG 
TCT GTGTAGCAGAAAAT AAAAT GAT T T T TAAGACAAA 

>GBEQ1137 | Acc | CD4 67230 1 Ver | CD4 67230 .1 GI : 3138 8 4 98 | LeukoSl_3_F10 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_F10_A023 3', mRNA 
sequence. : Start : 1 : Stop : 10 5 

ATTAGCAGTTCTTTTCCTTAATATCTGAAT TAT ACT T ATTTAAAGAGTAGTGAGCAAT AT AAAAT GCAGT 
TGCATTTTTCAGTAATGTGCATGTGTTCAGTTGTA 

>GBEQ1138 ] Acc | CD4 67225 | Ver | CD4 67225 .1 GI : 313884 93 | LeukoSI_3_H08 . bl_A023 Stimulated 
peripheral blood leukocytes Si Equus caballus cDNA clone LeukoSl_3_H08_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 695 

GCGGGCTGGCAGCAGGCTTTGCCATCGGCATTGTTGGGGACGCCGGCGTGCGGGGTACTGCCCAGCAGCC 
TCGGCTATTTGTGGGCATGATCCTCATCCTCATCTTCGCTGAGGTCCTTGGCCTCTATGGTCTCATCGTC 
G C C C T CAT T C T C T CCAC AAAG TAG C C T T T C C AAGC C C AC C AG C C ACAGAAT AT GAT G T AAAGAC C AC C C C 
CTCCTCATTCCAGAACGAACAGCCTGACGCACTTGCACGGGGCAGCTGTCCCCCCAGTAGCTGGTCTTGT 
AAATGCGCAGTGTCCTAGTGCCCATTGTCCGTTGCCCCTGGCCTTGCCCCCACCCGCCCCGTGCCGTGGA 
CATCTGGGCCCACTCATTACCCATCCAGGCTCCCGACCAGTGAGGATGCAGGCCCCTGGCCGCCCCCACC 
CCCTGCCCTAGAGTGCTCTGTGTATAAGGATGAATTAGAGTTGTCATTTTCTCTTCACTGGATGTTTATT 
TATAAAGATTTGACCTGTTCATGCGTCTGTGGAGCAGCCCTCCGTCTCCCGGCTATATAGTAATCTTAGG 
TAGAGTGTTGCCTTGTGGGTTACCGTTTGCTCTGAGACTTCTCGGATGGACCCACCCTCCTCCAGCCCTG 
GCTGCCAGCGCCGCGGGGCCGCGTGCTGGGCCTGCCGGGGCCTGGCGCCGAGCCGTGTCCAATAA 

>GBEQ1139 | Acc | CD4 67221 1 Ver ) CD4 67221.1 GI : 313884 89 | LeukoSl_3_B10 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_B10_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 652 

TCATAGAAAAAGT^AGCTCCAAAAGAGATAAACATAGACTTTCAAACCAAAACTCTAATTGCCCAAAATAT 
ACAAGAGGT GACAAGT GGCTGCT T TACAAC TGCCCAGAAAAGGGTATACAGCT TGAT GGAGAACAACTCT 
TACCCTCGTTTCTTGGAGTCAGAATTCTACCAGGACTTGTGTAAAAAGCCGCAGATCACCACAGAGCCCC 
ATGCTACATGAGATGGAAACGGGACCCTGAAAGTGGAGGACTTTTCCATTTTTTTCCTAAGGGGAAAAGT 
TGTGACCTGCCAAAAAAACTGACCTTGAATTCAGCCTGGGTGTTGAGGAAGCATCACTCAGAACTATTGA 
TTCAAAGCTGGGTAGTGAATCAGGAGGCTGGGAGCCTTCTCGAAGAAGCTTGTATTGGTACAGCTTCCAT 
GTCTGTAGAGAGCACAGGGAGAGAGAGGCCTACATGTGGCGTGTCCCACACTGGAAAAGCAGGACTGTGA 
GACCAAAAGATGCAATGTAATAGTGTTGGTCCAAAAGCATTTAAAATCAATAGCTCTGGGATCATGTGGC 
CTTACCTAGCTGGCTGTACATCTTTCCCAAAACCAGTCCATGTTACCACGTAGTGGTTTTAGTTTTAGTT 
TAGTACCAAGTAAGATTAAAAT 

>GBEQ1140 | Acc | CD4 67217 j Ver 1 CD4 67217.1 GI : 313884 85 | LeukoSl_3_C0 6. bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_C0 6_A023 3', mRNA 
sequence .: Start : 1 : Stop : 577 

AGAT TAAGGAAGGG AGACAAGTGGTAGCAC T CTTCAGT TAT GAGGCTACCCAACCAGAAGACCTGGAGT T 
TCTGGAAGGGGACATAATCCTGGTTTTATCAATGGTGAATGAAGAATGGCTGGAAGGGGAGTGCAAAGGG 
AAGATTGGCATTTTCCCTAAAGCTTTCGTTGAAGAACGTGCAACTACAGACTTGGAAAGCACTCCTAGAA 
GGGTCTAGGATGTTTCATAACCTACAAAGCTCAAGAAAAGGGAGTAGTATCATTTGCAAAATGTAGCACG 
CCTCTGCAGTACACTGTACCAAGAAGTTACTGTTTGGAAATATTATCTACATTTCCCTGTTAAAATTTAC 
CCTAACAGACAACGATGTGAGAACTTAGGATGATGATTACCCTGGTGGGGTGGTGGGGTGAGGAGAGTGG 
TTGAAGTGTCTGGAAGAGCATGAGGGGGCTTCTAGGGTGCTGATAATCTGTTTCTTGCTCTGAGTGCTGG 
CTACCCAGATGTGTGTACTTTGTGAAAATTCACTGAGTGGTTCACTTCTCTGTATGTGTGATCCCTCAAT 
^AAAAAC T T C AAAAAC A 

>GBEQ1141 | Acc 1CD4 67213 | Ver 1CD467213.1 GI : 31388481 | LeukoSl_3_H0 9 ,bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__3_H09_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop: 539 

CAGAAACTGATGGACCAGGCCTCCCGAGCCATGATAGAGAACTTCAATGCCAAATATGTCTCCCTGCATG 
TCAGGAAGAGTAACCGGGCCGCCCTGCACCTTTATTCCAACACCCTCAACTTTCAGATCAGCGAAGTGGA 
GCCCAAATACTATGCAGATGGGGAAGATGCATATGCGATGAAGCGGGATCTCACCCAGATGGCCGACGAG 
CTGAGGCGGCCCCTGGAGCTGAAGGAGAAGGGCAGGCACATGGTGCTGGGCTCCATCGAGAACAAGGTGG 
AGAGCAAGGGCAACTCACTTCCAAGCTCGGGAGAGGCCTGTCGTGAGGAGAAGGGCCTGGCCGCTGAGGA 
TAGCGGTGGTGACAGCAAGGACCTCAGCGAGGTCAGCGAGACCCCGGAGAGCACTGATGTCAAGGACAGC 
TCAGAGGCCTTTGACTCGGCCTCCTAGAGCCTGCATGTGCTCCTTTCCCTGCCCTGGCCTGCTCATCCCA 
TCCTCACCCTGTGAGGTTTCACAATAAAATTCACCCAGTGGCCTTGGGG 

>GBEQ1142 | Acc | CD4 67210 | Ver | CD467210 .1 GI : 31388 478 | LeukoSl_3_F03 .bl_A023 Stimulated 
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peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_3_F0 3_A0 2 3 3', mRNA 
sequence . : Start : 1 : Stop : 4 8 4 

ACAAGCAGCGACAGTTCCCAGGACTCTGATGTGTCTCTCATTCCTCCTAAAGTTTGAGACAGCTGCCTTG 
TGGGAGACTGAGTGATGCAAGATTTGTTCCTGCCCCACCCCACACTGTGACTTCAGGAATCTCTGTATAG 
GGCATCTGAATGTGTCTGCATTCCTAATAGCATAATGTGAGGAGGTAGGGAGACTGGTCTCTCCCACAAT 
CCCCTCCCCTCACGATGTATAAAGTAGAGTCTAATTTAGATTTGTATTTGGTTGGGAAATAGGACGCGTA 
AGTCAAAGATCATTCATTGTTTTCTGAAGAGACAAGTGTGTGCTGTGGTGTGCAGGAGGGTTGGTGTGGG 
AGGGAGGG AT GGAAGAAGAGGGAGGGGAGAGCAACACT TGT GAGAAAAGT ACAAGT GGCAT T GGT GT CAA 
TGTGAGTGCACATTGTGCTGTTGCTGCCACGAAACAGCATGTGCCTGAGGTTATGTTAATAAAG 

>GBEQ1143 |Acc|CD4 67208 I Ver 1 CD4 67208 . 1 GI : 3138 847 6 | LeukoSl_3 JD11 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_Dll_A023 3', mRNA 
sequence. : Start : 1 :Stop: 7 21 

GACGGATGAAATGGTTCAAATTGCCTTTTTACATGGGAGCCCAGTTCTTGGGGGCCTTTGCGGGGGCCGC 
AACCCTCTTTGGCATTTACTATGATGGACTCATGTCCTTTGCTGGTGGAAAACTGCTCATCGTGGGAGAA 
AATGCAACAGCACACATTTTTGCAACGTACCCAGCTCCATATTTGTCTCTGGCGAATGCATTTGCAGACC 
AAGTAGTGGCCACCATGTTCCTCCTCATGATTGTCTTTGCCATTTTTGACTCCAGAAACTTGGGAGTCCC 
CAGAGGCCTAGAGCCCATTGTCATCGGCCTCCTGATTATTGTCATATCTTGCTCTTTGGGACTGAACAGT 
GGCTGTGCCATGAACCCAGCTCGAGACCTGGGTCCCAGATTTTTCACTGCTTTGGCAGGATGGGGGTTTG 
AGGTCTTCACGTAAGTAACAACGGTGGGGAGGGAAATATTCAGGCGCATCTTATCGAGGAGAGCTGTGCT 
TTGACTTGGAGATCCAGGAAAGCTCAAGCGGGATGGTGGAGGTGAAGCACATACTCTGGTCATAAGTGTG 
AAATGTT T CACTGGTGAT T GGTGAT T T GGGGTGT GTATACGCGAGACAGAGAAAGACGAAGAGAT AGAAA 
GATAGACACAGACACAGGGAGACAGTGAGAGAGCCTCTAGATAAACTCAAAAGAGATAGGCCTGTCCTAT 
ATAACAATAATAGT TCCT CAG 

>GBEQ1144 |Acc|CD467207 I Ver | CD467207 . 1 GI : 31388475 I LeukoSl_3_C10 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_J3_C10_A023 3', mRNA 
sequence. : Start : 1 : Stop : 64 5 

TTTGAGCAAGGAAGACATAGAGCGCATGGTCCAGGAGGCTGAGAAGTACAAGGCTGAAGATGAAAAGCAG 
CGGGACAAGGTGTCTTCTAAGAATTCACTTGAGTCCTATGCATTCAACATGAAAGCAACTGTTGAAGATG 
AAAAACT T CAAGGC AAGAT C AAT G G CG AGGAC AAACAGAAGAT T C T T G AC AAGT G C AAT GAAAT CAT CAA 
C T GGC T T G AC AAGAAC CAGAC T GC AGAGAAGG AAGAAT T T G AAC AT CAG C AG AAAG AGC T GGAGAAAG T T 
TGCAACCCCATCATTACCAAGCTGTACCAGAGTGCAGGAGGCATGCCAGGAGGAATGCCTGGGGGTTTCC 
CTGGTGGTGGAGCTCCTCCATCTGGTGGTGCCTCCTCTGGACCCACCATTGAAGAGGTGGATTAAGCCAA 
CCCGAGCATAGATT TAGCAT TGT T CCACATAAAACAAT T GAAGGACCCAAATT TGTAGCAAATTCCAT GG 
CAGTTTTAAAGTTGAGCTGCTATAATAAATAACTGGGCATTCTTGATACTTGAATATGGAATATATGCAC 
AGGGAAAGGAAAATAACAT TGCACT TTAT AGGCACTGTATTGTAAGT GGAAAAT GCAATGT CTTAAATAA 
AACTGTATT TAAAAT 

>GBEQ1145 |Acc|CD467118 | Ver | CD4 67118 . 1 GI : 31388386 | LeukoSl_2_A01 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_A01_A023 3', mRNA 
sequence. : Start : l:Stop: 458 

GAGTGTGATAGGCACAATGAAAGAGGAAAAGCTACT CCT TAAAAGAAAAT AAAAT CATTTACAT T CCCAT 
AACATCCTGAACACAGACTACCTCTTCACTTCCTGAATCAGCCAAACCGTGAAGGTCTGATTGGTTTGCT 
T TAT TGTT T CGCCT TTAT T T TAAT TGCAGCAATAT TCAGCACAGATAT T T GGGAGCAATGAT ATATCCTC 
TTGCAGTGTCCACAAGTCTGAATACTGGGGGCTCAAAATTAGGCTCACTTTCTGGTTCCTGGTTCTACTT 
CTGGAATTCCCTGTCTTAGTTGCTGAGCCTGAGTTTGCTGGTTTTTCAAGCACAGATCAATTCACCTGCT 
GTT TT TGGAGCAT CGTAAGT AC T GTAAAGTGGAAAACT GAT T T CACTGTTAAT TAAT T GTACACTGAAGA 
AT GCCT T T TAAAAAT C AAAAT AAAAT T AACCAAT AAT G 

>GBEQ1146 1 Acc | CD4 67112 | Ver | CD4 67112 .1 GI : 3138 8380 1 LeukoSl_2_E09 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_E09_A023 3', mRNA 
sequence . : Start : 1 : Stop : 520 

CAGTTCTTGAGGTATATTATTTTAATCATTCCATGCCTTAATATGCTTGCAATACAAGAATATCTTCAGA 
TGGGTGAATACCAAAAGGCTTCCAGTTCTTAGAGTCAGAAATCAACAAGCATTGGGCTGTGGTAGCCAAA 
AACCATAGGT T AGCTAAAAGATCAT GGT AAAAT ACAATT AT TT T ATT AAAT CAT GGT TAAT AACAAATAA 
AACCAGACTTGTCTAACAGATTTTCCATCAACAAATATTGTTATGTGCAAAAGTATTGCCTATGTTGTTT 
TTCACACCACTGCATTTACTAGAACTGCTGAGAGGACTGTATATATGATTTTAAACCTAAGTTGATTTTT 
TTTCTCACTCTTGAAAGGAGTACTTCTTTGTGAAAGCAGTTCTTACAGCTTTGTTTTCAACCAGCTAAAA 
ATGTTTTATATATTACTCTAACCTGTTGTCCTCCACATTCTATTGTCCTAATTGTACTGTTTTCTGATTT 
GTATTTATGTCTTGAGACAGTAACTTTTTG 
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>GBEQ1147 1 Acc 1 CD4 67105 | Ver | CD4 67105 .1 GI : 31388373 | LeukoSl_2__Hll .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_2_H 1 1_A0 2 3 3 1 , mRNA 
sequence. : Start : 1 : Stop: 736 

GCACTCATGTATCCCATATGTGGTGCCACATTGAATTTCCGGTTGAATCCGTTTTTATCCTTTGTACTGG 
ATGACATGGTGCCTGAATTCTTTCTTTTCGCCGACACGATAGCAGCCAAACTGCAGCTTCAAACGCTCAC 
ACTTGGCTGGGTTTCTACCTAGGTTGCCAGGTTATCATCGGAGCCTTCTTGTGTCCTCAAAGGGCCACAG 
GGTCTGAAAGGAGGATCGGAATGCTACCGTACTAATTGGGCAGCCATCTCAGAATTGTTTGTGGGCAAAG 
GGCTGCTTTAGCACTTTTAGCAAATTAATGACTCTCTGGCACAGGGGTTTTTAAGTGAAGGTATTAATAA 
GGGGTCTGGCAGGTATTCCCATGATTCACAGAGTTACATTTGCATTTAATTTATCTTAAAGAAAGTTGCA 
AG AT AAAC AG C T G T AAT T C AGAC AAACAT GGGAAAT AC AC T AAG T GGGG CC AT C T T GC T C AT AAAAT GAA 
CACTGAGATACTTGTGTTAATTTTTTTTTTCCTGGGGTAAAAATAGAGAAATCAAAATGCTTCTAACAAA 
ACCAGTAGTTTTGATATAAATATTCCTGGAAAATATTTGCATCCAGCTACAAATATAATCTTTTCAAGAT 
AAATGACTTACAATTCCAATAGTCAAGCTGCTGTATTTGTTGATGTAAAGATGTTTTGAACAGCTAGATT 
GTAAAATAAATTTTTAATAAAGTGCCCACTGCAAGT 

>GBEQ114 8 | ! Acc 1 CD4 67098 | Ver 1 CD4 67 098 .1 GI : 31388366 | LeukoSl_2_H05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_H05__A023 3', mRNA 
sequence . : Start : 1 : Stop : 607 

CAATAAGAGGCGTGGATTCTGCTTTATTACTTTTAAGGAAGAGGAACCAGTGAAGAAGATAATGGAAAAG 
AAATACCACAATGTTGGTCTTAGTAAATGTGAAATAAAAGTAGCCATGTCGAAGGAACAGTATCAGCAGC 
AGCAACAGTGGGGATCTAGAGGAGGATTTGCAGGAAGAGCTCGTGGAAGAGGTGGTGACCAGCAGAGTGG 
TTATGGGAAAGTATCCAGGCGAGGTGGTCATCAAAATAGCTACAAACCATACTAAATTATTCCATTTGCA 
ACTTATCCCCAACAGGTGGTGAAGCAGTATTTTCCAATTTGAAGATTCATTTGAAGGTGGCTCCTGCCAC 
CTGCTAATAGCAGTTCAAACTAAATTTTTTGTATCAAGTCCCCGAATGGAAGTATGACGTTGGGTCCCTC 
TGAAGTTTAATTCTGAGTTCTCATTAAAAGAAATTTGCTTTCATTGTTTTATTTCTTAATTGCTATGCTT 
CAGAATCAGTTTGTGTTTTATGCCCCTCCCCCCCAGTATTGTAGAGCAAGTCTTGTGTTAAAAGCCACAG 
TGTGACAGTGTCATGATGTAGTAGTGTCTTACTGGTTTTTTAATAAA 

>GBEQ1149 | Acc | CD467097 | Ver | CD467 097 .1 GI : 313883 65 | LeukoSl_2_E07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_E07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 211 

ATTTAATTCTATCAAGATACTTGAATTTAACTTGCTTTAATGTAGGCAAACTTTCCATTTTTGTCCATTT 
TAAGGTTTATGTTAAAAATAACATCCCTCTCCTACATATTCTTTTCTTGACTCAAATGAAATATTACCCT 
CCAGTCAAGATGGGAGAGAGAAATGACTGAGATGAATGTCTTTACTAAAATCCCAATAAATTTTCAACCC 
C 

>GBEQ1150 I Acc | CD4 67 094 | Ver | CD4 67 094 . 1 GI : 31388362 [ LeukoSl__2_F05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_F05_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 5 62 

CATCAAGCAGCTGCATGAGCAAGCCATGCAGTTTGGGCAGCTCCTGACACACTTGGATACCACACAGCAG 
ATGATTGCTAGTTCCCTCAAGGACAATACTACCCTCTTGACCCAGGTGCAGACAACCATGCGTGAGAACC 
T GTCCACAAT TGAAGGGAATT T T GCC AACAT T GAT GAACGGATGAAGAAGCT T GCAAAGTGAGCACCT T T 
GGGAGACGAAGAACAGGGGTAATCCTTACCCCTTTGAACTCTGTTAACAGCTTACATAGGGTCTCCCCTT 
AATTATAAGTCTCGCATCCCCATCCCATTTGACACTGGGGGCAAGGGGTTCTTCTTGCATGTGGGGCTTA 
CACCCCTCCTCTGATGAATAGAGTGGTAGCTGGGGCATATTAGATGGTGGTCTCCCCTCAGGCCCCAGGG 
ATGAGGACATGGGCCCAGCCACCTGCCAGCTCATGTCCAGTACTGCTTTGCCTGGTATAGGGAAGGATTG 
GGTCCTGTCCTCCAGCACAGCTTCTGTGGCTGATTGTAATACTCTACAACTGTTTCTGACCATTAAATGC 

TG 

>GBEQ1151 | Acc | CD4 67090 | Ver | CD4 67090 .1 GI : 31388358 | LeukoSl_2_H03 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2__H03_A023 3', mRNA 
sequence . : Start : 1 : Stop : 555 

AATATGTTCACAAACCAAGGGACAGTGATCCACTTCAACAACCCCAAAGTTCAGGCGTCCCTGGCAGCGA 
ACACGTTCACCATTACAGGCCACGCCGAGACCAAGCAGCTGACAGAAATGCTGCCCAGCATCCTCAACCA 
GCTCGGTGCCGACAGTCTGACCAGTTTAAGGAGACTGGCTGAAGCGCTGCCCAAACAATCTGTGGATGGA 
AAAGCACCACT CGCCACAGGAGAGGAGGAT GATGATGAAGTTCCAGATCT TGTGGAGAAT T TT GATGAGG 
CTTCCAAGAATGAGGCAAACTGAACTGAGTCAACTTTTGAAGAAGCTCAGACTTGAAGAAGTTACTGGGA 
GCTGCTGTTTTATATTCTGACTGCTTTTTAAAATTTTGTTCATGGATCTGATAAAATCCAGATCTCTAAT 
ATTTTTAAGCCCAAGCCCTTTGGACACTGCAGCTCTTTTCAGTTTTGCTTAGACACGACTCATTCTTTGC 
AGCTCATTAAGCTGAAGAAGCCTGGGGATAAAGTTTGAAACAAAGGTTAATAAAGTTCTTTGCCT 

>GBEQ1152 | Acc [ CD467088 | Ver | CD467088 .1 GI : 31388356 | LeukoSl_2_H04 . bl_A023 Stimulated 
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peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_2_H0 4_A0 2 3 3', mRNA 
sequence . : Start : 1 : Stop : 614 

TGGATTGGGGCAGTCCTTGTGTGTTGGCATTGGAGGTGATCCTTTTAATGGAACAGATTTTATTGATTGC 
CTT GAAAT C T T T CTGAATGATCCAGCCACAGAAGGCATCATAT T GAT T GGT GAAAT TGGT GGTAAT GCAG 
AAGAAAATGCTGCAGAATTTTTGAAGCAACATAATTCAGGTCCCAAGGCCAAGCCTGTGGTGTCCTTCAT 
TGCTGGTTTAACGGCTCCTCCTGGCAGAAGAATGGGTCATGCAGGGGCAATTATTGCTGGAGGAAAAGGT 
GGAGCTAAAGAGAAGATTTTTGCCCTGCAGAACGCAGGAGTGGTGGTCAGCATGTTTCCTGCACAGCTGG 
GAACCCCCAT CTACAAGGAGT T T GAAAAGAGGAAGAT GCTAT GAAAT T AAAAACAAGCAACGT GT TT CCT 
AAGCCTGTGGATTAATCATTATGGAAATAGGAAACTGCAGGTCAATGCTGTTTCCACTGATTGTCTGATT 
GTCAGCCCGCGCGCCTGTTTTTGGTCCTTCAGCACAGGGGGAAGCCACATGGAGTGGAGAATGTCCTGTG 
TTGAGATGTTTTCACCTCATTGTCCAACAGAGGCAGCCAATAAATCTACCATTT 

>GBEQ1153 1 Acc | CD4 67085 | Ver | CD4 67085 . 1 GI : 3138 8353 | LeukoSl_2_G08 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_G08_A023 3', mRNA 
sequence . : Start : 1 : Stop : 7 30 

AGCAGGAGTGATTAAACGGTTATGGCGAGATGGTGGGGTGCAAGCTTGCTTCAGCAGATCTAGGGAATAT 
CAGCTCAATGATTCTGCTTCATATTACCTAAATGATTTGGATAGAATATCCCAAAGCAACTACATTCCAA 
CCCAGCAAGATGTCCTGCGGACAAGAGTGAAGACCACAGGCATTGTGGAAACGCATTTCACCTTCAAAGA 
CCTATACTTCAAGATGTTTGATGTAGGTGGCCAAAGATCAGAACGAAAAAAGTGGATTCACTGTTTTGAG 
GGAGTGACAGCAATTATCTTCTGTGTGGCCCTCAGTGATTATGACCTTGTTCTGGCTGAGGATGAGGAGA 
TGAACCGAATGCATGAAAGCATGAAACTGTTTGACAGCATTTGTAATAACAAATGGTTTACAGACACTTC 
AATCATTCTCTTCCTCAACAAGAAAGACCTTTTTGAGGAAAATATAAAGAGGAGTCCGTTAACTATCTGT 
TATCCAGAATACACAGGT TCCAATACAT AT GAAGAAGCAGCTGCTT ACATT CAGT GCCAGT T T GAAG ATC 
T GAACAGAAGAAAAGATACCAAGGAGAT CTACACT CACT TC ACCT GTGCCACGGACAC CAAGAAT GT ACA 
GTTTGTTTTTGATGCTGTTACAGATGTCATCATTAAAAACAACTTAAAGGAATGTGGACTTTATTGAAGA 
GTGTGGATATTAATAAAAGTTATTACAGGA 

>GBEQ1154 | Acc | CD467084 | Ver | CD4 67 084 .1 GI : 31388352 | LeukoS 1_2_C0 1 .bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_2_C 0 1_A0 2 3 3\ mRNA 
sequence. : Start : 1 : Stop: 593 

GCCGGCTCAGCATGAGTTGAAATTGACTACATTAATATTTTTCCACCTAGAATTCTTCAGCAAGATGTTT 
ATTTCCCATGCTGATTCTGGAGGGCTTACTCTTCCTCCAAAAAAGGAATATTCTCCCTACGTCTTGTCTT 
CTGACTTTGGCTACATCTCATAGTAAGTTCAGAGTAGTTCATGATAAATTGAAAATATAATGGTCATTGC 
AGAAAATGATTGATTGTTGTAACTGTCCACTCAAGTAGGAAGTGTAACTGCTTTTCCAGCTTTTGATTTT 
CATT GGGCATGT GT TAT T ACAAGGACAACATAAAT T T AAGTT TAAAAT ACCCT TCAT T TAACACAGT T T T 
TAATGAGTGGTTTCATTTCCTTTGTATTCATATGTTTAAAAGACTGCCTAAAATATGAGCACTGTACTTC 
ATAAAGGAAAGTACATATGCAGATT CAGT AT TGT T TACCTT T GGACAAT TAGATGGACAT ATAAAATGAA 
ACTTCTTTAATCTGACAGGATCAGCTGCAATGCCCTGTGTTAAACTGTTTTAAACTTTTTCCTCTTTTTT 

GCCAATAAAGTTGTAAATAAAGACCATCATACA 

>GBEQ1155 | Acc 1 CD4 67083 1 Ver | CD4 67083 .1 GI : 31388351 1 LeukoSl_2_D03 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_2_D0 3_A0 2 3 3', mRNA 
sequence . : Start : 1 : Stop: 613 

CATGGTAGAAAAT GCACCAAATAGGATCATATGAATT GCTGT T TAGCCT TAGT CAATAAACC TGTAGGAC 
TTTTAAACAAAAGTGTTCTTGTAAATGTCCTGCATCCAGCATCGTTGAGCTGTCATCAACATTCTTGTGT 
CTGTTTTACTGTTATAATATTAGATAAATATGGAAGCAAAGGCATTCCACAGGATCATCATTTTAAAAAA 
• GGAATTCTGGTTCTGTTTTCTAAAGAAATGTTGTAGAAATTCTTAATTTGGATCTATTTATTAGTAAGAG 
TTTCAGCTTTCTTCAGCTGCCAGTGTGTTATCCATCTTTACCATAAACCCTGGAATAAGATTTTTGTTTG 
TTCACATATGATCCTCTTAGACTCTTTTATATTTGGAAAATTAAAATCTTTCTTTGGGGGAAACATCTTG 
GTTCTTCTGCCATAACAGACTGTGTATTAACTTGTAGATTCAGTGGTTCGATACTGTCTAGTCACTCGTG 
TTTCCAGAAGGATTTCTTGTAATGGTGAAAATAAAGATGGTTGGGGAGGGGGGGATATTTTTGTTCTCAA 
TGTACCCTGTTTTGAAACTAGAAATCTGTCCTGTGGCATGCAAAAGAAAGCAA 

>GBEQ115 6 I Acc | CD467082 | Ver 1 CD4 67082 .1 GI : 31388350 1 LeukoS 1_2_E0 5 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_E05_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 515 

GAGACTGAAGAAGTGGCCTTGCAGCCATTACTGACACCCAAAGATGAAGTACAGCTCAAGACCGCCTACA 
GCAAATCCAACGGGCAGCCCAAGAGCATAGGCTCAGCCTCCCCTGGCCCAGGCCAGCCACCTCTCAGTAG 
CCCCACAAGGGGAGGAGTCAAAAAGGTGTCAGGGGTGGGTGGCACCACCTATGAGATTTCGGTGTGAGAT 
TTTGGCACCTCCCCTCCCCCATGCCTCTGCGCCTACACCAAAGGGCCCCAGGTGGCCACCTTCCTTTCCT 
CAAGGGGCTCCTCTCCCCTGCATGGACATTTTTTAAACTACCGAATCCAAGAGGATGAGGAGTGTTTTAT 
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AAAATGCAGTGGGGTTGGGGAGTCAGAGAGTTGGGGCCCTGAGGCTGGGGTAGTAAACCCCCTTCACCTT 
TTAAGACCTTCCCTTCCTTAACCCCTGGACCAGACTCAGTGGACATTTGTGCAATTGCTCGCCCTGGAGG 
G AACCAGAT CAT T T T T AAAC C AGAA 

>GBEQ1157 | Acc | CD4 67080 1 Ver | CD4 67080 . 1 61: 3138 8348 j LeukoSl_2_E0 6 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_E06_A023 3', mRNA 
sequence . : Start : 1 : Stop : 613 

AGAATGAGATGGTGATCATGAGACCTGGAAACAGATATGAGTACAAGTTCGGCTTTGAGCTTCCTGAGGG 
GCCTCTGGGAACATCCTTCAAAGGAAAGTATGGGTGTGTAGACTACTGGGTGAAGGCTTTTCTTGATCGC 
CCCAGCCAGCCCACTCAAGAGACAAAGAAAAACTTTGAAGTGATGGATCTAGTGGATGTCAATACCCCAG 
ATTTATTGGTACCTGTGTCTGCTAAAAAGGAGAAGAAAGTTTCCTGCATGTTCATTCCTGATGGGCGAGT 
GTCTGTCTCTGCCAGAATTGACAGAAAAGGATTTTGTGAAGGTGACGAGATTTCCATCCATGCTGACTTT 
GAGAATACGTGTTCCCGCATCGTGATCCCCAAAGCTGCCATTGCAGCCTTAGCACTTTGTTCACTGTCCT 
GTGTCAGAGCACTGAGCTCGCCACCCTTTTCTGAGAAAGTATGTGGGCTGAAGGTGGTTTTATTTTTTGT 
TTTTTAATTGTATATCTTTTTGTAT2\ATAAAAGCTATATTTTGTACTTAACCAGATATATTTTCACCCCA 
GGTGGGGATATTCTTTGTAAAAAAAATAAAAATAAAATTAAAGTTTTTTAACT 

>GBEQ1158 |Acc|CD4 67077 | Ver | CD4 67077 . 1 GI : 31388345 | LeukoSl_2_B12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_Bl2_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 7 11 

TGGGTACAAGGCATTTCTGAAATTTTATAAACTTACGTTTAAGGGGAATTTTTAAAGGAAGTGTTTTTTC 
TTTTTTTTGAGGGTATAAAGGAGGGACAGAAAAGTAACCACTTCTTAAGTAGAATATTCTCATAAGCTAC 
CTTTTGTAAGTGCCATGTTTATGACTTAATCATTCCAAGTTTTGCATTGATGTCTGACTGCCACTCCTTT 
CTTTCAAGGACAGTGTTTTTGTAGTAAAATCACTGGTTTATACAAAGCTTTATTTAGGGGGTAAAGTTAA 
GCTGCTAAAACCCCATGTTGGCTGCTGCTGTTGAAATACTGTGCTTTGGGAGTAAAAAAAAAAGTTATTT 
CTTTGTCTTAAAGAATTTTAAGAAAACGAGTTAGTCACAAGACTTATTCATCTTTCCAGGGAGCATACTG 
ATTGGTCTTAAAGACTAGACAGTTAAGTAAATGGTGGCCGGAACATCTATTTTTCTACAAAACTGGAAAA 
ATGAACCCAGT TCTAGAAGAATGTATGACAAAATAAAACATGTGAAGCGGTGT T GATT CT T T ATT GAGAG 
TACAT T TAT T T T AGGT C TT TGAAXAAACTTAT T T CACACAGCAAAT T TTAAAT CATAAGGGAGCAT AT T T 
GAACCTAGTGAATTTAAACTTTGTTCCTCGCAAACTTTTAAATCAAAAGTACAGTAGTAAATAAACCTTT 
T AAT AT TAT AC 

>GBEQ1159 | Acc | CD4 67072 1 Ver 1 CD467 072 .1 GI : 31388340 | LeukoSl_2_H12^bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_2_H 12_A0 2 3 3' , mRNA 
sequence . : Start : 1 : Stop: 555 

ATATTTTAGGAAGCGAGGCGGAGGCGGGGGTTCGAGCTGCGGCGGGGTCTGGGGCGCGGAGCAACGGCGG 
GAGGAGGCGGACACGTGGCAGTGGCACTGGTAGCAACCCGGCGGCGGCGGCAGTAGCAGCGGCGGCTTCG 
GTCCGAGCCGCCGGCCGTCCTCCCTCGCTCCCGCCCCGCGGCAGCCCTCGCTCCCGCCTCTCGGCTCCCC 
CGGCCGCGCTAGCTCGGCCGGGAGCTCTCTCTTCTTCTCTGTCTCATTCCCAAGCGACAGGACCCTGCAC 
CCCTCACCCACCCCCCTTTGCGTACTTCAGTCCCGGAACTCGGAACTCTACCCTGGTAGGAAGGCACCGA 
AGCATGTGGGGGAAGCCAGACGTCCCGGAATGAAGCATGTAGCTATATGGGGGGGGAGGGGGGAGGGCTG 
CCTGAAAAACATCCATCTGTGGGAATGACAGCGGGGAAGGTTTTTATGTGCCTTTTTGTTTTTGTAAAAA 
GGATAACTCGGAAAGACTGAAAGAATACATTTTATATCTGGATTTTTACAAATAAAGATGGCTAT 

>GBEQ1160 [AcclCD466980 | Ver | CD466980 . 1 ■ GI : 31388248 | LeukoSl_l_Ell .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus ' caballus cDNA clone LeukoS 1_1__E 1 1__A0 2 3 3', mRNA 
sequence .: Start : 1 : Stop : 61 6 

GGACGAGATGGATCGGTAGGGGACCTGCTCCTAGGACTCGGGTTACCTCTGAGGCTGGGAGAGGTCTGGC 
CTCCCACTGCCTCACTCCCTGCTCCTCCTTTTCTGTCCATAAAGTGACGTGAATTGACGTTCTCATTGGT 
GGTCAGCCTGGATGGGTGACAGCCTGGATGCCTTGCGAACTTGAGCTCAATATACGTTAGGCGACAATTC 
TCCCACTCCAGGCTCTCACCGACCACCTGTCCTGGGACCAGGCTGGGAGGGGAGTGTGGCAGGGAGGAAG 
AAGAGGAGGAAGAGAATGAGAGTGGAACAGTTTTGTATTCTACTCCCTACAAGCCATTTTGAGCTTCTGC 
CCTCACCTGACTTTGGGCTGTGACCAGGGCACAAAGCTCAGCACATGAGACCCCCCAACTCTTGTGGGGA 
GAGGGATGCTATTTATTCAGTTTGTGGCAGGAGGGAGAGGAGGGGAAGTATTTCTGACCCTGATGCCAAC 
AGCTTGGGTGGCTATCAGAGCAGGATTGCAGGGGACATAGAGGAGCAGTGCTAACCTGCCGAGCCCCCGC 
CTGGCTGCCCTCACCCACCTGCTGCCGCTGCTTCCTGCCTGTCGTTTGAATAAACA 

>GBEQ11:61 | Acc | CD4 66976 | Ver | CD4 6697 6.1 GI : 3138 824 4 | LeukoSl_l_All . bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_All_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 612 

GCAGATTCACGGAAAAGAGCTGCTGCCATGTACATGGTGAGTGAGCCTTCCCACCCCTTGCTGCCGGCTG 
ATGTGGGCGTTTGGACAGAAAGGCACAGAGCAGACAGCTTTGGACAATCTTGTGCCCCCACTGAGTGGTT 
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GTGTGACCTTGAGCAAGCGGGCATTGATGGGGAGAAGGAGCATGCCAATGCCAAGAAGATCCTGCTGGAG 
ATGGGCGAGTTCTTTCAGATTCAGGACGATTACCTTGGTCTCTTTGGGGACCCCAGTGTGACGGGCAAGA 
TTGGCACTGACATCCAAGACAACAAATGCAGCTGGCTGGTGGTTCAGTGTCTGCAACGGGCCTCTCCAGG 
ACAGCGCCAGATCCTGCAGGAGAATTATGGGCAGAAGGAGGCCGAGAAGGTTGCGCGGGTGAAGGCACTA 
TATGAGGAGCTGAACCTGCCGGCTGTGTTCCTGCAGTATGAGGAAGACAGTTACAGCCGCCTTATGGGGC 
TCATCGAGCAGTACGCTACGCCCCTGCCCGCAGCCATCTTCCTGGGGCTAGCACAGAAGATCTACAAGCG 
GAAAAAGTGACCTAGAGACTGCGAGGGCGGGGAGGGGAGGTTCTCAATAAAT 

>GBEQ1162 | Acc | CD4 66975 [ Ver | CD4 66975 . 1 GI : 3138 8243 | LeukoSl_l__C07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_C07_A023 3', mRNA 
sequence. : Start : 1 : Stop: 613 

CCTATAACAATTAGGAACCCCAGGGCTCTTTAGAGGGATAGAGGGATAGAAGCCAACCTGTGTTACTGTT 
TTGTGCATGTTTTAGAGATGGGAAGAGGTGATTCTTTGACTACAAATGCTGTGGTGGTGCTTTCTTCAGA 
GGGGAGTGT GGACAGAT CCCAAAAGGGGACGAGAGGAGGAAGGACAGAT CCTAGCAAAACAT T T T TAT T T 
TCCTTTTTTTTAAAGCTTATAACAATCAACCAAGAATGGAAGCCCATTGAAGAGTTGCAGAAGGTCCGAA 
GGGCGACCAAATGACCAGCCCTCGCCCCTTTTTTCCCAAGAGTACTTTATGAATTTAGTGGAAACACTTT 
TGCACAAACTAGATTATGGGTACCAGTGTGCGGAAATGCTTTTGCTACATTTTTAGGGCTTGCCTACTTT 
TTCGGACTTTGGATAAGGAATTTTAAAGATAGTGCAGTGATAACCACGTAGTCCAAAAATAAGTTTCTAT 
GTTTATTTTCTTGTTGT7VAGTTTGAATTTTGCATACTGAAATTTTTATGTTTATGATGCCTGACTGTTTT 
CCTTGAAATGTATAAAGATTTGTAAATTAGATTGTCTGTAATAAAATACCATT 

>GBEQ1163 | Acc \ CD4 66971 | Ver | CD4 66971 . 1 GI : 31388239 | LeukoSl_l_E05 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__l_E05_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 427 

AATTTAAATTTTACTTGATGACTCAGAAGGCTCCTGATTCAGATCCTCCCTCCTCTTTAAGGCAGTTTCC 
TTATGAAGGTTAAACTCTTACGACTAATTCCTAAGGAAATTTGATTAATACATATTCACAAACATCCTGG 
TCATTCTTTAGCGTGCTCTATTTATTAATAAATAGCAGGTTCTATTTATTTAGTCCCTGATATATCTTTG 
TTTTTATAAGTCCAGTTTTCATTTTTCACGTTTTCTCTATAAACGCTTATCATAAATAAGGTTTTTAGAG 
AGAGACATGTTAGAAATATCCATATTTAACCCCTATCTTTCAAGCAAATATGTAAAATACCCTCTGTCAC 
TTTAGTACTTGATGTCATCCTGAAGTTATTGCCTACTAAGTTACGGCTGTCATGAAGGTAACATTA2\AAT 
AATTTGG 

>GBEQ1164 | Acc | CD4 66957 | Ver | CD4 66957 .1 GI : 31388225 1 LeukoSl_l_Cl2 ,bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__l_C12_A023 3', mRNA 
sequence. : Start : 1 : Stop : 736 

GAAGAAAT GATTAGAGGAG TAGATGAGT TGGAAAGGCT T AGGGAAGAGATAAGAAGAGTAAGAAACAAGT 
TTGTGATGATGCATTGGAAGCAAAGACATTCACGCAGCCGTCCTTATCCTGTGTGCTTTAGGCCTTGAAT 
TCTTTTTTTGTCTGATATTAAAATCTGGCCCCTGCTTTCTTTCTGTTAGCATTTTCTGATGTATCTTTGA 
CCTTCGTTTTACTTTTAATCATCTGGTGGAATTTTGTTTTAGGTAGTTTCTTTGTTACCAGCATCTCACT 
GGATTTTGTATTTTAAACCATTCTCTAGGTCTGTTTTTCAATTGGGAAGTTTCACATATATGCATGAAAA 
TATGTTCATTCCATATTGTAAAGTAAAACATAACAGGTTACAAAGCAGCATATTTAGTATCAGCTCACAT 
ATGTAGGATAAAAATCCCAAATTGTGTGTGTGTGTGTGCGTGCGTGTGTACATACATACATACATACATA 
TATCAAAAACTTAACTGTGCTTATTTCTGTGTGGTGTGAGTTTTTCTTTTTGCTTATATGTATTTTTTAA 
TGAACACGTGTCACACAAACAAAAAATT AAAAT T T T T TTTAT AAGTAAGAGT CAAT CAAAT AAT T TGCAA 
CCAGCTTATAAGGGCAATGGGGGCACCTAAACTCTTGATGAAAGAACTATTAAAAAATGTAAACCTCAAA 
TTGCCTCTGGATGTCTCAGCCAGAGGAATAAAACTG 

>GBEQ1165 | Acc | CD466954 | Ver | CD466954 . 1 GI : 31388222 | LeukoSl_l_D07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_lJD07_A023 3\ mRNA 
sequence . : Start : 1: Stop: 636 

TCCGGAAAATGTCGACATCACTCTGAAGGGACGCACAGTTATTGTGAAGGGCCCCAGGGGAACCCTCCGG 
AGGGACTTCAATCACGTCAACGTGGAACTCAGTCTCCTTGGCAAGAAGAAGAAGAGGCTCCGAGTTGACA 
AATGGTGGGGAAACAGAAAGGAGCTGGCTACCGTCCGCACGATCTGTAGTCACGTCCAGAACATGATCAA 
GGGTGTTACGCTGGGCTTCCGTTACAAGATGAGGTCTGTGTACGCTCACTTCCCCATCAACGTCGTCATT 
CAGGAGAATGGTTCTCTTGTTGAAATCCGAAATTTCTTGGGTGAAAAATACATCCGCAGGGTTAGGATGA 
GGCCAGGCGTTGCTTGTTCAGTATCTCAAGCCCAGAAAGATGAGTTAATTCTTGAAGGAAATGACATTGA 
ACTTGTATCAAATTCAGCTGCTTTGATTCAGCAAGCCACAACAGTTAAAAACAAGGATATCAGAAAATTT 
TTGGATGGTATCTATGTTTCTGAAAAAGGAACAGTTCAGCAGGCTGATGAATAAGATGTAAGTTGTCCAG 
CTAC AGAAATAGCAAGATGGCGGAAGAT TCCTGAGACTTATT T GT GATATT T TAAAAGAT GCAATAAAAG 
CTGTGT 

>GBEQ1166 | Acc | CD4 66942 | Ver | CD4 66942 .1 GI : 31388210 ) LeukoSl_l_A05 . bl_A023 Stimulated 
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peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l__A05_A023 3 T , mRNA 
sequence . : Start : 1 : Stop : 5 68 

TGTGCCTTTTGAAAACCAACTAAACTTCTATAAAGCATCTCTGGTTCTTTAAAAGCTTGTGTTGTAAGGA 
GCAATGTAGGTGATGCTATAGTACTTTATATTTTTGCTTAGTAATGACAACTACCAATTCTTTTTCACTT 
AAGTTGACAAATTTCATTTAATGGCAGCTGAAGGGCCATTTTCAATTGGGAAAATTCATTTGTATCTGTG 
GTAAAGTTTATTTTGATGAAAAGTTGCACTAGTATTTTACCATCAGATGAAAATAAGATGAGCATCAGTT 
AAAAAT TAATGT AT T TAAAGTAAAGTACAGAGAAAAACAT GTAT ATAATATAT CAGGCT T T GTT T TGAAT 
GAATCTCTTTCCCCGATCCTTAATGTAAAGACCCTGTGCTATAACTTTTAAAGCCATACAAATAAGAGTG 
C T AAAC T G T G GAC T T AAAAG TAG AT G T GT AC AT AT T T T T AAT C AG TAT T AC T T G G AAAAT AAAAT AT AAC 
AACCACATAAAATAAACCAATATGCTATATTCTTTACCTGTTAAATATTGGGAGATATTTGCATTTTTAA 
AG T AAAC T 

>GBEQ1167 | Acc | CD4 66939 | Ver ! CD4 66939 . 1 GI : 31388207 | LeukoSl_l_Hll .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_Hll_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 4 52 

ATGTCAGAAGAGGAGGAAAGAAACACTTTCTCCCCTAGCTCCTCCTGACCACTGCCGAAGGGGAGGGGCC 
CCAGTTTGTGGCTTGTTGGTGTTGATTTCTGGAGTGTGTGTGTTCGAGGGCTGCTGGGCCCGCAGACGAG 
GCCCAAGGGCAGAGCGTTTAAAAGCCCAGCCCGAGTGAGGTCATCGCTTCCAGGGCTCCTGGAACCTGGC 
GCCCTTGGCCGGCTGCACCCAGAGAGAGCCCTCAAGTGTGCACACTGCTTTCGGGCATCGGGGGAGGGGG 
GTATTCCAAATCAATAAAAGGGTAGTATGAGTTCATTCCTATTTTGTTGGAAGCTTGTTTTCCAGTCTCT 
TGTACAGCGTTAAAAAAAAGAAAAGATTCTATTTATTAAGCTTTATGGAAAAAATTGTTGTGTGTGATAA 
•TTTAATGTTTTTCCCCATTAAATTAAGACTTG 

>GBEQ1168 1 Acc | CD4 66933 | Ver | CD466933 .1 GI : 3138 8201 | LeukoSl_l_B08 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_B08_A023 3 1 , mRNA 
sequence. :Start: 1: Stop :70 6 

AAGAGGCTTAATGTTGACTAATGTGTTTACTTCATAGGAAGTCTACAGTTTTTTCAGTTTGCGAATAGAA 
CTAATGCTGGTGACAATTTATCTAAAATCTTGGTTATCAAATACATCTCCAGTACATTCGGTTCTTAACC 
AAAAAT AT AACCCACACT TAAT C TT GAGTGAT ACAAGTCCAT CCCAATCAT CAACAAAAAT AGATATAAA 
AAT G G T C AAT AAC AAC AG AC TAT CT G AAAAC AAAC T GAT T TAG G C AAAAT C CC AG C T G T G C AG AC AT C T G 
.ACGCCCTCGTCTGTTCTGTCATCTCCAAAAACAGTAATCCCAACCACTCTTTCTTGGGCAATATTATATT 
TAAAAAGTAGCAGAATACCAAATGGCTAAAAATGGAGACAGCCTGAATAAAGAATGGTGTTTTCACAAAG 
TGTGACCTTTGGTTGAAAGGATCTCTTAGAAACATTGCTTTTCAACAGCTCCAAACGTAAACTCACATTT 
ATATAGCCATCTCTTTAGCCCTTTAAAGAACTCTTTTCTGCATCTCGGTGATCTTGGAGCGATGTAAAGG 
ACTGCACGAGCTGCTGGTTCTCGATTTCACTAGCTTAGAATCAAGCGCTATGACGAAATCTGGGGCAGAT 
GAGTTCACCACTACTGAAATAATTCCTAATTAACCATGCATGTTGTATACAACAGAAACAGTATCATTAA 
AGGCCT 

>GBEQ1169 | Acc | CD4 66926 j Ver | CD4 6692 6. 1 GI : 31388194 I LeukoSl_l_H01 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_H01_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 658 

ATTTGTTTAGTCCCTTTTGTGCTTGCACATCCCCTTGGAGCTCAGCAATAGTGTACCATATAGAAACATA 

GTAGTGGAAAAGGGTCCACTTTTCCCCTTGTTTCTAAAGATGGAATGACTGCAAAACTCCCTTTTCCTGT 

CCCCAGCTTGCAGCCTACTCTGGGCCTAGGACCCTTATTCTGTCTCCATATTGGGCCTTGATTTGTGCTG 

AGGGTCAGCTTTTGGCTCCTTCTTCCTGAGACAGTGGAAACAATGCCAGCTCTGTGGCCTCTGCCATGGG 

GACTGGGAGTGGGGCTTCGGGTGCCACTGCCTGTGGGTTGCCGGTTTAAAGGACAGTTCTGTTCATTGGT 

CAGAGCCCAGGGTCTTTAGCACCCACGCAGTATGACTGAAAGAAGAGGGGTGGGGGTGGAGGGGAATTAC . 

CCTGTCCCAGCTAGAGGGAGATAAAGAGAGTGAGTTGGCTCTTGGAGCAGGTGCTTTGGGGAGAAGATAC 

ATAGCT TACGAT GCAAGAGGAAGATCCAGAAAAT TAT CATCGAACCTAT TAAGGGT TAT TTCTTTTCCTT 

GCCTTTCTGGAAAAGCAAGCCTCTTATTGTCATGTTCTCTAATCCAAATTTATGTGACGTCTTTTTCTGA 

AAC T G AAT T AAAAT AC T CAT T T T G T C T T 

>GBEQ1170 |Acc| CD4 66925 | Ver jCD4 66925.1 GI : 3138 8193 | LeukoSl_l_G02 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__l_G02_A023 3", mRNA 
sequence. : Start : 1 : Stop: 58 9 

ATCCAGTTCCCTTTAGACCTTGATGTGAAAATGAAAGCTGCGATGCTTGGCGCATGTTTCCTCATTGACT 
TCATGTTTTTTGAAAGCAGTGGAGGCAATAAGTAGAAAGCAGGAATGTGGTAGTATTAATGATAGTCTCC 
TCAGAAAACTTGAAGCCTGTATTGATTGGGATTACGGAGAAGAAAAACTCAGTGTTTTTTTTTTCTTTAT 
TGAAATGGCTTATAGCGTTTGAATTACACTATGATGCCTGAAGCTCCAGGTGTATGATTTCACTTTTCAA 
ATTATAGAGTTTATTTTCTGTATTACTTATAAATGTTTTTATACATTTTCTTTTATTTTATACATTTTCT 
T T T TCAT T GTGTAT T T CAGAGAAAGGATGTAGGAAT T TT TACAT TTAAACAT GGAATTT CCTATGATAAA 



731 



WO 2005/067649 



PCT/US2005/000517 



TTCCTTAGAACTATAGTCCCTGCTTTATTTTCAAGTTTTATACTAAATTAAAGACTTACTAGACTAATTT 
TAATATAAAAGTATATATTTTATAAATCTAGTTGCAATATATTTCATCTGTAACAACTAATGTTATTTTG 
CAAATACTGTATATGCAAAAAATTAAAAA 

>GBEQ1171 ) Acc ] CD4 66922 | Ver 1 CD466922 .1 GI : 31388190 1 LeukoSl_l_G12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_JL_G12_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 664 

AAAGACCAGCTGGTGTACCCGCTTCTGGCTTTTACCCGACAAGCACTGAACCTGCCAGATGTGTTTGGGT 
TGGTAGTCCTTCCATTGGAGCTGAAACTACGGATCTTCCGACTTTTGGATGTTCGTTCTGTCCTGTCTTT 
GTCTGCAGTTTGTCATGACCTCTTCATTGCTTCGAATGACCCACTTCTGTGGAGGTGTTTATATCTGCGG 
GAT T TTCGAGATAGTACTGT GAGAGT T CGAGACACAGAT TGGAAAGAACT ATACAAGAAGAGGC ACAAAC 
AAAGAAAAGAAGCTCAGAGAGGGCGGCATGTGATGTTCCTGCCATNGTCTCCCCACCNCCCTTCCATTCT 
ATCCCAACCCCTTGCACCCCAGGCCTTTTCCTCCCAGCTCTCTCCTTCCTCCAGGAATTATTGGTGGTGA 
ATATGATGAAAGACTAACACTTCCCTATGTTGGGGACCCAATCAATTCACTCATCCCTGGGCCTGGGGAG 
ACACCCAGCCAGTTCCCTCCACTCAGACCACGTTTTGATCCAATTGGCCCACTTCCAGGACCTAGCCCCA 
TCTTGCCAGGGCGAGGTGGCCCCAGTGACAGACTTCCCTCTGAATTCCCCTCTAGAATAAAGGTGGTTCA 
CTGATGATGTTCTGTACCAGATTAAAAATAATTA 

>GBEQ1172 )Acc|CD466916|Ver|CD466916.1 GI: 3138 818 4 1 LeukoSl_l_Bll . bl_A023 Stimulated 
peripheral blood leukocytes SI. Equus caballus cDNA clone LeukoSl_lJBll_A023 3', mRNA 
sequence. : Start: 1: Stop: 670 

TGCCCTCCATATCCAGAAGTTCAGGGTTGCTATGCAAAAGCAGAACAGTGGTTTCACTCCAATTTCCTGT 
ATATTGGAATCATCACTATCTGCGTGTGTGTGGTAGAGGTGTTGGGGATGTCCTTTGCGCTGACGCTGAA 
CTGCCAGATTGATAAAACCAGCCAGGTCCTAGGGCTGTGACCTGCCGCTGCCTTGTCCTGGAGAGACTTG 
TTTCATCTCTGGGACTTGAATTTCTGCATTT.TCCCATTGTCAAACAAATCTCTAGCCTCTAAATCATGCA 
CAGTCCACTCTCCAAAGTCAACCAAGAAACCAGTTGAAGGGAGCTCTGGGGCCAGACTCACCAGATCATT 
GTCACAACCCTCTGTTTCCTTTTGACTAGAGGCCTTGGTCACAGTATGACAGAGCACTTTTTCTTCAAAG 
GGCAAGGTTTCATTTCAATTTCCTTATTAAAGGACTTTATTGATTCATTCTAAGTCTTTTCAGAAGAAAT 
GATCCAGAGATTTGTATCCTGACTCCAGCCAATCTCTCAGCCTTTGATTTACATAACTATGGAGGAACTC 
AGCAGAACCAGTAT C TATGGT GGT T TAGTTGACAATCACAT T CAAAAGAGT TCTAGTGTTATTTCTCTAT 
CACACAAAGTTTTATTAATG TACTAT T T TAAATAT TCAAT 

>GBEQ1173 | Acc ] CD4 66915 | Ver | CD4 66915 .1 GI : 3138 8183 | LeukoSl_lJB04 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_B04 A023 3', mRNA 
sequence .: Start : 1 : Stop : 625 

CCCGTCATGGCAGTTCTGTGACCCGTTCCCGCCTCATGAGCAGGGAGAGTGGTTCATCAACGGTTGGCTA 
AAAATAAAATAACTCTTCAATTATGACTTTGTTTAACTATGTTCCCTTGCTTTTTCCAAAGGGCAGAATG 
ACCAGCCAGACAAT T TCT TTAATCGATATTTGGAAACAACATGAATATCT TG T TG TATGATAGT TG TGGT 
CGCAGGGGTGTGATGGTGGAGGCAGAGTGTGAAAAACGTGGGAGAGGAAGGGAAGATGGAATTTGCCTGT 
TTCTTCTTTGAAATTCAAGGCACTTTTTTATTTAGGAAACCTAGATCAAGTTTTTACAGGTATTTTCAAC 
CAAATGGAAAT TGGAT AT TTT ATCT TAAACGT T TCTTCAGTAAATAT GATGTTAGTAAGATACAATAAAT 
ACATGAATCTTTTATAGTACATGAATCTTTTATAGAACGTAAAAGTAAATCTCTTTCATATGAAGACCTT 
T AT AT GTGAATGAGAGGAAAAATATCCAGTCT T T TTAAGAGAT AAATGCACAGGCAAGGGGGAGTGAAGA 
TTGAAGCAGTGTGCATAAATTTTAAGAGCCCAAATCTATTACTGAATAAAGAGCATGGGAATTTG 

>GBEQ1174 | Acc | CD466914 | Ver | CD4 66914 . 1 GI : 31388182 | LeukoSl_l_B01 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__l_B01__A023 3', mRNA 
sequence . : Start : 1 : Stop : 535 

GTTGGATGCCTCACCACGCGCTTATCCTCTGTGTGTGGTTCGGCCGCTTCCCACTTACGCGCGCCACCTA 
CGCGCTGCGCATCCTCTCGCACCTGGTCTCCTACGCCAACTCATGCGTCAACCCCATCGTCTACGCGCT'C 
GTCTCCAAGCACTTCCGCAAGGGCTTTCGCAAGATCTGCGCCAGCCTGTTGCGCCGTGCTCCGCGCAAAG 
CCTCGGGCCGCGTGGGCGTCGCGGTGCAGGGCACCCACAGCGGCAGCGTGCTGGAGCGCGAGTCCACAGA 
CCTGACGCACGTGGGCGAGGCGGCCTGGCCTTCTGCCCCTGCGCCGGCGCCTCTCAGTGGGCCAGCCTCG 
AGCCCGGTCCCTGGCCCGTCCTGGCGAGACCAAAAGGCCCCTAACGGCATTCTGACAGTTAGTGTGACCC 
GAGGGCACTTAGGGGGTACGCTTGAGTGTTAAAGGATTGGAGTTGGAGGTCAGGGGACTGTGGAGGAGTT 
TCATCTGT TAATAAAAC T TGCAAACGATT TCACATGCAGGAAAAA 

>GBEQ1175 !Acc|CD466828 I Ver | CD4 66828 . 1 GI : 31388096 I LeukoN2_8_E0 6 .b2__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_E0 6_A02 4 3 r , mRNA 
sequence . : Start : 1 : Stop : 669 

CAAAGCTATGGTGCTCGAACTAAAACAGTCTGAAACATCAGTGTTTTATGCTCTTAGTTTAGTGAAATGT 
GCACTCGAAATTCAGAATTTATATGTGCTCAGAATTCTTCTTTACAAAAATAAAATCTTTTATTAAATGG 
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GAAAGTTAAATGCTAACCAAAGCAAGTTATTTTTAATTAGCATTTTCAGACGCTATGCTGTCATATTAAA 
CTCACTGCTGGCTAAGATAACTATCAGAGATTAAGATATATTTTCTCCAGATTTTTGTGGGGCTTTTTTG 
G TATATC TGTAT TACAGAAGAC TATT TCTAAAGGTAT GTAGT TAGCCT C T T TATGGCT CAAATAACGGT T 

CTCATCGCACCACGCATTCCTCTGTAGATGTGCATTAAATGAACACCCATTCCAGACCAGGACACAGCTG 
GCAGCAGCCAGGTGCTGAATGAGTCAAGTGCCAGATGTTCCTGACACTTGCTGCCTTTCCAGGAGTCGCT 
GGAAGCTCCTGTGACTGAGGGAGGTGGTCACGTTGTTGCTGTCGAGGGGCTGGCTGAAAGCCGTCGACGT 
CCTCACTAATCGTTTTCGTAAAGCTTGGACAGCAGTCCAGGGTGAATGGGTGGAAATCTTTTGTTGTCAT 
TCT TT TAAGAT GGATGATAC AGACAGAAATAAACGGTGG 

>GBEQ1176 | Acc | CD4 66827 [ Ver } CD4 66821 .1 GI : 31388095 \ LeukoN2__8_Ell . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 8 Kll A024 3' mRNA 
sequence. : Start: 1: Stop: 4 68 ™ 

AGCAACGGCAGCCTTTAACAGTTGAGCACATGTATGAGGACATCAGTCAAGATCATGTGAAGAAAACAGT 
GACCATTGAAAATCACCCTCATCTCCCACCACCACCTATGTGTTCAGTTCACCCATGCAGGCATGCTGAG 
GTGATGAAGAAGATCATTGAGACTGTTGCAGAAGGAGGGGGAGAACTTGGTGTTCATATGTATCTTCTAA 
T T TTCT T GAAATTT GTACAAGCT GT CAT T CCAACAATAGAATATGACTACACAAGACACTTCACAATGTA 
ACAAAGCAAGCATAGAATC TATCC TAATATTAAT TGGTTC TGATT T TTAAAGAATTAACCCATAGAT GT G 
ACCAT TGACCAT AT T CACCAAT AT GTACAAT T TC TC T AATAAAGAGACT TACAT GT T T ATGCAT TAAAT A 
AAAAAAAGTTCCACTACCAGCCTTATTTGTTTAATAAAAATGGTAAAG 

>GBEQ1177 1 Acc | CD466825 | Ver | CD4 66825 .1 GI : 31388093 | LeukoN2_8__F06. b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 8 F06 A024 3' mRNA 
sequence, : Start : 1: Stop: 572 ~~ 

CAGGACCGAGACAACATGGTGCTCATTGACAGCGATGACGAGAGCGACTCGGGCATGGCCTCCCAGGCTG 
ACCAGAAGGAGGAGGAGCTGCTGGTGCGCCCGGGGGTGGGGTGGCGCAGGGGGATGGCTGGCTTGGGTTT 
CCGTGTGGTAGTAGCCTGGATGGTGGCTTGCCTGATGGCTGGCCTGGCCGCTGTCCCCCTAGCTGTTCTG 
GACGTACATCCAGGCCATGCTGACCAACCTGGAGAGCCTCTCGCTGGAGCGCATCTACAGCATGCTCCGC 
ATGTTTGTGGTGACTGGGCCAGCGCTGGCTGAGATTGACCTGCAGGAGCTCCAGGGCTTCCTGCAGAAAA 
AGGTGCGCGACCAGCAACTCATCTACTCGGCCGGCGTCTACCGCCTGCCCAAGAACTGCAGCTGACCTGC 
CAGGCCCTTCCCACACCATCCCTGCCTCATCCTCACCTCGGCGTGTCCTGCTCAGCCCACGCGCCCCTCA 
CCCAGTGCCCCCCATGCTCCTGCCCAGCTCCCACACGCCCCTGCCCAGCCCCGAGACTACAGAGTAAAGC 
AGATGGTTCTTC 

>GBEQ117 8 1 Acc | CD466824 | Ver | CD4 66824 .1 GI : 31388092 | LeukoN2_8_Fll . b2_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 8 Fll A024 3\ mRNA 
sequence. : Start : 1 : Stop : 640 ~ 

AGTACAAACTAAGGATGATGTTTATGAAGCTTTCGTGAAAGAGATGGAAGGGCTACTGTGAAAGCCTTCG 
ATGGCAGAACGGGCTTCTGTTCACATCAGCGGTTCATGGAGAAAGAGGCTCTTGTTATACTTAGGTGAAA 
GAGCTGCTTTCGCTGTCAGGGTATTTTCTAATTCCTGTTTAAGGAATATCCTAAAGTTTAGCCTTGTTCA 
GCAT T TACTGC ATAT GAGAGAGGGTATTT CAT T CAGAATAGAT T GGT GAT TGAAGCAGTGCT GCT AACAT 
CCGGTCCCTTTCACACCGCCATTCTCATCCCGTTCCTTCCTCTTCTCCCACTCTTTGGAAACTTGCGATC 
AGGGGCTTCTTTGTTACTTATTTGTTTTGATTCTCTTCTTGTGTGCTGTGGGCACTAGAGTAGAGATTTC 
TGAAAACCAGTTTATTTCACCCCATCTTGCCTTTCGTGTTTGAGTTATTTTTAATATTTTCTTGTAAATA 
TTTTGTAATATTGTAGTGAAATGAATCTCAATGTCATTTCCTATTACAAAGCAAGATACGTGGGAAGAAA 
ATGTACGATTCTTTGATTAAAATTATTTCCCACTGACCTAAACTTTGAGTGTTTCATGGAATA2VATAAAT 
AAATGTTCTA 

>GBEQ1179 | Acc | CD466822 | Ver | CD4 66822 .1 GI : 31388090 | LeukoN2_8_E02 . b2_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 8 E02 A024 3', mRNA 

sequence. : Start : 1: Stop: 550 ~~ 

AAAAAAAAAAAAAT^AAAAAAAAACTTTTTTCGCTGCCTGACCGACGCCATCATGGGTCGCATGCATGCTC 

CCGGGAAGGGCCTGTCCCAGTGGGCGGTGCCCTACCGCCGCAGCGTGCCCCCTTGGCTGAAGTTGACGTC 

TGACGACGTGAAGGAGCAGATCTACAAGCTGGCCAAGAAGGGCCTGACCCCGTCGCAGATCGGTGTGATC 

CTGAGAGACTCACATGGCGTTGCCCAAGTGCGCTTTGTGACAGGCAATAAAATCTTGAGAATTTTTAAGT 

CCAAAGGACTTGCTCCTGATCTCCCTGAGGACCTTTACCATTTAATTAAGAAAGCTGTTGCTGTTCGAAA 

GCATCTGGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCTGATTCTGATCGAGAGTCGTATTCCC 

CGGTTGGCTCGATATTATAAGACTAAACGAGTCCTTCCCCCGAATTGGAAATATGAGTCATCCCCAGCCT 

CTGCCTTGGTTGCATAAATTTGTCTATGTACTCATGCAATAAAATCATTGTTTACCTGGG 

>GBEQ1180 | Acc | CD4 66816 1 Ver | CD4 66816 . 1 GI : 31388084 j LeukoN2_8JB07 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 8 B07 A024 3', mRNA 
sequence. : Start: 1: Stop: 615 ~~ 
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TCCAGAAGGGCCCCCAGCCATAGCAAACTGATGGTGTTTGCTCCCTGGCTGCTAGAGGCTTTGATAAGCG 
TGGACTGGATCGTCTGACTCCAGCTAGGTTTCCTCACCCGGACATGGCAATGGCACCAAATTAGTAAAAG 
AGCCAACACGGAGGATGCTGTGCTTTTGTGATGAAGCAAAAGCAGAAAGTAAGACATGAAGCCGTGATAC 
AAACTGATGAACAAAA?\AATGCCCGAGGCTTCTCATGTCTTTATTCTGAAGAGCTTTAATATATACTGTA 
GTTTCATAGACATTGTAAGTAGAAGGCATTAGTGTCGCATGTTATGCCTGAGGAACTTTTCCAGATGTGT 
GTCTGCATGTGTGTTTGTACACAGATGTCATAGATGCAGAAATGGTTCTGCTGGTTTGATTTGATTCCTG 
T TGGAATGTT TAAAT TACACTAAGTGTACT AC T TTACATAATCAATGAAAT T GCTAGACAT GT T T TAGCA 
GGACTTTTCTAGGAAAGACTTATGTATAATTGCTTTTTAAAATGCAGTGCTTTACTGTAAACCAAGGGGC 
ACTTTGCACAGGTGGACACCTTTGCTGGGTTTTCTGTTCAATAAAATTTTGCCAG 

>GBEQ1181 . )Acc|CD4 66815! Ver] CD4 66815.1 GI : 31388 083 | LeukoN2_8_A10 .b2_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_Al 0_A0 2 4 3 1 , mRNA 
sequence. : Start : 1 : Stop : 574 

AAGCGGTGTGGCTGGGCCTCCTCCTCAGCTTTCTCTGGAAGGTTGCAGAGAGCAAGGACCAAGTACTTCA 
GCCTTCCACTGTGGTATCTTCGGAGGGAGCTGTGGCAGAAATCTCCTGTAATCACTCTATATCCAATGCT 
TACAGTTTCTTCTGGTACCTTCATCTCCCAGGATGTGCACCAAGACTCCTTGTTAGGGGCTCAAGCCCTT 
CTCAGCAGGGACGCTACAACATGACATACGAGCGATTCTCCTCATCACTGCTCATCCTCCATGTGCAGGT 
GGCAGACGCTGCCACTTACTACTGTGCTCTGCAGGACACAGAGGCAGGGAACCCATGAAGAGCTGAACAG 
AAACAGGGAGAGATCACAACGT T TCCAGGAGGT GGAAAAAGGATAAGCAATAGCTGC T T T CTCCCCT GAT 
GCAGTGTTCTTCAAGCTTTCCCATTTGGCACTGCCATCAGAAAAAAATTGAGTCCAGACACACTATCTAT 
TAGCAAATGT GCACAGGAACATAT GTT T T TAGGGAGT GAT TCAATGAT GGTGCT ATAAAT CCATAT T AAA 
TAGTCTTGATGACG 

>GBEQ1182 |Acc|CD4 66805 | Ver [CD4 66805.1 GI: 31388073} LeukoN2_8_A0 1 . b2__A0 2 4 Unstimulated 
peripheral blood leukocytes N2 -Equus caballus cDNA clone LeukoN2_8_A01_A024 3 ? , mRNA 
sequence . : Start : 1 : Stop : 621 

GCCAGACAGAGGTCATATCGGACTGCCCGACCAGGATAGCACTCTTCAAAGCCAAAGAGGCCACGCTGCT 
ACTGGCCGTGTCGAACCTGTGCTTCGATCCCATCCTGTACTATCATCTCTCGAAACCCTTCCGCTTAAAG 
GTCGCTGAGACTTTCACTTCACGTAAGGAGACCAAGGCTCAGAAAGGAAAATCAAGCTGTGAAAACGATG 
CATAACATACAGGATTTTTCATGCTCTCCCTTCTTGCCTTACTGGACAATAAGTACAAAACTACTAGGAG 
AGAGAAACAAAGAGCTTCAGTAAACACACAGATAGCCCGCAAACGTGGCCCGCTTCACTGAGAAACCCTG 
TTTCTAAATGCATGCCACGCAGGAGCGGTCCTGTGGTTGCTGACGCTCCTCGACCCGAACAGCTGTACAA 
AAAAACTCCAGTCTTGCCAAGCCAACGCACAACCCTGTGCCTAACATCCCCGAAATCCAAATGAGTTCTA 
CGGCACAGACTCAGAGGCATTCATCTAAGTGCCTGCAAGCGACTTCTTGCTAGAAATAGGCAAAGTCATC 
TCTCTGTATAAGTTGCCAGAAAGCCTTTCATTCAGCAACACAATTTAAAGCGCTTTAGATC 

>GBEQ1183 )Acc|GD4 66804 1 Ver | CD4 66804 . 1 GI : 31388072 1 LeukoN2_8_C05 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_C05 A024 3 1 , mRNA 
sequence. : Start: 1: Stop: 62 6 

CCATGTAGTAAAAAGTATACTTGTACAGTGTTTTGTACTTGTATTTCATGATGTTAAAACTGTAGCATGG 
CACCTTTTTTCATGTTATCCTTTCTAAAGTTAACATGGGTCTTTTCACATATTTGTAAAGTTTATTTACT 
TGCACATACACCTACTGTGTCCCAAGAATTTCTTATGTCTGTAGAAACAACATAA7VATCCCTTTAAAAGG 
AATACAGATAGGCAAACAATTAAGGCGTTAAATCTGAATGATACCAAAGTTCCTCGAGTCAGTTTTTdTT 
TTATAATTTTAAATTCTTGTATTTTAGAAGTTGAGGTTTATAAACATCTTGCGATATTATAAGTGCAATT 
TTTCCCCAAACTTTATTATGATAAGTATATTGGTACAAAATGTCCCTGTTCATATTAAGACAGGAATGAT 
TTGCTCAGAAGATCTTTATTTTGTCTTAGTTTAAGTCCCTGAAAATCTAAATAGAATTTTTAGGTGTTCC 
AGGCAATATGAAGGAAT GCAGCTT T T TAGAGATAGG AATTAC AGAGCAAAAT TAAT TT TT CAACAAATAT 
ATATAAACACCCAGTGTGTGTCAGGAACAGTATTAGGCTCTCTGTTAATTAAATAAAAGAAAGATA 

>GBEQ1184 lAcc] CD4 66800 I Ver J CD4 66800.1 GI : 31388068 | LeukoN2_8_D05 .b2_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_D05 A024 3', mRNA 

sequence. :Start:l: Stop: 288 "~ 

GTTTCCTGGCTCCTGGATCACGGGGAAGCCACGTGGACGTCCCTTTTTTTTTTTGCACGGTCGTTAGCAG 

CTGGTAAGGTTTTCACACCCTGATTCCTCAGTTTTTTGCCTGGTGACACTGACATTAAGTAGTGGGGGGG 

ACAGTCCATTCCAGGACCCCCTGGAGTGGCCTTCCCCTTGGCCGTGGGCAGGCCCTAATTCACTGTCGAT 

TTGGAGTTGAGGGGTCTTTTTTTTCTTTCTTTAGTTCCGGTATTTTAAACGTTAGTACAAATAAACGTTT 

TTCCCCCG 

>GBEQ1185 | Acc 1 CD4 667 97 | Ver ] CD466797 . 1 GI : 3138 80 65 I LeukoN2_8_C01 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 8 C01 A024 3', mRNA 
sequence. : Start :1: Stop: 233 ~~ 
CATGTACATGGAGTTTGAGGGAGGCGACGGGTACCTTGCTCCAGAGAACGGGTATCTGACGGAGGCTGCA 
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CCAGAGTGAAGAGGGCATCTGTTTTATTTGGACGTGTTCCTACCCACCCCCTGCTGTCAGCCTCTCCCAC 
AACCTTGGCCGCCACCTAAGTTTGCCAGCCAAGGGTAGGAGTCTCATTTGCTCTGGTTCCTTGGATTTAA 
AAATAAAATTAATTTCATGTTGA 

>GBEQ118 6 | AccjCD4667 96 )Ver|CD4 66796.1 GI: 3138 80 64 [ LeukoN2_8__E05 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_E05_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 592 

TTTCAGTGAAACTGGCTATTTGGGAAGCATCACTGGATAAATTTGTGGAATCTATTCAGTCGATTCCAGA 
GGCTTTAAAAGCTGGGAAGAAAGTGAAACTCTCTCATGAAGAAGTTATGCAGAAAATGGGTGAACTCTTT 
GCCCTCAGACACCGTATAAACTTGAGTTCAGACTTCTTGATCACGCCTGATTTCTACTGGGACAGAGAAA 
ACCTGGAAGAGCTTTATGATAAGACTTGTCAGTTCCTTAGCATTGCTCGTAGAGTTAAGGTCATGAATGA 
AAAACTCCAGCACTGCATGGAGCTGACGGATCTGATGCGCAGTCACCTGACTGAGAAGAGGGCGCTCCGC 
TTGGAGTGGATGATCGTCATCCTCATCACCATCGAGGTAATGTTTGAGCTGGGACGAGTATTTTTTCTGA 
TCAAGTGACCAAAGAAAAAGTACCACTGCGAGACAGAATCACGTTCTACAATCAAAATAAATGCCCACTG 
TTGGGGGATCGCTTATTTAATAGGTATTTAATTTTTTA2\AATCAAGTTGTTATAACAATCTTTTTCAGCT 
CCTAAATGTATTGCTGCTTGAATAAAAATTAG 

>GBEQ1187 |Acc|CD4 66795 |Ver |CD4 66795. 1 GI : 31388063 ] LeukoN2_8_F07 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8__F0 7_A0 2 4 3 1 , mRNA 
sequence .: Start : 1 : Stop : 601 

CAAAAGTTAAAACTTTTGTTATGATTGCATTTCTGCACATAATCCATATTTGCTGTTAAAATTAATCTAG 
' AAATTTATTCAGTTGTACTGTGAACACCTGGAAGCAAAGTCATAGTGCAAAGTACATTTAAAGTGTGGTC 
AAGAATGTGTTCTTAATTGGTCAATAATAAACATTGATTTTTTTATAGTCTGTATTCTAAATTTTGCAGT 
CCCTTGTTCTGTGTTGTGTACCTAAGGGATTGCAGAGGTGTTGTCACTGTATAAAATAGAAAGGACAAGG 
ACAAATGCCCCTTAATTATTAAAATGCAATTCTTGACACTTTCTGTGTGATTAGAGTCCCTACCTCTTTT 
TTTCCTTTTCTTTTGTCTCCTGATGATTAGGCCCAGGGCTGGGAGTAGAGAGGGGATTAGGTACTAGGAG 
CAAAGAAAGAATTAGCATGGAACTTTTGAGATGATCCCTAACATACTGTATTACTTGCTTTTACAATGTG 
TTAGCAGAAACTGATGCGTTATAAATGTAGGGTGATGTGCTTTCTGCCAAGTGGTAATTCCCCTTGGTTT 
GCTATGTT AAAACT GTAAATATAACAGAACAT T AAT AAACG 

>GBEQ1188 |AcclCD4 6678 6|Ver|CD4 667 8 6. 1 GI : 31388054 [ LeukoN2_8_All . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone Leu koN2_8_Al 1_A0 2 4 3 1 , mRNA 
sequence .: Start : 1 : Stop : 57 8 

CTT T GAGGAAGCGGT CCGAAGAGTGCTT GCTAC T GAGGAT AGGT CAGATC ACT TGATT CAGACAGACACG 
GTCAGCCTGCACCGGAAGCCCAAGCCTAGCTCATCTTGCTGTTGATCATTAGAGAGGTTGCCCATGCGTC 
CTCACCAACT CACACATATACACAAATAAACACAGGGT GGACAAGAGAGTTAGT GT T TGCAGCAAT GGCT 
CCTGTACTCATAACATTAAACTAACCATATTGCTGCTTCATTAGCAGGTGGGAGAAGGGACGCATCCACT 
CACGGAAGATT CTAT T TACTCAATAATGGCACCTTACAT TTATAAT TTG TAACGGT TGTCTAATAACGT T 
TAATTTAAAATGTAAGTTACAGAGCTAATGACATGACCAAGACTTTAATTATAATTAAAACAGAACACTT 
GAATATTGCAAAAGTTATTGTCTTTTTCCCGGGAAAATGGAGAACTACTTTTTATATGTGTATATTTTTA 
TGTAATTAGCATTCTATTCCTGGGCCAGGGAAAAAATTACCTAAAGCAATAATGTTAGATATTAAAGATT 
AAAATCTAATGCTTTGCA 

>GBEQ118 9 | Acc | CD4 66783 | Ver 1 CD466783 .1 GI : 31388051 1 LeukoN2_8_A04 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_A04_A024 3', mRNA 
sequence. : Start : 1 : Stop : 516 

GGGAGCTGGAGCTCATCCACTGCTCCACTGCTGTGATGCGCAAGTTTCTGATATTGGAAGAAACAAGATG 
ATCTCCGTAGCTTCCACTTTGCTGTTTTAATATACTCTATTTATCAGTGAATGCCCTTCTGTAGCTAATG 
CTCTTGGCCTTGTTGTTACCAGTGGAGAAAGTTACGCTTGTATGATCAGGAAACCTACCTCTAGCTTATC 
TAAAAGTAACACAGCTTCTGGCTGGTTCTGCAGCCTGAGGGTGAGGGGTCAGATAGTGGCTGCGTGAACG 
TCTTCTGCTCCTCTCTGGTCCTAGTTATCTAGTCTGGAAGGGTGATGTGTCTGCTGTTTTCTGTGCCGCT 
AAGTCTCTGCTCTTTAGGCTTCAAATGCATGTGGGGCGTGCATTCCTTCCAGCAGTAGTAGCTTCACTGT 
TAGCTGTTTGGGCCTAGAAATGTTCCTTATTTGTAAATGTGATTTAAAATCTAAGTGACAAGTATGCTTT 
AT T T ATT AAAAC AAAAGGT T T ACGGG 

>GBEQ1190 lAcclCD4 667 81|Ver ICD466781. 1 GI : 3138804 9 | LeukoN2_8_C08 .b2_A0 24 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_C08_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 598 

GAGTTAGCAGGGTTCAAAAGCATTTTGTGGAAACAAGCCAACTAGTAATGATGCAGCAACATTTTTAGTT 
TAGCTACACATTTTCCT TTCCAACTTAGGAAATCCAAACTGAT T TGTACGT CTCAT TCATAGACACATGG 
TCATCTCAGCAGAGAAGGCAAACAGCGTTGGCTGGAAGGTGATGGCTCTTCTCCCTTCTTCCCATCTCCT 
TGTCGTA2^AGTAAAATGTATTCTGTACATAATTTACAAATAAACATTTTATTTTAATTGTTACTTATTAT 
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T T AGAC AT T T T CT C AAC ACAT AAAT T TGTAAAAT T AAGACCAT T TAAGGGTAT GT T T T TAGAGAAAT GGA 
AGTTCCAATAACCCAGAGAACATCTGTGATCTTTTACAGCAGCTTCAGTTTTGTGCCAACATTCCATGTA 
TTTGAATATGAGTTAAAACGATCCTTATTAAATAAGAGCAGACCTAAAGTAACTGTTTGTACGCCTTAAT 
GTTCATTTTGACTTATCGTAAATCTCTACATTCAGAAATGGGGTACTGTATTATCAGACCAGGAGGCACA 
GCTATGAAAGATAATTTACTGTTCTAAAATACCAATTT 

>GBEQ1191 I Acc | CD4 6677 9 | Ver | CD466779 . 1 GI : 31388047 | LeukoN2_8_H05 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_H0 5 AO 2 4 3', mRNA 
sequence .: Start : 1 : Stop: 599 

AGAGGAAGTCCCCACGTCGCAGGCAGGGCGAGGACGAAGGGGAGGCCGAGGGCCTCCGGGCGCTTGGCGG 
AGAGCTGCTTTCCAACCCGCCGAGCCGCACCGTCAGCTTGGAGACCCTCCAGAGTCACAGTGAAGAAGGC 
CTGGACTTCAGACCCTCCCCACCCCTCTCCAAGATCTCCGTCATCCCCCACGATCTCTTCTACTACCCGC 
ACTACGAGGTGCCCCTGGCCGCCGTTCTGGAGGCTTACACAGAAGGCGCGGAGGATTTGAAGAACGAAGA 
GATGGACCTCGAAGAACCAGAGGAGTGTCTGTGTGACCTGGGGTCCAGGGAGGAGGCTGAGGCCTCTCAG 
AGCAGCTGCAGCTTCTCCGGGCTGGGCGAGGACCCCTCCGAGGCTGGCTTCCAGGCGCCATCTCTGGACA 
GAGGTGCAGACCATGCCAGACCGGCCTCGGAACCCGCTTCCACATCCCCCCAAGAGGACCACCAGCAAAG 
GGAGGCTGAGGAGAGCGCCCCTGTGGAGAGCCATCAGTCTCAGGAATCCCCAAACTTGGAAAACCTAGCA 
AACCCTTTAGGAGCAAAGGTAACAGAAGAATCAGTCAGC 

>GBEQ1192 | Acc | CD466777 | Ver | CD466777 . 1 GI : 31388045 ! LeukoN2_8_B04 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_B04 A024 3", mRNA 
sequence. : Start :l;Stop: 364 

GTGGGGAGGTGGGGGCATCTTCTGAACAACCTGCCTNTGTCCACCTCCCCATTCACACACACCGGCACTT 
TCATACCCTGACCTCTGACCTCACCTACAGCTGGGATGTACCTGGGGAGGTAGGGGGTCATTCTCCCTGC 
TGCCCAGGCTGGAATCCAGGTGGGGGGCTGGGGAAGAGGTTCTCTCTTCTCTACTCCCTTCATGATTCCT 
GACCCTTCCCCCATCCCTCTTCCCATTTCCTTTGATGTTATTTTGTTACAGCTTTTTAAATATTTTTTAA 
AATTATTTAACCCCTGGGGACGGAGACTGAGGGGGGAGGGGGGAATGATAAAGGATCCCAGACTCTGTAT 
GATGAAATAAAGAT 

>GBEQ1193 |Acc|CD466776|VerlCD466776.1 GI : 3138 804 4 1 LeukoN2_8_C0 6 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_C06 A024 3', mRNA 
sequence Start : 1 : Stop : 671 

GAAAACAGCGTTTTGATTGGTAGGATTTTGTAACGTGAGTCAACTACTTGATGCTTCTGAAAAGTACTCT 
CACCTTCAAAGAGACTTTTCCTTAAAGACTGACTTCACACTGAGGGAAACTTTAGAACATGTCAAAAATT 
GGAATCGATTATTTCCCTGTGTTCTCAGTTTCCTCCCTTTTGCTAATGGCGAACCTTGGGAACAGGCTGG 
TCCTTCGCGTGGCCTGGACGGGGGCGGCCGTGCCGATGGACCTGCAGCGACTCGGAGGCGCCACGGGTGA 
CCTTGTGACTCCTTGTAGAGCTGCTCCCAACGCTGGCGCCACGGGCCGGGGGAGAGGCGCACGTCCAGGA 
CTGCCCCGCCCGCAGGCCGTGTCAGGACGCACGTCATTGGTGCCGCCTTATCTCCTGCCTGAGAATGTAT 
CCGCGTGGAAGCCCCGGGACTGAGTTTTGCAGAGGCCTTGCGGATGGTTTGGTAACCTTAGGTCTGAACA 
CTATTCATTACAGAAACTAATAGTTCAGTTGAAGTAGCCACCGATGACTTCAAATCAAACGAACCGTTGT 
AGTTCACACACGACCGTATCGTAGAGGTTTGTATTTAGCGCTTATTTTTGCATGTCGATGTTGATTAGCT 
AATAAACTGTAAATGTAAAACGTATTAATAAAAGGGTTTTC 

>GBEQ1194 |AcclCD466773lVer|CD466773.1 GI : 3138804 1 ) LeukoN2_8_D08 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_D08 A024 3', mRNA 
sequence. : Start: l:Stop:30 6 

CATTGGAATTTGGAGAAAGTTAAGACTTTTTTTTGGTTACTTTGTTTTTAAACAAAAATGTGAAAACATT 
CAAAGTTGAAAAGTTGCATTTGAAGTTATGATCTTTTAATATATTCATATTCCCAAAGCTATTATACTGG 
AAGTGGTTTTTTTTTGTGTTATAAAGGTTTAATTTTACATAAGTCAGTTACTCAATGTGATTTTTAACCC 
TTAAAAAAAAAAAAAAGATGAGATGTATACACTT GT TAACAAT GCCATGAAAGCAT T TCC TT T T TCCCGA 
GGAAAAGT AAATT TT T TAT C AGAAT A 

>GBEQ1195 | Acc | CD4 66768 1 Ver [ CD4 66768 .1 GI : 31388036 I LeukoN2_8_H01 . b2_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_H01 A024 3 1 , mRNA 

sequence. : Start: 1: Stop: 616 ~~ 

CTGCTCTTAAACTGCTTCTCTGCTTTGAGAAGCACAGCTACCTGCCTTCACTGAAATATACCTCAGGCTG 

AGATTTGGGGTGGGATAGCAGGTCAGTTGATCTTCTGCAGGAAGGTGCAGCTTTCCATGTCAGCTCAACC 

ACACCGCCAGTCCATTCTTAAGGAACTGCAGGCCAGGACTAGTGTGTTTTCGCTTTCAGCGTTTGGGAGT 

TATTTGGCCAACAGTCTTTTGGGAAGAATAAAGCAGTCCCCAGGAATTAACAGATCAGAATGGTCACACA 

AATTAATATTTTCTAACAATAAGCACGAAGGTAGCAGAAGCTAGTGTGATTCCAGTTGGTTCTTCTAACC 

AAACTAATTTTTCAGTGTTGACAAGTGAGGCAAGTATTGCACTGGACCAAAGGCTGAAGCTTGGCCTTCT 

AGCACTCCAAGCAAAATTGTTTCCTATAAGCATTCCTTTTATTCTGCATTCCATCCTGGGTCTGCCGGAA 
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CCTGAAATAGTAGGTTCTTCTGTACCAGCGGCTGAGGCAGTGCCCCTCACCCAGGCCAGTTAAAGGAGTC 
TTGGACCCTTTCTTTCTCTGGGATCCCTGCCCAGCACCTTCCTACAGAGATGACTG 

>GBEQ1196 | Acc | CD4 66767 I Ver | CD4 667 67 . 1 GI : 31388035 | LeukoN2_8_E08 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__8_E08__A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 667 

AAACTACTTTCACTATGGTGGTTTAAATGTTTTACATTCTTGAGTTTCTTAGACACTTAATGACAAT^AAA 
TTGTCTCCATCAGCCATTAATATAGGGAAGAGAACACGAGGCTGGGTATGTGGGTGAAGGATCTTTATTT 
GTAAACTGGATGACACTGTGTGTAATGCTACATGTTAATAATTACCTTCATGGCTGGGCAAGATAACTAA 
TGTTTGTTCTATGTAAAAAGATGGAGAGTGAAACAAAGTGTGGACTTTCAAGGAAATATGAAATCTGTTC 
CAATGCTCATAT TC TAATATC TAATAGAATAACAT GAATACCCT TACATGAGAGTAGGAAAGGAAAAT T T 
TGAAAGTCAGCGAAGTCTGTTTAACCAAATTGTGTAACATAATACTGTAACAAGATAAACTTTGTGTTAG 
GAATGTATACTTAATTATTTGACTTTTTATAACTGTGCACACATAAGAATTTAATACTATATTTTTCAAA 
TATTTGTAGCTTATTATTTAGAAATATTTCTATAATATAGGCAATTTTTTAAGAGCCATCAGCTGATATT 
TACAGTAGAAGTATTCTCATGCATAATTTTTAGTGGAAAACCCTAAGGGCTTTGATTTTTTTTTATTTTA 
TCCT T TAGAAAAAT TAT AAAAT AAAACATAAGT AACT 

>GBEQ1197 I Acc | CD4 667 66 \ Ver j CD4 667 66. 1 GI : 31388034 ) LeukoN2_8_C02 . b2__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8__C02_A024 3 f , mRNA 
sequence. : Start: l:Stop: 493 

GGGAACGCTTTGACCTGCCGGCTGGCACCATGATACCTGAGCTCCTTGGGTTAATTTATAATTGATGTAA 
AGCTACAGCTTGTTTCTCATATGAATCGTATCTGTGAGTCTGGTAACTTTAAACGTGTTTAAATTAATAT 
GTTCAAGCTAAATGTCATTGCTCTCTCCCCCAAACTTTACAAATTTGACCCCAATCCTCCCCATTAGAAG 
TAACCTCATTCTTACACGCCATCTTCTCCAAGTATTGAAAAGGTAATTCTGTGGTGACACTTATATCTTG 
CCCTTATTATTATTTGTGCACAGCTACACAAAGACGTGCCTTCTACACTGGAGTGTGGCTTATGCATGGC 
CCTGGGATGAGGCCTGTGTCTTATCTTTCTACACTTTCCTCCTCTCCCCCTTCACCAACGCAAAGGCTGG 
CCCTGGGTGCTGGGAGGGACTCATTAAATGTTTTTCCAACCATTGTTTCTTCAATTGCATTAAAAGTTCA 
ACC 

>GBEQ1198 | Acc) CD4 667 06 1 Ver | CD4 66706 . 1 GI : 31387974 | LeukoN2_5JD02 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_5_D02__A024 3', mRNA 
sequence. : Start : 1: Stop: 473 

GCGCCATTACAATGGAGAAGCGTATGAGGATGACGAGCATCATCCCAGGGGTGGTGTTCAGTGTCAGACC 
TCTTAATGGGGCCAGTGACCAACACTCACTGCTGGCATTTTTTATGCGGTAGTGAATGAGTGAAGGACTG 
TAATCAGAATATGCTCACTACTTGCTATTGTTTTTGTTTTAATATTCAACTATAGTAGTGTTTTAAAAGT 
TAAATGAAGAATAAACTCAAGTATAAAAGCTCTGACTTTGCCCTGTATGTATGATGACTTCAGTGTGCAA 
GATAAGTTTAACCCCTGTAAAAACTACTTTAAAAAGAATTTTCCCCTAGCGTTTGTTAGGCCATCCCTTG 
TAATTGATTTCAGCTGTGTACGTGGAATAGCTTAGACTGAGATGCCAGGTATATGTATTGACTTCAGTGT 
ATGACCCTTCATTGTAAACTATGAAATTAAAACGTGTGTGTTAACTGGCAATC 

>GBEQ1199 | Acc | CD4 66704 1 Ver | CD466704 .1 GI : 31387972 | LeukoN2_5_D01 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_5_D01__A024 3\ mRNA 
sequence . : Start : 1 : Stop : 322 

AGGGACATCGGTCTCTGGGCACCAGAGCGCTTTGCCCTTGGCACTGTGCCCAGCATGCGCCCTCCCCTCC 
TTTTTATACGAATGTTTTATATCAGTGTGCTGGGGTTTGCCGTGCTGCTGGGCTAAGTTGCTGTGGCATC 
TTTATTTCTCTCCCTGGGTCTGTGTCCCCTCCCCTGCGCCTGACAAAGCCAGTGCATTGTTTTTTCTTTA 
TTACACAGGACAGCTAGGGAAGGAGGGAGCCCAGCCCTGGGGACGCGGGTGGGAGGCAGGGGGCAGGCCT 
GGGGATGGATGAAATAATGTCGGCATTATTTTTTAATTTTTT 

>GBEQ1200 ) Acc | CD4 66699 | Ver | CD466699 .1 GI : 31387967 I LeukoN2_5_C02 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_5_C02_A024 3', mRNA 
sequence . : Start : 1 : Stop : 68 9 

GAAAAGT T CTCAGT T CGAAAAGAAATCAT TAAT T TGGAGAAAGAAATAT TTAATGAAGGAACT TGTAT TC 
AGCAAGACAGTTTCTCGTCCAGTGAAAGGGGGTCTTATGAAACCTCAAAGCATGAAAAGCAACCTCCCGT 
ATATTGCACTTCTCCGGACTTTCAAATGGGAGGTGCTTCTGATGCATCTGCAGCTAAATCCCCTTTTAGT 
GCAGTAGGAGAAAGCAATCTCCCTTCCCCGTCACCTACTGTGTCTGTTAATCCTTTAACCAGAAGTTCCC 
CTGAAACTTCTTCACAGTTGGCTCCTAATCCATTACTTTTAAGTCCTACCACAGAACTGATGGAAGAAAT 
TTCTGAATCTCTTGGAAAGAACCAGTTTTCTTCTGAAAGTACCCACTTGAACATTGGTCATAGGTCCGTG 
GGT CATAGCATGAATATTGAAT GT AAAGGGATTGATAAAGAGCTAAGTGAT T CAAAAACTACACATATAG 
ATATTCCAAGAATAAGCTCTTCTCTGGGAAAAAAGCCAAGTTTGAGTTCTGAATCCAGTATTCATACAAT 
TACCCCTTCAGTTGTTAACTTCACTAGTTTATTTAGTAATAAGCCCTTTCTAAAACTTGGTGCAGTAACT 
GCATCCGACAAACACTGCCAAGTTGCTGAAAGCCTAAGCACTAGTTTGCAGTCCAAGCC 
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>GBEQ1201 | Acc j CD466618 | Ver | CD466618 .1 GI : 31387886 | LeukoN2 J7_A05 ,b2_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 7 A05 A024 3 f , mRNA 

sequence. : Start : 1: Stop: 679 ~~ ~~ 

AGATTGAAGATTCTGAAATCCCTCGTGTAATGCGAGTCAGTGAATTGTCTTTATGTGATCTTGCTGGTTC 

AGAACGAAGCATGAAGACACAGAATGAAGGT GAAAGGT TGAGAGAGAC T GGAAAC ATCAAT ACT TC TT TA 

CTGACTCTGGGAAAGTGTATTAATGTTTTGAAGAACAGTGAAAAGTCAAAGTTTCAACAGCATGTGCCTT 

TCCGGGAAAGTAAACTGACCCACTATTTTCAAAGTTTTTTTAATGGTAAAGGGAAAATATGTATGATTGT 

CAACATCAGCCAGTGTTGTTTTGCCTATGATGAGACACTGAATGTCTTGAAGTTCTCAGCCATTGCACAA 

AAAGTTTGTGTTCCAGATACTTTAAATTCCTCTCAAGAGAAATCCTTTGGACCTGTCAAGTCTTCACAAG 

ATACATCAC TAGACAT TAATAATACAGATAATAAAATAT TAAATGTGAAAAGAGCCACAAT T TCCTGGGA 

AAGTAGTCTAGAAGATCTGGTGGAAGATGAAGATTTGGTTGAGGATGTCGAAGAAGCTGAAGAAAACCAA 

AATATGGAAACTGAACTTACTGATGAACATCTAGATAAAACATTAGAGGAAGATAAGGCTTGCATTGGCT 

ACGAGAAGAGAAAACTGT TGAATT TAATAGAAGACT GAAAAGAAAACTG 

>GBEQ1202 | Acc | CD466613 | Ver | CD466613 .1 GI : 313878 81 1 LeukoN2_7 JB12 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 7 B12 A024 3 r , mRNA 
sequence . : Start : 1 : Stop : 34 8 ~ 

CTTTGTCCCTGGTCCTCAAGTGGTTTCCTTCAGTTTCAACTCAGAGGGTCCCCCCAGAGAAGATGAGGCC 
ACTCCAAGAGGCAGGGGACAGACAGAGCCGGCAGGATGCCCGGCCTCAGACCCACTGGCAGTGCGTGAGC 
ATGTTGAGAGTGTAAGCTTGTGTTAGAAGAGTGTGGTGTGTGTGTGTGTGTACCCGTGTACTGCTTGCAG 
GGGAGCAGCATTCCTAATGTAGCCTGACGTTTCCCCTGCTGGGTGTTTGCCACCATTGCTGCTCATTTTC 
ACAGTCTGCCTCTGATTAAGGTGAATCGCTATGACATTCCAAGCTCCAATAAAGACTGTTTTAAACTT 

>GBEQ1203 [ Acc | CD466611 1 Ver 1 CD4 66611 .1 GI : 3138787 9 | LeukoN2__7_A03 . b2_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 7 A03 A024 3', mRNA 

sequence. : Start :1: Stop: 572 " 

TAGGTTGCAAGAGATTGTGTAGATTATCACTAAATTTTAACTCCCTTCACTTAATATGCTTAAACTGTCG 

CCTTAACTATGCTAAGCATTTAGAATAAAAGCCAAAATGTAACTACTGCTGCCTTTTTGAAACCCCCCAT 

GCAGTTTTGTATTAACTGAAATGTTCAGCAGCCCAGAGCAGTTTATTGGGAGATACTGAGCTATAGCATA 

GCTGCTTAGTTGCATTTGAGATTTTTTAGTCATTGTGTAATGGAAACTTTTTTTTTTTAAAAGTTACTGG 

TATCACT TT T TGAGAAATGAATCCCTATATAT T TAATGTAAAAAT TT T TATAGGAAATAGGACAAACT T T 

TGACTCCCTTTTTTCATTTTTAGATTAAGTGGGATAATACCTAATTTGGGCATTTTACTTTTAGCATTAT 

GTAACCGTGCTACTTTGGCATGGTCATAGAATGTTTCCCTGGTAATTTGTTCCATGTCCTGACTCCTCCC 

TGCAAACAAAATGGCAGTGACACTTAACCTGATTTTTTTCTTCTTTTTGATTTAGGTCTATTCTATTTTA 

AT TAAATAT GTT 

>GBEQ1204 jAcc[CD466606|Ver|CD466606.1 GI : 31387874 | LeukoN2__7_D0 9. b2_A0 24 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 7 D09 A024 3' mRNA 

sequence. : Start : 1 : Stop : 636 ~~ 

TCAACCCAAACTAACTCCTAATCTCATACTGGACTATTCTATCAACACATAGAAGCAATAATGTTAATAT 

GAGTAACAAGAATTATTTCTCCTTGCATAAGCTTATATCAGAACGAATACTCACTGATAGTTAACAACAA 

GATAGGGATAAT CCAAAAAC TAATCATCTATT TAAACCATTGT TAACCCAACACAGGCAT GCATCTAT AA 

GGAAAGATTAAAAGAAGTAAAAGGAACTCGGCAAACACAAACCCCGCCTGTTTACCAAAAACATCACCTC 

TAGCATTTCCAGTATTAGAGGCACTGCCTGCCCAGTGACATCTGTTTAAACGGCCGCGGTATCCTAACCG 

TGCAAAGGTAGCATAATCACTTGTTCCCTAAATAGGGACTTGTATGAATGGCCACACGAGGGTTTTACTG 

T CT C T T AC T T C C AAT C AG T G AAAT G AC CT T CC C G T GAAG AG G CGG GAAT GAC T AAAT AAG AC G AG AAGAC 

CCTATGGAGCTT TAATTAACT GATT C ACAAAAAACT^ACACACAAACCT AACCT TCAGGGACAACAAAACT 

TTTGATTGAATCAGCAATTTCGGTTGGGGTGACCTCGGAGAACAAAACAACCTCCGAGTGATTTAAATCC 
AGACTT 

>GBEQ1205 | Acc | CD4 66603 | Ver | CD 4 66603 .1 GI : 31387 871 1 LeukoN2J7 J303 .b2_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 7 B03 A024'3 f , mRNA 

sequence. .-Start :l:Stop: 664 ~ 

GGAATAT ATCGAGT TAGTGGCAATCTGGCAACAATACAGAAGTTAAGGT T TAT TGT C AACCAAGAAGAGA 

AGCTGAATTTGGACGACAGCCAGTGGGAGGACATCCACGTTGTCACCGGAGCACTGAAGATGTTTTTCCG 

GGAGCTGCCAGAGCCGCTCTTCCCTTACAGCTTCTTTGAGCGGTTTGTGGAAGCCATCAAAAAGCAAGAC 

TACAACACAAGAATTGAAACTATAAAGTCTCTTGTACAAAAACTCCCTCCACCAAATCGTGACACCATGA 

AAGTCCTCTTTGGACACCTAACTAAGATAGTGGCCAAAGCCTCCAAGAACCTCATGTCCACCCAGAGCTT 

AGGGATCGTGTTTGGCCCCACCCTTCTGCGCGCTGAAAATGAAACAGGGAACATGGCGATACATATGGTG 

TACCAAAACCAGATAGCCGAGCTCATGCTGAGCGAGTACAGTAAGATCTTCGGCTCGGAGGAAGACTGAC 

AGACAAGACAAGTTACTGAATATGTTCACATCTGTCTCGATGCCTAATATTTTTACATTTCTGTAAACAT 
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ATTTCTGAAATATTTTTTTTTCCTTTCAAGCGACAGATGCCTCGTTTTGTGAAAACTTAATGATGATTTG 
GTGTTTAAGTTCCAAACATTTGAATAAAATAGTG 

>GBEQ120 6 | Acc | CD4 66600 | Ver } CD4 66600 .1 GI : 313878 68 | LeukoN2_7_H02 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7__H02_A0 2 4 3\ mRNA 
sequence .: Start : 1 : Stop : 663 

AT CAGAAT GGAAT AT AAGCGGCTGT AT GGCAAGTCATTGTACCACGACATCTCGGGAGACACT TCAGGGG 
ATTACCGGAAGATTTTGCTGAAGATCTGTGGTGGCAACGACTGAGCGGTGACTGGTGGTTCACTTCTGTC 
CACCTGCTGGCAAGGGCAGTGCCGGGAAAAGGCCAAAGGAATGTCCATCTGTTTCTAACAAATCCTCAAA 
ATAGCCCCTCAGGTGTTCCACTGCAGACTGTCCGCAGAGCCCTGGCCCTGTCCTCCTCGTGCTCCTCCTG 
TTCCGTATAACGTGCTTGATCTCCAGCTCCCGCAGGATCTCTTTCCTCCTCACCCCTCACAGCCTCTTGC 
TTCTCTCTTCTCAAGTAGACGTTTTGTTTCCTGACTCACGCAATCATTCTCCTTTGCCTGTGGCTGAGAC 
TCTTGGCTTTGTTTTAGTCATGTAGTTTTTATATGTTTATTTGGAGGCATTTTTTTTTTATAGTCATTGC 
CAGACAGATGCATACAAGACTCTT TCC TGCATACATATT T T GAGTGAGAGAGGTCGGGT GGGGGGACACC 
ATGTCCTCACTGAGGAGTAAAAGGGAGCACCTTTTAAGGGTAATCTTTGCATCTGGTGAGAATGTGTTAT 
GAGCTTTGTTATTGCCAAACTCACTCCTTTTTG 

>GBEQ1207 | Acc | CD4 66592 {Ver } CD466592 . 1 GI : 3138 78 60 | LeukoN2_7_EQ5 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_E05_A024 3', mRNA 
sequence . : Start : 1 : Stop : 5 92 

TTT T CCGACTGGAACCAT GGAGGGCGCGGAGGAGAAGAAGAAGAAGAAGCTCCC TGATGTACCAGAAACC 
CTTAAGAAAAAGCGAAGGAAT T T CGCAGAGCT GAAGATCAAGCGCCT GAGAAAGAAGT TT GCCCAAAAGA 
TGCTTCGAAAGGCAAGGAGGAAGCTCATCTATGAAAAAGCTAA.GCACTATCACAAGGAGTGTAGGCAGAT 
GTACAGAACTGAGATCCGAATGGCAAGGATGGCAAGAAAAGCTGGCAACTTTTATGTACCTGCGGAACCC 
AAATTGGCGTTTGTCATCAGGATCAGAGATAACTCATTGATTGCTCGATCTCTGGGTAAATTTGGCATCA 
TTTGCATGGAGGATTTGATTCATGAGATCTATACTGTTGGGAAACGTTTCAAAGAAGCGAACAACTTCCT 
GTGGCCCTTCAAACTGTTTTTTCCACGAGGGGGAATGAAGAAGAAGACCACCCACTTTGTAGAAGGTGGA 
GATGCTGGCAACAGGGAAGACCAGATCAACAGGC T TAT TAGGAGGATGAACTAAGGTATCTACCATGAT T 
ATTTTTGTAATCTGGTCAGTAAATAAkCAGTG 

>GBEQ1208 | Acc | CD466590 | Ver | CD4 66590 . 1 GI : 31387858 | LeukoN2_7_D01 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D01_A024 3 1 , mRNA 
sequence Start : 1 : Stop : 387 

AGTTGAAGGAGTTCATGCCGCCAGGCCTCCAAGAACTGATCCCTTTTGTGAAGCCTGCCCCCATTGACCA 
GGAGCCATCAAAGAAGCAGAAGAAGCAGCATGAGGGCAGCAAAAAGAAAGGGGCAGCAAGAGATGTCCCC 
CTGGAAAGCCGGCTGCAGA?VCATGGAAGTCGCGGATTCCTGAACATTCCTTCCTTCCAGTTCGCCAGGCT 
TTCATGTTTGTCAGCTGAGATTTGCGAGCCTGCCCACGGGTCCACCCATTAGTCACCTGCCCCATTTGAC 
TGCATTGCTAGAAGGAGAACCGCGGCCATGTACAACGCAGTGTTCTGTTTTTTCGCATGGGCATAGGATC 
CAATCACGGATGACTGATGAAACCATGTAATAAAGCA 

>GBEQ1209 | Acc | CD4 6658 9 | Ver | CD4 66589 . 1 GI : 31387857 | LeukoN2 J7_A08 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_A08_A024 3', mRNA 
sequence . : Start : 1 : Stop : 64 5 

TTACAAAAAGAAGTTCTGAGTTGTGCTTCAAA?VGTGATACCACTTTTTAGTATAATTTTTGTGGGGTTTT 
TTTTTTCCACTTTTTAGAGGTTTTTTAAAGGCCCTGCTCAGTCAGTGTACAGGGTGAGTCCAAGGCAGTT 
TCACCAAGCTGTAGTAATTGCTGTTT TACTAG T TGCACAT T TAGAATACAAAGGAGGCATCAGAAACACA 
TCTGCTTTCTCTAAAGCCACTTCCTTGTACAGAGTCTGAGCAGGGACAGCACCAGGCATCTCCCTGTAAA 
GGCACCTGCCAGCGAGGATTTTACCGGAAGAACCTAGACAAGAAAGGAAACCTCGGTCACGCACAGTCTT 
TGAGGGTGAGCCTGGGCTTGGGCTCTTCGTACAGGGTGTGCTTAGGCCACACATGATGCTTGCCTTACTT 
TAAAGCTATTTGCCACAGTCCTGTTAAATAGTGTGGAAGTCCTTTTGCAGTCTGGTGTGCATGCCATATG 
ATCAGGACAGCTTTTCCACCTTACCTGGTTTCCTACCAGCAAGTAGGAAGTATAGTGAATTTACCCTAAA 
ATGTCCAATCTGTATTTATGTACCTTGTCAGTGTTTTGCTGTTGGTTTTCTAAAACAATCTGATCAATAA 
ATCTTATCCAGATCT 

>GBEQ1210 | Acc 1 CD4 66585 | Ver | CD4 66585 . 1 GI : 31387853 | LeukoN2 J7_F10 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F10_A024 3', mRNA 
sequence .: Start : 1 : Stop : 621 

GAACCTTGTGGTAGCAGCCCAGAATTTTTTCTGTGCTGGCTGTGGAACTCCAATAGACCCTAAGTTTGTG 
AAGCGGCTCCGGTACTGTGAATACCTGGGGAAGTATTTCTGTGACTGCTGCCACTCATATGAGGAGTCCT 
GCATCCCTGCCCGGATCCTGACCATGTGGGACTTCAGGAAGTACTACGTCAGCAATTTCTCCAAACGGCT 
GCTGGACAGCATATGGCACCAACCCATTTTCAATTTGCTGAACGTCAGCCACAGCCTGTACGCCAAGGTC 
AAGGAACTGGACAGAGTGCGGGTGAGCAGCTGACCCTGTGGGGGAAGCCAGTCAAGTGGCGGAAAGGGTC 
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CTGTGGCAGCAAGTGCACATCACACCCGTCTCAGGATGGGACAGACCCTCTGACGGGAAGATTCACCTGT 
GCTCCGCTGCAGGCGGCCCAGTGTTTCGTTGGTTCGAATCCTGGGCGTGGACATGGCACTGCTCATCAAA 
CCATGCTGAGGCAGCGTCCCATATGCCGCAACTAGAAGGACCCACAATGAAGAATATACAACTATGTCCC 
GGGGGGCTTTGGGGAGAAAAAGGAAAAAATAAAATCTTTAAAAAAAAAGAGAATCCCCTTT 

>GBEQ1211 iAcclCD466577|Ver|CD466577.1 GI : 31387845 | LeukoN2_7_H07 . te2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_H07_A024 3 ! , mRNA 
sequence .: Start : 1: Stop: 666 

AC TAATAAAAAACATGT GGAT TT TGAAAATACATAGAACAGTAGT T GAAACATTATATATTTCAACCC TA 
ACTGGTGTATTGCTTATTTTACTATCAGAAGATTCAAATATAGGCGTTTATTTTTTTAACCAAACAAAAG 
TATCT GGAACT T T TATAAT TCAT TAAT T AAT TC T GGAAT GCAAGTAT ATTAAAAAGAT T AT AAAAAAT AA 
TGTGTAAAATTTCATCACTGTAAAAAGGGATCATTTCAGAGAGAATAGTATTCTACTGCATGTTTAAAAA 
ATGCTCTAGAATAATTTGAAATAATACACCATAC TGTATG TGAGTCATAGAAAGGCATTAAAT TT T TAAC 
TTCTAGTGTCTTTTTCTAACAGAGTAACCAAGTTTTCAAAATATATTCACAAAGATGTCTTTACTTATTG 
T T TGAAAATGAT TAAGGAGGAT AGGT GCT TTAAGTAACAAGT TAAT T T TTCAAATAT T ACCCT TAT AGAA 
AAT T TTAATCAAAAAGAAGCAAGACAT TCTTT TAAAAATATATAGCAAATCCCAAAGGC TGATGTC TGTA 
TATGGGGCGAAAGGGTCAGTATGGTATATTTTTCAATGTTTTTCTCTTTTTACCAGCTACTTTGCATTTA 
AAGT GAAAAT T GTAAAT GT TT GAAATAAAT CT T TCT 

>GBEQ1212 |Acc| CD4 66576 |Ver | CD4 66576.1 GI : 31387844 | LeukoN2_7_A04 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__7_A04_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 664 

TCCGCTGTGAGCATGACGGTGTCATGACTGGAGCCAACGGCGAAGTGTCCTTCATCAACATCAAGACCCT 
CAACGAGTGGGATTCCAGGCACTGTAACGGCGTTGACTGGCGTCAGAAGCTGGACTCTCAGAGGGGGGCT 
GTCATCGCCACCGAGCTCAAGAACAACAGCTACAAGTTGGCCCGGTGGACCTGCTGTGCTTTGCTGGCCG 
GCTCTGAGTACCTCAAGCTTGGTTACGTCTCCCGGTACCACGTGAAAGACTCCTCGCGCCACGTCATCCT 
GGGCACCCAGCAGTTCAAGCCCAATGAGTTTGCCAGCCAGATCAACCTGAGCGTGGAGAACGCCTGGGGC 
ATCCTCCGCTGCGTCATCGACATCTGCATGAAGCTGGAGGAGGGCAAGTACCTCATCCTCAAGGACCCCA 
ACAAGCAGGTCATCCGAGTCTACAGCGTGCCCGACGGCACTTTCAGCTCCGATGAGGACGATGAGGATGA 
AGAGGAGGAGGAGGAGGAGGAAGAAGAGGAAGAAGCTTAAACCAGACGGCGAGGGAGCTGGAGTGTATAA 
TCCCATCAAGCCTGGAAAGGCCTTGGCTGTCCAGTGGAATGTTTGTCTGATTCTTGCTCTCTGAAGTTTG 
GCAGCTGGAATAAAGTATAATTCTGTTTAGTCTC 

>GBEQ1213 j Acc j CD466564 | Ver | CD4 665 64 . 1 GI: 31387832 I LeukoN2_7_D06 . b2__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D06_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 600 

GAATCAGGAGATCCTTTTGGCCTGCCAGTACCCAGACCACATGTGCAGAGATTGGATGGCCTCCGTCCTT 
CTATAGAGGGCAAGGCAACTGGGAGAAGGAGAAGCTGCTGGTAGGGAGAGCAAGAGAATGGCCTGGAACG 
GTGCGAACTTTCACCCTGTCCCCAGCCATGGCTTTGCAGCACAGAAAGCGCATCTCTGGCACACTGAGAT 
TCTTGCCTATATTAATGCATCAGTTATTCATTCATGATTGCCTGCAGAGGCCCTGTGTTAAGACCCATGT 
AAGATATCAGGTCAAAAAAAGAAAAAGAGATGAATAGGCCCCTGACCCCAGTAGAGGTGCTCACAGTGTA 
ATCAGGCAGAGATTGGATGGCCTCCGTCCTTCTATAGAGGGCAAGGCAACTGGGAGAAGGAGAAGCTGCT 
GGTAGGGAGAGCAAGAGAATGGCCTGGAACGGTGCGAACTTTCACCCTGTCCCCAGCCATGGCTTTGCAG 
CACAGAAAGCGCATCTCTGGCACACTGAGACTCTTGCCTATATTAATGCATCAGTTATTCATTCATGATT 
GCCTGCAGAGGCCCTGTGTTAAGACCCATGTAAGATATCA 

>GBEQ1214 1 Acc ] CD466561 | Ver | CD466561 .1 GI : 31387829 | LeukoN2_7_F08 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F08 A024 3', mRNA 
sequence Start : 1 : Stop : 600 

GCCACCCCGCCCAAGCTCCACACGTGTGAGAAGTGCGGTACCAGCATTGCGAACCAGGCCGTGCGCATCC 
AGGAGGGACGGTATCGCCACCCGGGCTGCTACACCTGTGCAGACTGCGGGCTGAACCTCAAGATGCGCGG 
GCACTTCTGGGTGGGGGACGAGCTGTACTGCGAGAAGCATGCCCGCCAGCGCTTCTCTGCAGCGCCCCCG 
CTCCACTCCCAGGCCTGAGTGCCTGCAGTGCTCTCAGCCCGCCCTCAGCTCCGCGGGTACCTCCGTGCCA 
GGGCCATGACAGTAACAAGTGGGCATGGGATGGCAATGGTGGGTGGTGGGCCCCTTCTTCCTTGCTGGGT 
GCGGCCAGAGGCTGGGACCTGTCTTGGGCTGTGGGCGAGGGCAGCTCCCTTCCCAGGCCTCTGTCGTTTG 
CCCCTGTCGGACGGGCTCTGCACCAAAGTTGGAGGTGGGCGCTGCACTGGACATGTTTGCACAGCAGGGG 
TTAGATGGGGGAGGACATGGATAAGCACCTAGAAGGGGAGGGGTGGGCTGGAGGCGAACGGTATTCACTG 
TGTCAAGTTTCTGACATATGCGCTCTATAAATATCTATAC 

>GBEQ1215 | Acc ) CD4 66558 ] Ver 1 CD4 66558 .1 GI : 31387826 | LeukoN2_7 J204 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7 E04 A024 3 1 , mRNA 
sequence .: St art : 1 : St op : 5 95 
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CCGGAACTATGACAGGCATGTTGTATAAATGTACAGGTGGTCTTCGAGGCGTAGCACGAGGTGGTCTAAC 
AGGACTAACACTTACCAGCCTCTATGCTCTATATAACAACTGGGAGCACATGAAAGGCTCCTTGCTCCAA 
CAGTCACTCTGAAAATTTTGCCAGCTTGTGAATGGAGGACACTTTAGTAGTTATCCAGATCAATTTATAA 
GTCAGTCTGGAGTTATTCTCTCTTCTGCCTACAATTAGTTTGAAAAATTGGGGATTCCAGTTTGCTGTGA 
TGAAGACCACGGATGTTTGACCAGGACTGGCACGCCTTCCAGCCATTAATGAGTTGAAGCCAAAACCCTT 
TGGTGGCTGAGTAATGTGGTTCTCTTCTCCTTTGAAGAAGATCTTGCACCTGTTCTCTCCTACCCCCTGA 
ACTGGACAGCCACTTACTCCCAGAGTTCAGGTCATGCTTGTCATCCATACTGTAATACCATGTTTGTTCA 
TTTAATGACTCAAAAGTATAATATTGCCCTGTATTCCCAATAAAGGGTGAAAACAGAACCAAAGTCATAA 
CTCCA&CATAAACAAAGTGGGCATCTCCATTAAAA 

>GBEQ121 6 } Acc ) CD466557 | Ver ) CD4 66557 .1 GI : 31387 825 | LeukoN2_7_F0 6 , b2_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F06_A024 3' r mRNA 
sequence. :Start:l: Stop: 630 

ATCATAT TTCTAAACAAAAAGAAGACAT TT GCAGAT GCATACAAGACT T T T T CAAGAAACACAT ACAGT A 
TAAGTTCTTAGATGAAGACTTTGTATTCGATATATACAGAGACAGTAGGGGGAAGGTGTGGCTAATCGAT 
TTTAATCCATTTGGTGAAGTAACAGACTCACTGTTGTTCACTTGGGAAGAACTGATATCTGGAAGAAACC 
TAAAAGGTGATTTTAGCGAAGGAGACGCTCTGGAGCAGGATTCTCCAGCTTTCCGTTGCACGAACAGTGA 
AGTGACAGTTCAGCCCAGCCCCTATCTGAGCTACCGACTGCCCAAGGACTTTGTGGATCTCTCCACCGGG 
GAGGATGCTCACAAGCTCATAGATTTCCTTAAACTGAAAAGAAATCAGCAAGAGGATGAATGACTGGAGT 
GCCAGAGTTCAAGACCGAGTCGCCGAGGAAGCCGCCGCTCCTGCAGGAGGCCCTTCATAGTCCCCAGCTT 
CCTCTTGACCCCGTCGGATGCGGGTGGGGCGGGCTCTGTGCAAATCAGTAGCTTTTTATATTCATGTATA 
TTAAGCTGGAAA?VAAAATGGAAGGACTTTGCTACTTGTAAAAATAACGTAATAAATAGATCTTAAACACA 

>GBEQ1217 | Acc | CD4 664 65 f Ver | CD4 664 65.1 GI : 31387733 } LeukoN2_4_D12 . bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4__D12_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 7 0 6 

ATCAAATACT GAAAGTT T TGGGGACTTCAGTTAGATCATCTTCAAAACAGAGGAAAT TATACCTATACCC 
TTCCTGCCTCAACAATATTTTGTGCCAACCAATGAGATCATTTTAGTAAAATGCTTCTTA2^GTTGAGCC 
T CAAGAAGAAGGCAAAGC AT GAAATATTAAGTTATT AT T TAT AT AT T TAT AT AT AT ATT TAT AAG TAT AT 
TGT TAAGATAATT ATAT TAT TAT AT T TATGGCAGT CCT TGTAATCTCTGAGTGTGACCAGGCAT TATCAA 
TCGCAGTAGACAGTGTTTTCCAGGCTGAGTGAGTTTGAGTGAGTTACGCTAAGGCACTTTGGTCCCAGTT 
GTACTTTTCCATTGCCATGAAGCTCTGTATTCTAGTACCTGAGAGCCCAGTAATTATGATAGTAAATTTA 
CATTAATTACGTTGTTTGTTTGAGCTGATAATTGGTCAAAATCTTTCACTCCTCTGCCTATAAACTTGCC 
ATGGCATTCTTGTGTCATTCAATTTCACCTGCTATCAAATACTACTAGCTAAAATGGAATGAACTTAACT 
TTGGCAACCATGGGACAACTGCTATCTAAACTTTCTTTTCTGGAACATAAGCAATGTTCCTTCTAGATTC 
TAAAAGT T GTG AT CAAACC ATAGTGT TACAATACTATCAACAATAACAT TAT CAAT CATAATTGAATAAA 
ACTTAC 

>GBEQ1218 j Acc j CD4 664 64) Ver 1CD4 66464.1 GI : 31387732 | LeukoN2_4_A06 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_A0 6_A0 2 4 3 f , mRNA 
sequence . : Start : 1 : Stop: 552, 

GGTGAGGCTCACTGTAGGTGACTATGGAGGCCACATCCCCACTTGGTACCTTCAAAGTTGATTGTCAGAG 
CCATAGGTCTGGCACTTCATTGGGTTGAGTGTGCAGGGCGATGTGGTCCAGAGAGTGAATTCACAGGGAC 
TGCATCATACAGGATGTGAAGGGATTAGAGACCAAACGCTTCACTAACAATGGGCACATGAGTACTCACT 
CTGTCAATGTGATGCATGATTAAGGAGCCAGAACCAATCCTCCTACTTTGAAGTTCTCTACAAGCCTAAA 
T TAACACC TAAAGAT TGT CTATGGAAT AACAAT TTGGGAGGACAGAAGCTAGATGAACT TAAGTGGTAT T 
TTTATTCACACTGTAGACTCCATCTCCAGGAA&GGGATATTTCGGCCCATGATCATGCATTGATGTCAAT 
GGATGTTCCTTTGTACTGATGGATACTGGGGAAAGGCTACTCTTCATTATCATCACTGTTATTGTTCACC 
ACGGTATCCACTCTACTCAGCATGTGGTTGTCAAGTTACATTTCTCAAATAAAATTATTAAT 

>GBEQ1219 1 Acc | CD4 664 62 1 Ver I CD4 66462.1 GI : 31387730 | LeukoN2_4_G10 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_G10_A024 3', mRNA 
sequence . : Start : 1 : Stop : 57 5 

ATTTGACTACAGCAGTCATAACAAACAAA.GATGTTCGAAAACGCCGGCAGGTACTCAAAGATCTGGTCAA 
AGTCAT T CAACAGGAGTCTTACACATATAAAGACCCAATTACAGAG T T TG T TGAATGCT TATACGT TAAC 
TTTGACTTTGATGGGGCTCAGAAAAAGCTGAGGGAATGTGAATCAGTGCTTGTGAATGACTTCTTCTTGG 
TGGCTTGTCTTGAGGATTTCATTGAAAACGCCCGTCTCTTCATATTTGAGACTTTCTGTCGCATCCACCA 
GT GTAT TAGCATTAACATGTTGGCAGACAAACTGAACATGACTCCAGAAGAAGCTGGAAGG TGGAT TGTA 
AATTTGATTAGAAATGCAAGACTGGATGCCA^GATTGATTCTAAATTAGGTCATGTGGTTATGGGTAACA 
ATGC AGT AT CACCCT ATCAGCAAGT GAT T GAAAAGACCAAAAGCCT T T CAT T TAGAAGCCAGATGTTGGC 
CATGAATATTGAGAAGAAACTTAACCAGAACAGTAGGTCTGAGGCTCCTAACTGGGCAACTCAGGACTCC 
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GGCTTTTACTGAAGA 

>GBEQ1220 | Acc | CD4 664 61 1 Ver | CD4 664 61 .1 GI : 31387729 I LeukoN2__4_A12 . bl_A024 Dnstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_A12_A02 4 3 f , mRNA 
sequence .: Start : 1 : Stop : 68 8 

AAAAAAAAAAGTAAACCTGGCAGCTATAGAATACACTATGTGCATTTATAATAGCTATTTTATATATTGT 
AGTGTCAACATTTTTAAATTAAATGTTTTACATTCACATGTGGTGGGGAGTCTTGTCATTAAGGTGTGTG 
TAATTTAGAGTCCAGTTTTTTCTCCTAACTAGACTGCGCTTGTTTTCATAGTAGTAAAATGCTTTGCGCA 
TTGTACCTTGCATAAGTCCTCATTCTACCACATGTTAGCTAACCCTCTAGCTGATAATGCAGACACTAAC 
GGGGGATT T TATT TAT AAGGGC T CTAGAATATAATACAAGTTATTTACACCAGCATCATC TGT TAG TAAT 
ATTCTGGATTAGTTAGTACAGCTTTTCTTTGTGTTGTGATTGGTCTCATAACTAGGTTGAGGTTTTGTCT 
ACCGAGAGGAGACGATACGTAAGTTCTTTTCCTTGTGGAGTTTGTATTATAGTAACCCTTGGAGTGAACT 
TGCTGTGGGGGAGGGGCAGACAGATCCAGGTTACTGAAACTTCCAGTTGAGATGGGGTGGAGTTAGGTTA 
CATCTGGTAAGCAGTCCTGGGAGAACCACATTATAGAGATGGCCTTCTAAGTGGTTTTAAAATTTATCCT 
ATTGAAGTTTTTAGGTCAATTATGTATGTTGACTAAATTTGCAAATAAACTTTTTTCC 

>GBEQ1221 | Acc | CD4 664 60 | Ver | CD4664 60 . 1 GI : 31387728 I LeukoN2_4_A07 . bl_A024 Dnstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_A07__A02 4 3', mRNA 
sequence. : Start : 1 : Stop : 626 

GCCAAAGAGATGCATGAAAGGAAGCGACAAAGGGAAGAAGAGATTGAAGCTCAAGAAAAAGCCAAACGGG 

AAAGGGAGTGGCAGAAAAACTTTGAGGAAAGTCGAGATGGTCGTGTGGTTACGGGCAGGAAGGCAGACTG 

TGAAAAAGGAACGATGGCTCCCCATCTTCTCCAAGTCAAGAACTTCCACATCCAGCTTGGAAGTCAGACT 

GCGCAGGTTCTCAAGACACCGGCGGTTTCTGCTTCAGACACCGCTCAGCCGCTTAAGGCCGGTTTCCGGT • 

AGATGCGACGATGATGCCCGCCACTCGTCCTTCTCTTGGAGATTTGAATCACTTTCCAGATCTCTTGCTG 

AAACTGAAATCAAGATTGAGAACGCCTTTCAGGCATTAACTAAACTTCTGCCTCGTAACTTTTGAGACAT 

TTCAAGGGAGCAACCTCCTGGTTCAGAGGTCTTACGTTTTGGGGACAATGACTTTTTGTCGTGATTGTGT 

TGGGTGTGGCTTTCTGCTCTTTGCGTTTCAGCCAGCCCTCCTTTCTCCTTAGGTTGTAAATATCCAGGGA 

GTCAGGTTATGTTCCCGCATTGCTGGAGAGTTTTGCCGGGTTATTGATCTTCTCCCGCTAATAAAT ' - 

>GBEQ1222 | Acc | CD4 66459 1 Ver | CD4 66459 . 1 GI : 31387727 j LeukoN2_4_B09 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__4_B09_A024 3 ? , mRNA 
sequence .: Start : 1 : Stop : 690 

TTCAGAATGCATTTTTGGAACTTGTGTAGTTAAAACCCAGCCCTTAATATTTTTGTCAAACAGTTTGATG 
TAAATCTTTTTGGATAGCACCACTTATGCATTAGGTTTTTTAAACAGGATTCCATGCCAATCTGGAATAC 
TTAGCAAATCTTTAATGCAGAAGAGGTTTTCCTGACCTGTTCAGGGACCACATGAGGTCTGGCCGGTTTG 
ACGCTTCCGCTTCAGAGGCCAAGAGGTCCTAAGTCCTTGTCCAGCGTCACTTGGCCCCCTTCCGCAGAGG 
GTTGTGCTTCTCTATTTGACGCTGTCGTCTAGGAAAACTGGAATCAGAGGTGGAAATGCTGCACCCCTTG 
GAAGTCTGCACTTCCCACTTCCCGTGCCGTTGACTTCAGAATCTAGGACTTCAGGTTTGGGACCTTTGTG 
CAACTGGCACTTTAGAGTTGAAAGCTGCGTCCCCACCATCCCTGAAATCTCATCTAGAAACAATCTTCAC 
TTGAAAAGGTACTTTTTAACTGCTCAGTTTTTGACTATTTTAAATAGTTTGCTGATAGAAAACTCCTGAT 
AACACTTGCTACATATCATGTTTTAATTGCTTGTACAGTTAACCTTTAATTTTATTTAGTAAAGTGTATC 
AAAT TAGGAC T TT T TGAAT TGTAAATAT GTGGT T TTAT TAAATAAAGGT CAAGTAAAAT T 

>GBEQ1223 | Acc | CD4 66455 | Ver | CD4 664 55 .1 GI : 31387723 | LeukoN2__4_A05 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_A05_A024 3', mRNA 
sequence. : Start : 1: Stop: 586 

TGCAATTGCAAATCAGCTGCGGTACCCAAATAGCCACACTCACTACTTCAGCTGTACCATGCTGTACCTT 
TTTGCAGAGGCCAATACTGAAGCTATCCAAGAACAGATTACAAGGGTTCTCTTGGAACGGTTGATTGTAA 
ATAGGCCACATCCTTGGGGTCTTCTTATTACCTTCATTGAGCTGATTAAAAATCCAGCGTTTAAGTTCTG 
GAACCACGAGTTTGTACATTGTGCCCCAGAAATTGAAAAGTTATTCCAATCGGTCGCACAATGCTGCATG 
GGACAGAAGCAGGCTCAGCAAGTAATGGAAGGGACAGGTGCCAGTTAGATGGAACTGCATCTCTGTTGTA 
AATGTGTCAGCCTGGAGGTCCTACCACGCCAGGGTTATAAACTGGCTGAAGAATCCTTTCAGCTCTTCCC 
GACTTTCCCAGCCCTTTGGTTCTCGGGTATCTGCCCCAATTACTGTTTGGGTCAGCTTCCTGTCTATGTG 
GGCACGTTCCAAAGTTTAAATGCATTTTTTGACTCTTGGCCAAAATTTAGAAGATGCTGTGAATATCATT 
TTGAAC T T GTGTAAAT AT AGAGAG AG 

>GBEQ1224 | Acc | CD466454 | Ver } CD4 66454 . 1 GI : 31387722 j LeukoN2_4_B07 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_B07__A024 3\ mRNA 
sequence . : Start : 1 : Stop : 638 

GCAGATGCTGAGAAGCAGAAACTTGAGGAGAAGTACAGGCAGGAGGACCAGAGGGAAAGAGAACTGAGGA 
CCCTTTTGTTACAGCAGAGCAACGTCTGACGGCAGTGGTGTCACTGCTGTTTAACTCTGCGAGCTGTTTC 
CACATCTGAGCTCGCTCCAAAAGCAAAGGTCGCTGTGGAAGCAAAACTGTGTGGATGCACTCTCAAAA&A 
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CCTCACAGGCTACAAACTTGATCTTTTCCTTTGATCTGGTGGCTAAACAAGCATTTCCATGTTTGAGAGG 
CTTCCTTTTAAATGCTTTGTCTGAAGCAAACTCTCAAAATTCAGATTTTCTAAAGTGGGGCTACATTTCG 
AAGAACTTGGTGTAGAGCAATTGAAAAAATGTCCTGCTGGATGGACAGACATTGATGCTGACATTGAAAG 
GAACGGCATTTCTATACAAGGATAGCAGGTGTTTGTTCAACTCAAGTATCAAAGATACTATGGTCAAGAC 
TTAAAATGTGGTTCAGTATTCATTAATATCATGGCTCTAAAACACACTCCTTTTCTTGTCAAAGAAAATG 
TTATATATAATGGTAGCTATCTGGTAACACCTAAGAAGGGACAGGAGGAATCTGTACTCATAAAATGTTA 

TATTCCAT 

>GBEQ1225 | Acc | CD4 66450 | Ver 1 CD4 664 50 . 1 GI : 31387718 1 LeukoN2_4__C08 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_C08_A024 3», mRNA 
sequence. : Start : 1 : Stop : 58 6 

CGACAGAGATGCCCACCAAATATCCATAATTAGAAGCTAGAATGAACAGCTCCGTGTAGAGCTTCCGTCT 
CATCCCAGCCTTTQTTTCCAGTGGGCTCAGACCCTCCCACTGCCTGCTGCTTCTCTTACACCCTGCGGAA 
GCTTCCTCGCAACTTTGTGGTGGATTATTACGAGACCAGCAGCCTCTGCTCCCAGCCAGCCGTGGTATTC 
CAAACCAAAAAGGGCAGACAAGTCTGCGCCAACCCCAGTGATGACTGGGTCCAGGAGTACATGGATGACC 
TGGAACTCAACTGAGCCGCCCCAGGTGCAGGGCAGGAGGTCTCCAGGGAAGGTCACCTGAGCCCGACACT 
TCTCAGAGAGACACACGCCCTCAGTGCTCACGACTTTTCTCAGTAGTCTCTCTTAACTGAGTCTTTATTA 
TGTGCTGTGTATATGTATTTGGTGTTATTTCCATTATTTATGTTTGCTTTGCCAAAGGACACATGTCCCC 
CATGGGGATGGTTCACCATCACTGTTTCTGTACTATTGCAGATACATGGATAATGCAGTTGATTCCATGT 
GTTTTCATAATAAAACTTTAAAAAAA 

>GBEQ122 6 J Acc | CD466442 | Ver | CD4 66442 . 1 GI : 31387710 | LeukoN2_4_G06 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_G0 6_A0 2 4 3', mRNA 
sequence . : Start : 1 : Stop : 64 6 

GCTCAAT CCAGACT CTAAAT TGGGAGAGCCAGT T TCCGAGAGT GTGGTGAAGAGGGAGAAGCTAGAAGAT 
AAGGACGGGCTAAAAGAAAAAGT T TGGACTGAAAGTTCAAGTGAT GACC T T CGCAACATGACT T GGAGAG 
GGGCAGACATCCTACGGGGCAGTCCATCATATACTCAAGCAAGCTTGGGGCTTCTGACGCCTGTGTCCGG 
CACCCAAGAGCAGACAAAGACCCTGAGGGATAGCCCCAATGTAGAAGCTGCCCATCTGGCACGACCTATT 
TATGGCTTGGCTGTGGAGACCAAGGGATTCCTGCAGGGGGTGCCAGCTGGCGGAGAGAAGTCCGGGGCCC 
TCACCCAGCAGTATCCTGCATCGGGAGAAAACAAGTCTAAGGATGAATCGCAGTCTCTGTTACGGTTCCT 
GCACGTTAGCTGCTGAGGTAGGAAATCTTCAGCCGGGGACCGCTTAACCGTGTTCTACAAATGAACAGTC 
AAATTCCTAACCATGGCATTTGTGATCCTGAAAGACTATCCTCTACTGAATTTTGAGAGCTTACAAAATT 
AAAAAAAATCTACGTCTATAAGATAAATAACTAAATATATACCTATATTAAAGAGTCTTGGGTCTTCTGT 

GAT T T TAG T AAAAT T T 

>GBEQ1227 | Acc | CD4 664 4 0 | Ver | CD4 664 40. 1 GI : 31387708 j LeukoN2_4_C04 .bl__A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_C04_A024 3', mRNA 
sequence. : Start :l:Stop: 540 

CAGCATAGATGGGACAAGATGGGCACTGGGTAGATGCCCCAGTGCCACCCTCCCAAGCATGAGACGGGAC 
AAGATGTGGAGAGACTCCTCCCCACTGTGGTGGACCCAGCTTCCCCATCTCGCCTGAGGCTGCCCATCTG 
TCAGACTCACTCTGTAACCTTGGGACTCTGGGGCTGGGCCTGCCTGCCGCTGGGCCATGGGAGCCTTCCC 
CAGCTGCCTCCTACTAGCAACCTCTCTGAGGAGCTGTCAACAGGTTAAGCAAATCTGAGGCTCCCACTGT 
CTGCACTCTGGTCCCCAGAGTTCATTGGCCAGAGGCCCCGAAACAGGAAGTACACAGGGGCACCGTGGCC 
ACTGTGAACCAACTGGCATCTTGCGCAATGGAGCCCAGGCCGGAGGTTGCACTACCCACCTCCACTGCTC 
AGTGTGGTCAAAAGAGAGGGTGACCACATCATGTACCGTTCCAACTGTGACACTTCTCAGTGTGAAGAGG 
GGGTGCTATTAAAAACTACATGGGCCACAGGTGCAAACCCTGTGGATGGA 

>GBEQ1228 | Acc | CD4 66437 | Ver 1 CD4 66437 .1 GI : 31387705 ! LeukoN2_4_E07 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4 JS07_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 612 

ATGGGAGCCGCGGCCTCAGTCCCCCATCCTCATCGTGGGCGTCATTGCTGGCCTGGGTCTCCTTGTTGCT 
GTGGTGGCTGGAGCTGTGATCTGGAGGAAGAAACACTCAGGTGGAAGAGCAGGGAGCTACGCTCAGGCTG 
CAAACAATGACAGTGCCCAGGGCTCTGATGTGTCTCTCATGGATCCTAAAGTGTGAGGCAGATACCTTAT 
GGGAGACCGAGTGATGCAAGATTTGTTCATACTTCTGCTTTGTGAATTCAAGATCCCCTGACTTCTCTTT 
CTACATTGGCATCTGAGTGTGTCTGGGTTCCTGTTAGCATAATGAGAGGAGGTGGAGAGACTGGCCCACC 
CCTGCCCTCCATGACCCTCTCCCCACACTGATCTATGTTCTTTCCCTGATCCACTTTCCTGTTCCAGCAG 
AGTCGGAGCTGGACTGTCTGCATCTCTGTATGAACTTGATGTTGTGCTGGGTACCGATGACCTGCTTCCT 
TATTGATAATATGAATCTGGATATGAATTTGTTTTTTCTAATTCTTGTGATAAGGGATTGATGTGTTAAT 
TAAAGGAGAAAT TTCCTAAAGTT TGAGAGAGGAAATAAATGGAAGCACT.GAG 

>GBEQ1229 1 Acc | CD4 66435 [ Ver | CD4 664 35 . 1 GI : 313 877 03 [ LeukoN2_4_Bll . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_Bll_A024 3 1 , mRNA 
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sequence. : Start : 1 : Stop: 716 

TTTGCTTTCCATCATGCTAACTTCCCACAGTACGTAATGGATGTGTTGATGGATCAGCACTTTACAGAAC 
CAACTCCGATTCAGTGCCAGGGGTTTCCCTTGGCTCTTAGTGGTCGAGATATGGTGGGCATTGCTCAGAC 
TGGCTCTGGGAAGACATTGGCGTATTTGCTGCTTGCTTCCTTTTTTCCACCAGAGATGTTGCAATCATAA 
AGTCTAAATAACAGCGTATTCCAAATCTCAAAAGCTATAGTGGCCTGAGCACAGCTGAGATCTAGCAGTT 
TTTCCTGTATAGCTCTGGAGTAACTCTTCTGCCTCTGTGTCTGTCACTTATGATTCAGGTTCTCTCTGCT 
TCAGAACATGAGCAGAAGAGT CCT CATCTGAT GCT AGT T T TT GCAGT CAT GGT GGAGACT CAT T TAGAAA 
AGATCTCAATGTTAAGCTATGGGGCTGCTACTCCCCAATCCCTCCCTAACAGTTCATTTTGTGGACTTCT 
CTAAAAGATGGCTGGCTGGGTGGTTGGTGGCTTTTGCTTGGGATCAGTGCTCTATTCATGTCTGCTGGTC 
TCTGAACACATTCCTGTTGTGTTAAGACTTGAAAGGTTTGTAGATGTGTGATGTTCAGGCACAGGATGCT 

AAGAGCTATGTTACTATTCTTAGTTTGTAAATTGTCCTTTTGATACCATCTTGTTTTCTTTTGTAGGTAT 
AAATAAAACACTGTTG 

>GBEQ1230 |AcciCD466426|Ver|CD466426.1 GI : 31387694 ) LeukoN2_4_D08 .bl_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 4 D08 A024 3', mRNA 

sequence. : Start : 1 : Stop: 587 ~* 

TCCTCAACACTCAGGAGAACATGGCCCTCAACCTGGCCAACATCAGCGGCCGGCTGTCGGGCATGGCCAA 

CGCTTTCCGCACGGTGTACCGGCTCAACGGCCTGCCCGGCTACTTCAAAGGCATGCGAGCGCGTGTCATC 

CACCAGATGCCCTCCACGGCCATCTCCTGGTCGGTCTATGAGTTTTTTAAGTACTTCCTCACCAAGCGCA 

AGCTGGAGAATCGAACTCCATACTAAAGGAACAGGCTGTGGGGAGCGATGCCCGAATCTTATTTTTAGAA 

GGCTTTCCCTGCCTGCTTCCATCCCTGCCCTCACACTGAGATTATTGTTGCACGGTGTTCGCAGGGTGGG 

CCTCCCGCCCGACGCCTTAGAGAGAGGAAAGGAGGGACAGCCGCTTACCGGGAGGCCAGGGGCAGTCCAC 

AGGGACATCCGAGGTGGTGGTAGGTGGGGAGAGACCTTGGAAGGGGAACGAGAAATTGCTTTTTCTCTTC 

GTCCCCCAAGAGGTATGTAGCATTTCTGCTTCACTGGAGCAGTTTCCTGCCCTGGAATTGTAGATCACAC 

AGAAGGGAAGAAAATGAGCAGTGACCG 

>GBEQ1231 | Acc | CD4 66422 | Ver | CD4 66422 .1 GI : 31387690 | LeukoN2_4__G05 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 4 G05 A024 3 1 , mRNA 
sequence. : Start : 1: Stop: 42 9 ~~ 
TAGTAAGCTTTCCCGGCAGAGCGCCACAGAGATCCCGCTGCCCATGCTGCCTCTGGCCGAGACAGAGAAG 
TTGATCCGCGAGAAAGACGAAGAGCTGCGCCGCATGCAAGAGATGCTGGAGAAGATGCAGGCCCAGATGC 
AGCAGAGCCACCCTCAGGGCGAGCAGTCGGACGCTCTCTGAGGTCCTGGCCGGGGCCCTGCTTTACCTCT 
GCTCCCCCTTCCGTTCGTCTCTTTTCCAATCCACAAACCCCTTCCCCCGCGCCCCAGCCTAGATTTGCCC 
TGGGTTCTTGGGCTAACGTGTTCTCCGGATCCCGGACTTTGTAGGCCCCCCTTTGGCTCCGCCCCCAATC 

CGCCCTCCGCCCATTTCAGGATTCCCTGACTCCCGCCGACTCCCGCGCCTTTTCATCCAAGCTGTGATTT 
CAATAAAAG 

>GBEQ1232. [Acc i CD4 66409 | Ver | CD4 664 09 . 1 GI : 31387677 | LeukoN2_4_D10 . bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 4 D10 A024 3', mRNA 

sequence. : Start: 1: Stop: 617 ~~ 

TACAGCCCCCAAGTCCCCTGGGGCCTGAGGGTTCAGTAGAGGAGTCTGAGGCCGAAGTCTCAGGTGAGGA 
AGAGGAAGAGGATGGGACCCTACGCCGCCGACCTGCCCCTCGCCGGCTTGGTGGGGCTACCAACCAAGGG 
GACCAGCGAATCCTGCGCAGCAGTGCCCCTCCCCACCTGGCTGGCCCTACCATTAGTCACAGAGGCCGCA 
AGGCCAAGACGTGAATGGGCTACCCCTCCACCTGGGCTTTCTACCATGGCCCCTCTCCCTCTACAACCAG 
GCCTQACTCTGTTAACCACTACTTGAAGTCTTTTGAGGAGGAAAGCCTCCAGGGAGACATAGGGGCCTTC 
TCCCTTCTTTCCACCAAAGTAGGGGGTAGGCAACTGGTTGTCATGAAAATGGGGCTCTTCACATATCCCC 
TTCCCTTCCACCCCACATGGCTGGGCAGTGTTAAGGGTGGCAAGATAGTCTCTGTCCCCACCCCCTTGTA 
CTTGATTCCCCAGACTATCTTTCACAAGCCNCCCAACGCTTAGGGGAAGGGAGAGGGGGCTTCGCTAAAA 
TGAGTTTTTTTTTCTTTTTTTTTTTTAAGAAGAAAAANATAATAAACTTAGTTTCTG 

>GBEQ1233 | Acc | CD4 66404 1 Ver | CD4 66404 .1 GI : 31387672 | LeukoN2_4_H12 . bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 4 H12 A024 3', mRNA 
sequence. :Start: 1 :Stop: 683 ~" 

CGCGCCCGGGGCCGCAGGCCGTGCCCCTGCAGCTGAGCGCGCACTGGCAGTGCGGGGCGGCCCTCACTCA 
GGTCTCGGTGGAGTACAGCTACCGGCCTGGAGCCACGGCCGTGCTCACGCCGCTCACCAACGTCCAGATC 
CTGCTGCCTGTGGGGGAGCCGGTGACCAACGTGCGCCTGCAGCCGGCCGCCACTTGGAACCTGGAGGAGA 
AGCGACTCCTATGGAAGCTTCCAGATGTGTCCGAGGCAGGGGGCTCTGGCTGCCTGTCTGCCAGCTGGGA 
GCCATGCTCGGGGCCCAGCACACCCAGCCCCGTGGCCGCTCAGTTCACCAGTGAGGGGGCCACTCTGTCG 
GGCGTGGACCTGGAGCTGGTGGGCAGCGGCTACCGCATGTCGCTGGTAAAGAGGAGGTTCGCCACAGGGA 
TGTACCTGGTGAGCTGCTGAGCCCACAGAGGCCCTGGCGGCTGCTCTGCGCTGTGTCCTGGTGCTCGCCC 
ACAGCTCCCTGCCCTCTGCGGACCCTGGGGCCCCTGACTCCGCCGACGCCCCGCCTCCCTGGAGAGGCGC 



744 



WO 2005/067649 



PCT/US2005/000517 



CCACGGCCAGCCTGGCTGGGCCTGAGATTCACTCCTGCTCACGCCAGCGCCCACACAGGTCCTTGGACTT 
TTATGTTCTTTGAATAAACACTTTATTTTCTAATAAAATAAACGACAAGCCTT 

>GBEQ1234 \ Acc | CD4 66402 | Ver | CD466402 .1 GI : 31387670 | LeukoN2_4 JE10 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_E10_A024 3 T , mRNA 
sequence .: Start : 1 : Stop : 290 

CACACACAACGGACAGATGAGCCGACAGACACACTTGGCCTGACTTCCTCCATCTCCCTGGCCTGCCCCC 
TGCCCCCCACCCCACACCAATGCCCCCTCCTTGCCCCGCAGGACGGGCCACAGGGGGTCCCCTCCTTTCA 
CCCCCTGCACCCCTGGGCTGGGGGAGCTGGTTTTGCCCTGCCCTCTTGCCCCGGGGTTGAGGTCTCATCC 
CCAAGAGCCCGCTGGTGCACCTGTTACTGTTGGACTTTCCACTGAGATCTACTGGATAAAGAATAAAGTT 
ATATTTTTCT 

>GBEQ1235 1 Acc | CD4 66398 | Ver | CD4 66398 .1 GI : 31387 666 | LeukoN2_4_E05 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_E05__A024 3', mRNA 
sequence .: Start : 1 : Stop: 4 86 

TCATCATGCACATCTTCAAGCACGCCCAGCCTGCCCTCCTGTACCTGGTCCCTGCCTGCATCGGCTTTCC 
CATCCTGGTGGCACTGGCCAAAGGAGAAGTGACAGAGATGTTCAGTTATGAGGAGTCAAGCCCTAAGGAT 
CCAGCGGCAGTGACAGAATCCAAAGAGGGAACAGAGGCCTCAGCATCAAAGGGGCTGGAGAAGAAGGAGA 
AATGATGCGGCTGCTGCC.TGACCCTCTGAGGGCCAGACCAGACAGGCAGGGATGGACCAGCACAGGCCTG 
CCTCCCTCTCCCCCTTCTCTGGCCTCCCTCTGCCCTCCCCATCCCCTGCAGGCAAAGGAAGCCCCCAACT 
TCGCCCACCCCCAGGTGCCAGGTGGGAAATGTGGGTCTGATTTTTAGATTTTTGTATTGTGGACTGACTT 
TGCCTCACATTAAAACTCATCCCCTTGCTCAGGCAGGCCACTGCGCTCCTGGAAGGGTTCTGCACC 

>GBEQ1236 1 Acc | CD4 66304 I Ver 1 CD4 66304 .1 GI : 31387572 I LeukoN2_3_F05 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_F05__A024 3 f , mRNA 
sequence. :Start:l: Stop: 571 

TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCTGAGAGAGAGAGAAAGACAATTCTTTCAGGTGGA 
TGTAGATGCTTTTGAGAAACTTGGCCTTTTTATTTTTTTGAAGAAAAAACGTTTTCTACTGAAAGTGTTA 
ACCTAGCCTAAAGGATCTGTTTTAAATCATAAATTGCGTGTGGGTTCTAAGAATAACATGTACATTTCTA 
CAATGACCTCAAGATGTCCTCCTTGTTCTACTCATTTATATCTTGTAGTTTACTATTTTACCTCTAGAAA 
TAGACT T AAAAGT AGTTTGT GTGTGAAT ATT TAACTACACGAAAGTTAGCAAAAT T AACAT T T GGAAACC 
TTCTATTCCATATGTTAGCATTTATTCCAACATCTTTTTAGCCTTATTTAGTCTAATTTAAAATTTTCAA 
GCAACCCTATCTTATCATCTTCACATGGTGTTTACAATTTTGCAACGTGGATTATTCTCTGTATAATATG 
TGAAATTCATTGCTTGATACTTTTGACCCAAAAATTATGTTTGTTACAGTTGAACTTAAATAAAGATCTT 
TAAACAAACCC 

>GBEQ1237 | Acc ) CD4 66303 1 Ver ] CD 4 66303 .1 GI : 31387571 1 LeukoN2_3_B04 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B0 4__A02 4 3', mRNA 
sequence . : Start : 1 : Stop : 54 9 

ATTAATGGCTGCTATTTGAACTATACCTTCTTCCTTCTGGCTGCCATTCAAGGAGCTACTCTCCTGCTTT 

TCCTTATCATTTCTGTGAGGTACGACCACCAGCGGTCCAGAGCAAACGGGCCACCTGCCAGCAGGAGGAC 

CTGACGCTGGAGGTGCAGTCTGGTCTTAGACGGTGACACACAGGGAGGTTCCTGGCCGGCAGGGCACTGA 

GAGCAGGCCGGACTGGGAGTGGCCATAAATGTCGGGCTTTCTGAAAACCTGCACGGCGGCTGGCTTGGTT 

TCTGCTTTTCTTCCGCCGATGAGCTGGGCAGTGCCTCGCTGGGACTCGTGCCCCGTCTGCTGGGCCCTCC . 

TGGCGCAGCGGTGCAGACGGACGGAAGATCTCTGCTCATCCTGCCGCTGGCGTCCCGGCAGAACCTAGAG 

GGAGATGGCAGTCTTGGGAGACTGCACTTCGGTCGGCTGGATCCCAGTGTTTTAAACAAATATGTTCATT 

TCCTTCCCACACACCGTATGATCTCACTTTTTTCCTTTTGATTAATAAACAACTACTTA 

>GBEQ1238 | Acc ] CD4 66302 | Ver | CD4 66302 .1 GI : 3138757 0 I LeukoN2_3_C06 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_C0 6_A02 4 3 1 , mRNA 
sequence .: Start : 1 : St op : 572 

GCCGTGGAGAGCACTGGGGCTGCCAAGGCAGAGGCGGAGTCCCGTGCGGAGGCAGCGCGCATCGAGGGAG 
AGGGCTCCGTGCTGCAGGCCAAGCTGAAGGCAGAGGCCCTGGCCATTGAGACGGAGGCTGAGCTCCAGCG 
GGTAAAGAAAGTACGAGAGCTAGAACTGATCTATGCCCGGGCCCAGCTGGAGCTAGAGGTGAGCAAGGCC 
CAGCAGCT GGC TGAGGT GGAGGCGAAGAAGT T CAAGCACAT GACGGAAGCCCTGGGCCCC AGCACCAT CA 
GGGACCTTGCTGTGGCAGGGCCAGAGATGCAGGTGAGACTGCTCCAGAGCCTGGGCCTGAAATCAACCCT 
CATCACCGATGGCTCCACTCCCATCAACCTCTTCAACACAGCCTTGGGTCTGCTGGGGCTAGGGTCTGAG 
GCCCAGCCTCCGGTCAAAAAGGCAGCCAAGGGGCCCGACCCCCAAGAAGGCCTGCCTCTCCAGTTCCGTG 
CCGCCCCTCAAGCTCTTGGAAGCAAGAGCATCATGCCTTAGCTCCATACTGTGCTGACAAATAAAACTCA 
CACTTCTGGGCA 

>GBEQ1239 } Acc ) CD4 66298 | Ver J CD4 66298 . 1 GI : 31387566 1 LeukoN2_3_A01 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_A01_A024 3', mRNA 
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sequence. : Start : 1 : Stop: 528 

G C AAG G T G T T G G ACC CT T AC T G AAG C AG AG AAG AT G AC C T T T G AAAC T C AG AAAAAG AAC C T T GAT AC AG 
AAAAT CAGT AT T T AAG AAT AT C T C T G G AG AAGG AAG AAAAAGCC T T AT CT TCAT T ACAG G AAG AG T T AAG 
GAAACTAAGGGAACAGATTAGGATAT TGGAAGATAAAGGGACAAGT ACAGAAT TAGT TAC AGAAAATC AG 
AAAC T T AAG C AGC AT T T GG AAGAAG AAAAG C T G AAAAC AC AT AG C T T C C T T AAT C AG AG G GAG AC T C T T T 
TGGCAGAAGCAAAGATGCTAAGGAGGGAACTGGAGAGAGAACGATTAGTAACCACGGCTTTAAGGGTGGA 
ACTCCAGCAGTTAAGCTCTAGTCAGTCATATGGCAACACAGACTCTCCTGATATATTGACTGAAAAAAAG 
GAAATAGAAAT CT T ACGAGAAAGACTCACTGAGT T GGAGCGGAAGCTAAACTT TGAACAGCAGCGT TC T G 
ATTTGT GGGAAAAACTGT AT AT GAGGC AAAAG AT C AAA 

>GBEQ1240 | Acc | CD466296 \ Ver | CD466296. 1 GI : 31387564 | LeukoN2_3_B0 5 . bl_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__3_B05__A024 3', mRNA 
sequence Start : 1 : Stop : 596 

CTGCAAGGGCGACCACTGGACCACCCGCTGCCCTTACAAGGACACGCTGGGGCCCATGCAGAAGGAGCTG 
GCCGAGCAGCTGGGCCTGTCCACGGGCGAGAAGGAGAAGCTGCCCGGAGAGCTGGAGCCGGTGCAAGCCA 
CCCAGAACAAGACAGGGAAGTACGTGCCACCGAGCCTGCGGGATGGGGCCAGCCGCCGCGGGGAGTCCAT 
GCAGCCCAACCGCAGAGCCGACGACAATGCCACCATCCGCGTCACTAATCTATCAGAGGACACTCGTGAG 
ACTGACCTACAGGAGCTCTTCCGGCCCTTCGGCTCCATCTCCCGCATCTACCTGGCGAAGGACAAGACCA 
CTGGCCAGTCCAAGGGCTTCGCCTTCATCAGCTTCCACCGCCGTGAGGACGCCGCGCGTGCCATCGCCGG 
GGTGTCTGGCTTCGGCTACGACCACCTCATCCTCAACGTGGAGTGGGCCAAGCCATCCACCAACTGAGCC 
AGCTGCCACGTCTGCTGCTGCTGGGCCCCGGGCGCCAGGACCCTGCGGTGACAGAGGTGGCTTCCCAGGG 
CAGGGGGCTCCAAGGGCAATAAAAGCTCCAGTCACC 

>GBEQ1241 1 Acc | CD466292 | Ver 1 CD4 66292 .1 GI : 31387560 | LeukoN2__3_C09 »bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__3_C09_A024 3', mRNA 
sequence Start : 1 : Stop : 68 6 

ACATGCTCACGCTGCGCACCAAGCTGTCCTCGCAGGAGATCCAGCAGTTCGCTGCACTGCTTCACGAATA 
CCGTGACGGGGCCTCGGTGCATGAGTTCTGCATCAACCTGCGGCAGCTCTACGGGGACAGCCGCAAGTTC 
CTGCTGCTGGGTCTGCGGCCCTTCATCCCTGAGAAGGACAGCCAGCACTTCGAGAATTTCCTGGAGACCA 
TCGGGGTGAAGGATGGCCGAGGTATCATCACGGACAGCTTTGGCAGGTACCGGCGGGCCATGAGCTCCAC 
CTCCACCTCCAATGGGAACAGGGCCGCAGGCAGCTCTGATGACCAGTCTGTGCCCTCAGAGGGGGACGAG 
TGGGACCGCATGATCTCAGACATCAGCAACGACATCGAGGCACTGGGCTGCAGCATGGACCAGGACTCTG 
CCTGACGACGCCGGGAGGGACCCCGCGCATCTGCCCTTCCTGTGCCGGGGCTGGGGCCAGCCGAAGGGCC 
CCAGGCACAGGTGGCCCTTTACTGTGAAGAACGCGCCCCAGTGAGGGGGCAGAAGGCTGCACCCTGCCGC 
CTGCCTGCGGCCCCACTTTGGGAGGGGCTCCCTCGGCCAGACCTCGGACAGCTGTCGATTTTGCACATGA 
CGTTCCTATTGAAATTCCCAGAGACCTTAAAAGAAGTTTACTGCAATGTGAATAAC 

>GBEQ1242 | Acc | CD466291 1 Ver | CD4 66291 .1 GI : 31387559 | LeukoN2_3_G02 *bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_G02_A024 3 1 , mRNA 
sequence. : Start: l:Stop: 419 

GAGATGTGCATGTTACTATCCGGAAGGTGTGAGCTGCAGTCCAGTTTAATGTCAGTTTTATAAATGGTCT 
TT TAGTGGACCAAGCAAATATAGGGTAAATAC T TGACCTAT T T T TTGGAAAAC T TAAAT T T GT GTAAAAT 
AT TTATT TGAAGGACTTACTTAGTAT GTAAAAAT GAT T ATCT TGCTATACCAGCCTACAGTT TTT TT T TT 
AATGTGAATTTTTTCTTTTTCATTTTTAACAGTAGAAAAGTGGAAGAGCAAGTTTGATATTTTTGTAAGG 
TAATTTATTTGGGGATTCAAGTTCCCTGTTGGACAATCATGACCTTTGCCCTTGCCTTTTTATATATAAG 
TCAGTCGTCTTTCACTTGTTCGGTGATTGTTAAGAAGATGTGCTAGAATGTAGATGCCTCGTCCAGCTG 

>GBEQ1243 | Acc 1 CD4 66282 | Ver | CD4 66282 . 1 GI:31387550| LeukoN2_3_F0 6 . bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_F06_A024 3', mRNA 
sequence .: Start : 1 : Stop : 694 

GAAGTAAT TTGAATATAAT TAGAT AT TTTCCGTAT TT CAAAAGAT T T T TCAGATGAAAACAAAAATAGGA 
GTTAAATGTCTAGGCTTCCATTCAAAATTATATGAATGGCTTGGGGTCTTTTGCACTGAGCAATTTTATT 
TCAGGCTTCCAGCTGTCCCTGTGAGTTATCCTGGACATTTTGATGGCTTTTTGGTAAGGCTAAACTCATA 
AGTAAAGCATGAGAATACT GACATATAC TAAACCATATGTGTAACTGAT ACT T GTACCGTGGAAT T T T TC 
ATTAGTTCCTCATTCTTCCAAAAAAAATAAGGGACTCTAAGTTATGTAGTAGCTTTTGTTTTTATATCTG 
ATTTCTCGACTCTCTTATGTGCCTCTTTATATAATAATTTCAGAGATTAAATTTTGCTTTAGACTGTGGT 
ACT TTGATTCGT TAGATTGACAGAACTGATACTAATAATAAGTT TAT CT T T GAAATACATCT GTGCGT AA 
AGCCAAAAACTGATAAAATTAATGGTTCACATGTTACTTGAGACTAACTTGGCATTTGAAATGATCATTT 
TATTTTACAATCATTTGCAATGAAACAGTGTTCCAGTTAGCTTTAAAAGGTATACGGTGCTAATTAGTAA 
AATAT TGAGGACAGTATTT TACTGCTAGCTTGCAAAAT TATAAGT GTT T AAAAG AAT AAAAT AT 

>GBEQ1244 | Acc | CD4 66279 1 Ver | CD466279 . 1 GI : 31387547 I LeukoN2_3_C02 ,bl_A024 Unstimulated 
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peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3 C02 A024 3», mRNA 

sequence. : Start :1: Stop: 343 ~~ *" 

TGAGACCACCCTGAGAAGAGGATGATCCTAAACAGAGCTCTGATTCTGGGGGCCCTCACCCTGACCACCA 

TGATGAGTGCCTGTGGAGGTGAAGACATTGTGGCTGACCACATTGGCTCCTATGGCATAACCATCTATGA 

GTTGTCTGGTCCCTCTGGCCAGTACAATTTTGAATTTGATGGAGATGAGACGTTCTACGTGGACTTGGAG 

AAGAAGGAGACCATCTGGAGGCTGCCTGAGTTTAGCAAGTTTGCACGTTTTGACCCACAGGGTGCAGTGG 

AAGGCATTGCTACCATAAAACACAACTTGGATATCATGATTAAATGCACCAATTCTACTCCTG 

>GBEQ1245 | Acc ) CD466275 | Ver I CD4 66275 . 1 GI : 31387543 | LeukoN 2_3_H 0 2 . b 1_A0 2 4 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 3 H02 A024 3 1 , mRNA 

sequence. : Start : 1 : Stop: 452 "~ 

ATGGGCCGCGTCCGCACCAAGACCGTGAAGAAGGCGGCCCGGGTCATCATCGAGAAGTACTACACGCGCC 

TGGGCAACGACTTCCACACCAACAAGCGCGTGTGCGAGGAGATCGCCATCATCCCCAGCAAGAAGCTCCG 

CAACAAGATCGCGGGCTATGTCACCCACCTGATGAAGCGCATCCAGCGCGGCCCCGTGAGAGGCATCTCT 

ATCAAGCTGCAGGAGGAGGAGCGCGAGCGGAGGGACAACTACGTGCCTGAGGTGTCAGCGCTGGATCAGG 

AGATCATTGAAGTGGATCCTGACACTAAGGAGATGCTGAAACTCTTGGACTTCGGCAGTCTCTCCAACCT 

GCAGGTCACTCAGCCCACAGTTGGGATGAATTTCAAAACACCACGTGGAGCCGTTTGAATCTTTCTGCTA 

TGCTGTAATATTTTCAATAACCCTCGGAAACC 

>GBEQ1246 j Acc j CD466265 1 Ver | CD466265 .1 GI : 31387533 1 LeukoN2_3__H10 ,bl_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_H10 A024 3 r , mRNA 

sequence. : Start :l:Stop: 585 ~ 

TTTTTTTTTTTTTTTTTTTTTAAAAACAAACAACCTCCACCTCCAGTGGCTGTGACTGGTCCCAGTGATT 

GTACCTTATTGGTCGCTGTGGGTCTGGGCGGGCCTGGAGCCAGAAGGCGACTACTGTTCCTCCCCCGAGC 

CACCCCAGGTGGGGAGGGAGGGAGGTTTCAGACTCCAGTTCCTCTCCCTTGCCCTCTTATTCCCAAACCT 

CCTTGGGCCCAGTAGAAGTGTTGGGGACCCTCTGCCAGCTTCCTGAGCTCTGCCTAAAGATGGCCACTGA 

GCACTGGTTAGGGACAAGGGGTGAACCGGTGGCCACCAGCCACGCCTAGGAGCTGGGACCCAAAAGCCAG 

GTATCCTCTGGCTGCAGGGTCCACTTCATGCCCTCCCAGCTCAGAGGGGCCACTGTTTCGCCTTGTGTAT 

CAGTGCAGTGCCTGTGCTAGAGGTGGAGAGGTGAGTCCTCCAGAGCTTGCTTTGGGCCCTCCCACCTGCT 

CTGGCTCCTCTGCTCCCACGCTCGCTGTACCTTTTCTTATTCTGGTGGATCCTCCCTCCCCTAATTAAAG 

TCTCTTCTTGCCCCTTTGGGGCTGC 

>GBEQ1247 } Acc ) CD4 662 63 | Ver | CD4 662 63 . 1 GI : 31387531 J LeukoN2_3_B01 .bl_A02 4 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3 B01 A024 3', mRNA 

sequence. : Start: 1: Stop: 619 — ~ 

AGGAAGAAACTTCAGGAAAAAT T TCTAAGGAAC TGAAAGATAAAGTAATGGAAAAACCAAAAGAGAGCCT 

GGATACTGCAGCAGTCAGTCAAATAGGCGTGAACAGGAGCCAGAGTCAAAGTAGTCCCAGTGTTAGCCCA 

AGTAGAAGCCATAGCCCTTCTGGAAGCCAAACCCGAAGCCACAGTAGCAGTGCCAGCTCTGCAGAAAGTC 

AGGACAGCAAGAAGAAGAAGAAGAAGAAGGAAAAGA71AAAACACAAGAAACATAAAAAACATAAGAAGCA 

TAAGAAGCATGCAGGCACTGAAGCTGCTTTTGAACCAGACTATAATGAAAGTGACAGTGAAAGCAATGTA 

T C T GTAAAAGAGGAAGAAACT TCAGGAAAAATT T CT AAGGAACTGAAAGATAAAGT AAT GGAAAAACCAA 

AAGAGAGCCTGGATACTGCAGCAGTCAGTCAAATAGGCGTGAACAGGAGCCAGAGTCAAAGTAGTCCCAG 

TGTTAGCCCAAGTAGAAGCCATAGCCCTTCTGGAAGCCAAACCCGAAGCCACAGTAGCAGTGCCAGCTCT 

GCAGAAAGTCAGGACAGCAAGAAGAAGAAGAAGAAGAAGGAAAAGAAAAAACACAAGAA 

>GBEQ1248 | Acc 1 CD4 66255 | Ver } CD466255 . 1 GI : 31387523 | LeukoN2_3_Bll . bl_A02 4 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 3 Bll A024 3\ mRNA 

sequence. : Start : 1: Stop: 589 " ~" 

TTGGAGAAGATGGGCGGCTTGCATATGAACAGTTGGACAAATTTCCTCGAGACTGTGTTAAAGTTGGAGG 

TCGTCATGGAACTGAAGTTGCCACGGCCTTTTAATTACAAGTTAACTTTGCCTAACGGCTGACTTAATAA 

ATGGCCCTTTTAATCAAGATGGTGCTGTGATTTAGCTGGAATGTGTTTCAAACTTGAAGAGTTTTGTTGA 

GGTTGTCCGGAAATTTAATGTGTTATCAAAAGAATTCAAAATCCAGTTTCCCAGTACGTATCCACTTTTT 

TGGCCAACAGAATAGGGCTATGTATAAT TCAGTAGAT TACAT TGTTGGT TGCT T T TGACAATAGTAAGAG 

TCCATTTTATTTAATATGTATGGGATTTTAAAACAGCCATTTTTGTACTTTTTGGGAAGATTTTTTATAA 

GCTCAAAATAGTCATGTGATAGCTTGATAAATATCATACGCCTTGCAGTTTTTTTTTGTCATGTTTTCAG 

GGTTGAGTGGCCCCCTTAGCTACCTAATTTTATGTTAAACGCAAAGCCCAAAAAAGAATTTTTTTGAATA 

AAAGTTTGCCTGCAGAACCTGGTAAAATG 

>GBEQ1249 | Acc [ CD4 6624 9 | Ver | CD466249 . 1 GI : 31387517 1 LeukoN2_3_Ell . bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 3 Ell A024 3', mRNA 
sequence. : Start :1: Stop: 699 ~ 
ACGGAGGCACGGTGGCCGAGAAACTGGACTGGGCCCGCGAGAGGCTGGAGCAGCAGGTCCCTGTGAACCA 
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GGTGTTTGGGCAGGACGAGATGATTGATGTCATTGGCGTGACCAAGGGCAAAGGATACAAAGGGGTCACC 
AGCCGCTGGCACACCAAGAAGCTGCCCCGCAAGACCCACCGAGGGCTGCGCAAGGTTGCCTGCATTGGGG 
CCTGGCATCCCGCCCGAGTGGCCTTCTCCGTGGCGCGGGCCGGGCAGAAGGGCTACCATCACCGCACGGA 
GATCAACAAGAAGATCTACAAGATTGGCCAGGGCTACCTCATCAAGGACGGCAAGCTGATCAAGAACAAT 
GCCTCCACTGATTACGACCTGTCTGACAAGAGCATCAACCCTCTGGGTGGCTTTGTCCACTACGGTGAAG 
TGACCAACGACTTTGTCATGCTGAAAGGCTGTGTGGTGGGAACCAAGAAGCGAGTGCTGACCCTTCGCAA 
GTCCCTGCTGGTGCAGACGAAGCGGCGGGCCCTGGAGAAGGTTGACCTCAAGTTCATCGACACCACCTCC 
AAGTTTGGCCATGGCCGCTTCCAGACTGTGGAGGAGAAGAAAGCATTCATGGGACCACTTAAGAAAGACC 
GAATTGCAAAGGAGGAAGGAGCTTGATGCCAGCAGCAGATCGTGCAGCTGGTGGGGTCCCAATAAAGAG 

>GBEQ1250 j Acc | CD4 6624 4 | Ver | CD4 6624 4 .1 GI : 31387512 | LeukoN2_3_A0 9 . b 1_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_A09_A024 3', mRNA 
sequence. : Start : 1 : Stop: 127 

CCATTTACTGTAAATATTGGTTCCTCTGAGTTTTAGAAAATTAGCGCAATGTATTAAAATCAAGTGTTAG 
GAAATTTCATGGCCTCGCGTACAGTAACTTTTATTTTGGAATTGAACTATTATTAAA 

>GBEQ1251 1 Acc | CD4 66242 | Ver 1 CD4 66242 .1 GI : 31387510 | LeukoN2_3_Cll .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_Cll_A024 3', mRNA 
sequence. : Start: l:Stop: 662 

GTCCCCAGCTGACCCGTCCCCTCCCTCTGGCCCCCTCAGGGACCCTGACAGCGTGGTCCTGTGCCTCCTG 
GCCATTGACGAGGAGGAGGAGGATGACATCGCCCTGCAGATACACTTCACGCTCATCCAGTCCTTTTGCT 
GCGACAACGACATTAACATCGTGCGGGTGTCAGGCATGCAGCGCCTGGCACAGCTGCTGGGCGAGCCGGC 
GGAGACCCAGGGTACCACCGAGGCGCGGGACCTGCACTGCCTCCTGGTCACGGTGAGCTGGGCGTCCGCG 
GTCCTGCCCCGCCCCACCGACCCGGCACCTGGGCCGTGTTTGTCAACAAAGTTGGTCTCGCACCAGCTCA 
GCACTCAGCCATGCTTGGCATGTCCCGTGGGCAGCCGGGCCTGGGCCTCGGTCACCCAGCGAGCTATTTT 
GAGCCAGCCTGTTTTCCCCAAACGAGCTCTGGGAGAGGGAGGCTCCCCGCCCACTCCTGGGGCTCCCGCT 
GAACCCCGTCTTCTCTCTCCTCCCGCAGAACCCTCATACAGACGCCTGGAAAAGCCACGGCCTGGTGGAG 
GTAGCTAGTTACTGCGAAGAGAGCCGCGGAAACAACCAATGGGTCCCCTACATCTCTCTCCAGGAGCGCT 
GAGACCCCGCCCGGCATCACAACGTGTCGAGT 

>GBEQ1252 | Acc | CD4 66240 | Ver | CD4 66240 . 1 GI : 31387508 1 LeukoN2_3__B0 8 .bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B08_A024 3', mRNA 
sequence . : Start : 1 : Stop : 5 68 

ACGCCGTGGGTGAAGGGCAGCGTGCCTCCCCCCCTGGACCAGTACGTGAAGTTCGACGCGGTGAGCGGGG 
ACTACTACCCCATCATCTACTTCAACGACTACTGGAACCTGCAGAAGGACTACTACCCCATCAACGAGAG 
CCTGGCCAGCCTGCCGCTGCGCGTCTCCTTCTGCCCGCTCTCCCTCTGGCGCTGGCAGCTTTACGCCGCC 
ACCCTGGCCCCCTCGCCTCCCTGCCGTCGCCCTTTCCCTGGACAGATGGGGCCGGGGGTGGGAGGCCCCC 
ACGGGCCAGGGCCCAGTGTGGTGTGGGGGCCGGGCAGCCCAGGGCACGTTGTTCGTGGAGGCGCCGTCTG 
TCCGTCTGTTCCTCTGTGTTTCTAGCCATCTCGCCCCGCCAGCCCAGCACCATCGGGAATCATGGTGAAG 
CCGACGTGGCGCTGCCGAGGGGGGCCAGGTGGGGGCGGGGCCGGGGCCCCTCGGTGGGACACCCACGGCA 
TCCATCATCTTGTCCCCCGTCCCGGCCCACGCCCTCCACCGCCCTTTAACACAGTCTGGATTTAATAAAT 
TCATATGG 

>GBEQ1253 | Acc | CD4 66236 | Ver 1 CD4 66236 . 1 GI : 31387504 | LeukoN2_3_G03 . bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_G03_A024 3 f , mRNA 
sequence. : Start : 1: Stop: 508 

TGGGGCACAATCCCTTGGTGCCTTTCGCCACAGCTATTTGCATCTGGCTGAAAACCGTTTCAGCCGCTGG 
GTGCCTCACGCCCCAGCCATCCAGACGTTCCATCACCTGAAGTGGACCTGTTGGGACCGCCTGAAGGTGC 
CTGCTGGGCAGCCTGAGAGAAACCTGGAGTCATTACTGGCCCATCTCCAGGAACAACATGGGCTGAGGGT 
GAGGATGCTGCTGTACGGCCGGGCCCCTCTCTACTCAGCTGCATGGCCGCCTGAAAAGCAGGCCCAGCAC 
TTGTCTCTCAGGGTGACGGAACTGGTGCAGCGGGTGACAGGCCAAGTGCCTCTGCCTGGGCAGCGGGTGC 
TGGTACTGGAGCTCAGCTGTGAGGGTGAGGAGGAGGACACTATCTTTCCACCCCTGCACTACGAGCTGTG 
ATAAGCAGCAGCCTCACCACCCAGCTCTGTCAAGCCCTGCATCCTGAGTCCACAGTAAACGCTCAATAAA 
TGCTTGTTGAAAAAAGGG 

>GBEQ1254 j Acc I CD4 66145 | Ver | CD4 66145 . 1 GI : 31387413 | LeukoN2_2_F07 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_F07_A024 3', mRNA 
sequence . : Start : 1 : Stop : 5 92 

GAGGATAAGCGAGTGAGGTTACAACCTGAGTGCAAAAAACGCCTTAATGACCGGATTGAAATGTGGAGTT 
ATGCAGCGAAGGTAGCCCCAGCGGATGGCTTCTCTGACCTCGCCATGCAAGTGATGACATCTCCGTCAAA 
GAACTACATTCTCTCTGTGATCAGCGGGAGCATCTGTATATTGTTCCTGATTGGCCTGATGTGTGGACGT 
ATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGTAGAGCCACCTTGACCACCAAAGGAACTACCTGT 
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CCAGTGCCCAGTCTGTACAGCCCTCCTGTATAGTGTACCCACTCACCTCGTTCTTCTAAGAGGTGACACC 
AACACTCATGTTAGAGCAGCAGCAGGTATCCACTGCGTTGTCCCATCTCAGACTTCGCCCCTGTCCATGG 
TGTCCTCCTCCTCCTCGACCATTTGTGCAGCATCAGCAGCTGGCCACTTTGGTTATTGCCTTTGTTGGCA 
AACTTGGATTTACCTGCCCGTAGACAAGTCTCTCTCATACCAATGGAATTACCAATACTTCCAGAACCAA 
CTCACCCGACCTGCAACTCAAATGATTTTTTT 

>GBEQ1255 ) Acc | CD4 66138 | Ver | CD4 66138 . 1 GI : 31387406 | LeukoN2_2_C0 6 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_C06_A024 3", mRNA 
sequence. : Start : 1 : Stop: 574 

GAGGTCCACATGCTGGACATTGAGAGTTTCTCCTTCCTCAACCGGGCCCTGGAGAGTGACATGGCGCCTG 
TCCTCATCATGGCCACCAACCGCGGCATCACCCGGATCCGGGGCACCAGCTACCAGAGCCCCCACGGCAT 
CCCCATCGACCTGCTGGACCGCCTGCTCATCGTCTCCACCTCTCCCTACAGCGAGAAGGACACGAAACAG 
ATCCTCCGCATCCGGTGTGAGGAGGAGGATGTGGAGATGAGCGAGGACGCCTACACAGTGCTGACCCGCA 
TCGGGCTGGAGACCTCGCTGCGCTACGCTATCCAGCTCATCACGGCCGCCAGCCTGGTGTGCCGGAAACG 
CAAGGGCACAGAGGTGCAGGTCGACGACATCAAGCGAGTCTACTCGCTCTTTCTGGACGAGTCGCGCTCC 
ACGCAGTACATGAAGGAGTACCAGGATGCCTCCCTCTTCAACGAGCTCAAAGGCGAAACCATGGACACCT 
CCTGAGCTGACGCCACCCTCGCCCCACATCCCCCGTTTTCTACTAGAGTTCTGACACTGTGACTTTGTAT 
AAAATGGTTCTGAA 

>GBEQ1256 | Acc 1 CD4 66136 | Ver I CD4 66136 . 1 GI : 31387404 | LeukoN2_2_Fl0 .bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_F10__A024 3 1 , mRNA 
sequence. : Start : 1 : Stop : 285 

T T T CTGCATAATATAGAATAT AAAGATAAGTTAACGT ACTAACAT T T TT CCT T TGGAGAAAGT T T TAAT C 
CCCT TGAGGATGCATAT TAT CAAGAT TCTT TCATAT ACAGGATAGCCTAATTT TAT T TGT T TAAATAT GC 
TTAATATGCCCCAGATTGCAAATGCATCAGTCAGTAATATCCCTGTTTGTATGTGGAAGACATGTTCCCA 
TGGGTCATATGTGAAGATGTCAATAAGCTTGCATTAAGCCCCCTGCTTTGTAAGTGGATTGATTAATAAA 
TAACT 

>GBEQ1257 | Acc | CD4 66131 1 Ver I CD4 66131 .1 GI : 31387399 | LeukoN2_2__Bl2 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_B12_A024 3 1 , mRNA 
.sequence. : Start : 1 : Stop: 7 86 

CAACCGAGAGTGGTGATGAGGTTCCTGTGGAATTATATACTGCGTTTCAGCATACCCCAACATCGATTAC 
TTTAACTGCTTCAAGAGTTTCCAAGGTTAATGATAAAAGAAGGAAAAAAAGTGGCGAGAAAGAACAAAAC 
ATTGCAAATTTTGGATGGGAGACAAAAATCAAAGCATGGATGGATCGATATGAAGAAGCAAATAATAACC 
AATACAGTGAGGGTGTTCAAAGGGAGGCACAAAGACTAGCTCTGAGATTAGGCAATGGAAATGACAAAAA 
AGAGATAAATAAATCAGATTTGAATACCAACAATTTGCTCTTCAAACCTCCTGTAGAGAGCTATATACAA 
AAAAATAAGAAAATCCTGAAATCTGCAAAAGATCTGCCTCCTGATGCACTTATCATTGAATACAGAGGGA 
AGT T TATGCTCAGAGAACAGT T TGAAGCAAATGGGTAT T TCT T TAAGAGACCATACCCT T T T GTT T TATT 
CTATTCTAAATTTCACGGGCTAGAAATGTGTGTTGATGCAAGGACTTTTGGGAATGAGGCTCGGTTCATC 
AGACGT TCT T GTACACCCAAT GCAGAGGTGAGGC AT GAAATT GAAGATGGAACCATAC AT C T T TACAT T T 
ATTCTATACAAAGTATTCCAAAGGGAACTGAAATTACTATTGCCTTTGATTTTGACTATGGGAATTGTAA 
GTACAAGGTGGATTGTGCATGCCTCAAAGAAAACCCAGAGTGCCCTGTACTAAAACGTAGTTCTGAATCC 
AC GG AAAAC AT C AAT A 

>GBEQ1258 | Acc | CD4 66117 | Ver 1 CD4 66117 .1 GI : 31387385 | LeukoN2__2_C05 .t>l_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__2_C05_A024 3'/ mRNA 
sequence. : Start : 1 : Stop: 512 

TGAGGTCACCCTGAGGTGCTGGGCCCTGGGCTTCTACCCTGCCTGAGCCCGTCACCCGGAGATGGGAGCC 
GCCTCCTCAGTCCATCATCCTCATCGTGGGCGTCCTTGCTGGCCTGGTTCTCCTTGGAGCTGTGGTGGCT 
GGAGCTGTGATTTGGAGGAAGAAGCGCTCAGGTGAAAAAAGAGGGATTTACGTGCAGCTGGCATCTGAAT 
TTGTCTGTGTTCCTATTAGCATAATGAGAGGAGCTGGGGAAATTGACCCACCCCTGCCTTCCACGACCCG 
CTCCGCACACTGATCTTTGTGCTTTCCCTGATGAAATGTCCTGTTGCAGCAGAGGTGGGGCTGGGCCAGC 
TCCCTCCCTGTCTTAACTTCCTGTTGCACTCACTAGTGATCATTTGCTTCCTTACTGAAAATATGAATCC 
AGATATGAGTTTTTTTCTAATTCTTGTTGTAAGGGATGTGTTAATTAAAGAAGAAGATTCCTAAAGTTTG 
AGAGT GGAAAT AAAT GGAAGCA 

>GBEQ1259 | Acc | CD466107 | Ver | CD466107 .1 GI : 31387375 | LeukoN2_2_A04 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_A04_A024 3', mRNA 
sequence . : Start : 1 : Stop : 537 

TAGCAGCAGACGGACCACCAGCTGATGGGTCAGATCNTGAGGTCCAAGTGGACTAGAAGCCCCCTGTGCA 
GAGAAGGGAGTGGGTGAGGGGCTTTGTCAGTCCTCGGACGATGTGAACACTGGCGACATCCATGGGACCC 
CCTGAGTGTGATCTTGTGTCTTAAGATAACGGTTCACTTTGAACAAGAGGAAGAGCCCTCTGGACTGCCC 
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TGTGTGTCCAGGGCGGATGGCCGAGAGAGGCTGCTGGGCTGTGCACTGGCTCGGGGGGAGTGGGGGTCAC 
TCAGCTTTGGGAAAGGAAGGGCTAGGGTGGTGACCATCACAAAGCAGGGCTGGGCCTGGGGTGCGGGGTG 
GATGCGGTCAGAACTGCCCGCTGTCCTGGAAACCGAGGGCCTGCCGACTAACCGCGTTTACACAACGTGA 
GGGTTGAACCCCAATCATAATGTCTGTATGCTGCCTTTCCCGGTCGGACCCCGAGCCCCCGGGCCGCAGG 
AAAGCGTGGCCGGCCTCTTGCACTGCTTCGTCTCCAAAATAAACTAC 

>GBEQ12 60 | Acc | CD4 66106 | Ver | CD4 66106 . 1 GI : 31387374 | LeukoN2_2__B06 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_JB 0 6_A0 2 4 3", mRNA 
sequence . : Start : 1 : Stop : 5 97 

CATCCTCGATTGGCATGTGGCAAATTCGGACAAGAAATCGTGCGAGCCCCTGGAGGACCCCGGAGTGAAG 
AGCGTCACCAAGATCTACATCTAGTACAAGAAGTTTGGTTACAAGACCATCGTCATGGGCGCCTCCTTCC 
GCAACACGGGGGAGATCAAAGCGCTGGCAGGCTGCGACTTCCTCACCATCTCGCCCAAGCTTCTGGGCGA 
GCTGCTCAAGGACAGCACCAAGCTGGCGCCCGTGCTCTCAGCCAAGGCGGCCCAGGCCAGCAACCTGGAG 
AAGATCCTCCTGGACGAGAAGGCCTTCCGCTGGCTGCACAACGAGGACCAGATGGCCGTGGAGAAGCTCT 
CGGACGGGATCCGGAAGTTTGCTGCAGACGCCGTGAAGCTGGAGCGGATGCTGACGGAACGGATGTTCAG 
CGCAGAGAATGGAAAGTAGTGTGGCGCCTGAGGCTGGACCGCAGACCGTCCTGTCTGTGAATTGGGGTCT 
GATTGCACATCCCTTGCAATGAATCTTGCATTTTTTACCAATTGGAGCAGGGACGGATCATAGATTTCTG 
ATTTTATGTAAAATTTTGCCTAATGCATTAAAGCTGT 

>GBEQ12 61 | Acc | CD4 66103 | Ver 1 CD4 66103 .1 GI : 31387371 ) LeukoN2_2_D04 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_D0 4__A02 4 3 % , mRNA 
sequence .: St art : 1 : St op : 5 62 

CAGAGGCCTTCCCAGCTCATCCACTCAGGAATTCGCGCTTCTCGTTTCTGCCTGTCCTTGGTCTCTCTCA 
CTGTTTTATCTTCCTCCTGACACTCCCCACCTTCCCCCCATTTGCCATCTTCATCCTCTGTTCCCTACTG 
AGATCACCTTTTAATTTACACTCACCATCTCATTTGCTTTTCGGGACACCCTGTAAGATAGACCCTGTAA 
GATAGGCAAAGTTAATATCCCTCTACAAACAAGGTTGAGAGAAGCACAGTCCACTGGCCACGCAGCTAAC 
ACTGTCCACCTTTGTATCCTCAGGTATGAGGACAATTACATTTTAGTTTTACTTTGTGTCATTGCAGAAT 
GTTGAATCTTTCTGTCCAAGCCATGATTTTGCTGATAAATACATTGATGGTCTGATCAGTTATTAAACGC 
TGCTTTTGGTCCTGGAGTTGATTGCAAGGTTTTCATGAATCCAAATGGACTCCAGACATCATAGACTGAT 
TAAATCTTGTGTTTCCTACATGTATGTTTTCAAATGTGTGTAGATGCTATTGTTATTGATAAAGTTACCA 
AT 

>GBEQ1262 j Acc ) CD4 66100 | Ver | CD4 66100 .1 GI : 31387368 | LeukoN2__2_B08 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_B08__A024 3 9 , mRNA 
sequence. : Start: l:St op; 617 

TCCCCAGGAGCCCCGCTTCCCACTTCTGTCCAGCCTTGCCGGTATCCAGCAGAATCTGCCCATGCCGGCA 
CAGAGGTCTCCTGCGGAAACCCACGAGCTGAGGGAAGCTCTCCTGAAGATCTTCCCCGACTCGGAGCAGA 
GACTGAAGATCGACCAGATCCTGGCGGCCCATCCCTACATGAAAGACCTGAACGCGCTCTCTGCCCTGGT 
GCTGGATTGAAGGCCGTCGGGGGCCGGCGCCCAGGGCTCAAGAGCGCACCCAAGCTCATGTCTGCACACG 
GCAGCAGGAGGTGACATAATGTGAAGAAATCCATTTCCCAGCGGAAATGCTGTTGTAGTATATAGAGGAA 
AAACGAACAGGTGTTTTGTGTATAAAAAATCTGGGTTTTCAAAACCAGCTTTTTTCTATATATAAATTAT 
GCTGCTATTACAGATTTAACATTTTCTGTAAAAGGAAAGTCTACATTTTCTGCCTGTTCAGAACTGTTTA 
ATAGCAGTTACTCTTGAGTGTATTTACATTTTTATGTTTTTTAAACTATTTTCCTTAAAGCTGAAAATAT 
TGACAAATGGATATGACTCGCCTTTCTAAATAAAAAAAGAGTTGCTTTCTTAGCGAA 

>GBEQ1263 | Acc | CD466099 | Ver | CD466099. 1 GI : 31387367 | LeukoN2_2_G10 .bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__2_G 1 0__A0 2 4 3' 7 mRNA 
sequence .: Start : 1 : Stop : 690 

CCAGCGTAGGGGGCCCTGCATCATCTATAATGAGGACAATGGTATCATCAAGGCCTTCAGAAACATCCCT 
GGAATTACTCTGCTTAATGTAAGCAAACTGAACATTTTGAAACTTGCTCCTGGTGGGCACGTGGGACGTT 
TTTGCATTTGGACTGAAAGCGCTTTCCGCAAGTTAGATGATCTTTATGGCACTTGGCGTAAAGCTGCTTC 
CCTCAAGAGTAACTACAACCTTCCCATGCACAAGATGCTCAATACAGACCTTAGCCGAATATTGAAGAGC 
CCAGAGATCCAAAGAGCCCTCCGAGCACCACGCAAGAAGATTCATCGCAGGGTCCTGAAGAAGAATCCAC 
TGAAAAACCTGAGAATCATGTTGAAGCTAAACCCGTATGCGAAGACCATGCGCAGGAACACCATTCTTCG 
CCAGGCCAAGAATCACAAACTCCGGGTGGATAAGGCAGCAGCAGCACTAGAAGCCAAATCAGATGAGAAG 
GGGGTTCCAGGCAAGAAGCCTGTGGTAGGGAAAAAAGGCTGCAGCTACTAAGAAGCCAGCAGCTGAGAAG 
AAGCCTGCAGAAAAGAAACCCGCTGCAGAAGAAAAGAAGCCTGCTGCGTAAACTTGTTTGTTTATTTCAT 
AAAGGTCACAT CATTTTGGACAGCTCCCT T TGAAT AAAGACCTGATCAAAGAGACAGAGA 

>GBEQ12 64 | Acc | CD4 66098 | Ver | CD466098 .1 GI : 31387366 1 LeukoN2_2_H12 . bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_H12_A024 3', mRNA 
sequence . : Start : 1 : Stop : 38 6 
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GGGAGGGACCAAGCCAGGCTGGATGGGTCACTCTCAGCTCGCGCCAGTGTTGCCTTGTTTGAGAGTGGCT 
CTTGCATAGTTCGGTTAAACGGAGAC.TTGAGGTCTCTGTTATGGGGGGCACCCCACCTCGACTGGAGGTG 
GGTGGTGGGTGCCGGCTGAGCCCAGGACAGGCTTGGGCAGCCCCCCTCCCTCCCCGAGCCAGGCTTTTCG 
TTGCTCTGTGACGTCCAGGGTGGCCTGAGGCCTGCACCAGGCAAAACCAGAACCCTGTTTCCAGGCTGGA 
AGAGCCCAGCATGCTTGAGCCGAATCAGATGTTGATAGTTCTTCAGGCATTTTTACCACAATATTGGAAT 
T GAACACAT T GGCCAAATAAAGT TGAAAT TT T T CTC 

>GBEQ1265 | Acc | CD4 66092 | Ver j CD466092 .1 GI : 31387360 | LeukoN2_2_E02 . bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_E02_A024 3 ? , mRNA 
sequence . : Start : 1 : Stop : 38 4 

CAGATGGAAAATTCATTTTTAAAATTCCCGTTCTGTCAGTTTCTCTGATAAAAGACGGCCATATCACCCA 
TTTTCGGCCCCTCATATTCCCAGTTCCCCCCTCCCCAGAGCTGGGCTAAGTAAATAGGAATTTGGTTTCA 
TGCCTCAGGCACTTAGACACTTCAGAAGGTGGCATAACCTGCCTCACCTGGACTGCAGGGTCTGGCTCTA 
GTTCACAGTGCTCTTTCTCCTTACTGTATNCAGGTTCCCCTCCCCCCCACCGCCCCAGAGGAGCCACCAG 
TTCTCTTGGTTGGCCCTCAGTTTCTCTCTTCTCTCCAGCTGACTA7VAACTTTTTTTCTGTACCAGTTAAT 
TTTTCCAACTACTAATAGAATAAAGGCAGTTTCT 

>GBEQ1266 | Acc | CD4 66086 } Ver [ CD4 66086 . 1 GI : 31387354 | LeukoN2_2_B07 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_B07_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 672 

ctttttgctaccagatttgcagtaattctaatcagaagtgctaaaatgtgtttgtgcttaatttattagt 
tttgtaaatccaaattttagatggtaattttatactggtgaagtacacctgcatgctggataaaatagag 
gcatatatattc t aaaat t t gt tgaagaaatgagtaaaagt ac t tt gt t t t tatt t taggtatggat att 
aaaatccttcatctaagtattgtgttacttatgtatcagtgctgttttgaaagcaaaatgttgagtgtaa 
catttaaaatgacattgttgtcttttgVagttccagctcaaccaagataaaatgaatttttccacgctga 
gaaacatccagggtctatttgctccactgaaattgcaaatggaattcaaggccgtacagcaggttcagcg 
tctaccgtttcttccaagctcaaatctttcactggatattttgaggggtaatgatgagactattggattt 
gaagatat t c ttaatgacccggcacagagtgaactaatgggagaaccacact t gat ggt ggaatat aaac 
tcggtttactgtaacgcagcgtgtgccgttcgtgaaaagagtggggctgtatcttgtttatagttgtctt 
tct actgtaatt tgatgt acacaacat taaacgt actgacac 

>GBEQ12 67 | Acc | CD4 65 98 6 | Ver j CD4 65986.1 GI : 31387254 j LeukoN2JL_D04 « bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus- caballus cDNA clone LeukoN2_l_D04_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 524 

CCCCCCCAAAACAACCCGGGAGACCATCGGGGGCAGAATCATTGGAGAAGACTGAAGACAAGAAGAGGGG 
AGCGCACCGGGGGCGGTGACCCTGTAGCTGCGCCAGCGGCGGCCACAGAGAGAGAGAGGAGAAGAGGGGG 
ACCCAGGCCAGCGGGAGAGGGGACCCCGGAGCTCAGCCCTTGCGACAGAGCAGAAGCTGGAGTGGAGAGC 
CTGGCTTCACACTGCGGGGCTCGGGGGAGCCTGACTGCATCCCCCCCAGCCTTCCTGGAACTGGAGCTGA 
CACCTGCAAACCGGCGCTGGTGACCGAGGGTCTTGCACCCTCGCCGGACCGTACTTTTGAGACTTGGGAG 
CTGGGGCTGATGTTACTCGGTACCCACGAACTCCCAGTTTGCAAACTGAATAGACAATCGATTTTGTAAC 
TTGCACTGGTTTGTTTCTTGAACCACTGAAAAAGAGAGGGGAAGCTCACAGATACGTCTATTTTTTGCTT 
CTATGAGGCCCTTGTAATAAATTTCTAAAGCTTC 

>GBEQ12 68 | Acc | CD4 65982 | Ver ] CD4 65982 . 1 GI : 31387250 | LeukoN2_l_Cll .bl_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__l_Cll_A024 3 1 , mRNA 
sequence. : Start : 1 : Stop : 740 

CGGAAGCTGGATGTTCAGTGAAGGCTTTTAAATTCTTTCAGAAAGATCGCAAAATGGCACTCATTCAGTT 
GGGATCTGTGGAAGAGGCAATCCAGGCCCTCATTGAGCTTCATAACCATGACCTTGGATAAAATCACCAC 
CTCAGAGTTTCCTTCTCAAAATCTACAATCTGACTTTTCTGTGAATATTTCTTCTAAGACTGGACCATAA 
TTTCAGTAAAACCTTCAGATATAAGACTGAAGCAGCTCAAGACCAATTCTGCCTCTTTCACAAAAATAAC 
TCTTTCAGAGTTTGATATTCAAGTATATTCAAAAAAAATTAAGGGATGTTCTTTTCTCTTTCTTTTTTCC 
CCTGCCAATATGTGATCAAAGGTTTGTTTTTCCTTTGAACCATAGCTTCTATGAAAATAATCTTCAGGAA 
AAAAAAAT T T TCAATAATTTAATTCCCTATAT TAAAT TAGATT TCAAGAGGACAGACT TT CT T T TAGGT T 
GGGTCCAGATCAGCCTTATACAACATTTCTAAACTCCTTTGTACTTTGCAA?VATTTAAAATAGACTTTTT 
AAATTACT T GATGTAAGTAAT T TAAATTACTT ACAACCAGGTT TT TAACTTTATGAT T CAGAAGT TTGAC 
CCCT ATAGGAAAT T ATGT TCACTTAT AAAT TACATTAAT TAT T TGACATGTAT T GGT AGTTGT TATACAT 
AAACAAAT TGGGTATATTAGAAGCAAAT T TATAAACT TGC 

>GBEQ1269 | Acc | CD465974 | Ver | CD4 65974 . 1 GI : 31387242 | LeukoN2_l_ElO . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_E 1 0_A0 2 4 3 1 , mRNA 
sequence. : Start : l:Stop: 609 

TCCGGCATATGGCCTACCAGCTCTGCCACGCCCTTAGATTTCTACACGAGAGCATTTGGTGATGATGGAG 
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AAGATCCTAGGGCCCATCCCATCACACATGATTCACCGTACCAGGAAGCAGAAGTATTTCTACAAAGGGG 
GCCTGGTTTGGGATGAGAACAGCTCTGACGGCCGGTATGTGAAGGAGAACTGCAAACCTCTGAAGAGTTA 
CATGCTCCAAGACTCCCTGGAGCACGTGCAGCTGTTTGACCTGATGAGGAGGATGTTAGAATTTGACCCT 
GCCCAGCGCATCACACTGGCGGAGGCCCTGCTGCATCCCTTCTTTGCTGGCCTGACCCCTGAGGAGCGGT 
CCTTCCACACCAGCCGAAACCCAAGCAGATGACAGGTGCAGTCTGCTGCATGAGGAGATGGGGAGCGGGA 
CTGGGCTGCCCAGCCCCATTTTCTCCAACCTCTACCGCCAGGCCCCAGGGCCAGAGCCACCCAATGAACA 
GTGCAATGTGAAGGGAGGCGGGAGCCTGCAGGGGAGGAGACGTGATGCCCGGCAGCCAGAAAGCACAGAT 
TTGACCCAAGCTATTTATATGTTGTAAAGTTATAATAAAGGTTTCTTAC 

>GBEQ1270 | Acc | CD4 65972 | Ver | CD4 65972 .1 GI : 313872401 I>eukoN2_l_A02 .bl_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__l_A02 A024 3 1 , mRNA 

sequence. : Start: 1: Stop: 4 82 - ~~ 

AGTGTTGAGTGAACAGGCCTGGGGGACAGGGCAGGGCAGGAGGCCTGGNTGANCCGCCCCCGCCCCCAGG 

CCCCGAGTCCCCGTACACGCACTGGAAGCAGACGGTGTTCTACATGGAGGATTATCTGACAGTGAAGACG 

GGCGAGGAGATATTCGGCACCATCGGCATGCGGCCCAACGCCAAGAACAACCGCGACCTGGACTTCACCA 

TCGACCTGGACTTCAAGGGCCAGCTGTGCGAGCTGTCCTGCTCCACCGACTACCGGATGCGCTGAGGGGC 

GCGCTTCTCCCCGGGCCGGCCGGCCCTGCGCGCACCCAGGGGCTGCGGCATTCTTAGCTGGTTTCGGGGG 

TCCCCCTTCCTCTCCCTCCCTCCCACAGAAGGGGGTTTTAGGGGCCTGGGCCGGGGGGCGGGGCACATCA 

TGACTGTGTTTTTCATAACTTATGTTTTTATATGGTTGCATTTACGCCAATAAATCCTCAGC 

>GBEQ1271 |Acc|CD465970|Ver|CD465970.1 GI : 31387238 | LeukoN2_l_D02 .bl_A02 4 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l D02 A024 3', mRNA 

sequence. : Start : 1 : Stop: 404 ~ ~" 

GGTCTTTGCTTTTAGTAATAAAACATCAAATTAGGTTTGGAGGGGACTTTGATCTTCCTAAGAATTAAAG 

TTGCCAAATTACCCTGATTGGTCTTTAATCTCCTTTCAGTCTTTGATTTATATTACTTGTTATAAATGAA 

ATGCATTAGTTGTCTGCCTTTTCCTTTCCATCCTTTGCCCCACATCCCACCCTCAGCCCTAGTTTTCCAT 

CCCTTTCCGCCAATTTCCATTGAATCAATGGTGCAGGACAGAAAGCCAGTCAGACTAATTACCTTTTTTC 

CTTGCACTTTTCCCCACTTGTTTGTTTTTTTACACTGTGGTGCACTTAACTTGTGGATTTTTTATACTAA 

AAATGT AGAAT AAAGAC T AT TT TGAAGATT T GAATAAAGTGAT GAAGT TGCCT T 

>GBEQ1272 | Acc | CD465969 1 Ver | CD4 65969 .1 GI : 31387237 | LeukoN2_l_E04 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 1 E04 A024 3', mRNA 
sequence. : Start :1 :St op: 4 80 ~ 

AGGAAGGACTTTTCTTCAGAGATAGTGGCGTGGCGCCAAACAGGTAGTTTTGCACATAATGCACCAAACA 
GCCCAGGACTGTCGAGACCGTGGCCGCCTGAAGGAGCCTGCTTTGGTACTATGGAACTTGACTTTGGGGA 
CACTTCCTTTTCTTGGAGGTCTCCAGTGCATTGAGATGGTTTTCCAGAAGAGGCACTCGGCCTGCCCCTC 
CCAGTCTCCGCCCTCTCAGGGAGCAGTCTTCCATCATGCTGAATTTATTAGTCTTCCAGGAGCTGCCCCT 
ATGGGGTGGGGCCGCCAGGCCAGCCTTGTCTTTCTACAGTCGCATCATGTGTATACAAGAAAGCCAGGAA 
TACAGGTTTTCTTGATGATTTGGGGTTTAATCTTGTTTTTATTGCGCCTGACAACAATACAGTTATCCAA 
TGGTTCCTCAATTATGTTATTTTAATAAAATAAATTAAATGTAGGTTTAATGGCAAAAAA 

>GBEQ1273 | Acc | CD4 65964 | Ver [ CD4 65964 . 1 GI : 31387232 | LeukoN2_l J309 . bl_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 1 G09 A024 3 f , mRNA 

sequence. : Start: 1: Stop: 451 ~~ 

GGTGCAGGGTGCAGCGGGACGCCCGCCTGACTCAGAAGGCTGACTACGCGGCTCCGCCGGCGCCCGGCTC 

CCCGGCAGCGCCCGGGATTTCGCCCGGGGACCAGCGGCTGGCCCACAGCGCCGAGATGTACCACTACCAG 

CACCAGAGGCAGCAGATGCGGTGCCTGGAGCGGCATAAAGAGCCGCCCAAGGAGCTGGACTCGGCTTCCT 

CGGACGAGGAGGACGAAGACGGTGACTTCACGGTGTACGAGTGCCCGGGCCTGGCCCCGACCGGAGAGAC 

GGGGGTGCTGAACCCGCTGTTCGACCACTCCTCGCTGTCGGCGCCCCCGCCCTCGCTGTCCGAGCCCCCG 

CAGCAGTGACCCGAAGGCCCCCACCCACCCTTTCCGACCGTTGGGCTCACCGGTGGGGAGGGGCAGGGCC 

CGGCGTTTCCCATTAAAGAGAGGGCGTTTTG 

>GBEQ1274 | Acc | CD4 65963 | Ver | CD4 65963 . 1 GI : 31387231 1 LeukoN2_l_F10 . bl_A024 Unstimulated 

peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 1 F10 A024 3 1 , mRNA 

sequence. : Start: 1: Stop: 74 0 "~ 

CTGGATGGGGAGCACGATTGAAAATTCCAACCAAAATAGGGAGCTGATGGCAGTACACTTAAAAACTCTC 

CTAAAAGTGCAAACTTAGATCTCAATTTCAGTATGTCTGTAAAACTTAGTTTTTCCAAAATCCCTGGACT 

CTTGAAAATTGGTACAGAAATGGAAATTTGCCTTGTTGCAACGTACAAGTGCAAAAGATGAGTTAAAAAA 

AT TACAAACAGCT TGTAT TAT AT T T TATATT TTGTAAAT ACTGTATACCATGTATTATGTGTATATTGTT 

CATACTTGAGAGGTACATTATAGTTTTGTTATGAAAGTATGTATTTTGCCCTGCCCAAATGGTAGGTGTT 

TTGTATATATACAATGGAGAAATTTTAAGTGTGTGCTAAGGCACACGGAAGACCAATTTATTTGCACAAG 

GTACTGAGATTTTTTTTTTCAAGAAACAGCTGTTGAATCTCAAGGTGAAGATCTAAATGTGAACAGTTTA 
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CTGATGCACTACTGAAGTTTCAATCTGTGGCACAATCATTGTAAACATGGGGTTTGTCTATGTTTCTCTA 
AATTGATTTCTGCCTTCTAATCTGTGATTACTGGAAAACTCCTATTCCCATTTTTACCAAGCTTAATTTC 
TGGCTTTTGGTTTATATCCATTATTCAAATTTAAAATACCTCTAATTTTAATGCCAACAAAATTGGTTGT 
AATCAAATTTTTAAATAATAATAATAATTTGGCCCCCCCC 

>GBEQ1275 1 Acc 1 CD465960 | Ver 1 CD465960 .1 GI : 31387228 | LeukoN2_l_D09 .bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_D0 9__A02 4 3', mRNA 
sequence . : Start : 1: Stop: 642 

TCCCAGGCCGGCGCTCACCAAGGAGAAGGCCATGTTCAGTTCGAGCGCGAAGATCGTGAAGCCCAATGGC 
GAGAAGCCGGACGAGTTCGAGTCCGGCATTTCCCAGGCGCTCCTGGAGCTGGAGATGAACTCGGACCTCA 
AGGCCCAGCTGCGGGAGCTGAACATCACGGCAGCCAAGGAAATTGAAGTTGGCGGTGGTCGGAAAGCTAT 
CATCATCTTTGTTCCTGTTCCTCAACTGAAGTCTTTCCAGAAAATCCAAGTCCGGCTAGTACGTGAATTG 
GAGAAAAAGTTCAGTGGGAAGCACGTTGTGTTTATTGCTCAGAGGAGAATTCTGCCTAAGCCAACTCGAA 
AAAGCCGTACAAAAAATAAGCAAAAGCGTCCCAGGAGCCGTACTCTCACAGCTGTGCATGATGCGATCCT 
GGAGGACTTGGTTTTCCCAAGTGAAATTGTGGGCAAGAGGATCCGCGTGAAACTGGATGGCAGCCGGCTC 
ATAAAGGTCCACCTGGATAAAGCACAGCAGAACAATGTGGAACACAAGGTTGAAACTTTTTCTGGTGTTT 
ATAAGAAGCTCACGGGCAAGGATG T TAAT T T TGAAT TCCCAGAGT T T CAAT T GTAAACAAAAATGACTAA 
ATAAAATACATT 

>GBEQ127 6 1 Acc | CD4 65952 1 Ver | CD4 65952 .1 GI : 313-87220 | LeukoN2_l_B08 . bl_A024 Unstimulated 
i peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_B08__A024 3', mRNA 

: sequence. :Start : 1 :Stop: ( 648 

GATAGTCCCAAAAGTGGCTGGACAGAGGAAGATGGCCCCAAAGAAGGACTTGCCGAGTACATTGT TGAAT 
TTCTGAAAAAGAAGGCTGAGATGCTTGCAGACTATTTCTCTTTGGAAATTGATGAGGAAGGGAACCTGAT 
TGGATTACCCCTTCTGATCGACAACTATGTGCCCCCTTTGGAGGGTCTGCCTATCTTCATTCTTCGACTA 
GCCACTGAGGTGAACTGGGATGAAGAAAAGGAATGTTTTGAAAGCCTTAGTAAAGAATGTGCTATGTTCT 
j ACTCCATCCGGAAGCAGTATATATCTGAGGAGTCAACCCTCTCAGGCCAGCAGAGTGAAGTGCCTGGTGC 
j CACTCGAAACCCCTGGAAGTGGACTGTGGAACACATTGTCTATAAAGCTTTCCGCTCACACCTTCTGCCT 
\ CCTAAACATTTCACAGAAGATGGAAACATCCTGCAGCTTGCCAACCTGCCCGATCTATACAGAGTCTTTG 
AGAGGTGTTAAAGACGGCCGTTTATGGACTCTGGGGTGTGCTGTTCTTCCTTTGTATCCTCATGCGGGTA 
GATCTGAAGGCTGAAGACTCATGTGTGCCTGCTAACTAGTAGCACTCTTTCATGCATGGTGGGTTGATTA 
TAGATAAATGTCAGGATG 

>GBEQ1277 ! Acc | CD465951 j Ver I CD4 65951 .1 GI : 31387219 | LeukoN2_l_G10 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l__G10_A024 3\ mRNA 
s equ ence .:Start:l:Stop:588 

TCCTGCCAAGGTTTATAGAAGCCTGAGAGTCTGAGGATGGCGCCTGGCCTCTGGTCAAGAAGCCAGCAGC 
CACATGGTTTGGAGATGCATTGTGCATCCCAGTTCCCCTCCCAGCACCCCCAGCCACTGCCCCCCATCTT 
TGCCAGACTGTAAGACATTCAGGGCTCCCATCTGCTACTTGCCACCACCAGCTTGCCCGTTTGAACCCTT 
ATTGCTGCTTGTCTCCCTAAGGTATCTGCATCCACCACGGCTGGGTAAGCACCAGTCGGCAGGGCTTTCC 
CCTTCAGGCTCCGGCACCCGGGCACGGGGCTTCCCTGACAGCACTCCCCCGGACAGGAGCCGCAGCCCCT 
TCTCAGAGGGCTCAAAAGGAGATCCTGTGGTAACTTTTCCTTCGGGACACCCATCCCAGCCCTTTCCAGT 
TTTGATTCACTCAAAGTAGCTGCACTCAAGCTGTGTTAAAAATCTGGAATGAGTTTATTTACTCCAAGCC 
CTTCCCAGAAGATACCACTGCTGAAGAAAATGGCATAAGTTTCCCCTCTTTATAATTCTGGGTACCCCAC 
AGATTCAGAAGGGAGAATAAACC TGAC T 

>GBEQ1278 ) Acc | CD465947 | Ver | CD465947 .1 GI : 31387215 | LeukoN2_l _H 0 5 . bl_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_H05_A024 3 f , mRNA 
sequence. : Start : 1 : Stop : 451 

GGGGTTTGAGGGCCGGCCCTCATGCGGGGAGGAGAATGGAGGGTATGCCTCCTCCCCATCCTCTGGCAGA 
AACTAACTGGACTCTACATCCACGGCCACCCAGGGGCCCCACCACCATGTTGAAGCCCTCGGCAGCCTGA 
GAGCTCCAAGGAACAAGCTGTGACAACAGGAGCCCTGTCTGGGAGGTGGGCCACCCGGGGCCTGGAGCCT 
GCGCCCTGCGCTCCTGGGGCAGCTGCATCTCCCGGAGGTGATGCGTATATTGCGTGTGGACCTCTGCTTG 
CGTGTGTACGGATGCGAGCATTTCACGCCTGTGAACGCTGGAAAGTTGTGTTCAACTGACATTTAACACT 
CCCTCCCCCACTTCCTCCCGCCCTGTGGGCGGGGGTTGGAAACTTAGCACTTTATATTTATACAGAACAT 
TC AGG ATG TGTCAATAAAATAT TGT T T T GT T 

>GBEQ127 9 | Acc 1 CD465945 1 Ver | CD4 6594 5 . 1 GI : 31387213 1 LeukoN2_l_G0 6 .bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__l_G06_A024 3', mRNA 
sequence . : Start : 1 : Stop : 693 

AATGAGCTTTGCACAGTTTGAAAATCTACTGGGGATAAATGCACATACTGAAGACCTGCTCAGAAACCCG 
TCCTACATTCAAGAGGCAAAAGCTAAGGGACTAGTCATATTCTGCTGGGGTGATGATACCAACGACCCTG 



753 



WO 2005/067649 



PCT/US2005/000517 



AAAACAGAAAGAAAT TGAAGGAAT T TGGAGTTAAT GGTC TAATT TAT GATAGGAT ATATGAT T GGAT GCC 
TGAACAGCCAAATATATTCCAAGTGGAGCAGTTGGAACGCCTGAAGCAAGAATTGCCAGAGCTTAAGAGC 
TGTTTGTGTCCCACTGTTAGCCGCTTTGTTCCCTCATCTTTGTGTGGTGGGGAGCCTGACATCCATGTGG 
ATGCCAATGGCATCGATAACGTGGGGAGTGCTTAGTTTTGATTGGACAGAGGCCATTGTGGGGCATGTAT 
CGCTGTTCTGGATATTCAGTTTTCATCAGTGAAGCATTGTTTTTCTATGTCTTTTAGGTTTCTTGGTCCA 
ATGAAGCAATAATGAAGTATTTTACTATTTCACTACTGTTCTTGCTAGAATTTCAAAAGTATGCTATTTA 
AATCACTTGGCCAGGTATAACTACCAGTCATTCTCTTTACAATGAGAAAATTTATTGGTTGGTAAATATT 
T TAAACTAAAT ATGTAAACGT ATAATGT TAAACAAATGT T CAT T AAAAGCAT AGCACT T GAAA 

>GBEQ12 80 | Acc | CD4 65937 | Ver | CD4 65937 .1 GI : 31387205 | LeukoN2_l_A0 6 . bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l__A0 6_A0 2 4 3*, mRNA 
sequence. : Start : 1 : Stop: 628 

GATAGCATGGATCTGATTACAAAAGATGACCTTATAGACATAAACAGATGTCCGCCTGTGAAGTCCCAGC . 
TGGAGGCCGTTCACAAAGCACTTGGATTTCCTCTTTCTGACATTTTGCTGGTTAGTAATTATACTTCTGA 
GTGGGAGCTGGACCCTCTAAAGGACAATCTGATCCTCTTTGCACTGAGACATATGCTGTGGGCAGCAGAT 
GACTTCCTGGAGGATTTGCCTCTTGAAGAAACAAGGGAGATGCTTTTGGCGGTGTAGAAACTTGAAGGCA 
TCAGCTCCGTGGCTACTTCCCGCTTGAATCTATTGGAGATTCTTGAGAAAGGAATTATCAAGTGCGCAAA 
AGAAGATAATAAATATGTGAACCCT TTGCATAT TAT T AATT T T TAT C T CATCAT AGAAGAGT GAAAT T GA 
GAAATAAGGAAACAGGAAAAAGAGAAGTAGC TGAAACTGAAGGGGGATAT T TTAT T TATGTCTGCAGT GA 
AGATGCACATACAAAAT TGT AATACCTATAAATAACTAGGAGCAGCAGGAT T T GAAGT CACCTAT TGT GA 
AAAAACAGTCATAATTTCTTTTGGACTTATGTTTTGTTTCTGTAAAAAATTAAAATTCTTTTCATAAT 

>GBEQ1281 | Acc | CD4 65935 | Ver 1CD4 65935.1 GI : 31387203 | LeukoN2_l_B03 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_B03_A024 3 1 , mRNA 
sequence. : Start : 1: Stop: 602 

ACTTACTTCTGGCAGCAGAAACAAGACGGGTGGAAGGCTCGAGAGGAGGATGACCAGCAAGTCTCTCCAG 
AAAATAAAGGAAAGGAGGCCTTAAGTGATGCTTGTTGGTCAAATCTCAGAACTCTGAAAACCCTAAAAAG 
GAGCAAGCATGTCAATGAAAACTGAAAATGTTTATGCTGCTGACAATACACTGGCCCACACAGTGCCGTT 
CGAACAGTGCCTTCTAGTTTTGAACAAAATTGCTAAACACTCCTTGAATATACTCTTCCTCTTTTTGTCC 
TCATTTCGTTGTCCTTGTCACTGAATACTGGTGCTCCTGTCACAGGGAGAACAAATCTTGCTTCCTTTTT 
GTCTGTTTGTGTGTTTCCAATTCTAAAACGTTGATCCTCTCTGGAGTCTGTGGTGGGCAATCATGTCATC 
AGAGACGTTTATCTTCAAATAACGTTTGCACATGTCCCCCAGCAGCCAGCATGTCTGTCTTGTTCTTAGA 
TGTACAGCTCTGATTTTAGGCCTCTGTGCAGATCATTATAGTGTGGTGGGGTAAGACGTTCTGCAATAGC 
CTGTGTTGAATTCATCTCTTGAATAAACTTGTTTCTGGTGAA 

>GBEQ1282 | Acc | CD4 65929 | Ver | CD4 65929 .1 GI : 31387197 | LeukoN2_l_G07 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_G07_A024 3 1 , mRNA 
sequence. : Start : 1 : Stop: 384 

GCCACATCAACCCGGCCGTGACTTTTGCAATGTGTCTTTTTGGACGGATGAAATGGTTCAAATTGCCTTT 
TTACATGGGAGCCCAGTTTTTGGGGGCCTTTGCGGGGGCCGCAACCCTTTTTGGCATTTACTATGATGGA 
CTCATGTCCTTTGCTGGTGGAAAACTGCTCATCGTGGGAGAAAATGCAACAGCCCCCATTTTTGCAAGGT 
ACCCAGAGGCATTCAGTTTCCCAACTGCTTTTTGATGGTAACAGAACAGCAAAAAGCCCATATGACATGT 
TTCCAGTGGCTTATGTTTTGTAATTTACCAACATATGCAATTTTTTTTTTGCTTTGAAACTACCTGGATA 
TTTCCTATTTACAATAAAATTGGGTTTTTTTTTT 

>GBEQ1283 | Acc | CD4 65 927 | Ver | CD4 65927 .1 GI : 31387195 | LeukoN2_l_Gll .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_Gll__A024 3', mRNA 
sequence. : Start : 1 : Stop: 748 

CAGGCTCAGGTTCCCCTGCTGTTGGGCTTTTTTTTCGGTTTTTAAGACTTGTGTATTTTCTTTCCTTGCT 
TCCTGTCACCCCCCCAAGGGTTTCTGAGTATAGGCTTTTCAGCCCCGGGGCAGTGTCCTTGAAGTGTTTT 
TTTGACACTCCACCGGGGCTTCTCTGTGTGCATTATGTGTCTGGCCTGGTGAAAGCAGGTCTGACCCCTC 
CTTCTTTAGAGCTTAATGTTATTCTGGCATTTGGTTAAGCTGGCTTAATCTGTTTAATGTTATCAGTGCA 
TTTTAAATAGGGGCACTAAAGTTCACTCCCACCACCAGGGCTTTTTTTGGGGTGCCTGGGCCTTAAAAAT 
AAGTAGCCAACTCCAATTCTCAAATCAAAGCCAGAAGTTCTTGCTCCTGGTTGCAGGCCCAGGCCACAAG 
GTGTCTCCTTCCTAGGGTCGCAAAGAACAGAGCAAGAAAAATAGCAACTCAGGGCCTGGGAGTTGTGGGG 
GAATCTGTTGCCTGGCTGAGTATAGTGCTAACTGCCCCCCTCCCTCTCTAACAGGTTCTGAGTAGGGCCT 
GAGACCCTGTTCCACAGGGCTTAGGGGTGGGACCGGGGGGTGTAGAAGTGGCCTGCCCTTTTCTGTTTTC 
ACTGAACAGCTTGTTCTAAGGGGGGGAGGAAGAGGGAGAGATCTAGATTGGGTGAGGGGGGTGGGAGTGT 
CAGGGAGGCAAATGTGTTGTGTTATTGTGTCAATAAACTGATTAAAGT 

>GBEQ1284 | Acc | CD4 65 923 | Ver | CD4 65923.1 GI : 31387191 1 LeukoN2_lJB0 9 . bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_B0 9_A024 3', mRNA 
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sequence. : Start: 1: Stop: 652 

GGGAAAGAGGTTTTATTTACATTATAGTGTGGGATAGAAAGCCACCTTATTACAAATTTTTTATTTTTCA 
AAATCTACGTTAGATGAGGGTTTTCTGATCTGTATTTTGTGTTTAGCTACCTTTTTATATTTAAAAAGTT 
AAAAATTATGTTCTCGTTAGCTTAAAGCTTGATTTGATCTTTGTTTAAATGCCAAACTGTACCTAAATGA 
ATTAT T TAGAATGCCATAAAT TTGCACAGT T TCATAT AT GT AT ATAATCATGT TCT TGTATAT TT AGAT A 
CATATAATGCTTTCTAAATGAGTTTTCCTCTTAAATCATTTGGCTTGCTGTTTACTCCCTTTTGTAGTTT 
TTAATCTAAGAAATTTTAAGTCTAAATTTAAAAATTACCACATTTAAAGCTTTATCTTTGTGCAATCTGA 
GT ATATGTGAGAAAT CACGAT TGGCGTAAT T T GT C TGAGT TGATAT C C ATAGCTT T AGAAGTCAT TAT T T 
CTGGGCTTGGTAAGTGAATTTTTGAGATCTGTTGCTCTAGAAAGTATAGATGGCCAAAGGACCATTTTGT 
GTTGTTTCCTGGTTACTAGTCTGATTATACTCTGTGTGCTAATATACTCTATTCTTTTTGTTATAGATTG 
TCTTAACGGTAGGTCAAGTAAT 

>GBEQ1285 | Acc | CD4 6587 6 | Ver | CD4 6587 6.1 GI : 31387144 | LeukoNl__8J309.bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_B09_A023 3 T , mRNA 
sequence. : Start : 1 : Stop: 683 

TTTTCATGGAAGGAAACAGATTCCGTGTATTGTTTCTATGCTCACAAGAGAACTGTATTTTTATCACTAA 
AGAAATGGGTGGGTTTTTGTTATTTTTTTTGTATGCCAAGTGAGGAAGCAGTATAATTCATACTGTATTT 
TCTTCTCTCGTTTAAATCTCATCTAATCCTCCAAGTGGTACTTTGAAACATGCCGCTTTCATCGCAATAA 
AAC TACT GTGAAGCTACC TCAAACTCAGAATCAGGTAGT T GAAAT TGAAT T GAATTAGGAGTAAATAAC A 
AT GGACAGTGGTACAATCAT GATGAGAGAAAATGAT TGTAAAT TAACGGCT C TCATCGTTAGCAAT T T T T 
AGTGATGCTAT GAT ATGAATT T TCAAGTAATCAT GGGAAAAGT TAAATAT TGCAGTAATGGAT TT CAGT G 
ATACTGATGTGCTCTCACTTGAGTATGCATCCTGGTCTTTGTCAGACTAGAAACGATCATGTGGAATAAT 
GTTTCCTAGAACTGTGCACCCATGGGCCTGGCCAAAGGCTTGAGGCCCTTGACTTTAGAATTGGTATTTG 
GAGATAAGTCAACCGTATTTTTAGATCATTTATCTGAGTGCATGGTTTTGTGATGTTTGTCCTGAGCATG 
T CT TT GTT GTAAAGAGTT GTGT T TAATAT TGAAAAAGAAACTAAATATT TTAC 

>GBEQ1286 j Acc | CD4 65874 | Ver | CD4 65874 . 1 GI : 31387142 | LeukoNl_8_F02 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8__F02__A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 597 

GAGCAGCAACCCACAGTAGGTAGGAAAACGGGCTGTTTGACGGGTCTGGCCATGCTCTCACAGCACCGTT 
GGCATGAAGTGGCGAAGTGACCGCCACCCAGTTGCCATCTGTTGAACAGACTTTTGGATGAAGTGTGTTG 
GGTAAGAGGATAAGGTTATGTCTAGGACGACTCCTTGAGTTGGTCCTTCAGATAAGAACCATGATGATGA 
GAGAATAAAC ACT GTATTAGGATCAGAACACATGATGGAT GAAATTCC T TACACAT T T TAAGT GGAACGA 
ATTTGTTTAATATAATAAAGTTTGCTACTTATCTGTACGTAGGTTGCTAAAAAGGATTTTCTTAACTCAG 
ATTTTAAGCCAAATAACCATTTAACACTAGTATACGTTAAATGGGGTATTTTTCTGTATTTGTATGTTTC 
ACTATAATAAGGGAACT GAGGAT AAT GT GCAT TGAGAATAT TT T GAAAAATAATC AGT TGACTCAAATT T 
TATTTCTTGGTCTTTTGCTGTTTAAATGATGATTTTGAAAGATTACACTTGTACTGTTGGTATTGTGTAG 
TGTATGGACCAATAT T GCCTGTAATAAAGAT T T TATA 

>GBEQ1287 | Acc | CD465854 j Ver ! CD4 65854 .1 GI : 31387122 | LeukoNl_8_All ,bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1__8_A1 1_A0 2 3 3', mRNA 
sequence . : Start : 1 : Stop : 633 

TAGCTTTTTGTATTCTGTTATTTGAGGCTAGAATTGGTACATGAGAAGTATGTGAGTGTAACATGCAGAG 
GTGAATTACACTTTTTGGAAGTGAGGATTCCTGTGGAATGCTGAAAGTGTATTGTTTAATGTCTAAAACC 
TGTGAT GCTGTAAGAAGCAT TAAGAAT GAAGGCTTTATACCAATAGGT TCTCAGTACAAAAAGT T TCAAT 
CTTAGATGGTTTTAGTTGGTGAGTCATTACTTCGTAGAAACAATAATAATCTATTTGGTCTTTATTACTT 
GGTGTTTGCTGTTCTTCAAACATTTAAACCAAGCTTTAAACTACTGATTATACTAATGTGTGGGTTTTGA 
TCACTTTAGAGCTCAGGAGCTTTGAGTCCTTCAGTGGGTGGTGGGGTTCTGGTAAGTGAGAATTACCTTT 
TTTAGGAAAAGGTAGAAAGTCAGTATCTGGAAGATTGTTGGGAATGATTTTGTGCTGACAAAAATGCTTG 
AAACCTCCCTATTCATTTCTTAAGAAAGAGGTGAAGTTCAGATGCTTTGACAAAGGTCTTTTAATAGCAA 
AAGCATGTACTTCTCTGTGGAATCTCAAGTATCGTTGTAGCAATCTGTTTCAATCTTACATTAAAATGAC 
AGA 

>GBEQ1288 | Acc | CD4 65842 | Ver | CD4 658 42 .1 GI : 31387110 | LeukoNl_8 JD09 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8__D09_A023 3', mRNA 
sequence . : Start : 1 : Stop : 62 6 

CAAGGACAGAGCTCAGACGAGGAGACTGGAAAACAGACAGTACCTCCAGCACAGCAAGCAGCGCGAGTAA 
CCGATCCAGCACCCGGAGCCTCCTCAGCGTGAGCAGCGGGATGGAGGGGGACAATGAGGATAATGAAGTC 
CCTGAGGTTACCAGAAGTCGTAGTCCAGCCCCCCTGCAAGTGGATGGAACACCCACCGTGCCCCTTGAGA 
GGCCCCCCAGGGTGCCTCCGAGAGCTGCTTCACAGAGGCCACCAACCAGGGAGACCTTCCATCCTCCTCC 
ACCTGTTCCACCCAGAGGTCGCTGATTCCGCCTCCTAAACCCTGCCTACTTCCAGACTTTGAGACTTGCA 
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ATTTTCAGCCTGTTAATGATGTCTTCATGTTGCATTTTATGGCACAACTGCTGACCTTAAGAACCACTCT 
CATTACTGTTACTGTTGCAGCCCTGCTGGTTTGGGCTTTCCTTGAAGAGGATATTATTAAGGCATGAAGA 
AGTGAAAAACTGAAGACTTGATTCACCATTGCCAAGTGTATTGATCCATGTCCTCGTTTGCCAAAAGGAA 
GAAGACTTAGTTGGAATACTTCCCTCTAATTTGGCATGTCAGAAGCCTAAAAAGATTGATCAGAAA 

>GBEQ128 9 | Acc | CD465833 | Ver 1 CD465833 . 1 GI : 31387101 1 LeukoNl__8_Fll . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_Fll_A023 3', mRNA 
sequence. : Start: 1 : Stop: 680 

GGCTTCCAAAGCCTGGAGGCTTGATGTCATTTCTCCCGTTAACCTCTAGGGATGACCAATCCTGAGGTGA 
TTCAGAACCTGGAGCGAGGTTACCGCATGGTGCGACCTGACAACTGTCCAGAGGAGCTGTACCAACTCAT 
GATGCTGTGCTGGAAGGAACGCCCAGAGGACCGGCCCACCTTTGACTACCTGCGCAGTGTGCTGGAGGAC 
TTCTTCACGGCCACAGAGGGCCAGTACCAGCCCCAGCCCTGAGAGGCCTGGCTGGCTGGGGCCTGGAGCC 
CTCCCCCTATCTAGCCAACCTGGCTCTGGGAGATACAGTTGTGTCATACCCATGTGGCCTATGAACATAT 
GGACTCTGCACCATGTGAATCCCGCCCATGCACGACACACTTCTCGTGTCTTAGACACGGGTTCTTTAGT 
TGTGTGGGCTCTGCACATGTGTCTTGTACATGTGTGGCCTGTGCATATATGTCTTGGACACTTGTCCCTT 
TCTGGGCCCTCCCACT'TCCGGAGACCACCAGAGAGAGGAGAGAGGCCTGTGATTGACACCAGCTTCTGCT 
CACCCCCCTTTCCTTTCCCCTGGTCATCAGGAAGCTCCTTGAGGGCCGGGACCTTATCTAATACCTCTGT 
GTGCTCCTCCTTGGTGCCTGGCACACATCAGGAGCTCAATAAATGTTTGT 

>GBEQ1290 | Acc | CD4 65829 | Ver | CD4 658 29 . 1 GI : 31387097 | LeukoNl_8_B03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1_8_B 0 3_A0 2 3 3 f , mRNA 
sequence .: Start : 1 : Stop : 642 

CAGACGATCAAAACAAGCAGGCAAACGTCAGCCTAGAAGCAACGGCGATTTTCTGGCAAGCAGTGGTCTA 
TGGCCTGCTGACTCAGATACTTGGAAAAGAGCAAAACAGCTCACAGGGCCCAACCTAATGATGCAATCTA 
CTGGAGCACTCACAGCTACAATGGAAGGAAAAGATGAAGAAAGAACTGAAA7\ACTCACTAACTGATGCTT 
TAGT GAAGGAAAATGCAAAGT GGCTAT GAGAAAGT TTAGAGT AAAAATGAAGT CAGT T TGATAT T TAAT G 
CCAACAGGTTGGTCTGATGGTCTGAAATCTGATGGGCAGGCCTTGCGATTTAAAATGAAGCAGGTGAGAA 
GGGGAGAAGCATGCCTGCTTACTTAATGACTGAAACTGTGCACTTTTGTTCTGACACTGAATATCTTAAA 
GAGCAAATAATAAAACAACAAAGCATCTGGGGAAGGTTTTGAAGATGACTTGAAGGAACTGACTAATAGA 
AAGGGTCAATTAAATAAATATTTCCTGTTCCATAATAATAGTTAGATGATCTTTGTTTGAATGTAATTAA 
ATTTTGAAAAGTTTTAGCATGTCCTTAGAGGCAAGTATATGCTTCAACACCTAACAGAAGTAAAAATTCT 
AAT G CAT AG AG A 

>GBEQ1291 | Acc | CD4 65827 1 Ver | CD4 65827 .1 GI : 31387095 | LeukoNl_8_D07 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_D07_A023 3 1 , .mRNA 
sequence . : Start : 1 : Stop : 7 02 

GATGTTGAGTTTGAGGTTAAGTCTCTTGATGAAGCAAATGTGGTTGGCAAGATTTCCAAGCAGTGGGGTG 
GTTTCTGAGAGAGGCATATACAGATGCTGATAACTTTGGGATCCAGTTCCCTTTAGACCTTGATGTGAAA 
ATGAAAGCTGCGATGCTTGGCGCATGTTTCCTCATTGACTTCATGTTTTTTGAAAGCAGTGGAGGCAATA 
AGTAGAAAGCGGGAATGTGGTAGTGGATTAATGATAGTCTCCTCAGAAAACTTGAAGCCTGTATTGATTG 
GGATTACGGAGAAGAAAAACTCAGTGTTTTTTTTTTTCTTTATTGAAATGGCTTATAGCGTTTGAATTAC 
ACTATGATGCCTGAAGCTCCAGGTGTATGATTTCACTTTTCAAATTATAGAGTTTATTTTCTGTATTACT 
TATAAATGTT'TTTATACATTTTCTTTTATTTTATACATTTTCTTTTTCATTGTGTATTTCAGAGAAAGGA 
TGTAGGAATTTTTACATTTAAACATGGAATT'TCCTATGATAAATTCCTTAGAACTATAGTCCCTGCTTTA 
TTTTCAAGT T T TAT ACTAAATTAAAGACT T ACTAGACTAAT T T TAATAT AAAAGTATATAT TT TATAAAT 
C TAGT TGCAATATAT TTCAT CT GTAACAACTAATGT TAT T TTGCAAATACTGTAT AT GCAAAAAATTAAA 
AA 

>GBEQ1292 | Acc | CD465825 1 Ver | CD4 65825 .1 GI : 313870 93 1 LeukoNl_8_A08 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_A08_A023 3' # mRNA 
sequence . : Start : 1 : Stop : 633 

GTGGGGGTGGAGGAGGAGGCCTCATGGAAGAAATGAACAAACTGCTGGCCAAGAGGAGAAAAGCAGCCTC 
CCAAACAGACAAGCCAGCTGATAAAAAGGAAGATGAAAGCCAAACGGAAGAGCCGAGCACCTCTCCATCT 
CCGGGGAGCCGAGCAGCCAGCCAGCCGCCTAATTCGTCAGAGGCTGGCCGGAAGCCCTGGGAGCGGAGCA 
ACTCAGTGGAGAAACCCGTGTCCTCGTTACTGACCAGAACCCCGTCTGTGGCAAAGAGCCCTGAAGCTAA 
GAGCCCCCTTCAGTCGCAGCCTCACTCTAGGATGAAGCCAGCAGGGAGTGTGAACGACGTGGCCCTGGAT 
GCCTTAGATTTAGACCGGATGAAACAGGAGATCCTCGAGGAGGTGGTCCGAGAGCTCCACAAAGTCAAGG 
AGGAGATCATCGACGCCATCAGGCAGGAGCTGAGTGGGATCAGCACCTCGTAGTGCGCCCGGCCCCTGCC 
GCCACCGCCCGAGACGCCAGTCTACCCCGCGGCGGGGGACAGTGAGGAGCCCAGCCGGCCCAGGCCTCCA 
GCACACATGAGCACGCACTGAAGCTAGGATGTGCTTCATTTAAAAGTCTTAACCTGTGATAA2\ATATTAA 
AAG 
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>GBEQ1293 | Acc j CD4 657 68 | Ver 1 CD4 657 68 . 1 GI : 3138703 6 | LeukoNl_7JB05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_B05_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop : 554 

CCTTCAGGAGATTATAACAACCTACAGTTCAGTCTCTGAGAGTTTACTGATTTATCTTCCTACTCAAACA 
AAAT AAGAAG T GAT T T C T GT AT C T C T G AAG AAG ACC T CAAG AT C T GG AC T AC T C T GG AG AAAC T CC C AGT 
GAGGTTATCCATAACTTCAGAGATGGAGAGTGAATACAAAAGAATTGTTCTGCTGAAAGGATTAGAGCCC 
ATCAGT GAATAT CAT T TTAGCAT TGTT AAGT CTT T AT TGGCCCAT GAT TT AAAAC TAAGT AGAAAAGC T C 
AAAATGAATATAATAGAATTCAGATTGCTGATTTGATGGAAGTAAAGTTCCGAGGAGCCGCCTGTGTTGA 
TGCTCTAATAAAACT T TACAAAGACAT AGCAGAACT T AAG GAACTTGCT AAAAC TC T TAAAAATGAAAAG 
TTAAAAGTTGCAAAGGGATGCAAAACAAAAGGAATAACTATAGTGAAAAAAATCAAGCAGGATAAATCCA 
GTACTGAGAAGTCTACATCCACCCCAAATAAAACTTTGGAACCTGAATCAATCAACGATACACC 

>GBEQ1294 | Acc ) CD4 657 66 | Ver | CD4 65766. 1 GI : 31387034 | LeukoNl_7_E10 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__7_E 1 0__A0 2 3 3', mRNA 
sequence. : Start : 1 : Stop: 425 

TACTTAATAAAAATGGCTTGAGACCCTTATTTGTGGGTAGCAGACGTACAAAATAGATGGCATTTGTCAG 
GGAAACCATAAGGTATTG TATT T TGACATTACTGAACCAAGT T TACGAT T T TAAAAT GAGT TCT T ACACA 
ATTCTTATTTTGAAATGCAAACTGTCCATCCCTAGGGAGGCGTGTTCCTCAGTTAAGGACTTGTTTGTGT 
TAGCTGGGACTGTAAATGGATTTTTTTTCTAGAACTTATTAGC7VAAACTTATTTTCAAAAATGCTCACCG 
TGAATGTCAAAGTATATTCGTACGTATTTTATACCTGATTGTAAACTTTTTGTCAGAAGTCTTGTTCTAT 
ACT T GT TAAACT GAACACAATT T T T GGAT AACAT T TAAAC AT TACT T T T CATACT T GAAATAAAC AT T TA 
TTTTT 

>GBEQ1295 [ Acc | CD4 65754 | Ver | CD465754 .1 GI : 31387022 | LeukoNl J7JB03 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_B03__A023 3 f , mRNA 
sequence .: Start : 1 : Stop : 5 67 

TAACCAGCTTTGGGAATATTGACTGGTTCCTTATCTCTTAAGGCTAATTCTTTGACTGTGTTCATTTACC 
AAGTTGATCCAGTTTGTCCTTTAGGTTAAATAAGACTAAAGCGTAAAGACAGGGAGGGGGCCAGCCTCTG 
AATGTGGCCACAGATGCCTTGCTGCTGCAACCCTTGCCCCATCTGTCCCCTGAAGACTTGTGAGGTCCTC 
TTTTGAAAGCCAAACCCACCATTCACTGGTGCTGACTACAAAGAATGGGTTTGAGAGAAGATCAGCTAGG 
ACTTCACATTGCCATTCAAAACTCTTCTCTCTTTTTTTTTTATGTTTGTGGGAAACTTTCAAGTGAACAG 
AATGATTGCCTTGCTGGTGTCCTCATGTGGACAAGGGATGGACGAGGGAATGGCTTTGACCTGACGGTGC 
CTGGGTGATGTGCTCAGGGAGCTTGTCTCTAGCGGGTTCAGTGAACACTTTCCACTTTCTGACACCTGAT 
CCTGATGTATGTTTCCAGGATTTGGATTTTGATTTTTCAGATGTAGCTTGAAATTTCAATAAACTTTGCT 
CTTTTTT 

>GBEQ1296 | Acc | CD4 65752 j Ver | CD4 65752 .1 GI : 31387020 1 LeukoNl_7_E09 .bl_A023 Unstimulated 

peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_E09__A023 3 1 , mRNA 

sequence. : Start ;l:Stop: 622 ^ ^ 

TAACGT T GAT GCTGCGAAAGAATGGAGGGAAGACAGAAATGGAGAAT TCAAAAGGAAAGT TGCCCGCT GT 

GTAAGAAAAAGCCAAGAGACTGCTTTTGAGTGACATTTATTCAACAGCTGTAACTTCACTTATTTCAGGG 

TCTCCAATTGAGAAACATGGCACTGTTTTTCCTGCACTCTACCCACCTATTGCTGGACTTCTGTTGTAAC 

AAGTTGGCAAACACTGGCTGGAACTGGGCTGCAATAAAACATGCCAGTATCAATGCTGACAAGAGCCTAA 

CAAGTGCCAACTTACCGATGATTACGCATTTTGAATTCTAATGAACTGTTTTAACCTTCAGGAAGAATTG 

TAAAGGCCTGTACATAGCACAACATGATCCGGATAATATATATACTGTTCATGTACATCCACAAATACAC 

CTTGTACCAAATAATGCTTTCTTGTAGTAGAATAAGAATCGTGTAAATTCTAAAAGATTTTAGCAGGTTT 

TCTTTCCCTATTCATTGTTTCTTATCAGTTTTAAAAGACTCCTTAAAGCATGTCAGATGAAAAGCAATTA 

GGATTAAAAGTTTCCATTTAGTTTCCTTTAAACCATTGAGGCTTCATTAAACTCTTTTCACT 

>GBEQ1297 ) Acc ) CD465748 | Ver | CD465748 . 1 GI : 31387016 | LeukoNlJ7_B02 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_B02__A023 3 f , mRNA 
sequence. : Start :1: Stop: 283 

TTAATTAGAGT T T T CT TGTATAGTGGCAGAGAT GTAT AT T TCTGCATACAAAGT GTAATGATGTACT TAT 
TCATGCT AAACTT T T TATAAAAGTT TAGTTGT AAACT TACCCCTT T TATACAAAAT AAATCAAGTGT GTT 
TATTGAATGGTGATTCCCTGCTTTATTTCAGAGGACCAGTGCTTTGATTTTATTATGCTATGTTATAACT 
GACCCCAAATAAATCCAAGTTGAAATTTATGTAGACTGTATAAGATTATAATAACCCATGTCTGAAGTCA 
CCC 

>GBEQ1298 j Acc | CD4 65747 | Ver | CD4 65747 .1 GI : 31387015 | LeukoNl_7_C04 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_C04_A023 3', mRNA 
sequence .: Start : 1 : St op : 5 62 

ATCAGCCCGCCAAGATGGCGATGCAAGCGGCCAAGAGGGCGAATATTCGACTTCCACCTGAAGTAAACCG 
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GAT T T T G T AT AT AAG AAAT T T GC CAT AC AAAAT C AC AG C T G AAG AAAT GT AT GAT AT AT T T GG AAAAT AT 
GGACCTATTCGTCAAATCAGAGTGGGAAACACACCTGAAACTAGAGGAACAGCTTATGTGGCCTATGAAG 
ACATCTTTGATGCCAAGAACGCGTGTGATCACCTGTCAGGATTCAATGTGTGTAACAGATACCTCGTGGT 
TTTATACTATAATGCCAACAGGGCATTTCAGAAGATGGACACAAAGAAGAAGGAAGAACAGTTGAAGCTT 
CT CAAGGAGAAATAT GGCATCAACACAGATCCACCAAAG TAAAAGT T T T CT GCAT T T T CATTT TGGACT A 
AGACCCATGAGTGGCAACCACTTACCCTTTTTATGTTTTTAATTAATACTGAATATTGTGATTTCTTATT 
TGAGATTCAAAATGACCTGCTTGAAACTTTGATATATGTTAGAATATATTATGTTAATAAACCTGTAGCT 
TA 

>GBEQ1299 | Acc | CD4 65739 | Ver | CD4 65739 . 1 GI : 31387007 | LeukoNlJ7 J305 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7__D0 5_A0 2 3 3 1 , mRNA 
sequence . : Start : 1 : Stop : 571 

AT AAAAAC C AT AAG AAGC AT AAGAAGC AT GC AGG C AC T GAAGC AGAAT T G G AAAAAAAAC C AAAAAC AC A 
AACACAAGAAAAAGAAGTCAAAGAAGAGCAAAGATAAAGAAAAAGAGAAGGAGAAAGATGACCAAAAAGT 
GAAATCTGT CACCGT GTAGAAGGACAGAT T T TAAAAAAT TGACTTAAT T ACTAAGT C AT C T GTAT TAAAT 
TTTGTTATAATGTAAAGAGATTGAAGCCTTGTAAATAGT GAT AT GGGAGACCCTGTGCTGCACTT AAAAT 
ATTGCTGCTTGATTATTTGATTTTTACATCAGAGCTTTATAACACGAACTTTTGTACAGAATTGTGAGTT 
GTGACCATGTAACATGAGAGGTTTTGCTAGGGCCTATTATTTTTAACCACCATTAATTAGTTGGGGTGGA 
GTTTACTGTACTGTGAAATTTTCACATTTGAATTTTTTTAATTGCCTGGCAAAAGCTGATATCAGTTCTA 
AAATATCAGCAGAATGATTTGCTGAATTCATTACAACCCCGTTATGTCACTTTTTGATTACAATAAAAGT 
T T T C AG T AAAC 

>GBEQ1300 | Acc | CD465738 | Ver | CD465738 .1 GI : 31387006 | LeukoNl_7_E07 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_E07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 502 

CGGCAAACCTGATGAGCTCAGCAGTTCATAGGCGCAGGTGAAAACATTATAAATAGCGTTTCCTTCCAGT 
GGAACAGACGGGACACAAGACAGGAGAGCCTTTTAGCAAAGAGGGCATGCTCACTAGTGGTTAGTAAGCT 
GTTGACTTTGTCCAAAAGTTAAAATAAAAAAGAGAAAAAAAAAGGAGAAATGAAATTGTATATTTAATGA 
ACGACCATGTACACTTTCCCCGGGAGGAGGTTGGCTTTCTGTCGGGCGGTTTGCAGGTGGCCCTCACGGA 
TGTGGATATTCATTGTGTGTAGTTTTCTTTCCGCCCCGGCCTTCGATTTTGGAGCTCATGCCAGCCGCGT 
GTTTAGTTTTGAGTGCAGTAAAATAGAATCAGCAAATCACACTTATTTTTCACCCTTTTCCAGTATTTTT 
TTGTTTCTGTAGCAGCAGTGTACACCAACTCTTCCTGTATATTGCCTTTTTGCTGGAAAATGTTGTATGT 
T GAAT AAAAT T T 

>GBEQ1301 | Acc | CD4 65737 | Ver | CD4 65737 . 1 GI : 31387 005 | LeukoNl_7_F09 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F09_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 524 

TCCCTCATCCTGATGTTTAGCTCCCTTGTCTCTAGAGGGAACTCTGGGGGCTCCTGTCCCCACCCTCCAG 
CTTCTAATACTCTCCTAGAGAGAAGCACAGGCTGGAGCTATGGCCTTTGAGGCTGCAAAGCCTTATTACC 
AAGTGTTCTCAAATCATGGATTTACACCTTGAGCCAAAATAATGCCCCGTTACCAGCCCCTGTGGTGCTG 
GTATTGTCCTTGTGCCTAACACCAGCGTTTGAGGGGCCAGCCTGCCTGCCCTGCAGAGGTCTCTGCCAGT 
TCTTTCCTTGCTCATCTGGCTGAAAGGAACTGGTGGGACAGCACTGGCCCTCTCCAGACTCTGGGGAGGT 
TTGGTCTGTGACTTCTCGGTTCCCCCTTTTCTCAAGTGCCTTAATAGTAGAGTTTGGAGAGTGGGGGGAG 
GGCAGGCTGGCAGCTCTCCAGTCAAGAGGCTCAGTTTTTACAGAAGATTCAAAGCAGCTGGACTCTTGCT 
CTTTCTACTGTCAACTAATAAATTCATTGCCAAG 

>GBEQ1302 jAcc|CD465734 | Ver | CD465734 . 1 GI : 31387002 I LeukoNlJ7_D04 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__7__D04_A023 3', mRNA 
sequence . : Start : 1 : Stop : 561 

GTTTGACCGCGAGATCTCCCAGTTTGAAAGCTGCTTTGAGCATTGAGTACTGGCCAGAGTTGGCCAGTTT 
TTATTAAATTGAGTCTTTTGTTGGTGAAACTTTCCAGTTTATTTACAGAACTCCAGACCATGCATGTTCT 
CCACTCCAGAAATCATGCTCTTTTCCCTGGACACACTCATGTTTTGTTTCCACCAAATAATGCTGGACAC 
TCTGGCCTGGAAACCGACGGCGCTTTGCTCCACCTGAACCAGGCACTGCGGGTTTGCTGCCTCTGCAGAT 
GCTTTTGTTTTGACACTTGACTGGCATGGAAGTCTGTCTGCACAGAGCAGTGCCCGGCCCGCGTCCCCCG 
GTGGGTGGGCGTAGCCAGAAAGCGCACAGCAGCCCCTCCCTGAGGCCCTCAGCAGTGCGTCTGTGGGAGG 
CCCGCTGAATTGTGCACCATGTGTAGTTTTGGAAAACCCGAAGACATACCTCAGGGAAAGCCCTTGGTTG 
AGGTGTCCTTCCTGGAGTCGCAGGGTCCACTCCTGAGTGCTTCGCCCTTGTGTTGCTCATTGGTATAAAT 
A 

>GBEQ1303 | Acc | CD4 65731 1 Ver | CD4 65731 .1 GI : 3138 6999 | LeukoNlJ7_Al2 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_A12_A023 3 f , mRNA 
sequence. : Start : 1 : Stop : 428 
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GAGTCCAGATTGGACGAGAGACTCTTTCAGGGTTAACTTCAGGGGCTCCCCAAGCGACAAGGACGCGAGG 
GAGAGAGGCAAGGGGTGCAGGATGGGATTTAGGGAGAACTGGGAGCAGCTTCCTCACTTTGAGGACAGTT 
TTCTGCCGCCAGCGAGGACCCTGGCCGTGTGCGGAGCGGCAGCCGCGCCCTCCTGGGACCAGAGCATCTG 
CGGGTCTCATCCTAGGTTTGCGCCACGCATTCAAAAGGATTTTTTTTTTTTCTCAAAGAAAGATGAGATT 
GGCTTGGTTCTTCATGAGCACATTTTATATTGTTTTGTTCTTTTTTTCCGGGCTCATTTCATTTGGGGGG 
AGGAGGTCTGTGCTGTATTGGGGTTGCAACGAACATCTGCACTCAAACAGTTTACAGAAATAAATGTTGT 
TTTTTTTC 

>GBEQ1304 |AcclCD4 65730|Ver |CD4 65730.1 GI : 3138 6998 | LeukoNl__7_A05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_A05_A023 3 1 , mRNA 
sequence . : Start : 1 : St op : 4 62 

ACTCTCCCGTTGCCTTGTTGTGGCCACAGGATGGAAATCCGCAGGCGTTCTGTCAGACACCTAATCTCTC 
TCCTCCTTTTCTTGTTCTACTCAGAGACAGCCTGCCACCCTTTGGGGAAGAGACCCTGCAAGATGCAAGC 
CT TCAGAAT CTGGGATGT TAACCAG AAGACCT T CT ACAT GAGGAATAACCAACTAGT T GCT GG AT ACT T G 
CAAGAATCAAATACTAAATTACAAGAGAAGATAGATGTGGCTCCTCCAAGGCCTTTCCTGATCTCCCGGG 
AGGAATGAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCTGAAACTTGTTTGAAAGGTGGTTATGC 
CTCTGTCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGAACATGACTGGCATGTGTCTCAGCT 
TCCCCCAGGGCCAAGCACATGGCCTGTTTTACAATAAAACCT 

>GBEQ1305 |Acc| CD4 65729|Ver I CD4 65729.1 GI: 3138 6997 | LeukoNl_7_Hll . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_Hll_A023 3 ? , mRNA 
sequence . : Start : 1 : Stop : 4 07 

CTTCAAAGTCAAAAAAGAAGACTTCAAGGAACAGCAGAAAGAAAGCATCCTGGAAAAGTATGGCGGCCAA 
GAACACCTGGATGCCCCTCCAGCTGAGTTGCTTTTAGCTCAGACCGAAGACTATGTGGAGTACTCAAGAC 
ATGGGAC AGTCATCAAAGGACAGGAGC GGGCCGTCGCCT GC T C TAAGTAT GAGGAGGAT GT GAAGATCCA 
CAATCACACGCATATCTGGGGATCTTACTGGAAAGAAGGCCGATGGGGATACAAATGCTGTCACTCTTTT 
TTCAAGTATTCCTATTGTACTGGAGAAGCTGGGAAGGAGATTGCTAATTCAGAGGAATGTCTTGTAAATG 
ATATCACTGGAGAAGAATCGGTGAAAAAACCTCAAACCCTCATGGAGATGCATCAGG 

>GBEQ1306 j Acc 1 CD4 65723 j Ver | CD465723 .1 GI : 3138 6991 1 LeukoNl_7_F07 . bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_J7_F07__A023 3', mRNA 
sequence. : Start : 1 : Stop: 620 

GCATCAAATATGGCAAGATTTGACGGGCTAGAATACGGTCGCAGATGTGACATTGATGTGTCTACTGAAG 
CCATGTATGCTGCAACCAGGCGAGAAGGGTTTAATGATGTGGTGAGAGGAAGAATTCTCTCAGGAAACTT 
TTTCCTACTAAAAGAAAACTATGAGAATTACTTTGTCAAAGCACAGAAAGTGAGACGGCTGATTGCTAAT 
GATTTTGTGACTGTGTTTAACTCTGGAGTGGATGTCTTGCTAACTCCCACCACGCTGAGTGAGGCAGTAC 
CATACACGGAGT T CATCAAGGAAGACAACAGGACACGAAGTGCCCAGGATGACAT TT T TACACAGGCTGC 
AAATATGGCGGGATTGCCAGCTGTGAGTGTCCCTATGGCCCTCTCTAACCAAGGGTTGCCAATAGGACTA 
CAGTTTATTGGACGTGCATTTTGTGACCAGGAGCTTCTTACAATTGCCAAATGGTTTGAAAAACAAGTAC 
AGTTTCCTGTTATTCAACTTCAAGAACTAATGGATGATTGTTCATCAGTCTTTGAAAATGAAAAGTTAGC 
CTCTGTTTCTCTAAAACAGTAGTGATAAATATGTCATGCAAATTAAAATGACTTTAAAGA 

>GBEQ1307 | Acc ) CD4 657 15 | Ver I CD4 65715.1 GI : 3138 698 3 | LeukoNl_7_F06 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F06_A023 3', mRNA 
sequence . : Start : 1 : St op : 5 60 

CCCGGCAGATTCCGCGCAAATTCATAAACGACTATTATGAGACCAGCAGCCAGTGCTCCAAGCCAGCCAT 
CATCTTCCAAACCAAAAGAAGCCGGCAGGTCTGTGCCGACCCCAGTGAGGCCTGGGTCCAGGAGTACGTG 
ACCGACCTGGAGCTGAGCGCCTGAGTGGCCAGTGACCTCGGCAGGCTGCCTGGAGCACAGGGCTGGGCCT 
TAGAAACAGCCTCGTAACCTCCACTGCTACCTCTCCCGTGGCTGCCTGCTGCCAACAACCACACTCTGGG 
ACTCTTCCTGTCTTACATTTCCACTTATTTATACTATTTAATTGTTGTAATTTATTTTCAATGTCACACT 
GTATTTGGAGCTGGCTCCAAGAGATCCTAAGACCCCTCCTTCACTGCCCTTCTCTTCCCCCTTCACTTGC 
ACTGTGATTGGTGACAATTGAGTGACTGTCATCAGTTTGTTGTAGGCAGAGGTGGCACCAAAGCCACCAG 
GCTGACAAATGTGTATTCGATGTTTCTGTCCGGGGCTGCGTTCAGCCCGGAGAAATAATAAAGATGGTCT 

>GBEQ1308 | Acc | CD465641 1 Ver | CD465641 . 1 GI : 3138 6909 1 LeukoNl_6_E04 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_E04_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 584 

AAGACTGACTGAGCATGTGCAGGATAAAAGCAAGCTACCCATCCTCATCTTCCCAGAGGGAACCTGCATC 
AATAATACATCGGTGATGATGTTCAAAAAGGGAAGTTTTGAAATTGGAGCCACCGTTTACTCTGTTGCTA 
TCAAGTATGACCCTCAGTTTGGTGATGCCTTCTGGAACAGCAGCAAATATGGGATGGTGACATACCTGCT 
GAGAATGATGACCAGCTGGGCCATTGTCTGCAGTGTTTGGTACCTGCCTCCCATGACCAGAGAGACAGAT 
GAGGATGCCGTCCAGTTTGCCAATAGGGTGAAAGCGGCCATCGCCAGGCAGGGGGGACTCGTGGACCTGC 
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TGTGGTGAGTCCGAGCCAGCCTGCGCCCGCTGAGTCTGGGAACACGAACTTCCGGAGCAAGCGCTGAAGG 
CTTGACTCCATTTACAAAGACGACTCCTCTCTCTTCCTGGTGTGGAGGATTGAGCCTCCCAGCTCTGGAG 
AGTGAGCACTTTGACTCCTTTCTCCTGGTTCCAGCTCGGAAGTGCCCCATGTTACGTATTGACCTTGAGG 
AACATGGAGCCCAGCAGGCTTCAA 

>GBEQ1309 | Acc | CD4 65 632 1 Ver | CD4 65632 .1 GI : 3138 6900 | LeukoNl_6_G07 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6__G07_A023 3', mRNA 
sequence. : Start : 1 : Stop: 538 

AAAAATAGGCGGACTATTTAATGCAATACCCTTCACCACCACATCTCTAATTATTGGCAGCCTTGCACTC 
ACCGGAATTCCTTTCCTCACAGGCTTCTACTCCAAAGACCTCATCATCGAAACCGCCAACACATCGTACA 
CCAACGCCTGAGCCCTACTAATAACTCTCATTGCCAGATCCCTCACAGCTGTCTACAGTACCCGAATCAT 
CTTCTTTGCACTCCTAGGGCAACCCCGCTTCCTCCCTCTGACCTCAATCAACGAAAATAACCCCTTTCTA 
ATTAACTCCATCAAACGCCTCTTAATTGGCAGCATTTTTGCCGGATTCTTCATCTCCAACAATATCTACC 
CCACAACCGTCCCAGAAATAACCATACCTACTTACATAAAACTCACCGCCCTCGCAGTAACCATCCTAGG 
ATTTACACTAGCCCTAGAACTAAGCTTGATAACCCATAACTTAAAACTAGAACACTCCACCAACGTATTC 
AAATTCTCCAACCTCCTA<SGATACTACCCAACAATTATACACCGACTC 

>GBEQ1310 |AcciCD465628 |Ver |CD4 65628.1 GI : 313868 96 | LeukoNl_6__Fll ,bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_Fll_A023 3', mRNA 
sequence . : Start : 1 : Stop : 68 6 

AGAAAAGCTGAAGACAGTTACCAAAAAGTGTTGGGCATGAAAGTACTTGATGAACTTGACAAAGAAAAGC 
T GCAAAAGAT ACATT T CTACTATGGCCAAT T T CAGGAAT T T CAAAGGAAATCTGAAGT CCGTGCAATTAT 
CCAT TAT T TAAAAGCAGT AAAAACTGAAAAGGCAT CAT T TGCAAGAGAGAAAAGTATCAGT TCT T TGGAG 
AAGCTGGCTTTAAAGAAACTTAAGAGAAATGCATTAGACATAGAAACCTTGAGCATCCTCGGGTTCATTC 
ACAAAGTGAAAGGAGAAATGAATAAAGCCCTGGAGTATTATGAGCAGGCCCTGAGGCTGGTTGCTGACTT 
T GAGAACT C T TTGGAATAT GT CCCCTAGACAAT GAAATATGGACT ACCT T AC TAT T T AGT CT GAT T T TAT 
GTTAACATGTACTAATCATCTTACCTGCTTGCTGCTTTCAGAACATATTATGTAATTCACTCTAATGATG 
T AAT T TT TGAACACTTACAACCC T GGTAAAATAGTAGT T GCAT TCGAAAATAGT GAAACAGAATATATAT 
GTCT TTGT GT GGAAGAGAGAAAGGAACAGAGAGAGAAAGTGGAATCAT TTCTC T GTGTAT GCT AAATAGT 
AGAAAAAAACAGT T TGT TGAGTAGATT TGCAGCAAAT AAAACAATGAACTT CATAA 

>GBEQ1311 | Acc | CD4 65 624 | Ver | CD4 65624 . 1 GI : 31386892 | LeukoNl_6_B10 .bl_A0 2 3 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_B10_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 582 

GATGCAGGGCCCACTCAAGGCCTCCTGTCTGTACGGGCAGCTCCCCAAGTTCCAGGACGGAGACCTCACC 
CTGTACCAGTCCAATGCCATCCTGAGACACCTGGGCCGCTCCCTCGGGCTGTATGGGAAGGACCAGCGGG 
AGGCGGCGCTGGTGGACATGGTGAATGACGGCGTGGAGGACCTCCGCTGCAAATACGTGACTCTCATCTA 
CACCAACTATGAGGCCGGCAAGGAGGACTATGTGAAAGCACTGCCCGGGCACCTGAAGCCTTTTGAGACC 
CTGCTGTCCCAGAACCAGGGGGGTCAGGCTTTCATTGTGGGCAACCAGATCTCCCTTGCCGACTACAACC 
TGCTGGACTTGCTGCTGATCCACCAGGTTCTGGCCCCCAGCTGCCTGGACTCTTTCCCCCTGCTCTCGGC 
CTACGTGGCACGCCTCAGCGCCCGCCCCAAGCTCAAGGCATTCCTGGCCTCCCCCGAGCACGTGAACCTG 
CCCATCAATGGCAATGGGAAACAGTGAGGGCTTGTGGTGCCCTGGGCAGGAGGCAGGGGCTGTCTACTTC 
CCTTTCCAATAAAATTTCCAAG 

>GBEQ1312 | Acc | CD4 65623 | Ver | CD4 65623 .1 GI : 3138 6891 1 LeukoNl_6_Cl2 .bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_C12_A023 3 1 , mRNA 
sequence. : Start: l:Stop: 603 

T C AC AAG G C C G AGAT AG AG C AAT AC T T T G G T AAAG T AC AAAAT AC AAAT TCCCTCTGG C AAAAT GG AG AT 
GTGTGGGAAAAAAAAGAAGTGAAAGACCTCCTGTGCCGTCTAACTGGTCAAGCTGAAGGCAAGCGAATCT 
CTATAGAATATGGAACAAAGGAAAAAATAAAAATACCAGTGATATCTGTTTATTCAGGTCCACTCCAAAG 
TGGTAGAAACATAGAAAGAGTATCCTTCTATCTAGGATTCTCCATGGAAGGCCCTCTGGCATATGATATA 
GAAGTAATTTAAGAAGAGAGATTAACGCAAATATGTTTATTCATATCTCTCTCTGATTTTGTTCCCTTTC 
TCTATTCCTATGGCATTTTGATAACGTTATTGGCTTACCTCTAATCCCAGATTTTGCTTTTGTTTCCCCA 
GATGAATTATAAGCCTTTTTAGGGCAGGAAATGTCTCCATACGCAGAGCTTGGAACACAGTAGAGTCAAT 
TGTTGAATGTTTTAAGTATGCATTTTCAGACTAACATTTAATTAAAAAGTTTCAATTGGTATCCACTGTT 
CACATCATATCTGGTTGTAAGTCAATAAAATCTGTTTTAATTG 

>GBEQ1313 | Acc | CD4 65621 1 Ver 1 CD4 65621.1 GI : 3138 688 9 1 LeukoNl_6J307 .bl_A023 Unstimulated 
peripheral blood- leukocytes Nl Equus caballus cDNA clone LeukoNl_6_D0 7__A0 2 3 3', mRNA 
sequence . : Start : 1 : Stop : 5 64 

CTTAGTAAATACAGTCAAAATAATTCTAAATCCTTGGATATTTTTTAAAGGTCTGTAAGTAACTTTGCAT 
AAAAAATAATGAAATAATTTTAAATTTCAAACTTCTCATTCTGTTTGTTAATTTGCCCAAAGGAAAGTGG 
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T GT T T T TAAAGGAAAGT GTACAGT AGAAAAGCCCACTCGTGGCT T GTGT GAAATGGAGACAACAT CT T TA 
AACAGTATTTTTACATTGCCTGTGTATGTGTATGAAACAAAACCATTTGAAATGTGCCTGTGTACATAAC 
T CTGTAAAGCCACTGAAAAAT T ATACT AACT TAT T TATGT TAAAAAGAGAT TTTTTTTTTTTT TAAT TTA 
GACAATATCCAAGCCAAAGTGGCATGTTTTGTGCATTTGTAAATGCTGTATTGGGTAGAATAGGTTTTTT 
TCCCTTCTTGTTAAGTAATATGGCTATGCTTAAAAGGTTGCATACTGAGCCAAGTATAATTTTTTGTAAT 
GTGT G AAAAAG AT G C C AAT TAT T G T T C C C C AT AAAGC AAT C AAT AAAG AAAAC T T C CAT AG C T T T C AAAA 
AAAA 

>GBEQ1314 | Acc | CD4 65619 | Ver | CD4 65619 . 1 GI : 3138 6887 I LeukoNl_6_A08 .bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus cabal lus cDNA clone Leu koNl_6_A0 8_A0 2 3 3», mRNA 
sequence . : Start : 1 : Stop : 575 

CTAGAGAGAACTTGGTCTGCATAGTAGTAATCCTTTTCTGGAATGGAACCCTTGCTATATTGGTGACAGG 
AGT TAGT GACAAAGT CAAAGGAGGAAAATTAGGAGGGAGATCT T T T CAGGCAGCAT G AAT AAAG AACCT C 
CTAT C T TT T GGCAGAAGCTCAT CTAGATTGTGGTAGATT CCAAGTTAAGAAT CTAGAAATATGGAAAGAT 
TTCATTACAAGGCCTTGAACATGGACTGTCCCAAACTCTGTATCCCCCGTTGAGCTCTCATTTCTAGACT 
GCTTTGAAAACTCCATATTCCCTTTGTTAACGTAATATTTGGGGACCCTGCTTCTTGGCTGTTCTTTTCT 
TCAAGT CCT TGATAGACAT GT C TCTAGCAT GTATTT TCTTAC CACCCGGT TTT TAAAACACACACACAAC 
CCTAGAGAGTCTGAAGAACAGTCTTACTTTGTTACTAGTAATGTGTTTTTAGTTAGTCTTTAGCACAAAA 
CTACCCCCGATTGTGTTAGATTTAAAAATTAGTAGATTAATTTCTCTCTGTTGTATTGCTTTCATTATTG 
AAAAT AAAT AG AAC T 

>GBEQ1315 | Acc | CD4 65615 | Ver j CD4 65615 .1 GI : 3138 68 83 I LeukoNl_6__Cll .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6__Cll_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 598 

CGCCAAGAATGATCATTCCTTCTTCAAAATAAATTACCTCACCTTCCTCCCCTCTGCTGATGATATTTAT 
GACTGCAAGGTGGAGCACTGGGGCCTGGATGAGCCACTTCTGAAACACTGGGAACCTGAGATTCCAACCC 
CTATGTCAGAGCTGACAGAGACAGTGGTCTGTGCCCTGGGGTTGGCTGTGGGCCTCGTGGGAATTGTGGT 
GGGTACTGTCTTCATTATCCAAGGCCTGCGTTCAGGTGATGCCTCCAGACACCAAGGGCCCTTGTGAGTC 
ATATCCTAGAAGGGAAGGTGCATTGCCCATCTGTGACAGCAGAAGAGTGGACATACTAGATGACCTAGCA 
CTGTTTTCTAGCCAAGTTCATCATATTCCTTCTCTCCTCCTATGTTCCTCCTCTTACTTTTTCTCTGAGA 
CAAGGTACTGTATTCTCTCAGTGCTCACATACACTTAGAACTTCTCCCCCTGACCTCCTAAATGTTTCTC 
TTTTCTCAATTGTTACCTATTATGGGAACCCTGGAGTATCCCACCCAGCTACCTAATCCTTCAGTGACCC 
TGAACTAATATGTCCATGGAAGCAATAAATCCGCCTTT 

>GBEQ1316 | Acc J CD4 65609 | Ver | CD4 65 609. 1 GI : 3138 6877 | LeukoNl_6_F02 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_F02_A023 3', mRNA 
sequence. : Start : 1 : Stop: 536 

CCCCCCCAGAACAACCCCCCCAAAACAACCCGGGAGACCATCGGGGGCAGAATCATTGGAGAAGACTGAA 
GACAAGAAGAGGGGAGCGCACCGGGGGCGGTGAGCCTGTAGCTGCGCCAGCGGCGGCCACAGAGAGAGAG 
AGGAGAAGAGGGGGACCCAGGCCAGCGGGAGAGGGGACCCCGGAGCTCAGGCCTTGCGACAGAGCAGAAG 
CTGGAGTGGAGAGCCTGGCTTCACACTGCGGGGCTCGGGGGAGCCTGACTGCATCCCCCCCCCAGCCTTC 
CTGGAACTGGAGCTGACACCTGCGAACCGGCCCTGGTGACCGAGGGTCTTGCACCCTCGCCGGACCGTAC 
TTTTGAGACTTGGGAGCTGGGGCTGATGTTACTCGGTACCCACGAACTCCCAGTTTGCAAACTGAATAGA 
CAATCGATTTTGTAACTTGCACTGGTTTGTTTCTTGAACeAGTGAAAAAGAGAGGGGAAGCTCACAGATA 
CGTCTATTTTTTGCTTCTATGATGGCCTTGTAATAAATTCTAAAGC 

>GBEQ1317 | Acc | CD4 65 608) Ver | CD4 65 608.1 GI : 3138 68 7 6 | LeukoNl_6_G04 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6__G04__A023 3 1 , mRNA 
sequence. :Start:l: Stop: 477 

GGGGCATCGGCCAGCTACCCCTTGTGGGCAAAGGCAGCGCCATTTTTGTGGTCCTCCCGCAGTTTCCATC 
GTGTGGCCTGTGGGTGGGTGGGGGAGTCTTTNCACCAAAGATGTCCCAACTNTGCCCCTCCCCCTCAGCC 
ACTTACCCCCAACCCCAAACAACTCAGCTTTGTGTGTACAGGCCAGTGAGGGGAGGGGAGTGGCCCCCCC 
AGTGTTGGTGAGGAGCAGCATGGGGAGGGGTCCTCTGTACCATGGTCCCTTTGGGCCAGCGGGTGGCAGC 
AGTACTTCAGCTTTCATCTCCCTCAGGGGCAGGGCAGTGGGGGGCCCAGGGTCTCCTCGGGTTGTGAGGG 
AAGGGCTCCGAGGGTCTGTAGCGCCTCCCCGCCTCTGACAGTGTGTCCAGCACTCAGATTGTTGTAAACT 
GTCGTTGTTTTGTATAAGCGAAATTGTCTTTACTAAACAGATTTAATAGTTAAAAAA 

>GBEQ1318 | Acc | CD4 65538 | Ver | CD4 65538.1 GI : 3138 68 06 | LeukoNl_5_F05 . bl_A023 Unstimulated 
peripheral blood 'leukocytes Nl Equus caballus cDNA clone LeukoNl_5_F05_A023 3 • , mRNA 
sequence. : Start: 1 : Stop: 689 

GATGATCAGCACAAGGGCAGCCAGTGGGCTCTACCGAGCGATAACAGAGACACATGCTTTCTACAGGTGT 
GACACGGTGACCAGTGCCGTCATGATGCAGTACAGCCGAGACTTGAAGGGCCACTTGGCATCTCTGTTTC 
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TGAATGAAAACATTAACCTCGGCAAGAAGTACGTCTTCGATATTAAAAGAACGTCAAAGGAGGTCTACGA 
CCATGCCAGGAGGGCCCTGTACAACGCCGGTGTGGTGGACCTCGTTTCCAGAAGTGAGCACAGCCCTCCG 
AACTCCCCTCTGAAGTCTTCGGAGAGCAGCACAAACTGCAGGAGCTGCGAGGGCCTCAGCTGCCAGCAGA 
GCAGGGTGCTGCAGGAGAAGCTGCGCAAGCTGAAGGAAGCCATGCTGTGCATGGTGTGCTGCGCCCAGGA 
GATCAACTCCACGTTCTGTCCCTGCGGCCACACCGTGTGCTGCGAGAGCTGCGCCGCCCAGCTCCAGTCG 
TGTCCGGTCTGCAGGTCGCGGGTGGACCATGTTCAGCACGTCTATCTTCCAACGCACACCAGCCTTCTCA 
ACCTCACTGTCATCTGATCTGCTGTGTGCTTACTGGACATGCCCTGTTTCCATGAACTGCACTGTCACGA 
ACTGTAAAAAGGATAGATGTGGAGAAAATAAATACTCCCACACCATCTGCCATGCAACG 

>GBEQ131 9 | Acc | CD4 65525 1 Ver | CD4 65525 . 1 GI : 3138 67 93 | LeukoNl_5__E0 9 . bl__A023 Un-st imulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_E09_A023 3', mRNA 
sequence . : Start : 1 : Stop : 623 

GCATCTCTTTGTCCCTGGTCATCTGGCTGGCCATTGTGGCTGCTGCATCATACTTCTTATTCATGGATTC 
CACCAACATAGTGCCCAACAAGGCTGGCTCAGGCAACATCACTCGCTGCTTTGAGCATTATGAGAAAGGC 
AGTGTGC.CAGTCCTCATCATCCACATCTTCCTGGTGTTCAGCTTCTTCCTTGTCTTCCTTATCATCCTCG 
TCTGCAACTTGGCCACCTGCATGAGTGTATTAGAGAAAATGGCTCGACTCAGAGAGAAGATGGAGATGTG 
CAGAGCAAATCAGAGACCAGAGGGAGACCCCAGGAGCCTGGAGAGGCCAGGGGGAGGCGCTTCCCGGAGC 
CTGCCGGCGCTCCTCCTCTGGGCCAAACCCTTCTCGAGCCTCAAAGTCCGCCCTCCTTCCTTTGAGTCCT 
GTGAGATGCCCTTGTTAGGATGCATTCTCTTGTTTTGCTTGAGCTGATTTGAAGTATTATCTATTACTTG 
CAACCAAAAGAGCTCTGAATAAGATAAAATCTTGTTGCTAAAGCACAGTGTCTCTCGAATTTCGGTCATC 
CCTGTACCCTCCTCACAATTTTTGCATATCTATGTACCATCTGTATGTTTACTTAATAAATAT 

>GBEQ1320 | Acc | CD4 65522 | Ver | CD4 65522 .1 GI : 3138 67 90 | LeukoNl_5_G05 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_G05_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 5 93 

TCGGTGTCTTTTCTCACAAAGCAAATGGTGGGCGCCTATGTTTACATTGTATCTTCCCGCAATGTACTTG 
GCTTGACAAAGACAAGCAGGCT T CTCT T T T GAGACT TAGTATAT T T T TAGT T TTCATAGACACTTATT T A 
ATCTT TT TTTAT TGTACAGCAAGGTGCT CTAAGT AATAT TCTATAAAATATAT T TAATAGAAAT T TGAGT 
TTGATAT T CATGGACAT GAATACATGTAT TT T TTTAAGAAAT AAGTATTGTGTAACACT ATGACAT T GCT 
TCTATAGCCAAAGTCTAAAAACTTCTGGAATACTGACATGTAAGGACTACAGTTAATTCTGACACTGTAT 
CTAATGGAACTCGGATGGTTTGCATTTTGTAAAATTACCCTGCACCTGGAGCTGCATGCCTTAAGCCTGA 
AACCTGGGCCGTGCTCGCAGTGGACAGTCTGTTCCCCACACAGGAAGCGGGGTCCACAGCGCTTCTCTGA 
CTACCTT T GGAAGGACT GTAC AAT GT TAGAATAAT T TAT TT T GCT T TACAGGAGT T T GT CATGCAT TGAC 
TTTAATATTGTATTTTGGTAATAAATTTTTTGT 

>GBEQ1321 | Acc ) CD4 65511 1 Ver | CD4 65511.1 GI:3138 6779| LeukoNl_5_G10 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_G10_A023 3\ mRNA 
sequence . : Start : 1 : Stop: 661 

TATGGGCTGAAGAGCTGCAGTGACGAAGAGGTGATGGCTGCTGCCCAGGCTGCCAAAGCGGATGAGTTCA 
TCAAAGAAATGGAGCATGGACTACAAACAGATGTAGGGGAGAAAGGAAGCCAGTTGGCTGTGGGACAGAA 
ACAATGTCTGGCCATTGCTCGGGCCCTTGTGCGGAACCCACGAGTCCTCATCCTGGATGAAGCCACCAGT 
GCCCTGGACGTCCAGTGrTGAGCAGGCTCTGCAGGACTGGATATCCCGTGGGGACCGAACGGTGCTGGTGA 
TCGCTCACAGGCTGCAGACGGTTCAGAACGCTGACCAGATCCTGGTGCTCAGGCAAGGAGAGCTGGTGGA 
TCATGCCCAGCTCATGGAGGGGGAGGACCTCTATTCCCGCCTGGTGCAGCAGTGTCTGGAGGACTGAGGC 
CGCAGGGACACTGGGCCCTTCTCATGGCTGTCTTCATGACCTGGAGTAGCTCCTGCTTTGAGTTTCCCTG 
GGGCTGTTCCCCTGGGTAGTTTTTCCTGGAGTTGGAGACATGATGGAGATTTGGACCATGTGTGCTTTCA 
TTGGAGCTGGGAGTGGAGGGCGGGGAGTGCTCCATGTGTCCATGAACCTTATTTCCTTGATGAATGTGGT 
ACTGAGTAGTATACTGTGGCATAATAAATAT 

>GBEQ1322 [Acc 1 CD4 65507 | Ver | CD4 65507 .1 GI : 3138 6775 | LeukoNl_5_H05 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__5_H05_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 557 

CTTTGCAGACGCCGCCGCCCAAGAGCTGCCCGTGCCGCTTAGCCATGGTTAACCCTACCGTGTTCTTCGA 
CATAGCCGTCGACGGCGAGCCCTTGGGCCGCGTCTGCTTCGAGCTGTTTGCAGACAAAGTTCCAAAGACA 
GCAGAAAACTTTCGTGCTCTGAGCACTGGGGAGAAAGGATTTGGTTATAAAGGTTCCTGCTTTCATAGAA 
TTATTCCAGGATTTATGTGTCAGGGTGGTGACTTCACACGCCATAATGGCACTGGCGGCAAGTCCATCTA 
TGGGGAGAAATTTGATGATGAGAATTTCATCCTGAAACACACCGGTCCTGGCATCTTGTCCATGGCGAAT 
GCTGGACCCAACACAAATGGTTCCCAGTTCTTCATCTGCACTGCCAAGACTGAGTGGTTGGATGGCAAGC 
ATGTGGTCTTTGGCAAGGTGAAAGAGGGCATGAATATCGTGGAAGCCATGGAGCGCTTTGGGTCCAGGAA 
TGGCAAGACCAGCAAGAAGATCACCATTGCTGACTGTGGACAAATCTAATAAATTTGACTTGTCTTA 

>GBEQ1323 | Acc | CD4 65502 | Ver | CD4 65502 . 1 GI : 3138 6770 | LeukoNl_5_A12 ,bl_A023 Unstimulated 
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peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_A12_A023 3 1 , mRNA 
sequence. : Start: 1 : Stop: 644 

ATCTGTGTCTGATGTTAATGCTGACCGAAAGATGGAGGTCTCAAAAAGTCTGATTGCAAATGCAAATGCA 
ACTCCTAAAATCAGTCATCTGTGCTCACAAGTTGCTCCAGGAACATTTGTGAATGGGGTATATCAGGTGC 
AT AAGAAAGAAGTGCGGAAT GAAGT CAT AT C T TAT GGAAT ACAAGATAGTACAGGGCAGAT GGAAGTT AT 
AGTGTATGGACGACTGACCAAAATCAACTGCGAGGAAGGAGATAAACTTCAACTCATCTGCTTTGAATTG 
GCATTAGGTCAGGAAAAGCAGCTGAGATCCGTAATTCACAGTTTCATCAAGGTCATCAAGGCCAGGAAAA 
GCAGGAAACAACCACTCAATCCTGATTCATCTATGCAAACCTCACTAGAGTTCTCCTGAAACCTGGATGC 
CATT AAAAAT GATGT T CAT GT AGATAAGATCTAAGT ACAGAAAAAATATAT ATAT AT AT AGTT GAAATAC 
AGCAACATACATACCAGC TATAAAT T CT T GGAAAT GGGGTAT T ACAAGTGC TTTTCTCTTT CAT T T TTAT 
ATGTCTCTGTACCATCTCAATGTCATATTTTACATCTGTAACATTTATAATTTGGAAATAACTATAAACA 

TCATGTTTTTCTCT 

>GBEQ1324 1 Acc | CD4 65491 1 Ver | CD4 65491 .1 GI : 31386759 | LeukoNl_5_B0 6 . bl_A02 3 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_B0 6_A0 2 3 3* , mRNA 
sequence . : Start : 1 : Stop : 673 

CATGTTATTGTTACAGCATCGAGTGATGGCTTCATCAAAATGTGGAAGCTCCAACAGGATAAGAAAGTTC 
CCCCGTCTTTACTCTGTGAAGTAAACACGAACTCCAGGCTGACGTGTCTTGGTGTCTGGCTAGACAGAGC 
GACAGATGTAAAGGAAAGCCTGCCTCTGGCTGCACAGCCTTCTCATGTAAGTAAAGAAGAACAGCCCAAA 
ATCAACAGAAAGGAAT CT GGCGAT GGAGT GCAGGAAGAAGAAAGGC AGT CAGAACC TAAC ACGAAGAAAC 
GGGGTTCAAGTGGTGACGGTGAGAAGCCTGCAGGAGGAGATAGCCTGGTGTCAGCCAAGAAGAGGAAAAT 
G G C AG G AAT GC T G G AAAAAAAG AAG AG AAAG AAG AAG AAAAT AT G AAT GAT G C AG T GAT T C CC AG AT T T C 
TCTTGAGAAAAAATTTTTAGATGGAATCATTCTTTGCAAATGTATCTGAATTTTTTTTCTTTTTCTAAGT 
GAAAGCTAGGAATTTCTTCTTTTGGAGAAAATGTACAGCTTAAAAAAATCACTTTTAGGGATGTGTGTGT 
ATGTGTTTTTTAACAGTAAAACTGTTTTGGTAGGCAACATTTTATATATCATGGTGATATATAGTGTGTT 
AATGTGTAATATATAATTTTTACTGTTGTATAAAGCAAATAAA 

>GBEQ1325 | Acc j CD4 654 90 | Ver | CD4654 90 .1 GI : 31386758 ] LeukoNl_5__C08 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_C08_A023 3', mRNA 
sequence . : Start : 1 : Stop : 4 7 6 

AGTTCGCCCGCTTGCAGGACCAGCTGGACCACAGAGGGGACCACCCCCTGACGCCCGGCAGCCACTATGC 
CTAAGCCCTCCCAAGTGTGGGTACTTCAAAGCTTTGGCCTTACGCCCTTCCCCACGACCTTGTCCTGCAC 
CAGCCTCAAGGACAGCCTGCACACGGGGCTGGGTTTTCATCAGAGGGCAGAGTGGAGGGAAGAGGCTTCA 
TTTTTTAAGAGAAATTACTGCACTTTGAAACTTTCCTTTAAGAGAATAAGCACTTCCTGTTTTTCCAGCT 
CCAGGTTCACCTCCTGTGAGGAGGCCACCGGTGGGAGCCAGAACGGGGACAAACACTCCCTTTGTCCCTC 
CTCCTCCCCCGTGCCAGTGCCACCTGGATGCCTCCTGTCCTTTCCATTTTGACCCCTCCCTCCCCGTTCA 
GCATCGAGTGTGTGCGTGCGTGTGTGTGTGTGAACACATAAATATACTCCCAAGGG 

>GBEQ1326 | Acc | CD4 654 86 | Ver | CD4 654 8 6 . 1 GI : 31386754 | LeukoNl_5_F06 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_F06_A023 3', mRNA 
sequence. : Start : 1 : Stop: 64 5 

CGATAAATGGTAAGGAGCAGCTGCTGCGCTTGGATAACAAGTAATTCAACGCACGCATGTAACAAACAGA 
AGTGT TAACATAACAAGCACCAT T TG AGGAT TAACAGGAACAT T T T TT T GAAGAT TTCAAACGAACTCGA 
CTTTCAGTATAACTGTACCTAATCTAAAGTATTTATACACAGCTCGTCGGAGCCCTGTTTGTCATAGACT 
TTTGAGTTTATTGTTGGGACCACATAATAGGACCATTTTTTTTTGTCTTTAAAATTGTTGTAAATCTCTG 
TATGCACTTTGCTTTTTTATTAAACGTAATCCAAGGTGGCCGTGACTCTTTCGTACACTAACACCAGCAC 
GGACCTGCTTTTCCATTGTGTTTGAAACGTGAGCCGAGTAGTGTCAGCCTGCTGTGACGTTAACATTGCC 
AGAATGAATCTTCCACAAAAAT AGTT T CGT TT T T T T TCAGTAT T TAGTAGTG AAAGATAT T AATGCAT TA 
ATGGTAATACATTTCTGGTTTAATATAAATTGAGGATGTTTTCTAGTTGTGCATGAATGCTGGCAACTTA 
GTAAGTTTTGACAATTGTTTAAATATGTAATGTTAAGCTTAGGTTTAAAAAAGTAAAGCTGGTAAACTGG 
GTCTTTGTCATTTAC 

>GBEQ1327 | Acc | CD4 65482 | Ver 1 CD465482 .1 GI : 3138 6750 | LeukoNl_5__H02 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_H02_A023 3 1 , mRNA 
sequence. : Start: 1: Stop: 592 

TAATGAAGTCTGTGAAGATCATAATTCTGAGTTCAAACAGTCATTTCCACCTCCTCCTGATTCACTTAAT 
TTGCCTCTGCCATCAGGAGATTTTATGAAAAACCAGGAAGATTACAACAATGAGATCCAGTGTCAAGAGT 
TCTCTATTCCTCCTAACTCTGATCAAGATCTCAATGAATCCCTGCCACCTCCACCAGAAGAACTGTTATA 
AATATTACAACTTGCTTTTTAGCTGATTTTTTCATCCTTCTTAAAGGATTCCATCTTTTGTTTTTCTTCA 
TGTGCTGAAATATATTAAATAGCAACTGGTAGTCAATTTTGATTTTTATTCAGGGACTACCTGAAATCTG 
CTCAAAGCCCATGTGCATAGGTGGAACTTATTTTTTAAAAATTATATAACAGTGATCTATTTACTGGCTA 
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TAG TATC TACCT T TAC TGCATAGTACAT T T TACATATGT GGATGGTACATATGT CAATAACAACCAT T T C 
TGAAACAAGTAGCCTACGTACACTTAACATTACCTTATGGATTTTTTTTTTCTGAAAAGCCGTATATAAA 
GTTATCTTGAATAAATAAAATTTTATTTTCCA 

>GBEQ1328 | Acc | CD4 654 34 j Ver | CD4 654 34 . 1 GI ; 31386702 | LeukoNl_4_Cll . bl_A02 3 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4 Cll A023 3', mRNA 
sequence .: Start : 1 : Stop : 655 

GTATGCAGATGATCTACAAGTCTGTGAAGCTGCCAGTGATCAAAGTCCGCAGCATGCTGCTGGAGACCCC 
GCGAGGGCGGGTCCAGGCCAAGAAGTGGTCCCACGTGCCCTTCCCGGTACCTGACTTCAACTACCTGCAG 
CACTGTGCCCAGAGCCTGTCGGACCTCTCCCTGGACTGACCACCTTGTCGCTGCAGTGCTCAGCTCAGGC 
TGCAGGGGGCGGGAGAGTCCGCAGCAGCCACCATCTTCCCCTGGGCAAAGCCTGGGTCCAGGCCCCTCCT 
GCCTGAGTCACCAGCTGGGGGCACCATGCTGACCAGGTACAGAGGAACCCTGGGCGCCCAGGCGGGCTTG 
GGCCCCCACCCTGGTGAAGCAGCTGGAGGACCACATCTCAGCCCCAGACCCCACTCACACCACACAGACC 
CTTTCCTACGCACTGGATGGAGGGGAGACTGAGGCAGGAGAATGGCCACACTGTACTAGGAATCACCAGT 
TTCTCTCGGCCCCTCGATATTCCTTCCCTGCGAAGGCCACTTCTATTTTTTGAGGCTCCCCATAAATTAA 
AAGTAAAGAAATGGGAAAT TGGTGTAGACAACAT GTGGTAT T T GAAAAACAGAT T TGT T GAGGTAT AATT 
GACATAAAATAAACGGTACATAAAT 

>GBEQ1329 {Acc | CD465432 | Ver | CD4 65432 .1 GI : 3138 6700 | LeukoNl_4_G05 .bl_A023 Unstimulated 

peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl ■ 4 G05 A023 3', mRNA 

sequence. : Start: 1: Stop: 259 ~ 

TTCAAACCTCCAGCTTGTGAATCAACTGTGTCTTTTTTGACTTGGCAAGCAAGTATTAGGCTTTGGGGTG 

GGGGGAGGTCTGTAATGTGAAACAACTTCTTGTTGTCTTTTTTTCCCCTCCCCATTGTTGTAAATAACTT 

TTAATGGCCAACACCCCAGAATTTGTACTTTTTTTTTTTTTTTCTAACTGCTATAAAACCATTCTCTTCC 

CACCTGGTTTTACTGTAACATTTGGAAAAGGAATAAATGTCGTCCCTTT 

>GBEQ1330 | Acc | CD4 65430 J Ver j CD4 65430 . 1 GI : 31386698 | LeukoNl_4_B01 .bl_A023 Unstimulated 

peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 4 B01 A023 3 1 , mRNA 

sequence. : Start :l:Stop: 569 ~~ 

GAAGTCCCGATTGTAATTAAAAACTCACATCTGATCAACGTCCTAATGTGGGAGCTTGAAAAGAAGTCGG 

CTGTAGCAGATAAACATGAATTGCTCAGTCTTGCTAGCAGCAATCATTTGGGGAAGAATCTACAGTTGCT 

GATGGACAGAGTGGATGAAATGAGCCAAGACATAGTTAAATATAACACATACATGAGGAATACAAGTAAA 

CAGCAGCAGCAGAAACATCAGTATCAGCAGCGTCGCCAGCAGGAGAACATGCAGCGCCAGAGTCGAGGAG 

AACCCCCACTCCCTGAAGAGGATCTGTCCAAACTCTTCAAGCCACCCCAGCCCCCTGCCAGGATGGATTC 

TCTGCTCATCGCAGGCCAGATTAATACTTACTGCCAGAACATCAAGGAATTCACTGCCCAAAACTTAGGC 

AAACTCTTCATGGCCCAGGCTCTTCAAGAATACAACAACTGAGAAAAGGAAGTTTCCAGAAAAGGAGTTA 

ACATAGACTCTTAAGATCACAAGGGGCGACTCTTGGAAGAAATACATTTGTGTAiCTGCAAAGTGTTTCTA 

GCCAATAAT 

>GBEQ1331 [Acc | CD4 65423 1 Ver | CD4 65 423.1 GI : 31386691 1 LeukoNl_4 JB09 . bl_A023 Unstimulated 

peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 4 B09 A023 3 f , mRNA 

sequence. : Start : 1: Stop: 685 ^ 

CTGTTGGCTGCTGTACAAAGAAGCAAAACAAAGGCTGTTTTATATGAAAGATTAGATGCTCCGAACATTC 

AGGATTTTTAAGCAGCATAGTTCTCACTGCAGTAGAGGTTTTGGAAGCAGCTACTCAGGAGACGTGGGTG 

GGGCTGGGGTTCGCTGTCCCTGGGTCAGCCTTTGATTCCGCTTTCCTGTGTCTTTCCTGCTGCCTCCTCA 

TTGGGGTTGTGTGGGTGTGGGGAGGAGGGGGCAGTCCGCCTGACTGTAACCTGCTGGCGCTCTGTGGAGG 

TCCTGTGGGCCTGGCTTGTGTGTGAGCGTTTGGGACAGTGCTGACCACCTCATGCTTGCTCTTGTGTCCA 

CCTGGCTGCTGAGGCCCTTCTGTGTCTCTGCGCTGCTGCCCACCATTGCTCTGGGCAGTCAGTCCCCTCC 

CCTCTGACCCTCGTTTCGTAGATGTTCTTTTTGACCTTCAGTAAATGTGGATGACACGTCATGAGCCCCT 

GGCTACCGGGTGGTGGGCCTGCTCTCTGGGGACCGTGGCTGCCGCTCTGCTGCTTCTCCTGTTTGGCTCC 

ATCTTCTGTTCCACTTCTGGTTGCCAGGAAACAACGAGATGCAGTTGCTGTAAGACTTAATGATTTTTTT 

GTTTGTTTTGCACTAAAGGTTCTGTGATTTAACAATAAAATTTGTCAGCCAGAAA 

>GBEQ1332 | Acc | CD4 65422 I Ver j CD4 65422 . 1 GI : 3138 6690 | LeukoNl_4J311 . bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 4 Gil A023 3*, mRNA 
sequence. : Start : 1 : Stop: 170 " 
TGTAAAACCCCAATTAAGTAACACTGGTTTCATTCCATTGTAAGCATTAGACAGTGTATGTAGGTTGCAA 
GAGATTGTGTAGATTATCACTAAATTTTAACTCCCTTCACTTAATATGCTTAAACTGTCCCCTTAACTAT 
GT T AAGCAT T TAGAATAAAAGCCAAAAT GT 

>GBEQ1333 j Acc | CD4 65420) Ver | CD4 65420.1 GI : 31386688 | LeukoNl_4_D07 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 4 D07 A023 3', mRNA 
sequence. : Start: l:Stop: 627 ~~ 
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AGACACCCTCATGAGGCTCCAGGTCATCCAGGAGACCTGTGTGCGTCGCAATGACATTAACCGGGCCCTG 
GACGCCACCGAGATTCTGGGCTTCTTCCACAGCTGCCTCAATCCCCTCATCTACGCCTTCATTGGCCAGA 
AGTTTCGCCACGGACTGCTCAGGATCATGGCCATCCACGGCCTGGTCAGCAAGGAGTTCTTGGCCAAGGA 
CAGCAGGCCTTCCTTTGTGGGCTCTTCTTCAGGGAACACTTCTGGGGAAAATGTCGTGATCTGCAGCGTT 
CGCCAAGTTCCCTGGTATAAATGCTGCCACCATGGCCATTTGAAGGGTGGTGGTGTTTAGTAATCAGCTC 
ACAAAATTCTAGAGAATGTAATAATCTGCTTTCCTAAGCAGATACAAACCGGCTTCAGTGCACCATTGCT 
TAAGAAGAAGTCTGCTGGGGCTGGGGGACTCCTGAGAAATATTCCTGATTAA&AAGAGAGAGAGACACAC 
ACATATATTCCTGGTCCCTGCCTTTGAATATTGTTATAGGATGTGATATGTGGAGCTGAGGCAGCCACTT 
TGTGACAATGAGGCTGATAGAGCCAAAGGATGAAAAGAACTTGAGAATAAAGAGCCCAGAAATAAAC 

>GBEQ1334 | Acc | CD4 65416 [Ver | CD4 654 16. 1 GI: 3138 668 4 | LeukoNl_4_B12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_Bl2_A023 3' , mRNA 
sequence. : Start : 1 : Stop: 715 

CATGGCCTTTCCTTCTCTGCTCTAGCCGGGAGCACAGGGGCAGAAGCACCCAGCTGTGGAGAGCCTTGGT 
GCTGGAGGAGCTGAGTCCCGCCCTGCGCAGCACCAGCTTCTCCTGTGTTTTCACGGATCCTGAGCAAACT 
GTCCAGCGTCACGTTGTCCTGGCCCAGCTCTGGGTGAGGAACCTGAGGAAAGGTTTCCAGGGACAGGAGG 
AGCTCTGCTCCAGCGTGGGAAGAAAAGGGTGGGCTCTGCCCAGAGCAGGCTCCAGCTAATGCCCACCATT 
CCCCAAGTCCCCAAGCCTGAGGTGGAAACTAAAAGGAACTCAGGACAGACAGGGGAGCATAGCCAGGAGG 
AAAGTGACAAGAGATGTCTCTTCCCTCTTGGCCCTGATCCTTGTTTGCCTTCACTTCCCCAGGCTGGGCT 
GAGGACAGTCATGTCCCCGACTCAAGAAGCCCCACCTTCCAGCGGGTCCCCTCTTCCTCACCATCCTGAC 
AGGTGAACTCTGAAGCCTGGTTGAAACGCCACCTCTTCATCAAGGTCTACGCTCTCAGGCTGTGTTCTGC 
ATCGACTTAATGTTGTGTTTGCGTTCTCTTGTTTTCCTCTAATGGACTGTCCCAGGGAAGGGATGCAGGC 
AGAGGCTGACTTCTGATCCACGGCTGTATCACTGTCATACCCAGCAAGGCCCACAATGGGCACTCATAAA 
T GAT T T T CAAGG AAA 

>GBEQ1335 I Acc 1 CD4 65410 | Ver [ CD465410 . 1 GI : 3138 6678 | LeukoNl_4_C06 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_C06_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 508 

CTGCTGCCCTAGTCCTGGCCAGGCCCCCACTAGTTGGAATAGCCATCCCACGGCCATGCCACAGGGATAG 
ATGGACATATGTTGATCTGGTTTTACAGGTCACTAAAAATTCAGTGTTACTAGGGTCAGAGATTGGGGAT 
CAAAGGTCAGAAGACATAAGCCAGGTCTGCCCAGTCCCCATCCCAATCCTGCTAAGGAGCCTTCCTCCCA 
GAATTTATGGTTTCTTATTCTGGAGAGGGGACTTCCTTCCTTCTCATTTTGCTAAGGGTGTTTATTTGGT 
TGAAGTTACTTTTGTTCTGAGCCAGGATTGTCCAGTTGCTGAAATGTAAATACTTATGTATTAGGCGGAG 
GGGAGCTCCAACTGTGTCCTCCTCTCCCTTCTCCCTCTGCCTGGGTTATTTAAAAAGCCATGTGTGGAAA 
CTCACTATTTAATAAATGTAATAGAATCAGAAGCGACTGGCCATTTGTAGATGCAGCAAGGAAAGCCACT 
AT T T AAT AAAC GT AAT AG 

>GBEQ1336 ) Acc | CD4 65406 | Ver | CD4 654 06 . 1 GI: 3138 6674 [ LeukoNl_4_G07 . bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_G0 7_A0 2 3 3* , mRNA 
sequence. : Start: l:Stop: 647 

GTGCCAGAGAATC TGAAAG T GGCAACGAAGATGACAGAGGGCT CAGGAT T T T TTTT TT T GGAAAGAGTAA 
AAGTACTGATGCTTCTGATACTGGATTTTCAGCTTCTTGTTACTCATTGCAAATAAAGCAAAAAATAAAA 
CAATAAGCTTTACCATTTCCATACTCTCCGTAGAGTCAAGAAATTATACCATGTATCACGTATGGCCATC 
TT TCCAGT TAAA.T CAGTGT AAAGTAGAGAT CGT GT AAACT GAAAAAT TCT GCAAGATAACATAACT GAAT 
GTTTTACAGCAGAGCTTGTCACTTTATAAAGGAATAGTATGCTCTATCTAGTTCCTGAATGGATGTGGAA 
ATGAAAACTAGCACACTTGCACTTTGATTCATGCTTCTTTTTTTATGACTATTATAGTTTTGTCTTTGAC 
AGATGTTGAAGGTTTTTTCTTATTGTTGAATTCATGATCATGGTCACCTTTTCTTTGCTTATTCAGAATA 
TTCCTTTCAGCACCTTCCTTTACTTTATTGTACATTGTGTCCTTGTTTGAGCTGTTGCTGCTGTTTTTTA 
TT T TGTT TACAGAATGAT T TTTAAACTGTCAAATGAAGTAGTAT TAACCTCAAATAGGATAAATGTGAAC 
AAATAAAAT AC GT C AG A 

>GBEQ1337 | Acc [ CD4 65403 1 Ver | CD465403 . 1 GI : 31386671 | LeukoNl_4_F04 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_F04_A023 3», mRNA 
sequence . : Start : 1 : Stop : 135 

GGGGGGGGGCCTTCCAGCATGGGGGCAAACCCTTCAATCAGGGCAAGATTTTCAAGGGAACATTTTTTGC 
CCCGGCCCAGGTGCCTGCCCCTGCCCTTCAGGGAGAGGGGGGTCATTAAAGGAAACTGACCCTTG 

>GBEQ1338 | Acc | CD4 65402 | Ver 1 CD4 654 02 . 1 GI : 3138 6670 1 LeukoNl_4_G06 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_G0 6_A0 2 3 3», mRNA 
sequence .: Start : 1 : Stop : 635 

TGGGCGTCATTGCTGGCCTGGTTCTCCTTGGAGCTGTGGGGGCTGGAGCTGTGATCTGGAGGAAGAAGCG 
CCCAGTATTACTTGGAGGAACAGGCTTGAGGCCACACAGCCAGAAACAGAATCTACAACCCCACCATACG 
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ACCGTGTCTGTCTCAGAATGGCTCCACATGATTTCTGTACTGCAGAATAAAGCCAAACTC 

>GBEQ097 3 1 Acc | CD4 68 695 | Ver | CD4 68 695.1 GI : 3138 9963 | LeukoS3_5_D02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_D02_A025 3', mRNA 
sequence Start : 1 : Stop : 615 

ATCCCCCAAAACCTGTGAGCTTCATGGTGAAGGAAACTGTGTGCCCCAGGATAATGAAGCAGACACCAGA 
GCAGTGTGACTTCAAGGAGAATGGGCTGGTGAAACAGTGTGTGGGGACAGTCATCCTGGGCCCAGTCAAG 
GACCACTTCGACGTCAGCTGTGGAGAGGGATTCTAATTCCGGCTGAAGTTTGAAGCCACCGACGTAGAGT 
AATGAGCTTTGAGCCCATGCTCCTGTCCTGGCTTTGCTGGATGGGCTGTGTGACCCTACGAAGCCCCTTG 
TCATCTCCAGGCTTCAGTTTCCTCACCTGTTGTACGTATAGGACATCAACTACATGCCCCAAAGGTCACA 
GACAGGGGTGATTTGGGCCCCAGCTCTCCTGGGGCGTCCCTGGAAAGGAGCGTCTAGGTGCGGAGGGGTC 
TTGTCTTGACCTGAGTCCAGCCACCAC7VAGGAGCTCGTTTCCTCCTGGTTCGCAGCCCCAGCGTGTCAAG 
AGATTTGGCCGGTTGGCTAAGAGTTTTTTGAGAATGCGGATTCTTCTTCCTCGACGTAAGATCCTTCTAG 
CCTCCTAGGGTCTGCTTTGCCAAGCTCAGGTGTCTGGACTCTGAAAAATAAATTC 

>GBEQ0974 | Acc 1 CD4 68 694 | Ver | CD4 68 694 .1 GI : 3138 9962 | LeukoS3_5_E04 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_E04_A025 3 f , mRNA 
sequence. : Start : 1 : Stop : 620 

TCAACAGGCCCTGGAAGAGTTTGGAGAACCCTGGGACCTCAACCCTGGAGATGGTGCCTTTTATGGGCCT 
AAGGCGGGGGCCCTGGAGCATCCAGTCCTCATTCACCGAGCAGTGCTAGGTTCTGTGGAAAGAATGTTGG 
GAATGCTGGCAGAAAGCTGTGGGGGAAAATGGCCACTGTGGCTGTCCCCATTCCAGGTGGTGGTCATCCC 
TGTGGGGACTGAGCAAGAGGGATATGCCAGGGAGGCACAGCGGAGCCTGCAGGCTGCAGGACTGGTTTGC 
GACCTCGATGCTGACTCCGGACTGACCCTTAGCCGGAGAGTCCGCAGGGCTCAGCTCGCCCACTACAACT 
TTCAGTTTGTGGTTGGTCAGAAAGAGCAGAGTAAGAGAACAGTGAACATTCGGACTCGAGATAATCGTCG 
ACTTGGGGAATGGGATTTGACTGAAGCTGTGCAGCGGCTGCTGGAGCTACAGAACACCAGGGTGCCAAAT 
GCTGAAGTCCCCCCGACCCCTCAGAACTTGTGTGGAGGCATGAATTTGCTGTCCTGGAAAGAGATTTGGT 
TTGGGGGAAGCTGCAGCTGTTTGGATGTGAGGAGAGTGAATCTAAAAATAAACTTGAAGC 

>GBEQ0 975 | Acc I CD4 68687 | Ver | CD4 68 687 .1 GI : 3138 9955 | LeukoS3J5_G07 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leu ko S 3_5_G 0 7 _A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 657 

ACTTTCATCTAAGTCATTCCTTAGGCAAGGGACCTGGAGCTGGCCCAGCAACTTCAGCAAGAGGAGTACC 
AACAGCAACAAGCACTCCAGCCTGCGCCAGCGCGGGCCCCGTCGCCACAGGGGAGAGGAGCCAGCTCCGG 
ACGCCCAGCCGGGGAGCGTCGGCAGAGACCGAAGCAAGAGTCTGACTGCGTCCTCCTGTAGCCTGCTCGG 
TGCCACGCTGCCCAGCCCCTTCTTTCAGAGGCGATGGTTATTTTGCTTGCTCCCCCCAGCTCAACCCCTG 
AGATATGCAGGGTAACTTATTTGTGGACTCTTGGGGATCCAAGCAGGCAGTAAATGCCGAGGTCAGCCTC 
AGTGACGTCCTTGCCCTCATGTGCTGCCTCCTTCTCTTCCCCCCAATCATCCAGGGCAAAGCTGGGGTTG 
GTGGGGTGAGGATTTCTGATTCCCAACTCCCTCCCCCCAGACTAGTCACACTAATATACAGACTCAGGCT 
CCAGGGGGCAGTCCCTGTCTAGAATGCATCTCCCCTACTTCCCACCCTTGCCTGGCCAGATCCTCCTGGC 
TATCCTGCAGGCCTGTCTCTGTTTCAGGGTTTGATTTGAGTTTCTATATCCATTATTTGTAATGCCTTCC 
T AGGG AT T T GGAAAT AAAAC T T C T T T C 

>GBEQ097 6 | Acc | CD4 68686 | Ver 1 CD4 68 686 . 1 GI : 31389954 | LeukoS3_5_H0 9 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_H09_A025 3', mRNA 
sequence . : Start : 1 : Stop : 7 04 

TAGGCATTCTTTGAAAACCAGACCGAAGTATACTTTTATTTCAGAGACTTAGGTTGTGTTCTGTGTTTCT 
GAAATCTCTATGTTTGCATATTTGAAAATAGTGGGATATTTTTACATTTATTGGATTTGGGAAATTGTTC 
CTTGGGGTCCCACCCTCGGTGCCC2\ATGAGGAAAAGCTTGGTTAGGAGTGGTTTGCTGCCCTCCTCTAAA 
GGCAGTGGCCAGACGGGGGTGAGCAGGATGGGGGGACCGTTTGTAAGTTGGACCGAGGAGAAAAAGTTCC 
TGTCAGTTTCATCCAATCTTAGTTGTTAGAACAAACTTAAACCCCCATAATCTCAGAAAATCCTTGTAAG 
TTTTAATGGAACATTTTACACACTTCAAGTCTTGCAATGGTGCTTTAAGTATCAATGTAGCATGTGAAAG 
GCTTTGTACAGACAGGTGAAATTTCCTTTTCTGAGTGTTGAAATGTGATAACAGCACCTCTTCATCTTTA 
ACT TGAAATC AAAAC TAT CAGAT TT TATTT TTCTATAATT TAGGAAGGTGAAGT TAGCAGACTAGAAGAC 
TTCCAAATTGGCTTCTACAGATCCAGTAATTTAAACGCAACCAGTTCATCGGGATTTTATAGCTAAAATT 
GTATTTGTGTCTATAACTTAACTAATCTGTAAATTGTAATAAATGTATTTGCAATTATTAAATGTTACAT 
GATA 

>GBEQ0977 | Acc | CD4 68 682 | Ver | CD4 68 682 . 1 GI : 3138 9950 | LeukoS3_5_H08 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_5_H08_A025 3', mRNA 
sequence . : Start : 1 : Stop : 625 

TAATAGTATTTCTAGAAGACATTTCTTTTAAAGAAAGATTGTATGCCACTTTTGTTTAAGGACTGTGCTA 
TGATCGCTGCGTTCATTTTGGTTTATCTTGGCATAGATCCTTCGTTTTTTTTTTCTTTTGCTTTAAAAAT 
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ACAGATCCCACATAGGAACCACTGCCCCTGCTGCTGGATGCAGATGTCGCTACTCACACCACTGACACCC 
TTCGTGAAGGACACTGGATCCTGCGTCTGGGACTTCTACCGCCACTGCTCCTGGCAACTGGATATTGTTG 
CTGCCACTCATGCCACCCTTGCCAAATGCATTCTGCGCAGTTCCAGCCTCTCCATGTCACCACATGCTGA 
GTCAGAGTCTGATGTGGTCTCCTGACTGGCGGAGCCTGAGCTTCATGTTGTGTCCATCTGCGAGAATGTT 
TGGGAAAGTGGGTTTTCCTCTTTTATGGAGAGAGGTGGTCTCTGCCTCCTACCAAGACTCTTTAAGTGTG 
GAATTCTCCTAATGTAGGTGTTTGGGGGTAAAGGATGGAAAAAGAACGACAAATTGTAATTCTTGGAGCA 
AAGATGTAGATGAGACTTTATCTGATACTTTGTAAGCACCCAACTTTGGTTGGACAACAAGTGACTAATA 
AATGA 

>GBEQ1339 | Acc | CD4 65399 | Ver j CD4 65399 . 1 GI : 3138 6667 | LeukoNl_4_B05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_B0 5_A02 3 3', mRNA 
sequence. : Start : 1 : Stop : 699 

CAAGATAATGCACATTTCAGAGGAAGATCAGGGCTCTTATTGGTGCCGCGCAGTGTTCCAGTTAGGCGAG 
AGCGAAGAACGCCTTCAACTTGTGGTTCTCAGTTATCTGGTGCCCCTCAAACCATTTCTTGGAATAATTG 
CTGAAGTGGTTCTTTTAGTGGCTATTATTCTGCTTTGTGAAATGTACACTCAAAAGAAAAAGAAGCAGCC 
AGAT GAT GGGAAAGAAT T T AAACAAATGGAACAGCTGAAAT CAGATGATAGCAAT GGTATAGAAAATAAT 
GGCACCAGGCACAGAAAAAATGAATCTGTGAGCCAGTGAATGAGAAGCATCATGTCAAGACTCACGGGAA 
GATACAGTTTGTATTTCAGCTTTGTGTATGCTTCCTGTTAAGAACATCTGAGTTTTTTATTTTTAAAAGG 
ATGGAAAATT TAT GCAACAT GCT CAGCAGTAGCT T TGTAAATAAT C TAT GCTATCAGAT CTAAAGAT AT A 
TTTTCATTCTGTAATTATTTTACATTAAAGCCAGATAAATTGTATTAAATGTATTCTATGAGCTGCAACC 
CAGGATAAT TAAT T TCATCCT GAT CCT GAAGGGACACAGAGCAGACACCAGCAAAACCAGTTACTAGTAC 
ATAGAGCTAATGTCTCTCAAGACCTGTTTATAACCAAAGATTCATTAAAGAGAAAAACTTGCCATAAAA 

>GBEQ1340 | Acc | CD4 65387 | Ver j CD4 65387 .1 GI : 3138 6655 | LeukoNl__4_Ell . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus. cDNA clone LeukoNl_4_Ell_A023 3', mRNA 
sequence. : Start : 1 : Stop: 733 

AAGAGCAAGCTGATTGCAGGGAAGATAATCCCAGCCATTGCCACGACCACAGCAGCTGTGGTTGGTCTTG 
TGTGTCTGGAGCTCTACAAGGTGGTGCAGGGGCACCGACAGCTTGACTCCTACAAGAATGGTTTCCTCAA 
CTTGGCCCTGCCCTTCTTTGGCTTCTCTGAACCCCTTGCCGCACCCCGTCACCAGTACTATAACCAAGAG 
TGGACGTTGTGGGATCGCTTTGAGGTACAGGGGCTGCAGCCTAATGGTGAAGAGATGACCCTCAAACAGT 
TCCTTGACTTCTTCAAGACAGAGCATAAATTGGAGATCACCATGCTGTCCCAGGGTGTGTCTATGCTCTA 
CTCCTTCTTCATGCCAGCCGCCAAGCTCAAGGAACGGTTGGACCAGCCGATGACAGAGATCGTAAGCCGT 
GTGTCGAAGCGAAAGCTGGGCCGCCATGTGCGGGCGCTGGTGCTTGAGCTGTGCTGCAACGACGAGAGCG 
GCGAGGATGTTGAGGTCCCCTATGTACGATACACCATTCGCTGACCCCCACCCACTCCTGTAGACTGGCC 
CCAGCCCACCCACCTCCAGACCCCTTCCAGCCCAGGGCTCCTATTTGGCCTCTGGCAGTGGCCCAGCTAG 
CCAAGCCTGGTGTTCCCTCCTCATCCCCTACGTGAATCCCTCTGGCCGCTGCTTTCTACCTTGTTTGGAG 
CCTGAATCCTAATAAAGAATTATTAACCCAGAA 

>GBEQ1341 | Acc | CD4 65384 | Ver 1 CD465384 .1 GI : 3138 6652 | LeukoNl_4 J311 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__4JDll_A023 3 ? , mRNA 
sequence. : Start: 1: Stop: 684 

TCCCCCAAGAAGGAGAGGCTGGGGAATGTTGCTGGAGGTTCTCAGCCTGCCTCTCCACGGTGGTCCTAAC 
TCCACCTTGGGTACGGTGCCGACATTCCAAAAGGTGTTTTGTGTGTAGCCCTGTATGTCTAGTTTTCTTG 
CTTCTCCCTGGCAAGTTTGCCGTCCTAGCTTAGGTTGACATTCTGATGAGCTTCCTCCTGCTGAGCTCAC 
CACGGTGGGACAGTGACCTGCAGAGTTGCAGGTTAGGGACAAGTGGACAGAGGAGGAAGCCAGCTTTACA 
GTGCCAATCCATAGGGATTTGGCTGTGAATCACTGCCCTGTGGCTGGTAGACCCTGAAAGTGGAGGGACT 
TGGGCCTGTTTGCAGGAGCCCATTGCTCCCCCACCTCCCGGGGCCAGTGGCCATCAGTATGGTCCCATTA 
GGGAAACTTTCATGCCTCGTGGTTACTCCCCACCCTTTCCCCACCCCTCAGCTCAGCCTGGTGCAGAAGG 
TCAGGTTCACGTTGGTCCTTCATTGTTGTGTCATCACAACAGAACCAGCTTTCTCCCCATGTTGCCACTG 
CTTTTGCCGCTGGTTGTTTTCTCTTTGTTGTCTTTCTAAATGATTCTATTTCCTTGAAACGTTTATGCTT 
CTAATTTTTATTAGGTTATGTTTCTAATTTTTATTCCAAGTGTTTTTTACAAAC 

>GBEQ1342 | Acc I CD46537 8 | Ver | CD465378 . 1 GI : 3138 664 6 | LeukoNl_4_Al2 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_A12_A023 3', mRNA 
sequence . : Start : 1 : Stop : 613 

GAGGAACTTATTTTTTTCCCCCATTATTGACTCTGGCTTCCATCAGCCAAGCTTACCTTGGTGTGGTTTG 
GATTTGATAGCTAATTAGTTTTGTGCTGGTTGCGAAGAGTTCATATTGAGATAATTTTTAATATTCAGCA 
GATTGTCTTCCTTTATATTATATCTTTTTTATGTTGCATGTTGCTTTTGGTATCAGCCTGACTCTTTGCC 
CAGTATATGATAGTTCTGCTGATGTTTTATTGTTTATTGGTGAACATATCTTCATTAAGAGTTTTTGGAA 
AACT CAT CAAACTCAGTAAGTT TTCT TCATAATCCAT T TGGAATTATT CCTAATAAAAT GATAAAATAT G 
TAATTGTGTGTGTTCTTATTGAGTCTTGAAAATGTTTGAAATAGATTTTCCTATTTAGCAAAGCTGATTT 
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ACATAT T T TACAT ACTG TGAACAATAATGCAGATC C CAGAGAGT T TACTAAT TGTT TAAAT T GG AAAT AA 
AATATGGGTTGCTGTCATGTGTATAACAAAGTGGGGTGCAACTTCAAAAATTTAGTTTTCTTCGATAAAA 
TACCATTTTGATGCTGTACATTTCTAAAGTCAGATCAAGAGTAAAAAGCTGTA 

>GBEQ134 3 | Acc | CD4 65377 | Ver j CD4 65377 . 1 GI : 3138 6645 | LeukoNl_4_A05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__4__A05_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 545 

AAAGGGGGAAGGAAGCCCTCCATTGCAACCAGATGCACTTTGAACCCTGATTTCTGAGTTCATTCAGAAG 
CCATGGTTGGTGGTCACCTACCTGTGTTCTAAGAAACCACGAAGTTCAACTCCAGCTCTTCAGTTATGAT 
CTTTTCAGGTTGTTTTAGAATGTGAAACATGCTCTGTGTCCCTCCTTTTCTATAGTGAACACGACCTGCC 
CCTTGTGTTGCCTAACTCTCCCATGACCCTTGGGCTTTCCTCATAGTTAACATTCTAGTCTTCTCCTTCT 
TTTAAGTCCCTGTGGCCCCCTCCAAGATCCTGCCTTCGTCCCCTTTATTCCTTGTGGTGCTATACAGATT 
GATGCATTTATATGACCTTTCCTGATAGAGTGTTCCTTAGCTTTGTCCTTGATGGAGGGGAAATGGGAGG 
GCAAAAGAGTTTAATTTCTTTATTTCAGGGTATCAAATTGAATGTATATTTAACAACTTTGTAAACTGTA 
AAGTGATATGTAATTGTAAACTACTGTTAATTTTATCTAATAATTACATATTTCC 

>GBEQ134 4 | Acc | CD4 65375 | Ver | CD4 65375 . 1 GI : 3138 6643 1 LeukoNl_4_F08 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_F08_A023 3', mRNA 
sequence. : Start :l:Stop: 600 

TCATTGCTGCCAAGATGCACAAAAAAGGCATGATTAAATCCAGCCACCCCTTACGGGTGCTCACTGCTGT 
TGTGGCTTCTTTCTTTCTCTGTTGGTTCCCCTTTCAACTGTTTGCCCTTCTTGGCACAGTCTGGATCAAA 
GAAATATATTTTGAAGGTAAGCACAAAATCATTATTCTCCTTATTAACCTAACGAGCTCCCTGGCCTTCT 
TCAACAGCTGCCTCAACCCAATACTCTATGTCTTCGTGGGTCGAGACTTCCGAAAGAAACTGATCCACTC 
CCTGCCAGCCAGTCTGGAGAGGGCCCTGAGTGAGGACTCAGCCCAGACCAGTGACACAACAACCAAATCT 
TCTTCATCCCCTGCAGAAGTCCAGTTACAGGCAATGTGAGGAGGTCTGGGGGACATTTTTGAGATCTGCC 
TGCCCCTACCATGCTCCCAGTTGCAGCTTCATTTCCCTTGGATCATCCTGAGCCACTCATCTTGAATAAT 
GCTTTGGGGCCCCCTGATGTGGGGGGAAGAAGGACATAAGGGTAGCATTCTTGTCATTTTGGGGTTTTGG 
ACCTCAGCCTATAACCCGGTGTAAGCAGAGGTGGGAAAAT 

>GBEQ134 5 | Acc ( CD4 65324 ) Ver j CD4 6532 4 .1 GI : 31386592 | LeukoNl_3_HlO . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 3 H10 A023 3\ mRNA 
sequence .: Start : 1: Stop: 643 

AGTACTCTTACTTTTGGTAGTGTCAGTCTGAGTTGATTTAATTATTGAAGAGACTCACAGAGCGGGTGCA 
T T CTAGATATCAT TCTAAAAGATATAATGAATTT T CCC AT AT AATGAATAT T AT GTAT AAT TACGT AT TG 
CTGCTTGGTTTTCTTTTTTTTTTTTTCCACTTAGATGGGCATTGTGTTTTAAATAAAATCATTTTTGAAT 
TAAGGCTATAATATTAAGATAGAAATTTGGAGTGTTATTTTGCTTTTCTTGACGCTCAAATTCAGGACTG 
AAT TTGAGGT TGAACCTATTCATAAT TGGCAACT T T T TAAGGAGGAACTAAGAAATGGAAGGCAGGTGAA 
GATATAAAACCCTAGAATGCTTAAATGTGCTGT7VAAACTATTGTAGATGTCACTGGATTTTACCAAGTAA 
TATCCTTTCTTCTTTTTTCCATCTACTGTGGCTTTTCAGTTAAAATTTTGTTTATAAAAGGAATTTGTTT 
ATTACAGCTCTACCTAGAGCTTGTGTGTATGTGTGGTTTTTTAAAATCTCATATCCAGGTGTGTTTATAT 
AGTAAGATGATGGAACTTGAACTTTAAAGGCAGTAACCTAATGTCTTTTCTTGGAAAAAAATATTTTTCT 
TGAAAATAGATAT 

>GBEQ1346 | Acc | CD4 65323 j Ver | CD4 65323 . 1 GI : 31386591 ) LeukoNl_3__G01 .bl_A02 3 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 3 G01 A023 3', mRNA 
sequence . : Start : 1 : Stop : 2 62 

GGGACCTCACTGACCCTGTCTTTGAAACGGAGGCCGTGGCTGCTCTGCATTCCCTGCTTTTGAAACTCAC 
TGCATGTTCCTCCTAGCAGTCCGACGTGTCCATTTGGGGCCTTTCGGTGCTTAGCAAGTAGATAATATAA 
GTGATGTTGCAATAAATGTAAATGACCCCACTCTCCCATTGCTTAAGGCTACTTTTATGAGTTAGCCAGA 
TGCTTGTGTGTCCTCAGACCAAACTGATTCATGTACAAATAATAAAATGTTT 

>GBEQ1347 ) Acc| CD465311 1 Ver j CD465311 . 1 GI : 3138 6579 | LeukoNl_3_Hll .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 3 Hll A023 3', mRNA 
sequence .: Start : 1 : Stop : 751 

ATTCCTTTACACAAAAAGTGCACTATGGGAATCAAGAATCCATGGGCTTAATTTTGCTTGGAGCACTGGC 
T TACATCATTCACCT CTCT GAT T TATGAT T TCT T T GT G AT T CATCT CACAGAT TATAATGAGACCT T AGC 
AAATGTATGTAAAAATTTTTTCACATTGAAATTAGAGAAACTTTTGATATAGTAAAACCTCATTAGCTTG 
ATATTTTAAGGAATATTAAAACCCAGCAGTCTTACTGGAGAAATACAAATTGGTCTCCAGCTGCCTTTTG 
ATACAT T TTGATGAGAATGAAGCAAGAGCCATATACATGAGAGAAAT GT GCT T TGACACACTAAAGAGAA 
GAGATTTTCACAAATTCACATCTCACCTAGGCTTCAAATCTTTTTGGCACAATGTGAATTTGTTTTCATT 
AACTGAAATTCTACAGGAGATACTGGTGACCCAAGCCAAGGCAAGTTGTGCTCAATACCCAATGTCAAGC 
TAATAAGGTTCTGTTATAGAGCTGCTTCCCCTGCCTCCCCCCCCGATCTGAAGGAACACATTTTCAGGGT 
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TTCTAAACACTAAAGAAAATTTTGGCTTAGACCAGTGCTCAGTCTAGTGCCAAACTTCCAATGGAATTTG 
AATCCACAT AAGAAT T T TAT T CACAGAGGC TAT GC TAATAGAGTAAT CCT TC ACT T T TGC TCTAT T TAAC 
TGTCTTAAAATTTCCTGTTTCAGACTGCTACATTACTTGATTAAACAATGT 

>GBEQ134 8 | Acc | CD4 65310 | Ver | CD4 65310 .1 GI : 3138 6578 | LeukoNl_3_G02 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3_G02_A023 3', mRNA 
sequence. : Start : 1 : Stop: 416 

GAAAGAGAGGAATGGAAGTTGGATACACTTTGTGACTTGTATGAGACACTGACGATTACGCAGGCTGTTA 
TATTTCTCAACACAAGACGCAAGGTGGACTGGCTCACTGAGAAAATGCATGCCAGGGACTTCACAGTTTC 
TGCTCTGAAGGAAAGAGATGTTATCATGAGGGAATTCCGATCAGGGTCAAGCCGTGTTCTGATCACTACT 
GACTTGTTGGCTCGTGGGATTGATGTGCAACAAGTATCATTGGTTATAAACTACGACCTACCTACCAATC 
GTGAAAAT TACAT T CACAGGAGT CGATAGCAGCAGT T GAT GACGAG ATGGCGCT CAGAAAC GGCGT TGAC 
GTAATTTAGGACGTGGAATCATAAGCGAAACAGCACACTGTTTGAATAAAGAGCGAGTCGGTTTTT 

>GBEQ134 9 1 Acc | CD4 652 96 | Ver | CD4 65296 . 1 GI : 3138 65 64 | LeukoNl_3_D05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3_D05_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop: 538 

CAATT T T TACAAGT GAACAAGGGGAAAAAT TATAT CTT ATCAAGCATT T ATCAT GATACT GCTGACCAGA 
AGTGACTGCTACACAGCTGTGATTCGTCATGTAGTTGAAGACTGAGAAAATGCCAGTCCAGTCATACTTG 
ATTGGAAATCCCTGTTTCTAACTCTATGTGAGGATTGACTATAATACATAAGTATTTTTATTATAACTCA 
GCCCATACATATATACTACATATGCAAAGCATCTGCATAGAGCAATTCCTTATCCTTGGTGTTCAGTTTT 
ATTGTTTTCTTTGCTGTTTTTCTGTTTGCTTCTAATGTTATGGTTTTATATTTTGAAAAAATGATGCAGA 
TCAAAAGTCTTTATATGGAAAAATTTCTTTATTGCCTTTATTTTCTTGTAAGGGCACCATGTTAGTCACT 
TT T GCAAT GGT T T CTCT T CATATAAAAT TATAT CAATATAT GACAT AT GCTAAAAT AAATT TC T T GGAGA 
GTGTTAATCTTTTCTGTGACTAAATAGCAATAATAAATGGAAAATTGG 
" >GBEQ1350 |Acc| CD4 65291 1 Ver ICD465291. 1 GI : 3138 6559 | LeukoNl_3_H12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3_H12_A023 3 1 , mRNA 
sequence. : Start: l:Stop: 705 

CCCCCTAACTGGATCATGCATGAGAATAGCTGTTATCTGTTTAGTACATCATTAGATTCATGGGATAGAA 
GTAAAAGGCAGTGCTCTCAACTGGGCTCTACTCTCCTGAAGATAGACAGCTCAGAAGAATTAGAATTTAT 
AGCAAGGCAAGTGTCTTCCCAACCTGATAATTCATTTTGGATAGGACTTTCTCGCCATCAGAAGGAAGGC 
CCATGGCTCTGGGAGGATGGCTCAATATTCTCTTCTAACTTAGAAACAAGCTTCTCAATTCTAACCCTGA 
CTAATACACACATGAT GAGGAAT AATTTAT ATAT GGAGAAT TAT TAT GAGGAAC T GGCTTACATGAT TAT 
GGAGACTGAGAAGTCCCACAGTCTGCTGTCTGCAAGTTGGAGACCCAGGAAAGCCTGTGGTGTAATTTAG 
TCCAAGTATGAAGAACTGAGAACCAGGGAGCCGATGGTGTAACTCCCAGCGCCAGGGAAGGAGGAGATGA 
GACAAGATGAAATGTCTCTGCTCAGGCAGTGAAGCAGAAAAAGGGACAAATTTCTCTTTCTTCTCCCTTT 
TTGTTCTGTGTAGGCCCTCCGTGGATTGGTTGATGCCCACCCACGTTAAGGAGGGCCATCCACTTTACTG 
AGTCCACTGATTCAAACGGCCCACTCGGAAATAATTTTATCTGGCTGTGGCCAATAAAGTTTACACATAA 
AATAA 

>GBEQ1351 | Acc | CD4 65283 j Ver | CD4 65283.1 GI : 3138 6551 j LeukoNl_3_G12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__3_G12_A023 3', mRNA 
sequence. : Start: 1 : Stop: 700 

GGATTGGCATAATTTAATAAAATATCTGTTTTTTTCAGTGGCCCAAAAATACAATGCTTTGATAAACTAC 
ATTGAACTTCAAATTTCAGATGAGGCAGCATTTTCTTGAGATAATTATCGAAGTTTCTTCCTTGTTGAAT 
GATACAAAATCTCTCTGAAACTAACAGGAAGGTATTTTTACATAACTGGGATAACTTGTTGCTATAATTG 
TTACCTCACCTCATTTTATTTTAACTAGTAATTTAAAAGTTATTGTAAGTCCTCGAAATGCTTGTAACTG 
AGAACCAACAGAAAAAAGTTAAATTTAGAATAAGAATGATTTCCTTCATTTTCCCTTCTTGTTTTTGGTT 
GGTCATTGAACTTTTGTAAAATTTTGATTTAATGTATCTTGGGTCCTGTTACTTTATCATCTAAGACTCA 
TTATTTTAATGCAGGAAAAAAAAAAGATTTAGCAATTTCTTTTGGTCTTGCTTACATGTAAAGTATGCCA 
TCCAGTCATTTAAGAGCCATCCCCAACTCCTCGGCAATATGTATTTGAATTCACATTATTTCTGTTTTAC 
AGCAGTTTTGAATAGCATATATTGTGTCACTGAGTGTCATATTATTTGTAAGTGATGTAACATAGCCATC 
AAAATTGGTATCAAGTAATGCCTAATACTGTGGGATGTAAACTTCACGAGATCATCGTTTCACATTAAAT 

>GBEQ1352 | Acc | CD465176 | Ver 1 CD465176. 1 GI : 3138644 4 | LeukoNl_2_H12 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1__2_H 1 2_A0 2 3 3 % , mRNA 
sequence . : Start : 1 : Stop : 662 

GCTTGGTGCAGACCATTCTTGGGAGGACACTTTTGCCAATGAACTGTTTCCCCAGCTGATTAGTGTCTAA 
GGAGCGATCGAGTACTGTTGCCCTTTTCCTTGACTAATACATTGCCTGGAAGATAGCAGAGAAGCCTGCC 
TGCTCCATTCAAAAAGCCAAAGTAGAGGGTGTACAGTCCGAGAGAATTCCTCGAAAGTATTTGTCTGTTC 
AAACCTC AT TAGGT CACCCCAAGTAT TGGT TTT TGACAT TCAACAGTGCAAGGT ACTCAGATATAC TACT 
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GTAATCGAGAATTAAAGCTTTTGAGGTTGTACCTTTATTTTAGGGCATTAGTTTGCCCTAAAATACTTAT 
GTAAGGGTCACTGGACAAACGTCTCAGACATGGAATTTATGAATGGCCCTTCATCATTCCTTTCCCCTTC 
TCAGCTTCCCAGGCTCGCCTCCAATTTTAGGTCCTTTAGTTTGCTTCTCCAAGCAGAGAACACCTACCTG 
AGGGGGCTCCTTTTCCCTCATTTACAGTTCAAGTAAAGATCAAGAATCTTTTACAAAATTATAGAAATTT 
ACTATGTAAATGCTTAATGGAATCTTTCCCCGCTAGTGTAACTTTTGGAAGGTGCTTTCTCCATTTATTT 
AAAACCTACCCGTGCAATTAAAAAGTGCAAGC 

>GBEQ1353 } Acc | CD4 65170 | Ver I CD4 65170 . 1 GI : 3138 6438 ) LeukoNl_2 J30 9.bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 2_B09 A023 3», mRNA 
sequence . : Start : 1 : Stop : 60 0 

AGAAAGCAGTATCAAAATACACTTATGCCATTACTGTGGTGAACGTTTTGATTCCCGTAGTAATCTAAGG 
CAACATCTCCACACCCCATGTGTCTGGATCCCTCCCGTTTGGTGTCCCTGCTTCCATTCTGGAAAGTAAT 
GACCTTGGTGAAGTGCATCCACTTAATGAAACTAGCGAGGCTCTTGAATGCCGCAGGCTCAGCTCCTTCA 
TTGTCAAGGAGAACGAGCAGCAGCCTGACCACTCGAACCGGGGTACCACAGAGCCTTTGCAGATCAGTCA 
AGTGTCTTTGATCTCCAAAGACACAGAGCCAGTAGAATTAAACTGTAATTTTTCTTTTTCAAGGAAAAGA 

aaaatcacctgtacca:tctgtggtcataaatttctccgaaagagccaattgctggaacacatgtacacac 
acaaaggtaaatcttacagatataaccgatgccaaagatttggtaatgcattagcccagagatttcagcc 
gttctgtgacagctggtctgatgtccccctgaaaagttctcgcttgtcgcaagaaccgttagactcatct 
t gtgccttagagt cagagct cacacaagagaatgtggaca 

>GBEQ1354 | Acc 1 CD4 65163 | Ver | CD4 65163 .1 GI : 3138 64 31 1 LeukoNl_2_C10 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2 C10 A023 3 f , mRNA 
sequence. :Start:l: Stop: 631 

AGGGAATGCATATGAAGAGGAAGCCAACAAGCAGTCATGACATGAAATAGTCCTTTTATTTTTATTTTAT 
TTGAGCTACACACATACTTGTATATAGGTTTTATCTCTGGTTGAATCCCTTGAACAATAGACAATACTTT 
TTTTTTCTTTCATAGTCCATTTTATTCTCTGCCTTTGAGTACTAAGTATGACCATTCCTATCTCAGATCT 
TAATAAATAGAAAAGCATTCAGGTTAAATTTGGCCTTAACTTAATATACTTGTTAGCAGGCATGTGTGAC 
AGAGAGTGGGGAAAGCTACATCATATTGCATATTTTGATAAACTTCACTTACTTGAGCTTGGTTTGTTTT 
TTCCTTTTCTAAATTAACTAGCACTGACTATAATTTATTTCCCTGTTTTTCATGTCTCCCTTCCATTCTG 
CAGGAGT T T TAGC TAATT GAGATAT TGT GGACCATCAAT TT TGCACT T T AGAGAGTGAT TCTGACTCAAA 
TCCTCTGTTTTATCAGAAATTTTGGTTTTTCTTGCTCTTAGCTGGAAAATGACCATCTGCCAACTTTATC 
CAGTAT T TACT T GT T T T T GACCCACAGAATAT AGC ACAT GCAT TGT GCAAACGGT TGAT TCAGCGAGACT 
C 

>GBEQ1355 | Acc I CD465150 | Ver j CD4 65150 .1 GI : 31386418 { LeukoNl_2_B10 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 2 B10 A023 3 f , mRNA 
sequence. : Start: 1: Stop: 527 ~~ 

TACGACCCATCCTGTACTCAGAATGTGAATCACGGTGTCCTAGTAGTTGGCTATGGGAACCTTAATGGGA 
AAGACTACTGGCTTGTGAAAAACAGCTGGGGAATCAACTTTGGTGACAAAGGATATATTCGGATGGCAAG 
AAATAGTGGAAATCATTGTGGGATTGCTAATTATTGCTCTTACCCAGAAATCTAGAGGATCTCTTCATTT 
TATAACAAGTCAATAAAGATAAAGCACTTTCTCTTAAACTAATTTTACCTGCTGGGACTAGTAGAAATGT 
GTGTCATAATCAGTGTATATTTATTGTACTAATATAAAATATAGTTTGATTCATCTTTCTTTAACTTTGC 
AGAT C T CGGAAAACT T T T GCCAAGTAAATTAATAACATCT TATAGATAT AACTGT AT GAAAATT GGT CAG 
CATGAGATAATCTGTCATTGTCTTATTTTACATACTTGTTTAAGTCCCCTAATATGCTTTTGTAACTTGA 
TGGCATATAAATGCTTAATAAATATGGTCCTTTCAAC 

>GBEQ1356 )Acc} CD465149 | Ver ) CD465149. 1 GI : 31386417 | LeukoNl_2_E10 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 2 E10 A023 3', mRNA 
sequence. : Start: 1: Stop: 519 ~ 

TAGCAATGCCGAGGAAGCTGGGGCGATGGGCTTCTTTCTGCACTGGAGTCTCATAGCTGTGACACTCAAG 
CAACGTTGGAAAATGCAGGGTGGCTCAGTTCCCTGGGCAGCTCTCGGGATCTCCAGGCCCCATCCCCCTG 
TATGCCCCACATAGAGGAGCTCTGCCCCGGCTCCTGCTATAATTAGCTCCATGGTGTAACGTGTATCCCT 
TCAC TCCC TCCCACCAGCAC TGCCGCCAGTCCAAGGTACAGACT TGCAT T TTAAGACAT GT TCCCAGGAC 
TTTT GGAACT AACTCAAAACAATGAT GGT TAT T T TAGATGCT ATAATT TATAT T TATATAGGGAGAT T TC 
TGGACCATCCAAGCTCTTTGACCAAAATCAGGAGCATCCTGGGATTTATTAAATTATGTTAGAAGATAGC 
ACCGATATCAGGATATTATTGTGTAAAAATGATGCCTTTACTTTGATCTGTTTTCATTGATGTGCACAGC 
CAGT T T CCAAT AAAGTGCTAGAAGAGAAA 

>GBEQ1357 | Acc | CD4 65142 j Ver 1 CD4 65142 . 1 GI : 3138 6410 | LeukoNl_2_G12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 2 G12 A023 3 1 , mRNA 
sequence. : Start :l:Stop: 631 ~~ 
GCTGCAGGCTGCGTACTGCTCGTGATGGGAGTATTTGGGAAGATTGGGGCTGCATTTGCAACCATCCCAA 
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CACCTGTGATTGGAGGCATGTTCCTGGTGATGTTCGGGGTCATCGCTGCTGTGGGGATTTCCAGTCTGCA 

GTACGTGGACATGAACTCGTCCAGGAACATTTTTGTCTTTGGCTTCTCCATCTTCTGTGGGCTTACCGTT 

CCCAACTGGGTGAACAAGAACCCTGAGATGCTCCAAACAGGGATTCTCCAACTGGACCAGGTCTTCCAGG 

TGCTGCTGACTACGAGCATGTTTGTAGGTGGATTTCTGGGCTTTCTACTGGACAACACCATCCCAGGAAG 

TCTGGAGGAGAGAGGCCTCCTGACATGGAATCAAATCCATGAGGAGTCTGAGGAGACTGCGAAGGTGTCA 

GAGGTCTACGGCCTCCCCTGTGGGATTGGCACAAAGTTCTGCACTTCCTCCTATACCCGGTACCTCCCCT 

TCTGGCCCAGACCGGAACATCATGGGAAAGGCTTCAAGACTGCAGTATCAGCTCCCGTTTGAATTTGCAG 

CCTGCTGATCTGTCCTACAAATTTCACATTTGCAGTCTCCACAATTGTGTAAACCAATTCCTTAAAATAA 
A 

>GBEQ1358 | Acc | CD4 65141 j Ver | CD4 65141 . 1 GI : 3138 6409 | LeukoNl_2_E01 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 2 E01 A023 3', mRNA 
sequence .: Start : 1 : Stop: 5 69 

GGTTTACATAGGGAACAGTGTTTATAGTTGTGTGTACAGTGGGGGTCTACAACAAGAAGTGTATATTTTC 

AAACAATTTTTTAATGATTTAACAATTTTTGTAAATCATTTTCAGGCTTCTGCAGCTGTAGATTCTCACT 

GTGAATCCCTTGCTTGCTCATGCATAAGTGTATTTGCAATACCAAATATACAGGTTTAGTATTTTTGCCT 

GTTAGTGATTGTTTCACATGTGTAACGTTTTGGTTGAGATGTTAAATGGTGGACGAGTACTGTGGATGTG 

AATGTGGGAAGTAATTTTAATCATGTGTAATTGGTCACAAGGCCTGAGTTGCAGTAATATTGCTGTTTTA 

TTTAACAATGCCTTGTTGCTTTGTATGCATTAACGTTTGGGTGTAAAGATTGTGTGTCTATCCAACAGGG 

AGCCACAGTATTTAAATTGACCAACCTGATGTTACAACTCCTTTGAGGTGGCCAAATGT71AACTAAAAGC 

CTTAATTAAAGTGGTGCAATTTTGTATAACTAGCATCAGTAGTTCAATAAATTTGGATTGCCATGCAAGG 
GCTTGCATT 

>GBEQ1359 | Acc | CD4 65135 | Ver | CD4 65135 . 1 GI : 3138 6403 I LeukoNl_2__H01 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2 H01 A023 3', mRNA 
sequence .: Start : 1 : Stop : 47 9 

CAGTTATGGGGCTGGTGCAGACGGTAATGTCTTGTCAAGGGGAGGCGCAGTGTCCTGAGGGGATATCCAG 
GGATCCTGGTGTGATTTTGACCTGCCCTGACCTCTGTGAACACTTAGACTGCAATTCTTAGAGTCACACC 
CCCAAGACTATACGGTGGAGAATCTCATCTGGATAGGCATGGCTATCTTGATCCTGGTGCTCCTTGGGGT 
CCTGCT TAT T CAAGCTCGACACACCC AGAGAACGACCCAAGAT GCAGCCAGGAGGTAAACACAAGAGGGA 
ACACTGCACCATTCAGAGTGGTGGAGAATTAGAACAAGTCTGATGATCCCAGGAGGTTGAGAGTAAATCT 
GGACCATAAGTTTGGGGATCTGTCTGCTGAAAATGTTGAGGGATGTAAACCTGGTTTAGATTCAGGAAAA 
TGTCTCGAGTGCTCCCTGTACAGGATGCTCCCTCCATTAAATTTGTATTTTCTCTCCCT 

>GBEQ1360 | Acc | CD465134 | Ver | CD4 65134 .1 GI : 31386402 | LeukoNl_2_G08 .bl_A023 Unstimulated 

peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 2 G08 A023 3', mRNA 

sequence. :S tart : l:Stop: 668 ~ 

AAGAGAAAGGTAATGAAGATGTTGAAACGTCAGGTCAGCGTATCAATTTCCAGTGCCGTGAGGTCAGCCC 

CTGAAGAAAATTCACGTGAAATAACGGAAACTCAAATGATGATACATTCTAAGTCTTTAAATGGAAAGTA 

AAAAGGAATTAAATCTTGGATTTATTGCAAAGGAAACTGTATGATGAACTTTGCAGGACTCTCCTTATAA 

AGCAAAATGATTGTTCAACTGCCAATTAGGATTCTTTTAAAGTCCTTTTACTGGGCACTATTTCCCACCT 

CCAACTTGGAGG TAAAT TGATATATGT T T T T TACACTCAAGAGAACAACATAAAGCAAAGT TCTAATT TG 

CAAATGAAATACTATACCAAAAGGGCGGCTATTTCAATAACTCTCAATGTAAAAAGAAAAGTTTTGTGTT 

AAAGAAAAAGTCATTGGTATTTCCAGCCGACAATTTGGCAAAAGGAAAAAGACTGTTAAGATTGTATTTT 

GTCAGTGTAAAAATGTTAATATTGTAACAGATTTTTTTTCGGTAACATATTTCTTCAGTCCGTATTTCTT 

TCAATCTTAGACTTTATCTCCTCAATAACACCAGCTTTGCATTTTGTATGGTTCTGAGTCATAAAATTTT 

TGT TCAAAGAAGTATT TTAGAAT AAAGAGCAAGATGCT 

>GBEQ1361 |Acc|CD465132lVeriCD465132.1 GI : 31386400 | Leu koNl_2_G0 6 . bl_A02 3 Unstimulated 

peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 2 G06 A023 3 f , mRNA 

sequence .: Start : 1 : Stop: 605 ~ 

CGAAGAAGAAAAGCTGCA2\AGGGTACATTTCTCCTATGGCCGATTTCAGGAATTTCAAAATAAATCTGAA 

GACCATGCAATTATCCAT TAT T TAAAAGCAGCAGAAATAGAAAACGCATCTT T TCTAAGAGAT AAAAGTA 

TCAGGT CT TTGGAGAAATTGGCT T TAAAGAAACTTCAGAGAAAT T CAT T TGACACAG AAACCAT GAGAAT 

TCTTCAGTTCATTCACAAATTGAAAGCAGAAATGAATAAAGCCCTGGAGGGCCCTGAGGCTCACTGCTGA 

CTGAGAACTCTGTGGAACATGATCCTAGGCACTGAAGTATCGACCACTTTCCTATTTCACCTGATTTTAT 

GTTAACACATACTAATCATCTTACCTGCTTGCTGCTTTCAGAACATGTTATGT2UVTTTACTGTAATGATG 

CAATTTTTGAATAACTACTCAAACCTGGGAAAATAGTTGCATTCAAAAAATAGTGAAACAATATATATGT 

CTCTGTGTGTGAGAGAAAGGAAGAGAGAGAGAATGGGACCATTTCTCTGTGAATGCTATATAGTAGGAAA 

AAGTTTGT TGAGTAGATAGGCAGCAAAT AAAAC AAAGGACT TACA 

>GBEQ1362 | Acc | CD465127 | Ver ] CD4 65127 . 1 GI : 31386395 | LeukoNl 2 B06.bl A023 Unstimulated 
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peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1_2_B 0 6_A0 2 3 3*, mRNA 
sequence. : Start : 1 : Stop: 631 

ACACAAATGTATCTGTAAAGTACCAGAGCCTGTTTGGCGTGAGCATACGACTTTTGTTCCAATAATATGG 
CCCTGTTTGGAGAAACTACTCCAAATCAGAAAGGATGTGGAAACTATGATGTAGTTTAAACTCTGGGCAG 
CTTCTGAATGAAATGCTGTTTTCTGTAGAAACACAGTAGCTGCCTCAGACATTATGAGGTATATAAGTAG 
TATTTAATATGCCCTATAAATGTCTTCAGTGTTCTTCAGGGTAATTGGGATCTCAGAAGATTTGGTTCCG 
ATCCAAACACATACACATTCTGTATTTTAGCTCAGTGTTTTTTAAAAAAAGAAAATGCCACGCAGGAAAA 
AGTGTTTACTTCGTTGGACTA^CCAAATCAGTTGTTAACAAATGACCGGTGCTTATAAAAAGTTATTACT 
CAGTAGCTCCAAAAGAAGCCGCCTGAACGCATATGACCAAGAGAAAAATCAGCCTGTGTTTAGTATTTAC 
AGTGGACACCAGTTTCATAATCACTGACTTATGTGAAAACTGGTGCAGAAATTCTGTAAACTCTCTGCTG 
TTTTTGATACCTGCTTTTTGTTTTGTAAAAATGATAAAGTTCAGAAAATAAAATGTCAGTGTGAATAATT 

A 

>GBEQ1363 | Acc | CD4 65125 | Ver 1 CD4 65125 .1 GI : 31386393 | LeukoNl_2_H10 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_H10_A023 3', mRNA 
sequence. : Start : 1 : Stop: 363 

GCGTGCGTGTGCGTGTCTGTGGGTAACCACAAGCTACATCTATCTTTGTTTCATTTGAGGGGCTTGTTTT 
TCTTCTTTGT2\ATGTAAAGAAATTCAAAGTTATCAAAATTCCTTCAGTGTGTTAGTTTAGATTCTTTATG 
TGCCTTTCATGAAAGACATGTTCTCATTAATTTTACCGATGGAAGACATGTAATATCCATATTGTGAAGT 
CAT GTAT GAAAT T CAAC TAT AC TGGGAATAAAT T TGAAT CAT GAGAAATACAGT T T AAAAAGCCACAAAG 
ACGTACATATTGGTGACCATCATGGATGATTCCTGAACTTTATTCTGTGTAATTGTGTTACTAATAAATC 

C T AAT AAAT T T AA 

>GBEQ1364 | Acc 1 CD4 65122 | Ver | CD4 65122 .1 GI : 3138 6390 j LeukoN 1_2__E 12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_E12_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 678 

ATCCTACCAGGCTTCGGTATAATCTCACACATCGTCACATACTACTCAGGTAAAAAGGAACCTTTTGGCT 
ACATGGGTATAGTGTGAGCTATAATATCCATTGGCTTTCTAGGCTTCATCGTATGGGCTCACCACATGTT 
TACAGTAGGGATAGACGTTGACACACGAGCAT ACTTCACAT CAGCTACCATAATCATCGC TAT CCCTAC T 
GGTGTAAAAGTATTCAGCTGACTAGCCACCCTGCACGGAGGAAATATCAAATGATCTCCAGCTATACTCT 
GAGCTCTAGGCTTCATCTTCTTATTCACAGTAGGAGGTCTAACAGGAATCGTCCTAGCTAACTCATCCCT 
AGATATTGTTCTCCACGATACTTATTATGTAGTAGCACATTTCCATTATGTCCTGTCTATAGGAGCAGTC 
TTCGCCATTATGGGGGGATTTGTACACTGATTCCCTCTATTCTCAGGATACACACTCAACCAAACCTGAG 
CAAAAATCCACTTTACAATTATATTCGTAGGGGTAAATATAACCTTCTTCCCACAACATTTCCTTGGCCT 
CTCAGGAAT GCCACGACGCTATT CT GAT TATCCAGACGCATATACAACATGAAAT ACCATCT CATCCATA 
' GGATCT T T TATCT CACT TACAGCAGTGATACTAATAAT TTCAT AAT TG 

>GBEQ13 65 1 Acc [ CD4 65116 | Ver j CD4 65116.1 GI : 3138 6384 | LeukoNl_2_B07 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_B07_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 601 

AGAAGCCTGGAACAAAGTTGCCCACTCATTTAATTGCACGCCAATAGAAGGTATGCTGTCACACCAATTG 
AAGCAGCATGTCATCGATGGAGAGAAAACCATTATCCAGAATCCCACAGACCAGCAGAAGAAGGACCACG 
AAAAAGCTGAATTTGAGGTACATGAAGTCTATGCTGTGGATGTTCTCATCAGCTCAGGAGAGGGCAAGGC 
CAAGGATGCAGGACAGAGAACCACCAT T TACAAACGAGATCCT TC T AAGCAATAT GGCCT GAAAATAAAA 
ACTTCACGTGCCTTCTTCAGCGAGGTCGGAAGGCGTTTTGATGCTATGCCATTTACTTTAAGAGCGTTTG 
AAGATGAGAAGAAGGCCCGGATGGGCGTGGTGGAGTGCGCCAAACACGAACTGCTGCAGCCGTTTAATGT 
TCTCTATGAGAAGGAGGGTGAATTTGTTGCCCAGTTTAAATTTACAGTTCTGCTCATGCCCAATGGCCCC 
ATGCGGATAACCAGTGGTCCCTTTGAGCCTGACCTTTACAAGTCTGAGATGGAGGTCCAGGACGCAGAGC 
TCAAGGCCCTCCTACAGAGTTCTGCAAGTCGGAAAACCCAG 

>GBEQ1366 | Acc 1 CD4 65025 1 Ver | CD465025 . 1 GI : 3138 6293 | LeukoNl_l_B10 .bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1_1_B 1 0_A0 2 3 3 1 , mRNA 
sequence . : Start : 1 : Stop : 611 

TCATGGGCCAGCTGCTGGACTTCGAGAGGACGCTGGGACTCAGCAGCCCCTGTGACAACCGGGTCCCAGC 
CCAGCAGCTCTATTTCACCACCCCCTCTAACCAGAATGTCTACCAGGTGGACTCGCTGCAATCCACGTGA 
AAGGCCCTGTTGCCCCTCCTTGCTGGGATGTGTCCATTCCTTTAGCAATTTCTCTTGGCAGCATCAGCTG 
GGCTGCTTTCTTTGTGTGTGGCCCCAGGTGTCAAAATGACACCAGCTGTCTGTATTAGACAAGGTTACCA 
CGTGTGGAATTGGTTCTTACAAAGGGAGAGATTTGCTCCGTTCTCGTTGGAAGAACAGGACATGCTGTAC 
AGATACAGGCAGTAGGCTTGCTCCACACCCGTGTGTACAGCCTACCCATGCAGGGACTGGAATTCGAGGA 
CTTCCAGGTATATAGGGTAGGACCAAATGGTAGGGTAGGAGCATGTGTTCTTTATGATTTTTAGGGCCTT 
GTATGACTGTTTCCTTTTGCATCTGGAACTGACTATATATTGTCTTCAGTGAAGACTGATTCAATTTTGC 
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ATATAGAGGAGCCAAAGAGAGGTTTCAGCTCTGTATTTGAGTATCAGTTGC 

>GBEQ1367 | Acc 1 CD4 65019 | Ver | CD4 65019.1 GI : 3138 6287 | LeukoNl_l_B05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__l_B05_A023 3 f , mRNA 
sequence. : Start : 1 : Stop: 671 

CGGTACATGCTAACCAGACTCTAAGCGATTCTGGGAGAATGAAAGGAAGTATGATATAACCTATAATCTA 
GTTGGCAGTGGTTAAGTCAAACTGCCTACATGTTCTTTCCCTGGTCTTTAAGGTCAAACACATGAGGCTT 
CTCTAGTTTGCAAGTAAGAATCATTTGTAATCCATTTAAATGCCTCTATCTTTATGCTTTGTTTTGATAA 
ATTGCATATAACTACATAGTTTAAGTACAGAACAAAAAAGTTACAATTATTCTCAACAGCTTGATCAGGC 
AGATAGTT T AGAGAGGCC T T GACAAC T TGT TT GGACT AGAAAAACT GAGCT T TAT ACC AAC CAT AC TACT 
AGGATCCTTCTGAATTAGACTAAACTGACTAAAACAAGGGTATAACAACTCACAAGATTAATACCTAGCC 
TGTAAAATAT T T TTTAAGGCAAAT AAAGAT AACAGGTAAGAT CAT AT T GAT GT CT CAT GAT GTAAAAAAT 
ATTGACAATATCAAAAGTAAAGGACAGTATCACCCAAATATTATAATATGGATCAGGGCATTTATATATT 
TTTTCTGGGAAAAATATAATAGTGATTCATAAGGCATCTTATGTTAACATCACCTTGGAAAAAAAACTTT 
T AG AAGGC AAAC AGT T T TAT T GGGAGAAAATC AAGCCT TAG 

>GBEQ1368 | Acc | CD465012 | Ver | CD465012 . 1 GI : 3138628 0 | LeukoNl__l_F12 . bl_A023 Unstimulated 
peripheral -blood leukocytes Nl Equus caballus cDNA clone LeukoNl__l_F12_A023 3\ mRNA 
sequence .: Start : 1 : Stop : 722 

GAGGAGGGTACACCGGTGCCATTTTAATGGCTGCAGAAAAGTTTACACCAAAAGCTCCCACTTGAAAGCA 
CATCAGCGCACTCACACAGGAGAAAAGCCTTACAGATGCTCATGGCAAGGGTGTGAGTGGCGTTTTGCAA 
GAAGCGAT GAGT TAACCAGACACTT CAGAAAGCACACTGGT GCCAAAC CT T T TAAAT GT TCT CACTGTGA 
CAGGTGTTTCTCCAGGTCCGACCACCTGGCCCTGCACATGAAGAGGCACCTGTGAGGGAGCAGAGCCGCG 
AATCCTGCAGGCTCAAAAGGCTTCCTGGCTGAGAGACGGCCGTGGAGGAGGGTGCGAGTTCCAGCCAAAG 
CATGCCATTTTGCACCCCACCCAGTTGCCTCCAGGACCTCTACGTGGATGGTCTTTTGAGGGCGAAAGAA 
GTCATGTCAGAAGCGGCAGAGCGCCCGTGGTGTGTGGTGTTTGGGTGGCCCTGGACTCGCCACTGGTACC 
TATCTTCTGAGTGGTCCCTAAGCCTTTGCCGTGAGCATGTGCACTGAGGATGTGAATGGTTGGGTGGCTG 
TCTGGAGGGTCTGTTACGGACTGTGTGGTGAGGCGGCGTCTTTCCCCTTGTGTACGAGACTGCAAGAGAC 
AGCAGAAACGTAGTTTGAATGTTTTGTGTGTGAGGAGCATACTGTGGGATGAGATGACCACCAATTCGTT 
TCCTGGGGGGGGTGTCTGCGCC 

>GBEQ1369 | Acc | CD4 65010 | Ver | CD4 65010 . 1 GI : 3138 6278 | LeukoNl_l_E03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_E03_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 566 

AGGAGGCAGTGGAGGAAGTGGGGGTTATGGAGGGAGAAGCCGATATTGAGCTTCTTCCTATTTGCCATGG 
GC T TCACT GTATAAATAGGAGAGGAT GAGAGCCCAGGGGTAACAGAACAGCT T CAGGTT ATCGAAATAAC 
AATGTTAAGGAAACTTATCTCAGTCATGCATAAATATGCAGTGATATGGCAGAAGACCCCAGAGCAGATG 
CAGAGAGCCAT TTTGTGAATGGAT TGGAT TATT T AATAACAT TACCT T ACTGT GGAGGAAGGAT TGT AAA 
AAAAAAAAAATGCCTTTGAGACAGTTTCTTAGCTTTTTAATTGTTGTTTCTTTCTAGTGGTCTTTGTAAG 
AGTGTAGAAGCATTCCTTCTTTGATAATGTTAAATTTGTAAGTTTCAGGTGACATGTGAAACCTTTTTTA 
AGATTTTTCTCAAAAGTTTTGAAAAGCTATTAGCCAGGATCATGGTGTAATAAGACATAACGTTTTTCCT 
TTAAAAAAATTTAAGTGCGTGTGTAGAGTTAAGAAGCTGTTGTACATTTATGATTTAATAAAATAATTCT 

AAAGGG 

>GBEQ1370 | Acc I CD4 65005 | Ver 1 CD4 65005 .1 GI : 3138 6273 | LeukoNl_l_Ell .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1_1_E 1 1_A0 2 3 3 1 , mRNA 
sequence . : Start : 1 : Stop : 57 1 

ACACTTTCCGGCCCTTCTTCACTGGCTTCCAGATCAGTGTCCCATAACATAAGACATGTCCGGGGACGAG 
AAAGGGGTGGTTATGATGGGGGCACCCCAAGGCTCAGCTCCCATGACAACCACCGTGATCAACATCCACA 
GCGAGCCCCCCATGCGCGACCATGTCATCTGGTCCCTGTTCAACACGCTCTTCATGAACTGGTGCTGCCT 
GGGCTTCGTGGCATTTGCCTTCTCCGTGAAGTCTAGGGACCGGAAGATGGTGGGTGACATGACTGGGGCC 
CGGAGCTACGCGTCCACTGCCAGGAGCCTGAACATCGCTGCCCTGGTCTTGGGCGTGGTTCTGACCATCG 
TTGTCATCGCTGTTTATGCCAGTACCATTGGTTTCATTTTCTTCCAGATTAAGAGTCAACAGAGAGGCTA 
CTCCTAGCTATCCATGGCCCAAGCCCTTCCCCACCTCACACTGCTGGCCCAGCATCCTGGGCTGTTGGCC 
CTGACCCCTCACCCCACGCCTTTCCACAGCACCATGTACAGACATACCTGTCTACACCTGGATTCAATAA 
AGTTCACTGGC 

>GBEQ1371 | Acc j CD464994 | Ver | CD464994 .1 GI : 31386262 | LeukoNl_lJB01 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_B01_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 34 0 

TATTATTAATTGGGCAGGAAGGAGGTCATGGGTTCATTTCTTTTTTTGGTCTTTTTTTTTTCTAATTAAA 
AGAAAGGTTACCTCAGTTGTCACTCCTTAGACATGGATGTAGCTACTTTTTTGTATGTTATTTTTTTAAG 
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CAGTTGTGTTGGGTTAGGCGTATACTTGGTGTGGAAGGAATATGACATTGCCATGTGATTTGCCAGTGGG 
GGGAAAGCTACTGTGAGTGTGTGTTTTGTTTTTTAATTTACACTATAGAGTGATTTTTTTCCCCCAATGT 
CAAGT T T T TACCT TGCAT GT ACT GGAGT AT T TAT T T CAT CT AT TAAAAT GTTATT T T CT C 

>GBEQ1372 | Acc | CD464 991 | Ver | CD4 64 991 .1 GI : 3138 6259 | LeukoNl_l_E07 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_E07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 619 

CTGAGCCCATCACCCGGAGATGGGAGCCACCTCCTCAGTCCACCATCCTCATTGTGGGCGTCCTTGCTGG 
CCTGGGTCTCTTCATGGTCACTGTAGCTGTGGTGGTTGGAGCCGTGATCTGGAGGAAGAAGCGCTCAGGT 
GGAAAAAGAGGGAGCTACGCTCAGTCTACAAGCAGCGACAGTTCCCAGGACTCTGATGTGTCTCTCATTC 
CTCCTAAAGTTTGAGACAGCTGCCTTGTGGGAGACTGAGTGATGCAAGATTTGTTCCTGCCCCACCCCAC 
ACTGTGACTTCAGGAATCTCTGTATAGGGCATCTGAATGTGTCTGCATTCCTAATAGCATAATGTGAGGA 
GGTAGGGAGACTGGTCTCTCCCACAATCCCCTCCCCTCACTGACCTCTGTTCTCTTTCCTGATTGACTTG 
CCTGTTCCAGCAGAGGCGGGGCTGGTTCCTTCCCTGTCATAACTTCGTGTTGCCCTGAGCTGCAACTTCT 
TACTTCCTTATTGAAAATAAGAATCTGGATACCAATTTGTTTTTTCGAATTCTTGCCATGAGGGATCAAT 
GGGT TAAT TAAAGGAGAAGATTCCT AAAAT T T GAGAGAGGAAAT AAAGGAAGCACGAGA 

>GBEQ1373 1 Acc| CD4 64 98 9 1 Ver | CD4 64 98 9 . 1 GI :-3138 6257 1 LeukoNl_l_E12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus l cDNA clone LeukoNl_l__E12_A023 3 f , mRNA 
sequence . : Start: 1 : Stop : 690 

CAGTGTATCAGTGTAATAGCGTGTTGCCACCACCTGCCTTTGTTCCTTGTTAGTGTAACAAATGTTGATA 
! GAGGTTTATTAATTTTGTTTTTGTTCTATGTAATCAAATAAAATTTGAGTAACATGCAAGGGTAAGAATC 
• AAT GCAT GGT TAT T TGGACCAGAAAAAAGTGCCATAGAAGACCAATAACT GT T CT TAGCCGAGGCT AGTC 
TGGAGCCTTTCATTAGAGCAATATTCAGTTATTGCAATTCACTTTGAATTACTAAGAAATATAATTTTGG 
AAT TTT TAAT CTGTTATCCTTTGTTCTTCAATCTTGTTTTAATTAAGACTTT TAT AGGACTAGCAGAAAC 
AGCAATCTACATTGTTTTTGCAAAAGAGAGTTGGACTTGTTCCTTTCTTGCTAGTCAGAGTTAATAGGCA 
i GTACTTTTAAAAAGATGTGAACTCAAATATTGCACTTCTGGAGATGTTATCAATTGGTTATTGTACTGTA 
f TAGT TTT AATAAT TTTGAT TGAAACCCT T TAACAACAAC T CT T TGT AAATT T CATCT CAT T T TAGT T GAT 

* TTTCAGTACTATTTACATAGGAATTGATTTTTATGGATATAGTAGAAGAAATGTGCTGTATTTTGATAAA 
I ATTCATTTATTGTATGTGTGTTGGATCTCTTAAAAAAAAAAGAATGACAAACAGCTTCTT 

>GBEQ1374 | Acc ! CD4 64 981 ) Ver | CD4 64 981 . 1 GI : 3138 624 9 1 LeukoNl_l_B06 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_B0 6_A023 3», mRNA 
sequence .: Start : 1 : Stop : 615 

CAGGTGCCCAGGAAGGGGATACAGGCAGAGGACATGCTGAAGAAGTACTTGGAATCCAAGGAAGACGTGG 
CTGATGCGCTTCTCCGGACTGACCAGTCACTCTCAGAAAAGGAAAAGGAGATTGAAGTGGAACGTATAAA 
GGCTGAAT CTGCAGAAGC TGCAACGAAAATGT T GGAGGAAATCCAAAAGAAGAAT CAGCAGAT GATGGAA 
CAGAAAGAAAAGAGTTATCAGGAACACGTGAAACAATTGCCTGAGAAGATGGAGAGAGATAGGGCCCAGC 
TGCTGGCAGAGCAGGAGAGCATTACCCCATCACCCCATTGTCCCATCACCCCATTATCCCATCACCCGTC 
ACCGCCTTGCCCTGTCACCCCATCACTTAATCACTTCATCAGCCCATCAGCCCATTGTCCCATACCCCAT 
TGCCCATGGCCCCATAACACTATGATCCCATTGCCCCATGACCCTGTGACCTTGTCACCCCATGGCCCCA 
GTGCCTGTCACCCTGCCCTGCTCCGTTTTAGGTGCTCCTGGGCTGGCCCCCTAGGGCTCTGCTATGTATG 
CTGTGCATACTCCCTGCTCAGGGTGGTGCCCCAATAAATGACGTGGCAGAAAAAA 

>GBEQ137.5 | Acc | CD4 64 977 | Ver 1 CD4 64 977 .1 GI : 3138 6245 | LeukoNl_l_D03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D03_A023 3 f , mRNA 
sequence. : Start : 1 : Stop: 551 

CAGCCCGGCACAGTGAGATCCAGCAGCTTGAACGCAGTATCCGTGAACTTCATGAGATCTTCACTTTTCT 
CGCTACTGAGGTGGAGATGCAGGGGGAGATGATCAATCGGATTGAGAAGAACATCCTGAGCTCAGCAGAC 
TATGTGGAACGTGGGCAGGAACATGTCAAGATGACCCTGGAGAGCCAGAAGAAGGCACGGAAGAAGAAAT 
TCTTGATTGCCATCTGTGTGTCCATCACTGTCCTTATTCTGTTGGTCATCATTGTCATCTCCACATTGGT 
TTGATAGCGTCGCGCATTCTT.GGCACTAAGAGCACCAGGGACCCAGGGTCTGCCTTCTTTCCCAGCAGCT 
GGGGGGGTGCAGGACAGAGCCTCCAGCCGGAGCCCCTTCCTCACACTGGCCCTGTGCAGAGGGGCAGTTC 
TTCTGGGGTTGGCAGCTACTCTTTCATGGGGGCCTGCCTCCTCAGGCCACAGTGCCTGAGGGAGGGCCTG 
CAGTGTCCTGTTTGGTTGGGACACATGGTTTTTTAAGAAATTAAACAAAAGCTGGAAAAAA 

>GBEQ1376 | Acc | CD4 64 972 | Ver | CD4 64972 . 1 GI : 3138 6240 | LeukoNl_l_D06 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D0 6_A023 3", mRNA 
sequence . : Start : 1 : Stop : 615 

CTCGGACGCAGCTCTGCCGCAGAGGGCGGGCAGCAACATTGAGCAGTATATCCATGACCTGGACACTAAT 
TCTTTTGAACTGGACTTACAATTTTCTGAAGATGAGAAGAGGTTATTATTGGAGAAGCAGGCCAGTGGAA 
ACCCGTGGCATCAGTTTGTAGAAAATAATTTAATACTAAAAATGGGTCCAGTAGATAAGCGAAAGGGTTT 
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ATTTGCACGACGACGACAGTTACTACTCACAGAAGGGCCACACTTATATTATGTTGATCCTGTCAACAAA ■ 

GTCCTGAAAGGTGA?VATTCCATGGTCACAAGAACTCCGACCAGAGGCCAAGAATTTTAAAACCTTCTTTG 

TCCACACGCCAAACAGGACATATTACCTGATGGACCCGAGCGGGAATGCTCACAAATGGTGCAAAAAGAT 

CCAGGAGGTGTGGAGGTACAGATACCAGAGCCACCCAGATGCCGCTGTGCAGTGACACGCCCAGAGCTGC 

TGCACTCGCTGCCAGGACACGTGCCCCAGCGCGGCTCGCCGCCATCGGGACGCTTCCAGACCACCTGCCA 

GCCATCTCAAGGGGGACGCAGACAGCGGAACCTTGCAGCTTTTTTATTAAAAGAA 

>GBEQ1377 1 Acc | CD4 64 969 1 Ver | CD4 64 969 . 1 GI : 31386237 | LeukoNl_JLJE01 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l__E01_A023 3", mRNA 
sequence. : Start : 1 : Stop: 647 

TGGAAGAGCAATGGAGCTAAAAATGCT ATGATAC T AAGAT C T AACCAATAT GAAT T ACAAGACGGT T GT T 
ACTGGTAGGAAGGAGACTGTTAAAGGACTCGGCCAAAGGAGTGCAGCAATTGTAGTAACCAACACATCCT 
CTCCTTGCAAGAGTCACTGGGCACACCCACGCTAAGTTTCAGAATACCTAAGGCTTCTGGGTTTTTACTT 
TTTAAAGAGGTGTGGGAGCAGAGGAATGGAAACAATCATTAGTTTTTAAGCTAGGGAAGGTTGGAGATCC 
TTTAATCTTTTTAAAGGAGCAGTGCTACCCTAGATAAACTTACAATCCCCCATTGGTTTTTAGAGTTTTA 
ATTAACTCACGGAAGGGAGCCTATCTGTGGGAAACTCTTTTCCACTCAAATCCTGAGTTAATGCTGCATG 
CTTTAGTTTTTCCTTCACTTTCAGTATTATAAGAACCTTACAGTCAACGTTTGCAATCTTTCTTTGGCTA 
TCTATACGTTAGATAGACAGTACCTTTAAGTAGCAGAGTGGGACAAGCTTGTAAATGTTTTGTCTGATGT 
TCCATTGTCAACTTTTGTGCATTTATCACTCTTCTAAATCTAACTTTGCACAAGTAACCCATGTAAAAAA 
T GT AC AT T T T T C AAAAC 

>GBEQ1378 j Acc | CD4 648 93 | Ver | CD4 64 8 93 . 1 GI : 3138 6161 | LeukoN4_5_B09 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_B09_A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 530 

ACTCGGTCTGCTGCTTCGCTCGGCGCAAAATGTGTCACTCTCGGAGCTCCCTCCCCACCATGACCGTCCT 
GCGGGCCCCGACACCCGGCCCCTCCACCAGCCCGGGACCCAGGAGGGGCTCCGGTCCCGAGATCTTCACC 
TTCGACCCTCTCCCGGAGCCCGCCGTGGCCCCCGCAGCGCGCCCCAGTGTCTCCCGCGGGCACCGAAAGC 
GCAGCCGTAGGGTCCTCTACCCACGAGTGGTCCGGCGCCAACTGCCAGTCGAGGATCCGAACCCAGCCAA 
AAAGTTCCTCTTTCTTCTGCTCACCATCATCTTCTGCCAGATCCTGATGGCTGAAGAGGTTGTGCCGGCA 
CCCCTGGCCCCGGAGGATGCCCCCAGCGCCGCGT.CCCCCGCGCCTACCCCTGCCCCGGTCCTCGAGCCCT 
TTAATCTGACCTCGGAGCCCTCGGACTACGCTCTAGAACTCAGCACGTTTCTCCAGCAACACCCGGCTGC 
CTTTTAACCGTGACTCCCCATACTCCCAAAAAAGAACCTG 

>GBEQ137 9 | Acc 1 CD4 64 892 | Ver | CD4 648 92 . 1 GI : 31386160 ] LeukoN4_5_Gll . bl__A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__5_Gll_A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 535 

ACTGGGACACCAAACTGAGCACCTTCGACAGGGACGTTATTTCCTCCTGATATCAGTTCAGTAAATGGAT 
TTGGTTTCTACTATTGTAGAATTCTGGCAAAGAGGGAAAATAGTAATCCCTCAGTTTTCCTGTGTTTTTT 
GCATTAGATTTTGATGTTTCAGACTGTAAAATGCTTTGGGGGATGATACTTGTGATCACAGTAATTTTAT 
TGAAGCAACTGCATTGAAATTCACTTGGGTTTTCTCTCATTATCAGATTCTATTCCAAACAAGTATTCTG 
TAAATCCAGATGGATTTCCAGTGTGCTGTAGAGTTATTATAGAACAACATTCTATGTTTGGTCTACATTG 
AGAATAGTTTGCATCAGTTAGTCTTGGTTATCATCTAAAATATTTTTAAATGTTCTTTACATGAAAATTT 
ATGTTGTATTTTTAAACCTTTAGGGGCTTTATCTATTTTTCTAAGTCACTTAACTGTACTTTAATAAAAG 
TATTTTGTATCTACTTTTGTAACTTCATCAGAATAAAATATATTG 

>GBEQ1380 | Acc | CD4 648 91 1 Ver | CD4 64 8 91.1 GI : 3138 6159 | LeukoN4_5_A10 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_A10__A026 3' r mRNA 
sequence. : Start : 1 : Stop: 593 

TTTGCATCAGTTTCTCTGTTTTTGGTATTTTGCATAATGTATGGATCCTTAGTTCAAATGAGGGAAAGTT 
TCTCAGTCAGCTCCACATCCTCTCTTTCAACTCCTACCTTTCCCTTGCTGAGGAGGTAGCAGAAATTCTG 
TACCACCTATTTTTATGGATTCTCTGATTTTGCCCACAGCTACTCTAATAAAAACAGGTTCTAGAATAAA 
GGAGTTGATTAGCCCAAACAGTGCTAATTGACTAAAAAGGAAACTGTAGTGAGCAGCCTCTCTCCTCTAT 
AAACATTGACCAATTAGATGTTTTCATAATTCCATGTATTATGTATAGTACATTCTGTAAATGTAAATGT 
AATGCTTGTTAAGAAAAGTGCAATT TAT TGTACATTGTCCCAACAAATGTT TACT TTTATAATTGT TAT G 
AACTTGAATTGGATTAGTATCTTGTTTTCATGTGTGAATGAAGCCTTGTAAAATAAACAAATGCAACCAA 
GAAGGTAACAAGGTGACTGTTATTGTGAGCCAGTGATGTTTTCAATGCTTTGTGTTGCCCTTGGGGCCCC 
AT T AAG C AGT AAT AAAC AT T T G T T C T G AAG T C C 

>GBEQ1381 I Acc | CD4 64 883 | Ver | CD4 648 83 . 1 GI : 31386151 1 LeukoN4_5_H02 ,bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_H02__A02 6 3", mRNA 
sequence . : Start : 1 : Stop : 328 

TTTTAAAATAAAAATATTTTTAAATGCCCGTCCTTTTTGGAAAATCAATGTTTTAGGGTCATGAAATGCT 
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GTTGGTAAAAATAACTGAACAAATGAAGTTTGAGATGCCCAGTTTTCAAATTATAATTTCAATTAAATTT 
ATAAAGCTATCAACCCTTTTTTAAAATCATTTTTTTTCAAAAAAGTTTAGTTTGATTTCCCCATTTAATT 
TTATCTTTTTTCCTAGTTTTTTTAATGCTAAGGTTGTTTTTTATACCCCAGTAAGATATGGGGTAAAAAT 
AATGCTTTTGGAAGAATGTTTAATAGAAAATTAAAATAGCTTTTCCCG 

>GBEQ1382 | Acc | CD4 64 8 81 1 Ver | CD4 648 81 . 1 GI : 3138 614 9 | LeukoN 4_5_B 01 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__5_J301__A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 518 

TTAGTAAAAGTGAGGAGTGTTGTGCTGGTAGGCTGGTGCACGTTAAAATAGCCCTGACCATGTTAGCCTT 
CTTAAATGCTTTTATGGAATTTTAAAAAACAGGTGTAGGCTCACCAGTGGTCATTAGCAATATAATTCTA 
GTATGTTATCTCAAGGATAAACCCTAAAGCAGGGTTCTTGGCCATTTTTGTGCCGTAGGCCCCTATGGCA 
GT T T GGTGAAACCCAGGGAT CCCT TATGT T T CCAAATAAAT AAAATACAT ACAT AAAAT TACAGAAGAAA 
CCCAATTACACTGAAATATGGGTATTAAAATTCCAAAAGTGTTTATAAAAATAAGTATCTCATAGTACTG 
TTATGTGAAAACGTTTTCTTTTCTCCCTAGGACTTATTAAACTAGTTTCAAAGCACAGAGCTCAAGTAAT 
TTATACCAGAAACACGAAAGGCGGAGATGCCCCAGCGGCTGGTGAAGATGCATGAACAGGTCCCATCAGC 
TGTACATTTT G AAAAAT AAAAC T T TAT T 

>GBEQ1383 | Acc j CD4 64878 | Ver j CD4 64 878 . 1 GI : 3138 614 6 | LeukoN4_5_E10 ,bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_E10_A02 6 3', mRNA 
sequence. : Start: l:Stop: 536 

AGTTGGCATGGTAGTGTACAAAAGGATTGTAGTTGATCTAATTTTTTTTTAATTTTTGCCTTTAAGTTAT 
TTTACCTGTTTCTTTTTTTTTTTTTTTTGAAAGATGCGCATTCTAACCTGGAGGTCAACGTTATGTATTT 
ATTTATTTATTTATTTGGTTCCCTTCCCACTCCAAGCTTCCACGGCTGCTGCCACAGTTTTCTTTTCTCC 
TTTCCTCCTCTGACTTGGGGACCTTTTGGGGAGGGCTGCGATGCTTGCTCTGTTCGTAGGGTGACGGGAC 
TCGGGCAGGCAGCTGCTGCGGCTCCCTGCCGGCTGCCGGGCCCCTCGCCTCCTCTCCCGGGTGGGGATGG 
GTTCCGTGGTTGATGGGGGAGGGGTGTTGCTGACTGTGTATATAGGATAGATTTATGAAAAGCAGTTCTG 
GATGGTGTGCCTTCCGGATCCTCTCTGGGGCTGTGTTTTGAGCAGCATGTAGCCTGCTGGTTTTATCTGA 
GTGAGATAC T TGTACAGGGGAAT AAAAGAGATCT T AT TT T T T T TT T 

>GBEQ1384 | Acc | CD4 64 877 | Ver 1 CD4 64 877 . 1 GI : 3138 6145 | LeukoN4_5_F12 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN 4_5_F1 2_A0 2 6 3 f , mRNA 
sequence. : Start : 1 : Stop: 340 

CCGAACCAACCGCAGTGCAGATGGGGCGCCCCCCCGTGGTGTTATTTAAAGAAGAGACGTCCACGTCCGG 
ACGGACGATAAATTTTCAGCCTTTCCCCCTGCCCCTTTCCGGGCGCCGGCGGGCGGGCCGGTTTCAAAGT 
TGATGCAATCGGTTTAAACATGGCTGAACGCGTGTGTACACGGGACTGACGCAACCCACGTGTAACTGTC 
AGCCGGGCCCTGAGCAATCGCTTAAAGATGTTCCTACGGGGTTGTTGCTGTTGTGTTGTTTTTATTGTTG 
TTGTTGTTTTTTTTTTTGGTCTTTTTTTTGTATTATAAAAAAATAATCTATTTTTATGGG 

>GBEQ1385 I Acc | CD4 64875 | Ver 1 CD4 64875 . 1 GI : 31386143 | LeukoN4_5_E03 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_E03_A02 6 3', mRNA 
sequence . : Start : 1 : Stop : 561 

GAAAATGGACACTGCGCCCAGCCCAGACCCCAGCAGCCCAGGTCAGGGCAGAGGGTGGGCCTGGCCCCCT 
CCCCTTGCTTTGCTCAGGCCTCCCACTTCAGGCAGGCCTAGGTTCCCTCCATCCCCCCCACTCCCAGGAC 
CTGAGAGGCTCAGGTGGCCCCAAAGCAATTCCCCTCTGCTGCTCTGCCTTCGTCTACCCCAGCTATCCCA 
GTCTCTGGTACTTCTGGAATCACACAGCTCTGGCTGCCCCGGGACCTACTGAAGGGCAGTGGGGGATGGG 
GAATGAGGGACACTGAGTAGGGATTCAGGGCAAACCCTGCCTGACTCACCTCATTAAAACCCCACCCCAT 
TTTCCTTGAAGGAACATTCCTAAGACTCAAGGACTAGTATCCCTGAGGAGTAGGGCCTGGACCTGAACCC 
CTTTCCCAAAGCTGCCCCATCTAACACTCCCCGCTGCTTCTGTGTGTGGGTGAACAGAAGTGGAGATGGG 
GGCCCATGGAGAGCCCAGTGCCCCTGCCCACCCCCTGTGCCTGTATCTAATATATAAATATAGAGATGTG 
G 

>GBEQ138 6 | Acc | CD4 64 870 | Ver | CD4 64870 . 1 GI : 31386138 | LeukoN4_5_Bll .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN 4_5_B 1 1_A0 2 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 560 

GATAGTCATGGCTGTGGTTGCTGTTATGGTTGCAGTGGCCGTTGGTGGTGCCGCAGTAGGCTGGTTCCGC 

CTCAGGAAAAAAAAGATTTCAGCTCACTCAGGAGCCCCTGAGCACAGGGAAATGGGAGAGACTCTCCCTG 

AGGAACCAGCCAACGTCACTGGTGCTGAAGAGGCCGACAAAATTGAGGCTGAGCATACAATCACCTATTC 

ACTTCTTATGCACCCGGAAGCTCCAGAGGATGAAACAGAGCCCCCGGATTACCAGAACATTTAGTCTCTG 
TTGTCTTGCCTGAGATTTGGGGAAGAGAACCGGAGAGGCCAGGATCTGGTGTCTTGTGGCCTGAATTCCC 

TTGAGGGAGGACGAGAGGACGCTGCAGTTCCAAAGGAACGGGACTCTTCCAGAGTTATCGACGAGAATCC 
TGAAGCTCCTTGTCCTGAAAGCCGTAGACAGTATGATCCCAGATGACTGACTGTGCTGAATTCCTCCGTG 
CCTTAGCACTTCTCACCATGAAGACTCTTCTGTTACACATCCACGCAGCCNAATAAAAATTACTTTTATT 
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>GBEQ1387 | Acc | CD4 648 66 | Ver | CD4 648 66. 1 GI : 3138 6134 | LeukoN4_5_B0 4 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_B04_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 55 

AAAAAAAAAAAAAAAAAAANNNCTTTCCAGCCTGGGCCCGGCAGGATGGCTCCCGCTAAGAAGGGTGGCG 
AGAAGAAGAAGGGCCGCTCTGCCATCAACGAGGTGGTGACCAGAGAATACACCATCAACATCCACAAGCG 
CATCCATGGCGTGGGCTTCAAGAAACGTGCCCCTCGGGCACTCAAAGAGATCCGGAAATTTGCCATGAAG 
GAGATGGGAACTCCAGATGTGCGAATTGACACCAGGCTCAACAAAGCTGTCTGGGCCAAAGGAATAAGGA 
ATGTCCCATACCGTATCCGTGTGCGGTTGTCCAGAAAACGTAATGAGGATGAAGATTCACCAAACAAACT 
CTATACGTTGGTTACCTACGTACCTGTCACCACTTTCAAAAATCTACAGACAGTCAACGTGGATGAGAAC 
TAACTGCTGATTGTCAAATAAAGTTATAAAACCGC 

>'GBEQ138 8 | Acc 1 CD4 64 8 64 | Ver | CD4 64 864.1 GI: 313861321 LeukoN4_5_Dll . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_Dll_A02 6 3 f , mRNA 
sequence . : Start : 1 : St op : 5 4 7 

CCCTCCCCCCCCCCAGAACAACCCCCCCCAAAACAACCCGGGAGACCATCGGGGGCAGAATCATTGGAGA 
AGACTGAAGACAAGAAGAGGGGAGCGCACCGGGGGCGGTGAGCCTGTAGCTGCGCCAGCGGCGGCCACAG 
AGAGAGAGAGGAGAAGAGGGGGACCCAGGCCAGCGGGAGAGGGGACCCCGGAGCTCAGGCCTTGCGACAG 
AGCAGAAGCTGGAGTGGAGAGCCTGGCTTCACACTGCGGGGCTCGGGGGAGCCTGACTGCATCCCCCCCC 
AGCCTTCCTGGAACTGGAGCTGACACCTGCAAACCGGCCCTGGTGACCGAGGGTCTTGCACCCTCGCCGG 
ACCGTACTTTTGAGACTTGGGAGCTGGGGCTGATGTTACTCGGTACCCACGAACTCCCAGTTTGCAAACT 
GAATAGACAATCGATTTTGTAACTTGCACTGGTTTGTTTCTTGAACCACTGAAAAAGAGAGGGGAAGCTC 
ACAGATACGTCTATTTTTTGCTTCTATGATGGCCTTGTAATAAATTTCTAAAGCTTC 

>GBEQ1389 | Acc | CD4 64 860 I Ver | CD4 64 860 . 1 GI : 3138 6128 | LeukoN4_5_F08 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_F08_A026 3*, mRNA 
sequence. : Start : 1 : Stop: 595 

GCT T GAAGCCAAAGAAGGAAACTCACAT T T TCAACAT ATGCCAGT T GGGAAGGT TTAAGAAACCTCAGTG 
TGTAT TAAGAATGT T TGAGACTAAT GAAGGAGAGAGTTAAGATCCATT TT TATT T GT CT TGGAAAAACAT 
TGAATACACAGTTGAGGGAAAGACGCTGGAGAAGCCTTTTGGGGATATTGTTACTAGACCTTATGCCATG 
GTGCTTTCAGATGAATGCTGTGTCTTTGTCAGATAAACTCTCAAATAATTAAAAAGGACTCTATTGTTGA 
ACAGAAGGACAATTGTTTTACTTTTCTCTGGTTATTTTTGTTTTGGCCAGAGATAAATTTTACATTGGAA 
GAATAATAAAATAACATTTGTCGTCCATTGTTCATTGTTACTGGTATGTCCCTTATTACAAAAAAATGAG 
GATAAAACATATT TATACTACAATCT GACTTAACAAAT ACAAATGTAGT T TATATGT TATAATCGAAT GT 
C ACT TTTT T GAGAAGATAGTT ATATAAGT TAT ATT GTAAAATGGT T T T GTAT TAAT T T TAT TAAGACTAT 
TTTTGTAAAGCTCTACTGTAAATAAAATATTTTCT 

>GBEQ1390 jAcc|CD464 852 j Ver | CD464 852. 1 GI : 31386120 1 LeukoN4_5_Hll .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus' cDNA clone LeukoN4_5_Hll_A026 3 T 7 mRNA 
sequence. : Start : 1 : Stop: 317 

TCAAAGGGAATCAGAATGTGTCTGCATTCGTATTGGCATACTGTGAGGAGGTGGGGAGATTGGTCTCCCC 
CACAATCCCCTGACCTGTGTTCTCTTCCCTGATTGACTGTTCCAGCAGAGATGGGGCTGGATCGTCTCCA 
CCCATGTCCTTACTTCATGCTCCACTGAGCTGCAGTTTCTTAGTGCCTTATGGAAAATAAGAATGTGGAT 
ATGAATTTGTTTTTTCAAATTCTTGCCATGAGGGATTGACGGGTTAATTAAAGGAGAAGATTCCTAAAAT 
T TGGGAGAGAAAATAAAT GGAAGCACT GAGACCCT TC 

>GBEQ1391 lAccjCD4 64848 | Ver [CD464848.1 GI : 31386116 | LeukoN4_5_D07 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5JD07_A026 3 1 , mRNA 
sequence. : Start : l:St op: 478 

GCGCCAGGTCCAACAGGCTTGTTGGCAAGGTCAAGATGGACAAGCTGCTCCTGAAACTGAAGCACTCGGT 
CATTGGCTCCTTCCCGGTGCAGTTACTGCAGTCCATCATGAACTATGTCGTGCCCACTCTGGTGCTTCCC 
AAGGTCAACGAGAGGCTGCAAGAAGGCTTCCCTCTCCCGCTGCCCAGCCACATCCAGGTCTTCAACCTGG 
TGATTCGGTCTTACCAGAATTTCCTGCTGCTCGGCGCAGATGTTCACTATGGCTGAAGTCGCCATGGGTG 
CCCGGGGCTGTCACCCACGCCAGGAGGTGAGGGGTGGCCAGCACCCGCTCCTGACCGGCCTGTGGGGCAC 
AGGCTACCTTTCTCCAGGCATCCCTTTCTAGCTCTTGACCCAGAGACCCTTGCAAAGTTCTCTGAATTCA 
GATTCAGAAGTGATCTAAACATGGGGGAAGCTTGTCCTTGGAAAAATGTGTCATGTGT 

>GBEQ1392 | Acc | CD4 64843 | Ver [ CD4 64 8 43 . 1 GI : 3138 6111 1 LeukoN4_5_A08 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_A08_A026 3* , mRNA 
sequence . : Start : 1 : Stop : 4 4 7 

CAGTGTAT T AGCAT TAACATGTT GGCAGACAAACTGAACATGACTCCAGAAGAAGCT GAAAGGT GGATT G 
TAAATTTGATTAGAAATGCAAGACTGGATGCCAAGATTGATTTTAAATTAGGTCATGTGGTTATGGGTAA 
CAATGCAGTATCCCCCTATCAGCAAGTGATTGAAAAGCCCAAAAGCCTTTCATTTAGAAGCCAGATGTTG 
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GCC AT G AAT AT T G AG AAG AAAC T T AACC AG AAC AG TAG G T T T GAG G T T C C T AAC T GG GC AAC T C AGG AC T 
CCGGTT T TTAT T GAAGAACTGT AAAGAAAAGAT GAAAAAGT T AT AAAAAAAGAT GAAAT AATAAACCCAT 
TATGTAAAGGGTGACATCCATTTTAGAAACAATTAACATATTGAGTATAAATTTTGGATAATTTGAATAA 
AATTGGCTGTGTTTCATTTTTTTTTGT 

>GBEQ1393 1 Acc | CD4 648 41 1 Ver | CD4 648 41 . 1 GI : 3138 6109 | LeukoN4_5_All . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_Al 1_A0 2 6 3 1 , mRNA 
sequence. : Start : 1 : Stop : 359 

TACATCCAGGCAGTAAGTAGGTCCGGGTTCTTCCCCTCCCTAGGGCGCTGAGAGAAGTCCCTTTTTTCAG 
AAACCCTTTGGGATTGGGATTTCCCCAGGCAGGAGGAGGATGGAACACCCATTCTTGGATTTAATCTTTC 
CCTTTGACCCAAAATTTCCCACAAAAATGTTTCAGAAAATGTCCTGAGACTTAAGCATTTTGCCCTACCC 
ATTAACTGCCAATTCTCCAGGACTGAAGAGGGGCGGATAACAGGGCATATTTGAGGGGGCATTTTTGTGT 
AAGAGATGTATGGAGTCAGGAGGTACCCCCCTTCATATACTGCTCTGTGCTAAGAGAAATAAAACAGATT 
TCTTTTTCC 

>GBEQ1394 ) Acc | CD4 648 31 1 Ver | CD4 64 831 . 1 GI : 3138 6099 | LeukoN4_5_E08 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__5_E0 8_A02 6 3', mRNA 
sequence. : Start : 1 : Stop: 357 

TCTTTCCCCACCCCCAATTTTTTTATCCATCTACCCAGATTCTATTTATTCATTAAGATTCCTCTCAGGA 
AGGCCCCACCCTCACCATTTTTTTCATAACCAGTGCTCAATTAGTCCAACTCATGGCAATTTTCCCTTTT 
TGGTCTCCTACTGCAAAGTTAGTCTGTAACATGCAATTTTGTGCAAAATACAGTTTGGTTTTTTAAAATG 
TCACTTAGATTGCTTTCTTAAAAATTATCACATGTATGTTTTCTCCCCAATTTTACCCTCCTTAAAGGCA 
GAGATTGTGCCCCAT T T CTGGAATATC T AGT T TAT TACTT GACACTCAATAAATG T T T C T T CAAAT AAAT 
CAGAAAG 

>GBEQ1395 | Acc | CD4 64757 | Ver | CD4 64757 . 1 GI : 31386025 1 LeukoN4_6_B02 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_B02_A02 6 3', mRNA 
sequence . : Start : 1 : Stop : 5 90 

T CCCTCAT T TAGCACCATT ATAGT T ACAGACAT CTGCAT T TT TAGAAG AGT T T TACCCAT T TAT TATT TT 
T T TT TAT ATT CAAGAACT GCTGACATACTAGGGATGTAGTAGAGTATAAAACT TGAAAAATGCAGAT GT T 
GAAGGAGTAATAGGTATCTTGTGCTTTAATACTTTGTGGCAGGATTGTACTGTAAGCAAATGAGTCAAAC 
TACTATGTAAATCTCAAACAAAAACTAAAAATGAACCAAAGTGAAAAGGATAGCTTCCAGGCAGTATGTT 
TCTATTGTAACCTGTTATTTAAGGAAATACTAGTGATTTGTTCTAAATAGGATGTACAACTTGTTCCAAA 
TTGCTCCTCTTCAGTCCTGCCTGCCAAGAACTCAAATGTAACTGTGATATAGCAACCCTTCCCAGGTATA 
TTGGCAGGTATATGTGTGATCTCAGAATACGCAGGTGACATAGATTTGATATGACAACCGGTAATGGTGG 
ATTCATTTACATTGTTTACACTTCTATGACCAGGCCTTAAGGGAAGGTCAGTTTTTTAAAAACCAAGTAG 
T G T C T T CC C AC C TAT CT C CAAAT ACAT GT C 

>GBEQ1396 | Acc | CD4 6474 6 | Ver | CD4 64 74 6 . 1 GI : 3138 6014 | LeukoN4_6_Al0 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_A10__A026 3\ mRNA 
sequence . : 3tart : 1 : Stop : 4 99 

CAAGTGCTGGCACACCCGTCCGTCAAGGACAAATTTAACGAAGCACTTGACATCATGAACAGGGCCGTGT 
CCTCCAATGTGGGGGCCTACATGCAGCCCGGAGCGCGGGAGAACATTGCCTACCTCACCCACACGGAGCG 
GAGGAAGGACTTCCAGTATGAGGCCATGCAGGAGCGACGGGAGGCTGAGAACATGGCCCAGAGGGGCATT 
GGCGCGGCCGCCAGCTCCGTGCCCATGAACTTTAAGGACCTCATTGAGACCAAGGCCGAGGAGCACAACA 
TCGTCTTCATGCCCGTCATCGGGAAGCGGCACGAAGGGAAGCAGCTCTACACCTTCGGCCGCATCGTCAT 
TTACATCGACCGGGGAGTGGTCTTCGTCCAGGGCGAGAAGACCTGGGTGCCCACCTCCCTGCAGAGCCTG 
ATTGACATGGCCAAGTAGAGGGCGGCCAGCGGAGCACACCCCAGAGGGACATGTTTATGAATAAACGAGA 
TTTTAACCC 

>GBEQ1397 |Acc| CD4647 41 1 Ver |CD4 64741 - 1 GI : 31386009 I LeukoN4_6_B05 .bl__A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6JB05_A02 6 3\ mRNA 
sequence. : Start : 1 : Stop : 459 

AGTGTTACTCATCACCTTGCTCTGTCTCAGTGGAGAGTTCTACCCAACATCCAACAGTCTTCTTCATGGA 
ACACACGTCCCT TCCACAGAGGAAATTGACAGGATGGT CACAGACT T GGAAAAGCAAAT T GAAAAACGAG 
ACAAAT ATAGCCGGAGACGT CCT T AT AATGATGATGCAGATATCGACTACATTAATGAAAGGAAT GCTAA 
ATTCAACAAGAAGGCAGAAAGATTCTATGGG AAATATCCAGCT GAAATTAAACAGAAT T TGGAAAGAGGA 
ACAGCTGTCTAATCTTCAGGAACTGTTTTGACTGCCAAATTGTACCAGTAAACCAGGACTCGGTCTATAT 
CTTTCCTTTTCTACTTTGTAAAAAGAATTATTCTCTGGATGTCTATGTATTTTCATGCTTATATATTTAT 
TATTTTCTTGTTTAAAAAACCCTGTCTCGTGTTAACCCC 

>GBEQ13 98 | Acc 1 CD4 64732 | Ver | CD4 64732. 1 GI : 3138 6000 | LeukoN4_6_E03 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__6_E03_A026 3', mRNA 
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sequence . : Start : 1 : Stop : 608 

TGTAGTTGCAGCTGATGTCTGAATGTATCCTAGCTGACAAATTATGAATAAGAACTTGAATTTCTGAGCG 
ATTCTTACTGTTAACCAAAATCGGAGCAAGGAATCTCAAATGTAATTCTTAGTCAGAATTACATGTTAAT 
GAACTGTGTACCTTTTAATAATGTAAATCAAGAAACATCAGTTTAGGAATTTCTTAATTTATTTTTTACC 
TGATTGAAATGTCAGTTTAAGGTTGCCAGCATGGTTGCAGATAAACTGATGTTTGAAATTCACCAAACTA 
CATAATGTGGAATAGGATAATATACTTCCAGTGCCCTCAGGCTGTGGCCTTGCAGCCGTTTACATAGCAC 
ATCATTCCTCCTATAGGGATGGACTTTTCCTGGCACGAAAAGTAGCCGCTCTGGGTGAAGCTTTGCTTAT 
TGTAACAGGCTTTCCAGGTAACATGTCTGTGGAAGACTTAATTCTGAATAGATATAGATATTGCTGGAAA 
CGAATTGTTTTTTTCTATTATACTCTGCTTTATCAAAAAAGTAAAACATTTAAATTGTGCTACAGAAATC 
CAGATGTTGTCTTGCGATCTTTAAACAATAAATGAATGATTTGCCCTT 

>GBEQ1399 1 Acc | CD464720 | Ver | CD4 64720 .1 GI : 31385988 | LeukoN4_6_F08 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_F08_A026 3 T , mRNA 
sequence . : Start : 1 : Stop : 522 

GAGCACCCCAGCCTCCAGAGCCCCATCACAGTGCAGTGGCAGGCGCAGTCTGAATCTGCCCAGAGCAAGA 
TGCTGAGTGGCGTCGGGGGCTTCGTGCTGGGGCTGATCTTCCTCGGGCTGGGCCTTATCATCCATCACAG 
GAGCAAGAAGGGACCTCGTGGGCCTTCACCAGCAGGGCTCCTGGACTGACACCTGAGGATACTTTGACAG 
GAATTGGTTTTGCTCTTCTGTAATGCCTGCCTATCCTTGCTCAGAATTCCCAGCTGCCTGTGTCAGCCTG 
TCCCCCTCCTACAGTGACTCTGATGCATTCTTCAGATCACCTCCTGTGACCTCTGCCCTGAGGATCTGAC 
TGCAACACTGCTTCCTGCAGTGAGCCCAGAGCAGTTGCTGCCAGCAGCGTCTACTTGGTTCCCAAGGGTT 
TCTTCTGATCCATTCTTCTCCTACAGGCTGTACAAGAGAAGCACATTGAAGCCATTTACCTGACCATAGA 
GC T T T T AT CAT AAT T AAAC AT GAT T AT GAGT T 

>GBEQ1400 | Acc | CD464718 j Ver | CD464718 .1 GI : 31385986 | LeukoN4_6_A12 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone .LeukoN4_6__Al2_A02 6 3', mRNA 
sequence. : Start : 1 : Stop: 420 

ACTTCAAGATTGACGCCGGGGACCGCTTCCTGGAGGCACTGGGCTTCAGCTGGCACGACACGTGCTTCGT 
GTGTGCAATATGTCAGATCAACCTGGAAGGAAAGACTTTCTACTCCAAGAAGGACAAGCCCCTTTGCAAG 
AGCCATGCCTTCTCCCACGTGTGAGCCCTGTCCATCCACTGCTGCCTTGCCCAGCCCAGCCAGAGAAGTC 
ACTGGTTCTGGAGTCATCACCCCAAGATTTCTGAGGAGGGCAGACAAAGGTTGCCCCAACCCTGACTCCT 
GGCCCGAGCCTGGGGTTCCCTGGGCCCTGCCCCACCCCCTTCATCTACCCCGCACTTCTTCCACCACCCT 
CACACACCGGTGCTGGCCACACCAGCCCCTGTTCACGCCCAGTGCCACAATAAACCTGTATCCAGCGTGT 

>GBEQ14 01 | Acc | CD4 64717 | Ver | CD464717 .1 GI : 3138 5 98 5 | LeukoN4_6_G0 6 - bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__6_G0 6_A02 6 3 f , mRNA 
sequence .: Start : 1 : Stop : 4 91 

AGCTCCAGCCGAAGGAGAAGGGGGGTAAGTAAGGAGGTCTCTATACCATGGCTCGTACAAAGCAGACTGC 
CCGCAAATCGACCGGTGGTAAAGCCCCGAGGAAGCAGCTGGCTACAAAAGCCGCTCGCAAGAGTGCGCCC 
TCTACTGGAGGGGTGAAGAAACCTCATCGTTACAGGCCTGGTACTGTGGCACTCCGTGAAATTAGACGTT 
ATCAGAAGTCCACTGAACTTTTGATTCGCAAACTTCCCTTCCAGCGTTTGGTGCGAGAAATTGCTCAGGA 
CTTCAAAACAGATCTGCGCTTCCAGAGCGCAGCTATTGGTGCTTTGCAGGAGGCAAGTGAGGCCTATCTG 
GTTGGCCTTTTTGAAGACACCAACCTGTGTGCTATCCATGCCAAACGTGTAACGATTATGCCAAAAGACA 
TCCAGCTAGCACGCCGCATACGTGGAGAACGTGCTTAAGAGTCCACTATGAGGGGAAACATTTCTTTCTC 
T 

>GBEQ1402 | Acc | CD4 64712 I Ver | CD4 647 12 . 1 GI : 31385 980 | LeukoN4_6_G12 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_C12_A026 3 1 , m'RNA 
sequence. : Start : 1 : Stop: 528 

GTTACCT GGCTGCTGAGGAAAAAGATACAGTAAAAACAGAGCGACAAGAAT TGTT GGATATAAGAAAT GA 
AT TGAACAGGT TAAGGCAACAAGAACAAAAACAGTACCAGGAT T CCAGAGAGAT T GCAAGTGGAAAAATG 
GACAGCCCACATGGCAAT GCGCT GGAAGAAGGT T T GGAT GACTAT T T GACTCGACTAAT AGAAGAAAGGG 
ACACTTTGATGAGGACGGGTGTGTATAATCACGAGGATCGAATAATAAGTGAACTCGACCGACAGATCAG 
AGAGGTTTTGGCAAAGAACAGTGCCAGCAATTAATAACATTTGGAAAATCTTTACAGAGACTCCAGGTCT 
AAATTTTAATTTCGTTGTAAAACCCTCAAAAGAAGGGAAAATGGATGTTTTAAAATGCAATTTTCAATTT 
TTTATGAGCAGAATTTTGTATGTTATTGTATAGTATTTATTTGATTTTACTTTATGCTACCTCTCCCATG 
CTGGTTTTATTTGTAATTGCATTTTATATACTCATTTT 

>GBEQ1403 | Acc 1 CD464703 | Ver | CD4 64703 .1 GI : 31385971 1 LeukoN4_6_F07 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_F07_A026 3 1 , mRNA 
sequence . : Start :'l : Stop : 4 62 

GGAAT TAAGAAATT TCGAGGAGGTGAGAATGGATGATATAAT GGCTCTAAAAATGGAAGAT CCCAAAGAA 
ATTAAAAAGGAAGAATTAGAGGAAGATCAAAAATGTAGTCACTTCCCTGATTTTTCTTACTCTGCCAGTA 
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GCAAGATAATAATAAGCGAT GTTCCCAGTAGAAAGGATCACAT GTGCCAT CC TCAT GGAATTAT GACC AT 
CGAGGATCCCACAGCGTTGAACAAACCAGAAAAGCTAAAAAAGAAAAAGAAGAAAGGCAAAATGGATCAG 
CATGGAAATGATAAATCCACACCCAAGAAGACTTGCAAAAAGAGGCAGTCCTCGGAGTCTGACATCGAGA 
GTGTCATGTACACCATTGAAGCCGTGGCAAAGGGGNACNNGGCCANNGAGGGGGGGGGGGGGGGGGGGGC 
GGGGGGGGTCCGTACATCTTCAATTTATCAATTAAAACATTT 

>GBEQ1404 I Acc I CD4 64702 1 Ver |CD4 64702,1 GI : 31385970 | LeukoN4_6_G09 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6 G09 A02 6 3 1 , mRNA 
sequence. :Start:l: Stop: 534 

CCCCTGTTGTCAGAGAAGAAATGGAGAAGGTGTTAGCTGGAGAAGCGCCCTCAGTCAACGACCCCCCGGA 
CGTTCTGGACAGGCACAAATGCCTTGCTGCCTTGGCGTCCCTCCGACACGCCAAGTGGTTCCAGGCCAGA 
GCCAACGGGCTGAAGTCGTGTGTCATTGTCATCCGGGTCCTGAGGGACCTGTGCACCCGTGTGCCCACCT 
GGGGTCCCCTCAGAGGATGGCCGCTCGAGCTGCTGTGCGAGAAGTCCATCGGCACGGCCAACAGGCCCAT 
GGGCGCCGGCGAGGCCCTGCGCAGAGTGCTGGAGTGCCTGGCCTCGGGCATCGTGATGCCAGCATGCTCT 
GCGACTTGCTGCGTTTGGCCAGCTCCATAAAGTCCTGGGGATGGACCCTTTGCCTTCTAAGATGCCCAAG 
AAACCAAAGAACGAAACTCCGGTGGACTACACGGTTCAAATCCCCCCCAGTACCACCTACGCCATTACGC 
CCATGAAGCGCCCGATGGAGGAGGACGGGGAGGAGAAGTCGCCC 

>GBEQ1405 I Acc | CD4 64595 | Ver | CD4 64595 . 1 GI : 313858 63 | LeukoN4__l_F10 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4 1 F10 A026 3", mRNA 
sequence. : Start : 1: Stop: 638 ~ ~" 

CATGGCAGCAGCTCAAGCAGTTCAAGGGACAGCTCAGATGAAAGAGGGACGAAGAACATCAAGTTTAAAA 
GCCAGTT AT GAAGCAT TTAAGAAT AATGACT T TCAGCTGGGAAAAGAAT T T T CAATGCCCAGGGAAACAG 
CT GGCTAT T CATCATCTT CAGCAC T CATGACTACGT TAACACAGAATGCCAGT TCGTCAGCAGCCGAC T C 
ACGGAGCGGGAGAAAGAGCAAAAACAACAACAAGTCTTCAAGCCAGCAATCATCGTCTTCCTCCTCCTCC 
TCCTCCTTATCGTCGTGTTCTTCATCATCAACTGTTGTACAAGAAATTTCTCAACAAACAACAGTAGTAC 
CAGAATCTGAT TCAAACAGTCAAGT T GAT T GGACCTAT GACCCAAAT GAACCACGGT AT TGCAT T TGTAA 
TCAGGTATCCTATGGTGAGATGGTGGGCTGTGATAACCAAGATTGCCCTATAGAATGGTTCCATTATGGA 
TGCGTTGGATTGACGGAAGCACCGAAAGGAAAGTAGTACTGTCCACAGTGCACTGCCGCGATGAAGAGAA 
GAGGCAGTC GGCACAAATAAAGGT GGT CAT TT CAT T TGAGGAAGAAAAAAACT TCAACTAAACAT T TT AT 
ATAGGACT 

>GBEQ14 06 I Acc | CD4 64594 j Ver) CD4 64594.1 GI : 313858 62 ) LeukoN4_J._F03.bl_A026 Unstimulated 

peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l F03 A026 3', mRNA 

sequence. : Start :1: Stop: 4 93 ~ 

GGAGGCTTTGCATAATCCGTCTTCACAGCTGCTCCTAGAGGGAGGGGCCCAGGCCTCTGTCCGGGGCAAG 

AACCAACCAATTCCTCTTTGCTTTGCTTTCCGCTCAGCTTCTCTTGTGTGATTGAGGGGGGTCAGTGCTG 

AAGGAAGAGGTTGTTTTAATTTATTAATTGCTTTGAGTACAACTGTAAGAGGGCATGGTGGGGCCTGTTT 

ACCCCATGAGTGGTGGTAACCCTGGTGGTTGCTGCATCCCTCCCCTTTGCTGCTGCTAGAGGATCTTTGT 

GGCCGAGGAGCTGCTACAGCCTGGGGTGGGGCCATGCCCTCCTTTCCCTTTGGCCCTTTGCTCCATCCTG 

GGAGGGGGATGAAACAGGGATGACCTGGAGGCGACCGAGACCCCTGTTTGGAGAGGGAGGCAAGCCCTGT 

TGACACAGGTCTTTCCTAAGGCCACAAGGTCCAGGCTAGTGGCCCAGGACCATCATGCTACCTTAATAAA 
GAT 

>GBEQ1407 |Acc|CD464588 j Ver | CD464588 . 1 GI : 31385856 | LeukoN4_l_Cll ,bl_A02 6 Unstimulated 

peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4 1 Cll A026 3', mRNA 

sequence. :Start:l: Stop: 556 ~" 

CCCCCCAAGGACCCCCCAGGATTCCCCATGGCTCCCCCCAGTTTCTTCCTTCCTCCCTCCTCTCCACCTG 

CCTTCCTGCCCTTTGCGGGGGTCCTCCGAGCCCCTGGCCGGCCCGTGCCCCCCTCTCCAGCTCCAGGAGG 

CAGCTGAGAGGGATGGGGGGGGCAGATCTTGGACTCATGAGGAGGGACCTCCCTGCCCTGTGGGGTCAGC 

CCTCCTGGAAACTGTGAAGACCTCACTCTGCCCCCCCCCCAAATCTTTGGGACCAGGATTTGCACAGCCG 

CGCACAAGTCCCCCAAGAAGTCCCCTCTTCGGAACAGATAGGCCCCCCCCTCAGCCCCACGCAGGGCTCT 

TCCTCTCGTTACCCTCAGGCCCCGGTCCCTGTCTGGAATTGTTCCCCAATGTCTCCTTCCTTCTCCTCTG 

CCGGAGCAGGTGGAACCAGGAAATAGCCATTCCCTCTGCCCCATCGCCGAGCGGGGAGAGACGGCTGTAG 

CCGGACACTGAAAACAATGTAAATTATTGGCATTTTGGTTGGATTCTTTTGTAATAAACTATTTTT 

>GBEQ1408 | Acc | CD4 64 587 | Ver | CD4 64587.1 GI : 31385855 | LeukoN4_l_H03 ,bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4 1_H03 A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 693 ~~ "~ 

TCAATATATAAGAAATTTAGAAAGATTAGGTGCCAAAATACCCAGCACAATACTTGTAAATTTTTCGTAT 
CCTACAGAAACTAAAATCCCAGGAACTATGAACACTCTGGACCTTGTGTAGTTTATTCCTTCAGCCATTT 
CAAACATGAAAGTAGGGCCTGTATGGTTACTTGCCTGCTCACTTTACGTTTACATCCCCCACGTTCAGAC 
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CAGTGTACATCAGGTTTGCTCAATTTTCTTTTTTTTTTGGATTTTTACCAAGTCTTACAGTTATTATTTA 
ATGTCTTTCTATAAAAGTCATTTTGTGCTGTTATGGGAAACCTCCATTTTGAAAATCTACATTGTACAGA 
AGCACATGTCTTTAATGTCTCCAGACAAAAAAGCCTTACAGTTAATTTTAATGTTTGCACTTTGGGGTGC 
AACTTACAGGGAGGGCCTGAAAAGAATGGGAGGGGGCTTTAAGTATTTTTAGTAAAATGTTGCCTTTGTC 
T T GTGCAGAACATGT AGAATATGCT C T T T AAT T T AGT AAATAT TTT T T TAAAAGT T AGAGAT GCT TT GTT 
ATTGTAGCTAAAGCAATTCTTAATCATAAAATTTCTGAAATTCTTGTAATTTTTTTTCATACTTATCTGA 
AGTTGTTTACCAACTTATTTTTGTTTGAAGTGTGATTTTTCTTTTCCTTCTCTTCCCAACCTC 

>GBEQ1409 | Acc | CD4 64 581 | Ver | CD4 64 581. 1 GI : 313858 49 1 LeukoN4_l_G0 8 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_G08_A026 3", mRNA 
sequence . : Start : 1 : Stop : 5 63 

ACAT T TACAC AAAAGCATTGGCAGAAT AT GT T GTACAACAAGAAGGAGCAAAGCTAAAT GTGGCGAT T GT 
AAGGCCCTCGATTGTGGGTGCCAGTTGGAAAGAACCTTTTCCAGGATGGATTGATAACTTTAATGGACCA 
AGTGGTCTCTTTATTGCGGCAGGGAAAGGAATTCTTCGAACAATGCGTGCCTCCAACAATGCCCTTGCAG 
ATCTTGTTCCTGTAGATGTAGTTGTCAACACGAGTCTCGCGGCAGCCTGGTACTGTGGCACTCCGTGAAA 
TTAGACGTTATCAGAAGTCCACTGAACTTCTGATTCGCAAACTTCCCTTCCAGCGTCTGGTGCGAGAAAT 
TGCTCAGGACTTCAAAACAGATCTGCGCTTCCAGAG6GCAGCTATTGGTGCTTTGCAGGAGGCAAGTGAG 
GCCTATCTGGTTGGCCTTTTTGAAGACACCAACCTGTGTGCTATCCATGCCAAACGTGTAACGATTATGC 
CAAAAGACATCCAGCTAGCACGCCGCATACGTGGAGAACGTGCTTAAGAGTCCACTATGAGGGGAAACAT 
TTC 

>GBEQ1410 |Acc|CD4 6457 9| Ver |CD4 6457 9.1 GI : 31385847 | LeukoN4_lJB09 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_B09_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 57 6 

T AGGAAGCATGTGTAGT T T ATAT AACT T TGAAGACAGAAGTGGGAAAAT T GAAT GAACTACAAAAT T TTA 
GAGAAGAACT TCAGAGAAATAT T TCTATACAACTGAGGCATAACAT GAATAAT TCT GAGAAGATCAGGAA 
CCTCTCTATCACACTGCAAGAAATAGCCACCAAATTATGTCATGAGCTGTATAGAAACAATCAAGGAATT 
TATAAAATCCAGGAGATTATGGAATCATTGGCTGGGATTATCTCCCAGAAAAGATTACACACCCTCCAAG 
CTCTTGGATGAGACAATTAGCTCCTCTGATTGGTTCAGAAGTAACACAAATGACTTAAGCAATGGGAAGT 
ATTGCGGATATATACGTGATTTATATGTTTATTACGATGAGTGCACTAGTTTAAAAAATGCTGTCTGTGA 
GAAGTTGGCTAATCCAGTGAAGATTGAGAGTACACTAATGAAGGAAGTACCAGATGGAGGAATGTAGTCA 
GTGCAATTATTTTGCCTCAGCTATTATCCTGCAATTTAGAGGGCATACATCTTGTGGACGATACAAATGG 
AAT AAAG AT G C T C T AA 

>GBEQ1411 1 Acc | CD4 64577 | Ver | CD4 64577 .1 GI : 3138584 5 | LeukoN4_l_F02 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_JL_F02_A02 6 3», mRNA 
sequence. : Start : 1 : Stop : 4 42 

GCACAGAAACATACAGCCCTGTATCCACT GCAAACAGGAGT CCCAT CAC CAGGCAGAAAGCGAT T TGAAA 
CCAATGTAGAAAGAAGAATACAGTTGCCGGACCTTGGACAGTGATCTTCACAGGCTGTGACGAGAGCTCC 
TGAAGGTCAAGGCACAGTCCAGCCCACCTAGCTTGACAAGGACTCACAGCAAATGTGTTTTCATAGCCCG 
TAAACAGAGGCTCCTCAAATCTAGAAAAACTCAGTAAATCCTGCCTCTCCTTTCAATCAATCCAGGTTAC 
TGAAACTGCCAGTTGAGATGGGGTGGAGTTAGGTTACATCTGGTATGCAGTCCTGGGAGAACCACATTAT 
AGAGATGGCCTTCTAAGTGGTTTTAAAATTTATCCTATTGAAGTTTTTAGGTCAATTATGTATGTTGACT 
AAATTTACAAATAAACTTGTTT 

>GBEQ14 12 | Acc | CD4 64 57 61 Ver | CD4 64576.1 GI:31385844| LeukoN4_l_B12 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__l_Bl2_A026 3', mRNA 
sequence Start : 1 : Stop : 234 

AATCTGCAAAAATTCACCAGGCAATATTAACAAAGTAATTTCTTGTTGGTTAAAACTTATTTATGATGTG 
CAAATAGATTCTCATAATTTAAAAAGAAATATTGTGGTTTTTAACTCTGCACTTTTTTCTTTCCACTTTA 
AGATGGTTTATGTGTTCCCACAAGAGATTTTCTTCTACTGTTTTTGATAGCATGAAAATATAAATGTACC 
ATTAAAACTTTCAAAATAAAATTT 

>GBEQ1413 1 Acc | CD4 64573 |Ver 1CD4 64 573.1 GI : 31385841 1 LeukoN4_l_C07 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_C07_A026 3', mRNA 
sequence. : Start : 1 : Stop: 550 

TCAGCTGCCGCTCCATCAGGGTCCCAGTGATCTGTATGTGAGGAGAAGAAGCAGAGGCCCCAGCTTCACC 
CAGCTTCAACTAGTGCCTGGACCTGCCCACCTGAGGGGCCCCAGGGCCTCCCCACCTGCTGGGAGACCCT 
AGTGCTGCCGCAGCTCCAGCGCAGCCCAAGGCCACGCCCACCTAGCCCTTTGGCTCCAGCCTATCGCCGG 
CCACTCGCCCCCACAGGCTTCCTGCTACCCGCGCTGTGGTTGGACTGGACAGCACGGCACAGGGCCTGGT 
GGGAAAACCCACTGCCCTGCCCAAACGAACTGACACAGGCAGGGACAGCTGGACCACAGAGTTTATTTTT 
GTATTTTGTACTGGGTCAGCCCTGGGCCTGCACACTCCAGCCCAAAGGGCCTGAGACCCAGCAAGCTGGC 
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CCCAGCGGTCATCCGCCCTGGGCTTGGGCTGGCCCCTGGCGCCCACCTGTACCCTCTCCCCCCTCGCCCT 
TTGGGCAGCGTGCACTGAGTGTCACTTTGCTGCAGCTCGTTTGTTTCCAATAAAAGTTTC 

>GBEQ1414 | Acc | CD464568 | Ver | CD464568 .1 GI : 31385836 | LeukoN4_lJB0 1 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone Leu koN 4_1_B 0 1_A0 2 6 3', mRNA 
sequence . : Start: 1 : Stop: 181 

AGGTGGGGCTGGGCCGGCTCCCTCCCTGTTTTAACTTCCTGTTGCACTCACTAGTGATCATTTGCTTCCT 
TGCT GAAAATAT GGAT CCAGATAT GAAT T T T T T C TAAT T CT T CT T CTAAGGGAT T GAT GTGT T AAT T AAA 
G AAG AAG AT T C C T AAAG T T T GAG AG T G G AAAT AAAT G G AAG 

>GBEQ1415 | Acc | CD4 64 5 64 | Ver | CD4 64 5 64.1 GI : 31385832 | LeukoN4_l_D01 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_D01_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 62 

CAGTTGGGAGCACTGGGTTGGCTAACATCTGGTATCCTGGCACCAGTGAAGGGTGCTGTGGGTCTGCCTG 

GTGGCAGAAGTTTCTTCCAGCTTGGTGTTTTCTGCTGGCCATGCTTCCTGCTGCTTCTGACTACTCAGAC 

TGGTTTTCGGTGTGAAGTCCCCAGCTGCACACTGGGGCTGTCTGCCAACGTTTGCTCTCCCAAGATCTTT-. 

AATTCCTCCTGGCTGCATTCGTGGTGGGGCTGGTGGTGCCAAGGCCCCCCTATCTGGTGAAGGACCTGTT 

GCTGCTTCTGTCTCTTTCCACCCCTTCCTGGCTGATGACCCAGAGCCCTCTGATGATGGCATTTTCCTGG 

CAAGAGAAAAGGACTTGACTAGCCTTTCTGAACTTGAACAGTTTCAGGTTATATTTTAATTTTTTTTTTG 

TACAGGTTCTGATTAATACATTTCAACATGTTTTTTTCCCCT 

>GBEQ1416 lAcc|CD4 64 554 |Ver ICD4 64554 . 1 GI : 31385822 | LeukoN4_l_G03 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_G03_A02 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 629 

TGAAGAAGCAGCTGCGGGAGATGGAGCTGGAGCTGGCGCAGACCAAACTGCAGCTGGTGGAGGCCAAGTG 
C AAAAT C C AG G AGC T T G AAC AT C AG AG AG GAG C C C T GAT GAAT G AAAT C C AAGC T GC AAAAAAC T C T T GG 
TTTAGCAAAACCCTGAACTCTATCAAAACGGCCACGGGCACCCAGCCACTGCAGTTGCCACAGCCCACCC 
AGCCACCCAAGGAGAGCACATAGTTCCAGCCTCACCCAAGCACAAGAGCACAAGGATCAACGCGCCAGAA 
ACCCAGGAGGATTCCCCTGGCGGTCCCTTTGAAGGAAAGTAAAGGAGGCCAGAAAGCAAGCCAGAATCTT 
TCAGTAGCTCTCACTCTTTCTTCTATGACACTTTTCAAAGGGATGTTATTTAAACTGATCTGATTTGTGT 
TGAATACCTGTTTTCGAGCTTCTTTGTGGAAGGCCATGTTCAGATCCATCATAGTATTATGCATTATTTT 
TTATGCCTGATGTTTAGTTGGAZiATAAGTAATTCAGAACTAAATGCTTTTTATTTAGAACTAATTATTCA 
TAAT TAT T T T TATCT TACATAAAAATGGAGAT GTCTTT TAT T CCAAGGT T T AAGTGATAGGAGGATAT T 

>GBEQ1417 | Acc | CD4 64551 1 Ver \ CD4 64 551 . 1 GI : 31385819 | LeukoN4_l_D08 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_D08_A026 3*, mRNA 
sequence . : Start : 1 : Stop : 607 

AAGAAAGAAGAAAAGAAAAGGCATAAAT CATCATCC T CAT CAT CATCCAGTGATTCAGATAGCTCAAGTG 
ACTCTCAGTCCTCTTCCGATTCTTCTGATTCTGAAAGTGCTTCTGAAGAGAAATCAAAAAAAAGAAAAAA 
GAAACATAGGAAAAATTCCCGAAAACACAAGAAAGAAAAGAAGAAGCGAAAGAAAAGCAAGAAAAGCGCA 
TCTAGTGAAAGTGAGGCTGAAAATCTTGATGCCCAACCGCAGTCTACTGTCCGTCCAGAAGAGATCCCTC 
CTATCCCTGAAAATCGATTCCTAATGAGGAAAAGTCCTCCTAAAGCTGATGAAAAGGAAAGGAAAACCAG 
AGAGAGGGAGAGAGGGAGAGAGTGTAAT CCACCT AAT T CCCAGCCTGCT T CATACCAGAGGCGAC T T T TA 
GTTACTCGGTCTGGCAGGAAAATTAAAGGAAGAGGACCAAGGCGTTATCGGACTCCTTCCAGATCCAGAT 
CAAGGGATCGT TTCAGACGT AGTGAGACT CCT CCACAT T GGAGGCAAGAGATGCAGAGAGCT CAAAGAAT 
GAGAGTATCAAGTGGTGAAAGATGGATCAAAGGGGATAAGAGTGAGT 

>GBEQ1418 | Acc | CD4 64 488 I Ver | CD4 64488 .1 GI : 31385756 | LeukoN4_4_B01 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_B01_A026 3 1 , mRNA 
sequence. :Start:l: Stop :2 61 

TGAGACTCACAGAAGTTGAGTAGCTTACCTCGCTTCATGGTGACAAAGCCAGGATTCAAACCGGGGTCTG 
TCCTGGCTCAGAAGCCCATGGGAATACATGAAGTAAGAAAAGTATAGAATTATAAACTAAATGTGCTGTA 
ATCACTAATCTAGTTTCCTTGTTTTTAAAGATGAGCTATGAGGCAAATAGAGTTTAAGTGAATTTGTCAA 
GAT ATT CCAGTATGTTTAAAAACAAAATCCCTGTGTGCCTGGAAAT AAAAT 

>GBEQ1419 | Acc | CD4 64487 | Ver 1 CD4 644 87 . 1 GI : 31385755 j LeukoN4_4_C03 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_C03_AQ2 6 3 1 , mRNA 
sequence . : Start : 1 : S t op : 68 1 

CCATGGGTTATTCGTAAAACTGTAAACTGAGATATCAGTGACTCCATATTATAACTCCATNAGAGAGCTG 
CGGGATGGGTAGGATTTTCCTACTTCTTCTGTACTTTTACTTGTAGACTATTTTTACTAAGGTGCTTTAT 
AATGTGTTTTAAAGCATTGCATTTACAAAAAAAAGGAAAATGCTGTAAATATTGCATATTTTATGTATTT 
GGACCAAAAGGTTATGAGTAATTAGAGAAAAGTGGTTTTGCACCATTTTTATTATGTTGAGTAAAACCAT 
CAGACCTACTGTTCTTGTATTTCTCATTTAACTTTACTGTTAAGACATCACTGAAATGAACTTCAATAAC 
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CTTTCAATTTTGATACACAGTACATTATTCATAATTAGGGGCAGTAGTTACAGTGGAAAGAGTACTGGAC 
AAGGAATCAAAAAACTTGATTTCTGGTCCTGGCTCTGCCACCTGGCTGTGTGACCTTGGGCAAGTCACTT 
AACCTCTCTTTGCCTCAATGTCCTCATCTTGAGATGAGGATAATAATACCTGCTGTACCTACCTCACAGG 
GGTGTTGTGAGGATTAAATGAGATGGCATATGAAAGCACTTTGAAAACTTATGCGCTATATAAATGTAAG 
GTATTATGGGAAC AT CT T T AACATATAGT T TCATACCAT TCAT T T T T AGCT 

>GBEQ1420 ) Acc |CD4 64485 [ Ver |CD4 64485.1 GI : 31385753 | LeukoN4_4_F09 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_F0 9_A0 2 6 3', mRNA 
sequence. : Start : 1: Stop: 417 

GCTTCCAAGAATGAGGCAAACTGAACTGAATCAACTTTTGAAGAAGCTCAGACTTGAAGAAGTTACTGGG 
AGCTGCTGTTCTATATTCTGACTGCTTTTTAAAATTTTGTTCAGGGATCTGATAAAATCCAGATCTTTAA 
TATTTTTAAGCCCAAGCCCTTTGGACACTGCAGTTTTTTTCAGTTTTGCTTAGACCCGACTCATTTTTTG 
C AG CT C AT T AAG C T G AAG AAG CC T GGG GAT AAAG T T T G AAAC AAAG GT T AAT AAAG TTCTTTCCC T AGT A 
TACGGTATTATTTTTATTTCATTGCCCCTGATTTGTCCAGAAAGCAAAGTTGTTTATAGAAAGCTAATCA 
TGGCATGTAATATGACTGATAATCTTTGCGGGT^ATTTGATTAAAGATCTGAAATGCCAGTCCAATGT 

>GBEQ1421 |AcclCD4 64478 | Ver | CD4 64478 . 1 GI : 3138574 6 | LeukoN4_4_B08 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_B08_A026 3', mRNA 
sequence . : Start : 1 : Stop : 673 

TTCAGAGGAAGATCAGGGCTCTTATTGGTGCCACGCAGTGTTCCAGTTAGGCGAGAGCGAAGAACGCCTT 
CAACTTGTGGTTCTCAGTTATCTGGTGCCCCTCAAACCATTTCTTGGAATAATTGCTGAAGTGGTTCTTT 
TAGTGGCTATTATTCTGCTTTGTGAAATGTACACTCAAAAGAAAAAGAAGCAGCCAGATGATGGGAAAGA 
AT T T AAAC AAAT G G AAC AG C T G AAAT C AGAT G AT AGC AAT GG T AT AGAAAAT AAT GC C AC C AG GC AC AG A 
AAAAATGAAT CTGT GAGCCAGTGAAT GAGAAGCAT CAT GT CAAGACT CACGGGAAGATACAGTT T GTAT T 
TCAGCTTTGTGTATGCTTCCTGTTAAGAACATCTGAGTTTTTATTTTTAAAAGGATGGAAAATTTATGCA 
ACATGCTCAGCAGTAGCTTTGTAAATAATCTATGCTATCAGATCTAAAGATATATTTTCATTCTGTAATT 
AT T T TACAT TAAAGCCAGAT AAAT TGT ATTAAAT GT ATTCTAT GAGC TGCAACCCAGGAT AAT T AAT T T C 
ATCCTGATCCTGAAGGGACACAGAGCAGACACCAGCAAAACCAGTTACTAGTACATAGAGCTAATGTCTC 
TC AAGACCT GT T TATAACCAAAGATTCAT T AAAG AG AAAAAC T 

>GBEQ1422 | Acc | CD4 64474 \ Ver | CD4 64474 . 1 GI : 3138 5742 1 LeukoN4_4_H05 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_H05_A02 6 3', mRNA 
sequence . : Start : 1 : Stop : 67 6 

AAATGAAGTGCT GACAAAGAC ATATAGGAT GAGGT CAGAGC CAGAT GAT TCTGAT CCCT TT TCTT T T GAT 
GGACCAGAAAT TATGGGT TGT ACAGGGT GCCAGATAGACT GGAAAAAAGGAAAGAATGT CACTT T GAAAA 
CCATTAAGAAGAAGCAGAAACACAAGGGACGTGGGACAGTTCGTACTGTGACCAAAACAGTTTCCAATGA 
CTCTTTCTTTAATTTTTTTGCCCCTCCTGAAGTTCCTGAGAGCGGAGATCTGGATGATGATGCTGAAGCT 
ATCCTTGCTGCAGACTTTGAAATTGGTCACTTTTTACGTGAGCGTATAATCCCAAGATCAGTGTTATACT 
T TACTGGAGAAGC TAT T GAAGAT GAT GACGACGATT AT GATGAAGAAGGTG AAGAAGCGGATGAGGAAGG 
GGAAGAAGAAGGAGATGAGGAAAATGATCCAGACTATGACTCAAAGAAGGATCAAAATCCAGCAGAGTGC 
AAGCAGCAGTGAAGCAGGATGTATGTGGCCTTGAGGATAACCTGCACTGGTCTTCTGCTTCCCTGGAAAG 
GATGAATTTACATCATTTGACAAGCCTATTTCAAGTTTTTTGTTGTTGTTTGTTTGTTTGCTTGCTTTTG 
T T T T TGCAGCC TAAAATAAAAATGTCAAAT ATAAT TTAGGAATAGG 

>GBEQ1423 | Acc [ CD4 64 472 I Ver | CD4 64472 . 1 .GI : 31385740 | LeukoN4__4 J304 .bl^_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_B04_A02 6 3', mRNA 
sequence. : Start : 1 : Stop: 688 

AGAGCCAGTAAAGAAAT T GT TAG AAAG CAGAT AT CAT CAAAT T GGTTCTGGGAAGTGT GAAATCAAAGT T 
GCACAGCCCAAAGAAGTATATAGGCAGCAACAGCAACAACAAAAAGGAGGACGAGGT GCTGCAGCT GGT G 
GACGAGGTGGTACTAGGGGTCGTGGCCGAGGTCAGGGCCAAAACTGGAACCAAGGATTTAATAACTATTA 
TGATCAAGGATATGGAAATTACAATAGTGCCTATGGTGGTGATCAAAACTATAGTGGCAATGGCGGCTAT 
GAT TATACT GGGT ATAACTAT GGGAACT ATGGAT ATGGACAGGGAT ATGCAGACT ACAGTGGCCAACAGA 
GCACTTACGGCAAGGCATCTCGAGGGGGTGGCAATCACCAAAACGATTACCAGCCATACTAAAGGAGGAC 
ATTGGAGAAAACAGGAGGAGATTGCTAAAGTAACCCATCTTGCAGGACGACATTGAAGATTGGTCTTCTG 
TTGATCTAAGATGATTATTTTGTAAAAGACTTTCTAGTGTACAAGGCACAACTGTGTCCAACTGTATATA 
GCTGCCAATTAGTTTTCTTTGTTTTTACTTTGTCCTTTGCTATCTGTGTTATGACTCAATGTGGATTTGT 
GTTTATACAAATTTTATTTGTATGATTTCATGTTAAACCTCANAATAAATGCTTCCTT 

>GBEQ1424 I Acc | CD464 458 | Ver | CD464 458 . 1 GI : 31385726 | LeukoN4_4_C12 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_C12_A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 575 

AGTCACTTTGGCACAGGTGTCGTGGAATATGATGCAGAAGGCTTTACAAAACTCACTCTGCTGCTGATGT 
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GGAAAGATTTTTGTTTTCTTGTACACATTGACCTGCCCCTGTTTTTCCCTCGAGACCAGCCGACTCTCAC 
ATTCCAGTCCGTCTATCACTTTACCAACAGTGGACAGCTTTATTCCCAGGCCCAAAAAAATTATCCATAC 
AGCCCCAGATGGGATGGAAATGAAATGGCCAAAAGAGCAAAGGCTTATTTCAAAACCTTTGTCCCTCAGT 
TCCAGGAGGCAGCATTTGCCAATGGAAAGCTCTAGGAAACACCAGTGTTGAGAGGTGGCCAGCCAGACTG 
CTCTGTCCACATGCGTGTCAGCACATATGGCCGCTTCCTGGAAGCCACTTGGAATGTCTTCATGGCAGCA 
TTTTGCTCACACAGCAGCTTTGTGCGCCCCAACTGGAACCTCAACTTGAACTGGCTGGCAGTAACCTGGA 
TCCTTGAATTTCCCACTTCTGGTTCCTCCCTCCTTGTTTCCTGCAGTATATTTCTTAGTGGGAGAAATAA 

AAT C AC AAAT C AC G A 

>GBEQ1425 1 Ace | CD4 64 453 | Ver | CD4 64 4 53 . 1 GI : 31385721 1 LeukoN4_4_E05 . bl__A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_E05_A02 6 3', mRNA 
sequence. : Start : 1 : Stop : 700 

CGCAT AGGAAT TAAAGAGGGAGCAGATAGCAG AGCAGAGGGAGT AGAT GCAACCAGGCGT TAAT T GGCT T 
TATTTCTTTCACAGCTGCGGTTGTATCAAGAATTACTGCAGAGCTTCGGTGCCAGTGCATCAAGACGCAC 
TCCAAACCTTTCAATCCCAAACTGATCAAAGAAATGAGAGTGATTGAGAGTGGGCCACACTGCGAAAACT 
CAGAAATCAT GTAAGTACT T TCAAAAGGAATT GGATAT T T TACT T T AGCAAACT TAGAGT CGAGG AAGGT 
GGAAGTATCCGACAAAGT TC TAGGTACTAGGAT TACAGT AGGGAGCAAAACACAAAGGAAAAT TCT TT GT 
CTGCCTGACATTTAAATATGGTACCTTCCATGACTAAAATAGCTTTGAACTGAGATTTTATGCCTATACT 
TAAGCATCCATGACTTGAACGGCAAAGGGAAGTCTGAGACCCACTAAATATCCATTTTAATCATCTCTCT 
CATTTCAGTGTAAAGCTCGTCAACGGAGCTGAGGTCTGCCTGAACCCCCATACAAAGTGGGTGCAGATTA 
TTGTGCAGGCGTTTTTGAAGAGGTAAGTTGGCTTTTTCAAATTTAGATTCTTTGTCTATCCTGAGACATA 
CAGTTCAAAAGTCAGCCTATAAATTTGCTGCTGCTGCTAAAAATCTCCTTGTTTAGGTATCTGCCTCTTT 

>GBEQ1426 1 Acc | CD4 644 41 1 Ver | CD4 644 41 . 1 GI : 31385709 | LeukoN4_4_D0 6 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4__D06_A02 6 3 f , mRNA 
sequence. : Start : 1 : Stop: 556 

TTCCGCTTCCGGCGCTGCGGCGGTCTAGATCGAAGATGGCTGCGGCAGCTGCGTCCCGGGTTTCTGGGCT 
GCTGGGTCGGTCCCGGGCGCAGCTGGGGCGGCCTATGTCGAGTGGCGCCCACGGCGAGGAGGGCTCAGCT 
CGCATGTGGAAGGCCCTCACCTACTTCGTCGCGCTCCCCGGGGTGGGGGTGAGCATGCTGAATGTCTTCC 
TGAAGTCGCACCAAGGGGAGCACGAGAGACCCGAGTTCGTCGCCTACCCCCATCTCCGCATCAGGTCCAA 
GCCCTTTCCTTGGGGAGATGGTAACCATACTCTATTCCATAACTCTCATGTGAATCCGCTTCCAACCGGC 
TATGAAGATGAATAAAGGGAACCTGGACCACTGCCCAGTGGGGACCACAGCACTGGTTTGGACCATTACT 
CTGCACATGGACCAGAAAAGTGTACGGGACCTTAAGCTCACCTTCTTCACTTGTATCAGATGATGACCAA 
TACCCTGACCTTCCGTCCCTTTGCTTATGGCAGGAGATGGCTTAAATAAATAACTTAGATTAGTCA 

>GBEQ1427 | Acc | CD4 64440 1 Ver | CD4 64 440 . 1 GI : 31385708 | LeukoN4_4_E08 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4 JE08_A02 6 3* , mRNA 
sequence . : Start : 1 : Stop : 552 

GTCGCTCAGTTAGTTGTGACAATGTCAGCAAAGTAGGTCTTCCTAGTCCAAGTACCTTAGTTCCAGGAAG 
TAGCAGCCAACTAAGTGGGAATGGGAATAGCGGGACATCAGGGCCTAGCGGAAGTACCGCCGGCAAAACC 
ACCGCGGAACCGAGCAGCTCTCCCTCCACGTCCCTTAAAGGTCCCACTTCCCAGGAATCACAGCTCAATG 
CCATGAAGCGGTTACAGATGGTCAAGAAGAAAGCCGCGCAGAAGAAACTCAAGAAGTAATGTGGCCAAGT 
AGGT GTT T AGATCACAT TACCCT AAAGAT TGAAATCTT AT T GT T GGGACC T TAACCATAATACGC TAT AA 
TTTAATAAAATCTTCCTAGTGAAATTTCTATTATTTCTTACCTTAAAATACTAAATATTATTTAGCAAAA 
CTTGGAAATCTTTGGTATTTTAAATCTGTTTATTTTTATTATAACAATTTCCATACTGTGAGTGAAAACA 
AT AATTAGAAT GACT AATT CT TGAT GAGAAC T TCCAGAATCCCAAAAGACTGGTAGCATATA 

>GBEQ1428 | Acc | CD464 438 | Ver | CD4 64438 . 1 GI : 3138570 6 | LeukoN4_4_A07 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_A07__A026 3', mRNA 
sequence . : Start : 1 : Stop : 608 
* CGAGGCCGAGGCGGGGACCGTGGGGGCTTCCGAGGGGGCCGGGGTGGTGGGGACAGAGGTGGCTTTGGCC 
CT GGCAAGATGGAC T CCAGGT TAGTAAGAT T CTAAAT TGAGATAAAAGTAGAGCAACTGAACAGAGGT CG 
TGGGATAGTGGATAGCAAGGTTCTGTTGAGGGTGGTTTCATTTTGAGGGCTAGATTGGAAAGCTGAGTTA 
CAACATAGAGGGTAGGGAAGGAGGGGAAATTATCTCAGGCAACTAATCTGTAGACCCACACTTAAAGACT 
CTATACTCTGTATGTAGAGGGAGGAGACATTTCTTGGGGTGGGTAGCAGGGGCAGATGGGCAGATTGGAT 
TTTGGGGGTACGGTGGGTGGAGAGGTTGGTAACTCAGACCTAATGGATACTCTTTCTTGCAGGGGTGAGC 
ACAGACAGGATCGCAGGGAGAGGCCATATTAACCTGGCTCCTGAGGTTCTGGAACAGCTTTTCTTCCTGT 
ACCCAGTGTTACCCTCATTATTTTGTAACCTTCCAACTCCTGATCTACCCACGGGTTTTTTGTGTCGGAC 
TATGTAATTGTAACCATACTTCTGGTTCCCATTAAAAACCATCGTTTA 

>GBEQ1429 1 Acc | CD4 64436 | Ver I CD464436 . 1 GI : 31385704 1 LeukoN4_4_Gll .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4__Gll_A026 3\ mRNA 
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sequence . : Start : 1 : St op : 4 3 6 

CTGTGGGAGTTCGTAACAGAATCTCTGGGAGAGGAACAGACACATCACCTTAAAGCTGCGACTCTCGCCG 
GCACCTTCTCCTTACGGTCATCTTTCGATGCAAAGTGCATGGAAGTGCTATTCTGGGTATCAAGCTTTCT 
TCTCTCAGAATCACATCATATGGCTATATTGTGGGGGGGGGGGGGAGTGTGTATTTTATGCTGCTTCATT 
TGTGATTCGAAGACTGTGGTTGGAGAGTTCCCAGGATATATAGTATTTCCATGTCGGAGCAGGCTGGTCT 
TGTAGCACATTTTACAAATACTTAGCACTGGATACTGCAGAGTGGTGAGGTAGGAGGCAGTTTTCCAAAG 
TTCCAGTCCAAAATAAAATTCATCTGTCATTGATTGCCTTTACTGTGTTCTCATATGGAAACATTTAAAA 
TCGTTTCAATAAAGCA 

>GBEQ1430 | Acc 1 CD4 64433 1 Ver | CD4 64 433 .1 GI : 31385701 1 LeukoN4_4_G04 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_GQ4_A02 6 3', mRNA 
sequence . : Start : 1 : Stop : 661 

TTATGTGGGGGATTCAACGGTCTTGATATGTAAATGTCAAGATTGTGCTCCTTTAAATTGGACCTGGTAC 
AGTAGTAATGGGAGTGTACAGGTTCCTCTCGACGTTCAAATGAATGATAAGTATGTGATCAATGGAACAA 
ATGCTAATGAAACAAGGCTCAAGATAATGCACATTTCAGAGGAAGACCAGGGCTCTTATTGGTGCCACGC 
AGTGTTCCAGTTAGGCGAGAGCGAAGAACGCCTTCAACTTGTGGTTCTCAGTTATCTGGTGCCCCTCAAA 
CCATTTCTTGGAATAATTGCTGAAGTGGTTCTTTTAGTGGCTATTATTCTGCTTTGTGAAATGTACACTC 
AAAAGAAAAAGAAGCAGCCAGATGATGGGAAAGAATTTAAACAAATGGAACAGCT GAATCT GT GAGCCAG 
T GAATGAGAAGCATCAT GTCAAGACTCACGGGAAGATACAGT TTGTAT T TCAGCTT T GTGTAT GC TT CCT 
GTTAGGAACATCTGAGTTTTTATTTTTAAAAGGATGGAAAATTTATGCAACATGCTCAGCAGTAGCTTTG 
TAAATAAT CTATGCTATCAGATCTAAAGATAT ATT T TCAT TCTGTAAT T AT TTTACAT TAAAGCCAGATA 
AATTGTATTAAATGTATTCTATGAGCTGCAA 

>GBEQ1431 | Acc | CD4 64366 | Ver | CD4 64366.1 GI: 31385 634 | LeukoN4_3_F05 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3__F05_A026 3 T , mRNA 
sequence . : Start : 1 : Stop : 635 

GAT AATAAATGTATATACCAT TAAAT AAT GTAACGT AGGTGT AGAT T CCCAAAT GCATT T GGATGTACAG 
ATTGACTACGGAGTACTTTTTTCTGCTGATGATTGGTGTAGAAATGTGTGAATTGGGGTGGCTTTTTACA 
CCTTGCCTACCACTGCATGAAACTCGGGGGTTTCTTCAAAATGTGTGTGTCATACTTCTTTTGGGAGGGG 
GGATTCTTTTCTTTTGTTTCTTTTCTGAGACTCCTACAGGAGCTAAATTTGTAATTTAGA2\ACATTTAAT 
TTTGTTAATCCTGTGTGGGGCACTTAAGTAACATCTAGAGCATTACTGCTTTAGAATGTTAAAATAAAAT 
TTCCTGACCAAATTGTTTTGTGAAAATAGGTGTGTTTGCAATTTGAAGATATCTTTTCAAAGGGCAATAT 
TACTGAAATACAATTTTTTTAATATGCTATAAACTCTGCTTTTCTAATACATGGACCCACACTTTAAAAT 
CCCCAAACTTGCT TACATCTAGAT TAT CCAGTACAGT CACAGAGGGAAT GACAAGCCCT T T GAATG AGCT 
TGTGGCACCAAATCTGTTCAGGTTAGTGTACCGTGTAAAGTGGGGATGGGGTAAGGATGAGCAAATAAAA 

GTTAC 

>GBEQ1432 | Acc | CD4 64 361 | Ver | CD4 64361 .1 GI : 31385 629 [ LeukoN4_3_G10 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_GlO_A02 6 3 1 , mRNA 
sequence. : Start: l:Stop: 635 

AGGCAGACAGAAGCAT T AAAGTGTGT GGCT CAGGCTAGCAAGAACAGATCACT GGCAGAT T T T GAAAAGG 
CCCTGACAGATTATCGGGCAGAGCTCCGGGATGACCCAATCATCAGCACACACTTGGCCAAGTTGTATGA 
TAACT T ACT GGAACAGAATCTGATCCGAGTCAT TGAACCT T T TT CCCGAGTACAGATCGAACACATAT CT 
AGCCTCATCAAACTCTCCAAGGCCGACGTGGAAAGGAAATTATCACAGATGATTCTTGACAAGAAATTTC 
ATGGGATCTTGGACCAGGGGGAGGGTGTCTTGATTATTTTCGATGAACCCCCAGTAGATAAAACTTATGA 
AGCTGCTCTGGAAACAATTCAGAACATGAGTAAAGTAGTGGATTCCCTCTACAACAAAGCCAAGAAACTG 
ACATAGAGTTGGATCTGTAGCGGTCCTTTGGAGAGTGTGTGTGGCGGGAGAGTGAAACCTTTGGGGAAAA 
TGCTAGGAGATTCTTTTTTTGTTTATGTCCTACTTTTCGCTCGGAAAGTTTTTAAATCCTCATTTGGTGC 
ATCTGTATTCCAGCCGATAGGTGTGCCAGTTTTCATGTAATCTTTACTGGCCCAACTTGGGAGTGGGGAA 

ATTGC 

>GBEQ1433 | Acc | CD4 64357 j Ver 1 CD4 64357 . 1 GI : 31385 625 | LeukoN4_3_G03 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_G0 3_A0 2 6 3 1 , mRNA 
sequence .: Start : 1 : Stop : 602 

CCCTCACCTTCGTGCCAGTCACGATCCCTGCCTACTGGCAGATCCACATGGAGCGTGTGAAGGTGGGCAC 
AGGGCTGACTCTTTGTGCCCAGGGCTGTGCTGCCATTCTGGACACAGGCACATCTCTAATCACGGGACCC 
ACTGAGGAGATCCGAGCCTTGCATGCAGCCATTGGGGGAATCCCTCTGCTAGCGGGGGAGTACCTCCTCC 
AGTGCTCCACAATCCCAAGGCTCCCTCCAGTGTCCCTCCTCCTTGGGGGGACCTGGTTTACCCTCACGGC 
CCAGGACTACGTCATCCAGATTGTTCGGGGTGGCGTCCGCCTCTGCTTGTCCGGCTTTGCGGCCCTGGAC 
ATGCCTCCACCCACAGGGCCCCTCTGGATCCTCGGTGACGTCTTCTTGGGCAGCTTCGTGGCCGTCTTCG 
ACCGTGGGGACATGAATGGCGGGGCCCGAGTGGGGCTGGCGCGCGCTCGTCCTCGCGGGGCGTGACGTCG 
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AAGGGGGTGGACCCGCGCAGGCGTAGCTCTCCGGTGGACGCCCCAGTTATGCGCATGCGCAAAGGGTCGT 
AGCAGAGGCACCGCTACTCAGTAAAATACTCCACTATTTCCA 

>GBEQ1434 | Acc | CD4 64354 | Ver | CD4 64 354 . 1 GI : 31385622 | LeukoN4_3_C0 6 ,bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_C06_A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop : 582 

ACGT CAGT T GT CAAT GAGGAGT GT T T T TAT GAAACTGAGAGCCACGGAAAATCAT AGT AC AAT T T C AAT C 
CAGATATGGGTTAAATTGCTCATTTGTCTTTTAAACTGGTGGTAAAGTGGAAATGGCAGAAAAACCATTC 
AT TAT T GGGT T T TGT GCAGCATACAT T T T CCCACAAAATAGT TGTAAAGAT TT AAGT T AT T T TAAT T TAT 
TGTGGATCAGAAAACTAGATTAAACTGGTCAGAATTTGTAAATTACTTAGTTTTACATCCCTTTTGAGCA 
GGTATCAAAATGACT T AGAATCCT TAAAATAAAAT T CCAT T CT AAT TAT T T TAAT T TAT GT GGAAAAAGC 
AAGGTGGGGAAGTTGTGATTAATAGCTTTTAAAAAGATCATTTCTTTCCAATCCTCTGGGCATTTTCTTT 
GAGCTGTTTGTTAGTTTTTGCTTTATTTAAAGCATCTTTAAGTTATTTTAATGTGGGTTAGGGGCACACT 
GTGCAGATACTTCATTTTTGTAAGGTTGTAATAGATGCTGTTTATACTAAACATGTCATATCTATGCAGT 
AT AT AT AT TAAAAGAAAGCTT G 

>GBEQ1435 | Acc 1 CD4 64350 1 Ver | CD4 64350 . 1 GI : 31385618 | LeukoN4_3_D04 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 .Equus caballus cDNA clone LeukoN4_3_D04_A026 3 1 , mRNA 
sequence . : Start : 1 : Stop : 610 

TCCCAGATGATGCCAGCCAGCGTGCTAACTGGGAATGTTATCATAGAGACAAAGTTTTTTGACGACGACC 
TTCTTGTAAGCACATCCAGAGTGAGAGTTTTCTACGTTTGAGAGAAGAATGTGTGTGCATTTCAAGAATT 
TGGGGTTTTTTGGGGGAAGGAGGAAATGGTTTACTTTTTTCCTCCACACTTTTGATTTTTGACACTTCTA 
CCCCTAATTCCCTCTATGGCAAAACCCACCTGCGGCCACCAGGGGACCAGCTCTGTGTAGGTAGCCAGAT 
GGCTTTTTTCTCTCAAGCTGCCATCTTCCACCCACCAGACTAAATTCCCAACCCCAGACCGGGGCAGAGG 
ACGTGCCTCGACTCCTCCCAGAGTAAACCTGGGGACGAACACATACCACGAGCTGATGCTGTTCCTGTCA 
CCCTCCCTACCTCGTCCTTGGGCCCGGTAGGCAACATGTCTTCCTTTGGCCCCCCGTTTTGGAAAACTTC 
ACGTTCGTGACCCATGTTTAGTTTTTTCCTACCATTTCTATTTCATACATTCTCATACATTTAACTTGTA 
AAATAGAC T GT GATAT TAT TAT TATGTACT GAATTAAAACAT GAAT TAAA 

>GBEQ1436 | Acc | CD4 64343 1 Ver | CD4 64 343 . 1 GI : 31385611 1 LeukoN4_3_C0 9 - bl_A0 2 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_C09_A02 6 3 T , mRNA 
sequence. : Start : 1 : Stop: 556 

CTCAAGAGCTTCTTTGAAGCCAAGAAGCTGGTGTAGTGTCCTCTCCGAATGACCCTTCCCTCTCCAACTA 
TTTGGTACTTTCCCCACCCAATAATACCTTATCCACCTGGATTTTGAGGGAAAAAAATGAAAAAAGAATA 
TAAGCCACACTGGTTCCATGGCGGCAAAGCATTCAGATCAGCCACTTGTTAACACTGGTTCTCAAGGACA 
CAAGACATTGGTCCAAACTTTCAAAGATCTGTTTTGAGATGTGGGCGGAGTTGGAACTGACCCAGGACTC 
AGTCTTCTTTCACCTCCAGGGATTCCCCTCTATCCTGTCACAAAACGAGCAAATGAAAAATCTCTCCGAC 
TCCTTTAACTTCCCCCTCTGTCTGCTTACACAGTAGGCGACTGAAATGCCCCACCCAGGAGGCCCCGCCT 
CACTGCTCTCCGTATCAGTCCTGGGTTCACTCAGTGGCTTTGTGAATGTAAATAAGGGGCAGGTCTTGGC 
CCCGGAGAATTGAAATGTTTTTTCTATGTATTAGAACTATTTTTTGATAAATTATATATTTCCTTC 

>GBEQ1437 | Acc | CD4 64 341 1 Ver | CD4 64341.1 GI : 31385609 | LeukoN4_3_C12 ,bl__A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_C12_A02 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 4 65 

CAGGGAAAGGAAAGCTAAGGAACCCCAAGAAGCAAGGAAGT CAT T GAAT AAGAAGGACGAAGAGC ACGT G 
TTGTCAGGAAGGGAAAAGAGATTGGCTGAGCAGGTATCCTCATCCAATGAATCAAAAAGATCAGAATTTC 
TTATGGATATTCATCATAAAAAATTAAAGAATAAGGCTGCTGAAGATAAA2\ATAAGCCCCAAGAAAGAAT 
CCCATTTGCCCGTGATAAGGATCTCAAAGTTAATCGGTTTGATGAAGCTCAGAAAAAAGCCCTGATAAAG 
AAAT T T AGAGAACT GAACCCCAGAT TT TCACATGGCAAAGGCAATAT GT T T T TATAAGTAAGTATAT TT C 
AGTGAGATTTGTTTTCATACTGATAAATTTGAACTTTTCTAAATATGCTGTTATCTATAAATATTGTGTG 
CAAAAATCTATT TCT TT TTATAATAAAATAGAT T ATAAGCCAAAA 

>GBEQ1438 | Acc | CD4 64 337 1 Ver | CD4 64 337 .1 GI : 3138 5 605 I LeukoN4_3_E09 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3JE09_A02 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 627 

AGAGGCCCGTTTGAAGAAGAGCGCAGATACGCTTTGGGGGATCCAAAAAGAGCTGCAGTTTTAAAGTCTT 
CTAATGTACCACTTCACTGTCTAGGCTGCAAGAGGATTTTAGTTGGAGGTTGTGCACATTGTCCTTTTTA 
TGTGACCTGTGACAGAAGCAGTAATGTTAAGATAACCTAGGAGCAACATCAGTTTCCTAAAGTTAGGCGT 
AAGAGTGGCTCTTAAAACCCTGCAGCTATATCCTGATGCTGATTGATAGTTACCTTGTGTAGTCCTAAAC 
TGGCTGGTGTAAAATAGTTCTGCCACTTCGGAGGCATGACTGCCAGTGTTGCACAGGCTGCAGTTGCCCT 
TCAAACCAGATGCGTGTTTACTCTGTGTGATGTAACTTCTGGTTCCTTCACCCAACATGTTTAGTTCAAC 
T T T T T TT TCT TCAGT CAGTCACATCT TGAGATGCAAT GTATAAAT CCAGTAT TGCAT GT CT T GTGCATAA 
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CTGTTTTAGAAGGTCTTATCTTGTGTACCACATGTATCAGAATAGTGTATATTGCCATGTAATGTAAAAA 
AAAAT CTGCAT ATAAATAAT GCAAACAAT T AT TTAAGTGT CATGCCAACTAAAACACCAAAT AAACC 

>GBEQ14 39 | Acc | CD4 64 336 | Ver | CD4 64 336 . 1 GI : 31385604 | LeukoN4_3_E12 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_E12_A026 3", mRNA 
sequence . : Start : 1 : Stop : 57 9 

GAATACTACATCCAGAGAGTCCACATGTGATGAATACAGCTTAAGGGTGGCAGAGGGGAATAGAAGGGTT 
TGAACATGCTGCAGGCTGCACTTCACTGTTGTCTAATCAATGCCCAGCTGCCTTCCCTATATTAGTGCTA 
AGGAGAGCTCCTGCCCAGCAGGCGGGTGGAGCAGCCCCGTCTCCCAGAGCCAATCCTCAGACCCCCTCTG 
CTGAGCAGGGCCTCTCTCACCTCTGCTACTCACTCAAAGTCAGCCTGGTGGAAACTTCTGCACTTCAGTT 
CAAAGAAACCCTCTGTCGTTTGCACCAGCTTCTGATGAGCAACTGCTTAATTATTTATTTATTTATTTAT 
TGGTGGGTTAGTCTATTTAATTTAATTCAAGGTGGCCAGGAAGCAGCACTGTCTGTGAATGAGCCCAATC 
TTCAACATCTATGGAACCAGTTTAATTTGGACTAGTGTACCATGTTTATACCAAGTCCTTTTACCAAGCC 
T GAAAATATGTCAGCTCAGATTAT T TAAATAGGAATATT T ATGAGGAAAGAAGCATGAT CACACTGT T TC 
AATAATTCTGAAATAAATT 

>GBEQ14 4 0 | Acc | CD4 64335 | Ver | CD4 64 335.1 GI : 31385 603 | LeukoN4_3_D03 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_D0 3_A0 2 6 3', mRNA 
sequence . : Start : 1 : Stop : 4 9 6 

AAAGTGAAAAATAGAGCTTTTTGGGTTGTAAACGTGGTAGTCCCAGAGTATTGTATAGTCATTGTTAAAT 
AAAAGCCAAAACTGGAATGTGCAGAGAATAGGATTTGGTTAATTTGGGGACTCATCTTTGTTTTTGTCTT 
TAACTTTTTTTAAAAACAAGATTCCTGGAGTAGGTTGGTATATTTTGTTAAAGACTTAGAGTGATCCATT 
TTGCTTACACTTGCATCACAAGGGATTCGCCCAGGGACCATGACCTGCTGGTGTGTGTATATATTTACAA 
AAACAAAACAAACAGCCCCCCCATTGGGATTTAAGGTAGCAATCACAGACTGAAGACTGCGGCTTGTTTA 
GGTGCAATACCCTGATTCCCAAAGTTACTTACAGGGGGTTTTATTGTTTTTGTGACAGGATTTATTCAGA 
CTGCTGTACTTTTCATTTGAGGTAACAAAATGCTATTAATTTAAATATTTGTAAATAAAGTCCCTGTATT 
TAG ATT 

>GBEQ14 41 |Acc|CD4 64332| Ver |CD4 64 332.1 GI : 31385600 | LeukoN4_3_G0 9 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_G09_A02 6 3 f f mRNA 
sequence. : Start : 1 : Stop : 594 

GGGGAGCAACGCAGGTGTTCCCACACGCAGCCCGCTCAGCACTGGAAGGAAGATTCTCTGTGTTAGATGC 
GCAAATGCAAGCTCATGTCTTTAAATGATAATCCACGTCTCTACAGCAAATAATGTAATAATGATCTTTA 
ATGCTGTTTCCCTTGGGGAAAATGAAGGTTAGGCCCTAGCCGTCATTTAAAAGAAACATGTATTTGCTTT 
TGACAGTTGCTTGAATTATTCACTTAAAATGACTGGAATGAAAGTTTTTAGCAAAAATATGATCTTATTT 
GATAAGAAACAAT TCTGGT GAAAT T ACTAT GT TTACGTATCAT C TCATAGCCTATTATATAGAAATAT GG 
CT GTAATTATATAAGAAGAAAAGAT AAAGATAAT T CGT T TAGAAAT T T TAAAT TT T CTAAGT T CC T TATA 
TGAAAAACACACTCAATGCATTGGTGTCTCTTGAAAATGACTTCAGCACCATCATGTCTTAATGCTTATT 
CCTGTTTGGAACTGATGAGATTTTTAAAAAATCTTGGAATTACATTTATGCTAATACAGCACTGATTTTG 
CAACAGACTGATTTGTGATTGCTTACATTTTTAC 

>GBEQ1442 | Acc | CD4 64327 | Ver | CD4 64 327 . 1 GI : 3138 5595 1 LeukoN4_3_H07 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3__H07_A02 6 3* , mRNA 
sequence . : Start : 1 : Stop : 4 95 

CAGACGAGGATGAACGGGGGGAGATGGCAGATTTTGGTGCTATGGGCTGTGTAGATATTATGCCTTTAGA 
TGTTGCTTTAGAAACCCTAAATTTAAAAGAGAGTAATAAAGGAAATGAGCCTCCCCCACCTCCTCTTTGA 
TGACATCCCAATTCGCAGACAATGTCCTCTGTGCTGTATTTGCCAATGAAAGTGGACAACAACTATCTTG 
GGTTTGTTTGGTGATTGTAATTTCAGGTCTGTCACTCTTGTTACATTGTGTCCATTCAAAAGGAAGAGAG 
AAAATATATATGATAATCAT T TCCAC T TAAC T AAT T T T T ACTTCTAGCAGGTAAATGTAGGTAGCAGT GC 
AGGGGTGATTTCTGCTTCCTGTACCTTGACATGCAAAAGGCTTTCCTAATACTCCCCATTCAAACTGAAG 
AGGAAAATTGAAATCTCTAATGAAGCTGCTGTGTGTATTTATGAATATTAATGAATAAAAACTGCTTGGA 
GGGTT 

>GBEQ14 43 | Acc | CD4 64326 | Ver | CD464326. 1 GI: 31385594 | LeukoN4_3_B06 ,bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__3_B0 6_A026 3 f , mRNA 
sequence .: Start : 1 : Stop : 58 9 

TT TAACACAATGTTGTAT TT T T TT TAATGTAC ATAACT AGAAAAGAAAATAACAAAAGGAAGCTATGTGC 
AGCTTCTGTGTAAAGCAGTGGCTTGGCTAGGAAAGTGGTGTGGCTTGCATTTCCCTTTGGGTCATGATGA 
CAGTTGGTGTGAAAACCATCGAAGTTTGCTTTTGACCAACAACTCACAGTAACCATTGGCCTTCACCCTC 
CATTTCAGAGCAGGCAAGGCCGCTGTTGAAAAGATAACATGACCAAGAGGGAAAACATTTCCTTCTGAAT 
CTACTCCCTTAAGTCGTTTTCCTTATGTTTCATTTAATACACTGAGGCTCAGTGAGAATACAGAGGGATA 
TTGGAGTCATTCAGATTTCAGAAAGCGGTTCCTTGGGTTAAAGCTGCATTGACTTGGAAAGAACCCAGTT 
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AGGCTGGAAGACAGAAACTCCAACTGGCAGAAAAGCAAGTAACTAAGAAAGAAATCCACAAAAGTCTTGA 
ATTTACCTCATTTAAATGCATTTGTTAAATTTATTTTGCTAAACAAAATGAACTGCTTTTTTGTCTCTAA 
AAT GAT GT T C T AAAT AAAAC CT T AAC T T T 

>GBEQ1444 | Acc ] CD4 64322 | Ver 1 CD4 64 322 .1 GI : 31385590 1 LeukoN4_3_H03 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_H0 3_A0 2 6 3 ? , mRNA 
sequence . : Start : 1 : Stop : 68 4 

TTGTGAAGATGGTGCACAATGGCATAGAGTACGGCGATATGCAGCTGATCTGTGAAGCTTACCATCTGAT 
GAAAGACGT TC TGGGCAT GGAGCAT AACGAGAT GGCAAAGGCAT T T GAGGAGTGGAATAAGACAGAGCT A 
GAC T CAT T C C T GAT T GAAAT C AC AG C C AAT AT T C T C AAG T T T C AAG AT AC T GAT GG C AAG T AC C T G C T GC 
CAAAGATCAGGGACAGTGCGGGGCAGAAGGGCACTGGGAAGTGGACTGCCATCTCGGCCCTGGAGTACGG 
TGTTCCCGTCACCCTCATCGGAGAAGCGGTCTTTGCTCGATGCTTATCGTCTCTGAAGGATGAGAGGATT 
CAAGCTAGCGGGAAGCTGAAGGGTCCTCGAAAGATCCAGTTTGAAGGTGATAAGAGACTCCTGAAAAAGT 
CAACCTGAGTTTATTTGTAAGGTAGTTCTGTGAGAACCGTCATGCCCTCTGCCCTTGTCTCTTGGGACTG 
ACCAGGAAGTGATCATGTTCGTAATGGCGCAAACCAGCTGCCTGAAGCCGGGCTTTCCACACGTCCCTGC 
GGAT GGGGGAGGCAGCAGCT CCTAT CACACAGAT GGGAAGGGT T T T T GT GGAAT TT GAT CAAACT GGAAC 
CTTTGTATCATGCAGGTGAATTCCCTTTTTCCTCTACTTAATAAAAGCTACATT 

>GBEQ14 4 5 | Acc | CD4 64317 1 Ver | CD4 64317 .1 GI : 31385585 1 LeukoN4_3_D02 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3__D02_A02 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 544 

CAGCGGCAGCGGCAGCGGCAGTAGTGGTGGCAACAGTCGGCCACCAGCCCCCCAAGAGGACACAGCTTCT 
GCCGCAGGCACACCCCAGGGAGAAGCACAGGCTCGAGACGACGGTGATGAGGAGGGGCTGCTGACACACA 
GCGAGGAAGAGCTGGAGCACAGCCAGGATCCAGATGCGGAGGATGGGCCCTTGCAGTAAGCAGCCTGACA 
GGAGCGATGGCCACCGGCAGGAGAAGGGCATGCACTGTACCAGCCCTCAAGCTGGGCACCCACGCCTGGA 
TTCCACCCCCAGCGGGTCCCAGAGGAGAGCTGGCAGCAGGCACCTCCTCCCCCACACATCCCAGCCAGTG 
CCACAGCCTCTGCAGGTGGAGTTCTGGCCTTGTCTCCTCACGTACTCTCCCTGTCAGGACTGCCCAGGCC 
AGAGGGCAGAGCACAGAGGTTTCTCCACACTCTGCTTCCCCTCCCCAGGACACTCCCAGGCTTGGGTTTT 
TTCTATAGGTTGGAGAGGGGGAGCCACAGGGAGGGGACTCTGACAATAAAGAGA 

>GBEQ14 4 6 I Acc 1 CD4 64221 1 Ver ! CD4 64221 . 1 GI : 3138548 9 | LeukoN4_2_B08 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_BG8__A02 6 3 f , mRNA 
sequence. : Start : 1 : Stop: 714 

GCT T T T AAT GGTACCCT T CAT GAT TATAGCAAT TAATAGT T T G AAC AAAAC CC AAAT TATACAGTAGTGG 
GTCATGTGCT TC AT TAT TCAAGAATGAAAAAATAT AGT AT T GGTAAT CTATAT TAAAT ATGCAACACCAG 
TTTGACTATTCTTTCTTTTAGTGTTTATGTTTAATTTCAAAAGTAATGGAATAATGGGGCCAGTCTAGTG 
GCGTAGTGGTTAAGTTTGCATGCTCTGCTTCGGCGGCCCAGGGTTCACAGGTTCGGATCCTGGGCACAGA 
CCAGGCCACGCTGTGGCAGTGTCCCACATAAAATGGAGGAAGACTGGCACAGATGTTAGCTCAGCAACAA 
TCTTCCTCAAGGAAAAAGAGGAATATTGGCAACAGATGTTAGCTCAGGGCCAATCTTCCTCACCAAAAAA 
AAAAGTAATGGGATAAAGAAGAAAT ATATAT T TTCTAT TACT GCC AAACAATAT T T T T GTATGT CT CTAT 
TTTCATAATCAGCAAATACATCATATAAATTCATTTATCTCTTTTTTGTGGCATATTTTAATATGAATCC 
ATAAGTAGTAAATCTTTAAGTAACAATCGGAAGCATATTTCTATGACAAATGCAAGATCTAGAAAAATAA 
AATGTTTGGTTATGTACTTTTAGAAATGTGCACTTACCAAAAAATCTGTATTATTGAATAATATCAAATA 
AAAT T T CGT AAAG C 

>GBEQ14 47 | Acc | CD4 64210 | Ver | CD4 64210 . 1 GI : 3138547 8 | LeukoN4_2_H01 ,bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_H01_A026 3', mRNA 
sequence . : Start : 1 : Stop : 613 

AGCAGTTATAACTACAGGGGCTTTGACATCGCGAACCATTTTTGTGAGTGGGTTTATGATTATACTCACG 
AGGAGTGGCCTTTTTACAAAGCACAGGCTGCAGACTACCCCACCCGGGGACAGCAGCTTCATTTTATTCG 
CCATTACCTGGCGGAGGTAAAAAAAGGTGAGACCATCTCCCGAGAGGAGCAGAAGAAACTGGAAGAAGAT 
TTGCTGGTAGAGGTCAATCGGTATGCTCTGGCATCCCATTTCTTTTGGGGTCTTTGGTCCATCCTCCAGG 
CATCCATGTCCACCATAGAATTTGGTTACTTGGAGTATGCCCAGTCTCGGTTCCAGTTCTACTTCCAGCA 
GAAGGGGCAGCTGACCAGCTTCCATCCCTCGTCCTGACTCTCTGCCTCCCAACTCCTTGGATTTCTCCCG 
GAGCCTCCAGGGCAGGACCTTGGAGGGAGGGGCAAAGAGCAGGAAGCCCTGGGGACTGGGCTGAGCCCCC 
•CGGAGTCAGACTGGGGTTGAGGAGGCTGACCTCACCCCAGGTTTGAGCAGGTCCTCACTGCAGGCGAGCG 
GGCGGGAGCCCCTGGGCTGTGTACCTAAAGACAATAAACAAGCTCGTTCCCTC 

>GBEQ14 48 1 Acc | CD4 64209 | Ver 1 CD4 64209 . 1 ■ GI : 31385477 | LeukoN4_2_Dll . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__2JDll_A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 563 

C T GT AATTGTGAAAGAGAATAACTACAGAAAAACTAAGAAAGAAT GCT TTCTTGGAATT T CAGT TATTAG 
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AGT AGAAAT T T T TCAAGTCATATAGGAAACAT T GTGAAAAAGT T TAGTGACCCAGT T T AGATGC T TCAAG 
AATAGGCGTTCTTTCTGTGTATTTTCTCTGAAGGAATCGCAAAAGCATTCCACACCAATACTGTTTGGCT 
T AAAAT T GT T CAGCAGAAT GGGGGAGGAGAGT G T GC TT T TGT TAGAT TAATAATAT T T GCAT CCAAT ACA 
CTGAATCTTCCTTTAGA'GGTAAGACTTTCATAGCAACACTGTAAATATATGGTTTATTTGGCACTACTGT 
AAGTTCTGCTTTTACACAAAGCTCTTTGCTTATTATAAAGCAAAATAAGAACTGTAGTTTCAAGTATGAT 
TTTTTTTTACTCAGCTGATCCTTAATTAAACTGCCAAAAATTAAAGTTCAATATTGTATATTTTTAAGAA 
CAAAT T TAAAATAGAATGT T GATGT T T CT CAGAT CACAAGAAATACAAAT CT TAT ATGGTATAATAAACT 
AGC 

>GBEQ1449 1 Acc \ CD464206 | Ver | CD4 64206 . 1 GI : 31385474 | LeukoN4_2_E0 6 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2JE06_A02 6 3", mRNA 
sequence. : Start : 1 : Stop: 504 

ACAAGTCCATCCCAATCATCACCAAAAATAGATATAAAAATGGTCAATACCACCAGACTATCTGAAAACA 
AACTGATTTAGGCAAAATCCCAGCTGTGCAGACATCTGACGCCCTCATCTGTTCTGTCATCTCCAAAAAC 
AGTAATCCCACCCACTCTTTCTTGGGCAATATTATATTTAAAAAGTAGCAGAATCCCAAATGGCTAAAAA 
TGGAGACACCCTGAATAAAGAATGGTGTTTTCACAAAGTGTGCCCTTTGGTTGAAAGGATCTTTAGAAAC 
ATTGCTTTTCAACAGCTTCAAACGTAAACTCCCATTTATATAGCCATCTCTTTAGCCCTTTAAAGAACTC 
TTTTCTGCATCTCGGTGATCTTGGAGCGATGTAAAGGACTGCACGAGCTGCTGGTTCTCGATTTCACTAG 
CTTAGAATCAAGCGCTATGACGAAATCTGGGGCAGATGAGTTCCCCACTACTGAAATAATTCCTAATTAC 

CCATGCATGTTGTA , ^ j 

>GBEQ1450 |Acc|CD4 64194 | Ver 1 CD4 64 194 .1 GI : 313854 62 | LeukoN4_2_DlO .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_D10_A02 6 3", mRNA 
sequence. : Start : 1 : Stop: 546 

GCATCGCCCGGGCCCAAGAGGAGCTGGGCCCCTGCCTCACCCCTGCTGCCCGGGCGAGGGCCTGGGCACG 
CCT CAGGAGAGGACACAGAGGAGGAGGAGGAGGAAGAGGAGGAAGAT GAAC T CAGT GAT TCAGGAGCAGC 
TGAGGAAGAGGGAGAAGCTGAGGGTCCCTCTTCCATCCCTCCCACAAGTGCCTTCCTGAGGGCCTGGGTA 
TATCGGCCAGGAGAGGACACAGAGGAGGAGGAATCTGCGGAAGGAGGAGTTGCTGAAGATAAAGAAGTGG 
TCACGTTCTCTCTTCCTCCGTTCCACTGGGAGTGTTGTCCAGGGGTGGAGGAGGAGAAGGAGGGAGACTC 
TATAAACAAAGAAAGTCCCAGAACATCCACTTGCCCTTGAGCCATGCTGTGGCCTCTCCCTCCCCTCCTT 
ACGTGTCTCTATCTCCTTGCCTGGACCTCAGTGGGAGGCGTGGCTAAGATCATGTGGTTTGCATGTTATT 
AACTATTTATTTTTTTAAGTGTTGGTTTATATAAGGAATAAAGCCTTTTGATTGTA 

>GBEQ1451 |AcclCD4 64185|Ver|CD464185.1 GI : 31385453 | LeukoN4_2_G05 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_G05_A02 6 3 f , mRNA 
sequence. : Start : 1 : Stop : 664 

TCAAAACATCATTTTGATACATTTCTATTTCAGTTCTCACACTCATTGGCCCTGTCAGGTGCTCATCTGG 
CGTTGATCAGGATGTAATGAGATTCAGATTGTAACTGTCAGAGTAGTGAGTAACTTAGTATTCTCTAGGA 
AGTTTGGGAAGGAAGAATCTGAACAAGTAAATATGCCTTTTCTCTTAATGTACAACGGCAGCATTAATTT 
TGCTTATATCTAAGGTTTACCTTATTTGAAGAATTAGAGTACATTTATTATCATTTAAAACCATTTCAGT 
GGCTCTTGTATAATTCAATTCATTCAGTCTGTGCTCCTCTTAATAAATTTTACAAAAAAAAACTCATGGC 
AAGTTAGTATCATTTGTGTGTGAATTTTCC2\ATTGTATTTCAGACTTTAAGAAAGAAAGGCCTTAATGGT 
TGTGAGAGCCCTGATGCTGACGATTACTTTGAGCACAGTCCACTCTCGGAGGACAGATTCAGCAAACTAA 
ATGAAGATAGTGATTTTATTTTCAAACGAGGCCCTGTAAGTACTTTTACTTTACCTTTACTTTTTATTTG 
TTGATCCTTTTTGTTAACTTCATTATTTAGGCTCTGAACAAGAAGGAACACAGAGGGTGCGACAGCCCAG 
ACCCT GATACTT CC TAT GT GCTAACT CCAGATAC 

>GBEQ1452 | Acc | CD4 64183 | Ver | CD4 64183 . 1 GI : 31385451 1 LeukoN4_2J806.bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_B06_A02 6 3', mRNA 
sequence. : Start :1: Stop: 523 

GAATGCAGCACTTGTTTATGATCCTGGCCTCCCCAAGGTATGTGGACCGAGTGACTGAGTTCCTCCAGCA 
AAAGCTGAAGCAGTCCCAGCTACTGGCTTTGAAGAAAGAACTGATGGTGCAGAAGCAGCAGGAAGCACTG 
CAGGAGCAGGCAGCTCTGGAGCCCAAGCTGGACCTGCTGCTAGAAAAGACCAAGGAGCTGCAGAAGCTGA 
TCGAGGCTGACATTTCCAAGAGGTACAACGGGCGTCCCGTGAACTTGATGGGAACCTCCCTCTGACGCTC 
TCCACGTTCTTCCTGCCCATCTTCTCAGCCTTCAAGATGTGGGGGACAGCCAGGACTAACGTTGCAGGGC 
CCTTCCCAGCAAGAGACCAGGCCTACAGGAGGACAGAAAGCCATGTGATGGAGCCATCACCAGATGGTGA 
CCTTGGCACTTTGTACTCTCTACAAGAAGCTGTCTGGATTGGCCCTGTGGCCCATCAGCCTTGAAACCAC 
AGCTTCTGCTCCTTCTTGTTATCTATTGGACTT 

>GBEQ1453 [Acc | CD4 64181 | Ver | CD4 64181 . 1 GI : 31385449 | LeukoN4_2_H10 .bl_A0 26 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__2_H10_A026 3', mRNA 
sequence . : Start : 1 : Stop : 322 
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AATGCATAGCCTTATGTGAAGTGATCACCTCACCTGACCTGCACAAACATGGAGAGATTTGGGTTGTCCC 
GAATACTGATCATGTCTGCACACGATTCTTTTTTGTCTATGAAGATGGCCAAGTGGGAGATGCAAATATT 
AACACACAAGAAGGAGGCAT TCACAAAGAGATCC T TCGAGTAAT TGGTAAT CAAACT GCTACT GGT TAAA 

GGACCACCGTTTAATTAACATGATTTGAAAGCCTTCCTCGCGTTCAAAGCTGGATTTTGAACTGAAGAAG 
AT GAT AAAAT AAT T TAT TGTT AT TAT AAACAAAAT T AACCCT 

>GBEQ14 54 | Acc | CD4 64 17 8 | Ver | CD464178 .1 GI : 31385 4 4 6 { LeukoN4_2__H03 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Eguus caballus cDNA clone LeukoN4_2 H03 A026 3', mRNA 
sequence .: St art : 1 : Stop : 64 2 

TTTTTAGACTAAACTGGTCCCTTATGGTTAACTAACACTTGTTAATGTCTAAACTTTTTTTAAATGAGTA 
AATTAAGTTTTAGTTGCTAAGCGGACTTCTCAGTTAAGACTTAAATTTGCATTTGTCCCATCAAAAAGAA 
TCTCCTTTTTCTGAAGAAGGCTTGTTAGTTAATTTGAAATAATTTATTACAGACAAGTATGTCTTTGGTT 
ACTGAGGTTACAAGGTAGTGATCAGATGAGAACTAGTTCTGGCTTTTATGGTATGTTATCATGTAAGAAA 
TCTGAATTCTCCTAATGTTACATCTGAGGAAGTATGTGATTTGTGAATTGCATCTTCTTCGAAGGAGTCA 
CTATTGTAGCTATGCCTGAGTGAAGTCTAACATTTGACCAACCCATAATCCAGTTGAACAAAGAAATTGT 
GACATATGATTTGAGTGGTGCTTTTCCTTGCTTTGTTAACCATCACTACAATAGTTTACAGCACAACTTT 
TCTTTTAACAAAGCTAGAACAGTTTTGGCTTCTTAAACTTCATATTTGGGTAGGTTAAGCTGCCATACGT 
GTTCAGTGTGAATAGTGTTTAAGTTGAAAATATTGTAAAAAAATTATATTTTTTCAAAAATATTTAAAAA 
AATAAATAATAG 

>GBEQ1455 | Acc | CD4 64 177 [ Ver 1 CD4 64 111 . 1 GI : 31385445 | LeukoN4_2_B02 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2__B02 A026 3', mRNA 
sequence. : Start :1: Stop: 410 

ACTGGCTGTAACCTTAAGCCCATCAAAGGCGCTTCCAGCCTGGAGAGAACCTCACCAAGACAGCTGGTGT 
GGCCCGAGGATGGCAGGGTGGCCAAGGTGGAAAGTAGGCACGAGAAAAAACACCTCCCCAAATTCAGTCT 
GAGCCCCAGCAGGAGCAGATGGTGGGGTTGCCAGGGCTCAGAAATGCAAGCTGATTCCCCATCCCACCCT 
GCCTTGCCTTTTGTTTGTTTTCTTGGGTGAGTGCTGGAGCAGCGATGGCTGCCCCTTCGCCTGGACACTG 
GTGTGTACAAGCAAGCTGGGTGGGCGTTTGTGGTGGGGCCTCATGGTGCCTGGGAGGAGATGAAGATGAG 
GAGGT T TT T CCTTACTGT ATAAATGAATAT T TGTATGAT TAAATTAACACACACAAAACC 

>GBEQ1456 | Acc | CD4 64154 | Ver 1 CD464154 .1 GI : 31385422 | LeukoN4_2_H09 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2 H09 A026 3", mRNA 
sequence. : Start : 1 : Stop: 608 ~ ~ 

CTGAGAGGCGGTATGTAGATTTTCGTGAAGACCCTGACCGGCAAGACCATCACCCTGGAGGTGGAGCCCA 
GCGACACCATCGAGAACGTCAAGGCCAAGATCCAGGATAAGGAGGGCATCCCCCCCGACCAGCAGAGGCT 
CATCTTTGCAGGCAAGCAGCTGGAAGATGGCCGCACTCTTTCTGATTACAACATCCAGAAAGAGTCGACC 
CTGCACCTGGTGCTGCGCCTGAGAGGCGGTATGCAGATTTTCGTGAAGACCCTGACCGGCAAGACCATCA 
CCCTGGAGGTGGAGCCCAGCGACACCATCGAGAACGTCAAGGCCAAGATCCAGGATAAGGAGGGCATCCC 
CCCTGACCAGCAGAGGCTCATCTTTGCAGGCAAGCAGCTGGAAGATGGCCACTCTTTCTGATTACAACAT 
CCAGAAAGAGTCGACCCTGCACCTGGTGCTCCGTCTCAGGGGTGGCTGTTAGCTTTTCAGTCTTGTCTTT 
GTAATGTCCAGTGATGGCATTACTCTGCACTCCAGCCATTAGCCCCAATTTAAGTTTAGAAATTACCAGT 
TTCAGTAATAGCTGAACCTGTTCAAAATGTTAATAAAGGTTTTGTTGC 

>GBEQ1457 | Acc | BM781437 | Ver | BM781437 . 1 GI : 19129669 | MLN1_8_A11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 3 : Stop: 638 

CACGAGGTTAAAACTAGTTGTCTGCAGTTTGTTTCATGAATGCATTGTCAAATTATGAAAGTTAAAGTGC 

AATAATGTTTGAAAACTATAAGTGACGGTGTATCTTGTTTCTAATAAGATAAATGCTTTCATCTTTGCTT 

TATCTTATTAGGGAGTTTATATGTCAGTGTTTAAAATGCTGTTTGGTATAATAAGTGTAAAATAAATTCT 

GTAACAGGAGTGCAGAAACTAGCCATGTAGATT TG T TGG TGCATGTGATGAAACC TACAGCT T TAT TGGG 

GTGATGCAATGCTCTCCTGGATTACTCTCAACTGGCTGTTTTTGGAGTTTGGCAAAGACACATTTTTTAA 

ATGGATTTTGCTTGGAAATGTGAAGGATATCCTGATTATCATATGCAGAAAAATAAACTTGTCGAGGGTC 

CACATTTTTAGGTCTTAATATTTCATTTATGTAACCACTGCTTGTGAAAGGAGAAAAGTTTAGAATGCCA 

CCATTTTTAGGAGAATTGAATAAACCTGTTGCAAGAGGGTGCTCTTACAAGTTAAAAATTTGGGTTAAAC 

AAAATTACCTTGGGCTCCACAGTGCAATTGAAGTTCACATAAAAGGTGGAGACTTCTGGTTTATTCCCAT 

GACGGA 

>GBEQ1458 | Acc } BM781430 | Ver | BM781430 . 1 GI ; 19129662 | MLN1_8_B07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 59 : Stop: 635 

AGGTAACCTACCATCCAGATGGCCCGGAGGGCCAAGCCCAGGAGATTGACTTCACCCCACCCTTCCGGAG 

AATCAACATGGAAGAAGAGCTTGAGAAAGTCCTGGGGGTGAAGTTGCCAGAAACTAACCTTTTCGAAACT 

GAAGAAACTCGCAGAATTCTTGATGATATCTGTGTGGCAAAAGGTGTTGAATGCCCTCCACCTCGGACCA 

CAGCCAGGCTCCTTGATAAGCTCGTCGGGGAGTTCCTGGAAGTGATGTGCATCAACCCTACGTTCATCTG 
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TGATCACCCGCAGATAATGAGCCCTTTGGCCAAATGGCACCGCTCTAAAGAGGGCCTGACTGAGCGCTTT 
GAGCTGTTTGTCATGAAGAAGGAAATATGCAATGCCTACACTGAGCTGAATGACCCCATGCGGCAGCGGC 
AGCTTTTTGAAGAACAGGCCAAGGCCAAGGCTGCTGGCGATGATGAGGCCATGTTCATAGATGAAAACTT 
CTGCACCGCCCTGGAGTACGGGCTGCCCCCCACCGCTGGCTGGGGCATGAGCATCGACCGCGTCACCATG 
TTTCTCACAGACTCCCA 

>GBEQ1459 | Acc | BM781410 | Ver 1 BM7814 10 . 1 GI : 19129642 | MLN1_8JD0 8 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 617 

GGCACGAGTTTCACTATAGTGAATTTAAGGGTGACTTAGAAACCTTACAGCCTGGAGATGACGTGGAATT 

CACAAT CAAGGACAGAAATGGTAAAGAAGTTGCAACAGAT GTCAGAC TATTGCCT CAAGGAACAGT CAT T 

T T T GAAG AT AT CAG CAT T GAAC AT T T T GAAG GAAC T GT AAC C AAAGT TAT T C C AAAAG T AC C CAG TAAAA 

ACCAGAATGACCCATTGCCAGGACGCATCAAAGTTGACTTTGTGATTCCTAAAGAACTTCCCTTTGGAGA 

CAAAGATACAAAATCCAAGGTGACCCTGCTGGAAGGTGACCATGTTAGGTTTAATATTTCAACAGACCGA 

C G T GAC AAAT TAG AAC GAG C AAC CAAC AT AGAAG T T C T GT C AAAT AC AT T T C AGT T C AC TAAT GAAG C C A 

GAGAAATGGGTGTAATTGCTGCCATGAGAGATGGCTTTGGTTTCATCAAGTGTGTGAGTCGTGATGCTCG 

CATGTTCTTCCACTTCAGTGAAATCCTGGATGGGAACCAGCTCCATATTGCAGATGAAGTAGAGTTTACT 

GTGGTTCCTGATATGCTCTCTGCCCAAAGAAATCATGCTATTAGGATTAAAAAGAGT 

>GBEQ1460 |Acc|BM781402|Ver|BM781402.1 GI : 19129634 | MLN1_8_F05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop : 652 

GCTATTCTTCCGTCCACAGTGTCCGTGCCATCAGGATTGATGGGGCAGGCAAAGCTACTCAAGACAGCGA 

TGCTGTCAAACTAGAGGTGGATCAGGAACTGAGCAATGGATTCAGAAATGGCCAGAATGCAGCTGTGGTG 

CACCGCTTCGAGTCGCTGCCTGCAGGCTCCACTTTGATCTTCTATAAGTATTGTGACCATGAAAATGCAG 

CTTTCAAAGACGTAGCCTTAGTCCTGACTGTCTTGTTGGAGGAGGAGACACTTGAAACCAGTCTAGGTCT 

AAAGGAAAT T GAAGAGAAAGTGAGGGATT TCCTCAAAGT CAAGT TCACCAACTCT GACAC ACCCAACT CC 

TACAAACACATGGACCCAGACAAATTGAGTGGGCTCTGGAGCCGAATTTCTCACTTAGTCCTGCCTATAC 

AACCTGAAAATGCCCTGAAAGGGGGCATCTGCTTGTAAGGGGTGAGAGAAGAGAAAATCATGTCTCAAGT 

TC TGAGAACTT T TCAGACT T T CCAACCAGAGACAGGAT TCAGAGC TCT TTT TGAAAGAACTGGT T TCTT T 

T TGAAGGAAGT TAAGT TCT T AT GGAAACCTGAGATATCCATATATATAACCTAATGATCTGTTATTT GAG 

AGAATCGTTTATTTC 

>GBEQ1461 |Acc|BM781399|VerlBM781399.1 GI : 19129631 1 MLN1_8_F02 . gl__A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 43 : Stop : 611 

TGAGAAAATATTTTCAAACTTCTTTCTAATAACATGGCTGACTTGCCTCTTATTGATTGATTCTTCCCTT 

CCCT T T CAT TT T TAGTCCATGATCTTCAAT T TAAAGA&AGGTGGGGT TATT TAATT TTAAAAT T TTGGAA 

AGAGAAGATTTTCCTAGTAAGATATTTTTATGATTTTCTTCAACTTGTATTTTCCATTATACAAAGACTT 

TTTAAAAACAATTTTTAATTTTCTGTTTTTTGGAAAAGACTTTTTTAAAATAAACTTCACCCTGATTTTT 

GAAATGGATGCAATTTCATGCCTGTCTTCTAGGAAGTTATAAAGATTTTCATTGAAGATAACTTAACCTT 

CAGTTTACCTGTCCAGTTCCGGCAGTCAGTACTAAGAGAACTCTTCCAGAAAGCTCAACAGGGAAGTGAA 

GCTCTAGATGAAATCTGTTTTAAAGTCTGTGCCTGTAACACAGTCCGTGATATATTGGAAGGCAGAACAA 

TTAGTGTTCAGTTTAACCAGCTATTTCTCACACCTAATAAAGAGAAAATCGACTTTCTTCTTGAGGTATG 

TTCAAGATC 

>GBEQ1462 | Acc | BM781397 1 Ver | BM781397 . 1 GI : 19129629 | MLN1_8_E12 . gl_A005 Mesenteric lymph 
- node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop: 653 

ACGAGCAGAAAAGCCTGGAAZVACTTGACTGTAGTAAGAAAGGTGCAGATTACATCGCGATTTCCTGGGAA 
CCTCCTCAAAGTTTTTTTCATGGTTTTTATC^TTGTCATAATATTTCAGGTCGAAAATGCTTGCCTCTGG 
ATAAAAATCAGACCT GGTATGAT TT GAAAAAT TT GAAACCTTATACAGACTAT AAAATATCAGTACATGC 
CTATGTCAATGGAAAAGTTCGACGTAATGGATCTGCTGAGACATCCATATTTAAAACAGACGCAGCAGCT 
CCAGGCAATGTCACGAAACTAAGGGCTTCGCTGATTTCAGATAATGCTGTGAATGTGACTTGTGAGGCTC 
CTGTGGAGCGTAATGGCCCCAGCAGAGAGTTCCGTTTGAAAGTCGTAACTGGAGGTCACCCGGTTAAAGA 
GGAAAATGGCAAAGACTGCTTCTTCTCTGTAAAAAATCTTCAATATTCAACAACATATATATTTGAGGTC 
TATTTTCATAATGGGGAACATCCTGGACCTTCAACAACTGTTTCAAAAACAACATCTTATAACTCTAAAG 
CCCTGATTATATTTTTGGTGTTTCTGATTGTTGTGACATCAATAGCCTTGCTGGTTGTTCTCTATAAAAT 
CTATGATCT GCATAAGAAAAG 

>GBEQ14 63 1 Acc | BM78 1394 | Ver | BM78 13 94 . 1 GI : 19129626 | MLN1_8_F0 8 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 6*4 : Stop: 621 

TCAGCTTCACGTTTGCCAACCCAGTGACCACACCAGTGCTGAACATTAGTGCCTTTCA2UVCAGAAACAGC 

CCGATACATAACACTCCGCTGCATCTCATACAATGGCTCTCTGCCCATCAATTACACTTTCTTTGAAAAA 

GACGTCGCCATATCACCTGCTATTTCCAAGAATGTAAGGGAACCTGCTGAATTTAACTTAACCGAGAGGA 

TCACCGTGACAAA.GGGAAGAATATAGGTGTAAAGCCAAAAACAGATTGCCCAACCATGCAAAATACAGTC 
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AACCCTTCACCATGCCCTCAACAGGCGGAGACAGCTGTCCTTTCTGCCTGCAGCTACTGCTTCCGGGGTT 
ATTACTGCTGCTGATAGTAATAATCCTAATGCTGGCATTTTGGATACTACCAAAGTACAAAGCAAGAAAA 
GCTATGAGAGATAATGCACCCAGAAACTATGGAAATAAACCCATGGAAGTTGGAATATATGCAAATGTCT 
GTCAAAACCAAGCAGATGACAAATCTGTGCCAGGCTTGGAACCAAGGCAGTGTGTTTCCACAGCCCAA 

>GBEQ1464 | Acc 1 BM781381 | Ver ! BM781381 . 1 GI : 1912 9613 j MLN1_8_H02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 11 : Stop : 605 

GGCTTGGCTTTGTAGCACCTGTTTTATTTTTTATTTTGGCTCTTCAGACTGGTTTAAGTGGGCTAAGACC 

AGAAGAGAGACTTATTCGCTTAAGTAGAAACATGTGCCTTTTATTAACTGCAGTCCTGCATTTCATCCAT 

GGAATGACAGACCCTGTATTT^ATGTCTCTCAGTGCCTCTCATGTGTCATCTTTTCGTAGACATTTTCCTG 

TGCTCTTTGTCTCTGCCTGCCTATTTATTCTTCCTGTTTTACTCAGTTACGTTCTTTGGCATCACTATGC 

ACTAAATACATGGTTGTTTGCAGTTACAGCCTTTTGTGTGGAACTCTGCTTAAAAGTAATTGTTTCTCTC 

ACTGTTTATACATTGTTCATGATTGATGGCTATTATAATGTCCTCTGGGAAAAGCTTGATGATTATGTCT 

ACTATGTTCGTTCAACAGGCAACATTATTGAATTTATATTTGGTGTAGTAATGTTTGGAAATGGGGCTTA 

TACAATGATGTTTGAGTCATGAAGTAAAATTCGGGCTTGTATGATGTGTCTGCATGCTTATTTTAACATC 

TACTTACAAGCAAAAAATGGCTGGAAGACATTCAT 

>GBEQ1465 | Acc | BM781379 | Ver | BM781379 . 1 GI : 1912 9611 | MLN1_8_H12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop: 636 

GGCACGAGTCGGGAAAAACCCT T GGCT T TGAT T CAGATT GAGGAGCACGCGATACAAGAT TT AT TGGT T T 

TCTATGAGGCATTCGGCAACCCTGATGAGTTTGTCATTGTTGAAAGGACACCGCAGGGACCACTGGCAGT 

ACCTATGTGGAATAAGCATGGATGCTAGTTCGCCGTGGACTTGAGATGTATTTTTTATAAATCATGAAAG 

AAAAGCTGTGGAAAAGAGT TC T T ACAAAT T T GGTAACAGATCACTAT AGATAGAAT AAGAAAGGATCTAA 

TTTCTTTGCTGCAGTTTAAGCATATAATGTTTGATTAAACAGAAATTCTTCAGAATTATGATTTTAGTAA 

CTTTTTATGTAAAAATGTGTGAGAGGAAAAACTGAGTAGGTTAAGTTTAAATAGAATTATTTCTTCTGAA 

TAGTCTTAAAAGGAAATCATGAGTGATTGAAGTGTACAATTTAAGAGTGATCAATTAAAAATAACTTTCC 

ATTTGAGAATGGGGATAAATAATTTAGAAAATTTTGCCAAATATGTGGCAAAATCTTGCTTTTTAATGTG 

ACATTGATAAGCTTAAAGTAGGTGCATTAGCTATTATTTCTGATCCATTAATGGCCAAAATTCTGTATTT 

GCTTCA 

>GBEQ1466 ) Acc | BM781374 | Ver | BM781374 . 1 GI : 19129606 | MLN1J7_A05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 109 : Stop : 645 

GCCAGGAGTGCGCCAACGTCTACGGCTCCTACCAGTGCTACTGCCGCCGGGGCTACCAGCTCAGCGATGT 

GGACGGGGTCACCTGCGAGGACATTGACGAGTGTGCTCTGCCCACCGGGGGCCACATCTGCTCCTACCGC 

TGCATCAACTTCCCTGGAAGCTTCCAGTGCAGCTGCCCTTCCTCCGGGTACAGGCTGGCCCCCAACGGCC 

GGAACTGCCAAGACATCGATGAGTGTGTGACCGGCATCCACAACTGCTCCGTCAATGAGACCTGCTTCAA 

CATCCAGGGCGGCTTCCGCTGCCTGGCCTTCGAGTGCCCCGAGAACTACCGCCGCTCCGCAGACACCCGC 

TGCGAGCGCTTGCCTTGCCATGAGAATCAGGAGTGCCCCAAGCTGCCTCTGAGAATAACCTACTACCACC 

TCTCTTTCCCCNANAACATCCACGTGCCCCGCGGTGGTTTTCCGCATGGGGCCCCTCCAGTGCCGTCCCC 

GGGGACAGCATGCAGCTGGCCATCACCAGTGGCAATGAGGAGGGCTT 

>GBEQ1467 1 Acc | BM781373 | Ver | BM781373 . 1 GI : 19129605 | MLN1J7_A04 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence •: Start : 1 : Stop: 4 51 
GGCACGAGGGCCAAAAAAGC TAAGGT T AAAGTTAAAGT GGAAGAAGAGGAGGAAGAGGATGAAGAAGGAG 
TGCTCGTGGTGGAAGAACAGGAGACATCTGTGAAGAAGAAGAAGAAAAAGGACAAAAAGAAACACGTGAA 
GGAAGAAGCGCTTTCTGAGGAAGAACCGTGCACCAGCACGGCAGTTGCTAGTCCAGAGAAAAAGAAGAAA 
AAGAAAAAAAAGAAAGATAT TGAAGACTAATCAAAGGGAACCATCAT TGAGTCT GGAT T GAACCT GGATA 
CATTGTGCTTAAGATTCAGTCAGGCATGTACCAGACATGGTTTCTGAAATAATCCAGGGGAGGTTGGGTG 
ACACACAGTGATTAATCGGCTATAGCTTTTCAAGCCTATTTGTGTCTTGACAGCAGCTCTGTTAACTTTA 
TTATGTCATCATTTCTTAGAGTCCCTCGTGC 

>GBEQ1468 | Acc ] BM781371 | Ver | BM781371. 1 GI : 19129603 | MLN1_7_B04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 102 : Stop : 672 

CTCAGGCCCCAGGCCCACAACCCACCCACTTACCTTATGCCAAAAAGATGCCGGAGGCCAGGACAGTCCG 

GCACGTGCAGACTCTGGCTGACTTCAGGCAGCTGCCTGCCCCAGTTCTCTCAACCCACTGGCCACGTGAG 

TTTTCTCCCCGTTCCCCACTCCCAGAGAGAAGGCATACAGGAGAGTCCAGGACGGAAGCCAGCCAGAAAG 

CTCCTCGGGCCCAAAGGTCTCTGTGCAGCACAGATTGCATCCGCATCTTTGTGATCTTCTCTGGAATGTT 

TCTTGCTTTCACCATGGTCGGAGCCCTGTTCCTCCATCAACAAAGAAAATATGGACTAAACAAAGGAGAA 

AGTCCAGCAGTTGCAGAGCCTGGTCCTTACAGCTGCCCCAGGGAGGAAGAGGGCAGCGCCTTCCCCATCC 

AGGAGGATTACCGAAAACCAGAGCCAGCTTCGTACCCCTGAGCCAGCACAGAGGAAGGAGGGGGTCATCA 

CTCCAACAAAGCCCTAGCCTCCACCCCACCCCACTGGCCACCGGGGAAAATGAGACCTGGCACCCGCAAC 

CTCAAAACCAT 
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>GBEQ1469 | Acc | BM781359 | Ver | BM781359 . 1 GI : 19129591 1 MLN1_7_C02 . gl_A005 Mesenteric lymph 

node {MLNl ) Equus caballus cDNA , mRNA sequence .: Start : 10 : Stop: 538 

GCCAATGCTCACCGTAAGCCCTTGGTCATAATTGCTGAAGATGTTGATGGAGAAGCTCTAAGTACACTCG 

T T T TGAATAGGC TAAAAGT TGGTC T TC AGGT TGTAGCAGT CAAAGCTCCAGGT T T T GGT GACAAT AGAAA 

GAACCAGCTGAAAGACATGGCTATGGCTACTGGTGGTGCGGTGTTTGGAGAAGAAGGATTGACTCTAAAT 

AT T GAAGAT GT TCAGCCT CAT GAG T TAGGAAAAGT TGGAGAGGT CAT TGTGACCAAAGAT GAT GCCAT GC 

T C T T GAAAGG AAAAGGT G AC AAG G C T C AAAT T G AAAAAC GT AT T C AAGAAAT CAT C GAG C AG T TAG AT G T 

CACAACTAGTGAATACGAAAAGGAAAAACTGAATGAACGTCTGGCAAAACTCTCAGATGGAGTAGCTGTG 

CTGAAGGTTGGTGGGACAAGTGATGTTGAAGTGAATGAAAAGAAAGACAGAGTTACAGACGCCCTCAATG 

CTACACGAGCTGCTGTTGAAGAAGGCATTGTTCTGNGGA 

>GBEQ1470 |Acc|BM781358lVer|BM781358.1 GI : 19129590 | MLN1_7__C0 9 . gl_A00 5 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 542 

ACGAGAGCAGTCCTTATACCTCAAGTTCGACCCGCTCCTGATGGACAGCCCTCAGAGACCTGCGCCCGTG 

GTCCCCGCGACAGACAGTGTGCAGGACGTGGACGCGCCCTCGGGAAATCCGCCTGCCGCCAATCTCGTGG 

AACTTGACTTCCTAGGCCCTCCGGATGTGCCTGTGCTGGACCCACCTTTGTGTGTCCTCGGGCCCGGGGG 

TCCACTGCTGCCCGTGGGACCCATCGTGGACGTACTACAGTACAGCCAGAAGGACCTGGATGCTGTGGTG 

GAAGCAACACAAAAAGAGAA.CCTGTCGCTCAGGAGCGAGTGTGAGGCGCTCCAGGCGAAGAACCTGGAGA 

TGGGGAAGATCATGGATGGGTTTGAGAAGGATGGTGTACCAGNGCGATGGAGGAGGCTCAGAAACAGAAG 

GAAC T TGCCAAAGC T GAGATCCAGAAGGT T CTCAAAGAGAAAGACCAAC T GAC TGCAGACCT GAGCT CCT 

TGGAAAAGTCTTTCTCTGACCTCTTCAAGCGGTTCGAGAAACAGAAGGA 

>GBEQ1471 1 Acc | BM7 8 1357 | Ver | BM7 8 1357.1 GI : 19129589 | MLN1_7_C0 8 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 577 

CACGAGAT GT TAT CAATCAGAAT T TGGAAGAGACCTT GAAAAGGACAT T AGGT C AG AT AC AT C AG GCCAT 

TTTGAACGTTTACTTGTATCCATGTGCCAGGGAAATCGTGAGGAGAACCAGAATGTTAACCACCAGTTGG 

CTCAGGAAGATGCTCAGCGTCTTTATCAAGCTGGTGAGGGGAGACTAGGGACAGATGAGTCTTGCTTTAA 

CATGATTCTTGCCACAAGAAGCTTTCCTCAGCTGAAAGCTACCATGGAGGCTTATTCCAGGATGGCTAAT 

CGAGATTTGTTAAGCAGTGTTGGCCGTGAGTTTTCTGGAAATGTTGAAAGTGGTTTGAAGACCATCTTGC 

AGTGTGCCCTTAACCGCCCTGCCTTCTTTGCTGAGAGGCTCTACTACTCTATGAAAGGTGCTGGCACAGA 

TGACTCCACCCTGGTCAGGATTGTGGTCACTCGAAGTGAGATTGATCTTGTACAAATAAAGCAGATTTTC 

AGTCAGATGTATCAGAAGACCCTGGGCACAATGATTGCAAGTGACACGAGTGGAGATTACCGAAGGCTTC 

TTCTGGCCATTGTGG 

>GBEQ1472 1 Acc | BM781352 j Ver I BM781352. 1 GI : 19129584 | MLN1_7_C03 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 590 

GGCACGAGGTGGAGTGCCTACTAATTGTCACTGTAGATACCAAAATGAATGAGCCATAACCCCTCACTCA 

AGGTGTTCACAGCCTATTTGAGGGATAGGGGAGCGAGTATGTATATGTGTATTTATAGTGCACTGTAAAT 

AGTTCTCCAATAGAAATAGGTTCATATTTCTATGGGGTCTCTGAGGCCTTACAGACTAACTCTGCAGAGA 

ATGGGAGTTACAATTCTCTAAAAATGAAATAGGACAATGTTACAAGAGTAAGAGGTTCTTACTTGTAAAT 

AGGCTTACCTGCTGAAAACAGGTCCCTGCTGTACAGATTTTGGGTAGACAGTTTAGGTCTTTTAGTCCAT 

CCAAAAGATTTGAATATTTTTTTGAATGCAAGTACAGGCTTTTTGGTTAAGACCTCACTTTTTAAATTGC 

CTTAGTGTAAAGAGTAATCTTGGAGTGTCTTTGGTCCATCATTTGCGCTGCCCACTCAGAGGAAAAAGAA 

ATCAGATTGGTTTCCTCAGCCTTCCTTCTCCCTGAAATATTTTCAGCCCACTCTTTGCCTGGTCTCAATA 

AAGGGTTTCTGATGTCAAATAGGTAAAAAA 

>GBEQ1473 | Acc | BM781350 | Ver 1 BM781350 . 1 GI : 19129582 | MLN1_7_C11 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence Start : 14 : Stop: 635 

GAAGGAGAAAAGGGTGCGGAGGCAGCAAATGTTACAGGCCCTGGTGGAGTTCCAGTGCAAGGCAGTAAAT 

ATGCAGCAGACCGTAACCATTATAGACGCTATCCACGTCGCAGGGGTCCTCCACGCAATTACCAGCAGAA 

TTACCAGAATAGTGAGAGTGGGGAAAAGAATGAGGGATCGGAGAGCGCTCCCGAAGGCCAGGCTCAACAG 

CGCCGGCCCTACCGCAGGCGACGGTTCCCACCTTACTACATGCGGAGACCCTATGGGCGTCGACCACAGT 

ATTCCAACCCTCCTGTGCAAGGAGAAGTGATGGAGGGTGCTGACAACCAGGGTGCAGGAGAACAAGGTAG 

ACCAGTGAGGCAGAATATGTATCGGGGTTATAGACCACGATTCCGCAGGGGCCCTCCTCGCCAAAGACAG 

CCTAGAGAGGATGGCAATGAAGAAGATAAGGAAAATCAAGGAGATGAGACCCAAGGTCAGCAGCCACCTC 

AACGTCGGTACCGCCGCAACTTCAATTACCGACGCAGACGCCCAGAAAACCCTAAACCACAAGATGGCAA 

AGAGACAAAAGCAGCCGATCCACCAGNCTGAGAATTCGTCCGCTCCCGAGGCTGAGCAGGGC 

>GBEQ1474 | Acc | BM78134 3 | Ver | BM781343 . 1 GI : 1912957 5 | MLN1_7_D08 . gl_A005 Mesenteric lymph 
node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 11 : Stop: 14 4 
GACAGTGCTTTAGAGGCCTATGTGAAAGATCATTATTCCAACAGCTTCTGTACTGTTTATGCTAAAACTA 
TAGATGGGCAACATACCATTATTGCATGTATTGAAAACCACCAGTTTCAGCCCAAAAACTTCTG 
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>GBEQ1475 | Acc | BM781340 | Ver | BM781340 . 1 GI : 19129572 | MLN1_7_D11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 3 : Stop : 614 

CACGAGGTCCACTGCCGTGCACCAGGACTGGCTGTGTGACCTCGGGCGGCCCCTGCTTCCTCTCTGGGCT 

GCAGTATCTGCCTCCATATGAGGCCATGGCCTCTGCAGCGGCTCCGCTCCTGTCCAGACCCTGTGGCCTG 

CCATCGCGTGCTGAGCCCAGCCCTGGGCGTCGGGAGACTGTATTCCGGCCCTGGTTCTGCTGTTCAGCCT 

TCGGGTATGTGGTGGCTTCTCCCTGGGCCTCAGTGTGCCCGTCTTAAAAGGAGCGGCTGACAGTTTGTGG 

GCATCTTGCCAAGGGCCCCTGTGTGTGTGTGTGTGCACCGTGTGTGTTCCTCCATGTGTGTCCATATTTA 

ACATGTAAAAATGCCCCCTGCTCTGTCCCCCAGACACGTTGTACATTTCACCACAGTCCCCCATCATAGC 

AATAACATCCCCGCTGCCAGGGGTTCTCGAGCCAGCCAGGCCCTGCCAGCGGGGAAGGAGGCCACGCGGT 

GCCTGCCCATGACATTTCCACTTTTCCTTTCATGCGTGTTTATGACCCAAGTCTTCAGTCCGTCCCAGTC 

GAATCTGGGCTCGCTCACCCCAGCGTGCTCTCATATCCCCTTCCAGCTGCCC 

>GBEQ1476 | Acc j BM7 81331 | Ver | BM781331 . 1 GI : 19129563 | MLN1_7_E05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 2 : Stop: 644 

GCACGAGGAGCTCTCTGGACCCAGATGAAAGGGCACAGGGCCCTGAGCTGCCCCCACAAGACCCAGCTCT 

GCAGGACCTATCGCTGACTCTGATTTCTTCTCCTTCTTCCTCACCCAGTTCCTCAGGAATCCCTGCCTTA 

CCCGTCCACATGCTTTCAGAGGAGAGTGGTGCCAGCATCAGCCTTCTGCCTGCCCTGTCCTTGGCTTCTC 

CAGACC.CAGTACAGAAGGGCAGCTCCCAGCCCCTACCAGCCATCTGCTCAGTCCCTGGGCCCCCTGCCCC 

CCAATTCCCCACACCCCAGCCGTGTACACAACTCCCCCCTCCTGAGCTGTACCCCAAGTCTGTCACCCCT 

TGGCCATGTCCACAGTCCACACCAGGCCCATGTGACCAGGGCCCAGAAACCTAGCCTGGAGTTCAAGGAG 

NGTAGGGTTGCCCTCTAAGAACTGGCAGCACTCTCCAAGGACAAGAACCACGAAGCGAGCCCTGGAGTCC 

AGCGCTGCCTGGGATCCCCCAAAGAGGGGATCGTGATGGTTCTGCCTTCCAATATGAGTACGAACCACCC 

TGCGCCTCCCTCTGTAGCCAGGTCCAAGCTGCCAGGCTCCTTCCACAGCTCGTTGCCTGGGCCTTGAACT 

TTCTGATGGAGCC 

>GBEQ1477 | Acc | BM781330 | Ver | BM781330 . 1 GI : 19129562 | MLN1_7_F01 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 20 : Stop : 625 

CACAGGTGTGATACAACTTAACAGGAATCATCGATTCATCCATAAATATTATAAGGAAAAAACTTATGCG 

GTAGCCTGCATTAGGGCTTTTTGATACTTGCAGATCGGGGGAAAACAAACAACAAACGTCTTGAAGCATA 

TCAATGGAATTAGTTTCTAATGTGGCAAACTGTATTAAGTTAAAGTTCTGATTTGCTCACTCTATCCTGG 

ATAGGTATATTTAGAACCTGATAGTCTTTAAACAAGCCATTCCAGTCATGATGAGGTGATGTATGAATAC 

ATGCATACATTCAAAGCACTGTTTTCAAAGTTAATGCAAGTAAATACAGCAATTCCTCTTTCAATGTTTA 

GGCAGATCATAATTATGAGCTAGCCAAATGTGGGCATACTACAGGGAAAGTTTAAAGGTCTGATAACTTG 

AAATAGGTTTTTAGGAGAATTCATCTACTTAGACTTTTTAAATGCCTGCCATAAATGAAATTGAAATGGT 

AGAATGGCTGACCACAGCAATGACCAGCCCTCATCGGGGCCCTGGATGATTTTTGGTCTAATAACGCATG 

CTAGTGTTGATGTTTTTTGGTCAAGAGGGTATGAACAGGAAGAATT 

>GBEQ1478 | Acc | BM781327 | Ver | BM781327 . 1 GI : i 912 9559 | MLN1_7_F06. gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 43 : Stop : 624 

GATGTCCTCAAATTCCTTGCAGCAGGAACCCACTTAGGTGGCACCAACCTTGACTTCCAGATGGAACAGT 

ACATCTACAAAAGGAAAAGTGATGGCATCTACATCATAAATTTGAAGAGAACCTGGGAGAAGCTGCTGCT 

GGCAGCTCGTGCCATTGTTGCCATTGAAAACCCAGCTGACGTCAGTGTCATATCCTCCAGGAATACTGGC 

CAGCGAGCTGTGCTGAAGTTTGCTGCTGCCACTGGAGCCACTCCTATTGCTGGCCGCTTCACTCCTGGAA 

CCTTCACTAACCAGATCCAGGCAGCCTTCCGGGAACCGAGACTTCTGGTGGTAACTGATCCCAGGGCTGA 

CCACCAGCCTCTCACAGAGGCGTCTTATGTTAACCTGCCTACCATTGCTCTGTGTAACACGGACTCTCCC 

CTGCGCTATGTGGACATCGCCATCCCATGCAACAATAAGGGAGGTCACTCTGTGGGTCTGATGTGGTGGA 

TGCTTGCCCGGGAAGTTCTGCGCATGCGGGGTACCATCTCCCGTGAACCCCATGGGAGGTCATGCCTGAT 

CTCTACTTCTACAGAGATCCTG 

>GBEQ1479 | Acc [ BM781320 | Ver | BM781320 . 1 GI : 1912 9552 | MLN1_7_G03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop : 641 

GAGTCTGGAGTGCCTTCAAAGATCAGAAACATGATTTGTTTATTTCTGAGTCCCAAACAGCAGGATACCT 

CACAGGACCTGGAGTTGCTGGCTACCTTACCGCAGGGACGTCCTCGTCAGTCATGTCAAACCTGCCGCCT 

CCCGTAGATCATGAGGCAGGTGACGTTGGCTTTCAGACTTGAAACGTTCATGAGAGACAATAAACGACGA 

AAGGCCAGTGCCCCGTCCACATTCCTCCAGCTGATACGTTGAAGCAAACTCTTACTGCGTTTCTCCTGGT 

TTCAT GACAGTGT TAT TCAT TTTTCTATAAATATATT T TTAT T TAGGAAAAAAGTCAGTGATT CTAAT T G 

TATCACGTTATAAGAAAGCACTCTGTGGATCAACCTAAATGGGTACACAAGAATTTTTTTTTCTTGATGT 

ATGTAAGCACATATTATTCCTTTATATCTGTTTACAAGACTGTGAATCAAAAAGACAAAACTCTCTTCCT 

AGTTTTTATAATGTTTTTTTGAATTAGTGTGACTGGTGTTGAACTATAGTCTACAGAAATTGGGCTAAGT 

CTCTTGTTCCTGNGAAGGGTATTTCCCTCTCCTGCATCGAGTCTCCATGGCTGTCCTCCTCCACCGTCGA 

ACACTA 
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>GBEQ1480 |Acc|BM781317lVer|BM7813X7.1 GI : 19129549 | MLN1_7_F12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 78 : Stop: 647 

CAGTGGGAGCCTTGTCACATTTGTTCTCTACCAGATCCAGTTCACACAAGCTGTTGAGGTACTGCTTTCC 

ACCTATCCCCGTGTACGGAAGGCTGTGGGCTCCTCAGAGAAAATATTTGAATACCTGGACCGGATCCCTC 

GCTGCCCAGCCAGTGGTGTGTTGACTTCCTTAAACTCGGAGGGCGTTGTCCAGTTCCAAGATGTCTCCTT 

TGCCTACCCAAACCGTCCAGATGTCCCAGTGCTGCAGGGGCTGACGTTCACCCTGCGTCCTGGTGAGGTG 

ACGGCGCTGGTGGGGCCCAACGGGTCTGGGAAGAGCACAGTGGCTGCCCTGCTGCAGAATCTGTACCAGC 

CCACAGGAGGGCAGCTGCTGCTGGATGGGAAGCCTCTTCCCCAGTATGAACACCACTACCTGCACCAATG 

GGTGGCTGCAGTGGGACAAGAGCCACAGCNTATTTGGGAGAAGTTTTCAAGAAAATATTGCCTATGGCCT 

GATCCAGAAGCCAACTATGGAGAAAGTCATAGCTGCTGCAATGAAGGCCGGAGCCCATAGTTTCATCTCT 

GAACTCCCTC 

>GBEQ1481 lAcc|BM781310lVer|BM781310.1 GI : 19129542 ) MLN1__7__G07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 651 

GCACGAGCGGGCGGTGACCGAGCTGGGGCGGCCGGACGCCGAGTACTGGAACGGGCAGAAGGACGTCCTG 

GATGACGCGCGGGCCCAGGTGGACACGTACTGCAGACACAACTACGGCATCAGCGACAGCTTCCTGGTGC 

CGCGGCGAGTTGCGCCTACAGTCACTGTGTATCCTGCAAAGACGCAGCCCCTGCAGCACCACAACCTCCT 

CGTCTGCTCTGTGAATGGTTTCTATCCAGGCCACATTGAAGTCAGATGGTTCCGGAATGGGCAGGAAGAG 

GAGGCTGGGGTCGTCTCCACAGGCCTGATCCGTAATGGAGACTGGACCTTCCAGACCATGGTGATGCTTG 

AGACAGTTCCTCAGAGTGGAGAGGTCTACACCTGCCAAGTGGAGCACCCAAGTCTGACGAGTCCTATCAC 

AGTGGAATGGAGGGCCCAGTCTGAGTCTGCACAGAGCAAGATGCTGAGTGGAGTCGGGGGCTTCGTGCTG 

GGGCTGCTCTTCCTTGGGGCGGGGCTGTTCATCCACCGCAGGAACCAGAAAGGACACACAGGACTTCAGC 

CAACAGQGCTCCTGAGCTGAAGTGTAGATGATGACACTCAAAGAAGAACCTTCTGTCCCAGCTTCCCAGC 

ATGAAAACGTTTCCTGCTTG 

>GBEQ1482 | Acc | BM781308 | Ver | BM781308 . 1 GI : 19129540 | MLN1_7_H10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 12 : Stop: 621 

TTACTTCTCTACAGAGAGCTGCTTTTGCGCATTTCCCTGAACTCTATGATTTTGCCCTCTCAAATGTGGC 

AGAAGTAGATACTCGGGAATCCTTGATCAAGTTTTTTGGACCTCTTAGTTCAAATACACTCCACCAGGTG 

GCATCATACCTCTGCTTGTTACCAACTCTTCCTAAAACTGAAGACACAACTTTTGATAAAGAATTCCTTC 

TGGAATTGCTGGTATCTCGTCATGAACGTCGAATTTCTCAGATTCAGCAATTGAACCAGATGCCTTTGTA 

TCCAACTGAGAAAATCATATGGGATGAAAATATTGTCCCAACTGAGTACTATTCTGGAGAAGGACTTCGT 

AAGCATGATGTATGCTTTTTAATTACCGTGCGTCCCACGAAACCTTATGGTACCAAGTTTGACCGGAGGA 

GACCTTTTATTGAACAGGTTGGCCTGGTTTATGTCAGAGGCTGTGAAATCCAGGGCATGCTGGATGATAA 

AGGGCGTGTCATTGAAGACGGACCTGAACCAAGACCCAATCTTAGAGGGGAGTCAAGGACATTTAGAGTG 

TTTTTGGATCCAAACCAGTATCAACAAGATATGACCAATACTATACAAAA 

>GBEQ1483 | Acc | BM7 81301 1 Ver | BM781301 . 1 GI : 19129533 | MLN1_6_A07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 64 0 

GCACGAGAGAGACGTGAACCACTGAATATCAAAATGACTGAAAAGGCCCCAGAGCCACACCTGGAGGAGG 

ATGATGATGAACTGGACGGCAAACTCAATTACAAGCCTCCCCCTCAGAAGTCCTTGAAAGAGCTACAGGA 

GATGGACAAAGATGATGAAAGTCTAACTAAGTACAAGAAAACGCTCCTGGGGGATGGTCCTGTGGTAGCA 

GACCCAACAGCCCCCAACGTTACTGTTACTCGCCTCACCCTGGTTTGTGAGAGTGCTCCTGGACCAATCA 

CCATGGACCTCACTGGTGATCTTGAAGCCCTCAAAAAAGAAACTTTTGTGCTAAAGGAAGGTGTTGAATA 

TAGAGTCAAAATTCACTTCAAAGTGAACAGGGATATTGTGTCGGGCCTGAAATATGTGCAGCACACCTAC 

CGGACTGGGGTAAAAGTGGATAAGGCAACATTTATGGTTGGTAGCTACGGGCCTCGGCCAGAGGAGTATG 

AGTTCCTGACTCCAACTGAGGAGGCTCCCAAGGGCATGCTGGCCCGAGGCACTTACCACAACAAGTCCTT 

CTTCACCGACGACGACNAGCACGACCACCTCACCTGNGAGTGGAACCTGTCCATTAAGAAGGAGTGGACA 

GAATGAGTC 

>GBEQ1484 j Acc | BM781299 | Ver | BM781299 . 1 GI : 19129531 | MLN1_6_A05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 38 : Stop: 626 

CGTCAGTGTTCAGCTTTGGGGTTGCAGAAAGGCAAATGATGAAGCACAGATCCCATATATGTGAAGGGAG 

TATGACCTCTACCTGA.TAGCTCTGTGTGCATGTTTTGAGTGATTGAAGATGAGGTTAATTAATGCAATTA 

TACACTTGTCTCCTAAAACACACTTTCTGTCTAACGATCACTAAATGGAATGCTGCGGGGTCTATCGTTC 

CTGTAACTCCCTTCTCCTCTGCAAGGACAGAGAAGAGTGGCCATGTGCAGTTTGGAACATGAGTGCCCCT 

CTCTTTTCACAAGAGGAGTGAAGTCTAAGAGATTCCCTGAGGGCACAAAGCATATTGATTCTCAGTGGCT 

TCTCCAGTGATTGGAGTGAGGGGGTATCTATTATGGACAGACAAATTTTTCCTTGAAAATGTGGCTTGTT 

CAACTCCTGCCAACTCAAGATGGAAAGCTTAGTGAAAGAAAGCTAGCCCTTTGGCAGGATTCCTTTGGGA 

GATTCTTGTATGTCCAGAATGAAAGATAACAATGTTTCCTT.CACATTCATAATCTCCATTGGTCTNAAGT 

CAGGTAGCACATAGCATCTACAGCACATA 
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>GBEQ1485 | Acc ) BM781298 | Ver | BM781298 . 1 GI : 19129530 | MLN1_6_A04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 315 

GGCACGAGGCGATGGGCACAGAGTCCCTCCCCAGAGGACGCAGCCGACCTCAGCGCCTCCTGCAGGCTAG 

GACACTGGTGCACTACGCCCCACGCCTGGGGGCCGAGATTCTCCAACAGAAAGATGCAATATTTTTTATT 

TCCTTTTCTTTTTTTCCTTTTTTTCTCCAAGGAATCAATATTTCAATATGTTGAGCTGTGTGTCCAATGC 

TATGAAATGAAAATATTAAATAACATATTTATGGCATTTTCTTGAAGAGTGTGGTTGAAGAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC 

>GBEQ1486 | Acc | BM781291 ) Ver | BM781291 . 1' GI : 19129523 | MLN1_6_B0 6 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 654 

GGCATGAGTAGAAAGCTTTTTGGAAATAAGAATATGGGAGATATTGTTTCCTCTATCCAACTCTCTTACA 

AAAAAGAACACTGTATTTTCTGTATCTAGTGAGTCCAAACTATCTGCCCACTGTGTATCTTAAAGGTATT 

CACATTTTCACTCCATTTTCTTTGTTCCTATGGTATATCTACCACAATCTTAAATTACATGGAAAGCATC 

AAGATTTTTTACTATATGATTGAATTCCTAGAATGCATCATGCGTAAGCTCAACAGACGGCTGAAGAGCC 

ACAATCTCAAACT GCT CCT TAGAAACAT T T CCATCTAAATCAT TAAAACAGAACCAT TAGTAGAAAAT CA 

TTGCATGAAAACATGCCTTACAGCAACCAATAAGTAGTATAGTGTTTGTATTGTTATCTTTCTTTAAGCT 

GAATAAAAGTGAACATAAGTGGCAGAATTTCAAGGCATGAGAATACTGCAGTCCATTCATATCATTTTTG 

TGTCAGGAGAAGTGATGAAATAGTATTTATTTCAGCTGGCCCTTTCCCACTTTCCTTACACTGTTATTTG 

CTTCCTGNGATGACATACTGATCATCAGTATATTACTGTTAAATTATCAATACAAGGCAACTTATTTGAA 

AGATTGTTTATTCTGTCGTTGCTT 

>GBEQ1487 | Acc | BM781281 1 Ver | BM781281 . 1 GI : 19129513 ) MLN1_6_C07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 1 : Stop : 436 

GGCACGAGTCCACCTGGCCCTCAAGGAGAGAGGCGGGAGGAAGAAATAGAAGAGAGAAACCTGCTTTCAG 

GTCCCAGCCACTGCCGTTTTGCCTCTCCTGTCCCCCACCCCCTTCCACAGACCCAGAAGACCCTGCGTTG 

AACATTTATTTCCCTCTTAGTAAGTTTGGAAATTCAAATTGTCCTGCGGAGTCGCCTTCCCCCTCCTCCC 

TCCCCATACTGATCAGAGAGGGCTTCTAAGCCTTGCTTCTCCCCAGTGGTCTCTGGAATCCGTTTGTGTT 

TGGGTCTTGATTTGAGGGCGCTCACTTCTTCAGGCAGCCCATTAAGAAATGTGAACCCAGGGATGTCCTG 

CGAGATAGTGT CAGAGTGCCAAGTGGCATT T GGCTGAT AGGGTATGGTCGT TATCAT TAT TAAT CAT T T T 

GTATCTTGCCTCGTGC 

>GBEQ1488 | Acc | BM781267 | Ver | BM781267 . 1 GI : 19129499 j MLN1_6JD10 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 25 : Stop : 653 

GTTGCCATTGAAAACCCAGCTGACGTCAGTGTCATATCCTCCAGGAATACTGGCCAGCGAGCTGTGCTGA 

AGTTTGCTGCTGCCACTGGAGCCACTCCTATTGCTGGCCGCTTCACTCCTGGAACCTTCACTAACCAGAT 

CCAGGCAGCCTTCCGGGAACCGAGACTTCTGGTGGTAACTGATCCCAGGGCTGACCACCAGCCTCTCACA 

GAGGCGTCTTATGTTAACCTGCCTACCATTGCTCTGTGTAACACGGACTCTCCCCTGCGCTATGTGGACA 

TCGCCATCCCATGCAACAATAAGGGAGCTCACTCTGTGGGTCTGATGTGGTGGATGCTTGCCCGGGAAGT 

TCTGCGCATGCGGGGTACCATCTCCCGTGAACACCCATGGGAGGTCATGCCTGATCTCTACTTCTACAGA 

GATCCTGAAGAGATTGAAAAGGAAGAGCAGGCTGCTGCTGAAAAGGCTGTGACCAAGGAGGAATTTCAGG 

GTGAATGGACTGCTCCTGCTCCTGAGTTCACTGCTACTCAACCTGAGGTTGCAGACTGGTCTGAAGGCGT 

GCAGGTGCCCTCTGTGCCTATTCAGCAGTTCCCTACTGAAGACTGGAGTGCTCAGCCTGCCACTGAAGA 

>GBEQ1489 J Acc | BM781261 1 Ver ) BM781261 . 1 GI : 19129493 | MLN1_6_E04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .": Start : 1 : Stop : 344 

GGCACGAGTGGGGTTAAAACAAAATTAAGATTGCCTTTTACTTTTGAAACACTTAGCATTTAGATTCAAT 

GAAGTTGCTATTTTGAGTTTAGCATTGATATTGTGGAAATAAATGTGATGTGGATTCCATGTTTCTTAAT 

GTTCATTCTGGGTGATTAGGAATTATGCATCGTAAACAGGAACCTAAGGAGTTGTATTATGGGCGCACTG 

TCTTTGCACACACATCTGGCTGTGTTCTGAATACAGGGCTTCTTCACATTTTACTTATATGTGAAGTGCA 

TCTTGTTATTACCTTAATTTTGTTGCTTTTGTTCATGACAAGAATTGTCAATATGAGCTCGTGC 

>GBEQ1490 | Acc | BM781257 | Ver | BM7 81257 . 1 GI : 19129489 |MLN1_6_F0 4 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 3 : Stop : 476 

CACGAGAATAAATTATGATGTCGAGGGGCAGAAGGAAGATAGGGCGTATTTATAATAGGTATATAGAACA 

CAAGGGATATAAAGTGAAAGAT T T TTACTAATATATAT T TTAAGAT T GCACACAAT ACACACCAGAAGAT 

GTGAAATTCATTTGTGGCAATTAAGTGGTCCCAATGCTCAGTGCTTTAAAAAAAGGAAAATTGGACAGCT 

ACTTCTGGGAAAAACAAATCACTCCAAAAATAACAATAATGAAAGCAAATACAAAAATAACCAAGCCCTC 

TGAAGGCATCTCACGTAACCGTAGACTAGGAAATGCAAGCCCCAATACCAGGAAATCTATGTGACTGCAC 

CATATATTTAACAATGACAAGATGTTCCGGCATTTATTTTCTGTGCTGTGTTTTCCCTTGCCTTATGGCT 

GAAGTGTTCGCTAGAATCCACCGGGTCATATCGAGGGGGTTTCAGCTGAAAGTT 

>GBEQ1491 |Acc|BM781255|Ver|BM781255.1 GI : 19129487 \ MLN1_6_F01 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence Start : 1 : Stop: 654 
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GGCACGAGATTTCATTTAGACCCAAGAACATGCTGATCATTGTATTCTATATGTATGCTATAAATTCTAT 
GGTAGCT T GTT GT AT AT T ATTGT AAAAT TAT T T T AAT AAATCAAGGGGAT GACAATTTGATTATTAAAT T 
TTAGTTTTCAGTAACTAAAAAGATTTCTATGAACTCTAAAAATATTTTTTTTTAATGGAACTACTACTGC 
CCAGTACGACTTGCTGTAGAATCCACCTAGGTAAGTGACTCCTAGGCATACATTGGTTTTGAGGGCTACT 
T AGCCAT T CC AT T TT ACCCTGCAT T T AAAAGACAT GAGCAAGATTTCAAATATAT CAAGGGAGTCT AT T T 
CTGACCAATCAAGTACACTGAATTAGAATATCTTAAAAGTATGTAAAACTCCCAGTTTTAGCCACAATTT 
AGCCAAGAACAAGAT AAAAT CTTGAAT TAGAAATAAGT GAAATGAAT CAGTAT T T AATCT CAGAT T GCAT 
TAT T T GAAAGAGAAGAAATTGAGTTT TAACT CAGTTAATAAT GAGATGGCATCGT GGAGGAAGGAGCCCT 
AGCCTGACAGTCAAGACATCTGGGTCTCAGGCCTGGTCTGCCACTGTCAGCGTGACCTTGGCCTCAGTTC 
TCCTAGTCTCTAAGGTCCCTTCTA 

>GBEQ1492 1 Acc ] BM781253 | Ver ) BM781253 . 1 GI : 19129485 | MLN1_6_E11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop: 655 

GGCACGAGCGTGAATCTCATCTGCAAGAACATGAGTCACCTGTGGTTCTTCCTCTTTCTGGTGGCCGCTC 

CTACATGTGTCCCGTCCCAGGTACAACTGAGGGAGTCAGGACCTGGCCTGGTCAATGCCTCGCAGATCCT 

GACCCTCATTTGCACAGTCTCTGAATTCTCCCTGACCAGTCACGGAATAGGCTGGGTCCGCCAGGCTCCA 

GGTAAGGGACTGGAGTACATTGGTCAGATAGGGGATATTACGGGTTTAAACTATAATCCAGTCCTGGAGC 

CCCGAGCCACGATCACCAAGTTCACCACAAAGAGTCAAGTAACTCTGACGCTGGACAGACTGACGACCGA 

TGACACGGCCGTCTATTATTGTGTGACCTGCGGGCGAGATAACGGATGGTCTTATCCTCCGGGACACTGG 

GGCCAGGGCATCCTGGTCACCGTCTCATCAGCCTCCACCACCGCCCCGAAGGTCTTCGCGCTGGCCCCCG 

GCTGTGGGACCACATCTGACTCCACGGTGGCCCTGGGCTGCCTTGTCTCCGGATACTTCCCCGAGCCAGT 

GAAGGTGTCCTGGAACTCGGGCTCCCTGACCAGTGGCGTGCACACCTTCCCTTCCGTCCTGCAGTCCTCA 

GGG T T CTAC T CCCTCAGCAGC AT GG 

>GBEQ1493 | Acc ! BM781251 1 Ver | BM781251 . 1 . GI : 19129483 | MLN1_6_F12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 585 

ACGAGCAAAACCATACCCCAACCCTGAGGCTGCTCGAGCAGCGAACAATGGAGCACTGCCCCCTGACCTC 

AGCTACATCATCCGAGCTAGGCACGGTGGTGAAGACTATGTCTTCTCCCTGCTCACCGGCTACTGTGAGC 

CACCCACCGGGGTGTCGCTACGAGAAGGCCTTTACTTCAACCCCTACTTTCCTGGCCAAGCCATTGGTAT 

GGCTCCTCCGATCTACAACGAGGTCTTGGAGTTTGATGATGGCACCCCAGCTACCATGTCCCAGGTAGCC 

AAGGATGTGTGTACCTTCCTACGCTGGGCGTCTGAGCCAGAGCACGACCATCGCAAACGCATGGGGCTCA 

AGATGTTGATGATGATGGGCTTGCTGTTGCCCCTGGTCTATGCCATGAAGCGGCATAAGTGGTCAGTCCT 

GAAGAGCCGGAAGCTGGCATATCGACCGCCCAAGTGACCCTGCCCGATGTCTGCTTGTCCCCCTGCCTGA 

ATGGGTCCTCAAGCCAAGGGGCTGTCCTGGGCCTGTTCAGGCTTCAGCTGGCCTTCTCAGCCAAGTCGCT 

CTTCCTCTGGGACAAGAGGGGA 

>GBEQ1494 I Acc | BM781250 | Ver | BM781250 . 1 GI : 19129482 ) MLN1_6_F11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 31 : Stop : 64 9 

GATCTGCGCAGCAACCTCCAGGTATCCAACGAGCCTGGTAATCGCTACAACCTCCAGCTCATCAACGCAC , 

TGGTGCTCTATGTAGGGACTCAGGCCATTGCACACATCCATAACAAGGGCAGCACGCCTTCAATGAGCAC 

GATCACGCACTCGGCTCACATGGACATATTTCAGAATCTGGCTGTGGACTTGGACACTGAAGGTCGGTAT 

CTCTTCTTGAATGCAATTGCAAATCAGCTGCGGTACCCAAATAGCCACACTCACTACTTCAGCTGTACCA 

TGCTGTACCTTTTTGCAGAGGCCAATACTGAAGCTATCCAAGAACAGATTACAAGGGTTCTCTTGGAACG 

GTTGAT.TGTAAATAGGCCACATCCTTGGGGTCTTCTTATTACCTTCATTGAGCTGATTAAAAATCCAGCG 

TTTAAGTTCTGGAACCACGAGTTTGTACATTGTGCCCCAGAAATTGAAAAGTTATTCCAATCGGTCGCAC 

AATGCTGCATGGGACAGAAGCAGGCTCAGCAAGTAATGGAAGGGACAGGTGCCAGTTAGATGGAACTGCA 

TCTCTGTTGTAAATGTGTCAGCCTGGAGGTCCTACCATGCCAGGGTTATAAACTGGCTG 

>GBEQ1495 | Acc | BM781233 [ Ver | BM781233 . 1 GI : 19129465 1 MLN1__6__H0 6 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA r mRNA sequence .: Start : 1 : Stop : 524 

GGCACGAGGAAGGAGAAGGCCAGTCTGCCAGGAGTGAAGAAAGCTTTGGGCAAGTATGGTCCTGCGGATG 

TGGAAGACACCACAGGAAGTGGAGCTACCGATAGTAAAGACGACG AT G ACAT AG ATCTCT T TGGGT CTGA 

TGACGAGGAGGAAAGTGAAGAAGCGAAGAGGCTAAGAGAAGAACGCCT TGCACAGTAT GAGTCAAAGAAA 

GCCAAGAAACCTGCACTTGTTGCCAAGTCTTCCATCTTACTAGATGTGAAACCTTGGGATGACGAGACAG 

ATATGGCAAAGCTGGAGGAGTGCGTCAGAAGCATTCAAGCAGACGGCTTGGTCTGGGGCTCCTCTAAACT 

AGTTCCAGTGGGGTATGGAATTAAAAAACTTCAAATACAGTGTGTAGTTGAAGACGATAAAGTTGGAACT 

GATATGCTGGAGGAGCGGATCACTGCTTTTGAGGACTATGTGCAGTCCATGGATGTGGCCGCTTTCAACA 

AGATCTAAAACCCGTCGTGGATCGTTGCTCGTGC 

>GBEQ1496 | Acc | BM781230 | Ver | BM781230 . 1 GI : 191294 62 j MLN1_6_H08 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop: 663 
CGAGGAGAATCCCACCCCAGGTATCGTGATCAACAGGCCCAATGGCTCGGACGTCTACGCGGGAGTCCCG 
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AAGGACTACACCGGCGAGGATGTCAACCCGCAGAATTTCCTTGCTGTGTTGAAAGGAGACTCAGAAGCCG 
TGAAGGGCAAAGGATCTGGAAAGGTCTTGAAGAGTGGCCCCAAGGATCACGTGTTCGTTTACTTCACCGA 
TCACGGAGCTACTGGCATACTCTGCTTCCCCGACGATGATCTTCACGTACAGGACCTGAATCAGACCATC 
TATTTCATGTACCAACACAAAATGTACCGAAAGTTGGTGTTCTACATTGAAGCCTGTGAGTCCGGGTCCA 
TGATGCACCACCTGCCCGCCGACATCAACGTTTATGCGACTACTGCTTCCAACCCCAGTGAGTCGTCCTA 
CGCCTGTTACTACGATGATGAGAGAGTCACCTACCTGGGGGACTGGTACAGTGTCAACTGGATGGAAGAT 
TCAGACATGGAGGAT T TGACGAAAGAGACCCT GCACAAGCAGTACCAGC T GGT GAAGTCGCACACCAACA 
CCAGCCACGTCATGCAGTATGGAAACAAGTCCATCTCTGCCATGAAAGTAGTGGAGTTTCAGGGTGTGAA 
ACACAAAGCCAGCTCTCCCATCTCCCTGC 

>GBEQ1497 | Acc | BM781223 | Ver | BM78 1223 . 1 GI : 19129455 | MLN1_5_F07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 20 : Stop : 594 

TATCGAATGAGACCCAAGCCATTTGGCATGAGTCGCAGGCGAGTAAGGAGCAGGAGGGACAGTATTATTG 

CACAGCCTCCAACAGAGCCAACCTTGCCAAAAAGGTCCCCCAAAGCAACGCGCTCACAGl'TAGAGTCTTT 

CTTTCCCCGTGGAAGAAAGGACTTATTGCAGTGGTCATCATTGGAGTGATAATTGCTCTCTTGATACTCG 

GGGCCAGATGCTATTTTCTGAAGAAAGCCAAAGCCAAGCAGAATCCAGTGGCGATGCCCAGGCTGGGAGC 

ACCACT TCTGAACTCCAACAACGAGAAGAT GT T GT CAGAT CCCAATACTGAAGCCAACAGACAT TATGGT 

T AT AGTGAAGATGT TGGAAACCATGCGATGAAACCAAT C AAT GAAAATAAAGAGCC T CT GACCTCGGACG 

TGGAGTACACGGAAGTGGAAGTGACCTCACCTGAACCTCATCAAGGTCTGGGAACAAAGGGCACGGAGAC 

GGTGTACAGTGAAATCCGGAAAGCTGATCCTGATTTCGTGGAAAACAGATATTCTAGAACGGAAGGCTCC 

CTTGATGGAACTTAG 

>GBEQ1498 | Acc [ BM781218 | Ver | BM781218 . 1 GI : 19129450 | MLN1_5_G0 5 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 531 

GCACGAGGTACTCCTATGGAATAGAATGTGATGCAACATACGTTCACCGTGCACTCTTGACTGGAGACCC 

TGGCTATTTGGAGGGGGGTATTTTGTTATGAGAATTAATTGCCTTGTCTCTGTGCAGTTTTTCTGTAGCC 

TTCGAGGAAAAAAATAAAAAGATTGTTGCAGGCAGGTTCCACTCAACTGCTGTTTGTACTGTCTGTCTTC 

AAAGTCATATTCCAGACTTAAGTTTTCTGAAGTTAAATTCAGATTTCTAGATTATCGCAAAGTGGGACCT 

CACCAGTCGTGACGTGTGTGTCTCATGAGCAGTGGGCACAGTCTGCATCTGTCATGACACACTGTCCTCT 

GCCGTGAGGAGGTTCATTTGAATCACTGAATTGCAACACTTGTGACTTCGTAGGATTCTTGATTGTGCAT 

GTTGATGTACTGGCTTTTTACCTTGGACTTTTTGATGTTTATTCGTATTTCTGGAGAGTCATGACTTGCC 

TCTTAGGAAATTGATCTCATACTAATGATCTTTACCGGGG 

>GBEQ1499 | Acc | BM781217 | Ver | BM78 1217 . 1 GI: 19129449 |MLN1_5_G04 .gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 56 : Stop : 527 

C TCAGATGAGAAGAAGAGAGT TGAT GAGATGCAGCAGCAAGT CAAGAT GTATAAGT CCAACT T GGAGTCC 

T C T AAG C AG G AAT T AAT T G AC T AC AAG C AG AAAG C T AC TAG AAT C C T CC AG T C T AAAG AAAAAT T GAT C A 

ACAGCTTAAAGGAAGGGTCTGGTTTTGAAGGCCTCGATAGCAGTGCTGCTAACAGCATGGAGCTGGAGGA 

ACTTCGGCATGAAAAGGAGCTGCAGCQGGAGGAAATACAGAAGCTGATGGGCCAGATACATCAGCTGAGA 

T CT GAACT ACAGGATATGGAGGCTCAGCAGGT TAGTGAAGCAGAATCAGCAAGAGAACAGT TACAAGAT C 

TGCAAGACCAAATAGCCCAGCAGAAGGCGTCTAAACAAGAACTAGAGGCAGAGCTGGATCGACAGAAGCA 

GGAAT T C CAC T AC AT GG AAG AAG AT C T GT AT C GAACAAAG AAC AC AC T GC AN 

>GBEQ1500 |Acc|BM781215|Ver|BM781215.1 GI : 19129447 ) MLN1_5_G02 . gl_AO0 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 500 

CACGAGATTATATGCTCTTGGGTCAAAATATCCTTTACCAAATTGACTGACCTTTTTGTGAGTTCTTTGG 

GTAACTACTTTTTGAAAAGCTTTTTGTAATTTTAAAGAATCCTTATAAAATCGTATCACATCTTAAACCA ' 

GTGGTGCACATGTGGATTTACAGCTCATGGACTCTACTGTTCAGCTTTAATTTATAAAACATACCACACA 

T T TAATGTTATACAGTATT TACATATAGTGGGACATAGGGGTAT CT CAGT T T AAT GTATATT TATGGT AA 

GTGTTGTAGCCTACCCGGAGTGACTTCTTTTTTGTTTTCTTCTTCTTTGTCTCCAGGTGGTGAAGCAGTA 

TTTTCCAATTTGAAGATTCATTTGAAGGTGGCTCCTGCCACCTGCTAATAGCAGTTCAAACTAAATTTTT 

TGTATCAAGTCCCCGAATGGAAGTATGACGTTGGGTCCCTCTGAAGTTTAATTCTGAGTTCTCATTAAAA 

GACATTTG 

>GBEQI501 !Acc|BM781199|Ver|BM781199.1 GI : 19129431 1 MLN1__5__A05 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 29 : Stop : 619 
AAAAAATCAAACTGCAGATTTGGGATACAGCAGGACAGGAGAGGTTTAGGGCTGTTACACGAAGCTACTA 
CAGAGGAGCTGCGGGAGCGCTTATGGTCTATGATATCACTAGAAGAAGTACGTATAACCACTTAAGCAGC 
TGGTTGACAGATGCACGGAATCTCACCAATCCGAATACTGTAATAATTCTCATAGGAAATAAAGCAGATT 
TGGAGGCACAGAGAGATGTTACATATGAAGAAGCCAAACAGTTTGCTGAAGAAAACGGCTTATTGTTCCT 
TGAAGCAAGTGCAAAAACGGGAGAAAACGTAGAAGAT GCT T TCCT T GAGGC TGCCAAGAAAATCTATCAG 
AACATTCAGGACGGAAGCCTGGATCTGAATGCTGCTGAGTCTGGTGTACAACACAAACCTTCAGCCCCAC 
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AGGGAGGCCGGCTAACCAGTGAACCCCAACCCCAGAGAGAAGGCTGTGGCTGCTAGTGACCTCTTTGCCG 
TGGCTCTCATTTGACCTTTCACGTCTGTCTGTTGGAAGCAGTACTTTTTACTGCTTCATTGTCTTCTGTA 
CATCTTACT GGGT T T AAT TAAAAAAAAAAAA 

>GBEQ1502 iAcc|BM781196| Ver jBM781196.1 GI : 1912942 8 | MLN1_5_A01 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 7 : Stop : 505 

AGTGGGCCTCCAGAAAACATTTGGGTGACCCCAGGAGAA.GGCTCCCTTATCATCAAGTTGTCCCCTCCCT 

TTGACATCTATGATTCCACGGTCGCTTTTCAGTATTACGTCCATTACTGGGAAAAGGAAAAGGCAGGAAT 

CCAAAAGGTTGCAGGGCCTTTCATGACCAACTCCATTGTGTTGAGTGATTTAAAACCCTTAACGGTATAC 

TGTTTACAAGTC7\AGGCACAACTACTTTGGACAATGCTAAACATCTCTAGACCCGGGCATTTAAGCAGCA 

TATCTTGCTACGAAACGATGGCAGATGCCTCCACCAAGCTTCAGCAAGTGATTCTCATCGCCATTGGAAC 

CTTTCTGTTGCTGTCGGCGATGGCAGGGGCCTGTCTCTTCCTGGTCCTGAAATACAGAGGCCTGGTTAAA 

TACTGGTTTCAGTCTCCGCCAAGCATCCCAGTACAAATAGAAGAGTATTTAAAGGACCCGGCTCAGCCTA 

T C T T AGAC G 

>GBEQ1503 |Acc|BM781192|Ver|.BM781192.1 GI : 19129424 | MLN1_5_A12 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 28 : Stop: 662 

AAGTGAGCCTTGCTGATCTGCAGAATGACGAAGTTGCATTTAGAAAATTCAAGCTAATTACTGAGGATGT 

TCAGGGCAAAAACTGCCTAACTAACTTCCATGGGATGGATCTTACTCGTGACAAAATGTGCTCCATGGTC 

AAAAAATGGCAGACCATGATTGAAGCTCATGTTGACGTCAAGACTACCGATGGTTATTTGCTTCGTCTGT 

TCTGTGTTGGTTTTACTAAAAAACGCAACAATCAGATTCGGAAGACCTCTTATGCTCAGCACCAACAGGT 

CCGTCAGATCCGGAAGAAGATGATGGAAATCATGACCCGAGAGGTGCAGACCAATGACTTGAAAGAAGTG 

GT CAAT AAATT GAT TCCAGACAGT AT T GGAAAGGACAT AGAA&AGGCTT GCCAGTCTATTTATCCACT CC 

ATGATGTCTTTGTTAGAAAAGTAAAAATGCTGAAGAAGCCCAAGTTTGAATTGGGAAAACTCATGGAGCT 

TCATGGTGAAGGTAGTAGTTCTGGAAAAGCTACTGGGGATGAGACAGGTGCTAAAGTTGAACGAGCTGAC 

GGATACGAGCCACCAGTGeAAGAATCTGTTTAAAATTCAGACTTTTGATGGAGACNAATTAGAAAAAATC 

TCGTG 

>GBEQ1504 |Acc|BM781186"|Ver|BM781186.1 GI : 19129418 | MLN1_5_B10 . gl__A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 65 6 

ACGAGTTAAAACTTGCTGGAAGCTTTGGAGAGCTTAGCTGGAACCAACGGGCTGATCCTTGGGCACAGCC 

TTGGCAGCACCATCATGATGTCACAACCCAAGACCAATGAGACCTTCATAGCTCTCACACCAAATGGCAT 

C AGCT T C CT C C AAAC AGAG G AT CC C AAAC T TAG C AAC AAG AG G C AGG AC AGC C T GAAG AAAC AT C T AAAG 

GCAGAGGTCAAAGTTCTCGGGACTATCCAGATCCTGTGTGGGATGATGGTGTTGAGTTTGGGAATTATTT 

TGGCATCGGCTTCCTTCTCTCAGCATTTTACCCAAGCGTTTTCTATTCTGTTGAAGGCTGCTTACCCATT 

CATAGGAGCCTTGTGTTTTGTCATCTCTGGATCTCTATCAATCATCACAGAGAAAAAGTCCACTAAGCCT 

TTGGTTCAGAGCAGCCTAGCTGCAAACATTCTGAGCTCTCTATCAGCTCTGGTGGGTTTCATCCTCCTTT 

CTGTCATACTGGCTTCTTTGGGTCCTGCCTTTTGGACGTGTGTCTTGGACAAACAGCATATACCAACTGA 

ACGGGATTATTCTTACTATCATAGCTTATATGAAAATAATGACTGCCTCAAGGCCAAAAGTATTCTGGCT 

GGAACCATGTCTAT AAT GCT GAT 

>GBEQ1505 |Acc|BM781180!Ver|BM781180.1 GI : 19129412 | MLN1_5_C07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 4 : Stop : 64 6 

ACGAGCTTAATCTCTAGTAAAAACTGAGCATAATTTTTCACCTTTTACGGTTTAAATTACAATTTGAAAA 

TGTTAAGACATTGTATCTTTTGTTCAGTGGATTTACCCTGATACTGTGGTTTGTTCTTTAATGCATTCTG 

TATTTGGACACATAGCTTATGCTTTTTAGGTTTTGGTTGCTGTCTTGCCAAAATAAGTGTTACTATATCT 

CAAACTTGAGTCCCGTCCCCGCATCCTGTCATCCCCCCCGCTCCAATGTCTTATTTGAAGAGAAACCTAA 

AGCT TACTTC TGAAT CAGAGCCT ATGT T T TGGT ATAGGACT T GCAGTGT T T ATT T CGT GTTGAATATAGC 

CAGACACCCAAGAAGTCTGTGATGATGGCCTCTGAATGCAGGTGACTAGGGCCTGACCCAGCCCAAACAG 

GACTTCAGATTTAGAAGTAACTTCCTTCTGAATTCCTTGCCCAGTTGGCTGATCTAAACGCACTTGCTAT 

GGGTTCTGACTATATCTGAGAAATCATCTTCAAGGTAAAAACTTGTTGCATTTATTCCTTTACACAAAAA 

GTGCACTATGGGAATCAAGAATCCATGGGCTTAATTTTGCTTGGAGCACTGGCTTACATCATTCACCTCT 

CTGATTTATGATT 

>GBEQ1506 |Acc]BM781179|Ver|BM781179.1 GI : 1912 9411 ) MLN1_5_C05 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 42 : Stop : 656 

GTCAAAATGTATTTTGTTTTGTTGGCATCTTGACAAGCATCTTGAGATTTCTTGAGATTTTCATTTTAAC 

CGTATTCTTTCTCATTGAAAATGATTTAAAGTGCTTTCTTTCTGTTTGTGTATTTTTTACCTTGGTGTTT 

ACACTGTTGAGGCTTGTCAGTCAATTTCTGCCAGTTTTTTTAAAATAATTCTTTTGGATCTATTTGTGTG 

TGTTAATGTTTACCAGTTGGGATTTTGTTTTTTGTTTTAGAAGAAATCTTGTGTTATAAAATGTTATAAA 

ATGTAATACAAGATGTGTATGCTCTAAACTTAAGTAGGAACTTTTTTAAAGAATAAATTATTTGTGTAGC 

TTAGTAAGAGGTTCAAGCTAGTGACCATGAAATTAGGTTACATGACATGAA2\ATGTACATGGTACAGTGT 
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AAAGTTCTTGTAGTGTTATTTTTTCTGATTTCCTGACGGATGTTATGGCTCATGCTAAAGTAAGACATTT 
GAGTATTTTGAAGTACTTATTAAAAAGTGTAGTACTCTACAAAATTTTTTAGATATCTTTGTTCAGATGT 
GGCTGTAAAGCANAGATAATTGATAACATTTCAGTGTTTAAATGCATTTTTAACT 

>GBEQ1507 !Acc|BM781177|Ver|BM781177.1 GI : 1912940 9 | MLN1_5_C03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 11 : Stop : 423 

AATAGAT TATCC AAT AAT GGAGAAAC TT T TATGT GTAT CAT GAGCAT AAG AAT CTGG AT T AT CT AACAT T 

GATAGCCCTGTGTATGTACAGTTCAGAAAGTTCACTAATTAAAGTAGTTTCCTGTTCCTAGTGTGGTATA 

TCTCAAATTGTGCTGAGGTTATTTTAGGTATATGTATTTCATTCCTGTGCTTCTCTTCTGAAGTCCTGGA 

ATACGGTTTTTTCAGTGTAATTAATTCAGCTGCACTTAACACTAATAATGTCCATGTTGGTATAGAAATG 

CTTTCTAAATCCTATCCTAGAGTTGAGGAAGATCTTCCATTTTATGGTATTGCACAGGGAAGCTATGACT 

GCAGGATCACTCTAACTGTACTAGTAAGTGCATGTATTCTCTTTTCACTAACTTATCCTTGGC 

>GBEQ1508 |Acc|BM7811741Ver IBM781174.1 GI : 19129406 | MLN1_5_C08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 628 

GGCACGAGCAACGCTGTCACAGACCTAGCAGTTAACCAGGCGCGGACCCACCATTTGCAATGAGACCCTC 

GATGCAGGCTCCGTTCCTGATCGCCCTGGGCTTGCTTCTTGCCGGCCCTGCTGCTCCTGTAAGCGTCCTC 

TCAGAACGGCTCCGTAGCTTTTCCTGGGATAACTGTGATGAGGGGAAGGACCCTATGGTGCTCAAAAGCC 

TGACTCTGGAACCTGACCCCATTGCCGTTCCTGGGAACGTGACTGTCAGTGCCGAGGTGAAGACCACTGT 

CGCCCTCTCTGCTCCTCAGAAGGTGGAACTAACGGTGGAGAAGGAAGTGGCTGGCGTATGGGTCAAAATT 

CCATGTGTGGATCAGATCGGTAGCTGTACTTTTGACAATGCCTGTGATATACTAGACGCTTTGACTCCCC 

CTGGGCAGCCCTGCCCAGAGCCCCTGCACACCTTTGGGCTTCCCTGCCACTGTCCCTTCAAAGAAGGCAC 

CTACTCACTGCCCAAGAGTACTTTCCCCTTGCCTGACCTGGAGCTGCCCAGCTGGCTCAGCAACGGGAAC 

TACCGTGTCCAGAGCATCCTGAGCAGCGGTGGGAAACGTCTGGGCTGTGTCAAGATCACTGCCTCTCT 

>GBEQ1509 lAcc]BM781173|Ver IBM781173.1 GI : 19129405 | MLN1_5_D03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 11 : Stop : 4 98 

AATAGAT T AT CC AAT AAT GGAGAAAC T T T T AT GT GTATC AT GAGCAT AAGAATCTGGAT TAT CT AACAT T 

GATAGCCCTGTGTATGTACAGTTCAGAAAGTTCACTAATTAAAGTAGTTTCCTGTTCCTAGTGTGGTATA 

TCGCAAATTGTGCTGAGGTTATTTTAGTATATGTATTTCATTCCTGTGCTTCTCTTCTGAAGTCCTGGAA 

TACGGTTTTTTCAGTGTAATTAATTCAGCTGCACTTAACACTAATAATGTCCATGTTGGTATAGAAATGC 

TTTCTAAATCCTATCCTAGAGTTGAGGAAGATCTTCCATTTTATGGTATTGCACAGGGAAGCTATGACTG 

CAGGATCAGTCTAACTGTACTAGTAGGTGCATGTATTCTCTTTTCACTAACTTATCCTTGTCTATCTAGA 

ATACAGGTCTTCCAATCAGCTGGTCATTTATCAGGTGTGGACTTAAGTTGCTGGGCTTGCAATAAGAA 

>GBEQ1510 |Acc|BM781163|Ver IBM781163.1 GI : 19129395 1 MLN1_5_D0 9 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 58 : Stop : 596 

CGCTGTCGCCCCCGCAAGGCTTCGCCGTCGCCGAAGCCAGCTCCAGCGACTTGTCGCACCCGTTTCTCTC 

CACTTCGTTCCCCGCCAACCGCAACCATTGACGCCATGTCGGGTTATTCGAGTGACCGAGACCGCGGCCG 

GGATCGAGGGTTTGGTGCACCTCGATTTGGAGGAAGTAGGGCAGGGCCCCTATCTGGAAAGAAGTTTGGA 

AACCCTGGGGAGAAACTAGTTAAAAAGAAGTGGAACCTTGATGAGCTGCCCAAATTTGAGAAGAATTTTT 

ATCAAGAACACCC TGAT T TGGCTAGGCGCACAGCACAAGAGGTGGAG ACAT ACAGAAGAAGCAAGGAAAT 

TACAGTTAGAGGTCACAACTGCCCAAAGCCAGTTCTGAATTTTTATGAAGCAAACTTCCCTGCAAACGTT 

ATGGATGTGATTGCAAGGCAGAACTTTACTGAACCCACTGCTATTCAAGCTCAGGGATGGCCAGTAGCTC 

T AAGTGGAT TGGATATGGT TGGAGTAGCACAAACT GGAT CTGGAAAACA 

>GBEQ1511 |Acc|BM781162|Ver|BM781162.1 GI : 19129394 | MLN1_5JD0 8 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 7 : Stop : 642 

AGAAGCCTTTAAACTCTGAAGATAATTGGTTCAGAGTTATTCCAAGCACTTGTGCAACTTTGAAAAACAG 

ACTTGGTTTGTGGGAACAGTTGACAAGGTTCTGAAAAGATGCCATTTGTTTTCTTCTGATCTCTCCCTTT 

TCAGTGTTTACCGTACAATCTTCCCAAGGTGATTCCTGTGATTCCGCAGGCCCTGGTCCTTTTCTCACGT 

AGCCGTCTTTTAAGTTATGTTAAACTCTTGAAGTTCCAGAACACTCAGCAGTTTCCTTCAGTGATATACT 

TTTTTTGTTTGTTTTTAAAATGTGAAGCTTTAGGACCAAATTGTTAGAGAGCATCAGGATTACCAATTAT 

TT CAAATAGATT TAT TGGAT T TCAGAACAT GCAGCAT GACTCCGAAGGATACCATTATATGTTATATATA 

TAAATAATTACTGTTTATGATAGAGACAT TACTATTGAATATTTAGAGAACCATCGTTAATT T TAAAACT 

AGCGATCTAT TCAT T AAAGTGC AGCAGGT T GACT TGAGT AAGAACACT ATGCCAGCCAGAT T T GCCAGTT 

TGCAGAAATGAAGTCTCTTCTCTCTCACATCAAGTTTTGTAAAATTGATGTGTTATAGTGGAAAATAACA 

TACAGA 

>GBEQ1512 }AcclBM781155|Ver|BM781155.1 GI : 19129387 | MLN1_5JS0 4 . gl_A0 05 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 12 : Stop : 553 
ACCATCCTGAGACTCTGAAATGAAGTGAGAGAATAGGACTGTGGCAGGCCATCCCATGGAGTGCCACGAC 
CCCAATTCAAACTCACCATGTATTTATTGACTTGCTGGAGGGGTTAGGGTGGAGAACAAAAAGGGAACGG 
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ATTGTTAGCCTTGAAATCTGCCTCCAGCGTCACTCTTTCTCACTCACCTTAACATTGTGGTTGCGAAGAG 
TGATATCCAACGACTTTTTAGACGAAGAAAGGTCAGAAAATCATTCTATTGGGTTCAATGGGGGTTTAGG 
GCAGGGATAGGTTAGAGTGGGGTAGGGGGCGGGAGATGGAAACGTTTTAAAGCCGTTAAAACACTGTCTC 
TCATTCATGAAATGAGCCACTTAGTTCCTATTTAATGCTGTTTTACTTTTACTTTAGAAAGATGTAGACA 
TTGTTTTTGATGATTTCTGGTCGTGTTTAGTCATTTTGACCGATGGAATCCCTTCAAAGCCCCGCGAGGC 
AAACCAGCTTGCTTTCCTCACTCCCTGGGGTGGGAGTTTGCTGTGGTCTTCA 

>GBEQ1513 | Acc | BM781154 | Ver | BM781154 . 1 GI : 1912938 6 | MLN1_5_E03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 21 : Stop : 562 

CACAGGGGCCCTGGAGTCTGCGGTCGCCATCGCAAGTGGGAAGCTGCTCTCTTTGGCAGAACAGCAACTG 

GTGGACTGTGCCCAGAACTTCAACAATCACGGCTGCCAAGGGGGTCTCCCCAGCCAGGCCTTCGAGTACA 

TCCGATACAACAAGGGCATCATGGGTGAAGACACCTACCCCTATAAGGGCCAGGATGGTGACTGCAAGTT 

CCAGCCTAATAAGGCCATTGCTTTTGTCAAGGATGTAGCCAACATCACACTCAATGATGAGAAGGCAATG 

GTGGAGGCGGTGGCCCTGTACAACCCTGTGAGCTTTGCCTTCGAGGTGACTGAAGACTTTATGATGTACA 

GAAAGGGCATCTACTCCAGTACTTCCTGTCATAAAACTCCAGATAAAGTAAACCACGCAGTACTGGCTGT 

TGGGTATGGAGAAGAAAATGGGATACCCTACTGGATCGTGAAAAACTCTTGGGGTCCCCACTGGGGCATG 

AACGGGTACTTCCTCATTGAGCGTGGGAAGAACATGTGTGGTCTGGCCGCCT 

>GBEQ1514 |Acc|BM781150| Ver | BM781150 . 1 GI : 19129382 | MLN1_5_F01 . gl_A005 Mesenteric lymph 
node (.MLNl) Equus, caballus cDNA , mRNA sequence : Start : 1 : Stop: 392 
GGCACGAGAACGAATTGGTCCGCACCAAGACCCTGGTGAAGAAGTGCATCGTGCTGGTTGACAGCACACC 
GTACCGACAGTGGTACGAGTCCCACTACGCACTGCCCCTGGGCCGCAAGAAGGGGGCCAAGCTGACTCCT 
GAGGAGGAAGAAATTTTAAAT AAAAAACGCT CAAAGAAAAT T CAGAAGAAATACGATGAAAGGAAAAAGA 
ATGCTAAAATCAGCAGTCTCCTGGAGGAGCAGTTCCAGCAGGGCAAGCTTCTCGCATGTATCGCTTCCAG 
ACCAGGCCAGTGTGGCCGAGCAGACGGCTATGTGCTCGAGGGCAAGGAGCTGGAGTTCTATCTGAGGAAA 
ATCAAGGCCCGGAAAGGCAAATAAGTCCCTCTGGTCTCGTGC 

>GBEQ1515 |AcclBM781148 JVer 1BM781148.1 GI : 19129380 ) MLN1_5_E10 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence •: Start : 1 : Stop : 641 

GAGGAAGTTCCTGAACTTCCTTTGGTGGTGGAAGATAAAGTTGAAAGCTACAAGAAGACCAAGGAGGCTG 

TTTTGCTTCTTAAGAAACTTAAGGCCTGGAATGATATCAAAAAGGTCTATGCCTCTCAGCGAATGAGAGC 

CGGCAAGGGAAAAATGAGAAACCGACGTCGTATCCAGCGTAGGGGGCCCTGCATCATCTATAATGAGGAC 

AATGGTATCATCAAGGCCTTCAGAAACATCCCTGGAATTACTCTGCTTAATGTAAGCAAACTGAACATTT 

TGAAACTTGCTCCTGGTGGGCACGTGGGACGTTTTTGCATTTGGACTGAAAGCGCTTTCCGCAAGTTAGA 

TGATCTTTATGGCACTTGGCGTAAAGCTGCTTCCCTCAAGAGTAACTACAACCTTCCCATGCACAAGATG 

CTCAATACAGACCTTAGCCGAATATTGAAGAGCCCAGAGATCCAAAGAGCCCTCCGAGCACCACGCAAGA 

AGATTCATCGCAGGGTCCTGAAGAAGAATCCACTGAAAAACCTGAGAATCATGTTGAAGCTAAACCCGTA 

TGCGAAGACCATGCGCAGGAACACCATTCTTCGCCAGGCCAAGAATCACAAACTCCGGGTGGATAAGGCA 

GCAGCAGCACT 

>GBEQ1516 |AccjBM781147 1 Ver [BM781147.1 GI : 1 9129379 ] MLN1_5_E09 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence Start : 8 : Stop : 64*6 

GCTCACATGAATGTCAACCCACAGCAACCAGCATAAGCAAATGAAATAAAGAGAACGTATTTACCTTTTT 

TAATTATTATTAGTGTGGGTATGGCTAATTAGTTCTGATTCACCCACAAAGGTTACATTTATGCTTAGTA 

CATTTGTAAATACTCAGTTTTATACTGTATGTATATGATTGCTACTCTCAAGGTTTGGATATATGTATTG 

TAATTAGAATTGTTGGCATGATGAAATTTCAGTTGTGCCAAAAAATATTAAAAATGCCTTTTTTGGAAGG 

ACTAAAGAAAGCACCTGATT TGCACTTGAACCAGAT TATAGT TTAAAAGTATATGACATGTAT T TTGTAT 

TTSAAACTAGAATAGCCAGTATTTATGTTTTTTACAAAACTGTGCAATACGAATTATGCAATCACAATAA 

ATTTGTAACTCCTGAGTATCCTAAGGGAGTGCACATCTTTGAAGCTGGTGTGTTAATACTATGTAATAAA 

TGGTTAAATATCAGATGATGCTGCTGCCAAAATCATATTAATAGTGAGTTTCAGGCCCCTGGGCATTTTG 

TACCCTATAATTACCCTGTGGTGATACTGTTTCTCGTTGCTAGTGGCATTAGTGCCTCTGTCTTAAAGCA 

ACAGTGCTC 

>GBEQ1517 | Acc 1BM7 81141 | Ver |BM781141.1 GI : 19129373 | MLN1_4_A02 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence. : Start : 111 : Stop: 4 94 

AGTCCAGTCAAAAATGAGATTTTCTAAGAGTAACAAATAAATAAGATCAGACNAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAACCTGATCTCTAAGTTTGATACTGTTGAAGACTTTTGGGCTCTGTACAACC 

ATATCCAGTTGTCTAGTAATTTAATGCCTGGCTGTGACTACTCACTTTTTAAGGATGGTATTGAGCCTAT 

GTGGGAAGATGAGAAAAACAAAAGAGGAGGACGATGGCTAATTACATTGAACAAACAGCAAAGACGAAGT 

GACCTGGATCGCTTTTGGCTAGAGACACTGCTGTGCCTTATTGGAGAATCTTTTGATGACTACAGTGATG 

ATGTATGTGGAGCTGTTGTTAATGTTAGAGCTAA 

>GBEQ1518 |Acc|BM781136|Ver)BM781136.1 GI : 19129368 [ MLN1__4_A12 . gl_A0 05 Mesenteric lymph 
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node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 134 : Stop : 538 

CCTGTGGAACGTCTTCCAGAGGGTTGATAAAGACAGGAGCGGGGTGATCTCGGACAACGAGCTTCAGCAA 

GCACTATCCGATGGCACGTGGACTCCATTTAATCCCGTGACTGTCAGGTCGATCATATCTATGTTTGACC 

GGGAGAACAAGGCCGGCGTGAACTTCAGCGAGTTCACTGGCGTCTGGAAGTACATCACAGACTGGCAGAA 

CGTCTTTCGCACCTACGACCGGGACAATTCTGGGATGATTGACAAGAACGAGCTCTAGCAGGCGCTCTCA 

GGTTTCGGGTACCGGCTCTCTGACCAGTTTCACGACGTCCTCATTCGAAAGTTTGACAGACAAGGACGGG 

GGCAGATCGCCTTTGACGACTTCATCCAGGGCTGCATCGTCTTGCAGATCAGTAG 

>GBEQ1519 |Acc|BM781128 | Ver | BM781128 . 1 GI : 19129360 | MLN1__4_B12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 43 : Stop : 63 6 

CCAGATCAAGGAGGGGAAACGGGTATTGATTGCTGCCCATGGCAACAGCCTCCGGGGCATCGTCAAGCAT 

CTGGAGGGTCTCTCTGAAGAGGCTATCATGGAGCTGAACCTGCCAACTGGTATTCCCATGGTCTATGAAT 

TGGACAAGAACTTGAAGCCCATCAAGCCCATGCAGTTCCTGGGGGATGAAGAGACCGTGCGTAAAGCCAT 

GGAAGCTGTGGCTGCCCAGGGCAAGGCCAAGAAGTGAAGGCAGGCAGACTTCTTTCCCAAGGACACCCCC 

CTGCCCATCCCATTCCTCTGCACCTCTCCTCTGCACATGCCACACTGACCACATCTGTAGGCATCCTAAG 

TTGTAGCTGCAGATGGGGACTGGTGGTTCCCAATTTCATTTTAGCCATTTTGTCTCTTGCACCCACTCCC 

TTCACACAATCTAGTCAGAATGGCACCTCTGGGGCATGGGTCCTCAGTCCAAGCCGAGGGAAGACTCTTA 

GCCAAGGGAGTTGAGAGGTAGTAACTCTGGGGTTTTAGCTAGTGCTTTATAAGGACCTGCTTAAGTAGGG 

GATAGGGAGGAACCATGCCAAGGTGTGACCAATG 

>GBEQ1520 |AcclBM781125|VeriBM781125.1 GI : 19129357 | MLN1_4_C03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 578 

CACGAGGAAAGCCTTTGCTAGTTTCTCAAATCTTACTGCCCATTTTAGAACTCACACTGGAGAGAAGCGT 

TTTGAGTGTAATGTATGCAGNGAAAAGATTTAGCAGTTCCTCATACTTAGTCGTTCACAACCGCACTCAC 

ACTGGAGAGAAACCCTATAAATGTGAGGAATGTGGGAAGGGCTTTAAATGTTCTGTGTCCCTTAAAGTTC 

ACATGCGGATTCACACTGGAGAGAAACCCTATGAATGCAAGAAATGTGGGAGAGCCTTCACTCAGTCCTC 

AAGCCTTACTGACCATAGGAAAACTCATACTGGAGAGAAGCCTTTTAAATGTGACGCATGTGGGAAAGCC 

TTTGCTCTTTCCTCACATCTTAACAGACATTTTAGAACTCACACTGGACAAAAGCCTATTGAGTGTAATG 

TATGTGGGAAAACATTTAGCAGTTTTTTGTACTTGATCGTTCACAAGCGTACTCACGCTGGAGAGAAACC 

TTAGAAACGTAAAGAATGTAGGGAAAGCCTTCAGTTTTCCCATTTCCTTTTGGTACCATGAAAGCACTTA 

C C T G C AG AG AAAT C C T 

>GBEQ1521 |Acc|BM781124 |Ver|BM781124.1. GI : 19129356 | MLNl_4jC01 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 61 : Stop : 574 

AAGCACACAGACTGAGAGCAACAAAAAGATGGAAGAAAATGAAAAGGAGTTAGCAGCCTGCCAGCTTCGC 

ATCTC TCAACATGAAGCCAAAATCAAGTCAT TGACTGAATACC TT CAAAAT GTGGAGCAAAAGAAGAGAC 

AGCT GGAGGAATC T GT TGAT TCCCTCAGT GAAGAACTAGTCCAGC T TCGAGCACAAGAGAAGGTCCAT GA 

AATGGAAAAGGAGCACTTAAATAAGGTTCAGACTGCAAATGAAGTTAAGCAAGCCGTTGAACAGCAGATC 

CAAAGCCACAGAGAAACTCATCAAAAACAAATCAGTAGTTTGAGAGATGAAATTGAGGCGAAAGAAAAAC 

TTATTACTGATCTTCAAGACCAAACTCAGAAAATGATGTTAGAGCAGGAACGTCTGANAGTAGAACATGA 

GAAGT T GAAAACTACAGATCAGGAAAAGAGCAGAAN AT TACAT GAACTTACGGT TATGCAAGATAGACGA 

G AACAAGC T AGACAAGAC T T G AAG 

>GBEQ1522 | Acc ) BM7 81123 | Ver | BM7 81123 . 1 GI : 19129355 | MLN1_4__C0 8 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 11 : Stop : 639 

GAAATTAAGGAAAAT T TATTCAGTAACAAAGATCT TG AGGAAT TAT GCAGACAT ATCAACAACAGAAACC 

GAGCAGCCCAGCATTCT CAGAAGCAGTCTACAGAGCTGT T CCAGT GCATGTAT TTTAAAGACAAAGACCC 

AGAAACGGAGGAGCGTTGCATATCTGATGGGGTCATTTATTCAATTAGAACAAATGGTGTGCTTGTGTTT 

ATACCAAGGTTTGGAATCAAAGGTGCTGCTTATCTAAAAAATAAAGATGGTTTGGTGATCTCATGTGGCA 

CAGACAGCCGTTCTGAATGGAAACCAGGATCCCTTCAACGATTTCAAAACAAAATCACCTCAACCACAAC 

AGAAGGGGCATCTGTGACTTTCCATTTGTTTGACCATGTAACAGTGAGAATATCTGTACAGGCCTCACGT 

TGCCATT CGGAT ACGATCAGGCT T GAAAT AATAAGCAACAAACCATACATGATACCAGACACAGAATGTT 

TCCAACAGAGCGCCCTCTTGCTAAAGAGTGAGTTAGTGAAAGAAGTAACTAGATCCGTGGAGGAAGCTCA 

GCTTGCCCAAGAAGTCCAAGTAAACGTCATTCAGGAAGATTACCAAAAATACTGCCAAACAAAGGGGAG 

>GBEQ1523 1 Acc | BM7 81120 | Ver 1 BM7 81120 . 1 GI : 19129352 j MLN1_4_C12 . gl_A0 05 Mesenteric lymph 

node (MLNl ) Equus caballus cDNA , mRNA sequence .: Start : 28 : Stop : 663 

CCTGACAGTCATGGACATATTGACCCCTCTCTGCGACCCGTCTGGGAACTAGCTTTTCTGGGCAGCTCTT 

ACGTGATGTGGGAGAAGACAACGCGGTTTTTGCACTACTACATGGCACAGCTGAGCGGCGTGAAGCAGTG 

GGAAACAAACGATGGTGCTATT GAT TT TGAT TAT ACTGTTCTACTCCATGAATTCTCAACGCAGGAAATC 

ATTCCCTGTCGCATTCACTTGGTCTGGTCCCCTGGCAAACCACTTACAGTGAAGTACCACTGTCAAGAGC 

TGCTGGCACCAGAAGACGCCTCTGGAACTGAAGAAGGATCAGCTGTGGCACCAACAGAGCTTAGTAATTT 
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CT GAAAAGAAAAGAAAGAT CT GTTTAT ACCAAGTT CTACACAAAATGACCAT ACCGAATAGCCT GAATCA 
TTATTCTAGTAAAATAGCTAAGGCATAGGCTTTTTGATAATTTGGGAAAGACTGTGATTTCAAGTAAATA 
CTCAAAAATTAAAAGATGTTGGGATTTTTGTTTTTCAGTGGGTTTCGCTTCGTTTTAGCTCTGGGTGCAC 
GTGCATACTCAATTCTGTTCTTAACAGTCACCCCACAGGCTCCTCAGGGTTGCGGTCCNTANACGTGCAA 
CCCAGT 

>GBEQ1524 | Acc | BM781118 1 Ver | BM781118 . 1 GI : 19129350 | MLN1_4_C09 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 4 : Stop: 647 

TT ACC AAGTT T AAAT ACG AAGT T T ATCATAACAACAAAATACTACTAATAGAACTACT GT T CCCAACCAT 

GTCCCATACTCCCTCCTCCCCCTGAAATAAAAGTTTTAGTTGTTTTTTCTTTCAGAGGCAGGGGGGATTG 

ATTGGAGAAAAGTAATTGT.TCCATTTAAAATTTTGGTATATGGCATTTTCTAACTTAGGCAGCCACAATG 

TTCTTGACCCATCATGACATTGGGTAGCATTAACTGTAAGTTTTGTGCTTCCAAATCACTTTTGTTTTTA 

AGAATTTCTTGATACTCTTATACCCCGTCTTCAATTTTAATCCTTTATTCTATGTGTCAGGTGCACAGGA 

TTACCTTTTTTAGCCTTCTATCTTGTCACCAGCCATTTCTTCTTGGTGGCCGTGTACTTGGGAAAAGGGC 

CGCATGATCTTTCTGGCTCCACTCAATGTCTAAGGATACCCTGCCTCCTTTGCTTGCATCCCATAAACTA 

TTCCCCTCATCCTACTTACTGCAACAAATCTCTCCTTAGTTGATGAGATTGTGTTTATTTCCCTGTAAAC 

CCTACCTATCCTGAATGGTCTTGTCATTGTCAGCCTTTAAAATCCTTCCTTTTCCTGTCGTCTTTAAATA 

ATGATGGGGCTAAG 

>GBEQ1525 | Acc | BM781115 | Ver | BM781115 . 1 GI : 19129347 | MLNl_4__D09 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 112 : Stop : 608 

ACCTGGTTCTGCTCACTGCGGGTGCCGGGTTGCTGGTCGTGAAGGTTCTGAATCTGCAGAAGCGGCTCTG 

GGCGCTGGAGATGCAGTTCGCCGATGAAACGCCGGCCACTGGGGACAGCCCGTCGTTCTTTTCGTTCCAG 

TCAGCGCACGCCCCACGCCTGGCTGGGGGTGCACCGAGGCTGCAATTCCTGCAGGCCCAGCTCACCGACG 

T CCGTGTCAGACAGGAGCACC TGAAGCAACAGGT GGACAACT TCACTCAGAGCCCAGGCCT CCCAGGACC 

CAAAGGTCCTCCAGGAATCAAGGGAGAGGCAGGCACCCCGGGACGCCAAGGAGAGAAGGGAAGCAAAGGC 

GATGGGGGTCTCACTGGCCCAAAAGGGGAAACAGGAGCCAAGGGAGAAAAAGGAGGCCTGTGTCTCCCAG 

GAAGCAAGGGGGACAGGGGCCTGAAAGGAGACACAGGGTTCATGGGACTCCCCGGAGCCCCGGGGAGTAA 

AGGTGAC 

>GBEQ1526 | Acc | BM781110 I Ver | BM781110 • 1 GI : 19129342 | MLN1_4_D12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop: 660 

GCACGAGGTTTTCCACACGTAAATTTCTGGATGGCAATGAAATGACCTTGGCGGACTGCAACCTGCTCCC 

CAAACTGCACATTGTCAAGGTGGTGGCCAA2VAAATACCGCAACTTTGATATTCCGAAAGGCATGACCGGC 

ATCTGGAGATACTTAACTAATGCTTACAGTCGGGACGAGTTCACCAACACCTGTCCCAGCGATAAGGAGG 

TGGAAATAGCCTACAGTGATGTGGCCAAAAGACTCACCAAGTAAAATATCACCTACAAGACAGATAACTT 

CACGTCTTCCCCTGACTAAGAATACATGCTTTTCCTAACAGACTGCTCCTCTTCCTGTCTGGTAGAAATG 

TTACTTTGCATGAAC ATGCTG T TAT TCCAGGT TAGGATAAGGGATAGACAGGTATAGTAGCTATC T T TAA 

ATATACGCTCCTAAGCAGTATTATTTTAAAATTCTTTTACCCCGCCTACCTCCCCTGCCCCACGTTCTCC 

TCTCCTCTAATTTGGAGACACTCCATCACAAACTTCTCACTTGAGAGGTAGTTTGCCATCTCTCCAGAGC 

CCCCACCATTGTGTTCATCCACTGCGTGAAGATGGCAGAACTTTCAAGGTGCAATGTTTAACTGCTAAAA 

TAGTAACCAGGACTTCATCAGTCAGCCCC 

>GBEQ1527 | Acc \ BM781104 | Ver | BM781104 . 1 GI : 19129336 | MLN1_4_F03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 93 : Stop: 610 

C TATNTGAGAAAGAT T TGTAAACACT TTTCACTGAGATATT TTAAGAACAAAACAGAT TAAT T TGTAAT T 

TTTTTAATGAGTGTACTGTAGGTCTGCCCTGTCTGGAGGCTGTCTACACACTAAATGAAGGGGGACTTTT 

CTTAGATAACTATCATTTTGCAGTTAACCCAAAAAGAAGGAGCTTTCTCTGTTTGCCTGTTTAGAGAGTC 

GTAATCTGGGGATATTACGATAATGTGCGCTCTGTTGAATGGCTCTCTCACTCTCATTTCCAGGGCACCT 

TGGACGTGGGGCTGATCGATTCAGTGTGCGCCTCTGACAGCCCCGACAGGTAAGCTCAGATGTGACTCTT 

AACAAAAGTGATCAGTTCCCCGTGTGCATCCATGGATCCCTATGCTTTTGGGCCACTTCTCTCTTTCCTG 

GGCTGTGGACGATTCTAGGCTGCGTGTTCCCACATGGTCAACCCCAGCCATCCAGCGTCTTCTGTCTTGG 

TACCCAGTTGTACATCTTCTGGAGGTCT 

>GBEQ1528 1 Acc 1 BM781099 1 Ver 1 BM781099 . 1 GI : 19129331 ) MLN1_4_E10 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : l:Stop: 637 

GGCACGAGGGCTCTTTGGCATTTGGTGCTGTGGCAGAATTCTCTTTTGTTATAGATTTGCAAACAAGACT 

TTCCCAACAGACTGAAGCTTCAGCTTTAGCTGCAGCTGCCTCTGTTCAACCTCTTGCAACACAGTGTTTC 

CAACTCTCTAACATGTTTAACCCTCAAACAGAAGAAGAAGTTGGATGGGATACAGAGATTAAGGATGATG 

TGATTGAAGAATGTAATAAACATGGAGGAGTTATTCATATTTATGTTGACAAAAATTCAGCTCAGGGCAA 

TGTGTATGTGAAGTGCCCATCAATTGCTGCAGCTATTGCTGCTGTCAATGCCTTGCATGGCAGGTGGTTT 

GCTGGTAAAATGATAACAGCAGCATATGTACCTCTTCCAACTTATCACAACCTCTTTCCTGATTCTATGA 
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CAGCAACACAACTACTGGTTCCAAGTAGACGATGAAGGAAGATAATAGTCCCTTATGTATATAGCTTTTT 
TTCTTTCTTGAGAATTCATCTTGAGTTATCTTTTATTTAGATAAAAATAAAGAGGCAAGGGTCTACTGTC 
ATTTGTATACTATTCCTGTTACCTTGAAAAAATAAAAATGTTAACAGGAATGCAGTGTGCTCATTCTCCC 
TAACTAG 

>GBEQ1529 | Acc 1 BM781098 | Ver | BM781098 . 1 GI : 19129330 | MLN1_4_E09 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start ; 9 : Stop : 650 

CGGAGCGGAGCGCCAGGTCAGCCATGTCATCCGAGCCGCCTCCACCAGCACAGCCCCCCACCCACCAGGC 

TTCGGTCGGGCTGCTGGACACCCAACAGGCCCGAGATCGCTCCCCGTCCCCTCTTCGGGGCCATGTGGTC 

CCCAGTCCGCTGCCCACTCGCCGGACGAGGACCTTCTCCGCGACGGTGCGGGCTTCACAGGGCCCTGTCT 

ACAAAGGAGTCTGTAAATGCTTCTGTCGATCCAAGGGCCACGGCTTCATCACCCCTGCTGACGGCGGCCC 

GGACATCTTCCTGCACATCTCAGACGTGGAAGGCGAGTACGTGCCGGTGGAAGGCGACGAGGTCACCTAT 

AAGATGTGCTCCATCCCGCCCAAGAACGAGAAGCTGCAGGCCGTGGAGGTGGTCATCACCCACCTGGCGC 

CGGGCACCAAGCACGAGACCTGGTCGGGCCACGTCGTGAGCTCCTAGGAGGGGCCGGAGCACCCCTCCTT 

CCGGCTTGCGGGAGACTCTGGGGGGAGGAGGCGGCAGGACCAACCTGGAGAGGACTTTCCACCGCTTGAG 

ATGGGGCTTCAAAGGGGGGAGCACGGGCCCTTTCAAGTCTCTCCTGCAAGAAGGGGTGTGGGGCAGGCAC 

GCGGGTGCTCTC 

>GBEQ1530 ]Acc|BM781081|Ver IBM781081.1 GI : 19129313 | MLN1__4_H03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 50 : Stop : 535 

TCGCTGAGGAGGGCTGATATTTAAAAAAAAACCTGACTCTTTCCCCTCCCCCCACATAGGGTTTGCCATC 

CCAGTCTCTGAAAGTCCCGTAGTTATTGTTTCCCGTGTTTGGGACAGCGGAGACCCCAAGCCTCCTGCAG 

CCACTGTGTTTGTAAGGCCAACTGATACCAAGGGGGAACTTTTGAAAACCAAGCAAAACAAAAATATAGG 

AAGGGGCC TGT T T TAAAGAATTAGGTTAAAAAATAGATCCAACCAGT T TATACCT TAATTTTAGT GT T TC 

ATCTCCCCTAACAGTCTGGGAGACTCAAGACTCCCACCCAGTCTCCACAGTCTGCAGTAGAAATGATGGC 

CCCTACACCGCTTGTCTGTCTCTCCTATGGGCAAGGGTGTCTTCAGAGCTCTGGGACAGGCATTGTGCTT 

CACTGTGGCCTTATGAGGCAAGTGAAAGATGTTCGAATTTTTCTCTTCCTGTTAAGAGTCTTAATT 

>GBEQ1531 |Acc|BM7810771Ver|BM781077.1 GI : 19129309 | MLN1_4_G10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 1 : Stop : 668 

GGCACGAGTTGGCAGTGTGCCAGGCATTCATCAGTTACGGGATGTAGGTGGAGAAGGCGTTCAGCAAGGC 

T TG T TAAAAC TAC TAG AAGGCACAATAG T C AAT GT T CCAGAAAAGAAT T CCC GC AAG C T ACG T G GAGAG A 

CAGTACAAGTTGATACT^ACAAACATCCTGTTTGTTGCATCTGGTGCTTTTAATGGTTTAGACAGAATCAT 

CAGCAGGAGGAAAAATGAAAAGTATCTTGGATTTGGAACACCGTCTAATCTGGGAAAAGGTAGAAGGGCT 

GCAGCTGCTGCAGACCTTGCCAATAGAAG TGGAGAATCAAATACT CACCAAGACAT T GAAGAAAAAGATC 

GGTTATTGCGTCATGTAGAAGCCAGAGATCTCATTGAATTTGGCATGATTCCTGAGTTTGTGGGACGGCT 

GCCTGTGGTAGTTCCTTTGCATAGCCTAGATGAGAAAACACTTGTACAAATACTAACTGAGCCACGTAAT 

GCTGTTATTCCTCAGTACCAGGCCTTATTCAGCATGGATAAGTGTGAACTGAATGTTACTGAGGATGCTT 

TGAAAGCTATAGCCAGGTTGGCACTAGAACGAAAAACAGGTGCACGAGGCCTCCGGTCCATTATGGAAAA 

GCTGTTACTAGAACCAATGTTTGAAGTCCCTAATTCTG 

>GBEQ1532 | Acc | BM781075 | Ver | BM781075 . 1 GI : 19129307 | MLN1_4JH04 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence Start : 3 : Stop : 583 
CACGAGGAAAAAGAGCAAAAGTCGTGAAAGGAAGCGAAG^AGAAGCAAAGAAAGGAGACGGAGCCGCTCA 
AGGAGTCGAGATCGCAGATTCAGAGGCCGCTACAGAAGTCCTTACAGACGACGATCCCGAAGCAAAAGTC 
CATTCAGAAAAGACAAGAGCCCTGTGAGGGAACCTATTGATAATCTAACTCCTGAGGAAAGAGATGCAAG 
.GACGGTTTTCTGCATGCAGCTGGCTGCAAGAATTCGGCCAAGGGATTTGGAAGAGTTTTTCTCTACAGTA 
GGAAAGGTTCGAGATGTGAGGATGATTTCTGATAGAAATTCAAGACGTTCCAAAGGAATTGCATACGTGG 
AGTTTGTTGATGTTAGCTCAGTGCCTCTAGCAATAGGATTAACTGGCCAACGTGTTTTAGGAGTGCCAAT 
TATAGTACAGGCATCACAGGCGGAAAAAAACAGAGCTGCAGCAATGGCAAACAATTTGCAAAAGGGAAGT 
GCTGGACCTATGAGGCTTTATGTGGGCTCATTACACTTTAACATAACTGAAGATATGCTTCGGGGGATCT 
TTGAGCCCTTTGGAAGGGATG 

>GBEQ1533 | Acc | BM781073 1 Ver ] BM781073 . 1 GI : 19129305 | MLN1_4_H08 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 5 : Stop: 122 
. AGACTGGGTCATTATTGATTGAGCTACGAGGACCAAGGTAATATACTGTTGGATTTGAGGTTGTAACCGT 
TTCTGTGGTGGGAGATCCTGGGCCCCATGGCTTTCAAAGGAAATCGAG 

>GBEQ1534 | Acc | BM781064 1 Ver j BM781064 . 1 GI : 19129296 | MLN1_3_F07 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 59 : Stop : 279 
CTGAGATGATTGAGACGCACGAGGATATCTATGTGGGCTCCATTGAGACTGACCGGGGGGTGCGGGAGCA 
GGTGCGTTTCTATGACACCCGGGGGCTCCGAGATGGGGCCGAGCTGCCCCGGCACTGCTTTTCCTGCACT 
GATGGCTACGTCCTGGTCTACAGCACGGACAGCCTGAGAGTCCTTTCAGCGCGTGGAGCTGCTCAAGAAG 
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GAAATCGACAA 

>GBEQ1535 | Acc | BM7 81051 1 Ver I BM781051 . 1 GI : 19129283 1 MLN1_3_H10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence . : Start : 1 : Stop : 658 

GGCACGAGGAGGAGAACTCCGAAGGTGGACTTCATGTAGATTTAGCCCAGATTATTGAAGCCTGTGATGT 

ATGTCTGAAGGAAGATGACAAAGATGTTGAAAGTGTGATGAACAGCGTGGTATCCCTCCTGTTGATCCTG 

GAACCAGATAAGCAAGAAGCTCTGATTGAAAGCCTGTGTGAAAAGCTGGTCAAGTTTCGGGAAGGTGAAC 

GCCCCTCTCTGAGACTGCAATTGCTAAGCAACCTTTTCCATGGGATGGATAAGAATACTCCTGTGCGATA 

CACAGTCTACTGCAGCCTCATTAAAGTGGCAGCATCTTGTGGGGCCATCCAGTATATTCCAACTGAGCTG 

GAT CAAGTTAGAAAATGGAT T TC TGAC TGGAACCTCACTAC T GAAAAGAAACACACCCTT T T AAGGCT CC 

TTTATGAGGCGCTTGTGGATTGTAAGAAAAGTGATGCCGCTTCAAAAGTCATGGTGGAATTGCTAGGAAG 

TTACACGGAGGACAATGCTTCCCAGGCTCGAGTTGATGCCCACAGGTGTATTGTACGAGCACTGAAAGAT 

CCAAATGCATTTCTTTTTGACCATCTTCTTACTTTGAAACCTGTCAAGTTTTTGGAAGGCGAGCTCATTC 

ATGATCTTTTAACCATTTTCGTGAGTGC 

>GBEQ1536 | Acc 1 BM781050 1 Ver j BM781050 . 1 GI : 1912 9282 | MLN1_3__H08 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 664 

GGCACGAGCTTTGAAGAAATAAAAACAGCCACCGGGATAGAGGACAGTGAGTTGCGAAGAACGTTGCAGT 

CTCTGGCCTGTGGCAAGGCACGAGTTCTGATTAAAAGTCCCAAAGGAAAGGAGGTGGAAGATGGAGACAA 

AT T CAT TT T T AAT GGAG AAT TCAAGCACAAGTTGTT TCGAAT AAAGATCAATCAAATT CAGAT GAAGGAA 

ACAGTTGAAGAACAAGTCAGCACCACTGAGAGAGTGTTTCAGGACCGGCAGTATCAGATTGACGCTGCCA 

TCGTCAGAATTATGAAGATGAGGAAGACGCTTGGTCATAACCTTCTAGTTTCTGAATTGTATAATCAGCT 

G AAAT T TCCAGT AAAGCCT GGAGACT T GAAAAAGAGAATTGAAT CTCTTATAGACAGAGACTATAT GGAG 

AGAGACAAAGACAATCCAAACCAGTACCACTACGTGGCCTGAGGCTCAGCCGGCTGTTGCTCAGTGAGAC 

GCGAGAATGTACCTTCCGAGCCGCGGAGCCCCGCTGCACTGCTTCCAGGACTTTCTGGACTGAGCAGCCT 

GGATGCTCTTGGATTAGGACAGGAGACGACTCCTGCACCCCGCTCTCGGGCTCCAGGATTTGCAAAAGGC 

ACATGTATCTTTTTTCCTCCAGTTCTTCCTCTTG 

>GBEQ1537 | Acc I BM781045 | Ver | BM781045 . 1 GI : 19129277 | MLN1_3_A03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 12 : Stop : 593 

AGATGTCATGTTTACTTCCACATGAAGTTTTAGGACGTGCTATCTTGTAATTCAACTTCAACTCTATGTT 

CTGTTACAGTTCTGTAAGATTAACCTGGATTTCAGAAATTAAAAAAAATAGCATGGAATGTTGAGTTTGC 

AACATTCAGAGAGTTTCTTTTGAAAAGAAAAAGTTTCTGCTCTTTTTATAGAAAATCATTTTAATCTCCT 

GAGGT C TCATACT AGCAAAT T CT AAAAAAT AT AAT T AT TCT AATCACTGATTTAAGATATTAAGCAAAAT 

T TAAAGCACT T TAGT T TAGAGCTATAGT TATAAACAGT T T TTAGAAGT T TCAAATGAT T TATCC AT TGAA 

TGTGACTCGACCTTTTTAAGAAAGCCCTGCTACCTGAAAACAAATCCTTATGTATTTTCTACACCTTTGG 

TTTGTATATTTCTAAATGGGTTCACTTCCTAGGTGGTATTTGAGAGCCAACAATGCAAGTAAATGAGTAC 

TACCTCAAAAATGTACTTGGAAAACTTGGGAGTGGGAGTCTCACTCTTGCCTAGTGAAAGCACTTTGACT 

T AACAG C T GGAAC AC AGAAT T C 

>GBEQ1538 1 Acc | BM781043 1 Ver | BM781043 . 1 GI : 19129275 j MLN1J3_A0 9 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start :1: Stop: 665 

GGCACGAGCTCATCTGCAAGAACATGAGTCACCTGTGGTTCTTCCTCTTTCTGGTGGCCGCTCCTACATG 

TGTCCTGTCCCAGGTGCAACTGAAGGAGTCAGGACCTGGCCTGGTGAAGCCCTCGCAGACCCTCTCCCTC 

ACCTGCACTGTCTCTGGATTAAGTTTGAGCAGTAATACTGTAGGCTGGGTCCGCCAGGCTCCAGGAAAAG 

GAATGGAATATGTCGGTAATATACCTAGTAGTGGAGATGCAAACTACAACCCGGCCCTGAAGTCCCGAGC 

CAGCATCACCAAGGACACCTCAAAGAGCCAAG T T TATCTGACGC TGAACAGCC TGACAAGCGAGGACACG 

GCCGTCTATTACTGTGCAGGAGGCTCCGGTTCGAAGACTGGTTACTACGGTAAATTGTATAACGCTGAAC 

CCATCTACTGGGGCCAGGGCACCCTGGTCACCGTCTCCTCAGCCTCCACCACCGCCCCGAAGGTCTTCGC 

GCTGGCCCCCGGCTGTGGGACCACATCTGACTCCACGGTGGCCCTGGGCTGCCTTGTCTCCGGATACTTC 

CCCGAGCCAGTGAAGGTGTCCTGGAACTCGGGCTCCCTGACCAGTGGCGTGCACACCTTCCCTTCCGTCC 

TGCAGTCCTCAGGGTTCTACTCCCTCAGCAGCATG 

>GBEQ1539 | Acc | BM781042 | Ver | BM781042 . 1 GI : 19129274 | MLN1__3_A07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 4 : Stop : 650 

ACGAGGAATGTCTTTGTTTTACGCTGAGGCAACCCCAATGCTGAAAACCTTAAGTGATGCCACGACAAAA 

TTTGTCTCCGAGAATAAAAATTTACCGATAGAAAATACCACAGATTGTCTAAGCACCATGGCTAGTGTAT 

GCAGAGTCATGCTTGAAACACCGGAATACAGAAGCAGATT TACAAATGAAGAGACAGTGTCAT T CTGCT T 

GAGGGTAATGGTGGGTGTCATAATACTCTATGACCATGTACATCCAGTGGGAGCATTTGCCAAAACTTCA 

AAAATTGATATGAAAGGTTGTATCAAAGTTCTTAAGGACCAACCTCCTAATAGTGTAGAAGGTCTTCTCA 

ATGCTCTCAGGTACACGACAAAACATTTGAATGATGAGACTACCTCCAAGCAAATTAAATCTATGCTGCA 

ATAACAGTTCTGGAACAAGCACCTGCTGTAGACAAAGACAGTATTCTGCAGTGACTGGGAATGCACAGTT 
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TTTAGTGATTGCAATTCCTCTCTCATTTACTCTTGCTTTGTATTTCTGTCCTCTGTTCCTCCTCCCTCTT 
TTTTAATCATGTTCTTGTTCTTAAGACTTCTTTTCTGTGCCAAAATCAGTAFlAGTTATACTCTGAAGGGA 
CATTGTCCTTTCAAACA 

>GBEQ1540 lAcclBM781030]Ver)BM781030.1 GI:19129262| MLN 1_3_B 1 2 . g 1__A0 0 5 Mesenteric lymph 
node (MLN1) Equus caballus cDNA mRNA sequence Start : 29 : Stop: 657 
GGAAAAAAACGCTATCTTAAGTGCTTTTTCTTTATTTACAAGACCTTTCTCCCAGCTGTGGCATCTTTGA 
AATATTAGAGTGTTTCTGCCACAAAGCAAAAGCTCCATTCATAGCCGTCATTGAAGGTTATTTATTAACG 

tatgtaatggtagaggattactagttagagagtaggatttgacttggtcctgaggccgcagaatctctct 
catggtttcttagtggacatacccgatgcttttaagaactacaaccattcaataaagaaagagatgtttt 
tgaaactagagaagattttaaaacaacgctgctgtcctaaagaaatcctgtttaaaagaattttaaagag 
atagattttactatatcaaagaacatacatgtatttgcctaaacattctatacctttgtaatgataaaac 
ttctcccctttgtggtgaagcttactcctattaagcctgtgttgagaatttttttttttggtctgataat 
gaatttgtgaactctatctttggtatatcttttattaaactgcactgttttgtttagtcaaggtaaataa 
gtaattatgtgtttgaataacttggcgtgtcttgagtgttgtgacatgaaaagcattgtggtctttcta 

>GBEQ1541 !Acc(BM781029|Ver IBM781029.1 GI : 19129261 1 MLN1_3JB11 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 82 : Stop: 645 
CACAGACAACATGAGCATCGTGGGGCTCACCATCGACTACGGGCCCTTCGGCTTCCTGGACAGGTACGAT 
CCCGACCACGTGTGCAATGCCTCTGACAACGCGGGGCGCTACACGTACAGCAAACAGCCTGAGGTGTGCA 
AATGGAACCTGCAGAAGCTGGCCGAGGCCCTGGAGCCCGAGCTGCCCCGAGAGCTGGGTGAGGCCATCCT 
GGCCGAAGAGTTTGACGCCGAGTTCCACAGGCACTATCTGCAGAAGATGCGCAGGAAGCTGGGCCTGGTG 
CAGGCCGAGCAGGAGGAGGATGCAGTGCTGGTGGCCAAGCTGCTGGAGACCATGCACCTGACCGGTGCTG • 
-ACTTCACCAACACCTTCTACTTGCTGAGCTCCTTCCCAGCTGGGCCAGAGTCTCTGGGCCTGACCGAGTT 
CCTGGCTGCGCTGACCACACAGTGTGCCTCCCTGGAGGAACTGAGACTCGCCTTCCGACCCCAGATGGAT 
CCCCGGCAGCTCTCGATGATGTTGATGCTGGCACAGTCGAACCCGCAGCTCTTCGCGCTCATTGGTACCC 
GGGC 

>GBEQ1542 | Acc | BM781028 | Ver | BM781028 . 1 GI : 19129260 | MLN1_3_B10 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 655 

GCACGAGCTAATTAAAATCATCAATCACTCTTTTATTGACCTACCAGCCCCCTCAAACATTTCATCATGA 

TGAAACTTCGGCTCCCTCCTAGGAATCTGCCTAATCCTCCAAATCTTAACAGGCCTATTCCTAGCCATAC 

ACTACACATCAGACACGACAACTGCCTTCTCATCCGTCACTCACATCTGCCGAGACGTTAACTACGGATG 

AATTATTCGCTACCTCCATGCCAACGGAGCATCAATATTTTTTATCTGCCTCTTCATTCACGTAGGACGC 

GGCCTCTACTACGGCTCTTACACATTCCTAGAGACATGAAACATTGGAATCATCCTACTTTTCACAGTCA 

TAGCTACAGCATTCATGGGCTATGTCCTACCATGAGGCCAAATATCCTTTTGAGGAGCAACAGTCATCAC 

GAACCTCCTATCAGGAATTCCCTACATCGGTACTACCCTCGTCGAGTGAATCTGAGGTGGATTCTCAGTA 

GACAAAGCCACCCTTACCCGATTTTTTGCTTTCCACTTCATCCTACCCTTCATCATCACAGCCCTGGTAG 

TCGTACAT TTACTAT T TC T T CACGAAACAGGATCT AATAACCCCT CAGGAAT CCCAT CCGATATGGACAA 

AATCCCATTCCACCCATATTATAC 

>GBEQ1543 | Acc | BM781027 j Ver | BM781027 . 1 GI : 1912925 9 | MLN1_3_B09 - gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 630 

GGACCCAAGGGAACCCAGGAGGCAAGCCACACAGATGCTAAAACTGCAGGATCTGGTGATCCCCTGGGCT 

CCAGAGAATCTAACACT TCACAACCT GAGTGAATCCCAGT TAGAACT GAGATGGAGCAGCAGATACTCGG 

ACCATTGTTTGGAGCACCTGGTGCAGTACCGGAGTGACCGGGACCGCAGCTGGACTGAACAATCAGTGGG . 

CCACAGACCTAGCTTCTCTCTGCCTAGCGTGGATGCACAGAAACTCTACACGTTCCGTGTTCGGAGCCGC 

TATAACCCACTCTGTGGAAGTGCTCAGCATTGGAGTGAATGGAGCCACCCGGTCCACTGGGGCAGCAGTA 

CTTCAAAGGAGAGTCCTTCATTGTTTGCGTTGGAAGCTGTGCTTATCCCCGTCGGGTCCATGGGATTGAT 

TATTGGCCTCATCTGTGTGTACTGCTTGCTTGAGCGGATGATGCCCCGAATTCCTACCCTCAAGAACCTA 

GAGGATCTGGTTACTGAATACCATGGGAACTTTTCGGCCTGGAGTGGTGTGTCTAAGGGATTGGCGGANA 

GTCTGCGGCCAGACTACAGTGAACGGCTCTGCCACGTCAGTGAAATTCCCCCAAAAGGAGGGGCTCTA 

>GBEQ1544 | Acc | BM781023 | Ver | BM781023 . 1 GI : 19129255 | MLN1_3_C0 8 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 2 : Stop : 643 

GCACGAGATCAAGGACAAGCCGGAGTGATGGGTCTTCCAGGCCCTCCGGGCGCGGCAGGATCCCCAGGTG 

CCAAGGGTGAGCCTGGCAGCGCTGGCCCCCCTGGGCTCACAGGACCACCAGGGATAGTCGGAAGTCCAGG 

AGCCCCAGGCAT GAAAGGAAGCAAGGGAGACACAGGACTT CAAGGACAGAAAGGAACAAAAGGAGAATCA 

GGAGTTCCAGGAACCGCAGGCGTGAAGGGAGAAAAGGGAAGCACAGGCCTGGCAGGCCCCAAGGGTGCCC 

CTGGACCAGGTGGCCAAAAGGGAGACCAAGGAGCGAAAGGATCTTCTGGGGTACCAGGAGTAAAGGGAGA 

AAAAGGTCA2^AAAGGTGACTCCATGTTAGCGGTCAGGATCATTGGCTCTAGCAACCGAGGCCGGGCTGAA 

GTTTTCTATAACGGTTCCTGGGGAACAATCTGTGATGACGGCTGGGATAATTCGGATGCCACTGTCTTCT 
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GCCGCATGCTGGGTTACTCTACTGGAACGGCCATTACCAGTTTTGGAGGTGGCACTGGGGAGATCTGGCT 
GGACGATGTTGCCTGCCGAGGGTCAGAGCACACCCTGTGGAGCTGCAACAAGAGCAGCTGGGGCTCTCAC 
AACTGCAACCAC 

>GBEQ1545 | Acc ! BM781021 1 Ver \ BM781021 . 1 GI : 1912 9253 I MLN1_3_C0 6 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 20 : Stop: 654 

TTCTTCCTCTTTCTGGTGGCCGCTCCTACATGTGTCCTGTCCCAGGTTGAACTGAAGGAGTCAGGGCCTG 

GCCAGGTGAAGCCCTCGGAGACCCTCTCCCTCACCTGTACTGTCTCTGAATATTCGCTGAATAGTTATGG 

TGTGGGCTGGGTCCGCCAGGCTCCAGGAAAAGGCCTGGAATTTGTTGGAGCAATTCGAGATAGTGGACGT 

GTAAATTATAATCCAGCCCTGAAGTCCCGAGCCACGATCACCAGGGACACTTCAAAATGGCAAGTTTATC 

TGGCGCTAGACAGCGTGACTGAGGAGGACACGGCCGTCTATTATTGTGTAGGAGAACACCCGATATTCTA 

TGACGGTGATTATTTGAAGGAATACTGGGGCCAGGGCACTCTGGTCATCGTCTCCTCAGAGAGCCCTAAG 

GCCCCAGACGTCTTCCCGCTGAGCATCTGTGGGAACACACCTGACCCCAAGGTGCCCGTGGGCTGCCTGG 

TCTCCAACTACTTCCCAGAGCCAGTGACTGTGTCCTGG7\ACTGTGATGCCCTGAAAGGCGACATACACAC 

CTTTCCGTTGGACCTGAGCAACTCGGCTCACCACTCCCTCAGCAGCATGATGGCTGTGCCTAGGAGCAGC 

TTGAA 

>GBEQ1546 | Acc | BM781019 | Ver | BM781019.. 1 GI : 19129251 j MLN1_J3_C0 4 . gl__A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 80 : Stop : 592 

CCATGGTTGAGCGAATCAAAAGGCACCTAAAACTGTCTCATGTCCGCCTTGCTCTTGGTGTGGGGAGAAC 

CTTAGAGTCCCAGGTCAAAGTCGTGGCCCTGTGCGCTGGTTCTGGGAGCAGAGTCCTGCAGGGGGCGGAG 

GCCGACCTTTACCTCACAGGTGAGATGTCCCATCACGATATTCTGGATGCTGCTTCCCAGGGAATAAATG 

TCATCCTCTGTGAACACAGCAACACTGAACGAGGCTTTCTTTCTGATCTTCGAGATATGCTGGGTGCTCA 

C T TGGAGAAGAAGAT TAATAT TATCCT GT CAGAGACAGACAGGGACCCTCTT CATG TGGT ATAAT GCATA 

CAGGAACAACAGGATGACACAGTCCGCANAT TGAT T GGCACCCAGCT CGAATGCATAATATGAAT CAGTG 

GAGTTGGTTTGGTGTCCTTCGGAAGAATGTCTTAGAATGTACATTATCACGGCCGGCCCCATGGCCGAGT 

GGTCAAGTTTGCACGTTCTGCTT 

>GBEQ1547 | Acc | BM781018 | Ver j BM781018 . 1 GI:19129250| MLN1_3_C1 1 . gl__A0 0 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 64 : Stop : 671 

AAT TACTGAGAAAAAAACAGTAAAGCTTTTCGAT TAATTAAAAT T TACAT GAGT AAT ACCGTAATT GTAG 

AAAC TAAT GCT TTAAAGAGAGAAACAAAGACAT T T T GTGCCT T T GACAAAT TAAATCATGT GGT GGAAGA 

ATGTTTCTTAATTAAGCACTTTACTAGTGAGAAAGATCTCACAATTACTTTATACCAAATCAGGTACTGT 

ATTTCCACTTATTAAAACACAACCTTCTGTTTATAAACTATAGTTTCCAGTGGAGAATTGCTGTCCCAGG 

AGAATTAAGCTTTTGAGTTCTTTAGCAGCTTCCAACATGTAATGTATACCTGGTAGTAAGGTTCTTTGCA 

TATTTTGTGTTGTGTATTACTCTGACTCTTTAGAGATTATAGAATTCCTTCAAAAGTTAGAGAAAAAGAG 

AGATTAAGTTGAGTCTTACTTAGTAATTTTGTCTTTGTGGGCAAATATGTACTAACTCCTGATTTTGTTA 

ATTTTATAACATAGGTTGAATTGTAGAGTGGGGTTTTTATAAGTTATGGAGGATAAAATGGGTGGGGAGG 

AAATGGCACAGCGTCTGAAGGAAGACGACGTGGTGGTCTCTAGCACTC 

>GBEQ1548 | Acc | BM781017 | Ver |BM781017 . 1 GI : 1 912924 9 [ MLN1_3_D06 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 9 : Stop : 658 

GTCACCTGTGGTTCTTCCTCTTTCTGGTGGCCGCTCCTACATGTGTCCTGTCCCAGGTGCAACTGAAGGA 

GTCAGGACCTGGCCTGGTGAAGCCCTCGCAGACCCTCTCCCTCACCTGCACTGTCTCTGGATTAACTTTG 

AGCAGTAATCCTGTAGGCTGGGTCCGCCAGGCTCCAGGAAAAGGGCTGGAATATGTTGGTGGTATAGATA 

GTAGTGGAAGTGCAGACTACAACCCAGCCCTGAAGTCCCGAGCCAGCATCACCAAGGACACCTCAAAGAG 

CCAAGTTTATCTGACGCTGAACAGCCTGACAAGCGAGGACACGGCCGTCTATTACTGTGCTGCAGGAGCC 

CTGGACTACCAGTACTTTTTTTACGTGGGGAATTCGTACTACTGGGGCCAGGGCATCCTGGTCACCGTCT 

CCTCAGCCTCCACCACCGCCCCGAAGGTCTTCGCGCTGGCCCCCGGCTGTGGGACCACATCTGACTCCAC 

GGTGGCCCTGGGCTGCCTTGTCTCCGGATACTTCCCCGAGCCAGTGAAGGTGTCCTGGAACTCGGGCTCC 

CTGACCAGTGGCGTGCACACCTTCCCTTCCGTCCTGCAGTCCTCAGGGTTCTACTCCCTCAGCAGCATGG 

TGACCGTGCCTGCCAGCACC 

>GBEQ1549 | Acc | BM781016 | Ver | BM781016. 1 GI : 19129248 |MLN1_3_D0 5 . gl_A0 05 Mesenteric lymph 

node (MIiNl) Equus caballus cDNA , mRNA sequence .: Start : 32 : Stop: 671 

GTGTGTGCCCAAAAGGAACAGAGGCTAGAACTGTCACCTGGGGTCTTACAGAGAGGCAGGTCCCCTGGTC 

CCTGGGGAACCTCACGTCTCCCAGAAGCCAAGAGAAGCCACGTGGAGACTTGACCTTGCATCTTCTCTAT 

CCACACCATGACAAAGGGTACCCATCCCTGGTGTCTGATCAGTACAGGACATCACGCAATGTTGACTCAT 

GATGCGATCAGGCAACATTTCAGAAGAACCCTGTGTGTGTGTGTGTGTGTGCTTGTCGTGTTTGTGGGAA 

AGACAGACACTCTCTCACAAGGAAGTACACGAGGACCATTCTCCAACAAACCGTCCAGATGGTCACACGC 

T GAGGCC AT TAGAGAGAACTT T GGAACAAAAGAAGCCTGAGAAGATGACCCAAAAGCGGT GGCCT GGCAG 

AAGGTCCTGGTTTGCAAATTGGTCCCCTGCATTGACCTTTTTTAACCAATCCCTAAAGAGATCTTTGGTA 
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CGCAGCTCCTGTCTTTTTAAGGGAACTCAGTGACACTAAACATTAACCTTCCTTATTAGCCCGGAATCAG 
GAGATCCTTTTGGCCTGCCAGTACCCAGACCACATGTGCAGAGATTGGATGGCCTCCGTCCTTCTATAGA 
GGGCAAGGCA 

>GBEQ1550 !Acc[BM781010|Ver|BM781010.1 GI : 19129242 | MLN1_3_D12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop : 656 

GCTCATCTGCAAGAACATGAATCACCTGTGGTTGTTCCTCTTTCTGGTGGCCGCTCCTACATGTGTCCTG 

TCCCAGGTGCAACTGAAGGAGTCAGGGCCTGGCCTGGTGCAGCCCTCGCAGACCCTCTCCCTCACCTGTG 

ATGTCTCTGGATTCAATTTGTGGGAGGAGGCTGTAGGCTGGGTCCGCCAGGCTCCAGGGAAAGGGTTTAC 

TGTGATTGGAGGGATATGGGAGGACAATGTGGTGAACTACAATCCAGCCCTGAAGTCCCGAGCCAGCATC 

ACCAAGGACGCCTCAAAGAGCCAAGTGTATCTGACGCTGAACAGCCTGGCAGAAGAGGACACGGCCGTCT 

ATTACTGTGCCAAATTCAAAGGCACAGATGTCTATAGTTTCGGTAACTACTGGTCGCTGTATGGCTCCGT 

GGATCACTGGGGCCAGGGCACCCTGGTCACCGTCTCCTCAGCCTCCACCACCGCCCCGAAGGTCTTCGCG 

CTGGCCCCCGGCTGTGGGACCACATCTGACTCCACGGTGGCCCTGGGCTGCCTTGTCTCCGGATACTTCC 

CCGAGCCAGTGAAGGTGTCCTGGAACTCGGGCTCCCTGACCAGTGGCGTGCACACCTTCCCTTCCGTCCT 

GCAGTCCTCAGGGTTCTAC 

>GBEQ1551 |Acc|BM780999|Ver|BM780999.1 GI : 19129231 | MLN1_2_B02 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 66 : Stop : 658 

CAGTGCCCTCCCTGGGGAGCTCTGACAGGCAGGCCCATTAATTTGAGTTGCTTACCTACTGTAGTTATTT 

CTGTTAAGGATTACTTCTTAGGTACCTGAACGGCCTCCAACATCTGACCCTTGCCACTGTACACGTGATC 

TGTGATGGTGAGAAAAGAGCAGCTGTGTTCACAGTGAAACGTTGATGAAAGTGTGTCTAGGTTAGGCTGT 

TTCAGTAGACGT.TGGAGTTATTTGTTGGCAATAACCACACTTTTTAGTTATTTGTTAGCATTAAGCGAAA 

TTGTTTTCCAAACTGTTTTCATTCTATGATGAGGCCGAGCAACTCTGTCCAACAGATTTTAGTTTTGCTT 

GGAAACCGCAAGGTAGT CCCAGAATAT T T TAGAGGAAT T GATAT TGAT GGCAAAAGAAAATTTGCAGCTA 

TACATTTGCTTGTTACAGTTCATTTTCTCTAAAACCTTATTTTTGGTGATCTAAATAAAGCATTTCCTGT 

CTTGTTTGAGATTTTACAGCTGTACTTTGTTGTGTAATGTTATGGTTCCCTTTCTGTAAACCTTATTTNT 

GGTGATCTAAATAAAGAATTGCCCATCTCGTTG 

>GBEQ1552 | Acc | BM780993 | Ver | BM780993 . 1 GI : 19129225 | MLN1_2_B04 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 53 : Stop : 5 98 

GGCAGCCAGACCAACCTCGATCTGCGCGCTACATCCTGAAGGATTATGTCAATGGTAAACTTCTGTACTG 

TCATCCTCCTCCTGGAAGAGATCCAGTGACCTTTCAGCATCAACACCAGCGATTCCTAGAGAACAGAATG 

AATGGTGGTGAAGTCAAAGTGCAGCCAGGTGGAAATAGAAAAGCAAAACAGATTGAAAATGTAGTTGACA 

AAACTTTTTTCCATCAGGAAAACGTGAGAGCTTAGACCAAAGGAGTCCAGGCTGTGATGGGCTACAAGCC 

TGGCAGTGGCCTGGTCACTGCAACTACCGTGAGCTCTGAGAGCGGGGCTGGGAAGCCCTGGAAAAAACAT 

GGTAACAGAAATAAAAAAGAGAAAAGTCGTAGACTCTACAAGCACCTGGATATGTGAACTTGGGCTGCAG 

CAGAAATGGCATCTGCCTTGTGCATCCAGACAAGAACAGAAGCTGCTCGTTGCCTGTGGTGCTGTAGAGT 

GGACCCTGCCCTTGAGGCACCCAGCCACTCCCAGCAGTCAGTATCAAAACCGAGGG 

>GBEQ1553 | Acc 1 BM780975 | Ver | BM780975 . 1 GI : 19129207 | MLN1_2_D0 9 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 11 : Stop : 609 

CCACCCTGGGCATCCAGGAGAAGTACCTGGCACCCTCAGATCAGTCAGTGGAGCAGGAAGCCATGCAGCT 

GTAGCAACAAGCTGGGTTGTGGAAAACAAGACACATAACCCAGCACTGGGGAAAGTGGCAGCTCCCAGCG 

AGCAGCAGACAGCTCAGCATGCTGCAGATCCGAGAGCACTCAGCCTTGCAGAGGACTTCTGGCCAAAAGC 

CAGACATGGCCCAGAGCAGAGTGCCCTCTACACCCTCAGTGCTCATGAGCTCTGGGCACTGCTGCCAGGA 

ATTCAGCACTGGCCCTGCTTGGGCTCTGATGGAATGTGCTACAATACAAGAGTTTATTTTCTACTTTTTG 

TGGCTTCCAAACTTTCTTCAACCATCCACGCCCAGAGAGTTGGGGCAGAACAAGGAAATGTGACCTTCCC 

TCAGAAGAATCCTATTTCTTCATACAGGGCAGTGTTTCCCTCANAGCACAAGATCATACTAGAGGACTGA 

CAGACTCTCAGTCTCCAGTCATGTGCTTTTGTTGATCTTCACTTTTAACAGTGAGCTTCAAGCCTGAGCT 

TTCACAGGCAATCCTTCCTAGCTAGATCTTAATGTTCTG 

>GBEQ1554 | Acc [ BM780973 | Ver | BM780973 . 1 GI : 19129205 j MLN1_2_E0 9 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop: 650 

GCAGACATCATTTTACTTTGGATATATGGCGGTATTTAGCACAGCCTTGGGGATAATGTGTGGAGCAATT 

GG T T AC AT GG GAACAAG T GCC T T T GT C CGAAAAAT C T AT AC T AAT G T GAAAAT T G AC T AGAGAC C CAAGA 

AAACCTGGAACTTCGGATCAACTTCTCTTTCATAGGGGTGGAACTTGCACATCAAACAAAGCGCAAGAAG 

AGATTTGGGCTTTAACACTGGGTACTTTGTGGGTCTCTCTTTCGTGGATGACTTAGAGTAACATCTGTTT 

CCATTGATCCTAGGATCTTACTGACTGCTTTCTCCAACTGTTCACAGCAAATGCTTGGATTTTATGCAGT 

AGGCAT TACTACAGTACAT GGCTAATCTT CCCAAAAACTAGCT CAT T AAAGAT GAAATAGACCAGCT CTC 

TTCAGTGAAGAGGACGAATAGTT TAT T TAAAGCAT TTGTTCTAATAAAATAAATAGAGGGAAAC T TGGAT 

GCTAAAATTACATGAATAGAAATCTTCCTGGCACTTAGTGTTTCTACGTTATTGAAAAATGATGTTCCAG 



808 



WO 2005/067649 



PCT/US2005/000517 



AAAGATTACATTTTTCTCTTATTTTTACTGCCATCATCACCTATTGTGGGACATTTTTATATATTGAATC 
TGGGATCTTTTTT 

>GBEQ1555 ) Acc | BM780972 | Ver | BM780972. 1 GI : 19129204 I MLN1_2__E08 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 25 : Stop: 565 

ATATTTCTACAACGACACTGTGACATTCAAGTGTGATCATGGATTTACTTTGAAGGGCAGCAGTCAGATT 

CGTTGCAAAGCCAATAACACCTGGGATCCTGAAATACCAGTTTGTGAAAAAGAAGCACCGTGTCAGCCGG 

TGAGACACCAAGAGCTTCCACTTGATTCGCACGTGGTACAAGTTAATACATCCTGCAAAGATGGGTACCA 

GTTGACTGGACATGCTTATCGGAAGTGTCAATATGCTGAGAATGGGGTTTGGTTCCAAAAGATTCCACTT 

TGTAAAGTTATTCAGTGTCAACCTCCGCCAGTGATTGACAATGGGATGCTCACATGTGTGATGGCACGAC 

ACTTTCTATATGGAAATGAAGTCTCTTACGCATGTGACCAAGGATTCTATCTTCTGGGACAGAAAAGCAT 

ACGATGCATAAGTGATTCTAAAGGACATGGATCTTGGAGTGGACCTCCCCCACAGTGCTTAGAATCTTCT 

C C T GT G AC T C AC T G C C C T AAC C C AG AAG T CAT AC AT GG AT AC AAG C T AC AT 

>GBEQ1556 | Acc | BM780967 [ Ver | BM780967 . 1 GI : 19129199 | MLN1__2_E02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop: 471 

GGCACGAGGGATTCTCTAACCAAGGACATGTTTGATAGAATTGGTCTAGGCTTGTTACCACAAAATTAGT 

TTGCATCTTGGTTATTAAACAGTATCTGGGACTGGTTTGGGCAGAATATTACAGCGTTTCAACTTATTTT 

GTTGCCAATTATTGTTTACCAAGTATAATGTTGCTGTTTAGCAATATGCTTGGTTTTAAAGAAATTGTCC 

TGAACTTGGGAAAAAAAGTGTCCTCTTAATTTTACTTCCCTTAAGCCTAAATGCCTGGACATAGCTATTG 

TGACACCTTTAAATAAATCTGTTTTGAATGTTTTTTGAGCCCACAACAAATAATGTTTTAAAGTTATCCC 

CTTGCTACTTTACTGATACCTTTATCATTCCTGGGACAGTCTGCTGATTTTAAAACATGTAGCATTCCAT 

TTGTATTTATTTTTCTCCCTTGCCAAAAAGATTTTCTAGTACTGCTTGAAC 

>GBEQ1557 | Acc | BM780965 | Ver | BM780965 . 1 GI : 19129197 | MLN1_2_F03 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 14 : Stop: 138 
CCCTGCAGCCAGCAAGAGTGACCCGCTGGGGAGGGATGATCTCGACCCCACATGCTGTACTCCAGGCGGT 
AATCGAGCGCTCCCTGGTGGAGAGTGGCTGTCCTGCCTCTATCGTCAACTAGCTG 

>GBEQ1558 1 Acc | BM780964 1 Ver 1 BM780964 . 1 GI : 19129196 1 MLN1_2_F01 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 49 : Stop : 64 7 

AGAGAGTATCCTTGGGGCCAAAGTATTCTTCTTCAAAGCACTGCTACTCACTGGAGACTTCTCCGAGGCT 

GGGAAGAAAGACCGCCATGTGTGGGTCAGCAAGGAGGAGCTGGGTGACTATTTGAAACCAAAATACCTGG 

CCCAGGTTAGGAGATTTCTCTTGGACCTCTGATGGACTGAGCTGCCTGTGGACAACGCTCGGACAGGTCT 

GCAACTGGGGCCTCAAGGACGTTTTGTGGTTCCCCCATCTTTGTAGGGAGTATCAAGCAGCAGACTACAT 

TCTGAGAAATAAACGGGTTTGTCCTTGTGTATTCTCGGCTGATCGGCCCTTCGAGGACCACTGACTTCTC 

CTGGTGGGGAGAGAGCCGTCTCTCAGGGGGTCTTTCCCTTTCTTCCCAAGCTGATAATTGAGTATTGCAT 

TACTTTATAGTGAATCAGCTGATTTCCTGGGTCCAGGAAGAAAAAACAGAAGAGAATCAGTCAAGCTTCT 

AAAAGCCTGGAGTTTTGTGAGAGCTTCTATCCCTGTGGGGAAAAAATAGTTTTGTGTAGTTTCTTAGCCG 

TTTTCTGTTTTCTTTTCCCTCCCTTCCTACTTCATATGA 

>GBEQ1559 | Acc | BM780959 | Ver | BM780959 . 1 GI : 19129191 1 MLN1_2_G09 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop : 5 92 

AAGAAAGACCTACATATGGAAAGGGTGATCAGTTATGAAGAAGGGAAAGCATTAGCGGAATCTTGGAATG 

CAGCTTT T T TGGAAT CT TCTGCT AAAGAAAAT CAGACT GCTGT T GATGT T T T TAGAAGGATAAT T T TGGA 

GGCAGAGAAAATTGATGGGGCTGCTTCCCAAGGGAAGTCTTCCTGCTCAGTGATGTAGCTCTGCAGAGCC 

TGTCCACTGAAGGAGCAGGCTGCCCGGCGTCCTTCCCGGTAGACTCGGCTGCATTTCTCTTCTGTTAACC 

TGAAAGATTTCATTTGGGTCAGAGCGCTTTCCCGCCGTCCCCTCCAACCCCTTCAGATTATGTTAAACTC 

TGACTCTGTCCAAATGAGTTCACTTCCATTTTCAAATTTTAAGCAATCATATTTTCAATTTATATATTGT 

ATTTCTTAATAATATTATGACCAAGAATTTTATTGGCATTAATTTTTCAGTGTAGTTTGTTGTTTAAAAT 

AATGTAATCATCAAAATGATACATATTGTTACACTACTATTAACTAGGCTTGGATATATCAGTGTTTATT 

TCATTGTGTTCAATGTATCTCGTGC 

>GBEQ1560 |AcclBM780957 [ Ver ) BM780957 . 1 GI : 1912918 9 | MLN1_2_G05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 137 : Stop : 277 

CAACTTCCGCCAGTTGTTGCTTAAAAGATGTCGGACTGAATATGAAGTTAAAGATCAAGCAGCTA7VAGGG 

GATGAAGTGACTCGAAAACGATTCCATGCATTTGTACTCTTTCTGGGAGAACTTTATCTTAACCTGGAGA 

T 

>GBEQ1561 |Acc|BM780948 | Ver | BM780948 . 1 GI : 19129180 1 MLN1_2_H11 . gl__A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 190 : Stop : 594 
TCTGAAAACAGGAGTGGTTCGCTGCTGTGTGGGGCAATGCAACAATGCCATCCCCGTGGACACCGTGCTC 
ACCAT GAGGAAGCT CCCCATCACT TATAGCAACAGGAAGGAAAACAAGGGT GGGTACCT CTGCCACT CCT 
GTGTGGAGCAGCGCATCGGGCCCCTGGTCTTCTTGACCGCCTCCCCGGAGCATGTGCGCTCGATGGAACG 
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CACCGTCTAGGACCTCGTGCTGCCCAGACACGAAGACCTGCTTTTCCTTGTCTTCTGAGAGCCGAGAGGC 
ACAtCCTCCACGGCACAGAATGCCTTGTGTGGACCAGTTACTTGAACAAAGCCAGTGTCGGGTGGTGTTC 
TCACTGACCTGAGACTCTGAATTCACTCTCAGAGCGTTTTTGAGGAAGACGAAGC 

>GBEQ1562 | Acc ! BM780934 | Ver | BM780934 . 1 GI : 19129166 | MLN1_1_B04 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 14 : Stop : 423 
TTTCATTTTGTATTCTGTCACCAACTGAAGTGGCTAAAGAGCTTTGCGATATACAGGTTCACATCCTACC 
CCTTTGCACTTGTGGCAACAGATAAGTTTGCAGTTGGCTAAGAGGAGTTTCTAAGAGATTTTGCTACATT 
CTAATGCATGTATTCGGGTTAGGGGAATGGAGAGAATGCTCAGAAAGGAATATATTTTATGCTGGACTCT 
GGACCATATACCATCTCCAGCTGTTTACATGCACCTTTCTTTAGCATGCTACAGTTATTAATCTGGACGT 
TTGAGGAATTGGCCGCTGTCACTGCTTGTTGTTTGTGCATTTTATTTTTTTTTAAGCATATTGGTGCTAG 
AAAAGGCAGCTAGAGGGAGT GAATC TGT ATT GNGGTACAGGAATGAACC T T CCACAACAT 

>GBEQ1563 | Acc | BM780926 | Ver I BM780926 . 1 GI : 1 9129158 | MLN1__1_C03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 18 : Stop : 506 

TACGTCCCCTCTCACCTTCATCATATGCTCTTTGAACTGTTCAAGAATGCAATGAGGGCAACAGTTGAAC 

ACCAGGAAAATTGGCCTTCCCTGACACCAATTGAGGTGATTGTTGTCTTGGGAAACGAAGATCTTACAAT 

TAAGATTTCAGACAGAGGAGGTGGTGTTCCCCTGAGGATCATTGACCGCCTCTTTAGTTACACATACTCC 

ACGGCACCAACGCCTGTGATGGATAATTCCCGGAATGCTCCTTTGGCTGGTTTTGGTTATGGCTTGCCAA 

TTTCTCGTCTCTATGCCAAGTACTTTCAAGGAGATCTGAATCTCTACTCTTTGTCGGGATATGGAACAGA 

TGCTATCATCTACTTAGAGGCTTTGTCTTCTGAGTCTGTGGAAAAACTCCCAGTCTTTAACAAATCAGCC 

TTCANACATTATCAGATGAGTAGTGAGGCTGACGACTGGTGTGTCCCAAGCAAGGAACCAAGGAACCTG 

>GBEQ1564 | Acc | BM780925 | Ver | BM780925 . 1 GI : 19129157 | MLN1JL_C10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 9 : Stop : 398 

TGAACCTGGAGGTCACGGAACTGGA7VACCCAGTTTGCAGATGGGGTGTACCTGGTGCTGCTCATGGGGCT 

CCTGGAGGGCTATTTCGTGCCCCTGCACAGCTTCTTCCTGACCCCCGACAGCTTTGAACAGAAGGTCCTG 

AATGTCTCCTTTGCCTTTGAGCTCATGCAAGATGGAGGGTTGGAAAAGCCAAAACCACGGCCAGAAGACA 

TCGTCAACTGCGACCTGAAATCCACACTGCGAGTGCTGTACAATCTCTTCACCAAGTACCGGAACGTGGA 

GTGAGGGGCAGGCGGGACTCTCCTCCCAACCGCCTCCGCCCGCTTCCTCCTGCCGCCTGCTCTGTGCTCG 

CCCGCAAGTCCAGCTACAGCCCGGAGATCGCGGGAACTGC 

>GBEQ1565 | Acc | BM780923 | Ver 1 BM780923 . 1 GI : 19129155 | MLN1_1_C07 . gl_A0 05 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 75 : Stop: 485 
TCGGCACAAACTACCCAAAGGATATGTTTGACCCCCATGGCTGGTCCGAGGACTCCTACTATGAGGCATT 
AGCCAAAGCCCAGAAGAT T GAAATGGAC AAACT GGAAAAGGCCAAAAAGGAGCGAACCAAAATT GAGTT T 
GTGACGGGCACCAAGAAAGGCACCACAACCAACGCCACAGCCACCACCACCACCACGGCCAGCACAGCTG 
TTGCAGATGCCCAAAAGAGAAAGAGCAAATGGGACTCGGCCATCCCGGTGACAACGATAGCTCAGCCCAC 
CATTCTTACCACCACGGCAACCTTGCCAGCTGTCGTCACAGTGACCACCAGTGCCAGTGGCTCCAAGACC 
ACTGNTATCTCTGCTGTGGGCACCATTGTGAAGAAGGCCAAGCAGTGACCTAAGAGACTGG 

>GBEQ1566 | Acc | BM780916 | Ver | BM780916. 1 GI : 1912914 8 | MLN1_1_D02 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 40 : Stop : 442 

GCTGGTGGCAAGGTTAAGAAGGCTAACGTCAAGGCCAAGAAGGCTAATGTCAAGGCTAAGAAGGCTAACG 

TCAAGGCCAAGACGCCTAAGAAGGGAAAGCCCCACTGCAGCCGAAACCCTGTCCTAGTCAGAGGAATTGG 

CAGATATTCCCGATCCGCCATGTATTCCAGGAAGGCCATGTACAAGAGGAAGTACTCAGCGGCTAAATCC 

AGGATCGAAAGGAAAAAGAAGGAGAAGGTCCTTGCTACTGTCACAAAACCAGTTGGTGGTGACAAGAACG 

GTGGTACCCGAGTGGTTAAACTTCGCAAAATGCCTAGATATTATCCTACTGAAGATGTGCCTCGAAAGCT 

TTTGAGTCACGGCAAANAACCCTTCAGTCAGCATGTGAGGAAACTGCGAGCCA 

>GBEQ1567 | Acc j BM780906 | Ver ! BM780906 . 1 GI : 19129138 | MLN1_1_E06 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 55 : Stop : 4 96 

GATTAAAAAAAGAACTGATATCTTAGAACCCGAAAGAATCAATTGAATAGGATAAATCAGTACGTCAGTG 

GTGGAGCTTTTGCCTGTAGCTTGAGAGGGGAAAGGTGGGAGGGAAAGGAGAAAACGAAAGCTGAAACACA 

TCTCTTGGGTCCTCCTGTTCCGTTTTCAAGGACCAGTCAGCTTCCCATCATAGTTTTGCCGTTATATTTA 

AGTTAAGAAATAATGATTAACTTCTGAAGAAATTATCTGGGACAAGAGTGGGGTGCCCTCGCTCCCGTCT 

TCCTGCCCCCCAGTGTGAGCAGCTCCTCCTGTATAGTCCTCTTCTTCACTGAATGCTGGAACCTCCAACT 

CCCAGGGACTTCTGGGTGGTAACAGTGACTCCTGATTCCCAGAATGCCATCGATGACCAAGAATGGAAAC 

AGAAAGGGGGGCTGGAGAGGGA 

>GBEQ1568 I Acc | BM7808 95 I Ver [ BM7808 95 . 1 GI : 1912 9127 | MLN1_1_F07 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence Start : 2 : Stop : 442 
GCACGAGAT TGT GT TAGTCCACTTGAT GCCCCAGATAAGGT CCAAGAAGGAAAT AAAGAGGATGAAGGTT 
CTAAACCCACGAGTGATCCCGAGGAGCCGGAACATTCTGCCAATGGTCCAGCAAGTCCAGCTTTAACTCA 
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AAG T G CAT AG T AAAAG AC G T AAAT GG G AC AAC T C AAAAC C T CAT AT T AAAC G T TAT T T C TAT T T T T C TAG 
AAGTAGGAGAGCGAAATAGGAACACAGTGGATTAATGAATTGCATTGGAACAATGTTATGGGAAGCTTTC 
TTTTTTTTACTGTTGTAGAAAAATATTTAAGATGGTTTTGCTAAAACATTTTGTACAGTCTTATGCTTCT 
TCTAAAATTTTACCCATCCCTCGGCAAAATAGAACTTCTTTGTAGTCTTTGCATGTGTGTGTGTGTGTGT 
GTGTGTGTGTGTGTGTGTCTG 

>GBEQ1569 1 Acc | BM780892 | Ver | BM780892 . 1 GI : 19129124 j MLN1_1_G04 . gl__A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 31 : Stop : 4 64 

CAAACCAGCAGCTGTCCAGGGCGGCGGACTATCAGCGCAAATCCAGAAAAACCCTGTGCATCATCATTTC 

TATCCTTGTCATCGGAGTTGTAATTATCAGTCTCATCGCATGGGGAGCAAGCCGCTAAAATTACAAAGGA 

GCACACTATTGCACTACATTATCTAAATTATGTAGGAAGATGCCTGTAATCGTGTTGTGGTTTTTTGTTT 

TTTTTAAACGATGGTTCCCATATTTTGTTATTATTTGGGGGGAATTTTCCTTTGGATTAGATCTGATGTT 

TTCTAATAGAGAAAGTTTTTCTAAGTATCACTGCTGGCATCACTTCCATACTTTTCAATCTAATAACTGT 

TAGGCTGTTGCCCATATTGTGTATGCCTCCCATGTATAATTTATTTATCCACTTGACTTAGTTTCCGGAA 

TTAGTANATTTAAA 

>GBEQ1570 |Acc|BM780887 |Ver IBM780887.1 GI : 19129119} MLN1_1_G08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 9 : Stop : 414 

CACAGCTTATGTTTCTTTGTAATTAATAGCTATTGGGAGAAACCCCTTTTTAGGAAAGTTTATAGTGAAG 

ATTTGATGTTTGATTGGCATAATTTCTTACTTGAATTCTGCCTCCAGTATACAGGCCCTTCTGGAACTCA 

AACACTGTAAATGAAATAGAGGTGTGTAGTCCTTATTGTATCTTCTTTTTCTTTTGTTTTTGAAATAAAA 

GGCAGTGTGTTCAGGATAGTACTTTACTGAAATGATTGCGCCCTCTGGATCCCTTATTAAGTCATTGAAG 

ATTCATCTTGTTGAGTCCTTATGAGAAACGACAGTCTGAATCTTGATTTTCTCCCCAGCCTGATGGCAGA 

GCTCTGTGACTTTGGAGTGTGCTACCAGATTGGTACTTTTATACTTCGTTTTTGCT 

>GBEQ1571 |Acc|BM780878 | Ver | BM780878 . 1 ■ GI : 19129110 | MLN1_1_H09 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 9 : Stop: 407 

TCACAT GAATAAAGGTATGTATGTACGAATGTGTATAT AT TAT ATAT ATGACAT CTAT T T TAGGAAAAT G 

TTTGCCCTGCTGTACCTCATTTTTAGGAGGTGTGCATGGATGCAATATATGAAAATGGGACATTCTGGAA 

CTGCTGGTCAGGGGACTTTGTCGCCCTGTGCACTGAAGGGCCAGATTTTCAGCAGCCAAGGACATCATAC 

CCAAGTGAATGTGATGGGACTTACAGAAGTGAGCTGAGGCAGTTCACTCTGGCTGTTTGAACAGCAGCGT 

TT CATAGG AAGAGAAAAAGAT CAAT CT TGTAT TTT CTGACCACATAAAGGCT TC T T CT CT T T GTAATAAA 

GTAGAAAAGCTCTCCTCACTACAGTGTTGGCTTTGATTTGGAATTGTGA 

>GBEQ1572 ] Acc | BM780870 | Ver | BM780870 . 1 GI : 19129102 ) APL1_9_E09 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 555 

GCACGAGGATTTATTTGGAGCGGAGGCATTGTTTTTAAGGAAAAAACATGTCATGTAGGTTGTCTAAAAA 
TAAAATGCATTTAAACTCAAAAAAAAAAAAAAAAACGCGAGACTAGTTCTCCCTCGTGCCGAATTCGGCA 
CGAGGCTGGACGCCAAAGCAGGACAGCCAGACGGACGACACTATGGCTCTGAACACGAACATCCGGGCTG 
CCTGCCTCCTGCTCCTTCTCCTGGCCAGCCTGACCAGTGGCTCGGTTCTTCCACACCAGACAAGGCAGCT 
CGAAGACCTCCAGACCCAGGACGCAGCTGGAATGGCTGGAGCAGCGGCCGGCTTGATGCCTGGGCTCCAC 
CAGCTAAGGAGGCGAGACACCCACTTCCCCATCTGCACCCTCTGCTGCGGCTGCTGTAACAAACAGAAGT 
GTGGCTGGTGCTGCAAGACCTGAGCCGTCCCGCCCTGQCCCGGGCCTCCCCTCCCTTCCTTATTTATTCC 
TGCTGCCTTCCAACGCTCGCTCGGTGAATGGTCTTGGAATAAAATGCTCGTTCTCTCTTGTTTCC 

>GBEQ1573 | Acc | BM780869 | Ver ) BM780869. 1 GI : 1912 9101 1 APL1_9_F0 4 . gl_A00 5 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 35 : Stop : 58 6 

TACCTTACCACAATGTTCAGAAGAGGAACAGATAGTGATGGATGAAGGCCAAAAAGTTGGCAGTTCCTTT 
CAAGGTGATCTGAGTCGGGCAGGAAAGGTGAAGGTAGACAATTTCCTAGATTTGGAAGATTTGGACACGG 
ATGAAGAGATTAGGCCCCAGATGCCCACAGACTTGCTGCTGCTTCCGGGAGAAGTGGAGCCGGATGCGAG 
CGCCAGTGCTCCCTCTCACGTCCCTTCCGTGGCCCAGCCTCTTCCCCCTGGAGGAAAGCCCACGCCCGCC 
AGGAAAGGAGCAGACAAGCAGAGGGAAGAGATGCTCGGGGACGAAGTCCAGCCCTTCTCACTTGATGAAG 
AATTCGATTATGATGCTGTGACGCTCACCCCCAAGTTCACCCCTGCAGAGATGGATGCCATCAAGGAGCT 
GTCCGCGCGGAAGGGAGAGAACTCCAGCACAGACGCAGAGGGACCCCGGGACTGACTCACCAAGACAGCT 
TCGTGCTTATTTTTATTTTGTCCTTATTCGAGCAACGTT2^AAATAAAAGATAAACCTCCTGT 

>GBEQ1574 | Acc | BM7808 65 | Ver ) BM7 808 65 . 1 GI : 19129097 | APL1__9_E12 . gl__A00 5 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 456 

GCACGAGGGTGGAAACATGATTTTGATCTTCCAGAGCTGGTGACGACAATGTTGAACTTCCATGGTTCTG 
ATACCAGAATTGCCCAAGCGAACTGAAGGAACCAGAGGAAGAGCTCGTGTATCCTGGACAGCTGTCAAGG 
GAAAAGCATAACGACCCCGAGGGTTTATACCCCAAGAAGTCTCAGTTATCTGGGCTTGAAGGACTAATTG 
GACTAAATTTTTGCAGCCATATTGAACTGCCACATGGAGAATTGAGTTGGCTTTAGCATTTTCAAAATGC 
TGTAGGCACGGTGGTAGGAATTCTAAATCTTTGCTGTTTGCCTAAACTTGTCTAAACACATGCATCACAG 
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AATGAAGACTTAAGTCATAATAGTTTTCATTTCCTTAATTAAGATGAAGGCACCATTTCTGGGAAGGTGA 
AAGTATGT GACGTTT GTAT GT AATT AAAAT TAGT TT 

>GBEQ1575 [ Acc | BM780862 | Ver 1 BM780862 . 1 GI : 19129094 I APL1_9_F0 6 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 5 : Stop : 58 9 

GAAGTTGCTCACTGACGAAATTTCCATTAGCCATTCTGGCAAGTTCATCTGCAAATGCCTGAATATTTCC 
AAGATCATTCGGGTGCAGCAGAAAGTGAACCTCTTGTAAAGTTGACGGTTGGTTCTTGCTATGAAATTTG 
AACACTTCGGAAATGATTAATTTAGCAAAAACAGGTTTAGGAAATCCCAAATTTCCTGTTCCTATTGCTG 
GAAATGCAATTGATTTCAAGGACAAGCTCTCAGTGACTTCCAAACATTCTCTGATTATGTCCCTCGTGCC 
GAATTCGGCACGAGGGGTCTCTCATCCCCCTTTCAGGGCACAGAGGTGCAGGTCGACGACATCAAGCGAG 
TCTACTCGCTCTTTCTGGACGAGTCGCGCTCCACGCAGTACATGAAGGAGTACCAGGATGCCTTCCTCTT 
CAACGAGCTCAAAGGCGAAACCATGGACACCTCCTGAGCTGACGCCACCCTCGCCCCACATCCCCCGTTT 
TCTACTAGAGTTCTGACACTGTGACTTTGTATAAAATGGTTCTGAAACTGGACCCACTGTGTGTGTGTAT 
ACACGTGCACACGCACCCTGAGCCC 

>GBEQ1576 1 Acc | BM780858 | Ver I BM780858 . 1 GI : 19129090 ) APL1_9_F10 • gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 422 

GCACGAGGCGAAAAACCTATTTTGCTCACGATGCTCTTCAGCAGTGCACAGTTGGGGATATCGTGCTTCT 
CAAAGCTTTACCTGTCCCACGAACGAAGCATGTGAAACATGAACTGGCCGAGATCATTTTCAAAGTTGGA 
CAAGTCATAGATCCAGTGACTGGAAAACCCTGTGCAGGAACCGCCTACCTGGAGAGTCCAGTCAGTTTGG 
AAACCACCCACCTCACCAAAAATCTGGAATAACTCGTTATCTCTTCAACACAGTGAAGGAGGGTCGGAAG 
AAGGAGCCAAAGGGAAAGATTTATAGCTTTGCTTTGTGGAAAAAGAAATTTTTCTAAGTTTTGTCACGGA 
CTGTCTAGTTTCTCTTCTGGTATTTATGAAATAGCTAAAAGTAAATGAATAAAGGGGCTGTTATAATTTT 
TC 

>GBEQ1577 | Acc I BM780852 | Ver | BM780852 . 1 GI : 19129084 |APL1_9_G10 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 5 : Stop : 647 

GC AAGAT AT T T AGCAACAT GGAT CCTGACAAGAAAT GGAAAGCT AATCTTTAGTGTCAGATTAAT GGATG 
ATTTTGTTGTTTTGTTTTTAGAGAATGGTATGTTTTCTTAACTATTAATTATTTACAGAGAATATAGAGT 
ATAAAGCATTGAAAATAACCC TAGATACACTT TAAAATGATGTATAT T TAT TATAAAATAT ATAAATCAC 
ATTTCACATTTATCATACAGGTTATTTATTTAACCTAGGTCTTACAACATTTTACCAAAAATTCAGAATC 
CAGCATTGTATCCAGTTTCAATAGATTATGTAAAATGGTTACATTAAAAATAGTAAAATTTATGTAATTT 
AAAGTGGATATTATTCTTGGAGATTAGTTATCTATTACCATTGGCCCATGTACTATTTTCTCTAGCTGCT 
TCAGTTAGCAGCACAGACTTCTATGTAATCCTTCCTTTTCTACAACCTTTGTCTACATCTGTAGATAAGA 
GCTTTGTTTTCATGTTTCTATCAATTATGTGATGATTATGTATTAATTCTAAAGCTCTGTATCACGTGTA 
T T T TCTTATAATGATATCCCACAAAT GATT TAT GCACAT CAAT T T T TGCTAATCAAAANAGTAT TAAAT T 
CCCAGTTAAAGGC 

>GBEQ1578 | Acc I BM780848 | Ver | BM780848 . 1 GI : 19129080 | APL1__9_G0 6 . gl_A0 05 Liver {APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 11 : Stop : 603 

GTCAGTCACCAGCCACGTGGCCCCAGGAAAAGAGAGGACACTCAAGTGCCTGGCCTATGACTTCTACCCA 
CGAAGAATTGGTCTGCACTGGACCCGGGCCAGCGATGCGCAGGAGACTGAGTCAGGGGGAGACATTCTTC 
CCAGTGGAAATGGCACTTACCTGTCCTGGGTGGTGGTGGGAGTCCCCCCTCAGGACAGAGCCCCCCACTC 
CTGCCACGTGGAGCACAGTAGCCTGGCTCAGCCCCTCTCTGTGCTGTGGGATGAGAGGCAGGAAGCAGAG 
GTTAAAGGTGGCTTGGGGACTCGAGCCCAGTAGTTAGCCTTTCTGCAGGACACGAGAGATCTGAACTCTA 
ACAATCACTGTCAGCGTCATCAGCGGGGCCCAGGGAACAGTTCCAGACGACAGGTGGTGGATCTGGAGAC 
GGAAGACTTGAATGCCGGGCACGGAGCTGATTCACCGCCAAACCACCCAGCAAAACCCCATCATCGAATC 
TGTAGGATCAGATCAGTAATAATCGTCTGGCCCAGCACCCAGGATAGAAATGTATCTGTAAACCATGAAA 
TGCTGTAGAAGTGTGAATAGATTTTATCCTTTG 

>GBEQ1579 | Acc | BM780847 | Ver | BM780847 . 1 GI : 19129079 |APL1_9J305 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 10 : Stop : 650 

CAAAGTCTGAGAAACTTTTCTGAAAGTTTCTTCTCGGTTTCTCTTACTATACTTATTAATTTTAAGTCTT 
TTATTAAGGATATTTAGCCTTAAATGGAAATTAAAACTCACTTTGGACTGTTGACGCAAATTACTGAGCT 
CAGAGTTATTTAAAATTTGTTTATTTGATGAGATAACATTTTAGCTTATCTCCTAGATATAAAATAAAGT 
TATTGCCATATCTTTTATTTTAACATGTCATTTTATCTTGGTGATTTTTAAAGTTATTTCTTAAATATTT 
CAGTATATACTAATAAAATAGGAGTAAATTCTAGTGTTTCAAATGCCTATTTTTTTCCATATTTATTCCC 
TCTAAATCATACATATTTAATGCTTCTTTTTAAATGGGGAGAATTTTATCTTTTTAATATATTTTCTGTT 
TGGTCATAGGCTGGAGACGTTTAGAAGACAACTTCAAATGGTAGACCTTTTTAAAAGGACTTTATCTGAG 
CAGAGAAATATAATGTTT TCCTATGGGACAAT GGACTT GCAAAGCCTCACTTCAT TT T AAGAGT AAAAAG 
AACCCTTATCGAAAACTCCACTAACAGTTTTATGCTGGTAATAATTTATCTACATGCCATTTCAATAAAC 
ATTTGTTTCCT 
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>GBEQ1580 | Acc | BM7 808 44 | Ver | BM7 808 44.1 GI : 19129076 | APL1_9_H08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 11 : Stop : 628 

ACCTGTGGACATGTGGAGTGTGGGCTGTATTTTCGCAGAGATGTTTCGTCGAAAGCCTCTCTTCTGTGGA 
AACTCTGAAGCTGACCAGTTAGGCAAAATCTTTGACCTGATCGGGCTACCCCCAGAGGAAGACTGGCCGC 
GAGATGTGTCTCTACCCCGAGGAGCCTTTCCCCCCAGAGGGCCCCGCCCCGTGCAGTCGGTGGTGCCCGA 
GATGGAGGAGTCTGGAGCACAGCTGCTTCTGGAGATGCTGACTTTTAACCCACACAAGCGAATCTCTGCC 
TTCCGAGCCCTGCAGCACTCTTATCTACAAAAGCCGGAAGGTAACCCAGAGTGAGCAGTGGAGTGGCTGC 
AGCAGAGCCAAGACAAGAGAAGCTGTCAGTACCCTTCTTGGAACACTTGAGTGGAGAGCCCTCCGCAGAA 
GGCCCTCCTGCCTTCATCTCTGTGGAGACTCCTCCCGACTTTTTACACACAATATTTTGCTGCCTTAATG 
ACATTCCCCTCCCACCCTCCTTTGAGGCTTACCCTCTTCCTGCCCCCATCTCCTTACTCCGAGGGGTCTG 
TCCCTCGTTCTCCCCTTCCCTACCTTGATATTGGGATCCTTTTTTATACAGGAAAAAC 

>GBEQ1581 |Acc|BM780839|Ver|BM780839.1 GI : 19129071 |APL1_9_H03 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 241 

GCACGAGGGTGATGTTTAACGGACATCCTTGCAGTTTAAGATGACACTTTTAAAATAAAATTTTCTCCTA 
ATGATGACTTGAGCCCTGCCACTCAATGGGAGAATCAGCAGACCCTGTAGGTTTTTATTTGGAATTGCCA 
TTCTCTATGGTAATTTGGTTCCGGTTTATTTTTAAATTTTCTTTTGGTTTCACTGGAAAGGAAAGATGAT 
GCTCAGTTTTAAACGTTAAAAGTGTACAAGT 

>GBEQ1582 1 Acc | BM780834 | Ver [ BM780834 . 1 GI : 19129066 | APL1_9_H11 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop: 643 

TGAAGATACAATTGATGTGTTCCAGCAGCAGACAGGAGGTGTCTATTAAAAAGGGAACCTGCTACTTTAC 
TCCAGAACTCTCTTCCTCCAGACCAAGAAGACATTCTCAATTAGAAAACCGCAATTTGGTTCCACCGCGT 
CCTGACTACTACAGTATAGTTTTCTCTATTCTTTCATTTTCCCCTTCCCCATTCCTTTATTGTACATAAA 
GTAACTGGTGTATGTGCACAAGCATATTGCATTTTTTTTTTAAACTAAATGGCCAATGGTATGTTTTAAT 
T GACAT CAAAT GGAGATGGGATAGGGAAAAATAC TGGTT CTGTGAAAATACCCCCT T TCT CCAT TAGT GG 
CATGCTCATTCAGCTCTTATCTTTATATTCCAGTAAGTTATTTTGCTCTCACTGTTTAACAAAAAAAAAA 
GAACAGCATAAAAATCCTTGCATACCTTGTTCGATTGGAGAATTTTAATGTTTTTCATTTATCATTGTAA 
AACCAAGGACGATTTTATAACTTTTTTGTACGTAGCTGTTACATGTAGGGCAATCTGTCTTTAAGTAGGG 
ATAAATTACTCTAAAAGAAATGAATCCTAGATAGTTTTCCCTTCAAGTCAAGCGTCTTGTTGTTTAAATA 
AACTTCTTGTTT 

>GBEQ1583 I Acc | BM780830 | Ver | BM780830 . 1 GI : 19129062 |APL1_9_A07 . gl_A00 5 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 29 : Stop : 64 5 

GGAGCGAGGTGACCCGCATGACGTCGGCCCGCAGTGGGGTGGGCGTCGCGGTGACCATGGAGCCGTGCCG 
GAAGCAGATCGACCAGCAGAACTGTACCTGTTGAACCGCCTCGGTTCCTCGGGCCAAGAGGGGCCGCTGG 
AGAGGATGGTCQTTTTTATACAAAAACAGGGACAAGAGAAAAGGCGACAGAGTGGACGCTGTCCCCGGGA 
TGGGAGGCTGGGTGCCTCCGCGTCCCGTGACGACTCCAAAGGAAAGAAGCCCAGATTGGGGCCCACGCGC 
TGCCACAGGGTTCCGGAAACGTCCAGGATGGCCTGCCTGGCTCCCGGGACAGGCCCCCGCTCCCGCCACC 
CCCAGACTCGGCCAGGGTCCCGCGCCAGCAGCCGCCACCTCCCTCTGGGCTGAAAGCGGGCCCCGAGCTC 
CGGCTGGTTTTGCTCCCGGGCCTTGTGACGGGTCCTGGAGGCCTGGCCGGGAGCCACCTGAGGCTCCTCT 
GGAGGTGCGGACCCGGGAGGGCCCGTCCGTAGAAACCTCTGGATCTCTCTGCCCTGGACGGTCGTCCTGT 
T G AT AAG T AACC C T G T AAC T T T CC AAT G AAAAT AAAG AAC AAC T AAC TAG T T C T T CC 

>GBEQ1584 | Acc | BM780827 | Ver | BM780827 . 1 GI : 19129059 | APL1_9_A05 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 281 

GCACGAGGGCGAGACTCGCCGCCTTCCTCAAGAATGCCTGGGCCAAGGAGCCGGTGCTAGTCGCCTCCTT 
CACCATTGCGGGCCTCGCTATAATTCTGCCCATCCTCAGCCCCTACACCAAGTACTCCATCATGATCAAC 
AAGGCGACACCCTACACCTACCCAGTGCCCCTCCGAGATGACGGGAACATGCCCGATGTGCCCAGCCACC 
CCCAGGACCCCCAGGGCCCAAGCCTGGAGTGGCTGAAGAAACTGTGAGCACCTCCGTTGACAGGGAAGGA 
G 

>GBEQ1585 | Acc | BM780825 | Ver j BM780825 . 1 GI : 19129057 |APL1_9_B01 . gl_A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 4 : Stop : 515 ^ 

TGCTGGAGAACAGCGTGCTCAAGATGGAGTACGCCGAGGTGCGCGTGCTACACCTGGGGCACAAGGATCT 

GACAGTGCTCTGCCATCTGGAACAGCTGCTCTTGGTCACTCACCTTGACCTGTCGCACAATCGTCTCCGA 

GCCCTGCCCCCAGCCCTCGCCGCGCTGCGCTGCCTTGAGGTGCTGCAGGCCAACGATAACGCCATAGAGT 

CCCTGGACGGTGTCACTAACCTGCCGCGGCTGCAGGAGCTCTCACTGTGCAACAACCGCCTCCAGCAGCC 

TCCAGCGCTCCAGCCTCTTGCCTCCTGCCCCAGGCTGGTCCTCCTCAATCTGCAGGGCAATCCCCTGGGC 

CAAGCAGTGGGCATCTCAGAGCACCTGGCCCAGCTGCTGCCTTCGGTTAGCAGCATCCTCACCTAAGAGA 

CCCAACCCCACCCTTGCCCTTTAACTTATTGGGATGGAATAAAGGATGGGGAAGCCCCCTCAGGCTGCTG 

CTGCGGCTTCCACCACCAGTGT 
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>GBEQ1586 | Acc | BM780824 | Ver | BM780824 . 1 GI : 1912905 6 J APL1_9_A12 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 294 

GCACGAGGATACTCTAAGGATCGTAAAAAATTCTGTAAGAACGCTGAAGAGTTTACAAAGAAATATGGGG 
AAAAGCGACCTGTGGACTAAAATCTGCCACGATTGATTCCAGCAAGTGTGAGCAGAGACCCCGAGCAGTG 
CATTCAGACACCCCGCAAAGCAGGACTCTGTGGAAAATTGACACGGGCCACCGCCTGGCGTTCGCTTGTG 
GCAGTTACTAACTTTCTACAGTTTTCTTAATCAAAAGTGGTCTAGGTAACCTGTAAAGAAAGGATTAAAA 
ATTTAAGATGTTCT 

>GBEQ1587 | Acc | BM780817 | Ver | BM780817 . 1 GI : 19129049 |APL1_9_B05 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 353 

GCACGAGGGCAAGCTGAACGGTTGGCCATAAGATCCCGGCTTAAACGGGAGTATCTGCTTCAGTACAACG 
ACCCCAGCCGCCGAGGGCTCGTTGAAGATCCTGCCTTGCTTCGTTGGACCTATGCAAGATCAGCAAATAT 
CTATCCTAATTTCAGACCCACTCCCAAGACCTCACTCTTAGGAGCACTGTTTGGAATCGGGCCCCTCTTC 
TTCTGGTATTATGTTTTCAAAACTGACAGAGATAAGAAAGAAAAACTTATCCAGGAAGGAAAATTGGATC 
GC AC AT T T AACAT C T CAT AT T AAGT C T G G C AAT GAT GAC TAT AT GT AT T G T T T AAAT AAAT C T T C TAT T A 
ATC 

>GBEQ1588 | Acc | BM780808 | Ver | BM780808 . 1 GI : 1912904 0 |APL1_9_C04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence . : Start : 42 : Stop: 615 

ATGGACCTTGCACTCAGGTAAGGAGACAGGCTATGCCTTTCAAATGCATGCAGCTCACTGACTTCATCCT 
CAAGT T CCCACACAGT GCCC GCCAG AAGTATGT T CGACAAGCCT GGCAGAAGGCAGATAT CAATACAAAA 
T GG GCAG C C AC AAGAT GGGC CAAGAAG AT T G AAG C CAG GG AAAG GAAAGC C AAGAT GAC AG AT T T T GAT C 
GT T AT AAAGTCATGAAGGCAAAGAAAAT GAGGAAC AGAATAAT CAAGCTTGAAGT TAGGAAGCT T CAGAA 
GGCAGCTCTCCTGAAAGCTTCTCCCAAAAAGGCACCTGCTGCTAAGGGTGCAGCTGCAACAGCTGCCGCA 
AAGGTTCCATCAAAAAAGACGACCACTGCGGGCAAGAAGGCTCCAGCCCAGAAGGCTCCAGCCCAGAAAG 
CTGCAGGCCAGAAGGCAGCGCCTCCGAAAGCTCAGAAGGGTCAGAAAGCTCCGGGTCAGAAAACTCCAGC 
CCAGAAAGCACCTGCTCCAAAGGCGTCTGGCAAGAAAGCATAAGGGGCTGTTATAGAAATAATAAAGATT 
CTTTTTGACGTGCT 

>GBEQ1589 | Acc | BM780804 | Ver | BM780804 . 1 GI : 1912903 6 | APL1_9_C11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 352 

GCACGAGGGGAACGCACCCCACTTCTGGGCTCCAGTCCCGCACTTCCCCCCTCCTTTGGCTCCCTAGCCC 
CAGCCCCCCATGTCTTTCCTGGGTCTTCAGCGGATCCTCCAGCCTCTCCTTCCTCCTCCTCCTCTTCAGT 
TGCCATCCTGGTCTAATGCTCCCCTCACCCCTCCACTTCTGCTGACCTGTTTGCACAGCTCCTCCTCCTC 
CTCCTCCCAGTCTTCTATGTTGAGAGATAGGGGACATTTCCGCCCCAGGTTTCTCCCTTACCGAACCCCA 
TCCTTTTGAGGGGGTTGAGAGTGCAAAGGGACTGGGTCTTCACTTACTGAGTTAATAAAATTGTTTTTGT 
GG 

>GBEQ1590 |Acc|BM780799|Ver|BM780799.1 GI : 1912 9031 | APL1_9_C07 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 18 : Stop : 620 

GCTTCCCCGGGGAGTACGCCAACAACCAGGAGCGGCACTGGACGCTGACCGCACCCCCCGGCTACCGCCT 
GCGCCTCTACTTCACCCACTTCCACCTGGAGCTCTCGTACCTCTGCGAGTACGACTTTGTCAAGCTGAGC 
TCAGGAACCAAGGTGCTGGCCACACTGTGCGGCTGGGAGAGCACAGACACGGAGCTGGCGCCCGGCAACG 
ACACCTTCTACTCGCCGGGCTCCAGCCTGGACGTCACCTTCCACTCCGACTACTCCAACGAGAAGCCGTT 
CACAGGCTTTGAGGCCTTCTACGCAGCAGAGGACATCGACGAGTGCCAGGTGCCCCCAGGAGAGGCGCCC 
CCCTGCGACCACCACTGCCACAACCACCTGGGTGGCTTCTACTGCTCCTGCCGAGCGGGCTACGTGCTCC 
ACCAGAACAAGCGCACCTGCTCAGAACAGAGACTCTAGCCACCCGTCTGGCTCCGGCCTGCCAAGCGGGT 
CGAGGCCAGAGCAAGGCCCACTGGCTGCAGCTCTGGGTCGGGCCGACATTGCTGCTGCCATCAGCCCCCC 
ATTCACCCCACCATGGACCTAACAATAAATCTGGCTCCACTCC 

>GBEQ1591 |Acc|BM780797 |VerlBM780797.1 GI : 19129029 | APL1_9_D03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 27 : Stop: 527 

TTTGAAAGAAAAATACCATTTCTCTAAGCCAATTTTAATTTCTTGAAAGACACAAATTTATTTAGCTGAA 
AAATCTAGATAACTTTTTGTCAAGAACTGTATCAAATCTGTATATGTTGTAATAAAGCTGCTTGTGCTAG 
GAATTTACTGACAGTGTTCAAGGAGTCAATGAAAGTCCGCTGTGTGCTGATCAAACCCTGTAAGCGTGGG 
CCAGAGAAGACAGCGTTCTGGAATGCTGTCCAGGACGCCCTGGCTGGCTCGTCGAGCCTGATGAGAGGGG 
CCGTCAGCTTTCAGAGCCATGGAGACGCCGCGTGAATGACCCAGGAGGAGTGTACCTTGTTCCTGCGGCC 
AGGAGGTTGGTGACTGAAACTTCACATGGGCTCTTCGATGGGCCCGGACGAGCTCTTCGCTTCTTCAGGG 
GGTCAGCAGCGTTGTGGAATCTTAATTTTTTTGGATGTACCAGTTTTGTATAAATAATAAAGAACTCCTT 
ATTTTGTATTC 

>GBEQ1592 | Acc | BM7807 93 | Ver I BM78 07 93 . 1 GI : 19129025 |APL1_9_D10 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 3 : Stop: 540 
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CAGAGGAGGAAATAAGATGATCATCGAGGAAGCGAAACGATCCCTCCATGATGCTCTGTGTGTCATCCGG 
AACCTCATCCGTGACAATCGTGTGGTGTATGGAGGCGGCGCTGCTGAAATAGCATGTGCTCTGGCCGTCA 
GCCAAGAGGCAGATAAGTGCCCGACCTTGGAGCAGTACGCCATGAGGGCCTTTGCCGACGCGCTGGAGGT 
CATCCCCATGGCCCTTTTTGAAAACAGCGGCATGAATCCCATCCAGACCATGACCGAAGTGCGAGCCAGA 
CAAGTGAAGGAGTTGAACCCTGCTCTTGGAATTGACTGTTTGCACAAAGGCACAAATGATATGAAGCAAC 
AACAT GT CATAGAACCCT TGAT T GGCAAAAAGC AACAGATAT T T CT T GCAACACAAAT GG T TAG AATGAT 
T T TGAAGAT TGATG ACATCCGAAAGCC T GGAGAATCGGAAGAAT AAAGAAGAAATT TAGAATAAAATAT A 
GTAGTAAGATGCACTACTGTGGTTAAATAAATGGATGTCTTGTGATGC 

>GBEQ1593 | Acc | BM780792 | Ver | BM780792 . 1 GI : 19129024 | APL1_9_D0 9 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence. : Start: 1: Stop: 434 

GCACGAGGCCTCTCCGCCCCCGCTTTGCTCCTTTGCTTGTACAGCTCTGAGGCTAAGTCCCGTCAGCCAC 
GGAAACACAATCGCTCTCTTCTTTAGGTCGTTATTGCCAAATTACACCATGGAGGGAGAGAGGCCGGAAG 
ATGGAGGGGCTGGGGGTCTGAACCACAACCAAGGCTTGAACAGGCTGATGCTGGCCGTGCGAGACATGAT 
GGCCAACTTCCACTTCCACGACCTGGAGGCGCCGCACGAGGACAACCCCGAGGGAGACGGGGAGTGGGAC 
TGAGGAGTGGGACTGGCCGGCGCCGCTGCCCCCAACGCTGTACAATTATGTTCCTGATTTCTGTTCTGGT 
CCGAATTGGCCAGTTCCCTGAAGTAGAAATGCTGATGTGTTGTCCACCTGCCTCTTCTTTTTCTCCTATA 
AACATGATGGGTTC 

>GBEQ1594 . | Acc ] BM78 07 91 | Ver | BM7807 91 . 1 GI : 19129023 | APL1_9_D08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 44 : Stop: 633 

CTCTCCGTGTCCACACTCGCTCTCCGTTCCCACCCCCGCCCACCGCCAGGATGATGTGCGGCGCGCCCTC 
CGCCACTCAGCCCGCCACTGCCGAGACCCAGGCCATCGCCGACCAGGTGAAGTCACAGCTGGAGGAGAAG 
GAAAATAAGAAGTTCCCTATTTTTAAGGCTGTGGAGTTCCGGAGCCAGGTGGTCGCGGGGACAAACCACT 
TCATCAAGGTTCAGGTTGGCGATGACGACTTCGTGCACATTCGAGTGTTTAAAAGCCTCCCACACGAAAA 
CAAGCCCCTGGCCTTGTCCAGCTATCAGACCAACAAA.GCCAGGCACGACGAGCTGTCGTATTTCTAGCTC 
CTGAGCTTGAACAGATCCCGTGTTCCATGCGGGTCTCCGTCCTCTGAGGACGTGTGTCTGGGATCATAAA 
TGAGTGTTGTCTCTACGCTGTGCCACATGGGGTTGAGCGGGTGCTATGTGCCCTCTGTCTGTATTTCTAA 
ATTTCATTGTGTTGATTTTTGTCCTTTCAATCAATAATCTTAACCACATTACTTTCAAAGAGTGCTTATT 
GTTCTCAATTCTATATATTTTAATGTTTAC 

>GBEQ1595 | Acc 1 BM780787 | Ver | BM780787 . 1 GI : 19129019 | APL1_9_E02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence . : Start : 2 : Stop : 4 65 

TGTGACTCCCCCAGAGCTTGTGGATCTGGTGATCACAGAGCTGGGAATGATCCCTTGCAGTTCTGTACCT 
GTTGTCCTTCGAGTCAAGAGTAGTGACCAGTGAGTGGGGGAACACAGGGTCAATAAAGGACATACTCCCT 
ACACTCAGCAACTCTGCTGCCTTTGTATCTCTTTTAGCATCACCACCACTTAGATTAGGAGTCCAGACTC 
TCCAACCCCTCTTAGCACATTCTGCCAACCTCGACCTTTGTGGAGACCCTCTCAAGTGACTAGCTCCATA 
CCAGTGCTTTGGGGCCAAAGTGAAGGTCAGTATGGAAGCCAAAAACTATCCAAGTCATCAAGCATTTATT 
GAGCATCTATGTGCCAGACACTGAGCTAGATATGAGGAGGACCCTTAAGGACAAATGAGTCCTATCTTTA 
GTATTTTAGTATTATGATTGTATTAATATTTATATTAAATTGAT 

>GBEQ1596 |Acc| BM780786 | Ver i BM780786. 1 GI : 19129018 | APL1_9_D11 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence. : Start : 11 : Stop: 643 

CAATACTAAACCCCCAAACTAGCTTTATAGCCTACCCCTTCCTCATACTATCCCTGTGAGGAATAATCAT 
AACTAGTTCCATCTGCTTGCGACAAACCGATCTAAAATCACTTATTGCATACTCCTCTGTCAGCCACATA 
GCCCTAGTAATCGTAGCCGTCCTCATCCAAACACCATGAAGTTATATAGGAGCTACAGCCCTAATAATCG 
CTCACGGCCTTACATCATCAATACTATTCTGCCTGGCAAACTCAAATTACGAACGTACCCATAGCCGAAC 
TATAATCCTAGCCCGCGGGCTfCAAACACTTCTTCCCCTTATAGCAGCCTGATGACTATTAGCCAGCCTA 
ACCAACCTGGCCCTCCCTCCCAGCATTAACCTAATTGGAGAGCTATTCGTAGTAATATCATCATTCTCAT 
GATCAAATATTACCAT TATCCTAATAGGAGCCAATAT CACCAT CACCGCCCTCTACT CCC TATACATAC T 
AATCACAACACAACGAGGGAAATACACACACCATATCAACAGCATTAAACCTTCATTTACACGAGAAAAC 
GCACTCATGGCCCTCCACATGACTCCCCTACTACTCCTATCACTTAACCCTAAAATTATCCTAGGCTTTA 
CGT 

>GBEQ1597 1 Acc | BM78077 9 | Ver | BM780779 . 1 GI : 19129011 | APL1_8__A08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 635 

TCAGGAGGTAGACATCGGGCTCATCAAGCTCAAAGAGAAGGTGCCCGTTGGTGAGAGAGTCATGCCCATC 

TGCCTACCTTCAAAAGATTATGCGCAAGTGGGGCGTGTGGGTTATGTGTCTGGCTGGGGGCGAAATGCCA 

ACTTTAATTTCACGGAGCTACTGAAGTACGTCACGCTGCCGGTGGCTGACCAAGACACCTGTGTGAAGCA 

CTACGAAGGCAGCACTGTGCCCGAAAAGAAGACAAACAGGAGCTCTGTCGGCGTGCAGCCCATCCTGAAT ' 

GAACACACCTTCTGTGCTGGCCTGTCCAGGTTTCAGGAGGACACCTGCTTCGGCGATGCTGGCAGTGCCT 

TTGTCATTCACGATGAGGAGGACGACACCTGGTACGCGGCTGGGATCCTGAGCTTTGATAAGAGCTGTGC 
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TGTGGCCGAGTATGGAGTGTACGTGAAGGTGCCCTCCATCCTGGATTGGGTTCAGAAAACTATCGCTGAG 

AACTAATGCAAGGCTGGCGGCCAGCACTGCCTGAGAGCAAGGCTTCCCTCCGGCAGAGGGAAACGGGATG 

GGAGTGGAGGGCCTAAAACGTGGTGTTCCAGCCCTGCGTTGCTGAGACAATCAATAAAGAGGTTCCTTTT 
GACTC 

>GBEQ1598 | Acc | BM780776 | Ver | BM780776 . 1 GI : 19129008 | APL1_8_A0 6 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 434 

GCACGAGGCGACGGGAAAGCAGAACGCTTCTCACATCGCGCTGCAGACCTTCTAGCCTGATGTCTGAAAG 

CTGCATCAGGACGCGTGGCACACATGCAGTTCAGTCGTTTATTCACGCCGTGACACCGAAGCCTTGCAGA 

CCAAACCCGCCGGCAGCAGGGGTGCTGGCCGGGCTGGCACCGGGGGTCTGCTGGCTGATCTGAGAGCTGC 

CGTGTCGGGCAAGGAGAGCCAGGCAGAGGGTCCAGGCTGCTTTAGTCCATCTGCGTCCCACTCGTTTGGG 

GACAGGTGGTTTTTCTTTATTGTAAAATTGTGGACTTTTAAAACCTGTTGACTAAACAGTAATTAATTTA 

TATTTGTGAAAAATGCCACTGTCCTAGTGATTTCTGATGTAAATAATGTTGTTTATATAGTATGTATTAA 
ATTTTCCTACATTG 

>GBEQ1599 | Acc | BM7807 68 | Ver | BM7 807 68 . 1 GI : 19129000 | APL1_8 BOS.gl A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 4 1 : Stop : 619 

CCAGACGTCGTTCAAATACAATATTCTCCCAGAAAAGGAAAAGTTTCCATTTGCTTTGGAGGTGCAGACT 
TTGCCCCAAACTTGCGAAGGATCCAAAGCCCACACCAGCTTCCAGATCACACTGAACGTCAGTTACACTG 
GAAGTCGCCCCGCCTCCAACATGGCGATTGCTGATGTGAAGATGGTATCCGGCTTCGTTCCACTAAAACC 
AACAGT GAAAACGC T TGAAAGC TCTAATCAT GT GACCAGAACAGAAGTCAGCAACAACCAT GT T T T GATT 
TACCTTGATGAGGTGACAAATCAGACACTAAGCTTGTCCTTCACAGTTGTACAGGATATCCCAGTAAGAG 
ATC TGAAACCAGCCAT AGT GAAAGTCTATGATTAC TAT GAGACAGAT GAGT T TGCAAT T GCT GAGTACAA 
TGCTCCTTGCGGCAAAGATCTTGGAAATGCTTGAAAACCAGGTGAAAGAAAACTGCTTTGCTGGAGTCCC 
TGTTCCACAGATTCAGGTCTCTGTGGAAGAAAAGGGGTTTTGTATCTCTGAGGACTTGATGAATAAACTT 
TTTTT.CCTGGTCAATATCT 

>GBEQ1600 |Acc|BM780766|Ver|BM780766.1 GI : 19128998 | APL1_8 BOS.gl A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 167 *~ 
GCACGAGGCTCCCCCCCAGGAAGAGCGTGGGCACCTTTCTCGCTTGTTCTATTCCCCACTCACACCCCCA 
GGCAGGGTTGGAAATGAAGGACTTTTTTAACCTTTTGTTTTTTAAAAATAAACCTGTAAAATCTGAAAAA 
AAAAAAAAAAAACTCGAGGGGGGGCCC 

>GBEQ1601 |Acc|BM780756|Ver|BM780756.1 GI : 19128988 | APL1_8_C08 . gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 1 : Stop : 630 ~ 

TGCTGGTGGGGTGCCCAACACAGAAGCAAAACAGTTCCTAGAGGAGAATGATGACGGTTGCAGCTCATGA 

GCTGGGAAAAGAGGCAGTGCTCTTGGGAGAAACAGCAGAGGCCCCAGGCTTCAAGCTGAAGCCAGCAGAG 

TCCCAGCCAATGGGCATGTGCCAGGATGAAGAATTTTGGAATACATACCGATGTCAACAAGAATACCTGA 

GCAAGAATAGT CATAAAGAAACT GAACCTGTATATAAGAGGGGTAAGGAGC T T CAT GAT AAT TTCCTTCT 

CCTGGGAGCTATGATAGTCATTTGTTCAGCCAGAACGTTGTAAACATTTTCTAGGTGCCCATCTCTGTGG 

ATCTGCA?\ATGCAACCATGTTAGCGATTACAGTGCCACTCCCTGATGGTAGTAGAATAGACTAGCTGTGG 

GTGAAGTTGGAGGTTGGCCTAAAGTACAGAAATATCCAAACCACAGAACCCTGGTAATAACATCATGAAC 

TCTTCCTTAGTAAAGTGGGGAGGGTTAGGGCCACCTCATCCTTGTAAAATACAGAAGGAATTGGGATCAG 

AAATGTGCTGTCAGTGACAAAATGTGAATGCTATTCTGTACCAGGAAAAAAATAATAAAGATTAAAAACT 

>GBEQ1602 |Acc|BM780752|Ver IBM780752.1 GI : 19128 984 j APL1 8 C12.gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence. : Start: 170 : Stop: 434 " "~ 

TCCCTCGGATCCCCAATTCGGGCCCCGGGTGCCCCTCCTCCCCTTGAAGGGCCCCGGCCCTGCAGACCAA 

AGAGAAGAGGGTGGGCAGCCTGCGAGCTCGGGGGTGGAGCGCCCTGGCGGGAGGCAGGGACAGCTGTCAT 

GGCCCAGTGACAGAATCATTGGGCTTGGGTGTCCCGACCTTGCTGCTGTTTCCACCCAACTCAGTTTTCC 

CTTGTAAATGCCCCTCCCCAATTTGCTGCCTTCATATTGAAGGTTTTTGAGTTTT 

>GBEQ1603 |Acc[BM780749|Ver|BM780749.1 GI : 19128981 ]APL1_8 DOl.gl A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 7 : Stop : 54 8 

GGGGAGGCATGAAAGTCTTCCTGAAGCAGGGAGAGTGCGCCAGTGTGCACCCCAAGACCCGCCCAGTGGT 
GCTGCCACCTGAGACCCGGCCGCTCAATGGCGTGGGCCCCCCTAGCACCCCACTGGACCACCGAGGCTAT 
<:AGGCCCTGTCAGATAGCTCCCCAGGGCCCCGGGTCTTCACCGAATCAGAGAAGAGGCCACTCAGCATCC 
AGGACAGCTTCGTGGAGGTGTCCCCAGTGTGCCCCCGGCCCCGCGTCCGCCTGGGCTTTGAGATCCGGGA 
CTCTGTGGTGTGAGAGCAGACTTTTAGAGGCCACCCTGGCTTCAGGGGCCAGGAGTGCTCCCCATGTAAC 
ACAACCATGGTGCCCAGTCCTTGGAAGCAACGGGGCCAGCCCGCTGCTCTTCAGCCAAGTAGGGAGGCCC 
CCTCCGACCCAGCCAGCCACAGCCCCAGAGGTCCTGGCTGAAGATGGGGGCCTGCCTAGGTGGGCAGAAC 
AGTGCTCCTTATGTAAACTGAGCCCTTTGTTTAAGAAACAAATGAAAATGTG 

>GBEQ1604 |Acc|BM780746)Ver|BM780746.1 GI : 19128978 | APL1 8 D09.gl A005 Liver (APL1) Equus 



816 



WO 2005/067649 



PCT/US2005/000517 



caballus cDNA, mRNA sequence .: Start : 4 : Stop : 636 

CGTACATCAATGAGGACAGGATATCTACAACGTTCAGACTGACAACTCTGCTCATGTCTGGCTGTTCATC 
AGAATTAAAAAATCGAATGGAATATGCTCTGAACATGCTCTTACAGAGATGTAACTAAAAGACTTTTCGA 
ATGGACCCTATGGGACTCCTCTTTTCCACTGTGAGATCTACAGGGAAGCCAGTAAAATGATCTACAGCAT 
GTTGAAGAAGACAGACAGGTGGTGGTACGAAAACAATTCCTCTGTGGCCTGCTGGACTGGGTGGAACCAG 
ACCAGGCTGAAGCACACAGTTCTTGACTTTGGACAATCAGAGCGAACCAGAATGCAGTTTTCCTTGACGT 
ACCTGTTTTAAAAGGTTTTTCAGACAATTTCACAGAAAGGTGCATTGACTCTTTACTTCTCTCTGTGGAG 
AGCATTTCAGACAGAGGACTCGGAACTGTGAATATACTTCCTGAAGGGGAGGAGAAGGGAGGAAGCTCCC 
GTGTTGTTTAAAGGCTGTACTCGGAGCAGCTTTTGGCTGCTTAACTGTGAACTATGGCCATATATAATTT 
TTTTTTTTGTTAATTTTTGAAGACACTTGTGGCTGGAAAAGTGCATTCCTTGTTAATAAACTTTTTATTT 
ATT 

>GBEQ1605 | Acc | BM7 8074 4 | Ver | BM7 807 4 4.1 GI : 19128976 |APL1_8_D07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 7 : Stop : 635 

AGCCCAAGTCCCGCGCCCAGTTCAGGTAATGGAACCAGCACCGCAGCCAGCCCAACCCAGCCCATCCAGC 
TGAGCGACCTCCAGAGCATTCTAGCCACTATGAACGTGCCGGCCGGGCCAGGAGGTGGCCAGCAAGTTGA 
CCTGGCCAGTGTGCTGACACCTGAGATCATGGCACCTATCCTCGCCAACGCGGACGTCCAGGAGCGCCTG 
CTGCCCTACCTGCCCTCTGGGGAGTCGCTGCCGCAGACCGCAGAGGAGATCCAGAACACGCTGACCTCGC 
CCCAGTTCCAGCAGGCTCTGGGCATGTTCAGTGCAGCCTTGGCCTCAGGGCAGCTGGGTCCCCTCATGTG 
CCAGTTTGGCCTCCCTGCGGAGGCTGTGGAGGCAGCCAACAAGGGTGATGTGGAAGCATTTGCCAAAGCT 
ATGCAGAACAGTGCCAGATCCGAGCAGAAGGAGGGCGACGGGGAGGACAAGAAGGACGAAGAGGAAGACA 
TGAGCTTAGACTAAATTATTTGCTGTCTTTTAAGGGGTCGGGGCTCTTGGCTGTGCGATTTCAGTAGTGG 
CGTTTG'TGATCTGTCACGCACCCTCACACCTCTGTTCCAACTTGCTGAGAAATAAAAGGCTTTTCTTCT 

>GBEQ1606 )Acc|BM780743 |Ver SBM780743.1 GI : 19128975 |APL1_8_E0 3 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 27 : Stop: 587 

CCCCCAGGCACCCAAGAAGTTGACCCCCACAGAGAAAGGCCGCTGTGCCTCCCTGGAGGAGATCCTGTCT 
CAGCGGGACGCTGCCCCAGCCTGCACCCTCCACCTGCGGGCCGAGGACCCCCCAACCGCTATCCCACCGC 
ACCCGGGGCAGCTGTCCCGGATCCAGGACCTGGTAGCAAGGAAACTAGAGAAGACTCAGGAGCTGCTGGC 
AGAGGTTCAGGGACTGGGAGATGGGAAGCGAAAGGCCAAGGAGCCCCCTCGGTCTCCTCCTGATTCCGAG 
TCAGAGCAGCTGCTGCTGGAGACGGAGCGGCTGCTGGGAGAGGCATCGTCGAATTGGAGCCAGGCGAAGA 
GGGTGCTGCAGGAAGTCAGGGAGCTGAGGGACCTGTACAGACAGATGGACCTGCAGACCCCCGACTCCCA 
CCTCAGACAGACCACCCAGCACAGTCAGTACCGGAAGAGCCTGATGTGAAGGAAAGGGACAAGAGTCTGG 
AACTTGTAGGGGGTGGACAGACTCTTATCTCCNCAGTGTTGCAGGACAAAGCTTTTTTATTTACCTCAGT 
C 

>GBEQ1607 |Acc|BM780742 j Ver | BM78 074 2 . 1 GI : 19128 97 4 | APL1_8_D11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 642 

AGTTGCCCACAAATAAAGATGT T TGT GATAAAGGAAATACCAAACC CATC GAT CAGTACATAT T T GAACT 
AAGTGCGAGGACTCATATTCCAGAAGTATTCCTCAGTAAAATACTTGACTCAACCCTGAAAAACCTTGAT 
GAATGCTGCCACTCTGAAGACTCTACCGCCTGTTTGAATGCTAAGGGCCCTCAACTGAAGAAGGAACTAT 
CC T CTT T CAT CGGCAAGGGACAAGAACT ATGT GCAGAT T ATT CAGAAAACACATT TACT GAG TACAAGAA 
AAAACTGGCAGAGCGATTACGAGCAAAATTGCCTGATGCTGCAGCCACGGAACTCGAAGAGCTAGTTGGC 
AAGCGCTCAGACTTTGCCTCCAAGTGCTGTTCCATAAACTCACCTCCACTCTACTGTGATTCTGAGATTG 
ATGCTGAAATGAAAAATTCTCCGTAGTCTTGATGCATGTGTATTGTCTTAGAACTAGACCTGGAATCACC 
CTGGGAATGACATCTGATGACTTAACCTGAGTAAACTCAGAGCTCCTGGGGAGACAACTAGGATACTCCT 
GCTTTTTATCACCTACAATATCTTAATACAATGATAAGTATGATGATTTGGTATCGAAATAAACTGAAAT 
ATAATGCAAACC 

>GBEQ1608 |Acc|BM780741|Ver IBM780741.1 GI : 19128973 j APL1_8_E02 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 26 : Stop: 437 

CCGGTTACGGGGATACGGACGCCCGGGTCACCGCAGCCATTGGTAGTAACATTTGGGCCGCCTATGACCG 
GAACGGGAACCAAGCGTTTAATGAAGACAATCTCAAATTCATCCTCATGGACTGCATGGAGGGCCGGGTA 
GCCATCACCCGAGTGGCCAACCTTTTGCTGTGTATGTATGCCAAGGAGACTGTTGGCTTTGGAATGCTCA 
AGGCCAAGGCCCAGGCCTTGGTGCAGTATTTGGAGGAGCCCCTCACCCAAGTAGCAGCATTGTAATGGGC 
ATTGGTGGAAGCTGGAGTCAGAAAAGAGAGATGACCATTTGGAGGGGCAGGGCCCCCTGGGGAAACCTTT 
CTGGACTGTGGAGGGAGGGTAGGACTTTTTTTTTCCAAGAATAAACTTCAACTCCTGTTTTG 

>GBEQ1609 )Acc|BM780730|Ver|BM780730.1 GI : 19128962 1 APL1_8_F0 6 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 533 

GCACGAGGCTTTTCCCTATGGGTACTCTCTTTACAATCGGCCGCCATCCGGGAAGTTGCAGGAGCCGGGG 
TTTCTCAGGCGTAGTGTTTTGAGTTGGTGCGACGGTCAGGGCTCAGGAGGAAGGCTGGTGGCGTTCAGAA 
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TGGTCCAGCGTTTGACCTACCGCCGTAGGCTCTCCTACAACACAGCGTCCAACAAAACGAGGCTGTCCCG 
AACCCCTGGGAATAGGATCGTTTACCTGTATACCAAGAAAGTTGGGAAAGCACCGAAGTCCGCGTGTGGC 
GTGTGCCCAGGCCGACTGCGAGGCGTTCGTGCTGTGAGGCCTAAAGTTCTTATGAGATTGTCTAAAACGA 
AAAAACACGTCAGCAGGGCCTACGGAGGTTCCATGTGTGCTAAATGTGTCCGCGACAGGATCAAGCGTGC 
TTTCCTTATTGAGGAGCAGAAAATCGTTGTGAAAGTGTTGAAGGCCCAAGCACAGAGTCAGAAAGCTAAA 
T AAAAAAATGAAGCT T TT T TGAGT AATAAAAAAGT CAAAAGGC 

>GBEQ1610 |Acc|BM780729|Ver|BM780729.1 GI : 19128961 | APL1_8_F02 . gl__A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 60 : Stop : 642 

CGTCTGACGCTGTTGTAAACTGCACACACAGAGAAAGACCCTAGGCATGTCCCTTCATTTCTCTGCACAT 
TGGTTTCTCTACTATGTGGGTATTGAAACGCATGATATGGACAGTGGTGAACTGGAAAAAGAGTTAATTT 
TCTCCCAAACTTTGTCACTGCCTAGGGCAGTTAGAGAATTTAAGTATQATCAAGTTTGAGGAACAAGGGT 
TGCTACTGGAATACTCTCAAAGGGCTCAAGCTAGGTGAGGAAGGAGAAATCCCACTTTCAGGCTCTGAAA 
CCTTGGTGCAACCTGCAGGGGGACTCCCTCTGAGCCTCTACAGAGCCCTATGTGCCCCCAGTTAAATTCC 
AGGAAGTCCTTCCCAATACCACACTCCTGTTTGTCTTCTTGAGGCCTCATCTGAGGAGATCCACTTCGAG 
CCTCCCCCTTAAAAATCAGCTTCTCCCTCTATCCCAAATTTTGTATCTTCCTAGGAAAAGAGATGAGTGG 
AATTCAGGATCCCTCCTCTTGGCCACTGCAAAAAAGTTCACAGTATTTTCTGCTGGCAGAAAACAATACA 
AATAAAACTATTTTTAAACCTTG 

>GBEQ1611 |Acc|BM780722 jVer|BM780722.1 GI : 19128954 | APL1_8_F08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 626 

AAGAAGTGGCATATCTTGGAAACGAAGTGTCTGATGAGGAGTGCTTGAAGAAAGCGGGCCTCAGTGGCGT 
TCCTGCCGACGCCTGTTCCACTGCCCAGAAGGCTGTTGGATATATTTGCAAAAGTAATGGTGGCCGTGGT 
GCCCTCCGAGAGTTTGCAGAGCACATTTTCCTATTAATGGAAAAGGTTATTAATTCATGCCAAAAATAGA 
AATTAGTATAATGTTGGGAAAGAAAGTATTCAGGCTTCTTCAGCCACTTTACTTTTATTTTCAGTTAAAT 
ACAAT TCCAT GTTGTAATGT TACAGAGAGTGT GAT T TGATT T GTGAT ATACCTTAATAT C TT T TAAAGCA 
GTGTCTTCTCAAACTGTCACTCCAAAATCTTCTCTGAAATAATTGTGCTCTACTTTTCTCTTTATGCAAG 
ATAAT TATT TAGAGAT TGAT TACAGT CT T T CTCAGAT TTT TAGTAAAT GCAAGTAACAACAT CAT CAGAA 
TTTGACTTTATATTGTACCCTGTAAAGCTGTGTGTTTGTGTGCTTTTAATGATGCTGAGATTTTATTTAT 
TTGGGGACCAGTGTGTCTGTAAGACATGCCCTTCTATAATTAATAAAATTACATTTCACAAACTTG 

>GBEQ1612 |Acc|BM780712|Ver JBM780712.1 GI : 19128944 | APL1__8__G07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 314 

GCACGAGGATAGTCCAGGGACCCTGCCGAGCCTTCATCCGGCTGTGGGCATTTGATGCCGCCCAGGGGAA 
GTGTGTCCTCTTCACCTATGGAGGCTGCCGTGGCAACGGCAACAAATTCTACTCGGAGAAGGAGTGC2\AG 
GAGTACTGTGGCATTCCTGGCGACGGGGACGAGGAGCTGCTACGCTTCTCCGGCTGACCGGTCTGCAGGC 
CAGAGAGGGGCCACAGGGTGGCAGGGCCAGTGTCTGTCCCCGTGCCCCACGGCAGTCCGGCCCATGTAAC 
CTGGGTTCAAATAAAAACCAAATTGTAGACTCCT 

>GBEQ1613 |Acc|BM780709| Ver IBM780709.1 GI : 19128941 |APL1_8_H02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 500 

GAAAANCCCACCCCTTCCTCCCACCACCACCACCCAGNTGGGGCTTTGGGAAAAGTTTTCCCTTTAGATC 
CAACTGCCCCATCCATGGAGAAGCTGGAGAAAGAACCTCTGGGACCCGCATCCCGAGACTTGGGGAGGTT 
GCTGCCAACAGTCCTGATCTTCCCATCCCCGGACTGATGAGCCACAAGCCCTGGGGGAGGAGAGGACCCT 
CCGAGGAACCATCACCACCACCACCAAGGAGCGAGTGAAAAAACCCACCTCCTCCTCACCCTCCACGACT 
CCTTGAGGACCCATCATCCCAACCATGACCCTCCATGTGGACCCAACTCTCCTTTCTAGACCTGAGCTTG 
CTTCCTCCAGCTAGCACTAATTCAGCAACATCTCGCTGTGGACGCCTGTAAATTATTGAGAAATGTGAAA 
CGTGCAATCTTGAAACTGAGGTGTTAGAAAATTTGATCTGTGGTGTTTTGTTTTGTTTTTTTCTTAAAAC 
GACAAGCAGC 

>GBEQ1614 |AcclBM780708|VerjBM780708.1 GI : 19128940 |APL1_8_H01 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 477 

GCACGAGGCTTCTTGCTACAGCTCCACTCTCCTGTGCATTGAGGGGTTAACCTGAGGTTGAGAAGATGAC 
TAAGCTGGAAGACCACCTGGAGGGAGTCATCAACATCTTCCACCAGTACTCAGCTCGGGTGGGGCATTTT 
GATACCCTCTCCAAGGGTGAGCTGAAGCAGCTGATCACAAGGGAACTTGCAAACTCCATCAAGAATACCA 
AAGATAAAGCTACCATTGACC2\AATATTCCAAGATCTGGATGCCGATAAAGATGGCCAGGTCAGCTTTAA 
TGAATTCGTAGTCCTGGTGTGCAAGGTGCTGAAGACTGCCCACGACGATATCCACAAGGAGTAAGAAGCT 
CTGAGAGGCTTTTTCCCAGAAATGTCCCCAAGAAGATGTTTCCTTCTCCTCATCAAAGCCCAGACTCACC 
TGAGGGACGTGAGCGTTAATAAATGTACTTTTGAAATGTTAAAAAAAAAAAAAAAAA 

>GBEQ1615 | Acc | BM78 0704 j Ver 1 BM780704 . 1 GI : 19128936 | APL1_8_H07 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 4 : Stop : 560 

CTCTTACCGTTCACATGACCATTACCAAAGGCAGAGAGTCCTGCAGAAGGAGCGTGCAATAGAAGAGAGA 
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AGAGTGGTCTTCATTGGGAAGATACCTGGCCGCATGACTCGGTCAGAGCTGAAACAGAGGTTCTCTGTTT 
TTGGAGAGATTGAGGAGTGCACCATCCACTTCCGTGTCCAAGGTGACAACTACGGTTTCGTCACTTACCG 
CTATGCTGAGGAGGCATTTGCAGCCATCGAGAGTGGCCACAAGCTGAGGCAGGCAGATGAGCAGCCCTTT 
GATCTCTGCTTTGGGGGCCGCAGGCAGTTCTGCAAGAGAAGCTATTCTGATCTTGACTCCAACCGGGAAG 
ACTTTGACCCTGCTCCTGTAAAGAGCAAATTTGATTCTCTTGACTTTGACACATTGTTGAAACAGGCCCA 
GAAGAACCTCAGGAGGTAACCCTGGGCCCTTCTCCCCCTCCCCATTTTCTTTGGAGGTGCCCTACCTCCT 
CCATCCCCCTCCCCCACTTTAGGGGAGAGAAGCTGCTAGTGAGGAGAATGACTGTTTTATAAAGAAA 

>GBEQ1616 |Acc]BM780703|Ver|BM780703.1 GI : 19128935 |APL1__8_H06 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 452 

GCACGAGGGTGGATGGGCCTGATCTCTCACCACCCCTCACTGCCTTTCCCGGAGGCACTCGGGCCCAAGG 
CCTGGCTGGGAACCTCCAGGATCTCAATGCCACCTTGAGGAGGGTGTCCGAGGGCCCATCTTTGGGGAGC 
CATCAGCTCCACCGCAGGCAAGTGGGGTCTCACTTGGAGAGGCCCGGGGCAGTGAGGTGGACATCTCGGA 
CCTCGGCTCCCGCAACTACAGCGCCCGCACGGACTTTTACTGCCTGGTGTCCGAGGATGACGTGTAGTCC 
CTACCTGCTGGAGCCGCAGGATCGCCAGAGACAGCTGGGGGCCGGGGTGGGTGGGTCTTTTCTCCACTCA 
GCAGGATCATGACCAGCCTGCCTGCAACTTTGGGACCCTCAGGGACAAGGGGTGTCCCCTGCCCCCCTCC 
TTGTGCCAGAAATAAAGTCCTTTTGGGTCCTG 

>GBEQ1617 |Acc|BM780699)Ver|BM780699'.l GI : 19128 931 j APL1_8_H10 . gl__A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 6 : Stop : 629 

TGGACAATGCTAAACATCTCTAGACCCGGGCATTTAAGCAGCATATCTTGCTACGAAACGATGGCAGATG 
CCTCCACCAAGCTTCAGCAAGTGATTCTCATCGCCATTGGAACCTTTCTGTTGCTGTCGGCGATGGCAGG 
GGCCTGTCTCTTCCTGGTCCTGAAATACAGAGGCCTGGTTAAATACTGGTTTCAGTCTCCGCCAAGCATC 
CCAGTACAAATAGAAGAGTATTTAAAGGACCCGGCTCAGCCTATCTTAGACGCCTTGGACAAGGACAGCT 
CCCCAACGGAAGATGCCTGGGACTCTGTGTCTGTCGTTGTGTTTCCAGAGAAGGAGTAAGAAGATGTTCT 
CCAAAGCACTTTGAAGCAAAGCATTGGCCTGCTCCACCGGCCTGCAGGAAGAGGACTGAGCTCCTGAAGC 
TGCTGATGTCCCTGTCAGGACTTTACGGAGCCCACTACTCCATGTCACTGTCCCAGAAAGGCCAGTGGCG 
CCTGGGGAGAAGCAGTGGGTCTCATCGGGGAGACAAGCTTATTTGTTTTTCTTTAAGAATTTTCTCAATC 
ATACACGTCGCTAGGATGATTCTACAGAGATCTCTCAGAATAATTAAGATTTCTCTTAACCCCT 

>GBEQ1618 |Acc|BM780684 |Ver IBM780684.1 GI : 19128 916 |APL1_6_B03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 10 : Stop: 557 

AG AAG AAC T C AT AAAG AAAC T AC AAGAG T GG AG AG GAGAAT T C T C AT GGC T AAGC AT C T C T T T C AGT AGC 
TAATACACTATCGTGAATTT TAAATACAAAAT T GT T CT T T T CCTGAT T T TT T T AAACATAAGCAGATCAT 
AT TAGCAT TAATAC T AGCATAGAAAACT TGACATCTAGCT TATTCTGAAAGAATCATT TACG TTCAGATA 
TATGACCCCCAAGTCCTGTCTAATAAAATGAACAGATTTGGATGCAAGATGTCTCTAGTTCTGTAATAGT 
CATGTGCTTTTCTTTGTAGCTACTTGTCCAGGATGATTATTTTACAGAAGAGGATCAGTTGTCATTTAGC 
TTCTTTCTCTTAATGGCCCCTTCAAGTTCTTACCATATCTGTTAACTGCAGAGTAGATAAGCTCTGTTCC 
CAGTAGTTGTGAAGTCCTTGGAGTCTTTGGAAATGTTTCCTACAATGTCATGTCTGCTTGTCAAATGAAG 
T AAT GC C T GAAAT AC T T AGC T G T AAT C T AAAC AT AAAT C T T AAT AAAAAC AACC T T G C 

>GBEQ1619 |Acc|BM780672 jVer|BM780672.1 GI : 19128904 IAPL1_6_C0 6 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence* : Start : 9 : Stop : 625 

TGAATGAGCCCTGGAAGCGGATTAAAGGCAGCGAAGCTGATAGGCAGCGGGCAGGGACAGTGACAGGCTT 
GGCAGTGAATATAGCTGCCTTGCTGTCTGTCATGCTCCAGCCCTACATGCCCACGGTTAGTGCCACCATC 
CAGGCCCAGCTGCAGCTCCCACCTCCAGCCTGCGGTATCCTGCTCACAAACTTCCTGTGTACCTTACCAG 
CAGGACACCT GAT TGGCACAGT CAGCCCCT TGT T CCAAAAAT TGGAAAATGACCAGAT TGAAAGT T TGAG 
GCAGCGCTTTGGTGGGGGCCAGGCAAAAGTGTCCTCCAAGCCAGCAGTTGGAGAGACTGTGACAGCCACT 
GGACCACAGCAGATACAAGTGCTGATGGATGAAGTGACAAAACAGGGCAACATCGTCCGAGAACTGAAAG 
CACAAAAGGCAGACAAGAACCAGGTTGCTGCGGAGGTGGCTAAACTCTTGGATCTGAAGAAACAGTTGGC 
TCTAGCTGAGGGGAAACCCCTTGAAACCCCTAAAGGCAAGAAGAAAAAGTGAAAGGGAGAACTTTGTGCA 
TAGAAAGTCACTTTAATGGCTATAGACAGTAATAAATAAATGTACAATCTCTATATC 

>GBEQ1620 !Acc|BM780671|VerlBM780671.1 GI : 19128903 1APL1_6_C10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 34 : Stop: 534 

CCCCCCGCGTCCCGCATACGGACATTCCCGGAACCTGGACGGCTGGGCGCACGCCTCCCACGGGGCGAGG 
GGGCAGGCGGTGGGCACTGGCCCCGGGGCCTGGGGACGCCGCAAACCACACTGGACCCCTGCCCGCCCGC 
TTTGCGCTCAGTCCTTCCACACCGACGTTTACAAGCCCCCCTTCCAAGTTTTTTTGTATGTTTTTTTCTG 
CTGGAAAGACTCAATTCATATTGAATATAATATATTTGTGTATTTAACAGGGAGGGGAGGAGGGGGCGAT 
CGCGGCGGAGCTGGCCCCGCCGCCCGGTACTCGAGCCCGCGGGGACACTGGGGAGGGGACCCCTCGCCTC 
CTGCCCTCCCCCCTTTGCACCGTACTGTGGAAAAGAAACACTCACCTGATGTTTAAGGAGTGTATTTTAA 
GATGTGTTTGTGTGTGTGTGTGAGTTTGTTGTTCTGACTTTTTATTGAATCTATTTAAGTAAAAAAAAAA 
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AATGGTTCTTT 

>GBEQ1621 |Acc|BM780663|Ver|BM780663.1 GI : 19128895 | APL1_6_C12 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 11 : Stop : 623 

CGGCTGCTGTAGAAGCCAAACAAGTGGCCCAGCAGGAGGCCCAGCGGGCCCAGTTCTTAGTGGAAAAAGC 
AAAGCAGGAGCAGCGGCAGAAGATCGTGCAGGCTGAGGGTGAGGCTGAGGCCGCCAGGATGCTTGGAGAA 
GCACTAAGCAAGAACCCTGGCTACATCAAACTGCGCAAGATCCGGGCAGCCCAGAACATCTCCAAGACGA 
TTGCCACATCACAGAATCGTATCTATCTCACCGCTGACAACCTCGTGCTGAACCTACAGGATGAAAGTTT 
CACCCGAGGAAGTGACAGCCTCCTCAAGGGTAAGAAATGAGCCTGGTGAGGAGCTGCACCCCGAGAAGTG 
GATCTGCCNTGGTGTTTGAGGAGCCGGCTTGGGGTCCACTGCTGCCCACCCCACCCCCAGCATCATGT6A 
TGGTACCCTCTGCATTTCTCTGCGTCATCCTTAGATGAACGATGCCCGACCCGTTTTCAGGGGAATGACT 
TTCCTCCTCCCTGTATTGGCCAGGGGTATCGGGACAGTGTGTGATTTCTCAGTGATTTCCTACCGTGTTG 
GTTCCTCTCAAGGTTGGGAGGCGATAACCACCATCCCAGGAATTCTCAATAAA 

>GBEQ1622 | Acc | BM780661 1 Ver ] BM780661 . 1 GI : 19128893 |APL1_6__D08 . gl_A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence Start : 9 : Stop : 471 ~~ ' a 

GCTTCACCGCCGACCTGCGCTCCAACACGGGCGGCCAGGCCTTCCCGCAGTGCGTGTTTGACCACTGGCA 

GATCCTGCCCGGGGACCCCTTGGACAGCACCAGCCGCCGCAGCCAGGTGGTGGCCGAGACACGCAGGCGC 

AAGGGCCTGAAGGAGGGCATCCCAGCCCTGGACAACTTCCTGGACAAGCTGTAGGCGGCCCTGCCCGCTG 

CCGGGCGGCCCTCAGCCCCCGCGCCCGGCCCTCCCGTCCTCCACCGACCTGGAGACTGTCCCGGCGGGCC 

GCTCCGTGCCACCGTCAGTGCCCACGCGACGTCGGCCCTTCGATAATTTATTTCGGGATTTCAGACGCAG 

CAGAGAGGCCCTCCCAGCGGGGACTGGTTCGGCTGGTGGGGGTGGGGGAGGCGGGTTGGGACACCCAACA 

CTTTTTTTTTTTCCCCATTTCAGAGGAAGACTCACATGTCCTT 

>GBEQ1623 | Acc| BM780658 | Ver [ BM780658 . 1 GI : 19128890 | APL1_6_D09 . gl A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 5 : Stop : 625 

CCATGGGTGGCGGCGGCGGTGCCAGCTTTGACCGCGCCATCGAGATGGAGCGTGGCAACTTTGGAGGAAG 
CTTCGCAGGCTCCTTTGGTGGAGCGGGAGGCCATGCTCCTGGGGTGGCCAGGAAGGCTTGCCAGATATTT 
GTGAGGAATCTCCCGTTTGACTTTACATGGAAGATGCTCAAGGACAAATTCAACGAGTGTGGCCACGTGC 
TGTATGCCGACATCAAGATGGAGAATGGGAAGTCCAAGGGGTGCGGTGTGGTTAAGTTTGAGTCGCCAGA 
GGTGGCTGAGAGAGCCTGCCGGATGATGAATGGGATGAAGCTGAGTGGCCGAGAGATTGATGTTCGAATC 
GATAGAAACGCTTAAGCAGTTGCCTTTTTTAAACATCGATACCAGACCTCTGAATTTGTATTTTTTCTTG 
TTAACCATTTTAATTTGTTGGCTGGATGTATAAAGATGTTTAAAAAATTCAGTTGCTTTTTGGGGTAATT 
TGAATTACTTTTTTAATGACTGGGGTTCCATTTGACTGTTTGCATTGAGATTGCAATGTGCGCAATTTTT 
TTTGTAGTTGTGGCATCTTGTTGACATCAAATATGACTTTGATAATAAATACCAGTTCCCG 

>GBEQ1624 | Acc | BM7 80650 | Ver | BM7 80 650 . 1 GI : 19128882 |APL1_6_E10 . gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 1 : Stop : 626 ~~ 

TGACTGTGGTGATGCAGTCGAGTTAGACTTGTTCCGTACTTTCCCTGGCGAGGGTAGCCTAGATGGTTTA 

TTTCATAGGCACCCTGATGAAGCTGCTTTCTTTGACTCCTTTAGCAGTAAGACCCAGTCTATGGGTTTAG 

GATCTGACGGCTTCACGGACTCTCATCACTTTGGTGTACCTGAGTATCCTTCAAGTGGTAAAACTTCAAG 

TCACAGCAAACAATTTGTGACCAGTAGCACAACGTTCAACAGAGGAGGCTCTGCAAGTAAGAGCTTTAAA 

ATGGCAGATGAGGCGGGAAGCGAAGCAGGTCCTGAAGACCCCAGAGGAGCACATGCCACCAAGGGAAGCC 

ATGTTAAAGTTCGCTCTGCAAGAGGTATCCACACTTCTCCCTTGGGGAAACCTTCCCTGATCCCCTAGAC 

TAAGCT.CATTATTCTTGCAATATGCTCCCAATAGCACCTTGCACTTCTTTCCTAGCCCTCTATCACGCTT 

TATTGAAATTACACTTTTTTTGTTTGTTTTTGTTAGACTGTAAGTTCCATGGGGGCAGGGACTTTGTCTA 

TCATGTTGATCTCTGTATTCCCAAATGCTTAAGAGTGCAGAGTCATCACTCAATAAACACATGCTC 

>GBEQ1625 | Acc | BM780649 | Ver | BM780649 . 1 GI : 19128881 1 APL1_6 E09.gl A005 Liver (APLl) Equus 

caballus cDNA, mRNA sequence Start : 7 : Stop : 638 "~ ~ 

TAAGGCAGAAGGAAT CAGGAGAGT TTGAAGAGACAT TGGACT T T T GTGT GAACTTAGAGAATCCTGGT GG 

GACCCTAACATTGGTAACTCAGGCCAAGCCTGAATCTGAGTCCTCGTTTTTGTGTGCCAGCTCTGATGGG 

AT GCT ATGGAACC TAGCCAAATGCACCCT TGAAGGACAAT GGACCACAGAT AACAT CTGGCAGAAAGAAG 

CAAAAATGCCTGAAACCCAAACTCCGGGGACAGACCCATCCATAGATACTGATGTGGATAGCTGGCCCAG 

AACCACAGATCTAAA.GACACAGCAGCGAAGAAAGATTCACTCGGGCTCTGTCACAGCTCTCCATGTGCTG 

CCTGAGTTGCTGGTGACAGCTTCAAAGGACAGAGATGTTAAACTATGGGAAAGACCCAGTATGCAACTGC 

TGGGCCTGTTTCGATGTGAAGGGGCAGTGAGCTGCCTGGAACCTTGGCTGGGTCCTGACTCTATCCTGCA 

GCTCGCAGTGGGAGACATGCAGGGCAATGTGTACTTTCTGTCCTGGGAATGAAGGCACCACTTATGCCAG 

AGATGCAAAGCCTGAAGATACCACTGGCTACTTTCTCAATAAAATTATAAAAATAAAGTGTCAGAAAATC 
TC 

>GBEQ1626 I Acc| BM780648 | Ver | BM780648 . 1 GI : 19128880 | APLl 6 E08.gl A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 3 : Stop : 57 9 " 
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tggatcgggaagtgcgcaaaatcaaacaaggcctgggcttgaaattcgcggagctggtatacacgggttt 
ctggcacagccctgagtgtgaattcgtccgccactgcatcgccaagtcgcaggagcgcgtggaagggaaa 
gtgcaggtgtccgtcttc2\agggccaggtgtacatcctcggccgggagtctccgctgtccctctacaacg 
aggagctggtcagcatgaacgttcagggcgattatgagccactcgatgccactggtttcatcaatatcaa 
ctccctcaggctgaaggagtatcatcgtctccagagcaaggtcaccaccaaatagaccagctgacaatga 
ggAgctgggccgctttcctcactctgcccatctcccgagcacgggcgctaattgttgtgataattggtag 
ttgtgacttgttctccggggctggcagtggagtgggggtgccaggccccacctttgttccctggtcccct 
gtagcctgtaaaagtggtcagcgaagggaagggtggggggcagctgcagtggggagccagggaaatgaca 
at t aaaaaan aagat ac 

>GBEQ1627 1 Acc | BM7 80 636 | Ver | BM780636 . 1 GI : 19128 8 68 |APL1_6_F12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop: 642 

GAATATAGAGAATCTTTCCAGATATGTCACCTTGACAGTTTTGATGAAGTGTGATGAACATGCAGTGTGA 
TTTCTTTAAATCTTCTGTTTTCAATAGTAGAACAATTACTGTTTCCTTTCTAGTACAATCATGTTTGAAA 
TTAAGAAGATCTGTTGCATCGGTGCGGGCTATGTTGGAGGACCCACATGTAGTGTCATTGCTCAGATGTG 
CCCTGAAATCAGGGTAACGGTCGTGGATGTCAATGAATCAAGAATCAATGCATGGAACTCTCCTACGCTT 
CCTATTTATGAGGTAAATCATGGTAAACAACTCTTTGTTTTCTTACTATTTTTGTTAAATAACTTACTAT 
TAATGTAAAAATC TATGAT GGCAGCT GATAAGAAATTAAGT GAAAAACC TAGAT ATGCAAT GT T CTGGAC 
ATTATAATTATCTCAAATGTGCCTAGGGAAAATGACTGGAAACGCCCCATATTAGAATATTAATAATGGT 
TGTATTAGGAAAGTGAGATTATGGGTAATTTTTTTCCCTTCTCTGTTTTCTCATTTTATCTATTATTATG 
GTTACCATATTGTAATAGTAAAATTAAAAAGTGGCATTCTGTAAAAATAAAATAAATAAAACTGTGGATG 
T T T AT AAC AT T 

>GBEQ1628 | Acc | BM780634 | Ver 1 BM780634 . 1 GI : 19128866 |APL1_6_F10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 22 : Stop: 64 0 

TGCCGCCTGGCACGACCTGGTGTACCGCATGCGGGGCGACACGCGGCTATTCCAGACTTTCTGGTTTCTC 
TACCATAAGGGCCACCCACCCTCGGAGCCCTGCGGCACCCCCTGCCGCCTCGCTACTCTGTGCGCCCAGC 
TCTCCGCCCGCTCAGACAGCCCTGCTCTGTGTCGCCACCTAATGCCCGATGCAGGCCTCCCTGATGTCCA 
CAGGTTGTGGCTACAGCCACTGTTCTGCTAGCACTCCCAGGGCCCAGAATTGGGAAAGTGTGTGTCTTAG 
GAAAGGAGCAAAACCCCCAGAGGGCTGCTGTGTTGAGAACATCTGATGGAAGAGCCTATCCACGGGCCCA 
GGCACGGCCCGGAA&CAGGACCCTCTCCTTTCCTGGAGCTGGTTTAGCAAGATGTGGGAGGGGTTGGCTG 
CTCTGGCTGTGCCCAGCATCCAGACTGCCCTGGGGCTGGTGTCCTTTGATGGCCATGGAGCAGAGGTCTC 
AGCTGGCACTGCTCTGGCAAACCAGAGGGGAGTGGTCACCCTTGGCCTGTGCTGGCCAGCCAGGAAACCT 
GTACTGCTGCTGCTGCCTGCCTGCCAGGCTATTAAAATAAAGATAAGAGACTTGACTCC 

>GBEQ1629 | Acc [ BM780631 | Ver ! BM780631 . 1 GI : 19128863 |APL1_6_G05 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop : 615 

GCTGACACCGCTCGTGTCATTAATCAAAGGGTGCTTGTCTCAGTGAAGAAAGAGAAAACTGTGACTGTCA 
CCCTGGATAAAGAGATGTCCTTCTCTGTCTTACTTCATCGCGTTTGGAAGAAGCATCCAATCAACGTAGA 
CTTTTTGGGGATCTACATTCCCCCCACAAACAAATTTTCGCCTAATGTACATGGACTAATAGGCCAGTTC 
ATGAATGAGCCAAAGGTACACATCTTCAATGAGCGACTTGGAAAGGACCTCAAGAAGCCAGAGGCAAGCA 
TGGAGGTGAAAGGAC ATAAGCT GAT TGT CACCAGAGGCCTCCAGAAAGAC TACCGAACAGATATAGT GT T 
TGGAACAGATGTTCCCTGTTGGTTTGTGCACGACAGTGGGAAAGGTTTCATCGATGGACATTACAAGGAT 
TACTTTGTGCCTCAGCTCTATAGCTTTCTCAAACGGGCTTAAAGGTTTCTAGTTTTAGAAATTATACGTA 
TAAATGTACATTTTTTTCCTGCCACTTTTGCAATCATTCTTCAATTTGAATAATTAAAAACCAACCAGAC 
AGCACGGTGGCTTATAAAACCTGTTGACACATGGGAAGAAAATAAAGGATTTGC 

>GBEQ1630 jAcc|BM780628 | Ver 1 BM780628 . 1 GI : 191288 60 j APL1_6_G07 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 92 : Stop : 225 

AT ACACTGTT TAATAAAGCACT GAATAAAT GATGCAAGTTGT CAATGGATGAGTGAT CAAC TAATAGCTC 
TGCTAGTAATTGATTTATTTTTCTTCAATAAAGTTGCATAAACCAAAAAAAAAAAAAAAAAAAA 

>GBEQ1631 |Acc|BM780611|Ver|BM780611.1 GI : 19128843 |APL1_6_H11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 555^ 

GCACGAGGCCTCGTGCCGAATTCGGCACGAGGCCTACACGCCGCCGCTGGGTCCGCCGCCATGTCTCTAG 
TGATCCCTGAGAAGTTCCAGCACATCTTGCGAGTACTCAACACCAACATCGATGGGCGGCGGAAGATAGC 
CTTCGCCATCACTGCCATTAAGGGTGTGGGGCGAAGATATGCTCACGTGGTGTTGAGGAAAGCAGACATC 
GACCTCACCAAGAGGGCAGGAGAGCTCACTGAGGATGAGGTGGAACGTGTGATCACCATTATGCAGAATC 
CACGCCAGTACAAGATCCCAGACT GGT T CT TGAACAGACAGAAGGACGTGAAGGATGGAAAATACAGCCA 
GGTCTTGGCCAATGGTCTGGACAACAAGCTCCGTGAAGACCTGGAGCGACTGAAGAAGATACGGGCCCAC 
AGAGGGCTGCGCCACTTCTGGGGACTACGTGTCCGAGGTCAGCACACTAAGACCACAGGCCGCAGGGGCC 
GCACCGTGGGTGTGTCTAAGAAGAAATAAATCTGTAGGCTTTGTCTGTTAATAAATAGTTTATAC 
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>GBEQ1632 ] Acc | BM780602 | Ver | BM780602. 1 GI : 19128834 | APL1_4_B0 9 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence «: Start : 1 : Stop : 655 

TAGCTTAGTAATGTATAGTAATTTAATTTTTTCAGTATTTTACTTATAATTGTGGAAAGACATGAAAGAT 
AAGAAGCACCAAAAATAACTTTGGCTAAAATATTTCTATTTTTGACTCTGTATTTGAAGTGAATTAGTTA 
TTTTATTTTCTTCTTTTAATAGGGTTACACATCATTTTGGAATGACTGTATATCATCTGGATTACGTGGC 
TGTATGTTAATTGAATTAGCGTTGAGAGGAAGGTTACAACTAGAGGCTTGTGGAATGAGGCGTAAAAGTC 
TATTGACAAGAAAGGTAAGAGGCGTGCTAAATAACATACCCTTTTTTTTTTTTTAAAGATTTTGTTTTTT 
CCTTTTTCTCCCCAGGGCCCCCCGGTGCATGGTTGTGTATTCTTCGTTGTGGGTCCTTGTAGTTGTGGCA 
TGTGGGACGCTGCCTCAGCGTGGTCTGATGAGCGGTGCCGTGTCCGCGCCCAGGATTCGAACCGGCGAAG 
CACTTGGCCGCCTGCAGTGGAGCGCGCGAACTTAGCCACTCGGCCACGGGGCCAGCCCCTAAATAACATA 
CTCTTTTTAAAGAGTTTGTGCTGCCTAAAAATGAAGTGTTTCTATTGATAGCTTTCAAAAATTAAAAAAG 
AAG T TAT T T AAAAAAAAAAAAAAAA 

>GBEQ1633 1 Acc | BM780597 | Ver | BM780597 . 1 GI : 19128829 | APL1_4__B04 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 52 : Stop : 622 

AGAGCCGCGACAAGGCCAAGCGGCGCAACCAGGAGATGCAGCAGAAGCTGGTGGAGCTGTCTGCCGAGAA 
CGAGAAGCTGCACCAGCGCGTGGAGCAGCTCACGCGGGACCTGGCCGGCCTCCGGCAGTTCTTCAAGCAG 
CTGCCCAGCCCGCCCTTCCTGCCGGCCGCGGGGGCCGCGGACTGCCGGTAACGTGCGGCCCGGGCAGGAG 
AGACTCACCAACGACCGATACCTCAGACCCGATGGGCCGGAGCGGAGCGCGCCCTGCCGGATGCCGCGAG* 
GGCCGCCCGGCGTCGGCTACAGTTTCTTTGGGACTTATGAGCGAAAGGAAGCTTCAGCCTGGACTTACCA 
CCCCTGAACTTCGAGAAAAGCTATACGTGTTTATTTTCCCTTAAATTATTTTTATAATGGTAGCTTTTTC 
TACATCGTACTCTTATTGATGCAGCTAAGGTACATTTGTAAAAAAAACCAACACTTTTCAGACAAACCCT 
TT GTAT T GTAGATAAAAAGACGGAGCATGCT CACT T T T T TGTATTAAT T T T TACAGTAT T T GTAAGAATA 
AAGAAGC AT T T 

>GBEQ1634 | Acc | BM780593 | Ver | BM780593 . 1 GI : 19128825 |APL1_4_C05 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 531 

GCACGAGGCCATCTGCGGTGCAACCGCCGCGAAGATGCAGATTTTCGTGAAAACTCTTACGGGGAAGACC 
ATCACTCTCGAGGTTGAACCCTCAGATACAATAGAAAATGTAAAGGCCAAGATCCAGGATAAGGAAGGAA 
TTCCTCCTGATCAGCAAAGACTGATCTTTGCTGGCAAGCAACTGGAAGATGGACGTACTTTGTCTGACTA 
CAACATTCAAAAGGAATCCACTCTTCATCTTGTGTTGAGACTTCGTGGTGGTGCTAAGAAAAGAAAGAAG 
AAGT C T T AC AC C AC T CC C AAG AAGAAT AAGC AT AAGAG AAAGAAG G T T AAG CTGGCTGTCCT G AAGT AC T 
ATAAGGTGGATGAGAATGGCAAAATCAGTCGCCTTCGTCGGGAGTGCCCTTCAGATGAATGTGGTGCTGG 
AGTTTTTATGGCTAGCCATTTTGACAGACATTATTGTGGCAAATGTTGTCTGACCTATTGTTTCAACAAA 
CCAGAAGACAAGTAATGGTATATGGATTAATAAAAGACATG 

>GBEQ1635 | Acc | BM7 80592 | Ver | BM78 0592 . 1 GI : 19128824 | APL1_4_C04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 91 : Stop : 666 

TGCCCTGGAGTCGTACGCGTTCAACATGAAGAGCGCTGTGGAGGATGAGGGGCTCAAGGGCAAGATCAGC 
GAGGCGGACAAGAAGAAGGTGCTGGACAAATGCCAGGAGGTGATTTCCTGGCTGGACGCCAACACTTTGG 
CCGAAAAGGACGAGTTTGAGCACAAGAGGAAGGAGTTGGAGCAGGTGTGTAACCCTATCATCACTGGACT 
GTACCAGGGGGCGGGTGGCCCCGGGGCTGGTGGCTTTGGGGCTCAGGCTCCCAAGGGTGGCTCTGGGTCT 
GGCCCCACCATTGAGGAGGTGGATTAGGAATCCTTCCCCAAATTGCTTGTGCTTGTTATGGAGACGGTTG 
GGATTCAAGACTTTTTATTGCCTTATATATCCGCCTTTCATCAAGTTGTTTGCAAAGTTGAATTGTTTCT 
TGAAGTTATGAACTTGCTGTTTTTCCCAGAGTCTAAATGTAGAGATGACTTGATACTGTCATCTTTTGCC 
CATTTCCTTTTTTGTAATACTCATACCAAACTCGGGCTGTTTTTTTCCTTTTTATTTCTAAGTAAATAAA 
C T C AG T AAC T C C AG T G 

>GBEQ1636 j Acc j BM780588 | Ver | BM780588 . 1 GI : 19128820 [ APL1_4_B12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 8 : Stop: 655 

ACAGGGCTGCATCCTTGGAGGCTGTGAGCTATGCCATTGATGCTCTGAAAGCCAGGGTGCCCATATGGAA 
AAAGGAAC TGTATGAAGAATCAT CATCATCTTGGAAAAGAAATAAAGAAT GCT T T TGGGCAACC AAT GAT 
TAAATCACAGT T TT T TAGAGCACTAACAT T TAAATGTGT TAAACT T T GATCT T T GAT CACAT T T TGGT T T 
TTCTTCTCCGAAAGTGAAGATAGTTTATTGAAGCACAATCTCTTATGTTCCACCTGTGGGACAAAAGGGA 
GAAAAAAGCAAAATAAATGGGTGTTTAGAATGAGGACCTACGCAGAAACTACAGGTGGAGGAAGAGCTTT 
AGAGAAGAAATGGAAGAATAATTTAAATGTGAGCAAGGATGCCTTTGGTAGACACATTATTCCATGACTA 
CGTTCTAATTGTAACTCGACATAC.TGAAGTGTGGCCCCTTCTTGCTGACTTTGTCTCAAAGAGAGCCTGC 
CCCCCCATCCCCTGCCCCCACATCCAGCGATGTCATAGTTATCAGGGATGCATTATGGGAATGTTGGTAG 
AACTGGAATGTATAAAAAAT CATT AGAAGCCAGTT TT GAT TT GAT GTAT T T T TAGAAT T TATAT AT TT T T 
AAAAAT AAAT AT AC TAT T 

>GBEQ1637 | Acc | BM780585 | Ver | BM780585 . 1 GI : 191288 17 | APL1_4_D03 . gl_A005 Liver (APLl) Equus 
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caballus cDNA, mRNA sequence Start : 45 : Stop: 556 

CCGAGCCACCGTCCGGGCCGTGAGCAAGAGGAAGCTGCAGCCCACTAGGGCTGCCCTCACCCTGACACCT 
TCAGCAGTGAACAAGATAAAACAACTTCTTAAAGATAAGCCTGAACATGTAGGTGTGAAAGTTGGTGTAC - 
GAAC T AGGGGT T GTAAT GGCCTCT CAT ATACT C TAGAAT ATACGAAGACAAAAGGAGAT T CT GAT GAAGA 
AGT CGT TCAAGACGGAGT CAGAGTGTTCATCGAAAAGAAAGCACAGCTAACACT T T TAGGAACAGAAAT G 
GACTATGTTGAAGACAAATTATCCAGTGAGTTTGTTTTCAATAACCCAAACATCAAAGGAACGTGTGGCT 
GTGGAGAAAGCTTTAATATTTGACCCCTCGGGAGTGCGCTGAGTGTAAGCCCCGGGAAAGCTGTGGAAGT 
CCCGGGACTTACTGAAGAGATCATGTGATTGTCACGTGCTTAAGGTGTGTAACGTATGGCTGCCTTACGA 
GGACAATAAAGTGT GCAT T T TG 

>GBEQ1638 | Acc | BM780583 [ Ver ] BM780583 . 1 GI : 19128815 | APL1_4_D01 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop: 514 

GGCGCCTGGTCCAACGTGCTCAGGGGCATGGGGGGCGCCTTCGTGCTGGTCCTGTACGACGAGCTGAAGA 
AGGTCATCTAGGCGCCGGCCCGCCCCGCCCCGCCGGACACGGGACCAACAGCAGCGCGTACAATGCCTAA 
CTCCTAACGGACCATTATCTTCCAGAAATTCCACTGTCCTCGTCCCGGCCGGACCCCGAGGAGCGAGCGG 
CCGGGACCGGGCTCTAGACGGGGCTCCTCGTGGTCGAGACCATCGGCACGCCGGTGCCATGCATCGGTGT 
TTGGGGTGGGGAGAGGGCAATCCTGCCGTTTGCATGGGTCCACGGCCAGGCAGCTCCCGACGCACGGCCC 
CGGGTCCAGGTGCCTGTGGGACCCGCGTTGTGTTTAAGTATTTATTTAACAAAGGAATCATGTCTCCCAT 
TTGTACTTAAGCACTATCTTTTTTGCACAGCCGACTATCTGCGATTATGTTCTGTGTTGGGCGTTCTGCT 
G C AAAAG AAT AAAAC C G G G AC C C 

>GBEQ1639 | Acc 1 BM780582 j Ver | BM780582 . 1 GI : 19128814 | APL1_4_C12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 4 : Stop : 64 4 

GGGGGGCTTGAGATACTCCTTTTTAACTCTGAGCAGCCAGTTCAAACCGAAACCACTGGCGGACGAAGAA 
AGCATCCCTCCGGATTTGAAGGGCTAGAATCTGGGACAGAATTGCAGACTGACTGGCAGACTGGGGCCGG 
GGAGGAGGGTGGGGCCGGGCCAACCCAGGCGCGGGAGTGTGAAGCCTGGTGTTTGGGTCCTGGGAGCCCC 
CCCACGGGCCCCGACCCGTTAAAGCATGAACAGGAGTGTGTCTGCAAAACACGGGGAGAATCTACCTCAC 
AGGCCGCGGCCCCGATCCACCGCCACCCGCGGAAGCGTGGGCAGCGCCTCCCCGCCCGACGGCGCGTCCT 
CTCGGCACCGGCCGGCGTCCGCCGCGCGCGCTTGAGAGGGGCCGAGGGGTCGATGCTGGGATGGCCTTTA 
TTTCCTTCTTGGCACCTTGGCCTTCGTTTCAAAGCTCCCAGCCAAAGCGACGTGCCAGTGTGAACACTTT 
TTCGGCTTAAACAGACGTCTTCATTTTAATAAAATCAGTCAATTAACTGCTAGTAAAGTTATTTGTTAGC 
TTTGATTTGATCTTATATGTTGGTATCTTTTCCCCAATCATCAAAATAAAATAAAGAATAATTTAAAAAA 
AAAAAAAAAAA 

>GBEQ1640 |Acc|BM780580 |Ver|BM780580.1 GI : 191288 12 j APL1_4_C10 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 24 : Stop : 601 

AGACCCACCTCAATGCAAAGACCCTAAAGGAAAATGCGGACCCCCTCCACCGATCGACAATGGAGACATT 
ACCACATTCCCATCACCAGCATATCCTCCAGGATC2VACAGTTGAGTACCAATGCCAGTCGCTCCACCAAC 
TTCAGGGAAACAGGATTATAACATGTAGGAATGGAGAGTGGACCAAACCACCAAAATGCTTAGATGCATG 
TGT AAT AT CAGAAGAAAAGAT GGAAAAACAT AACATAGAACT ACGATGGAGGGGGGAGAAAAAACT T TAT 
TCTGAAACAGGGGATGTTGTTGAATTTGCGTGTAAACCTGGATATCGTGCAAAGAGAGATTCCGCAGAAT 
TTCGAGCAACCTGTCGGGAAGGAAAACTGGAGTATCCCACCTGTGAAAGACAGAGATTTAACACGCGTTC 
GTAAAATCCTCATGTGTGCATTCATTCAGAATTTGTCATTATTAATCCAATTCTTCTCAAGTCATTCCTT 
CAAGCATTGTTTAACTCATTTTGACTCATACATCAGAATTTGTGTTAAATATTACGTAGACAATGTTAGA 
C AC T AAT G AAT C AC T T CT 

>GBEQ1641 |Acc|BM780575|Ver|BM780575.1 GI : 191288 07 | APL1_4JD10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence. : Start: 13: Stop: 629 

TTCCTGCCTTTCACTGTTATCTGTTCCGTCCTTTCTGTAAATTACCATGGGCCCCTTCCCTCAATTCTTT 
TCAACCATGCCCATTCGAATCTCCTCGTTTATCTGAGTCTGTGGGTACCACCAAACTACCTGGAACCCAT 
CTCAAAATACTTTCTTTTCTTGTCTGCTCAGCACTGGCCAGGTGAGTTTTTTCTTGAGCTCTGTCATTTT 
C T GAAAAGAAGGAAGCCATGGGAAACAGACAT GGCATATAACTGATTGT GAGCTGAGGAGAAAATGTAGC 
TGGCTGCCTACTCTGTGCTGTGAGGGGTCCTTGATGAGGTTCCAGGTCAGAGGCCAGACCGTGTGAGCCA 
GCCCAGGAGGGTGTGGGTCCACGCAGTACGCAGCTCCCTGCCCGTGCTGGGTGCCCATGCTGCGGACTGG 
CT CAATT T GAGT CACAGTTGCTAT TGTAGAT T TATT T T TAT AT TAGT TAATGAACTAACT T GCCAT AATA 
AAATTGTCACCGATTGAAAAGCTCATCACTTCTTTGGTTCTTTATGTATAGTTCAACCAAATCTTGTTTT 
GTGTCCTTTCTTCATTCCTTAGGCTGAATTTGTTTGGATCATATTAATAAACTAAAT 

>GBEQ1642 j Acc | BM780574 | Ver I BM780574 . 1 GI : 19128806 I APL1_4_D0 9 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence . : Start : 39 : Stop : 585 

TCTTGCCTGGGTCAAAATGCTGCAGAAAGAAGTAATAGAAAGCGGAGAAACTGCTGTGACAGATGTGGAG 
TCAGAAACTGCTACCTTCACAAAZVACATGTAAAATTTAACCCACATTAAACTGCTTTGTTCAAAGCCAAA 
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AAAAAAAAAAAAAAACTCGAGACTAGTTCTCGGTCAGCGTTGCTCGTGCCTCTGTCTCCGGACTCCAGCC 
ACCGCCTCAGTGCACCATGGACCCCAACTGCTCCTGCGTCGCCGGTGAATCCTGCACCTGCGCCGGCTCC 
TGCAAATGCAAACAGTGCAGATGCGCCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCCGTGGGCTGTG 
CCAAGTGTGCCCAGGGCTGCGTCTGCAAAGGGGCATCGGACAAGTGCAGCTGCTGCGCCTGATGTTGAGG 
AGAGCCTGCTCCCCATGTAAATAGAGCGACATGTACAAACCTGCATTTTTTTTCACACAGCGCTGACCCA 
ATTGCTGCATCCCCTTTTCTATGAAATATGTGAATGACAATAAAAGTTATTGACCTT 

>GBEQ1643 1 Acc | BM780573 | Ver | BM780573 . 1 GI : 19128805 | APL1_4_D08 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop : 605 

ACAACAT CCGGACCAAGGATAAT GAGCT ACTAAT T T ATAAAGACAAAGT CGGACAGTATGCT TTACACAT 
TGGAGGCACAAAAGTTATTGCCAAAGCTATCGAGCAGTTCCCCAGCCCTGTGCACATCTGCACTAGCTGG 
GAGTCTTCCTCGGGCATTGCTGAATTTTGGGTCAATGGGAAGCCGCTGGTGAAAAAGGGCCTGAAGCAGG 
GTTATTCTGTGGGAGTTAACCCCAAGATTGTCCTGGGACAGGAGCAGGATTCCTATGGAGGAGGGTTCAA 
TCAGAACCAGTCCTTTGTGGGAGAGATTGGAGATTTGTACATGTGGGACTCTGTGCTGTCTCCAGAAGAG 
ATTCTGTCTGTGTATAAGGGTTCCCCCCTCAATCCCAATATCCTGGACTGGCGGGCTCTGAGCTATGAGG 
TAGAAGGATATGTTGTCATCAAGCCCCTGGTGTGGCACTGAGGTCTTGAACCAACAAAACCACTTGAAAA 
TGAAATAATCAACATCCGAGAGATCTGCTAAAGGCAACTGGATACTAGATCCTATATCCGTAGCTCTTTT 
TCTTTAATTTCCTGTTTACATGTGTGCCTAATAAAAAAATACAT 

>GBEQ1644 | Acc | BM780572 | Ver ) BM780572 . 1 GI : 19128804 | APL1_4_D07 . gl_A00 5 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 20 : Stop: 629 

GTGGAGGCCGCGCTGCTCCCAGAGACCCTGAGGAGGTGGCGAGCTTCTCTGCGGATGAGGTGGATAGATG 
AATTATACCTGCCAAAGTTTTCCATCTCCAGCAACTATGAGCTGGAAACCATACTCACCCAGCTGGGCAT 
TGAGAAAGTCTTCACCACCAAGGCTGACCTGTCAGGGGTCACAGGAACCCCTAACCTGTACGTTACCCAG 
GTGGTCCATAGCACTGTGCTTGATGTGGCCGAGGAGGGCACGGAAGCAGCTGCTGCCACAGGAATCAACA 
TTGCTTTCTCGTCCGGAGTAATGAACCCTTTGATAGTGGATTTCAACAGGCCCTTTCTGTTATTTATAAT 
CAGCAAAGATACCCAAAGCATCCTCTTCGGGGGCAAAGTTGTGGATCCCAGTCAAGCCCCTCACTAAGGA 
GCGGGCTGCCCGGGTCTCTGGGTACAGCCTGGCCTCTGTGCTCCAAGGAGCTAGTGTGCCTGGCCCTGCC 
TGCTCATCCTTGGAAAGGTGACGATGACTCTGCCTGGAGTCTCCCACGTGCACAGGGAGCCTGTGTCCTG 
TTCAGTTGGAGACCCTGAGACCTCTCGACAGCAATAAACCATCTTCCTTC 

>GBEQ1645 | Acc | BM780570 | Ver | BM780570 . 1 GI : 19128802 |APL1_4_D0 5 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 28 : Stop : 632 

ACACCTCATAGCCATGAAACTGAGCAAAAAAGACTCGGACTTCTTGCTGGATTTGCTTTCCTTACAGGAG 
TTGGCCTTGGTCCTGCCCTGGAGTTGTGCATTGCCATCAACCCCAGTATCCTTCCCACTGCCTTTCTGGG 
CACAGCAATGATCTTCACCTGCTTTACCCTGAGTGCACTCTATGCCAGGCGCCGTAGCTACCTCTTTCTG 
GGAGGTATCTTGATGTCAGCCATGAGCCTGATGCTCTTGTCCTCCCTGGGGAACCTTTTCTTCGGATCTA 
TTTGGCTTTTCCAGGCAAACCTATATGTGGGGCTGGTGGTCATGTGTGGCTTTGTCCTCTTTGATACTCA 
ACT CAT TAT T GAAAAAGCT GAAAAT GGAGATAAGGAT T ATAT CTGGCACT GCGT GGACCTCT TCT TAGAT 
TT TGT TACTCTCT T CAGAAAACTCAT GATGATCCTGGCTAT GAATGAGAAGGAT AAGAAGAAAGAGAAGA 
AGTGAAATGACCATCCAGCCTTTCCCATTTGACTTCTCTCCCATCACCCCTCATTTTCCTCTTTGCACAC 
ATTACAGGTGGCGTGTGATAATGAAAAGCATCAGAAAAGCTTTTT 

>GBEQ1646 1 Acc | BM780568 1 Ver | BM780568 . 1 GI : 19128800 |APL1_4_E08 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 5 : Stop: 608 

GCCT T TCTAT GTGGAAGTATACCTGGCT T T T TAAAAT ATATATAT T TAAACACCAAACAAAAAAAAGCAA 
CAGTAATCTGTGTGTTTCTGTAACAAATTGGGATCTGTCTTGGCATTAAACCATATCATGGACCAAAATG 
TGCCATACTAAT GAT GAGCAT T TAGTACAAT TT GAGGT T GAAACCGAGTACGACACTAT GT TCT AGATGG 
GTCAGTCTTAACAGTTTGCCTGCTGTGTT^GTAGTAGCCATTTTCCTGGACTGTTCAAGCAAAAAAGGTA 
ACTAACTCCTTCATCTCCTTTCGCACTTACTTGGAAATTTTAGTTATAGTGTTAACTGGCATGGATTAAT 
AGAGTTGGAGTTTTATTTTTAAGAAAAATTCACATGCTAACTTCCATTTAATCCATTACCCTTTATTTTA 
TTGA2\ATGTATAATTAACTTAACTGAAGAAAAGATTCTTGGGAGTATGTTGTCATAACATTTAAAAAGAT 
TTCCATTCATTTAAACTAAATTACTGTTTTATGTTGATCTGCATATTTCTGTATATTTGTCATGACAGTG 
CTTGCATCCTATTTGATGTACTGAGCAAATAAACTTTCCATTTT 

>GBEQ1647 | Acc | BM780567 | Ver 1 BM780567 . 1 GI : 191287 99 | APL1_4_E07 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 27 : Stop : 654 

GGGAAT GCAT T CAAGAAAGAAGAACAAGGCCAGT T TACGATGTACACCACCACC T ACGAGC T GAAGGAAG 
ACCACAGCTACAACGTCACCTCCATCCTGCTCAGGGACCAGAACTGTGACCACTGGATCAGAACTTTCAT 
CCCAAGTTCCCAGCCCGGCCAGTTCAACTTGGGTGACATTAAACGTTACTTTGGAGTGCAGAGCTATATC 
GTGCGCGTGGCGGACACCGACTACAACCAGTTTGCCATCGTGTTCTTCAGGAAGGTTTACAAAAACCAGG 
AGTACTTCAAGACCACTCTCTATAGGAGGACCAAGGAGCTGACCCCTGAACTGAGGGAGAAATTCATCAG 
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CTTCGCGAAATCCCTGGGCCTCACCGATGATCATATCATCTTCCCGGTCCCTATTGATCAATGCATCGAT 
GAAGAGTGAGCGCGCAGTGCCTTCTGTCTCTCTGCCCCCGTCACCCTCATGTCAGCCCCTGCCCAGGGCA 
CTGCCTCAGCTGCCCCAACCAGCCCGGACACCAGTGAGAGAGCCAAGGGACCCTTCCCGAAGCACAGCCC 
ACCAGCTGCTCCCCAGGCCACCCTACTGCTGGAGCCCCTCCTTTCCTGCTAAATAAACACAAGCCCCC 

>GBEQ1648 1 Acc | BM780566 | Ver | BM780566 . 1 GI : 19128798 | APL1_4_E0 6 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 9 : Stop : 555 

TTTGTTAACAATGTCATTCCACCCACCAGTGCCACGATGGGTCAGCTATACCAGGAACACCATGAAGAAG 
ACTTCTTTCTATACATTGCCTACAGTGATGAAAGTGTCTACGGTCTGTGAAGCTGCTGCCCCTGAGCTGG 
GGGGTCCCATTCTACAAAGAGAGAGGTGGCCTCCCTTCCTTGAACTACTTTTCCTCCTCCAGGCTCAAAC 
ACCACCTCCCTTCCTCAGGACCTGCACTTCCTAATGTTTGAGGCTCTCCTCCAGCCCGTCTTAGCAGGAG 
GGTTGATGGGGGAGATGGCCTCTAGTACCTCTCCTTTCTCCTTTCTTCCCCTTTCTCTACCACCTTTTCC 
ACTCTGCTTTAAACTTCTTGATTGTCAATCTCTATCACATCCAGTGATTGTTTTGGTTTCTGTTCCCTTT 
CTAACTGCCCAAGGGGCTCAGAACCCCAACAATCCCTTCCTTTCACTACCTTCTTTTTTGTGGGTAGATG 
GAAGGGACTGAATTGTGGGGGGAAGGTAGGAGGCACATCAATAAAGAGGAAACCCCC 

>GBEQ1649 | Acc 1 BM780565 1 Ver | BM780565 . 1 GI : 191287 97 | APL1_4_E04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 4 62 

GCACGAGGGGCAGATCCTAGGCAAGCTGGAATAGATTCTCTTCTCCGAAAGATTTATGAGATTTATTCAG 
ACTTTGCCCTCAAGAATCCTTTCTACTCCCTGGAAATGCCAATCAGGTGTGAGCTGTTTGACCAGAACCT 
GAAGTTAGCCCTGGAGGTGGCAGAGAAGGCTGGAACTTTTGGACCTGGGTCATAGGCTGAACCTGCAATG 
GACACCCCCAATTCTGAGAGATCCTGCAGCAAGGGTCCTGCTGTTTCCACTCTGATGGAGATTCCAGCAG 
CCTTGTTAGTGCACTTGAAAATGGGAGGATGACGAGCCTGATGACATGTACTGATCCCCGAGCCTTAATA 
CTTTGCTCTCTTCCCTCCTGTATCTATCATGGTCCTACTTCCCAACTCTGTACAGATTTATTTATGGAGG 
AGGTAGGCCCATAAATGCTGTAATAAACATTCCTTTGATCTC 

>GBEQ1650 |Acc|BM780561|Ver JBM780561.1 GI : 191287 93 | APL1_4__F03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 68 : Stop : 541 

TGTTCCGTGGCATTTCCTTCCCTCTCCCGCCTCACCCTCTTCCCTGCCCCTCTAACCTCCTTTTGCTGAA 
TGGGGCGGCACCACTGACATTCCTGGGCAATGTGGGCGTAGCTGCCAAGTTCCTGTCCTACTGCCTTTTG 
ATTTTCATTTTGGCTAACCAAGGATCTTATAGGAAGTTTGATCAGAGCGCATGGAACATTGTGAATCAGC 
CGCTAGGGCCTGGTGATTTCGGGACCCTTAAGTGGGTAGAAGGAAGTAGTCAAGCCTTCTAGGAGGCTTG 
' AGGGGCAATGACTCGGTTTACCTGCCACGTACCACCTGGGAGACTTTCCCTGGCTTCTGCAGAAAGGTCA 
GGGGTCAGGGCAGGAGCGGCTGAATTGAGACAAGAAACTGTTGTGTACAAGTCTTTCCAGAAGATTTTCT 
TAATGAAATATTTGTATTTATTTCCAGACCCAATAAATTTGTAACTTTGCAGTG 

>GBEQ1651 |Acc|BM780560|Ver IBM780560.1 GI : 191287 92 ) APL1_4_F0 2 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence. : Start: 62: Stop: 647 

TGGTTAGTTACTAACTTAAGTCCTTTACTGGTAACGTATTGATGGCCAGCTAGTTTATGTAGATTGCCTA 
GTTCACCTGTGTCTTGGATCATGTCTTCAATGGGAAAAGGAAACACTCTTCTTTCTTAGTCTTACTTGAA 
CCTTTGTGTACAGCAGAGTAGTACAAACATCGAAAGCTTCTGATCAAGGGTCCTGAAATTTTCTTCATGA 
AT T TCTTT GTAT TAAACT GAAT T T T C T TGTAAGGT AACAAAGATCATAGT T T T AAGT T GT TAGCAT CAGG 
GGTCTAATT TAACT CT T GCAATGGATGT ATAT GTGAT T GAAACAAACGTGAATCAT ATT T T TAAACATGG 
TGGCAAAGTGACTTAACTGATCATGCATGGTCCCCATTCCTGAGATTTATAGTTTATATAGATATTTTAC 
TTATTTTGTTAGCTGACTTAATGTCTACATACATTTCTAGATATTGATTGGGTGTAATTATGAAGGATAT 
TTATTGAATCCAGGTATTACATTTTGAAATCATTGTAGTTATTTTCCTTTCTGAAGTGCTCAATAGAAAG 
T ATATAAT AAAAAAT AAAC AT AT T T T 

>GBEQ1652 | Acc | BM780552 | Ver | BM780552 . 1 GI : 19128784 | APL1_4_F12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 48 9 

GCACGAGGCGGCGACGAATACCACTACCGCTGCTGGGTGCAGCACGCGGGGCTGGCACAGCCCCTCACTG 
TGGAGCTGGAATCACCAGCCAAGTCCCCGATGCAAGTGGTTGGAATCGTCGTCGGCGTCTTACTGCTCTT 
GGTGCTAGCTGCAGGAGGAGCGCTGCTGTGGTGGAGGATGAGGAAGGGGCTGCCAGCCCCTTGGATCTCT 
CTCCGTGGAGACGATATAGGGGCCCTCCTGCCTGCTCCTGGCCTGCCCAAGGATGCTGACTCTTAGGATC 
TAAAATGCATTCCCAGCAACTTCTTGACCCCCTCCCCCAGCCTGGCTGCCACCAGCTAATGTAGTCAGGT 
TCCTTTCATGCTGTGAGACCTCCTGGAATCCTGGTATTTCTGAGCCTCCAGAAGGAGTCCTGAGCCCGAC 
GTCCTCCCTCTGGATTCCTACTCCTGTGGTCTGCCTCAGTTTCCTCTCCCTGATATGTATGGCTCTCTT 

>GBEQ1653 | Acc | BM78054 9 | Ver | BM78 0549 . 1 GI : 191287 81 1APL1_4_F09 . gl_A00 5 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 3 : Stop : 622 

GGCTTTGCTAGCAAT2\ACTGACCTTCAGTTTACCCTTCTGAAGGAGCAGGAACTTGGCACAGAATTCACT 
TTAAACGGGGCTGAAGGAGTGTTCCTCCTTTATGTGAAAAGAAAATCATTTTACTCTTCATTTTGACTTT 
TTGACTGTTGGGCTCACTTCCAGTTAGTTTGAATGAAAGTACTAATTTTCTACTTGGAGTTGAGGAGGGC 
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AGGACATCAGTTTTCATCAGTGTGATGTGCGGTGTGTCTGCCTTCCGGTTAGACGTCATTGCCATGAAGT 
TCCTGCTGGGCTTCGTGGAAACACTGTTTTGTTTCTGATGATACCCAGACTTCAGGAGCCAAGATGACCA 
CGCAGCCAAAACCTCTTAAGTTTTATGCTTAAGGACAAATGATTGATCATAAAAGTTATATTCCTTCATA 
CTAAATTGGGAAAAAATGTTTATTTTCTAGTATTCAGAAACTGCGAAGTAGGAAAAGGTTGATATGGAAA 
CAATCCCTTTCCCTTCCTCAATGTACATAGTTCAAATCTTTCTTTGTTACATTTAAACTATATCCGTGTA 
TGTCAGTCTGTTTTGGACTCCTCTGCTAGTGTTACAGATGGAAATAAAACCATTAATTTG 

>GBEQ1654 | Acc|BM780548 | Ver | BM780548 . 1 GI : 19128780 [APL1_4_F08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 501 

GCACGAGGGGAAAGTGCAGCTAGGAGTCCTACAGTCAATGAATGCCTTTTTTCAGGGATTAATGCTTTTG 
GAAGAGGAACATGCGGATGCTGAGGCTTTGGCTGAAATTCTCCTTGAAACTTGTAAATCAATCACATATT 
CT T TAGAAAATAAGACCTACTCAT CCGTGAGAACAGAAGCT T T ATCT GTGAT AGAAT T AC TGCTTAAAAA 
ACTTGAAGAATCTAAACAGTGGGAAAGTTTGACATCTGAATGCAGAGTGCTCCTGATTGAGTCTTTAGCA 
ACTATGGAGACAGACAGCAGACCTGAGCTGCAGGAGAAAGCGTCATTACTGAAGAAAACACTTGAAAATC 
T GG AAT AAAT T AGAAGG GGAAG AAAC AAAC AAG T G C CAT G T T CAT TGGGGGTT GAAAT GGT AG TAT T C T T 
TGAAAAACCAAGTGGGGAAAAGTAAAGATAAATCTGTAGCATGCATCATTCCTTGGCTGAAATAAAAAAA 
AAAAATGCCTT 

>GBEQ1655 | Acc ] BM780547 | Ver | BM780547 . 1 GI : 19128779 |APL1_4_F07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 15 : Stop: 54 8 

ACCTATGAGATGATCAAGGAGGAGCATGAGGTGTCCGTGCTGGGGGCACCCCGGAGCTCAGGTCCCGTGA 
CGACCACCGTGATCAACATCCGCAGTGACACCTCCGTGCCCGACCACATCGTTTGGTCCCTGTTCAATAG 
CATCTTCATGAACTGGTGCTGCCTGGGCTTCGTGGCTTTCGCCTACTCTGTGAAGTTTAGGGACCGGAAG 
ATGGTGGGCGACGTGACTGGGGCCCAGAGCTATGCGTCCACCGCCAAGTGCCTGAACATTTGGGCCCTGG 
TTTTGGGCCTCTTTTTGAGCATCGGATTCATCGTGGGGGTT.GTCTGCCTGATAATTTTCATGGGACAATA 
AAGGGCCTGCAGGAGGGCAGAGGCTACTTTTACCTGCCCATTGCCCCGGCCCCGTCCCCACCATAGCCTG 
CTGGCCCAGCATCCTGGGGCTTTGGCCCTGCCTCCCTGCCCATACCCTTTTATACAGCAGTTTGTGCAGA 
CACACCTGTTTACACCTGGATTCAATAAAGTGCAGTTGCCCGTG 

>GBEQ1656 | Acc | BM78054 6 | Ver | BM78 054 6 . 1 GI : 1912877 8 | APL1_4__G03 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 4 : Stop : 4 68 

GGGGCCCCATTTTTAAAAGAGGGTGCCTCAGAAGAGGAGATCAATCTCAGCAAGATAACGATGGGCTTCG 
CGGGCAACTTTGCTCGGACTGGGGACCCCAGTGGTGAGGGGCTGCCCCACTGGCCAGCATTCGACCAGAA 
TGAAGGGTACCTGAAGATTGGCATCCCCACCCAGGCAGCCCAGAAGCTGAAAGACAAGGAAGTGGCTTTC 
TGGACCGAGCTCCTGGCCCAGAAGGCAGTGGAAGAGCCACCCCAGACAGAACACTGAGCTGTGAACAGGA 
AGCCCGGCTGGATTTGGAGTCCGGGGAGAACCCACACAGAGGTATTCTACAGAGGGTGTTTATGGGCCAA 
AGAGACATATTATTGTGGATGCTTGGAAATTGCTGGTGGGAGTAGAGAGAGGGTGAGGAGGGAGAATTTC 
TGTATCTGTGGCCTCAATTTGGGGAATAAATGTGTTTTTTTGGAG 

>GBEQ1657 | Acc | BM780538 | Ver 1 BM780538 . 1 GI : 19128770 [ APL1_4__H07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 413 

GCACGAGGGCCAAACAGGTGGCTCAGCAGGAAGCGGAGAGGGCCAGATTTGTGGTGGAGAAGGCTGAGCA 
GCAGAAGAAGGCGGCCATCATCTCTGCTGAGGGTGACTCCAAGGCAGCCGAGCTGATCGCCAACTCGCTC 
GCCACTGCGGGCGACGGCCTGATCGAGCTGCGCAAGCTGGAAGCCGCCGAGGACATCGCGTACCAGCTGT 
CGCGCTCTCGGAACATCACCTACCTGCCTTCCGGGCAGTCAGTGCTCCTCCAGCTGCCCCAGTGAGGCTT 
GCCCTGCCTGCACCTCCTTGGGCCACAGCCCCGATGATTCTTAGCACCACCTTCCTTCTGCCCCCCACCC 
CAGAAATCACTGT GAAGT T T CATGAT TGGCT T AAAGT GAAGGAAATAAAAGCAAAGT CAC TT C 

>GBEQ1658 | Acc | BM780533 | Ver \ BM780533 . 1 GI : 191287 65 | APL1_4_H02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence. : Start : 74 : Stop: 589 

CACTGTACTTGAATTGCATTAACCTAAAAAAACACGTTTTGTTATTTTGATCTCTTA^GAAATTCCGTG 
GAAT TT CAGTATT TTT TCCAAT GACAGAAAAGCAGGCT TATAAAAATAT TCAGAATGT TCCAAAAT T TAC 
ATTGAGAAAATACTAT AGGATT TGGAT GCTATCAGATAACT T GCCAGT GACT T TGAATACT TAAT GGTAT 
TGTATTAGAGGAGTTCATTTTACTACAATTTGGAAAGCGTTTGTTTTTAGTTTTGTACAGTAATAGTAAA 
AAGTTTTGATTTTCATATTCTTCTATTATACAGTGACCAGAATTACTTGAAAAGTTACTTGTTTAATTTT 
GAGCCTGCATTTCATTTGCCTTATTTAATATAAATCAATAAAATTTGCCTTAAATTACTTTTATTACTCT 
ATTGGCCTCTGGGTAGCCTTTGGTCTGTTGAACACAATATCATTCATGTACCTGCGTTTTACAAAGAAAC 
TTAAATAAAATCATCTGTTCAGTGCT 

>GBEQ1659 1 Acc 1 BM780519 1 Ver | BM780519 . 1 GI : 19128751 | APL1_3_A0 7 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 8 : Stop : 623 

GGCCATCCTGAAGAAGCTGGAGATGACCAAGATCCAGCCTACTCTCCTGATGATTCCCCGAATCAAAGTA 
AAGAGTAGCCAGGACATGCTGACAATCATGGAGAAGCTAGAATTCTTTGACTTTAGTTACGACCTCAACC 
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TGTGCAGGATGACTGAGGACCCGGATCTTCAGGTTTCTGCGATGCAGCACCAGATCACGCTGGAGCTGAT 
GGAGTCCGGGGTGGAGGCGGCTGCAGCCACGGCTGTGTCTGTGGCCCGCAATTTGCTGATCTTCCATGTG 
GATCAGCCCTTCCTCTTCGTGCTCTGGGACCAGCAGCACAAGTTCCCTGTCTTCATGGGGCGAGTGTATG 
ACCCCATGGCCTAAGACCTGCAGAGGACCGGGCAAGGGCAAGCCCTACCCCTCAAACCTCAGCTCTCCAC 
TTGCAGCCCTGCTGCTGCCTGCCTGGGCTTGCCCCCAGCCACCTTGCACCTTGGGTCCTTTGCCCTCCAC 
CTGAAGGGTTCCCTCAGGGTCTTGTGAAAGGACCTGCTTTTGTCATCCCTGTGACTCTTTAAATCACTCT 
CTGCAACTTTGTCTGGTACAAGTACACCAGACTCTACAAATAAAACCTGGCAGACC 

>GBEQ1660 lAccjBM780518|Ver|BM780518.1 GI : 19128750 j APL1_3_A0 6 . gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 4 6: Stop: 621 ~ ~ 

TTTATTACAAAACGGAAATGTCTCATGCCCTTTTTTATGTGTACCATATTTAAATTGATCTCATACACTA 

GAAT TCAGATCATGAATGGC T GATAGAAT AT TT C T GT T GAACAGTCCT GAT T TAAAT AAGAT T GGCT T GT 

GGCTAAATGGATACAATAAGCTT.TTTGAATTTTGGTAGTAATTCTGGTTCAGCAAGTTATCCGTTTTCCC 

CTTCTAAAGATGTGATGGAATTTGATTGGTGATGTTCAGCTTTTCACAGAGATGTTGAATGCCATCTCAG 

AACCT GT AGGAGAT TGGTTCTATATT T AGAT T TAT ATAACT GGT T ATAGT AAT AT AT T TAAAT ACT GAGG 

CAATCACTGTCTCAGAACAGAGCAAGACTCACCTGTTTCAAGTTTTGTTCATTAGCCTGTTAAAGGCAAG 

GGCTGAAGATAAGCTGGCAGTGTCAACTTTATCTTTTTGGTCTTAACTATGCCAATTCAATTAAAACTCC 

CTGTGTCCAAAATGTTGCCTTTTACTTAATGAAAGGCATTTTAGTGTGTTTTATGTGAAATATCAAATAA 
AGAGT AT T T AACACT T 

>GBEQ1661 lAcc|BM780513|Ver|BM780513.1 GI : 19128745 |APL1_3_B04 . gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start ; 4 : Stop : 522 ~~ 

CTTCCCTAGTTTTCCCAACTTGGGACCTAATAGAAGCAGTCTCTTTCAGCTCTCTGGGCCCAAGGCAGAG 

AAGATGAACAGAGGAGGGTACTGCCCTCTGCCTCCGTGTTCACTGTCCCTTGCTGCATGTGTCTCCCAGC 

CTATCACCTTGGGAGCCTAACATGCCAGAATAGCTCAACTGAGTAATTGTGCTCGGAATGGCATCTGTTG 

AGAACCTCTATGCCTCCCACCTTACATGTGTTAGCTCTTTTATTCGTCCCTGTGTCATCCCCATTTGACA 

GAGAAGAAAACTAAAGGGCGGAGAAGTTAAATAGGCTGCCCAAGGTCGTGCAGTTAGTAAGTAGCAGGAC 

AGGACTTGAGCCAGGCTCTCTGCTCTGAAGACCGTGCCCTGAGTTTCTACACTAAAGAGTGCTCATTAGG 

GTCCCAGGTGTGCTTGGTTGTTAATTCTCCGCCCTCGGGGTGTACTGTGTTCTGGAAGGGTTGGGAGCAC 

TGCTTTATGATAAAAATGAAATGCATTTT 

>GBEQ1662 I Acc | BM780511 | Ver | BM780511 . 1 GI : 19128743 )APL1_3_B02 . gl A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 441 

GCACGAGGAGGCGGCGGTCGCGGCGGCTTGTGAAGCCATGGCCAAGATTAAGGCTCGAGACCTTCGCGGC 
AAGAAGAAGGAAGAGCTGCTGAAACAGCTGGACGACCTGAAGGTGGAGCTGTCCCAGCTGCGCGTCGCCA 
AAGTGACTGGCGGCGCGGCGTCCAAGCTCTCCAAGATCCGAGTTGTTCdCAAATCCATCGCCCGTGTTCT 
CACCGTCAT TAACCAGACTCAGAAAGAGAACCT T AGGAAAT T CTACAAGGGCAAGAAGTACAAGCCCCT G 
GATCTGCGGCCCAAGAAAACACGTGCCATGCGCCGCCGGCTCAACAAGCACGAAGAGAACCTGAAGACCA 

AGAAGCAGCAGCGGAAGGAGCGGCTGTACCCGCTGCGGAAGTACGCGGTCAAGGCCTGAGAGTCGCCGCC 
TCAATAAAACACACAAACTGG 

>GBEQ1663 j Acc [ BM7804 95 | Ver ( BM7804 95 . 1 GI : 19128727 |APL1_3 C05.gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 2 : Stop : 548 ^ ~~ 

CGGACTGGTATTTGCATCTGAGGCTGGCCCCGCGGGCGCTGGTGAATCCAAGTGTCCTCTGATGGTCAAA 

GTCCTTGATGCTGTCCGAGGCAGTCCTGCTGCCAACGTGGATGTGAAAGTGTTCAAAAAGGCTGCTGATG 

AGACCTGGGAACTGTTCGCCTCTGGGAAAACCAGTGAATTTGGGGAGCTTCATGGGCTCACAACTGACGA 

GAAATTCGTAGAAGGGATATACAAAGTGGAATTAGACACCAAGTCCTACTGGCAGTCACTCGGCATTTCC 

CCTTTCCACGAATATGCGGAGGTGGTGTTCACAGCAAACGACTCTGGCCCCCGCCGCTACACCATCGCTG 

CTCTGCTCAGTCGCTACTCCTACTCCACCACAGCCCTCGTCAGCAACCCCAAGGAATGAGGGCCCCTCCT 

TCAGTCTACTTGAAGAAGGAGGGACCGGATTTCATGTAACCAATAGGATTCCATTTTTATTAAAGCAGTG 

TT T TCAGT T CATAAGGTATGT CCAAAACGT GGGCGGAGACAATAAAACATTCC TATT 

>GBEQ1664 | Acc { BM780475 | Ver | BM780475 . 1 GI : 19128722 | APLl 3 D03.gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 101 : Stop: 620 ~ 

AATCT T ACATTAAAAAAAGTCAGAAT AT CCAAAT AGAAGACATCT CTATATCAT GTGGT T T CCAGCCATT 

TCTCCAGTGGCACTGACATTCCTCAGGAGGCCCCGCCGTGACGAGAGCTCCCTTGGCTTACCTGGACAAA 

GAGTGTGCCTTCAGGACACAGTTGTGCTGCTAGAAAAACATCACAGCTGTTTCCTCAGCCCACACCCCGG 

GCTTCTGTCATATGGCCGTTTTCCAGACCTGTGGAGACTGTTACTGTTCTTTCTGCAAGGACTGACCTCT 

TTCAGCCTCAATTTCTGTGTAGGGATTAAATGAGACAATATGGGTAGGGGCTCTTTATGAGCAGTGCAGT 

GCTATGCAAGTGTCAGAGACTGGTATATTAGACTGTGTGATCCCTTGTCTTCTGAATGGACTGCTGTCTT 

GGAGACAAATACTGCTCCCTCTCTGGTTCGTTGTATGGGTATGTGGGGGGATGAGTGTGTGTGGAGGGCA 

GAGCTCCAATTAAAGTTATTGGATATTTCC 
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>GBEQ1665 | Acc | BM780469 | Ver | BM7804 69 . 1 GI : 19128716 |APL1_3JE01 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 60 : Stop: 540 

CTGTGGATCCCCTTTGTCAGGAAGGTAGGTAGGTTATTCCCTAAGTTGGCTGGGGCACCTCCACATTTGT 
TTACCAGAGAGGGAGGGACAGGAGGGATGGGATGCCCCGGCTGGGGAGAGGAGAGACAGGTCCTGAGGGT 
GGCCCTGGGGGCAGAGCAGTGTCCTGGGTTGGACACTGTGGGTCAGCCTTGTCCTGCTTGGTGGATGGGG 
GCTGGGCATCCTATGTAACTGCCTCTGCCATGACCTGCCCAAGGCCCACCGGCCTCCAGCCCACCCTGAT 
GCCCTGTCACCTCAGTCTCCCACTGGTCCTTGGAGGTACGAACACTGCCAGGACTCCCCTTCCTTCCTCT 
TTCCTCTTCCTCCTCTGCCCTTGTCTCAGGGGCTGAGGTGGGGTGGGGGAAGGGAGCCATTAGCTTCCTA 
AGGCTCTTTTGTAAAGTTTTTGTAGTGATTTTTATGCCACCTGAATAAAGAATGAATGGGC 

>GBEQ1666 1 Acc | BM780466 | Ver | BM780466. 1 GI : 19128713 1 APL1_3_D10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 71 : Stop : 662 

ATTACCGGAAGAAAAAGCAGCTCACGAGGCTACGGAAACAGGCTGAAAAGAACGTGGAGAAGAAAATTGA 
CAGATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAACTGACTGTTAACTCCT 
CATGCTTGGCCTGGCCTGCCCTTCCTCCATCGCCGCCCGCCCTAGGATGTGGGGGACACCCCGGGGCCGC 
TGTCCAGGCACCACAGGCAGCCTGGGCCTTGGCAGGCTGGGAACACAGAAAGGGCTGTAGAAGCACTAAC 
AGCTGTAAGCTGTGCGGGCGTCATGACGTACTTGTTCTTGAGAGCTCTAGGAAGGCAG.CAGTTGGAACCA 
TCAGTTCAGTTTCAGTATTTGAGCTGAAACCTTTTACGTTGTGAGTGGGGCGTCCGTTTAAACGGCCCCC 
GGGGTCACGGGCTATACTCTGCAGCTGTCAGAACGTGAGGGGTGCTGGGGGCACTGAGCCTGGCGCTGGG 
CGGAGGCGGTTGTAGATCCGCAGCTGGGAGGTACAACCAGGGAGCCGCACTGCCCTTGCACCTTCCCTGG 
ACTTTGTGATCAGGAGCAAATAAATTCTTTTC 

>GBEQ1667 | Acc | BM780493 | Ver 1 BM780493 . 1 GI : 191287 10 | APL1_3JE11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 2 : Stop : 616 

CAGCCACCGCGGGGAGCCGAGACCTCGGTGTATGCCCCACTCCTGACCCCGCTAGAGCTATGTCCACCCC 
GGCTCGGCGGCGCCTTATGCGGGACTTCAAGAGGTTGCAGGAGGATCCTCCGGCCGGAGTCAGCGGGGCC 
CCGTCCGAGAACAACATAATGGTTTGGAACGCGGTCATTTTCGGGCCTGAAGGGACCCCGTTTGAGGATG 
GAACAT T TAAGCTGACAAT AGAATTCACTGAAGAATATC CAAATAAACCACCT ACGGT TAGAT T TGT C T C 
CAAGATGTTTCATCCAAATGTCTATGCAGATGGTAGTATATGTCTGGACATACTTCAGAACCGTTGGAGT 
CCAACCTATGATGTGTCTTCCATTTTAACATCCATACAGTCTCTATTGGATGAACCCAATCCCAATAGTC 
CAGCAAACAGCCAGGCTGCTCAGCTGTACCAGGAGAACAAGCGGGAATATGAAAAACGTGTTTCTGCGAT 
AGTAGAACAGAGCTGGCGTGATTGTTGACCCGGGTGCAGCAAAAGAAGAGGCTGGTCACAAGAAAAATAT 
ATATTGATGTGTTTGTCACCTTCCTATTCCTCAGTGTCATTACATTTACTTTATT 

>GBEQ1668 1 Acc | BM780492 I Ver | BM780492 . 1 GI : 19128709 |APL1_3_E09 . gl_A005 Liver (APLl) Equus 
1 caballus cDNA, mRNA sequence .: Start : 73 : Stop : 642 

GGGCCTTGCCTGTGAACACATGAAGCTGGAGGGAGCCAAGGCGAATGGTCGCTGGAGCTGCTGGAGCTCC 
TGGTCTGCTTGCAGAGGAGGCACCCAGGAAAGGAGGAGAGAGTGCAATAACCCTGCACCCCAGAATGGAG 
GCGCCTCATGTCCAGGGCGGGAAGTGCAGACCCGGGCTTGCTGAGGGCCTCTGGGCACCAGCTGGGACAG 
AAGCAGCGAATGTCACCACCGGCACCCACCGCTGGATAAAGATTTCTTTCAGCTGATGGAAAACGCTAAC 
CGACATGGACTTTTTCTCTGTTCTGCCAGTTCTCAGGCCTAAGACCAGGCTGTGCCATCTACAACCAACT 
GTTCTGTTACCCACAAAACTCAGTCATTCGACTCCTGTGTGTCGAGTGTT7LA.CTAGAGGCTCAGGCCTGC 
TCACAACACCTTGGATCATTCAAAAAATCAATGAATAAATAAAGGAGAACTCTCGATCCATGTCTTAGGA 
GAACTTAGAGGATGTTAGAGGTACCAGGCAGGCAGATGCTCTTAAAACCACCAATGGCCAATAAAAGCAT 

GATGAGAATT • t 

>GBEQ1669 | Acc | BM780491 | Ver | BM780491 . 1 GI : 19128708 1APL1_3_E08 . gl_A005 Liver (APLl) Equus 

caballus cDNA, mRNA sequence. : Start : 9 : Stop: 597 

GCACATAACGTAGGGTACAAAATAGAGTGTGTGCTGTTGATAATATCTCTCACCTCTGGACCCCTCCTCA 
CCTGCCCTGCCACTCTGCATGATTTGATTTCAACCTGGTCGTACGTTCCCCACATGTGAAGTTTAGTGGT 
GTCCATTTCTAATTTATGCATTCGTCCAACAGTTATTTATTGGCCCAAGATGAAAAGTCACACCATCTGA 
CAGGCCTTAGGGGCCTCCGCAGCCTGGTGTTGGGGACGCACCCCCTGTGAAATGTATTCTCATCAGCAGA 
CACTGCCGGGACCCCTCCCAGAGGCGCGTTAGCCGCTTCCTCCGTCCCAGCACCCACTGCTGTCCGGCGT 
CCCAAGCCTCCTTTTGGGATGTATCAATGCCACTGAATCGTGTGTCCGTGGAACTGGTCATAGCCACATT 
GTGACAGTCTTGCATTCTGTCTGTCTTGTGGGGGAGGTGGGCAGTCCTAGGGGAAGATGTTTTGTCTCAT 
TTGGGTAAAAGGAACCAACCAACCAACAGTGCCCTCGTTGGAATTTCCCATCGCTTTTGTGAGCCATGTT 
GTATGACCTAGTAAACTTTGTACCAATTC 

>GBEQ1670 |AcclBM780487)Ver|BM780487.1 GI : 191287 04 | APL1_3_E12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 79 : Stop: 67 6 

.TGGTGGGAACGACAAGCAAGGTTTCCCCATGAAGCAGGGTGTCTTGACCCACGGCCGTGTCCGCCTCCTG 
TTGAGTAAGGGGCATTCCTGTTACAGACCGAGGAGGACCGGAGAGAGAAAGCGCAAGTCTGTGCGCGGTT 
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GCATTGTGGATGCCAACCTGAGTGTTCTCAACTTGGTCATTGTAAAAAAAGGAGAGAAGGACATCCCTGG 
ACTCACGGATACTACTGTGCCTCGCCGCCTGGGGCCCAAAAGAGCCAGCAGAATCCGCAAACTTTTCAAT 
CTCTCTAAAGAAGATGATGTCCGCCAGTAAGAAACCTAGGACCAAAGCACCCAAGATTCAGCGTCTTGTT 
ACTCCACGTGTCCTGCAACACAAACGTCGGCGTATTGCTCTGAAGAAACAGCGCACTAAGAAACATAAGG 
AAGAGGCTGCAGAATATGCTAAACTTTTGGCCAAGAGAATGAAGGAGGCCAAAGAAAAACGTCAGGAACA 
GATTGCCAAGAGACGGAGGCTGTCCTCTCTGAGAGCTTCTACCTCTAAGTCTGAGTCCAGTCAAAAATGA 
GAT TT TCTAAGAGTAACAAAT AAATAAGAT CAGACATC 

>GBEQ1671 |Acc)BM780485|Ver|BM780485.1 GI : 19128702 I APL1_3_F06 .gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 10 : Stop : 672 

GATAAAAT TAGCC AAC T TACAATGATGGGAC CC AC AGT ACT T T TGAT T GAAAT GGAGGACT GGAGAGGAG 
ATAAGGTGAAGGCACTCTACGAAGGATTCACTGTAAAGGGTGAGGGCGACAAATACCAACTCTCAGTGGG 
CAAATATAAGGGAACAGCTGGCAATGCCCTCGTGGACGGAGCTTCTCAACTGGTGGGAGAAAACAGAACC 
AT GACCATTCACAACGGCAT GT ACT T CAGCACATACGACAGAGACAAT GACGGCT GGACAAC TACAGAT C 
CCAGAAAGCAGTGTTCTAAAGAGGATGGTGGTGGATGGTGGTATAATAGATGCCATGCAGCCAATCCAAA 
CGGCAGATACTACTGGGGTGGGCAGTACAGCTGGGACATGGCAAAACATGGCACGGATGATGGAGTGGTA 
TGGATGAACTGGAAGGGGTCCTGGTACTCCATGAAGAAAATTTCTATGAAGATCAGGCCCTATTTCCCAC 
AGCAATAGTCCCCAAAACACAGATTTTTATTCTTCTATATGTAACAACATTTTTATATATTATGTCATTG 
GAATTTTCTTTCTCACATTCTATCCGTCTAA7VACTATCAAAAGGTTGCGAGTGTGACTTTTTGGAAAAAG 
TATTTAGGATAAATGACATTAAAAATAGCATGG 

>GBEQ1672 | Acc 1 BM780483 | Ver | BM780483 . 1 GI : 19128700 [APL1_3_F04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 37 : Stop : 447 

CCACCACCCAATAGCCAAGGTCCCCAAGATCATCATCGCTTGGGCCATGGCCCACCACCTAGGCACTCAG 
AAGAAAGAGGTCCAGGTAAACGACACTTTCCCTTCCATTGGAAACAAATTGGATATGTTCACCGACTCCC 
TCCACTAAAGAAAGGTGAAGTTCTTCCTCTGCCCGAAGCCAATTTTCCCATCTTCTCAATACCGAACCAC 
AATGATCCTCTAAAGCCAGAATTTCAGCCCTTCCCTCAATCAGCCTCTGACCAATGTCCAGGGACGTTCA 
AGAGTGAGCTTCTACAAGTCTCAACGTTTTTTGTGTATACTATTTCAAAATAAAATCTGATTTCTTGATG 
GGGAAATAT GAAT AATAT TCT GAAT TAGACCCATAAAT AAAAT GT GCCCAGTAAT AACCCC 

>GBEQ1673 | Acc | BM780480 | Ver ! BM780480 . 1 GI : 19128 697 |APL1_3_F01 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 39 : Stop : 613 

TACATTCTTAGTAAATGTGCCAAGACCTAGTCCTGCTACTGACACTTTCCTCGCCTTGCCTATACTCTAA 
AGGTTCTCAACGGATCTTTCCACCTCTGGGCTTATCAGAGTTCTCAGATCTCAAATAACTAAAAGGTACG 
CAATCAAAGCAATAATACAATCTGCTTTTTTAAGAAAGATCTTCACTCCATGGACTTCTACTGCCATCCC 
CCCAAGGAGCCCATATTCTTCCAATGGTTATATACACAAAATTCCAAATACATAGAAGAAGCTAGAAATG 
TTGGAAATGTGTGAAAACAGTATTATTTAATGGAAAGCTGTACAAAATAGAAGTCTTAGATGTACATATT 
T CT TACATT GT TTT CAGT GTTT ATGGAAT AACT T ACGTGAT TAAGT ACTACACAT GAAT GACCAATAGGA 
GAAAATT T TTGAAAT CTAGATATATGT T CT GC ATGATATGT AAGACAAAAT ATGC TGGAT GT T T T T CAAA 
ATAGAAATAATGTGCTCTCCCAGAAATATTAAGAAAAGATTGTTTAACTGCTGAGAGACAAAAAAAGTAA 
T AAAGT AAT TAT AT C 

>GBEQ1674 | Acc | BM780463 | Ver | BM780463 . 1 GI : 19128 695 1APL1__3_G03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 6 : Stop: 589 

CTTTTCGAGAATATGCAGCCAGGTTTGACCCTTGCCAGTGTGCTCCATGCCCTAATAATGGCCGCCCCAC 
GCTCTCGGGGACCGAATGTCTGTGTGTGTGCCAGAGCGGCACATACGGCGAGAACTGCGAGAGACGCTCC 
CTGGATTATAAATCTACTGCTGTGGATGGGTACTGGGGTTGTTGGTCTTCCTGGAGCCCGTGCGATGCTA 
CTTATAAGAGATCAAGGACCCGACAGTGCAACAACCCTGCCCCGCAGCGAGGAGGGAAGCCCTGTGACGG 
GGAGAGGCGGCAAGAGGAGCGCT GCACAT TTT CAAT AATGGAGAACAC T GGACAACCAT GTATCAGTGAT 
GATGAAGACGTAAAGGAAATAGACCTTCCTGAGATAGAGTCCGATTCAGGGTGTCCTCAGCCAGTTCCTC 
CAGAAAATGGATTTATCCGGGTGAGCATCCTGACCTTTACTTTCAGTTTGGAATTCAAAAAAAGAACTTA 
AAAAGTATGCATTTTTTTTATTTGAAGTTATTGTTTTCCCTAGTTTAATAATCTTCTGTTGACTTAAAAA 
GTAAAAAGTAATATTTAGAAATGC 

>GBEQ1675 | Acc | BM7 804 62 j Ver | BM7 804 62 . 1 GI : 19128694 | APL1_3_G02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 35 : Stop : 583 

CGAGTTTTCTAAACCCAGCTGATTTTACTGCAGTTGAAAAAAATATTGTTCCAAAGACTCATGCTGTTCC 
GAAACATCCAACCTCTGATGACTTTACTTCCTGGGAGGCAATCTTTTGTACTTCATGCATAATTCCTTGT 
TGCTAAGGAAT ATAT GAAGAAACAGTCCCT T T TGTACATAGAT CTCT CTGGAAGAGACAAACTGGAAAGA 
GAAAACGGTGATTTTTTTCTTATTCTCAGTTTTTTTAAAAAAACGCTAATTTAGCCAATGAAAGTTCTTT 
TGAGAATAAATTACATACAATGGCCACAGCAAAGTCTAACTGTCTTTAATAGCTTAGTGCCTGTATTCAT 
TTGATCAGAGGTACTCATTACTGCCTTTTTTTAAAACAGCGTATTTATTGAAAACATGAGATGTAGTGCC 
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TTAACCAATATATTTAGTGATTTTTTAATATATTTAAAACTGTTCTGCTCTAGGACCACACTTAATGACA 
AATGATCATCTCTATGTACAACGCGATGCTTGTTCTTATTTTAATAAATTTCTCAAACC 

>GBEQ1676 | Acc | BM7804 61 | Ver | BM7804 61 . 1 GI : 19128693 j APL1_3_G01 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 29: Stop: 617 

GATTGAGAATAAAGTGTGCAACCGCTATGAGTATCTGAATGGACGAGTCAAATCGACTGAACTCTGTGCT 
GGACATCTGGTTGGAGGTGTTGACAGTTGCCAGGGCGACAGTGGAGGGCCTCTGGTCTGCTTTGAGAAGG 
ACAAATACATTTTACAAGGAGTCACTTCTTGGGGTCTCGGCTGTGCACGACCCAATAAGCCTGGTGTCTA 
TGTTCGTGTTTCAAGTTTTATTAATTGGATTGAAAGAATAATGCAAAGTAATTAATTGGATGGGAGACAG 
AGTGAGGCATCAACATATCTAGAAGCTGGCACATGGGTAGGGAATTTAGCATGCTCAGAAATAATTGACA 
GTAATCAAACTGAGACACTGTACTTAGCTACCATGTACTGCCAACCCTCAACGTTTTTTAGTATTACTGT 
GGATAAATTTTTCCTGTCCATGGACCGCTGGATTCTGTAATAATAAGGCATCACAGCTATGACGTTTGTT 
GAAAATAAACTCTGTACTTACTTTGATTGAATTTTTTCCATCTTCTTTGTTTTCCTGTTCTTTATTTATC 
TGGCCAATTTTCAATAAATTAACTCTACC 

>GBEQ1677 1 Acc | BM780459 | Ver | BM780459 . 1 GI : 19128691 |APL1_3_F11 . gl__A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 81: Stop : 673 

TGTCAACCATCAAGACACTTGAAGAGGCTGTGGGCAATATTGTGAAATTCCTGGGAATGCACCCTTGTGA 
GAGGTCGGACAAAGTGCCGGATAACAAGAACACCCACACGCTGCTCCTGGCTGGTGTGTTCCGGGGTGGT 
CATGACATCCTGGTGCGCTCCCGGCTGCTGCTTTTGGATACAGTAACAATGCAGGTGACAGCCAGAAGTT 
CGGAGGAGCTGCCAGTAGACATCATTTTGGCGTCTGTTGGCTGAGGCCAGCCTGCATAGGCCCTGCTCCC 
ACCCTTCTCCCCCCAGCACTACGCAGAAGTCACAGCGTCCTCCTGAACCCAGTAGAAACTCCTCAAGCCT 
GTGTATTCAGAAATAATTAGGAATCATTGAGGGTGTTTTCTTTTTAATTTAATCTCTGCCTCGGGACTAC 
TAGGGGTAACTTTTTTTTTTAAGTAGAGGATGGTTTTAGCTTGTCCTAGAACTGGCTGCCCTTGCTGCCA 
GGGAAGGGACATTGCAGATGAATAAAATGCTTGCGTCTCCTCTCGAATTTATCCCCCCTAAAACCATCTT 
GTCCCTATAAATAAATCAGCCACGTATTTTCTG 

>GBEQ1678 | Acc | BM780455 | Ver | BM780455 . 1 GI : 19128687 |APL1_3_G11 . gl__A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence. : Start : 2 :Stop: 653 

CACTTGCTGTATTAGCACCGCTGCCAAGACCATCCAACTTCAGCCCACTTTAGGGACCAAAAGGATGCGG 
TGGGTGAGAGAGACTAGAGCGAGGATGGAGTGGTTTCAAAATTTTCCAATATATTTAGGAGCAGGAGTGC 
AAGGGGCTGCGCGACCTAGCAGGACAGAACTTTCCCCAATTACAGGGTGACTCACACCCGCATTGGTGAC 
TCACTTCAA.TGTGTCATTTCCGGCTGCTGTGTGTGAGCAGTGGACACGTGAGAGAGAGAGAGGGGGAGAG 
AAAATGAAAGAGAATGAGAGAGAATGAGAGGCAGCGAACTCGGGCTCAACTACCCTAGTTAGATCATCTT 
TCTGAAAACCAAGAAGCTGGGGGGTATGGCATGCAGGCCAAATTTATTGAGGAATCGCACAGAGGTGTCG 
AATGAATGTAATCCAA.TCCCCCCACCATGCTCTGCAGTGAAAAACCTTCGTTCTTTGTTGTTTTTAAATA 
TT T TT T CAT TAT GCACT GGACAGT GACAGCCACACGCAGT ACCCACAAGGAGACCCAT ATGGGGAGTCCA 
CCATTTTTGTGTTGGATTATATGCCTTTTCACTTCTGATACATTAACAAGTAAAAATGTTAAGAAATAAT 
AATAAATAAATAAGAATATTCC 

>GBEQ1679 [ Acc | BM780449 ) Ver ) BM780449. 1 GI : 19128 681 |APL1_3_G0 5 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 142 : Stop: 658 

ACCATTTTCTACACACCTGCTTGGCACCACAGGGAGCTCTTTACCCCTGCACAATGACATTCCAGCCACC 
ACCAGCCAGAAGTTACAGCCAACCTTGCTGACTGTCACAAGCAGGACCTTGGGTCCATTGGCACTGTCAG 
TGATAGTAAGCCATTTCCCGGGAAGAGGAGGAAACTCCTCCCCACCAGTCTGCTTGGGCCTGTGCAAATG 
GCACTTCAGAGGAGTCCCCATGCACTGGGAGTCCATGAGCCAATGGGATATGCAAAGACATTTCAGGGCT 
GGTTTCTCTGTTCATATCCAATTCCGGTGCTTAGGAACAGGGACCCATGCTGATGCCCATGGGCAAAAAG 
CCCCACTTCCTTTAAGGAAGGGGGCAGGCCTGACCCTGATGCCCAGTAAGGGGCAACCCTAGGCTTTTTG 
TTTTTCTTGCTTTTATTCCCGTTTTTGTTGGCCTTGTGCTGGGTTTGTTTACAAAAGATGTATTTTGTTT 
AACCAAATATTAAAAATGGAAAACTGT 

>GBEQ1680 |Acc|BM780448|Ver|BM780448.1 GI : 19128 68 0 I APL1_3_H07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence . : Start : 10 : Stop : 64 3 

GTTCAGAGTCACGTGAATGGGGGGTGTCCTGGGGAGGGGGAGTCATAGGAAAAATGATTTTTTTTAAATG 
TTTCCTACATGTTCAAAGTGTTAGTTCTTTACCACAACCAAGTGTGTTCTTGCCGCTCAAAGCCATCGCG 
GAGTCATTGAAAGCAAATCAATTGGTCATCTCTAGTCTGTGAAGCTACCTTCTTTTAAGGATCCTAAAGC 
AGTTCCCAGGCTGGAAAGTGCTGGCGTGTCTGCTCCCAACTGTGGGCATCCGACAGCCAAGAAGCGAGAC 
AGCATAATCGAGCTTCATTCTATGATGCTGCATCAGCCGTACTGTTTAGTTTAATGCCAGGACATTAGCT 
TATTGAGAATGTTCCATTTGACATTCTCTCCTTTTTTGGGTAGGAGTCGTGCTGAGGGGTTGTAAATAAT 
GACAAGGCTGAGATTTTTATCGTGTTTAAATTGGGCACAGTGATTTTGACCTGATTCTCCAAACCTCCCT 
TCCTTTCTTCCGTGTGACAGCCACAGGCTATTTATACATGTACCCCGCTTCCGTCCGAACCCTGTGACTC 
AGGTTTATGAATGGTGTTTGTGTAACAGTCGTGTGCTATGTTTAAAACGCCACAACATCTGCAGTGTTTC 
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>GBEQ1681 |Acc|BM780447|Ver|BM780447.1 GI : 1912867 9 | APL1_3__H06 . gl__A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 3 : Stop : 653 

GGGCTGCCCCGGATGCCTGAAGAGTGGGCAGAGTGGTTCCGGCACGGCGGCTGGCCTGGCTACGTGCGTT 
CGCTGCCCGGGGTGGCGATCGAGGGCCCCGCCGCGGTGGCCGTGCCCGGGCCCGCCTACAGCCGCGCGCT 
CAGCCGGCAGCTGAGCAGCGGCGTCTCGGAGATCCGGCAGACGGCCGACCGCTGGCGCGTGTCCCTGGAC 
GTCAACCACTTCGCCCCCGAGGAGCTGACCGTCAAGACCAAGGACGGCGTGGTGGAGATCACTGGCAAGC 
ACGAAGAGAGGCAGGACGAGCACGGCTACATCTCTCGGTGCTTCACCCGAAAATACTCGCTGCCCCCAGG 
TGTGGACCCCACCCTGGTCTCCTCCTCCCTGTCCCCCGAGGGCACTCTGACCATCGAGGCCCCGATGCCC 
AAGTCAGCCACCCAGTCGGCGGAGATCACCATCCCTGTCACCTTCGAGGCGCGTGCTCAGCTGGGGGGCC 
CAGAAGCTGGGAAGTCGGAACAGCCTGGAGCCAAGTAAAGGCCTTAGCCCTGCTGCCCACCCTCAGTAGC 
GACCACTGACCATCCCCACCTGCCAGCCTGTATACTCTTTTGATACGTTTACCTTCTGTTTTTCTCAAAT 

AAAGCTTGAAGCACCTGCCTG 

>GBEQ1682 \ Acc 1 BM780444 | Ver | BM780444 . 1 GI : 19128676 | APL1_3_H0 3 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 29 : Stop : 530 

TTTGGTTGGTCTCCAAAGTATCACTTGCTCAGAGAACAGCACCTGGTACCCCGAGGTGCCCATGTGTGAG 
TGGGAGATCGCTGAAGGCTGTGAGCAAGTGCTCGCAGGCAGAAAAATCATGCAGTGTCTCCCAAAGCCGG 
AGGATGTGAGAACGGCCCTGGAGCTGTATAAGCTGTCTCTGGAGATCAAACAACTAGAAAAAAAATTAGA 
GAAGGAAGAGAAAT GTAC T CCGGAGGT GCAAGAGTAAT T T TT CCCAGAAGAGGGAGAAAAATGTACCT TG 
CTGCCTTCAACACAATATAGATCACTTCAGTTTATCCACTTTACCATCTCTTTTGTGCCATCACTCCTGG 
TAATAAAT ATCTAGAAAGGATAAT TGGT TAAT GT T T AAT GCT TT GAGAT TAGAAT T ATGGATTAGT GCTT 
GGTAGAATTATTGATCATCTCGTGACATGTTTTTGCTTTCCTGGACACAAAGTGCTCATTTTTTTCTATT 

AAAAATTTACAT 

>GBEQ1683 | Acc [ BM780440 | Ver | BM780440 . 1 GI : 19128 672 |APL1__3_H11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence. : Start : 16 : Stop: 67 0 

TACAGATCCCAGAAAGCAGTGTTCTAAAGAGGATGGTGGTGGATGGTGGTATAATAGATGCCATGCAGCC 
AATCCAAACGGCAGATACTACTGGGGTGGGCAGTACAGCTGGGACATGGCAAAACATGGCACGGATGATG 
GAGTGGTATGGATGAACTGGAAGGGGTCCTGGTACTCCATGAAGAAAA.TTTCTATGAAGATCAGGCCCTA 
T T T CCCACAGCAATAGTCCCCAAAACACAGAT T T TT AT TCT TCTATAT GT AACAACAT TT T TAT AT AT T A 
TGTCATTGGAATTTTCTTTCTCACATTCTATCCGTCTAAAACTATCAAAAGGTTGCGAGTGTGACTTTTT 
GGAAAAAGTATTTAGGATAAATGACATTAAAAATAGCATGTGATTTTCTTTTGTATTATTCATTTATGTT 
GCCCACC AAGAAGTAACTAAAAT GATAAT TGT GGACAGT CAGT GTT CATAAT TTCAATTGCAGT T GAT T G 
TGGAAAGTTTTAAATTAGGAAGAGGAATTTTCCCTCCTTGTAGGAAAACTGTGAGGCAAACTAAAACTTA 
TAAAACTTATGTTTA2VAAGTCCACTTTTAAAACTCTATTTATGTACAATGTGTAACAGAGAACTTTCAAA 
AAGAT T TATTAAT T AAAGCAGTCT C 

>GBEQ1684 | Acc | BM780439 | Ver | BM780439 . 1 GI : 19128671 I APL1_3_H10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence. : Start : 2 : Stop: 515 

TTTGATTTTTTTTTTTGATTTTTTTTTTTTTTTTTTTTTGGCGCTTGACTCAGGATTTAAAAACTGGAAC 
GGTGAAGGTGACAGCAGTCGGTTGGAGCGAGCATCCCCAAAGTTTTACAATGTGGCCAAGGACTTTGATT 
GTACATTGTTCTTTTTTTAATAGTCATTCCAAATATCGTGAGATGCATTGTTACAGGAAGTCCCTTGCCT 
TCCCAAAAGCCGCCCCGGGTTTCCCGAAGGAGAAGGGCCAGTCCTCGCCCGAGTCCACACAGGGCAGGGT 
GACAGCATTGCTTTTGTGTAAATTATGTJ^ATCCAAATTTTTTTTAATCTTTGCCTTAATACTTG^TTTTT 
TGTTTTGTTTTATTTTGAATGGTCAGCCATTACGGCCCCCCTTTTTATCCCCCAACTTGAAATGTATGAA 
GGCTTTTGATCTCCCTGGGAGAGCTGAGGTGCGGAGGCAGCCAGGGCTTACCTGTACACTGACTTGAGAC 
CAGTTCAAATAAAGTGCACCCCTT 

>GBEQ1685 | Acc | BM780438 1 Ver | BM780438 . 1 GI : 19128670 | APL1_3_H0 9 . gl_A00 5 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 450 

GCACGAGGAACTCCAGTGCATCGTCGTTGCTAGCTTGGTACCTCCGGCCTCACGTCAGCTTGAAATGGAC 
CCCAACTGCTCCTGCCCCACAGGTGGCTCCTGCACCTGTGCCGGCTCCTGCAAATGCAAAGAGTGCAGAT 
GCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCCGGGGGCTGTGCCAGGTGTGCCCAGGGCTGCGT 
CTGCAAAGGGGCATTGGACAAGTGCAGCTGCTGCGCCTGATGTCGGGGAGAGCCTGTTCCCGAAGGAAAC 
AGAGCAACACATACACACACATACACCTACT AAC ACATACAACCCTACT ACT T TAAACAT T T CTTGATAC 
AACCCTAACCTTTTACAACCTTCCTGTTTCTATGAAATCTGTGAATTTGAATAAAAGTTGTGACTCTAAA 

AAAAAAAAAAAkAACTCGAGGGGGGGGCCC 

>GBEQ1686 | Acc | BM780435 1 Ver | BM780435 . 1 GI : 19128667 1 APL1_2_A04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 447 

GCACGAGGCAGCGTCGACTGCGGCCCCGGCTCTGCCCTCGAGCGACGAGGTTCTGGCGTCCGCTGCTTCC 
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AGGCGATTGGAGCTCCAGACAGGATGATCGAGGTTGTTTGCAACGACCGTCTGGGCAAGAAGGTCCGCGT 
TAAGTGCAACACGGATGACACCATCGGGGACCTTAAGAAGCTGATCGCAGCCCAAACGGGCACCCGTTGG 
AACAAGATCGTCCTTAAGAAGTGGTACACGATTTTTAAGGACCACGTGTCCCTGGGGGACTATGAAATCC 
ACGATGGCATGAACCTGGAGCTTTATTACCAGTAGAGCAGAATTTCTTCCCCCTGCTCTGCCCGCTTCTC 
TTCTGTTCTCTTCTCTTCTCCCCTCCCACCCTCACCCCCCACACTGGTATAGATGCTTGTTTTTAAAGAC 
TGATGTTAATAAAAACCGAGAAGCTGC 

>GBEQ1687 | Acc | BM780434 | Ver | BM780434 . 1 GI : 19128 666 |APL1_2_A03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 27 : Stop : 64 1 

AG7VM.TGCGTTATGCCTTGTTGATATTTTAGTGTAGTAAATTAGGAACATTGACATAGCTACAGGGCCAC 
ATAATAGGTTACACATGGTAGCAGTTCTGATTTGATTAAAGTTGCTGCCATGCACATTGACACATAACCA 
GTGTGCTGGGTAGTGTATGTGCACTTTCTGTCTTGGAATGAGATTTATAAACTTTCCTCTTGGCTTTGCA 
TCACATCTAAAGAGGTACTATTGGCTTGACTTAGACTTGCCATAGAGAGGAATAAGCCATTTGGTTTGGT 
GGAT GCTT C AGAACGAGAAAAGAAT GGGAGAAGGT T GGCAGAT AACCTGCT GAGAGGGGTCAGAAAAT AC 
CCATGCTGAAATGCTGTTCTTGTGTTTATCCCAAACCAGTCTGGGGCTTCTCCATTTATTGGCTTTGTTT 
GACCCTTTTCTTATTTCCCTTGAAGTTTTAAGTTCACCCATATTCTGTCAACTGTTCAAGTTTCCGTGGA 
ATCTTGTATTTCTGGTTCATTATAACAAGAAATTGTTCTCTCAAATCCAGCCAGGATTTTCTCTTTATTT 
GTTGGGTTCTTTGAAATGCTATGGCCATGATGATAATATCTTGATAACACCCCTT 

>GBEQ1688 | Acc | BM780432 [ Ver | BM780432 . 1 GI : 19128 664 j APL1_2_A01 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 79 : Stop : 544 

GTGACAGACTGCATGGAACATGCCCTGACCGCCTGCCACCCCCGCACCCGATACTCAGCTGGCTGGGATG 
CCAAGCTCTTCTACCTCCCCGTGAGCTACATGCCCTCCTTCTTAGCGGATGCCATAAACAACTGGAACTT 
CCCAAGACCTGCCAAGAGCCTGTAGCCCCAGCCTGGGGTGCATGTTGTGCCTTGGCCCTGGCATGTCTTC 
CGCTCCCACAGGATGGAAAGGCCTGAAGAAGGTGAAGTCTCTTCTCCACTGAAGACATCTGTGGACAGAG 
GTGGAGGTGTGGAGGGTGACCAACAGCCTGACCCCTCAGCCTCAGGTCCAAGTCAGCAGACCTTGCTGGA 
AGGTGGTGTGCTCAATAGGGTTCCTGACAGAGGACACAGAAATCAACTTTTGATTTGTCTGGAAAGCATG 
GATTTCCATTCCTTATCTTTGCTTTAAAATAAAAGTTGAAAAGTTT 

>GBEQ1689 | Acc | BM780426 | Ver | BM780426 . 1 GI : 19128 658 | APL1_2_A10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 6 : Stop : 614 

AGCATTTCTCACTGCAGATACTATATTGAATACGTTGCAGAACATTTCTGAAGGATTGGTGGTATACCCC 
AAAGTAAT TGAGCGGCGCAT T CAGCAAGAGCTGCCT T TC AT GGCCACAGAGAACATCAT C ATGGCCAT GG 
TGAAAGCTGGGGGTAACCGCCAGGATTGCCATGAGAAAATTAGAGTGCTTTCTCAGCAGGCGGCTGCTGT 
GGTCAAGCAGGAAGGGGGTGACAATGACCTCATAGAGCGTATCAAGGCTGATGCCTACTTCAGTCCCATT 
CACTCCCAGCTGGACCAAGTACTGGATCCTTCTTCTTTCAGCGGTCGTGCACCCCAGCAGGTACGGAGAT 
TCTTAGAAGAGGAGGTGTATCCCCTGTTAAAACCATATGAAAGTGTAATGAAGGTGAAAGCAGAATTACA 
TCTGTAGAGTTGGGAGAGAACTAAACAAAAAATCATTGTTGGCTTTAACTTTTATTGCCAAGTCATGAAA 
ACTGTTATTCTACTGCCTTGTTTTACCTCAAATTAATATAGCACTGTGTTCTCTCCATGGTGCTTTCACA 
TTTCTCAAGGTTTACAAGGTAGAAATAAATTGCGTTATAGTTGGATTCC 

>GBEQ1690 |Acc|BM780424|Ver|BM780424.1 GI : 19128 656 ) APL1_2_A08 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 44 : Stop : 7 04 

AGTCCAAATCATCAGATTCGCATAGTGATTCTGATGGGGAACAGAAAGCAGAAAAAGCAGAGGTCTCTAC 
AGAAACACAAAAGCCAAAGATAAAGTTTAAGGAAAAAAATAAAAACAATGATAAAGGAACTGAACCAGAA 
ACACAGAAAGAAAAAAATACCCAGGAGCAGAATTCATCAGGTCCAAATGCAGAAAAACCCAAAACTCATA 
AAAAATCAAACCCATAT GGAGAATGGCAAGAAAT TAAAC AAGAAGT TGAGTCTCAT GAGGAGGT AGAT TT 
GGAACTTCCAAGCACTGAAAATGAATATGTATCAACTTCAGAAGCTGATGTTGGTGGGGAACCCAAAGTG 
GTATTTAAAGAAAAAACAGTCACTTCTCTTGGAGTCATGGCAGATGGAGTGGCCCCAGTCTTC2\AAAAGA 
GAAGAATTGAAAATGGAAAATCTAGAAATTTAAGGCAACGAGGTGATGATCAATAATTGTGAAAGAGCTT 
TTTGTACGTGCTTTTTGAACAGAATGGAGCTATATATCTTAAAGCTCCTCTGTGTTTGTTTATAAGTACT 
TTGATGCTAAAAATTTAGATTTATTCTAAATGTATTTTATGTGAATTTAAAATAAATCTTTTTTCATGTG 
AAAAAAAAGAGAACTAGTCTCGAGGGGGGCC 

>GBEQ1691 |Acc|BM780421| Ver IBM780421.1 GI : 19128 653 | APL1_2JB09 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 87 : Stop : 662 

TGGCCTTCCAGATGAAGAAGAGCGCCGAGGAGCTGAAGGCCAAGATCTCGGCCAACGCCGACGAGCTGCG 
GCAGAAGCTGGTGCCCCTGGCCGAGGACGTGCACGGCAAGCTGAGGGGCAACCCCGACGGACTGCAGAAG 
TCACTGGCCGAGCTGAGCGGCCACCTGGACCGCCAAGTGGAGGAATTCCGCCGCCGTGTGGAGCCCTACG 
GAGAGACCTTCAGCAAAGCTTTGGTGCAGCAGGTGGAGGAACTCAGGCAGAAGCTGGGCCCGTATGCGGG 
GGACGTGGAAGGCCACTTGAGTTTCCTGGAGAAGGATCTGAGGGACAAGGTCAGCTCCTTCTTCAGCACT 
CTCAAGGAGGAGAGCCAAGACAAGCCCCTGGCCCTCCCCGATCAGGAGCCGGCCCTGGGCCCCCTGGAGA 
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ACTGAGCTGCCCCTGGTGCTGGCGCCCCACCACTGACACTTGCCCGGCCCTGCCACCAGTGTGTCCATCT 
GTTCCAAAGAAGTTCTTGTATGAGCTTGAGGACACGTGTCCAGCAGAAAGTGACACTTCCTCTCGCTACT 
C AAT AAAAC T GC T GAG 

>GBEQ1692 | Acc | BM78 04 16 ) Ver | BM78 0416 . 1 GI : 1 9128 648 1 APL1_2_C05 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 161 : Stop : 4 91 

CCCTGTGGAATTGCCACAGCAGCCAGCTATCCCACTGTGTGAGCTGACGGACAGTGATGGAGAGGACTTG 
AGGACAGCATATCCAGAGGAATTTTATCTTAAAACTGAACAAACCCTTATGCGTAAGATAAGACACTTGA 
ATCTTTGAGGATCCAAGTTGTGATTTGAATTCTGTGACATTTTTATAAGGGTAAAATGTTACCACTACTT 
TAATTACTGTTATAAATAGCTTTATAATGTTGAAGACTCATTGCTTAATTCTAAGAATTTTGAATTTCCA 
TTTTTTAAAAGGATATATAAAGTTCCCTTTTAAAATAAATTTTAATTCCCT 

>GBEQ1693 1 Acc | BM7 80412 | Ver ) BM7 804 12 . 1 GI : 19128644 | APL1__2_C01 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 205 

GCACGAGGAGAAAACAGACGGTAGCCCACCCTCAGCTCAGGGTCTCTGGCCGGGTCTGACTCTGAAACCT 
TGGTGCTCTCTCCTTGGCCTCAATGCTCAGTCCCATGTAACCCACTGGCTCCTGCATTAACCCAGGAATA 
CCTCGCTTGTATCTGTGTATTTAGCTGGGAACTTGCCCCTATAATGAACTTAATAAAGTGTTTAT 

>GBEQ1694 | Acc | BM780407 | Ver | BM780407 . 1 GI : 19128 639 | APL1_2_C11 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 29 : Stop : 627 

TTTGTTAAGATTTTAAAAATCTGTATGGCATGGCAATAACTACATAAGGGGATAAGATTCTTTGTGCTTC 
TCAGTGTGAAACTGTGATTCTTTAGGCACTAAAGCAGAGCTAGTTTTTCTTTTCTAGTTTGATGTTGGCT 
TATTTTAACAGATAAGGTAACGTTTGTTGTAAGATGTGTGTAACCTGATGTTAACTTGGTGGTCTGAAAT 
GT TGAGCT TAAT C AGGCAGAT TCCT TATTAGT ACACCAAAT CTT T T GT C AT T TAGGT GT T CT G AGAT AGA 
CTGATGTTTAAAAGAAAAATATTTGTTAAAACAATTTCGTCTTCTAGAATCTACTTTTTAAACTTTCCAT 
CCCCGGTAGTTACCAATTGCATGTGCAAGGCCTCTAGAAATTAGTATGTTAAGCTGAACCAACTTGATGT 
GAGTTAACTACCCATAGGGCTTGTTTTCCAAAGAAGAGTACTGTGTAGAGTAGTAGCACAAGTGTGAGCT 
GCCCTGGGCTTGTGGTGAAGCTGTCGGAAAGTGACTCGGCAAGTTTTGTGAATGGCAGTGTGGTGCCCAA 
GTCACATCCTGCTT TAAAAGAT T GTAACAAAT ACAGACG 

>GBEQ1695 | Acc | BM780404 | Ver | BM780404 . 1 GI : 19128 63 6 j APL1_2_D03 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 86 : Stop : 583 

GTCCCTTCAGCTCTGCCATCACTCCCTGCTGGGTCAGGGTTAAAAAGATCAAGTGGCATGAGCAGCCTTT 
TGGGAAAAATTGGAGCCAAGAAGCAGAAGATGAGCACCCTAGAGAAGTCCAAATTGGACTGGGAGAGCTT 
CAAGGAGGAAGAGGGCATTGGTGAAGAACTAGCCATCCATAATCGAGGGAAGGAAGGGTACATTGAACGG 
AAAGCTTTTCTAGACCGAGTGGATCACAGGCAGTTTGAAATTGAGCGGGATCTCAGGCTGAGCAAAATGA 
AACCCTAATGTTATGGGGGAAAATCAGTAGCAGCTTAATCCGGTTTACAATGTGAGCTTTTTGTGCATCT 
GTGAAATGTTTCCGGTATTTCTCACTGACTGTTTCCCAGCAAGGTCTTTTTTTGTACTTTGAATCTGTGT 
CTTTGTATCTTGATCTCACGTGGTTTCATTCATTTTACTTTTiyyUVGTTTGTCCTTTAAAATAAATAAAT 
AAGTAAGT 

>GBEQ1696 | Acc | BM780398 | Ver | BM780398 . 1 GI : 19128630 | APL1_2_D04 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 78 : Stop : 420 

CTGTGGGATGTGGAATTTGCTAAGCAGTTAGCCGCAGTAAATGAACAGCCCTTTCAGAATGGTTTTGAAG 
AGATGATCCAGTGGACGAAAGAGGGGAAACTGTGGGAGTTCCCAATTAACAATGAAGCAGGTTTTGATGA 
TGATGGTTCAGAATTTTATGAACATGTATTTCTGGATAAATACCTGGAGGATTTTCCAAAACAAGGACCA 
ATTCGCCACTTCATGGAGCTGGTGACCTGCGGCCTTTCCAAAAACCCATATCTGAGTGTTAAACAGAAGG 
TCGAACACATAGAGTGGTTTAAAAATTATTTTAATGAAAAACGGGACATTCTAAAAGACAGTA 

>GBEQ1697 | Acc | BM780397 | Ver | BM78 03 97 . 1 GI : 19128 629 | APL1_2_D11 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence . : Start : 8 : St op : 62 0 

AATATTTAATCACAGAGTCACCATGTACCAAATCTCAGACTGAGTCTGCTGCCAGCAAATGCCCACTGCA 
GCTCCCTGATGCTGAGCCTGTTGGTATTTGTAAAGGCTCTGTGATTGGAAGTCCACTGGAAAAGATTGTC 
TCAGTGTCCTGCAAATTCTTTGAAACACAGGTGGAAGAGCCCCAGAAGACAAACACAGCTCCCACCAACC 
CACCCTCCAAAGCTGTGCCGAAAGGATCTGTCCAACACCTCCCTGAATTAGATGATGGGAAGCCCAAAGA 
TTCCCAGGAAGAGGGCCCCGTTGAGGCCTTCCCTCTGCATCTGGATCTAACCACGAATCCTCACGGAGAA 
ACCCTGGACGTCTCCTTCCTCTTCGCGGCACCTGGGGAGAAGAAGGTGTTTGTCTTCCCCTTCCCCAAAC 
AAAAGCGACGCTCTGCTGAGTGCCCTGGACCAGCCCAGGAGGACAACCCTTGGGTTCTCCCACCATGAAG 
ACCACATAGAAGATTGCATGGGGATGCAGTGCCCTGCAGGAAATGAGAGGTGGTGGGGAAGGGGGAGAGA 
CAGACATAGAGT TCAAATGTAAAGAGTAGCTAATAAAGTGTATCT T CT TGGCT 

>GBEQ1698 | Acc | BM780389 | Ver | BM780389 . 1 GI : 19128 621 1 APL1_2_F02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 57 : Stop : 34 6 

ACAGCCAGCAGACAGACAAGAAT CCTGGGAGCAGTAATT TACAGAAAATAGCCAAGGAGCCAGTAAT TGA 
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CTACTTTGATGTCCAGGACTAAGAGGATCAGGATCCCCTCAGATGAAAGAGTAATGAGGTGCGGGGCAGA 
CTCGCCTGCTGGCAGATAAGGCATGCTCGTTCCAGCTGCCTGGGAGACTGACAGCCTTGCCTCCTGTCTC 
AGACAGATACGTCCAGAGCCTGAGTGTGTCGGAGTCCCCTGCTCCTCTGTTCCCTCTGTATAAAGTATTT 
CTGTGTGGCC 

>GBEQ1699 | Acc | BM780387 | Ver ] BM780387 . 1 GI : 19128 61 9 | APL1_2_E12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 4 : Stop: 674 

G AAG C TAT GAT GAG C ACGT T C T G C T G T GGG AC AC T CGG AAC AT G AAG C AG C CAT T T G C AG AC AT G C C T G T 
GCAGGGCGGGGTGTGGAGGCTCAAGTGGCACCCTTTCCACTACCACCTGCTCTTGGCAGCGTGTATGCAC 
AACGGCTTTAAGATCTTCAACTGCCGAAAGGCAATAGAGGAGAAGCAGGAATCATACACAGTCTCTGTGT 
CTCAAACATTGCCCAACTCACTGGTGTATGGAGCTGACTGGTCCTGGCTCTACTTCCGCCGTCTGCCACA 
GACCCAGCAGTCATTCTGCTTAGGGTCCTTTCCCTGCAGCGACCCAGAAGCCGGAACAACAGAAGTCTGT 
AACCAGAAGGTTGTAGGCCAGTCACCTGCACCCTCTTCTGATCATTTAGCAGATGATGATGGAGAGGGTC 
GTACTAGACTCCAGCGGGGAGGCAAACCGAGGTCTTCTTTCCAGCTACTCACAGAGAACTCAAAGAGCAG 
CGGCCAGCTGCACACTGTGGGGTCGAAAATCTCTGACGACGACCCTCGTCTGGAAGGAGCAAACTCTGAC 
AGCACTCTTCTAGCCACATGCTCCTTTTATGACCACGTTCTTCACCTCTGGAAGTGGCAGAACAGCTGAG 
CTAGGGGAGAGGCTGCTTGGTTTGAAATAAAGACCATTTCC 

>GBEQ1700 jAcc|BM780384 |Ver IBM780384.1 GI : 19128 616 | APL1_2_E09 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 334 

GCACGAGGCCGGATTTGGCAAAGACCTGGGAGAGGCCGCCCTGAATGAGTACCTGCGGGTCAAGACAGTT 
ACTTTCGAGTACTGAGGGAAAGGTCCAGTGAGAGCAGCAGCCCCCATCTCTGCGGTGTGTCCTTGCCCTC 
CACAACCTGCCTGCCTTGCCTGGTGGCCAGATGGCCCTCTCACCCCATCCCGAGTGCACAGCACCTCCAC 
CTGCAGCCCCAGTGGAAGCTCCCCGTCTGCCCCCTGTTCCCATCCAGGACACCCGCCACCCATCCAATCC 
AAGTGGCCTTTGGCTGGTTAAGAAAGTGGTCCCAGGTGAATAAAGGTTCTGACT 

>GBEQ1701 |Acc|BM780383|Ver IBM780383.1 GI : 19128 615 |APL1_2_E08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 132 : Stop : 645 

GTCAACAAGGGTTCCAAGGCCTACTGGGAGTGCAGCAGCCGCCTCAGAGTCAGAGCGTGATGAGCAACCA 
AACAGGAACTCCGGTGCAAAGCGTGATGGTCTCCTACCCAACCATGTCTTCTTATCAGGTGCCAATGACC 
CAGGGTTCTCAAGGACTGCCCCAGCAGTCTTACCAACAGCCAATCATACTACCTAACCAGGCAAGTCAAG 
GGTCACTCCCAGCCACTGGAATGCCTGTTTACTGTAATGTCACACCGCCGACCCCTCAGAACAACCTTAG 
GCTGATTGGCCCACACTGCCCCTCCAGCACTGTCCCCGTGATGTCAGCTAGCTGCAGGACAAACTGTGCG 
AGTATGAGCAACGCCGGGTGGCAGGTCAAATTCTGAGTGATCTGGCTGGAGTACATTTCTTCAGATATTA 
CTCATGGCCTTTAAGGGAAGACGAGCAAGGTGGAAAACTGGCTGAGGACTTAAGTATTCACTCAACACTC 
AAATGATTGCTGCTGGTATTCTGT 

>GBEQ1702 |Acc|BM780372jVer|BM780372.1 GI : 19128 604 | APL1_2_G02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 5 : Stop : 581 

GATATAATTCTATGGATTTAGCTGTCGCCTTGGGCTACAGAAGTGTTCAACAGGTTATTGAGTCACATTT 
ATTGAAGCTGCTTCAAAACATCAAGGAGTAGACGTCATCGTCAGGAAGCGTTTACCTGCCCTGCGTTTAC 
TTTGGGGCCCTTATAAATGATAGTTTTGTTTACTTATAAATTTTTACCTCAGTTGCAATATTTACTGATT 
TTTAGTAAGTTTTAATAAATATTCTTCTGAGTAATTCACTGGTTTATAATAAAGTTAATGTTGATGCTTT 
TTATATAAATGTGTTTTACTGCATATTTAAAATCATAAATTAATGTTTTGTGGCGTGTAAATTGTTACGG 
TACAGACACTCATCTGTCTTTGTATCAAGTGCTGTAATTTAACACGTTCAGAAATTATTCTGCCCTATTC 
ATCTTGACTCTTGTATCAACTCCTTGACTTTATATGGGGTTTGCTATAAATCCATAGGAGAAAAGATTGT 
TATT GTTGAATTAAAAAAT GCACAGT GT GATT GT T T ACAAAATGATATAATAAAT AAAGTAC T T T TAAAA 
AAAAAAAAAAAAAC T C G 

>GBEQ1703 |Acc|BM780371|Ver|BM780371.1 GI : 19128 603 | APL1_2_G01 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 48 : Stop: 424 

•CACCTGCACCCTTATGGGGGCTAGAGCCCTTTAGTCCCTCCAACCTCACAAGGACCATACTACCTACATC 
TCCCTTCAGTACAGTGGACCAGAGAAGAGCCCTTAACCTGACCATAACCACCACCTGGGCAGAGCCTAGG 
TTGTCCTGGGGCTGGCTTCCTTAGGGAACTATTAGGTGGTGGTTGGAGGGGGGGTTAGGGATGGGGCCTA 
GGCCACAGGGATGATGACAATTCTCCCCCACAGGTTCGAACTTCTGACATGGGTGGCTATGCTACCTGCC 
AAGACTTCACTGAGGCTGTCATTGATGCCCTGTCCCGCCCATAGGTCCCACCCACACCTGTTTAAGGTGC 
C T C AAT AAAAC AT G TAT AT C GAC T C T T 

>GBEQ1704 |Acc|BM780368|VerjBM780368.1 GI : 19128600 | APL1_2_H02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 4 60 

GCACGAGGTACAGCCGCCGGCGTCTGCACCATGGTGACGGGCGGCAGCGGCGCTGGAGCGGACATGGCGG 
CTTGGTTGCCGTTACCCTCCGCGGCTGTGACTGCGTTCCTCCTGTTGGTCTTTCCTCGCGTCTCACAGGC 
CCAGACCTTCTCCTTACCTTTCCAGGAGCCGGAGACGTGCGGCCACAACCAGTACTTCGATATCTCCGCG 
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CTGTCCTGTGTCTCGTGTGGAGCCAACCAGCGGCAGGACAACCGAGGAACTTCATGTGTGTGTCTACCAG 
GATTTCAGGTGATCTCTAATAATGGAGGACCTGATATTATTTGTAAAAAGTGCCCAGAAAACATGAAAGG 
TGTTACTCGAGATGGCTGGAACTGCATTTCTTGCCCTAGTGGTTTAACTGCAGAAGGCAAATGCCACTGT 
PCCACTGGCCATAT T T TAGGTAATAAATAGAT TATGAAAT 

>GBEQ1705 |AcclBM780367lVer|BM780367.1 GI : 19128599 | APL1__2_H01 . gl_A00 5 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 7 : Stop : 47 0 

GGAATAACGCATCCCCTTCCAACAGTGCAGGATACTGGAATGCCTACGCGGAGTTTCCAAACCGGAGAGC 
TCACGGCGGCTTCACAAACGAGAGCTCCTTCAACAGAAGGGGTGGCTGTCACCATGGATATTAGAGGCCT 
GACAGGCATTCAGAATCTTCCTAAATTGGTTTTTACTTCAATTTTTGGTATTTATTCTTTGTTCAGTTTT 
ACTGAGAGCTCTAATTCCAGTGTAAATAGTTGAACCCGAAAGTTTTTGAGCAGAAGTCTTCATATTCACC 
TTCAACAAGCATTCGTTCAAGTGATCCTGTGTGTGTGTGGTCTGATGCTGGGAATTCTGCAGGTTTGATT 
AAAC AAAG T C AC T T T C T C T AGGG AAAG AG T T AAT T T GAAAC T GAAACT T G AG AAC AT AC C C AAG AAC AT A 
AT CACTCACATAGGT T CATACAT GAAAT AAAGTGT TT ATAAT GT 

>GBEQ1706 [AcclBM780358 I Ver | BM780358 . 1 GI : 19128590 [APL1_2_H0 8 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 511 

GGCACGAGGTCGAGTTGTGCAGCTTCAGCGGCTACAAGATCTACCCGGGACACGGGAGGCGCTACGCCAG 
GACCGACGGGAAGGTTTTCCAGTTTCTTAACGCAAAATGCGAGTCGGCGTTCCTTTCCAAGAGGAATCCC 
CGGCAGATCAACTGGACTGTTCTCTACAGAAGGAAGCACAAAAAGGGACAGTCGGAAGAAATTCAGAAGA 
AAAGAACCCGCCGTGCAGTCAAATTCCAGAGGGCCATCACTGGTGCATCTCTTGCTGATATAATGGCCAA 
GAGGAATCAGAAACCTGAAGTTAGGAAGGCTCAGCGAGAACAAGCTATCAGGGCTGCCAAGGAAGCAAAA 
AAGGCTAAGCAAGCATCTAAAAAGACAGCAATGGCTGCAGCTAAGGCTCCCACAAAGGCAGCACCTAAGC 
AAAAGATTGTGAAACCTGTGAAAGTTTCTGCTCCCCGAGTTGGTGGAAAACGCTAAGTTGGCAGATCAGA 
TT TCTAAATAAAGAT CT AACT 

>GBEQ1707 !Acc|BM780353|Ver|BM780353.1 GI:19128585| APL1_2_H1 1 . gl_A0 0 5 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop : 663 

GAGAGATTGAAAAGTTTGCGGATTCTGCTGGCTCTTTTGGGCCNCAGGCGGCGAGGCACAGTAGTATCCG 
TGAGTCCAGGGATGTCCTTCTCTCCCTCGTGCCGAATTCGGCACGAGGCTGCTCACTGGAAGTCAGCACC 
ATGAAGCTGTTCACAGGCCTCATCTTCTGCTCCTTGGTCCTGGGCGCCAGTGGCTTGTTATCGTTCCTTG 
GAGAGGCTGCTCGAGGGACT T GGGACATGAT AAGAGCT TACCATGACAT GAGAGAAGCCAAT TACATAGG 
CGCAGACAAATACTTCCACGCCCGCGGGAACTATGACGCTGCACAGAGGGGCCCTGGGGGTGCCTGGGCT 
GCTAAAGTCATCAGCGATGGCAGAGAGAATT T T CAGAGATTCACAGACCGT T T GAAGTT TGGAGACAGT G 
GCCACGGAGCGGAGGACTCGAGGGCCGACCAGGCTGCCAATGAATGGGGCCGGAGCGGCAAAGACCCCAA 
TCACTTCAGACCTGCTGGCCTGCCTGACAAGTACTGAGCTTCCTCTTCACTCTGCTCTCAGGAGATGGGC 
TGTGAGCACCCTGAGGGCAGGGACACCCAGTTATTGAGGTCTATGGCCCCAGAAGCCAGTGGGGGTCACA 
GAAT TAGT GTC TAATAAATGCT T AAGAGATTG 

>GBEQ1708 !Acc|BM780352|Ver|BM780352.1 GI: 19128584 | APL1_2_H12 . gl__A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 38 : Stop: 651 

CCTGGGATGGTCAAGGTGTACTCCTATTACAACCTGGATGAGACTTGCACCCGGTTCTACCACCCAGAGA 
AGGAGGATGGAATGCTGAGCAAGCTCTGCCAAAAGGACATGTGCCGCTGTGCTGAGGAGAGCTGCTTCAT 
GCACCAGGCGGATGACGAGGTCACCCTGGATGACCGGCTGGACAAGGCCTGTGAGCCAGGAGTGGACTAT 
GTGTACAAGACCAGACTTCTCCGGAAGGAGGTGTCAGATGACTTTGACGATTACGTAATGGTCATCGAGC 
AGATCATCAAATCAGGC TCCGATGAGGT GCAGGT T GGACAGGAGCGCAGGT TCATC AGCCACAT CAAGT G 
CAGAGAAGCCCTGAAGCTGGAGAAGGACAAAAAGTACCTCATATGGGGCGTCTCCTCCGACCTGTGGGGA 
GAGAAACCCAACATCAGCTACATCATTGGGAAGGACACCTGGGTGGAGCTGTGGCCTGAGGCTGATGAAT 
GCCAAGACGAGCAGTATGAGAAACAGTGCCAGGACCTTGGCAGCTTCTCAGAGAACATGGTCGTCTTTGG 
CTGCCCCAATTGAGCCCCCATCTTGGTCCCCCCAATAAAGCTTCAGTTATATTT 

>GBEQ1709 |Acc"|BM780349!Ver IBM780349.1 GI : 19128581 1 APL1_1_B08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence . : Start : 1 : Stop : 661 

AGGAGAGAGCCCTGATTGATATGTACATAGAAGGTGTGGCAGATTTGAATGAAATGATCCTGCTTTTACC 
CATAACCCCACCTGCTGAAAAAGATGCTAAGATTACGCTGATCAAAGACAGAACAACAAATCGTTATTTG 
CCTGCGTTTGAAAAAGTGTTAAAGAGCCACGGAGAAGACTATCTGGTTGGAAACAGGCTGAGCAGGGCTG 
ACATCCACCTGGTGGAACTTCTCTACCTTGTTGAAGAGCTTGACCCCAGCCTTCTGACCAACTTCCCTCT 
GCTGAAGGCCCTGAAAGCCAGAATCAGCAACCTACCCACCGTGAAGAAGTTTCTGCAGCCTGGTGGGGCG 
AGGAAGCCTCCAGGGGATGAGAAATCTGTAGAAAAGTCAAGGAAGATTTTCAAGTTTTGATAAAGCAGGC 
CTGGCCCCCAGCACAGGCAGGACCGATCTTCTGAAGTTTTCCAACTGTGAAGTGCTTGTCTTACATGTAG 
ACCCTGAGTATTGTGACACTAAGAAACTAATCCATTGTTTAAGTGCTAATTTAACAGAAATCCACTATGC 
AAATTTGGTTACAAAGCAATCTATTTGTTTTGATCAAACATGAAATTATTTCCTCCTAGGATGTCTCCTG 
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GACTTAAAAATAAATAGAACGAGAAAAAGTT 

>GBEQ1710 |Acc|BM780348 | Ver | BM780348 . 1 GI : 19128580 | APL1_1_B07 . gl__A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 59 : Stop : 54 6 

CTGTTACGCAGAGACTGGGTTGCTGGGTGCACACTTTGTCTGCGACCGCATGAGCATTGATGACATGATG 
TTCTTCCTGCAAGGCCAGTGGATGCGCCTGTGCACCAGTGCTACGGAGAGTGAGGTGGTCCGGGGCAAAA 
ACATCCTCAGAAATGCCCTGGTATCTCATCTGGATGGCACCACTCCTGTGTGTGAGGACATTGGACGTAG 
TCTCCTGACCTATGGCCGCCGCATCCCCCTGGCTGAGTGGGAAAGCCGGATTGCGGAAGTGGATGCCAGT 
GTGGTACGTGAGGTCTGCTCCAAGTACTTATATGACCAGTGTCCAGCAGTGGCTGGATTTGGCCCCATTG 
AGCAGCTCCCAGACTACAACCGGATCCGTAGTGGCATGTTCTGGCTGCGCTTCTAGGCAGGAAGCCTATG 
CAGGCAAGAGGGCCGGGCCAGGGTTCCTGGTCCCCCACCGCAAAACACATCACCTCAGTTCTTCANAA 

>GBEQ1711 |Acc|BM780346|Ver IBM780346.1 GI : 19128 57 8 | APL1_1_B05 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 368 

GCACGAGGGGTGGATGTGATCTTTGCCGACGTGGCCCAGCCAGACCAGACCCGGATCGTAGCCCTGAATG 
.CCCACACCTTCCTACGTAACGGCGGCCACTTCGTCATTTCCATTAAGGCCAACTGCATCGACTCCACCGC 
CTCGGCCGAGGCNCGTGTTTGCCTCGGAGGTGAAGAAGATGCAGCAGGAGAACATGAAGCCGCAGGAGCA 
GCTGACGCTGGAGCCCTACGAGAGAGACCACGCCGTGGTCGTGGGCGTGTACAGGCCACCCCCAAAGGTG 
AAGAACTGAAGCCCGGCGCCGCCTGGACTGCGANAATTGTGTTGCTACTGTTCCGCGTGTGNTTTTTCTA 
TTAAAAGACTCCTCCGTC 

>GBEQ1712 |Acc|BM780344 IVer IBM780344.1 GI : 1912857 6 | APL1_1_B03 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 171 

GCACGAGGAAGAT GTACT GTACAATGC T CAAT TGTTAT GTCAT T CAAAGACATCAGGTT CATCT GT T T AC 
CGAGCTAGAAACATAGTATGTAGTTTCACTTTTTTAAATGCGACAGCTGTGCTGAAATTTTTTTTATCAT 
TAACACT T GAATAATAAAATAGGCT T CAT T T 

>GBEQ1713 |AcclBM780342|Ver!BM780342.1 GI : 19128574 | APL1_1_B01 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop : 515 

AGGAGAATGACCAGCTGATCCGCTGTATCGTGGAGTATCAGAATAAGGGCCGGGCGAATGAGTGTGTCCA 
GTACCAGCATGTATTACATAGAAACCTCATTTATTTGGCCACCATCGCAGATGCCAACCCAACCAGTGCT 
T CAAAAACAAT GGAATAAT CT T CCAGT TGACTGT TGTGAGAAGCAT GT CTGGATAACAAAGACATCATGA 
GCTCTTCAAGTCTACCTTTTTACTTTCAACCTGAAGAGGAAACTGAGCAGATGTTGGGCAATTGGCAGGA 
ATTGGCAAGACTCCCGACTGAGACCCTGCCAAATGGATATGCTGCTCCCTCCTACCAGTTTATAGCCATG 
GACTCCCTGACTGCTCTTTTCAGGTTGCTTTGAAATAAAGCTTGCCTTTGCACAAGAGAATGATAGTGAG 
GTATAGAAAT T TT CATGT AGTAAT TAT T CCAT T TGGT TT T CCAGAAAAACTGTAAGGACT TAAAAATATA 
T GTAACAATACCATTAT CAT TGC T 

>GBEQ1714 |Acc|BM78033 6) Ver | BM780336 . 1 GI : 19128568 j APL1_1_A07 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 10 : Stop : 669 

ACAGGTGGCAGCAGTCAGCCAGCCCCGGGGCTTTGGTTTAAAAGACGCACATGTACTTGTACACACGGGG 
TTAGAAATATGAGTTGGCTGGTCAACTTGAGCATGTTACTGACAAGGGGGTTTGGGGGTTATTTTCTGGT 
GGGACTAGCATGTCACTAAAGCAGGCCTTTTGATATATTAAAATTTTTTTTTAAAAAAGCAAAACAAGTT 
TAGATTTTAATCATTTGTAGGGTTTCTAAGTCATTGTTTTACAGAATTGCTTGTTTGCTCCCAACTGTCT 
CCTTCCCATCTCTGCTCTCTGAGGCGACGGGGACAGGACTGAGCCAAACACTTGTAATTTTGTATCCTGG 
TGTCTATTCTGAGTGGGAAATATTCCTTTCCTTTGTTAAGATTCCTGAGGAGTTATTTTTTCTTTTATAA 
TAAAAAACAAACCCCACCTTCGGCCCTAAGCTTTCCCTACTGTTTGTGGCTGTTTTTGTGCTGGCGGCAG 
CAGGCCAGCTGTGGCTTTCTCTTGCCGTGACGACTTGTGATTGCCATGTACAGTATGTTCGGAGTTAGAT 
AACTCCTCATTGTAAACAAGCTGTGTTAACTGCCCAGAGCAACTCTTATAAATCAACCTAACTTTCGTAA 
AAAAAAAAAAAAAAACTCGAGGGGGGGCCC 

>GBEQ1715 |Acc|BM780333 jVer IBM780333.1 GI : 191285 65 | APL1_1_A04 . gl_A005 Liver (APL1) Equus 
caballus cDNA,, mRNA sequence Start : 84 : Stop: 321 

GCTGGATTGAGGAGATGCCCTCTGAACGCCTGTGCCGGACCACCCGCCAGCGGGCAGCCTGTGCCCAGCT 
CAGAGACTTCCTCCAGGAGTATGGCACCCAGGGGTGCCAGGTGTAAGGGCTGCTCCCCCACCTCCCCCAG 
GAGGAGCTTGAGCTGGGGAAGGGTGATGCCTGGATTGTTGTTGTGCCTGGACACAGCCCCAGGGCAGGGC 
CAGGGACTCAATAAAGGCC T T TGGCAGC 

>GBEQ1716 |Acc|BM780328|Ver|BM780328.1 GI : 191285 60 j APL1_1_C02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence. : Start : 3 : Stop: 576 

TCTGGTACAGATGGAGTATCTTGACATGGTGTTGAATGAGTCTCTCAGATTATTCCCAGTTGCTGGTAGA 
ATTGAAAGGACCTGTAAGAAAGATGTGGAACTTGGTGGGGTATTCATTCCCAAAGGAACAGTGGTGATGG 
TGCCATCCTTTGCTCTTCACCGAGACACAGAGCTCTGGCCACAACCTGAGGAGTTCCATCCAGAAAGGTT 
CAGCAAGGAGAACAAGGACAGCATAAAT CCT T ATATATATATGCCCT T TGGAAAT GGACCCCGAAACTGC 
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ATTGGCATGAGGTTTGCTCTGATGAACATGAAAGTTGCTGTTGTCAGAGTGCTGCAGAACTTCTCCTTCA 
AACCTTGTAAAGAAACACAGATTCCCCTGAAATTAGTCACTTATGGATTTCTTCAACCAGAAAAACCAAT 
TGTTCTAAAAGTTGAGTCCAGAGCTGGGACCGTGAGTGGAGCCTGACTTTCCCTGAGGTCTTCTGCTTTG 
GT C T T CAAGGAAG C TAT AT C CC AGAAC AGG AGAG AC C T C GAT T T AC T T T G T G AAT G AAAT C C AGAAT AAA 
GATTATCTTAACCT 

>GBEQ1717 iAcc|BM780327|Ver|BM780327.1 GI : 19128559 | APL1_1_C01 . gl A005 Liver (APL1) Ectuus 

caballus cDNA, mRNA sequence. : Start : 1 : Stop: 57 4 ' ~~ 

GCACGAGGGCTGTCCGTGCGAGCCCGTTTGTGGTCTGTGTCCTGTGCACACGCCTGGCAAGCGACGGCGC 

CATGAGTCTGACTTCCAGCGTAAAAGTTGAATGGATCGCAGCAGTTACCTTTGCTGCGGGCACAGCTGTG 

ATTGGTTATCTAGCTTACAAAAGATTTTATGGTAAAGATCATCGCAACAAATCAATGGTCAACCCTCACA 

TCCAGAAAGACAACCCCAAGGTAGTACACGCTTTTGACATGGAGGATTTGGGAGATAAAGCTGTGTACTG 

CCGTTGTTGGAGGTCCAAAAAGTTCCCATTGTGTGATGGATCACACACAAAACACAATGAAGAGACTGGA 

GACAACGTGGGACCTCTGATCATTAAGAAAAAAGACACTTAAATGGACAGTTCTGATGCTGCAAACCAGC 

TTGTCGTCATGTTACCTGAGTGTTTAACTAGAATGACTACCACTTCTGTCTAATTCACCTCCCTTGAATT 

CTTGATGTGGTGTGTTCCAGACTACAGCGTTCATATTCGTGGCATCTGCCTTACTTGTTGAACCATCGTG 
GTGCACATTTGTTT 

>GBEQ1718 !Acc|BM780323|Ver|BM780323.1 GI : 19128555 1 APL1 1 C08.gl A005 Liver (APL1) Equus 

caballus cDNA> mRNA sequence .: Start : 2 : Stop: 58 6 "~ ~ 

CCAGTGCCAGCAGAGCCAGAGTGTGGCTGGTGAACACATGTGACCCCTGCTCCCAAAAGAGAAAGTGAGC 

TCCAAGGAGTGATTCCCAATCCTCCCCTCTGGGTGCTGATCACCTAGCTCAGGGGATCAGTGAGGCTGGG 

TGGGCTGTGCCGGGGCAGGCTCAGTGTATGAGCCCCTCTCTCCTTGGCTCCTCTCAGAGCCATCCCTGGG 

AAAGAGGAGACACAGGGAGGGTGGGGCTGTTGTTCATCAGCCCCGGATTAATCTCCTGCCTGTTCTCCTC 

CATCAGCGATGCCAGAGAGAATGTTCAGAGATTCACAGACCGTTTCAGTTTTGGAGGCAGCGGCCGTGGA 

GCAGAGGACTCGAGAGCCGACCAGGCTGCCAATGAATGGGGCCGGAGCGGCAGAGACCCCAATCACTTCA 

GACCTCATGGCCTGCCTGACAAGTACTGAGCTTCCTCTTCACTCTGCTCTCAGGAGATGGGCTGTGAGCA 

CCCTGAGGGCAGGGACACCCAGTTATTGAGGTCTATGGCCACAGAAGCCAGTGGGGGGTCACAGAATTAC 

TGTCTAATAAATGCTTAAGAGATTG 

>GBEQ1719 |Acc|BM780316lVer|BM780316.1 GI : 19128548 | APL1_1_D04 . gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 1 ; Stop: 42 6 "~ 

GCACGAGGTCCAAGTGCATCTTTGGGACCTGCTTTTGGATCTCAGGACTCAACAAGGCTCGGAATGGATC 

CCAACTGCTCGTGCCCCACTGGTGGCTCCTGCACCTGTGCCGGCTCCTGCAAGTGCAAAGAGTGCAGATG 

CACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCCGGGGGCTGTGCCAGGTGTGCCCAGGGCTGTGTC 

TGCAAAGGGGCATCGGACAAGTGCAGCTGCTGCGCCTGATGTCAGGGAGAGCCTGCTCCCGATGGGAACA 

GCAACACACACACACACACACACAT ACAGCT AC T AACACATACAACCCTACTGCT TTAAACAT T T CT T GA 

TACAACCCTGACCTTTTACCACAACTTGCCTGTTTCTATGAGATCTGTGAATTCCAATAAACNNGTTGTT 
GACTCT 

>GBEQ1720 |AcclBM780306|Ver|BM780306.1 GI : 19128538 | APL1 1 Dll.gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence. : Start : 7 : Stop: 617 ~~ 

CTGAGAGACCCTTTCAACCCGTTTGAGCTGACTAATCATGCTGTTCTGCTGGTGGGCTATGGTACTGACT 

CAGCCTCCGGGCAGGATTACTGGATTGTTAAAAACAGCTGGGGCACCAGCTGGGGCGAGGACGGTTACTT 

CCGGATCCGCAGAGGAACTGACGAGTGTGCAATCGAAAGCATAGCCATGGCAGCCACGCCAATTCCTAAA 

TTGTAGGGTATACCTCCCAGCATTTCATACTGACCCCTGTCAGTCATGAAAGGGGATCGATGTATTCACA 

GACTGGAGACT TTGACGGCAGC AAT T T GAGAAGAT TACAAATAGATTCCTAT GAT GAAGAT T TT TTTGCC 

TTTAAAATGAAAAGCGCGCTTGATTTTAATGTACCTTCCCATCAACCACCAGCCAACTTTTTTCTAAGTA 

CTCAAGTAATTGAGGTTTTTACGGATGCTGGTGAGCTATGAAGTAATGGATTTTGCTAATTTTGCTAATC 

ATTTGTAATGCAAACAGGTGCTGTATTTTAA2\AAATCTTTGTGAAAGCACAAGACTTATTTTTAAATTGT 

ATACAT CAGAAGGAAATAT GGCAGTGAT TAT TAAAT T TTT T TAAAAT GTGT 

>GBEQ1721 |Acc|BM780301|Ver|BM78030l.l GI : 19128533 | APL1 1 E12.gl A005 Liver (APL1) Ecruus 

caballus cDNA, mRNA sequence. : Start : 47 : Stop : 659 ~" 

ACGGCCAAGCAGGACATGGCGCGACAGCTGCGCGAGTACCAGGAGCTGATGAACGTCAAGCTGGCCCTGG 

ACGTGGAGATCGCCACCTACCGCAAGCTGCTGGAGGGCGAGGAGAGCCGGCTGGAGTCTGGGATGCAGAA 

CTTGAGCATCCATACCAAGACCAGCAGCTACTCAGGTGGGCTGAGCTCGACGACCTTCGGGGGCCTTACA 

AGCCCTGGCCTCAGCTATGGCCTGAGCTCCTTCCAGTCCAGCTTCAGCTCTGGTGGGAGCTCCGGCCCCA 

TCAAGCTCATCGGCCCCCCCTCGGCCATCGTGGTGAAGAAGATTGAGACCCGCGATGGGAAGCTGGTGTC 

CGAGTCGTCTGATATCCTGCCCAAGTGAACCACCCCTGCCATCCCTCCCAGCCTCCCCACTCCCCTGGCT 

GCCCCGGAGGCTCTGGGGCGGGGAGCTGTGCAGGGGAGCGTTGGAACAGGAGGCCCACCAGAGGCTCAGC 

CCCAGTCCTCAGCCCACCCTTGGGGGGAATCTACTGCTCGGGGTACCCCCTTTTCCATGCCCCCACTAAA 
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GGCCAATTCAAGTGTCTTTTCCAAAATAAAGCCTTTGCTGGCTCTGTCAACCC 

>GBEQ1722 | Acc | BM780291 | Ver 1 BM780291 . 1 GI : 19128523 1 APL1_1_F07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 89 : Stop: 642 

CTATTACCTGAAGGAGAAGTCCCGGTCGACCGTGCAGAATCCCTATGTTGCAGCGCTCTATAAGCAAGTG 
GGTTGCTTCCTCTTTGGCTGTGCCATCAGCCAGTGCTTCACAGACATTGCCAAAGTCTCCATAGGGCGCC 
TGCGTCCTCACTTCTTGAGCGTCTGCAACCCTGATTTCAGCCAGATCAACTGCTCCGAGGGCTACATCCA 
AAACTACAAATGCAGAGGTGACGACAGCAAGGTCCAGGAAGCCAGGAAGTCCTTCTTCTCTGGCCATGCC 
TCCTTCTCCATGTACACGATGCTGTATTTGGTGGTTTTCTTCGTGTCCGACCTCTTCAAGACCAAGACGA 
CACTCTCCCTGCCTCCCCCTGCTATCAGGAAGGAAATCCTTTCACCTGTGGACATTATTGACAGGAACAA 
TCACCACAACATGGTGTAGATCCACGTGCCTCCTGAGCTGTTTTTGTAAAATGACTGCTGACAGCAAGTC 
CTTGCTGCTCTCCAATCTCATCAGACAGTAGAATGTAGGGGAAAACTTTTTGCCCGACTGATCT 

>GBEQ1723 | Acc | BM780290 | Ver | BM780290 . 1 GI : 19128522 )APL1_1_F06 .gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence . : Start : 4 : Stop : 602 

AAAAATGGGACAAGATGGACATGACAGAGGAGCAAAAGTTATTGCTACAGGATTTGCTGATCTTGGTTTT 
GATGTGGACATAGGTCCTCTTTTTCAGACTCCCCGTGAAGTGGCCCAGCAGGCTGTGGATGCAGATGTGC 
ATGCCGTGGGTGTGAGCACACTTGCTGCTGGTCATAAAACCCTGGTTCCTGAGCTCATCAAAGAACTCAG 
CTCCCTTGGACGGCCAGATATTCTTGTCATGTGTGGAGGGGTGATACCACCACAGGATTATGAATTTCTG 
TTTGAAGTTGGTGTTTCCAATGTATTTGGTCCTGGGACTCGAATTCCAAAGGCTGCCATTCAAGTGCTTG 
ATGATAT CGAGAAGTGT T TGGAAAAGAAACAGCAAT CTAT ATAACATC T T GT T T T T GAT T T AGCTT T CT T 
TTTCTAAAATATTCTTTCAATGATGATCAAAGAGAATACAGCCATGTCTTCAATTTAATTCAACTCCTGA 
TAATGTGCTTATCTGAAAGCTTTACATTAAAAAGCTTGATTTATAAGAATGTTGTCATGTTATAAGTGTG 
AT GT ACAGT T T CACT T TAAAAAT TAAAAAAATGT TCCT T 

>GBEQ1724 | Acc | BM780289 | Ver 1 BM78028 9 - 1 GI : 19128521 1 APL1_1_F05 . gl_A00 5 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 4 : Stop : 565 

TAT AAAAAGAT AAAATAATTACAGAAT AAT T GAAGACACTATAGT GGAGGGCAAAT GAAATGAGAAGATT 
T TTAGTGAGTT AT C TGCACACAT TACAT TT T CAGT GCT T T TACAAAGAAAAAAGGTGAT CT GT T T CAT TT 
TAACATTTTAATTGGCTGGTTCTTGCCCTTATGTGGCTTTAATGTCTTTGAGTCTTAAATTGACAGTTGT 
AATATGATTGTAAAAGTGCCGTACATTTTATCCTTGTGGGTGTGATGCACTGAGAAGTAAGTTTCCTTGG 
TTGTTTTTTTCTTTCTTTTTTTTGTCTCACACCTATAATTTGTACAATCTCTGGTTAGCAGCCGTAAAAT 
GATTTAAAAATTTAGAATGCTGTGTGTGTGTTTCTTACTTGATAATCTTTATTGATTGTACTGCATTTAA 
TGAGTATTAAATAGTGCATATTCTGTGCACCTAAAGGGTTTAGACTGTGTTTGTATTTTATGACTTGTAT 
GGAT TGGGCTGAT T GACATAAGAT T TT GT TCCANAGTAT TCTAGAACAGAAT AC AATAT GATGCAAAAT T 
GT 

>GBEQ1725 I Acc | BM78028 5 | Ver | BM7 80285 . 1 GI : 19128517 j APL1_1_F0 9 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 7 : Stop : 583 

GTTGAAAAATGAAACCATCTGGTATCTCAAGCATCATTGGCCTTGAGGAAGAAGACCCTCTCTCCAGTGC 
TCAGTCATTGAGGTCATGAAGAGAATTCCTCTAGATGCAAAATCCCCTCCAAACCCAGACCACCTCCCTT 
GACTCGCCTGTTTTGACCATCAGCTGCCTTACTTACATCACGCCGCATTTGAATATTTTATCCTACCATG 
CAGTCTTTTTCCTGTCGCCTTTTTTACACTTTGATGAATTATGTGCCTACTTAACCCAAACTGTGCTGAA 
TCCGTAAAATGTTTATTATGCACTCTTCTGAGATAGAAGGTGCTGTTCTTTTGAGAAATACGGTAGTCTC 
TCCTTGGAACCTGTGGATTTGAAGATGCCTCCTGCCTGCTCACGATGTGGGAATCAGCAAAGTGTTTAAA 
AACTTACAAGA<3AGCAGGACTCCATGGGGCGGTCAGTAGGAGGGCATGTTCAGAGGGGAGATCAGTCCCC 
GCAGAATTACACCCAAAGTATATTTTCAGGATGAATTTCTTATTTCTGCCATCTTTTTGAATAAAATTAT 
TTTTCTGCTTTCTATGG 

>GBEQ1726 | Acc | BM7 80284 | Ver | BM7 80284.1 GI : 19128516 |APL1_1J305 . gl__A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 7 : Stop: 266 

ACTGCTGGGGCCATGTCCCATGGGATGGGGCCTCTCCTGCTCAGCCTGGCCCTGATCCTGCAACTCTGGC 
TCCTTGGCTGAGCCGCTCCCACTGTTGACACATGGACATCTTCCTTGCTTGTACCCAACCTGGTTGACTT 
TAGCTCAGCCCAGCTCACCTCTTGCAGATGAGGGGGCCTCACCATGCCCTGGTCATTCCTGATCCAAGAT 
GGGTCCTATGGGGTTCCTCTGACAGCCTATTCTAATAGACAGATCCACGG 

>GBEQ1727 ! Acc 1 BM780283 | Ver 1 BM780283 . 1 GI : 19128515 | APL1_1__G0 4 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 9 : Stop: 4 45 

TTTGCTCCCAGGATACAATTTTTTGCCATTGAAATTGCTCGAAACCGGGAAGGCTGTAACAAAGCAGTTT 
ATACCAGTGTTAAGGACAAAGAAGAGAAGGGAGCCAATAATGGAGGAGAGAAAGGAGCTGACAGTGGAGG 
AGAAACAGAGAAAGAAGCCAACAAAGAAATCAACAAAAGTGGGGAAACAGCTATGTAAGGTAGACAGGGA 
ACAACATACTAGAAGCCGTGACTCAACTGAGCCTACAAGTACCATGATGCTACTTGCAAAGACCCCTTGT 
GGTTAAATGTATGTCCTTGTGCAATTGAAGGACATCTTTCTAGCCTCATAATCAGGAGTTGCTCTGGTTG 
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TTCTCTTGCATGAACTAGCTTGAAGACTATTAATGGTGTCTTAGTTAATTATTTCCGTGGTATATAGTTT 
CTTGGTTCTCACCCACC 

>GBEQ1728 ) Acc | BM780280 | Ver j BM780280 . 1 GI : 19128512 ! APL1_1_F11 . gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence .: Start : 2 : Stop : 631 ~~ 

AGCTGGTGAAGCAGAAGGTGCAGCCCTACCTGGACGATTTCCAGAAGAAGTGGCAGGAGGAAGTGGAGGT 

CTACCGCCAGAAGGTGGCGCCGCTGAGCGACGAGTTCCGCGAGGGCGCGCGCCAGAAGTGGCAGGAGCTG 

CACGAGAAGCTGACCCCGCTGGCCGAGGAGATGCGCGACCGGCTGCGCACCCACGTGGAATCGCTGCGCG 

TGAACCTGGCGCCCTTCAGCGAGGAGCTGCGCCAGCGCCTGGCCTCCCGGCTGCAGGCGCTCAAGGACGG 

CGGCGGCGCCAGCCTGGCCGAGTACCACTCCAAGGCCAGCGAGCATCTGAAGGCGCTCAGCGAGAAGGCC 

CACCCCGCGCTGGAGGACCTGCGCCAGGGCCTGCTGCCCGTGTTGGAGAGCCTCAAGGCCAGCTTCCTGG 

CTGCCATCGATGAGGCCTCCAAGCAGCTGACTCCCCAGTGAGACGCCCATGGCCACTGAGACTCCTCCCG 

GCCCGGACCCGAGGGCCTCTCTCCTTGGGTTCCCCTTTCCATCGGTTTCTTAGAATAAATGTTTCCAAAG 

TGGGATGCATGTGTTGGGTTGTATGTTTTGTGAAGCTTCAGTTATGATTTTTAAACAATAAAAAGTTCTC 

>GBEQ1729 | Acc | BM780273 1 Ver | BM780273 . 1 GI : 19128 505 j APL1_1_G08 . gl A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 42 6 

GCCACGCCCCCCTCTCCGGTGCAGACGGCCTTTCAGCTCAGGTCACCTCCGGAGGGCCCTAGTGCAGGCT 
GTGCCTTTGCCCACCCCCTGGCCCTGGACCCTGCACTTTCGCCGGGCTGGGAGCTAAAGGACCCTCCGCC 
TGGCCCGGCTGGCTCTGTGGGGCCTGGGGTCCCGGTCCCAGGGGGCCGCCTTGGTGACATTCCCACGGGG 
CCCTGATGCACTCGCCGAGACCCCCGCACCTCCCATGGACCCCAGGGCGGGGGTCCGGCTGGGGTCCCCC 
TCCCACGCCCAAGGGCCTGGGGTCCAGCCCAGCTGCCAAGTGACCTTGTCCCAGCTCCCTCTCCCCAAGC 
CGGCGTGAGTGTGCGTGTGTTCGTGCTGAGCTTCTATTTCATATTGCAAATATAAATAAATAAAGGAAGA 
CAGTTT 

>GBEQ1730 |Acc|BM780272|Ver|BM780272.1 GI : 19128504 | APL1_1 G07.gl A005 Liver (APL1) Equus 

caballus cDNA, mRNA sequence Start : 73 : Stop : 531 " ~ ~~ 

CAACGGCCTGGGGTAGTTCAGTAGCCGCTGCTCACCTGCTCACACCTGGCCACGCGCACGCCCCCTAGAT 

GCAGCTTGCTTTGAACTTTAAAGCTGTTCAATTTGGTTTTGTTTGTGTCGATTTAAAAAATGTTTGAATG 

AGGAAAAAATTGGAGAACCCTGGGAAGGACCTGGTTCCTCTGCTTGTCTGGGAACTGTAAGGCCTCGCTT 

CCAGGAAACGCTCTCTGCTCCACTTTCCTGGAAGCTGCCTAAGCCTGTCCACGCCGCCCGAGGCCCACGC 

CCGGATACTCCACGTGGCTCCGGCTGCGTCTTGGCGCAGTTGCGTTCCCTCGGGACTTGCGTGCGGGGTA 

GGGGGGGTGCTCGGGCCTCGTGCCGAGCCCACCCCTTTCTGTACACCCAGCGCTGCCCGCCCCGCTTGTG 

TCTGAGGTCGTGTACGTCAAAATAAAGCCGCTAGAACCT 

>GBEQ1731 |Acc|BM735616]Ver!BM735616.1 GI : 19056949 j MON01_21 AOl.gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence Start : 5 : Stop : 545 ~ ~~ ~ 

ACAAAGCTTGCGCGCGGCGCCACCATGCGGCAGAAGGCGGTATCGCTCTTTTTGTGCTACCTGATACTCT 

TCGCCTGCGGCGCGGTGGAGGCAGGCAAAAGAAGACGCTCGGAGAGCTCAGAGAACAGCGGCTCCGGATG 

GTGGAGCACGCTGACCTATATGGCTGTCGGAGGAGGGCTCATGGCCGTGGGGCTTCCCGCGCTGGGCTTC 

ACGAGCGCCGGCATCGCCGCCAACTCGATGGCCGCCTCGCTGATGAGCTGGTCGGCCGTAGCGAACGGGG 

GCGGCGTGCCTGGTGGCGGGCTGGTGGCCACGCTGCAGAGCCTCGGGGCTAGCGGTGGCACTGGCCTCAT 

GGCCAAGATTGGTGCCTTTCTGGGCTACACTGTCCACAAGCAGCTCA'GCAACCAGGACGAGGATGAGGAG 

TAGCCAGCAGCTCCCAGGAATCCTCTCCTTCCTCCTTGCCCTCCTTCTTCCGGTTGAAGTCTAGAGCTTT 

CTGTTATACTTGTCAATAGCCCATGTCAAAAAACAGAAATAAACTTCTCTC 

>GBEQ1732 | Acc ) BM735613 | Ver 1 BM735613 . 1 GI : 19056946 | MON01_21 AlO.gl A005 Monocytes (MONOl) 

Equus caballus cDNA,. mRNA sequence .: Start : 12 : Stop: 651 ™ 

TTTGGGTTCCAGGGGTCATTGAACACATAGGAGAACCAAGGCCTATGTGCGGCCTGTCAGAGCCTCATTT 

TAGAGACTATTCCTCAGCAGCCCCTGCTGTCTGGGTGGCACCATGAAGTCATGGCAGTGTTCTAGAGGTG 

GCCAGTCCCTAAAGCCCATGCCTGATCCTTTTCTGCCTTGCAGGTTGCCTGCAGGGCCGCTGGGCATCTA 

CTCTGCTGTTGCTGAGTTCCCTAGTGTCTCTCGCTGGTTCTCTCTACCTGGCCTGGATCCTATTCTTCGT 

GCTCTATGATTTCTGCATCGTTTGCATCACCACCTATGCCATCAATGTGGGCCTGATGATACTCAGCTTC 

CGGGAGGTCCAGGGACCCCAAGGCAAGGTTAAGGGGCACTGAGCCCTCATGCCAAGCCAGGCTGACCTCA 

TCTGCTCTGCTTTGGCATGTGAGCCTTGCCAAGGGCGCCATGTCTGGGTCCTCAGAAGAGTCTGCAACCC 

ACCCCCCACCATACTCGCACACAGGACAATGGACCAAAGGTGCCATGATCTTTCCTCCACTCTAGTGCTT 

CTGGCTGTGTCCCCAAGGGCTGGTTTCCAAAGCTCCTGCTGTTACCCAAGGAGGGAAGGTTCCAAGCAAT 
AAAATTTCTT 

>GBEQ1733 | Acc | BM735612 | Ver i BM735612 . 1 GI : 19056945 | MONOl 21 A09.gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 700 ~ " 

AAGGGGAGAGGGAGCCCCCACAGGTGTCCTGGGAGGGTTAGCTCTGCCTCCACCCCGGCTTCATTCCGCA 
GGACTCGCCTCATGTGGCTTTCCCACATGCTGGCAGTGCTTGTCACACAGCAAGAGGGCTCCTGTACCTG 
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GACTAGGTGACTTTGTCTTCCCAGACTGAGCCCCAGACCCCTTGGAGGAGCCATTGCTGTCAGAGGCTTG 
TGGGGTGGTGGGGGCTCCGGGAGGACCCTCATGGCAGGGTGACCTGGGGGCGCTGCTGAGGGGCGGCTGG 
CAGGAGGTGGCCTGAGCCTGAGTTGGCACAGAGAGGGCAGGTCCACTTTCTGCAGTGTCCACTTCCTCCC 
CTTGAGAGGGTCCTGGGCTGTGCATGGGGGCCATGCATGCTCCACCTGCCAGCACCTGGAACCCACAGGG 
TATGTGTGGCCAGGAGGTATGGCTTGGGATCTGGGTCTGCTCTGTGTCACATCCGCCTCTGCCTCCCTGC 
TCAGCCCACTTCTCTGTCCTGTTTCTCCTTAACACGACAGAGACTCTGAAGCCTTCTCTCTGCTCTGCCA 
AAGCTGGTCAGACGGGGGAGAGGAGGGGTCCTGGTGAGGGGCAGCGTGAGGCCGAGGGGCCAGCTCCCCT 
CACCTGTCACAGGGACAGATCTGATTTATTTATTTTGGTTAAAAAAAACNGGCACGAGGGGGGGGCCCGG 

>GBEQ1734 | Acc | BM7355 99 | Ver | BM735599 . 1 GI : 19056932 | MON01_21_Bll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 5 : Stop : 572 

GAAGCCTGTGCAAAGGCCCTGTGCCCAGAGGGACATGATGTGCTTGAGGAGTTAAGGCCAGGGCGCTCTG 
AGCACAAGGAGAGTGGACAGGAAGGGGAGTTCACCCTGCACTGCCGGGCCATCCTGGAGATGGAGCAGTA 
CATCCGGGAGACGCACCCCGACGCCGTGAAGGTCTGCGACCTCTGCCACGGCCTCCTCATCCAGGGTCAA 
AGCTGCGAGACCTGTGGGATCAAGATGCACTTACCTTGCGTTGCCAAGTATTTCCAGTCGAATTCTGAGC 
CACGCTGCCCCCACTGTAATGACTACTGGCCCCATGAGATACCAGAAGTCTTCGACCCCGAGAAGGAGAG 
GGAAGCTGGCATCTCCAAATCAAACAAGAAGCCCCTGCGGTCCCGGCAGCACTAGCTGGCCCGCGCTGCG 
CAGGGCCGCTGCCTTCGGGGACGACTGCTGCAGCCCTGTGGGGAAGAGTGGCGTCCGTGCTCCGTGGGTC 
ACGTGAGCACCCCTGGATGCTTTGTGGCCACTTACTGACAGGTTTAGAATAAAGCTCGCTAAGGAGTGGC 
TGAGCCTC 

>GBEQ1735 | Acc | BM735594 | Ver | BM735594 . 1 GI : 19056927 | MONOl_21_C03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 565 

ACCTGCAGAAT TAT GAT T GCCATGT TGGATAGAGATTACACAGGAAAGAT GGGAT T TAAT GAAT T CAAAG 
AACT TT GGGCAGCT C T T AATGCCT GGAAGCAAAACT T CATAACT GTT GAT CAAGAT CAGAGT GGC AC AGT 
AGAGCATCATGAATTGAATCAAGCTATTGCTGCTATGGGTTATAGATTGAGTCCTCAAACATTAACTGCT 
ATTGTTAGACGTTATAGCAAGAATGGCAGAATCTTCTTTGATGATTATATTGCTTGCTGTGTGAAGCTTC 
GAGCAT T GACAGAT T TCT TTAGGAGAAGAGACCACT T GCAACAAGGGGT T GT GAAT TTCAT ATATGATGA 
T T TTT T GCAGGGCAC TATGGCAAT T T GAATATT TAGAATT T GAAAGGTGAAGAAAT ACTGT GAAT TTT TC 
TGCTTGGAAGAGACAAACTGGATCACTTTGAATTAACACTTTTGGAGCTTTTCCATATTCCTACTTGTTA 
AATCTTTTCCCTTTCTATGTGTTTTTGCTTTAGCACACAGTTCAAAGCAATAAAAGAGATGTTTTTT 

>GBEQ1736 | Acc I BM735590 I Ver ) BM735590 . 1 GI : 19056923 | MONOl_21_C0 6 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 3 : Stop : 58 6 

GGATGCAAATGAAGAATTTAAGTCCATGTCGGGGACCATCCAGTTGGGCCGGAAGCTCATCACAAAATAT 
AATCGCCGAGAACTGACGGACAAGCTTCTCATTTTCCTTGCGCTGGCCCTGTTTCTTGCGACAGTCCTCT 
ATATTGTTAAAAAGCGGCTCTTTCCATTTTTGTAACATCTGAGAGCTGCCACTTTTGCCCTTTAAGCTCC 
GGTGTCAGGATCCAGCCATGCTCCTGAGCTCTGGCCCAGGCTGCCAAACCCATCCGTGTCCCCCCAGTCA 
ACTCCAGTTGCTCAGCAAGTCGGATGGAAACACAGCTGCCCAGGTTTCTGCAGGAGGCTGGCTTGTAAGG 
GGCAAGCAGAGCAAGGCGAGGCCTGCCATCAGAATGCCTACAGGGACATGGACTCCAAGAGCCGTCGCAT 
ACCAAGGGTGGCTGCCACATGGGGCACCCCGAGGCCAGCCTCCAGCATGTGATGCTCTCTTTCCCACTGT 
GGTTTTGATGCCAGGTCTGGTGGAGGGAAGAGAGAAGGGGGAAGAAAGACGATGAAAACCCACGTCCATT 
CCTTGAATAAACTTGACTGTGTTT 

>GBEQ1737 j Acc | BM735587 | Ver | BM735587 . 1 GI : 19056920 jMON01_21_DO 6. gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 426 

GCTCGAGTTTCCTTTCAAGGGAGGACTGGAAATGTCTGGAGTCAGATAGTCTCTCTCACCAAGTTTGGTA 
GGTAGGAGGCATTACATTAAGATAGTCAAAAGGAAGACAGAGCTAACAGGTAAATGGCCTTAAATGTTTA 
CTGTTGTCACCCTGTTCCTTAAACAAAAGTTACAGACACCTTCCTGAAAAGAATCTGAAAATCTTACTGA 
TATTGAAAAGGAGTTCAAGGTAGATAAGGTCTTAACTCTCTAATGTTCATTGAGTTGTTTCAGCCGCAGG 
GAGACGTACGTGTTGATGTTGAACGTGGGTAGGGAAGCTGCGTGCCCGGGAATTGTTTCTATTCTGATTG 
TCCTTCCCAATCAACTTCATGTAAATCTTTTGTAGAGAATCATATTTTCTTTGAGAGAATTGCTGTGCCT 
ACAGCC 

>GBEQ17 38 1 Acc | BM73558 4 | Ver | BM735584 . 1 GI : 19056917 | MONO 1_21JX)3 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 65 : Stop: 563 

NCAGGGAGAGGCAGAATTTGCCCGCATCATGAGCATTGTGGACCCCAACCGCCTGGGGGTAGTGACATTC 
CAGGCCTTCATCGACTTTATGTCCCGTGAGACGGCCGACACAGATACAGCAGACCAAGTCATGGCTTCCT 
TCAAGATCCTGGCCGGGGACAAGAACTATATCACGATGGACGAGCTGCGCCGGGAGCTGCCGCCCGACCA 
GGCCGAGTACTGCATCGCGCGGATGGCCCCCTACGCCGGCCCCGACGCCGTGCCTGGTGCTCTGGACTAC 
ATGTCCTTCTCCACGGCGCTCTACGGCGAGAGTGACCTCTGACCCGCCCCGGCCGGTCCAGCGCCCTCGC 
CCCCGACGCCTGAGCGCCCGCCCTGCACCTCCGCTGCCCCCTCCCCGCCCGGGTGTGGTTTCCGCTCAGC 
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CTCGGCCAGGGCGAGCTGGGCCCCACGTGGCATCGAGCCTCCCTGCCCGTGAAGTGACAGTTTACAAATT 
ATTTTCTGC 

>GBEQ1739 j Acc | BM735582 | Ver | BM735582 . 1 GI : 1 905 6915 | MONO 1_21__D01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 530 

TGGCTGCATACTTCAAAATAAACTATTTTTCAATATTTAGTTTTGTCACAAGAAATTTATGGCTGTACTA 
CTCTCATTTACTAGCAGTTAAATAGCATAGAACTAAAAACCTATCTGTTTCCGTTTTTTCTTTCTGTGTG 
GT TGTGGT T T T TAGGACAGACAGT GT TAGGAGAGAATT T TCT T GAT CAT GT CAAGATCAACATAAAT T GT 
CCTTTGTCCTGTTTCATTTCTCCTAAGTCTACTGTCTGTCACCTGAGCTGAGATGTTGTGTATTCCAACC 
ATTTGTGTATTTGAAGACATTTCCAATTTGACTCTCACGGGCTCTTTTGATTTATGCACAGATGGTTCCA 
TTGCTTCATGGTGGACCCATCAGAGCAACTAGTCAGCCTGCCCGCCAGTGTCCTGAGTCCCAGCCCCTTG 
TTAAACAATATTTAAAGATTGGAATTTGTGTAAAGTAGCTTCCGAGTTTTATAACGCCTCATTTTACATC 
TTTCGTAATTAAAAGCAGCACAATAAGGTGGCATCTG 

>GBEQ1740 lAcc|BM735576|Ver|BM735576.1 GI : 1905 6909 | MON01_21_Dll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 74 : Stop : 633 

TCTTCGGCCTGGGTCTTACCATCTTCATCATGCACATCTTCAAGCACGCCCAGCCTGCCCTCCTGTACCT 
GGTCCCTGCCTGCATCGGCTTTCCCATCCTGGTGGCACTGGCCAAAGGAGAAGTGACAGAGATGTTCAGT 
TATGAGGAGTCAAGCCCTAAGGATCCAGCGGCAGTGACAGAATCCAAAGAGGGAACAGAGGCCTCAGCAT 
CAAAGGGGCTGGAGAAGAAGGAGAAATGATGCGGCTGCTGCCTGACCCTCTGAGGGCCAGACCAGACAGG 
CAGGGATGGACCAGCACAGGCCTGCACAGGCAGAGGCCCCAGGAGGCCCAGCAGGTCCAGCAGAGGGGCG 
CATGTGGCAGGATCCCTCCAGCAGGGCCTCTGGGGCCTGCCTCCCTNCTCCCCCTTCTCTGGCCTCCCTC 
TGCCCTCCCCATCCGCTGCAGGCAAAGGAAGCCCCCAACTTCGCCCACCCCCAGGTGCCAGGTGGGAAAT 
GTGGGTCTGATTTTTAGATTTTTGTATTGTGGACTGACTTTGCCTCACATTAAAACTCATCCCCTTGCTC 

>GBEQ1741 |Acc|BM735575 |Ver IBM735575.1 GI : 19056908 | MONOl_21_D10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop: 663 

AT GACAGGAATGACAGCTGACAGCAGAT CNCAGGTACAGAGGGCACGCTATGAGGCAGC TAAT TGGAAGT 
ACAAGTATGGCTATGAGATTCCTGTGGACATGCTGTGTAAAAGAATTGCTGATATTTCTCAGGTCTACAC 
ACAAAATGCTGAAATGAGACCTCTTGGTTGTTGTATGATTTTAATTGGTATAGATGAAGAACAAGGCCCT 
CAGGTGTACAAGTGTGATCCTGCAGGTTACTATTGTGGGTTTAAAGCCACTGCAGCAGGAGTTAAACAAA 
CCGAGTCAACCAGCTTCCTTGAAAAAAAAGTGAAGAAGAAATTTGATTGGACATTTGAACAAACAGTGGA 
AACTGCGATTACATGCCTGTCTACTGTTCTATCAATTGATTTCAAACCTTCAGAAATAGAAGTTGGAGTA 
GTTACAGTTGAAAATCCTAAATTCAGGATTCTCACAGAAGCAGAGATTGACGCTCACCTTGTTGCTCTAG 
CAGAGAGAGACTAAACATTGTAGTTAGTTTACCAAATCCATGATGCCACTGGCCTGTGTGTTTGGTAACA 
ACAGACCAACATTTTGGAGGCCCCTGGATTGAAAAAGGAACCTCTCCCACTCCTGCTGCCACTGAAGTCG 
TTAGGACTCTATAAATAAAAACAGTGCTTTGG . 

>GBEQ1742 | Acc | BM735572 | Ver | BM735572 . 1 GI : 19056905 | MONOl_21_E10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 617 

AATTGGTACAGAAATTCATTGGGGAAGGGGCAAGAATGGTGAGGGAGCTGTTTGTCATGGCACGAGAACA 
TGCTCCATCCATCATCTTCATGGACGAAATCGACTCCATTGGCTCCTCACGACTGGAGGGAGGTTCTGGA 
GGGGACAGTGAAGTGCAGCGCACAATGCTGGAGCTGCTCAACCAGCTGGATGGCTTTGAGGCCACCAAGA 
ATATCAAGGTTATTATGGCGACTAATAGGATTGATATCCTGGATTCAGCGCTGCTTCGCCCAGGGCGCAT 
CGACAGAAAAAT T GAAT TCCCACCCCCCAACGAGGAGGCCCGGCTGGACAT T T T GAAGATCCAT TCTCGG 
AAAATGAACCTGACTCGGGGGATCAACCTGAGAAAAATTGCTGAGCTCATGCCAGGAGCATCAGGGGCTG 
AAGTGAAGGGTGTGTGCACCGAAGCTGGCATGTATGCCCTGCGGGAACGGCGAGTCCATGTCACCCAGGA 
GGACT T TGAGATGGCAGTAGCCAAGGT CAT GCAGAAGGATAGTGAGAAAAACATGT CCAT CAAGAAGCT T 
TGGAAGTGAGGTGGCTGTCCTTTGTGTGGATCCCTCAAATAAAGGTCTGCAGG 

>GBEQ1743 j Acc | BM7355 64 | Ver | BM735564 . 1 GI : 190568 97 | MONO 1_21_F05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 4 04 

GCACGAGTCGGCCCCTCCATTTGGCTCCCCGGTTTGCAATATGGAGGAAGGAAGTTGAAGGAGAGGCAAC 
TCCTCTGTCTACCCACCCGTCCCCTTCCAGCCCTCGACACTAAGGAGCAGGGGTTGCCTGGACCGCCCCT 
CCCTCCCCATCGCCCACCCCCAGGTCCCCTGATGCTGATTAGGAACTGGTCACCCCAACACTCGTCTGAA 
GGCAGGACGACTTGGAAAAGGAGGCGGAGGACATTGGCCAGAGGGATGGAGACTGGGGGTGACCCCCTGC 
CTGGCTGTCTCCCATTATACACACTGGACACCATCACCTCTTTGGAACTGCCAGACCCCCGGGGTCCCCA 
GTGAGCAAAGGTCCGTCCCTGTCCCTTTATCTGTCTGTGAATAAATGTGAGTTC 

>GBEQ1744 | Acc 1 BM735552 | Ver | BM735552 . 1 GI : 190568 85 | MONOl_21_G10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 13 : Stop : 641 

GCTGTGCCAGGGGCTGCTGGAGGAGTCGGATGGGGAGGAGGAGCCGGGCGAAGGCCAGGAGGAGGGAGCG 
GGGGCCGGAGGAGCCGAGCCGGGAGGAGCCGAGGCCTCGCCTGTCCCCAGCCGCCCAGCCGCCTCGGAGA 
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AGAAGACGGAGCAGCAGCGGCGGCGGGAGAAGGCTGCACGGACCCTGCGGGTGCAGCAAGCCGCGGTACG 
GGCTGCCCGGCTGCGACACCAGGAGCTCTTCAGGCTGCGTGGGATCAAGGTGCAGGTGGCGCGGCGGCTG 
GCCGAGCTGGCGCGGCGGCGGGAGCAGCGGAGGGCCCGGCGGCTGGCTGAGGCGGACCGGCCCCGCAGGC 
TGGGGCGGCTCAAGTACCAGGCCCCCGACATCGACGTGCAGCTCAGCTCGGAGCTGTCAGGGTCGCTCAG 
GACCATGAAGCCCGAGGGCAACATTCTCCGTGACCGGTTCAAGAGCTTCCAGAAGAGGAACATGATCGAG 
CCTCGGGAGCGAGCCAAGTTCAAGCGCAAGTACAAGGTGAAGCTCGTGGAGAAGCGGGCCTTCCGCGAGA 
TCCAGTTATAACCGCTGTGCCATGCTGGAGCCCGCACCCCTCAATAAAGCCCCCCTGACCCCCACCTCG 

>GBEQ1745 | Acc | BM735551 | Ver | BM735551 . 1 GI : 1905688 4 | MONOl_21_G09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 9 : Stop: 652 

GCTGTATACCCTGCCTTTGAAGCACCGCCACAGTATGTTTTGCCAACCTATGAAATGGCAGTGAAGATGC 
CGGAAAAAGAACCACCGCCTCCTTACATACCTGCCTGAGGAAACTCTGCCTTTGTCAATAAACCCTACAC 
CAGCTTTTTTGTCTTGTTTATTTTACAGAATGCTGCAATACAGGGCTCTTAAACTAGTTTGATATAAAAT 
ACGTTTTCCTTTGTTTAAGCATTTATTATCAAACACTAACAAGCTTTTTGGACATCTATTAAAAGTCAGT 
TTTTTTTGTTAAGTCTATTAAATTTTAGTAGTTTTTGAAGACAATCTAGGTTAAGCAAGAGCGAAGTGCC 
ATTGTTTGCCTTTGACGGGGGTGGGAGGGGGTGTTCTCTACACATTGTCTTTTTAACTTTGCACTTTCTT 
TATGTAATAGTTTGCATTTTGGTTATTTGCTGCCCTGGATACTTTCAGGAAGGATGAGTTAGATGTTCAG 
GGCGAGTGAGTTGGGTATAAGATCTGAAGTTTTCAGCTATGAAAACAGGAAAAATATATAACATTTTAAC 
TTGACTGTGGAAGATGACGGTTGCATGTTTCTAATTTGTATGTTTCCGTCTTTGTGATAAGATGCTTTAA 
TAAATCTCTTAAAC 

>GBEQ1746 | Acc | BM735543 | Ver | BM735543 . 1 GI : 1905687 6 | MONO 1__21JK0 5 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 74 : Stop : 665 

CCGAGTCAGGAGCGCGGCCGGACCTGGGAGCACGCCCCGAGAGCGAGGAGCCAGACGGGAAGCACAGACG 
ATGGCGCTGAAACGGATCAATAAGGAACTTAGTGATTTGGCCCGTGACCCTCCAGCACAATGTTCTGCAG 
GTCCAGTTGGGGATGATAAGTTTTTCTTTTTTCTAGTGTTCCATTGGCAAGCCACAATTATGGGACCTAA 
TGACAGCCCATACCAAGGTGGTGTATTCTTTTTGACAATTCATTTTCCTACAGACTACCCCTTCAAACCA 
CCTAAGGTTGCATTTACAACAAGAATTTATCATCCAAATATTAACAGTAATGGCAGCATTTGTCTCGATA 
TTCTAAGATCACAGTGGTCTCCTGCTTTAACTATTTCTAAAGTTCTTTTATCCATTTGTTCACTGCTATG 
TGATCCAAACCCAGATGACCCCCTAGTGCCAGAGATTGCACGGATCTATAAAACAGACAGAGATAAGTAC 
AACAGAATATCTCGGGAATGGACTCAGAAGTATGCCATGTGATGCTTCCTTAAAGTCAGAATAACCTGCA 
TTATAGCTGGAATAAACTTTAAATTACTGTTC 

>GBEQ1747 | Acc | BM735536 | Ver | BM735536 . 1 GI : 190568 69 | MONOl_21_H07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence -: Start : 104 : Stop: 645 

GTTCCCTGCAATCAAGGCCATGCTGTCCATCGACGTGGCTGAGTGAAGGGCTCAGGCGGCCCCCATACAA 
ACTTGGGTAACACAGAGCAGGCAGGGCTCACCTGTGGAGTGAGCCCCCTGCCCATGCTGTCCAGCCTGGG 
AAACCCACTCCGTCCCCCAAGGCGGCCTGGACGTGGACCTCCAGCCTCCAGCACACAACCCCCCTCACTC 
TCAGGCTGGGCTGGCTTCACCCTGGCCCGTGACTTGATCACTTTTGCACATTCCCTGGCTGTTTCTCCCC 
GAGGCTGCCTGCTCTGTGAGCCCCATGGCACCCCCCCGCCCCAACCCTCACGCCCATCAATGCTGCAGGA 
CAGAGTGGCACCTGACCCAGCGACCCTCCGAATGGATGCTCAGGGAGAAGTCGGTCTGGACTGTTTGCTG 
ATCCCCAGCCTGCAGTTGGGACATTCGTGCTACTCCCTCAGGCCACTGTGGAGGGGAGGGGATGGTTAAC 
CATCTGTCATGGCACTCGCATCCTTATACGCAAAATAAATGTTAAAAAGCGC 

>GBEQ1748 | Acc | BM735534 | Ver | BM735534 . 1 GI : 190568 67 | MONOl_21_H10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 512 

GCACGAGGGGTGGTCGAAGCAGAGGATGAGCCACTGCTTGCCTGAGGTGACCTGGCTCCCCTAGGGGCTC 
TAGTCACAGTGACAACAACCCATTAGAGGGCAGCTCAGGCTCCCTTCCACTTCTTCCCTCCTCAACCCTC 
TGAGGGGCCTTGGTGGGTAAATGCCATAGGTTAGATGTCCCTCAGACAGAGAGAGGGCTCACACAGAGCT 
CCCTCTGCACGTGGCCAGAGACCACAGTCTCCGCCACCACCCTCTCCCCACACCACCACCATTCAGGTGG 
CTGTTTTTAAAAAGTTAAATTCTCAAAGGATCATAGGCCTGGACACTCCATCCTTGCCAAACCCCCACCC 
AAAAGTGACCTTAAGCACAAGAATGCCAATTGGCTGGAGACTTCCAGCCTCCAAGGGGAGCATTTGGGCA 
GAGCCTGAACTCAAAAGAAGAACACAACAAATGCTTTTATCCCATAGCTAGGTTATTGCCCAGAAAGTCA 
AGGTCGAAAATAAAGGAATCAG 

>GBEQ1749 | Acc 1 BM735533 | Ver | BM735533 . 1 GI : 190568 66 1 MON01_21_H08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 3 : Stop : 573 

CCGCAGAGGTACTTGAATTGGCAGGAAATGCATCAAAAGACTTGAAGGTAAAGCGCATTACTCCTCGTCA 
CTTGCAACTTGCTATTCGTGGAGATGAAGAATTGGACTCTCTCATCAAGGCTACAATTGCTGGTGGTGGT 
GTCATTCCACACATCCACAAGTCTCTGATTGGGAAGAAAGGACAGCAGAAGACTGTCTAAAGGATGCCTG 
GATTCCTTGTTATCTCAGGACTCTAAATACTCTAACAGCTGTCCAGTGTTGGTGATTCCAGTGGACTGTA 
TCTCTGTGAAAAACACAATTTTGCCTTTTTGTAATTCTATTTGAGCAAGTTGGAAGTTTAATTAGCTCTC 
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CAACCAACCAAATTTCTGCATTCGAGTCTTAACCATATTTAAGTGTTACTGTGGCTTCAAAGAAGCTATT 
GATTCTGAAGTAGTGGGTTTTGATTGAGTTGACTGTTTTTAAAAAACTGTTTGGATTTTAATTGTGATGC 
AGAAGTTATAGTAACAAACATTTGGTTTTGTACAGACATTATTTCCACTCCAGTGGATAAGCTCAATAAA 
GGTCATATCCC N 

>GBEQ1750 |Acc|BM735527 1 Ver | BM735527 . 1 GI : 190568 60 | M0N01_19_A11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 580 

CCTCGGAATAGCTGAGAAGAGGGTGCACAGTTCACCCCTCGCAAAGGTGGGGGTGCTGCTGGAGTCCCTG 
AGTGGTTTGAGTTAATGAAGCTCACAGCCGTCCTTTGCCCCGGCTCCTCCCACCTCGGCTGGTTCCACCC 
GCCACTGGGACCGGTTGCGGCTTCCCCTCCGCAGAGGCTCTGACTAGCTTTCCCCGCAGTCCTGCTGCAA 
GGCCTACGAGTACATGGGCTTCATCATGGAGAAGGAGCAGTCCTACAAGGACGCAGCCAACAACTACGAG 
CTGGCCTGGAAGTACAGTCATCAAGCCAACCCTGCCATTGGCTTTAAACTCGCTTTCAACTACTTGAAGG 
ATAAGAGATACGTGGAGGCCATCGAAGTCTGCCACAATGTCCTCAGGGAGCACCCCAACTACCCCAAAAT 
CAGAGAAGAAATTTTGGAAAAGGCCCAAGGATCTTTGAGGCCCTAGCTGTCGTCAGTGGGAGCCAGTGTG 
GGTGCAAGCCATCAACCGACAGAAGTTTCATGGAGGGTGTAGGAAGTGGGTCAGTGGAGAAGAGGTTCAG 
AAAAT G AC AT AT T C T T C C C C 

>GBEQ1751 | Acc | BM735525 | Ver 1 BM735525 . 1 GI: 19056858 | MONOl__19_A09 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 26 : Stop : 648 

CTTCGAGAAGCGCTTTCAGATGCCTGAAGAAGCAGCCCACCTTGCAGCTTGGGCGCTTGGCTCACTTCAG 
CCAACACTGAGTATTTATTTGTACACAGACCACAGGGGAAGGCCACTT.TCTTCCCTTGACGTGTGTGTTT 
CCCCCCAGCTCTTCCCACGTATGTATTAGGAAATGCTACTGAAGCTGTCCTTTGGGCTGTGTCATGAAAG 
GCTTGGCGCGCATGTGGCATCACCTGGGGCCGAGGCATTTTCTTCTCAGCAAACCAGCTACTAGCAGAAC 
AGGATAAACCAGTTGTCCTGAGAAGCCACCAGGGTCCCCTGGCATCGCTGCTTTTCATCTGGAGTGGGGC 
GGACACAACTAAGGAAACGCCCTGAGGCCCAGTCAGGACTGTGTGGGGAGGTGCTCCACAGA'CATCCTCT 
GTTACTAACCTTCTGGAAGGCTGCTGGCAGTTTTTCCTTTTTTTCCACCACCCTGCTCTTTTTAATAATT 
GTACATAATCAGTGTATTTGTTTTACCTGCTCATCTTCTAAACTGGTGGGCCCTGTAGTTGATTCATCAT 
TGTTAGGTTTTTGCTTCCGACAAGTGTACCCAACCTGTAATAAACTCTTCGTTATTGACAAAC 

>GBEQ1752 | Acc | BM735518 | Ver | BM735518 . 1 GI : 19056851 1 MONOl_19_B06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start :.l : Stop : 2 66 

GCACGAGCGGCACGAGGTCGTCATCGATGCAGATGGGCTGTGGCTGATCGCTGAGCAGCCGGCGCTGATC 
CAGGGCTATCAGAAGGCTGTCCTCACGCCCAACCACGCGGAGTTCAGGAGACTCTCGGAAGCCGTGCTGA 
GAGACCCCTTGGACAGCAGTGATCCCCACGGAGCTGTGCTGAGGCTCAGCCAGGCCCTGGGGAATGTGAC 
CGTGGTCCGGAAAGGGGAGCGGGATGTGATCTCTGATGGCAGACAGGGCTCGAGGG 

>GBEQ1753 | Acc | BM735512 j Ver | BM735512 . 1 GI : 19056845 | MONOl_19_C03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 29 : Stop : 597 

CTGTGGTGTGTCAGTGGTTCCCTGTTCCCTTGGGCCCAAAGCTTGTCACCCTGCACCACTGCCCTGCCGT 
CTCAGCTGTCTCTGTGCCCACAGACCCCAATATCCTGAGCCTGAGTGGGAAGGTCCTGCCGTCCTGTGAC 
CTTGCTCGACGCTATGGCCTTCGGGACGTGGATGGCCGCCCCGTTGATGACTATTTCTCTTTGAGCTCCG 
TTCTCACCCGTGTCTCCAGCCTGGGCTGGCTGGCCTCCTTCTTGCCCAGCTTTCTCCGTGTGCCCAAGTG 
GATTTTGACCCTCTACACCAGCAAGTTCTAAACCTCCTGGCCTGACGTCACAACTCTGCTCGTCTTCTCA 
TTCAGGCTGGGTGGTTGGGCCTGTCTCAGTGGAACGTGGCGGCTTTCCTGCCTGCCACATGCCCGTGATA 
GGAAGAGAAGGCCCCTCTGTGTCCTGGGGGAGCCTTGAGGCCCTTAAAGGTTCATCTGTGTTTCTTGGTC 
TTCCTTGCTCCTACAGTTTACTTTTTGCCTTAGTATTGAAAAATTCTCTGGGGACTAATAAAAGTCTTAT 
TTCTTCTTC 

>GBEQ1754 | Acc 1 BM735511 1 Ver | BM7 35511 .1 GI:19056844| MONOl_19_C02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop: 636 

TGATAGACGACTTGAAGTCAGAACTGAGTGGCAACTTCGAGCGGNGTGATCTTGGGGATGATGACGCCCA 
CCGTGCTGTACGACGTGCAGGAGCTGCGAAGGGCCATGAAGGGAGCTGGCACGGATGAGGGCTGCCTGAT 
TGAGATCCTGGCCTCTCGGTCACCGGAGGAGATCCGGCGCATAAACCAGACCTACCAGCTTGAATACGGG 
CGGAGCCTTGAAGATGACATTCGCTCTGACACGTCTTTCATGTTCCAGCGCGTGCTCGTGTCTCTGTCCG 
CTGGTGGCAGGGATGAAGGAAATTACCTGGATGATGCTCTCGTGAGACAGGATGCCCAGGATCTGTTTGA 
GGCTGGAGAGAAGAAATGGGGGACAAATGAGGTGAAATTTCTAACCGTTCTCTGTTCCCGGAATCGAAAT 
CATCT GT TGCAT GTGT T T GAT GAATACAAAAGGATATCACAGAAGGATAT TGAACAGAGTAT TAAATC T G 
AAACATCTGGTAGCTTTGAAGATGCTCTGCTAGGTATAGTAAAGTGCATGAGGAACAAACCTGCATATTT 
TGCTGAGAGGCTTTATAAATCTATGAAGGGCTTGGGCACCGATGATGACACTCTTATCAGAGTGAGGTTC 

>GBEQ1755 ) Acc | BM735508 | Ver | BM735508 . 1 GI : 19056841 | MON01_19_Bll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 40 : Stop : 404 

AGCCGGAGCCTTGGGCTTGGCCACCTACGGGGCGCACGGCGCCCAGTTCCCGGATGCCTACGGGAAGGAG 
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CTCTTTGACAGAGTCAACAAACACCACTTTTTACACAGCCTGGCCCTGTTAGGGGTGCCGCACTGCAGAA 
AGCCCCTTTGGGCTGGGTTACTGCTGGCCTCTGGAACCACCTTATTTTGCACCAGCTTTTACTACCAGGC 
TTTGAGTGGAGACCCCAGCATCCAGACTTTGGCCCCTGTGGGAGGGAGCCTGCTACTCTTGGGCTGGCTT 
GCCTTGGCTCTTTGAGCTTCCTTGTATTTAATTTCTGGGTACTTTTTTGAGAGTTGGAGCAGGGAGGCGA 
TTAAAAGAGAAAGGC 

>GBEQ17 56 | Acc | BM735504 | Ver | BM735504 . 1 GI : 1905 6837 | MON01_19_C12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 388 

GCACGAGCCCACCCCATGCAGATGAGCGCCCTGGGGGGCTATTCCTCGGTGAGCAGCTGCAATGGCTACG 
GCAGGATGGGCATTCTCCACCAGGAGAAGCTCCCAAGTGACTTGGATGGCATGTTTATTGAGCGCTTGGA 
CTGTGACCTTCTCTCCATCATTCGGAACGACCTCATGGATGGAGATACATTGGATTTTAATTCTTTCAAT 
GTGTTGCCCAACCAAACCTTCCCGCACAGTGTCAAGACAACGACACACAGCTGGGTGTCAGGCTAAGAGT 
GAGTGAGTGAGCAGGCTACACTTAAAAGTACTTCAGATTGTCTGACAGCAGGAACTGAGAGAAGCAGTCC 
AAAGATGTCCTTCACCCCTCCTTTTCGTTTTCTTGATT 

>GBEQ1757 | Acc j BM735498 | Ver 1BM7354 98.1 GI : 19056831 | MONOl_19_D09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 43 : Stop : 636 

ACCTTCACACAGAGGCCAGCCCACGCCGTGTCCCCACAGACCACAGAGCCCACAGCCGAGACCAGCACAT 
ATGCAGCCCTTGCCAGACGCTGACCACAGGCCCACCTAGCCTCTGCACCTAAAGACACAGGACGTCACTC 
TTGTAAAAGCCTGACGTGGCCATTTGGAGAGCTTCCCTATGGAATCATCTCTTTCTGGAAAGTCATCCAG 
TCTCTTCACCCGGAGGCAAGAGCTGGAGTTGGGGGATTCCTAACCAACATGTGGGAGAGTAGTTAACCGT 
GTGGTACCTCCTTCAATCAACTAGCTCATTGGAGAGCACACACAACACTTGCTTTTGGAGACCCAGCTAC 
AGTCCCTTGGCTGTTTCCAGAGACCCAGCTACAGTCCTACAGTCACCCAGCTGCTTCCAGACATGCCATG 
AATTTCCAACTGCCCCCAGAGACTCTGTTTTAATTGTCTGCCCAGCTGACTTTGAAGACTTCATAGAGTT 
CAGTTACTGACCTTGAACCTGGGCTCTACTTAGGCAGCTGATAGC.TAAGACCCCGTTTTCTGGATCATGC 
TTCATTTTGTTCATCAATAAATTTTTCACAGGCC 

>GBEQ1758 | Acc | BM735497 | Ver 1 BM735497 .1 GI : 1905 6830 } MON01_19_D08 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 645 

GGCCCGGACTCCCCGTCCCGTGTCCCCAGCTCCAGACTCCCCCGGACCCTGCCCCTGCCACGGCCCCAGC 
CTTGACCTGTTTGACTTGAGGGAAAGGGAGGAAGGGCGCGCGGGACGCGGGCGACAGGAGGGCGCGTGGG 
CAGGCAGGGGACCTTGGCCAAGGCGAGAACGGCGCGCGCCAGCGCCGCCTCCTAGACTCGAGGAGAGCCA 
GAGAGAGACGAGGGGGTGGGAAATCCCGGAGCAACTTTTCTCCAGGCTGGAGGGCGGCAAGGCATATTCC 
CGAGGAGTCGCCAAGGCCGTCTGGAGACTCCTGGCTTCCTGAACTTTGCGCGTTAAGCCAGGGCCCCCGC 
CTCGCGGCCAGGAGCGCAATCCAGCCCAGGAAGAGAGCAGCGAGGAGAGGAGAGGAGAGGGACCCTGGCG 
TCCCGTCAGGCGCGAGGCGAGGCTGAGCGAAGGAAGGAAGGAGAGACAGACGGATCTGTCTATCCAGGGT 
ACGGAGAACACTGGCTCTCAGCCTGGAGACGCGGGCCTCAGGACGTTCTCCGCGCGAATCTCATCAGTTT 
TATTGCCTGCTCGATTATATAGAAAAAATACGAAAATCTGCATTAAAAATATTAATCCTGCATGCTGGAC 
ATGTATGGT 

>GBEQ1 75 9 | Acc 1 BM7 3 5 4 9 4 | Ver 1 BM7 35494.1 GI:19056827| M0N01JL 9J30 5 . gl_A0 0 5 Monocy t e s (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 620 

GCACGAGACCTCATCTCACGGG.TGGGAAATGAGAAGACCCTAAAATGTGAGCAAAATCTGAGCCATAATG 
CCATGTACTGGTATGTCCAGGACTCCAAGAAATTGCTGAAGATCATGTTTTCCTACAATAATAAGCAACC 
CATTGTCAATGAAACAGCTTCAAATCGTTTCTCACCTCACGCTCCTGACAACGCTCATTTAAACCTTCAC 
ATCAACTCCCTGGAGCCAAGCGACTCTGCTGTGTATTTCTGTGCCATCCCCGGGACACCCGATATAATTC 
GCCGCTCTACTTTGGGCCCGGCACCAGGCTCACTGTCACAGAGAACCTGAACCAGGTGACCCTACCCAAG 
GTGGCTGTGTTTGAACCTTCGGAAGCAGAGATCTCCCGCACCGAGAAGGCCACGCTCGTGTGCCTGGCCA 
CAGGCTTCTACCCCGACCACGTGGAGCTGAGCTGGTGGGTGAATGGGAAGGAAGTCCAGACTGGGGTCAG 
CACGGACCCTCAGCCCTACAGGGAGCAGTCAGATGATGAAAACCCCAGCTACTGTCTGAGCAGCCGGCTG 
AGGGTCTCTGCTGCCTTCTGGCACAACCCCCGCAACCACTTCCGCTGCCAAGTCCAGTCT 

>GBEQ1760 !AcclBM7354 91|Ver (BM735491.1 GI: 19056824 | MONO 1_1 9_E 0 5 . g 1_A0 0 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 41 : Stop : 663 

CCTGGCCGATGAGCTGGTCACGTCCCAGGGCTATGAGAAATTGCTCAGGGCAGTTTTTGAGGAGGCTGGC 
TATTTAAGGACCCTAGAAGG7VAGCGAGTCTGCACAGCAGGAAGGAGGGGCTAAGGGCCTGGTGTTTGAGA 
CCTTGGACAACTGCAGTAAGGCACATAAAGAACTGTCAAAGGAGAT TAAGAGACTGAAAAGCGT GCT CAC 
CCAGCATGGTATCCCCCATGGGAAGCCTGCAGAAACTTCCAGCTCCGAGCACTTGGGCCCCAAGACACCC 
ACAGACAGGACAGCAGAGCAGCTACGAGGTGACCCGGGACTGCGTGGGAATACCTTGTGACCTGGGACGG 
GGTTGGAGGACAGAACCAGACTGTGGCATCCTGTGTGGGAGGGGCAACCAGGCTGGGACCACGGTGCAGA 
GCAGAAAGGTCCTGGGCAGGTACACTGCAGCCAGAGGACGCCTTCCTCCGTGACTCTCAGGCCAGGCGGC 
T CACAGGT T GTGCTCAAAGATGTAGACAAAGT AAAGAGT CAAAGT TTT AAT TAATTCCCATACTGATAAA 
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AAT AAT T C CAT GAAT TC T GTAAACCATCGCATAAAT GC T AT AGT GT AAAAAAAAAAAAAAAAA 

>GBEQ1761 |Acc |BM735479| Ver |BM735479.1 GI : 19056812 | MONOl_19_E08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 604 

TGTGGGCTGCTGTGGGGCCTGCAAGGAGAACTACTGTCTTATGATCACGTTTGCCGTCTTCCTGTCTCTT 
ATCACGCTGGTGGAGGTGGCCGCAGCCATAGCTGGCTATGTCTTTAGAGACAGGGTAATGTCAGAATTTA 
GTAAGGACT T CAAGCAGCAGAT GCAAAAT TATCCAAAAGACAACCACACT GC T TT GAT CCT GGACAGG AT 
GCAGGAAAAATTCCACTGCTGCGGCGCAACTAACTATACTGACTGGGAGACCATCCCTCTCCCGGTCAAG 
GGCCAAGTCCCTGACTCCTGCTGCGTCAATGTCACTCAGGGCTGCGGGACTAAGTTCACCGAGAAGGACA 
TCTATACCAAGGGCTGTGTGGAGAAGATTGGGGGCTGGCTGAGGAAAAATGTGCTGGTGGTGGCTGCAGC 
AGCCCTGGGCATTGCCTTTGTGGAGGTCCTGGGAATTGTCTTTGCCTGCTGCCTTGTGAAGAGTATCCGA 
AGTGGCTATGAGGTGATGTAGGGGGTCTGGTCTCTTCAGCCCCCTCATCTAGGAGAATGGGGCAGTGTAC 
TCCAGGTTTTTCAATTAAACGGATTATTTTTCCAG 

>GBEQ17 62 | Acc | BM735473 | Ver | BM735473 . 1 GI : 19056806 | MONOl_19JF07 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 62 

GCACGAGCCGAAGTGTGAAGAGCGCATGCGTGCGCCCCCTCCTTCCTTTCGCCTCGTTGCATCCGAGAAA 
GCAAGATGGGTCACCAGCAGCTCTACTGGAGCCATCCGAGGAAATTCGGCCAGGGTTCTCGGTCTTGCCG 
CGTCTGCTCGAACCGGCACGGCCTGATCCGGAAGTACGGCCTCAACATGTGCCGCCAGTGCTTCCGCCAG 
TACGCCAAGGACATCGGCTTCGTGAAGTTGGACTGAGTGACCTTCCACGAATGCGTTATCCGAGACATCT 
CCCGACGACAGAAATGATGCTAGTTATTTGTACATAAAATAAAAAAATACTTCAATTATGGGTGTTTTAA 
CGTCAATGGAATAGTCAATTGATTATGGAAATCCTTTTAAAATTTACTATTTCTCAGTGGATTTATCTTC 
AAATATGTGGCTTATGTTTTCTCAGGTAAAAGTATTCATGCT 

>GBEQ1763 | Acc | BM73547 1 1 Ver | BM7354 71 . 1 GI : 1905 6804 |MONOl_19_F05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 28 : Stop : 64 5 

CAACCATATATGATGTGCTGTCAACAAAACCTGTCCTCAACAAGCTGACGGTATACACGACCTTGATGGA 
TGTCACCAAAGGTCGATTTGAAAGTTACCTGCGGGACTGCCCAGACCCTTGCATAGGTTGGTGAGCACAC 
CTGGCCTACAGAAGGCGCTGTGACCTGGAGATGGGACTCGCACGCGGCCGAGTAGTGCTGCCTGGTGACT 
TCCTTCCGAACCCTGAGACTCGGGGCGGGTTCTCTTTGGCAGCTGTTTTGTCCTTCTGGGTAGGTTTGCA 
GTTCACAGGCTGTTTTTGGCGTGACGGTTGGTTGATCTTATTTACAGAAGACTTCTTTAAGTGAAGTACA 
CCAATCGTCTGAAATTTGCCGAGTTTCATTTCTCTTTGACATTTCGGGATGGGGACGGGTGATTCAACTA 
TTGTGGGACCCACCTCCGCGGGCAAAGCAGGATTCTCTGTGGGCATTGAATCTGGTACGTCTGTGTGAGT 
AATAGTTAAAATAGTCCACAGTGTTCAGTTTTTCACTTTTTTCTACATATTTGTATGTTTTTTCTGTATA 
GCAGTCTTTTGCTCTTAGTTCTAACTGCTTAATAGTAGTTTTAATAAACTGATACACC 

>GBEQ1764 |Acc| BM7 35469|Ver|BM735469.1 GI:190568021 MONO 1_1 9_F1 1 . g 1__A0 0 5 Mono cy t e s ( MONO 1 ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 355 

GCACGAGAGACACAAGACACTGCTCCTCTGCCACCATGGGGAACTGGGTTGTGAATGAGGGACTCTCCAT 
CTTTGTCATTCTGGTGTGGCTGGGCATGAATGCCTTCCTCTTTGTATGGTACTACCGGGTTTATGACAAT 
AGAGAGCAGTTCTTTTACACTCGAAAACTTCTTGGGGCAGCGCTTCCGTTGGCCAGGGCCCCTGCAGCCT 
GTCTGAATTTCAACTGCATGCTGATCCTGCTGCCGGTCTGTCGAAATCTGCTCTCCTTTCTCAGGGGTTC 
CAGCGCGTGCTGCTCAACAAGAATTCGAAGACAATTAGACAGGAACCTGACCTTCCATAAAATGGTGGCA 
TGGAT 

>GBEQ1765 | Acc | BM7354 65 | Ver | BM7354 65 . 1 GI : 19056798 | MONOl_19_G02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 433 

TTCGGAACCAGAGCCCTGCACCGCCTGCGTCTGTTCCAGCAGCTGCTCTGGGTCATGGGCCTACTGGTCC 
TCTTCCTACTGCTGGGCCTGGGGGCCTGCTACACCTGGAGAAGGAGGCATTTTCACAAGCTGAGCAGGGG 
TGAGAATTCGGTGGCAATGTCTTCTCAGACGGCAACCGTGCAGGAGGAGAAAGTTGCCGGAATCTGTGAT 
GACTCAGGCCCTGTGAACAGCGCAGTGTCAGGGCCTGCCTGCCTTTTAGAAAACAGCTGTGCGACATCTG 
ACTTTCTGTGACCTGACTCCAAACCTCTTGTGCCCAAGAAAAATGGGTGGTGAGAGGTGGAGGGGAACCC 
CAGTCTACCCAGGAGGTTGCTGACCCTTGGGGACTCTGAAGAGAAATGAATTGATCATGTTGTCCAAAAA 
AAAAAGGGGGGGC 

>GBEQ1766 1 Acc | BM7354 60 | Ver | BM7354 60 . 1 GI : 19056793 | MON01_19_G12 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 96: Stop : 237 

GTCGCCCGTGTTTGCGCTTGACCGTGTTGCACTGTTTGCATGCGCCCGCGGCAGACGTTTGTCAGGGGCT 
TGGAGTTCATGTGCCGCTGCCGCCCGCCCCCCTCCCTTGTGAGATGGAATCGTAATAAACCCCTCCCTGG 
GG 

>GBEQ1767 | Acc | BM735459 | Ver | BM7354 59 . 1 GI : 19056792 | MONO 1_19_G10 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 654 

TCCAGACACATTTTAAGCACTTCAGGCTGTCATTTTTAATGTTCTTAAAGCAATGAATGTTTGTGTGCAA 
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AACACAGTATTTTTAAGAAGGATAGGCTATAGTTTTTGCTTTTACTCTGAACTAGGTGGGCACATTTCAA 
AAACTTGGATGAGAAAAAGCTTGGGAATTCTAGTGAATATTCAGCAAGACCCTCTTTCAATGTCCAGGGT 
TCCAATTCCCTCGTTTTTCTTGTCCCCCACCCCCATCCTGCAAGTTATTTCCTGCAAGGAAAACAGGAAA 
CTCATGTTCATCAAAGGTCTAGGCTGATTTTTTTTTTTGGCAACTTATATTTATTATCTATTGGAGTCAA 
TCTTAAAT CAGAAGCT T CT T CAGAAAAAAAT T T AAT CT TTAGGCCAGAAT AT AAGAGT T GGGT GCAT TT T 
TTTTTTATGATTAAGGCCTGGTTTCAAGAAATATTACCTGCTCGGCTGGGCTAAATAATGTTGTTGTCAC 
CAG T TAAAGATAAATAAT T TGGGGGAAGGTGT TAAGAGAGT GGGAGT AAAGAAGAGAACAATTAGGAGGT 
GGGGATGGTAACACTAGTAAAAATCCATAATATTTTAATTTACAGCCAAAACTCTTGATGTATAAGCTTG 
TATGTATCGATTCAGATGC 

>GBEQ1768 | Acc | BM735454 | Ver | BM735454 . 1 GI : 1905 67 87 } MONOl_19_H09 . gl_A005 Monocytes. (MONOl) 
Eguus caballus cDNA/ mRNA sequence .: Start : 17 : Stop : 478 

CCTGGTGGCACTGGCCAAAGGAGAAGTGACAGAGATGTTCAGTTATGAGGAGTCAAGCCCTAAGGATCCA 
GCGGCAGTGACAGAATCCAAAGAGGGAACAGAGGCCTCAGCATCAAAGGGGCTGGAGAAGAAGGAGAAAT 
GATGCGGCTGCTGCCTGACCCTCTGAGGGCCAGACCAGACAGGCAGGGATGGACCAGCACAGGCCTGCAC 
AGGCAGAGGCCCCAGGAGGCCCAGCAGCTCCAGCAGAGGGGCGCATGTGGCAGGATCCCTCCAGCAGGGC 
CTCTGGGGCCTGCCTCCCT.CTCCCCCTTCTCTGGCCTCCCTCTGCCCTCCCCATCCCCTGCAGGCAAAGG 
AAGCCCCCAACTTCGCCCACCCCCAGGTGCCAGGTGGGAAATGTGGGTCTGATTTTTAGATTTTTGTATT 
GTGGACTGACTTTGCCTCACATTAAAACTCATCCCCTTGCTC 

>GBEQ1769 | Acc | BM735452 1 Ver i BM735452 . 1 ■ GI : 19056785 | MONOl_19_H07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 337 

NTGAGAGAAGGGGGACAGGGGCGCCCTCCGCCAGCCTCCCGAGGCCTCAGTGCAGTGCCTTCCCGGCCGT 
GCCTGCCTGGGCAGACCCCCAAGAAGCTGCCGGCCCTGCGGGGTGCCCCCGGGCCCTGCCTTGGGGGCTG 
CCGCGTGCGCAGGTCCCACTCAGGATGACTCGGGTCCAGTGGCCCAGGCGGGGCCTGCGAGTGGGGACCG 
„ CCCTCTCTGTGCCTCTCTCTCCTGCTGCCCTCCAGGCCTGGGGGGGCACCAGGCCCGAACCCCGGAAGTC 
TGCAAAATTGGGTGCCCCAAGAGCTGGAAACTCAGGAAACCCCAGGTGCTCAGGGCC 

>GBEQ1770 |Acc|BM735448|Ver|BM735448.1 GI ; 19056781 | MONOl__19_Hll . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 43 : Stop : 653 

GCGACGTGGTCAAGACCTGGCGCTTCAGCAACATGCGCCAGTGGAATGTCAACTGGGACATCCGGCAGGT 
GGCCATCGAGTTTGACGAGCATATCAACGTGGCTTTCAGCTGCATGTCCGCCAGCTGCCGCATCGTGCAC 
GAGTATATCGGGGGCTACATTTTCCTGTCAACGCGGGAGCGGGCCCGCGGGGAGGAGCTGGACGAGGATC 
TCTTCCTGCAGCTCACAGGGGGCCATGAGGCCTTCTGAGGCCTGTCTACTGCCCCCGCGCCACTCACCAC 
CTGCCATGGCCACTCCTAAGCCCACACCCATTTGGACTCACTGCCCACACCCTCTCCACTCATGCACTGA 
GCTGGGCACGTTCACACGCTGTCACTGGCTTTGTGCAGACCAGGCACCTGGCTGGGCCAGACTCTGCCAT 
CCCCAGGCTAGGGAGGGGGGGCCCTGAGCTCGTACAGCGCCCACCCTTCCCTTGTCCGAGTGGCCGAGAC 
CAACACCCCTGACCTAGCTGTAGTCCTGAGCTGTAGCTATAGGATGGTGACTCATGGTTTCAAACGGGAG 
TTTCTTTCTTGTTATCTTTTCTTTTTTTAATAAATATTTTATTGTTGGGTC 

>GBEQ1771 |Acc|BM735447 | Ver j BM735447 . 1 GI : 1905678 0 | MONOl_20_E04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 452 

GCACGAGATCTTGGCGGCTGCTCTTGGTTGGGGGCCGTCCCGCACCTAAGGCAGGAAGATGGTGGCCGCA 
AAGAAGACGAAAAAATCGTTGGAGTCGATCAACTCTAGGCTCCAACTGGTTATGAAAAGTGGAAAGTACG 
T GC T GG GGT AC AAG C AGAC T C T G AAAAT GAT C AG ACAAGGCAAAG C GAAAC T G GT CAT C C T CG C C AAC AA 
CTGCCCAGCTTTGAGGAAATCTGAAATAGAGTACTACGCCATGTTGGCCAAAACTGGTGTCCATCACTAC 
AGTGGCAATAATATTGAATTGGGCACAGCATGTGGAAAATACTACAGAGTGTGCACACTGGCTATTATTG 
ATCCAGGTGATTCTGATATCATTAGAAGCATGCCAGAACAGACTGGTGAAAAGTAAATCATGCAAAATTT 
TTCTTTAATAAAACTGGCCAAGAGCTTCTTTT 

>GBEQ1772 | Acc | BM735441 I Ver | BM735441 . 1 GI : 1905677 4 ! MONOl_20_E05 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 121 : Stop: 525 

TGCCTCTGGCGGCATGGACATGATGGTGTACGTCTGGACCCTCAGTGACCCCGAGACCAGGGTCAAGATC 
CAAGATGCACACCGCTTACACCACGTCAGCAGCCTGGCCTGGCTGGACGAGCACACGTTGGTCACGACCT 
CCCACGACGCCTCTGTCAAGGAGTGGACAATCGCCTACTGAGGCCCCGCCTGTGGACGGGCCGCATCAGG 
GACGAGATTCAGCTGCAGCAGAACGCGGCGTTTCTCTAAATCCTCTCTAGCGCGCCCTGCCCCCGCCCGC 
TGGGGAGGGAGGGGCCCTTAACCCGTGAATCCCCTCGTCTCTCTACAGGGTGTTCAGATCTGTACACGTC 
CTTCTGAAAGCTTTAGACAGTGACAGTTTGCCCATGAAAAATAAAGCGAGCACTT 

>GBEQ1773 1 Acc ) BM73544 0 j Ver | BM735440 . 1 GI : 19056773 1 MONOl_20_F07 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 2 : Stop: 255 

TTTTTACAACCCCCCCCCCCCCACACTTGCACAGTGTTCAAAGATCTCAGCAGAGTTCTTCATGCTCACC 
TTTGAAGCCTGCATCATTCATATAATTTTTTTTTCTTCTTCAGTTCATGAGCTGGTGTTCATTTTCTGTG 
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TGTGTGTTTTATTTTGTTTGGATTTTTTTTTAATTTTACTTTTTGGAGCTTGCTGTGTTACCCTTTTTTT 
CCCCAACCTCCACCCTCACTCCTTCTCCACCCATCTCCTCTGAG 

>GBEQ1774 | Acc | BM735438 | Ver ] BM735438 . 1 GI : 19056771 1 MON01__2 0_F0 6 . gl_A0 0 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 65 

GCACGAGATATTAAGTTGCCACTTACCAGATGGCTGGTTTGGATTTAACCATATATTCATGGGACCAAAC 
TAGCAGCAGCTTTCTTTGAAGCATTCTCAGAATCAGACACCTTTAATATTTTCATGGAAACTTAATTTTT 
GGCCTTTCATCAATATGTCAAGGTGGCTTTTTTTTCCTCATATAGAGCACTGAATAGTCAAAGACGTTAA 
ATTGAGCTGTTAATGGATTTTATGTAAGTTATACAGTCTTAATTTGGTACTTGTAAATAGCACTCAGTAG 
GCCTTCTACCCATAATACTCCGAGTTAAGGCAGCAGGATTTAGAAAGAACTTTTTTTTTACAATCGATTT 
TCCATGTAAAATTGCTGTAAATGATAATGTGTACAGATTTCTGTTCGAATATTCAATTGTAAACTTCTTG 
TTAAGACTGTTATGTTTCTGTTGCTTTTGTATGGAATGACATTGC 

>GBEQ1775 | Acc 1 BM735432 | Ver | BM735432 . 1 GI : 190567 65 | MONOl_20_G02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 536 

TTTTGTTGTCTTTGCTAAAATTGTGGCTTCTGGTAGGTTCAGCCAAGGTTATATAAGGCCTGATGTCAGT 
TTCTGTGTTGCCAAGCTCCAAGCACGGTCTCCTAAGTGGCTGAAGAAGCTGTGATGGCCCAGCACACCCT 
GACCTGAGGCCCGTGGCCCCTCGGAGACCTGGAGCCAAGGCCCACCTCTCAGACCCCTTGCACAGTCCTC 
CTCTCACACCTCTGCTAGGCCCGGAGGCCCCGGCCCAGGGCTCCTGGGAGCTCCCGTGCTTGCTTATTTC 
ATTTGACAACGTTCCAGGGGCTCTGTGGGCCGCTCAGAGGCGGGCGCCATCTGTGACAAAGAGACGTGCA 
CTGCCAAATGAAGGGAACCTGTGCCCTGTGTTCGACACTGGGACTTTCTGCCCGGAGTGTATGACTGGGT 
ACGATTCGGGGGGTGGGGAAGCGGTCTGTGACCATGCTCGTCTCTGCTGGTCCAGGGGATGGCACCGAGC 
CTGTGGCTGGCCCGTTCGTGTAACTGTAATAAACAGTACTTGTC 

>GBEQ1776 j Acc 1 BM735430 | Ver | BM735430 . 1 GI : 1905 67 63 | MON01_20_F12 . gl_A005 Monocytes {MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 12 : Stop : 615 

TCCTCTTCTCCTACAAATGCCAAGTGGACGAGACAGAGGAGCCGGACATGCACCTGCCCCAGCCCTATGC 
TGTGGCCCGGCGGGAGGGCCTGGAGGCAGCAGGGGCTGCCAGCACACAGTTCGATTCGGCCAGTGGGGTG 
GCCTACCTGGACGACATTGCCTCCATGCCCTGCCACACCGGCAGCATCAACAGTACGGACAGCGAGCGTT 
GGAGGGCCATCAGTGCCTGAGTGCGGCCACCCTGGCTGGAAGGCCTGCCGGCCCTGTGGAGGGCAGACAG 
AGAGAAGGCCAGGGAACACAGAGTGCCCAGGGGAGGAGAATGAGTGACAGGACTTGTGTGGGCAGCAGGC 
CTGTCCTGCTCTCCAGGCCCCCAGCTGCCCTCTGCCACCTCTGCCCCGGCTGGTTTGGGCTCGATTGCTC 
AGGGCCATGCCTGGCTGGCCGAGGCCACTTCCTTTCTTGAAAACCTGGCCACCCAGGACAGGTCTGGCCC 
TCCTCAGCCTTCTGCCCCCTCCCCTTGGTGCAATGGCCTCTGCAAAGCCCTCTCTGGCGGGTGGGCTGAN 
AGTGTGTATATTTTCGTGATCTATTTTTTAATAAAAAGGAAAAG 

>GBEQ1777 | Acc | BM735424 j Ver | BM735424 . 1 GI : 19056757 j MONO 1_20_G10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 660 

GTAGACCCCAGTCTTTGCACACAGCCNCAGGCTCCACACAGAAATGTGAACATGGCCTCAGCCAGGGTGG 
CCCTTCTTAGGATCTGAGGGCTGCACTGGGTTGGGGGGAGTCCCTCCTCTCGCCCACTTCCTCAGATGAC 
TCTGGAAGCTTCCCCCCACCACCACTGGGCAGTGAGACAAAGCTCCCTCCGAGAGCAGTCATGGGCAGCC 
AGGCCTCCTGTCTGGTCCCTGCTCCTGCCACAGGCCACCCTCCGTCGACCATCTCAGTGCCCTGGGGCAG 
CGAACAGGTGCTCTTGGAGCTCTGTGCTTCCTGATCCGATGGTGCCAAACCCTTCATCTCCCCTCAGAAG 
CACAGCACGACCCCAGGGATCCCTCGGTCACTGCCCCCGCCATGAGCCTTCTTTATTTTTGGGGTCCCCC 
CACCCACGCTCTGACTCTTGCCCCACATAGGACTAGCTTGGCTGAGAGCTAAGGGGGTGGGAGAGTGGTT 
GCAAGACATGGGGGAGGGGAGGCCGCCCTGACAGTCTTCAAGGCTTCTGGGGTCCAGGCCTGGGGCCAAG 
AAGGAAAGTATTTGTGTGTGAGAGAGAGAGAGAGTGTGTGTGCGAGCGTGCGCGTCTTCCCCGGACCACC 
ATACCCTGTGTATGTATGCATGTTTTTG 

>GBEQ1778 i Acc [ BM7354 19 | Ver | BM735419 . 1 GI : 19056752 [ MONOl_20__G05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 65 : Stop : 602 

CTAGGCTCTGAGCGGCTGATCCCCCAAAGAGTCATGGACCAGCACAAGCTGACCCGGGACCAGTGGGAGG 
ACCGAATCCAGGTGTGGCACGCGGAGCACCGCGGGATGCTCAAAGATAATGCTATGCTGGAGTATCTGAA 
GAT TGCCCAGGACCT GGAAATGTATGGAAT CAAC TAT TT TGAGAT AAAAAATAAGAAAGGAACAGACCT T 
TGGCTTGGAGTCGATGCCCTTGGACTGAATATTTATGAGAAAGATGATAAGTTGACCCCAAAGATTGGCT 
TCCCGTGGAGTGAAATCAGGAACATCTCTTTCAATGACAAAAAATTTGTCATTAAGCCCATCGACAAGAA 
GGCGCCTGACTTCGTGTTCTACGCGCCCCGCCTGCGCATCAACAAGCGGATCCTGCAGCTGTGCATGGGC 
AACCACGAGCTGTACATGCGCCGCAGGAAGCCCGACACCATCGAGGTGCAGCAGATGAAGGCGCAGGCCC 
GGGAGGAGAAGCACCAGAAGCAGCTGGAGCGGCAGCAACTGGAAACTG 

>GBEQ1779 | Acc | BM735418 | Ver | BM735418 . 1 GI : 19056751 1 MONOl_20_H07 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop: 624 

AGTACTCAACACCAACATCGATGGGCGGCGGAAGATAGCCTTCGCCATCACTGCCATTAAGGGTGTGGGG 
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CGAAGATATGCTCACGTGGTGTTGAGGAAAGCAGACATCGACCTCACCAAGAGGGCAGGAGAGCTCACTG 
AGGATGAGGTGAGCACAGGGAACGGGGCTTGGGTTGGGCCTGCCTCAGAAGGGGGGCATGTGGATCTGAT 
CCTTGTCCTGCCTGCCAGGTGGAACGTGTGATCACCATTATGCAGAATCCACGCCAGTACAAGATCCCAG 
ACTGGTTCTTGAACAGACAGAAGGACGTGAAGGATGGAAAATACAGCCAGGTATGGATTGAGATGGGAGA 
GATTAGAAAAATGGAAGGTGGAGTGTCCACCTGGAATTGGTCATAGGCGGTCGGGGTTAAAACCGACATC 
CCGGGGCTGGCCCCGTGGCCGAGTGGTTAAGTTCGCCCGCTCCACTGCAGGCGGCCCAGTGTTTCGTTGG 
TTCGAATCCTGGGCGCGGACATGGCACTGCTCATCAAGCCACGCTGAGGCAGCGTCCCACGTGCCACAAC 
T AGAAGGACCCACAACGAAGAATATACAGC TAT GTACCAGGGGGCT TT GGGGAGAAAAANAG 

>GBEQ1780 |Acc|BM735416|Ver|BM735416.1 GI : 190567 4 9 | MONOl_20_G12 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 :.Stop: 411 

GCACGAGCTCCCGCCAAGCCGCCCGTCCCGGACCGCCGCCGTCATGCCCAAGTGCCCCAAGTGCTCCAAG 
GAGGTGTACTTCGCTGAGCGGGTGACCTCCCTGGGGAAGGACTGGCACCGGCCTTGCCTGAAGTGTGAGA 
AATGTGGAAAGACGCTGACCTCAGGGGGCCACGCCGAGCATGAAGGCAAGCCCTATTGCAACCACCCCTG 
CTACGCGGCCATGTTTGGGCCCAAAGGCTTTGGGCGCGGAGGAGCTGAGAGCCACACTTTCAAGTAGACC 
CAGGCTGTGGAGACCACATCCCTGGCCACCTGCGGGCACTGCCCCTCCAGCCTGATGCCTGCCTGGCCTT 
ACACCCAGGCGCCAGGGTTCCCCTGGAGACCCTCAGGCCCTCAATAAACGCCAACACTCTG 

>GBEQ1781 |Acc|BM735409|Ver|BM735409.1 GI : 19056742 | MONOl_20JH10 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop: 581 

GGAAGTCAGAAGCCAAGCTTTCTCCCCACCGTCTGTGGGCCGCACGTACACACACACACACACACACACA 
CACAGGGGCACACACACACACACACTTTGCGTATCTGAGCGCGCCCCTCGCACTGGGTCTTATCTTGCAC 
CTTCT TCAGGAT T T TAT AT GT GAAGAGAT TTTT ATATAGAAT T T T T TCCCCAAAACACTTTATACCTTT T 
AAAAAGCAGTACCTGGTGGCCGTGTGCCTCCACACTGGCCTGGGCTCTGTCTACAGCCACCTGCCTGGGC 
TTCTGGGCCTGTGGCCCTGCCCGGGGTCTGGTGGGGGCCCAGCAGCGGCCATGGCAGGGTGGACTCTGTG 
GGAGAGGCAGGGGGCCAGCCACCCTACCTCCCACTAACTACTTCCTGCCCTGGGGGACCCACACCCTGGG 
GCTCTGGCGGAGGGACAGATGGACAGAGGGAGCCAGCAGCTGTCCCCAGGCCGTACCTCCTCCTCTGGAG 
GTGCTGGGCGTGGAAGCGCTGGAGCCACCCCGTGAAGGTGCCTCTCCTCTGCTCCATGAGCCTTCTTAAC 
TTAATAAAATGTTCCGGC 

>GBEQ1782 | Acc | BM735407 I Ver | BM735407 . 1 GI : 1905674 0 j MONOl_20_A05 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 29 : Stop : 655 

CCAAGTCCGACCAGCAGATGCAGAAGATTCGACAGAAGCTACAGGCTAAACAGGTGGCCATGGAGAAGTC 
GGAAAAGGCCAAGCAACTGAGAGCATTG AGAAAATACGGAAAGAAGGTCCAAACAGAGG T TC T TCAGAAG 
AGGCAGCGGGAGAAAGCGCATATGATGAATGCTATTAAGAAATACCAGAAAGGCTTCTCGGATAAACTGG 
ATTTCCTTGAGGGAGATCAGAAACCTGTGGCCCGTGGCAAGAAGGAAGGAGCTAAAGGCCAGCAGATGAA 
GAAGGGGCCCAGTGCCAAAAGACGCTATAAAAACCAGAAGTTTGGTTATGGTGGAAAGAAGAAAGGCTCC 
AAGTGGAACACTCGTGAGAGCTACGATGATGTATCCAGCTTCCGGGCCAAGACAGCTCATGGCAAGGGCG 
TCAAGAGGCCT GGAAAGAAAGGGT CAAAT AAGAGACCTGGAAAACGGACAAGAGAGAAAAT GAAGAGCAG 
AGCACGCTGAGCAGC ATCT T TGAAAACAAAGAAGCAAGAAAAAGGAATGAAGACT TGGGATT TCATGATG 
CAGTGGGCTCCCTTCTGTTGGTTTCTTTTTATAAAAAATTCTGTCAATAAACTAAGGAAAAATTTTC 

>GBEQ1783 | Acc | BM735400 | Ver [ BM735400 . 1 GI : 19056733 1 MONOl_20_A12 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 39 : Stop : 589 

TGGATCTAATCAAAGACAAGGCCACAAGGACACCAGCAACTGAAGAGGCTGACTACTTGGTGTCCAGGCT 
GAAGGAGAACTACATTTTGCTGAGCACTGATGGCCCTGGGAGGAACGTCCTCAAGTTTAAGCCCCCAATG 
TGCTTCAGCTTGGACAATGCACAACACGTGGTGGCAAAGCTGGATGCCATCCTAACAGACATGGAAGAAA 
AGATGAGAAGTTGTGAGACGCTGAGGCTCCAGCCTGAGGCAGCCCTGCTGAGTCCTCCTCTAGAAAAAAT 
GAAGCATTCCACTCAAATACACTACTGGGATGATGGTCATGACCTCCAACTTACAGAAGAAGAAAGCCAC 
TGAGGCTCAAGGCAGGGCTTGCTAGAGGCCATCCTGCTATCCCTCCCCCAGCCACACTGCTCTGTGGTTG 
GGTGGGCCAGATGTCTGTGTCCCCTCAGGGCCCAAAGAGTCAATTTCCTTTTTGCTCAAAAATCTGCCCG 
CTGTGGGTGGGGGTAGGGTCAAGGACCTTTCACTGCTCCGGCTTAAATAAATCATTAAGTG 

>GBEQ1784 | Acc | BM735399 | Ver [ BM735399 . 1 GI : 19056732 I MONOl_20 All.gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 338 

GCACGAGCGGCACGAGCGCATTTCTATCCCAAGATCTCGAAATGCATCGTGATTCCTGTCCATTGGACTG 
TAAGGTTTATGTAGGTAATCTTGGAAACAATGGTAACAAGACTGAATTGGAACGAGCTTTTGGTTATTAT 
GGACCACTCCGAAGCGTGTGGGTTGCTAGAAACCCTCCCGGCTTTGCTTTTGTTGAATTTGAAGATCCCC 
GAGATGCAGCTGATGCTGTCCGAGAGCTAGATGGGAGAACATTATGTGGCTGCCGAGTAAGAGTGGAACT 
GTCTAATGGTGAAAAGAGAAGTCGAAATCGTGGCCCACCTCCCTCTTGGGGTCGCCGC 

>GBEQ1785 [ Acc | BM7353 98 | Ver j BM735398 . 1 GI : 19056731 | MON01_20 AlO.gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 4 : Stop : 624 
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CGCTACCACGGAAGCCATCGGTGCCCTGGCAGCGCCAGCTGGACCAGCCACGAGACAGAGACCAAGCGCT 
GGGCACGCACCGACCTATGGGCAAGCTGGCAGAGCTGCAGTGCGAGGTGGCCGCGCTGCGCGAAGAACAG 
AAGACGCTGTCCGGCCTGGTGGAGTCGCTGAGCACCGACATCCGGGCGTTGACCGAGCAGCAGGAGCAGC 
TTCGGGGCCAGCTGCAGGAGCTGGACTCCAGGCTCCGTGAAGGGACGTCGCAGTTGGATCCGGGGCACCA 
TCCTCCAAGCAGTGAGGACCACCGGCTGAAAAGTCTGGAGCGCCGCCTAGCGGAGCTGGAGAATGCTCAG 
GTCCAGCTGAGGGATGCCGTCCAGAACCTGCAGCTTCTTCCCAGGACATCAGGATCCCGGAGCCAGCCCC 
TAGCCCTCAAAGCACCATGCGTCAACGGAGACACCACCTGAGCTGCCCAGGCGGTCCCACGTGGTCTGGG 
AACAGAGAGAGAGCCCTCTTAGGGGTCTGTCCGAGCCCTGCCTCAGCCCAGCGTGGCCTCCAGTGGGGAG 
TGGAGCTTTAGGTGCTAACCAGTCTAGCACCATGAGGTTGCCCCAGTAAAATCTTGATTTC 

>GBEQ1786 | Acc | BM7 35392 | Ver | BM7353 92 . 1 GI : 19056725 1 MONOl_20J302 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 23 : Stop : 573 

GTGGCCGAGACACGCAGGCGCAAGGGCCTGAAGGAGGGCATCCCAGCCCTGGACAACTTCCTGGACAAGC 
TGTAGGCGGCCCTGCCCGCTGCCGGGCGGCCCTCAGCCCCCGCGCCCGGCCCTCCCGTCCTCCACCGACC 
TCGAGACTGTCCCGGCGGGCCGCTGCGTGCCACCGTCAGTGCCCACGCGACGTCGGCCCTTCGATAATTT 
ATTTCGGGATTTCAGACGCAGCAGAGAGGCCCTCCCAGCGGGGACTGGTTCGGCTGGTGGGGGTGGGGGA 
GGCGGGTTGGGACACCC2VACACTTTTTTTTTTTCCCCATTTCAGAGGAAGACTCACATGTCCTTAAAAAA 
AGAAATTTAAAATAAACGCATTAAGAGGTTTATTGGGGAAATGGCCCGTAGTGGATTTTCCCCCAGAAAC 
GGGGGGAAGGAAGAAGCGGGTAGACTTTCCATTTGGACAGAAGCTAGAAGGCGGGAGACCCTGAGCGGGG 
TCACCGTGAGCCCCTCCAGCTGTGTTAGTGCCATTGGAGTAATAAATTTGATATGGTGGTG 

>GBEQ1787 } Acc | BM735391 1 Ver I BM735391 .1 GI : 19056724 | MONOl_20_B07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 590 

GCACGAGGATCACAGTGCAGGTGAGTTTGGGGTAGGAGCAGAATAGCCTCCTATGGGGGTGGGGGTGGGG 
TTCCAGGAGGAGCAGGGCGGTCCCAGGGGAGGGGCTCCTGGGGGCAGAGCCCGCCTGCTGTGCTCACGGT 
CCCTTCTCCCCACCTCTTCTGGCGCAGATGGAGCAGGCCTTTGCCCGACATTTACTGGAGGAGACTCCAG 
AGGAGCAGGCAGCCATTCTGTCCTTGGTGCAGAGCCTGGGGAGCCCGCCGTCCTCCTCCCCTCTCTGTTC 
TCCTGTCTCCTTTGAAAGAGATTCCTTCTCCACGTTGGCGACCGGCCTCCCTCAGTGCTAGTTCTCCATG 
GTTGTCTGTGATGATTGCGTCCTCGAACTCCTCGTGTACCCTGGCTAGTGGGGAACTCAAGGATGATTTT 
TATCCTTGTTTTTTTTAATTTTGAAATACACTGTCTATCTCTGAGGAATTGAACTGGGAAAGTCCAAATG 
GGGTGAACTCAGGGCCTTTCCCTCTTCCCCAACCCCAGAACCAAGCACTTTATATTTTCTTCTTAGATGT 
T C AC T AAG GAT T T G AAAT AAAAT T T CAT T G 

>GBEQ178 8 | Acc | BM735387 | Ver | BM735387 . 1 GI : 1905 6720 | MONO 1_20_B10 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 62 

GCACGAGCGGACCCGGAAGTTCATGACCAACCGACTACTTCAGCGGAAACAAATGGTCATAGATGTCCTT 
CACCCTGGGAAGGCAACGGTACCCAAGACAGAAATTCGGGAAAAACTAGCCAAGATGTACAAGACCACAC 
CAGATGTCATCTTTGTATTTGGATTCAGAACCCATTTTGGTGGTGGGAAGACAACTGGCTTTGGCATGAT 
T TATGAT T CCT TGGATTATGCAAAGAAAAATGAACCAAAACATAGACT TGCACGACAT GGCCTGTAT GAG 
AAGAAAAAGACC T CAAGAAAACAACGAAAGGAACGCAAGAACAGAATGAAGAAAGTCAGGGGGAC TGCGA 
AGGCCAATGTCGGTGCTGGCAAAAAGAAGGAGTAAAGATTCTGCAGTGACTTTATCTGTGGTGATTGTGC 
AGATTTTTCATGAGACGATTAATAAACTGAACTTTTATGTGT 

>GBEQ178 9 I Acc | BM735386 ! Ver | BM735386 . 1 GI.: 19056719 | MONO 1_20_C05 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 12 : Stop: 599 

TTCCATTGGAATAGTTAAGTATGTGGTTCCTTCTCAGAACCAAGGGCAATCCTGCTTCACTGGTGTGCCA 
TTTGCTGACCTTGTGGTGCTCTCAGGGGCCGCCTGGGCCCAGGGCGAGGCCTCGACGCCTGCCGGGCTCG 
TGAGATGCTCCAGGTCCTCTCCCCTCCCTGGGCGGTTCTGGGCTGAGGGTTCAGGGAGCGTTTCCTTTAC 
CTGGAAGTTGTCACCATGAAGTTGTCACGTGCAGTGTCTTTCTCTCTTTCTCTCCGTCCCGTTGCTGGTG 
CCCCTGTAAAGAGGCTTTTGGGAACGAGTAGAGGGCAGAGGTGGCACAGGAGGGTAAAGGATGTCCTGGT 
GCTGGCTCAGCCTGGCAGGGGCTCTGCTGACCTCAGGGCCGGGCACAGCCAGGATGGCTGTTTTCCTGTC 
CCAGAGACCTGTTGTGCTGTGTTATTTTGATTTCCCATTTATTCAAATGTATGTATTTACAATTGTAAAG 
GGGGGGGATGTCTGACCTTAGTGTTCCAAACAGAACTGTATTTTTGCCTTTAAAATCCAGTGATATAACT 
GGAAGGTGAATAAATGACCTTATCTTTT 

>GBEQ1790 |Acc|BM735385 jVer IBM735385.1 GI : 19056718 | MONO 1_20__C0 4 . gl_A005 Monocytes (MONOl) 
Equus caballus CDNA, mRNA sequence . : Start : 4 : Stop : 54 9 

TT TT GATACCAAGGTGCT T TT TAAGAT AT TCAGAAAAACATCTAT CT TACATTGACTAAACCCT TGTAAA 
CACCATTTGCAATATCTACATCTAATGTCGACTTAGTTTTGTTCCATTCTTATGTACTATTTCCTCTTCC 
CCTACAGGCCTTTTCATTTATCTTTCTTGAAAAAGTTCTTACTCTTCCCTTTCCCATCACCCCTCCCTGC 
AGCTTCTTTATTTAAATTTTTGTTGAGAGTTTCTGGAGCTATCTAAGACAACACAGTTACAGAGTTGAGC 
AAAAGTATAACATACTTTACAACTTGTACAGACTTGTGGCAGCCAAATGTCATTTGCTCTCATTTAGAGG 
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CTCCAGAGTCTTCACAGTGAAAAAAAAAACGTGCTTTGTATTTCTTTGTTCTCAATTCAGTTGTAGCACA 
TTAATCCTTATATGTCTTGTTTAAATAGACTTTGTGCATAGTTTTAATTTTTTAAAAGTTGTATCTAATA 
AAAT GT CT T T TAACC AT TAT T AC T TGACT GTATGGTTGTAT TAAAT T T TG T T TACC 

>GBEQ1791 |AcclBM735384 | Ver [ BM7 35384 . 1 GI : 19056717 | MON01_20_C03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 222 

GCACGAGCAGCAATGGTTGTATCAACTATGAAGAGCTCGTCCGCATGGTGCTGAATGGCTGAGGACAGTC 
CCAGTGTGCCCAGAGCCCCGTGCCTTCCCCTTTGAGACTGTGTGTAGCCGAAGGCTCCCTAGGTTCTCTT 
GTCACAGCACCTATCCCAGCTGCTCTCTCTTCGATGATGTTTATTGTCAGCATTCACCAAATAAACTTGC 
TCTCTGTGCCCT 

>GBEQ1792 | Acc I BM735371 1 Ver | BM735371 . 1 GI : 19056704 | MONOl_20_D02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 48 : Stop: 582 

TTCAACAACCGGGCCACCGGGGAGGAGCAGAGGGAGCAGCTGGCCCAGCTGATGGCCGTGGTCGAGAGGC 
TGGAGAAGGAGCGCGAGGGCGCCTTCCACAGCAACGACCTCTTCTTTGATGCACAGATGCTCCAGCGAGA 
GGGGGCCGGGGTGGGTGGAGGAGACCACAGGCGCTACCTGGCCAGGGTGCAGTTGCAGGTGGAGAAGCAG 
AGGCGAGACCTGACAGAGAGCGAGAGTAACTGGGCGQTCAAGGCGCTCCTCAGAGCCAAGAACTGGATGC 
TTGCTCACCTTGGAATATCTGCTGTTATTGTCATATGCACTTTGATTTTTCTTGCTGTTTTAATTAACTT 
GTGTATTTCTCATGGACACTGAGCATTTTCAGATGAGTTCTAAATCAGCTTTTTTTTTAGTCACCATCTC 
TGTTTGTAGGGTACTTTATTTGCTTTTTACATAATTTCACTTTCAGTTTCTCCTCCTTGCATCAAACATG 
TCATCCATTTTCTTCAAGTGCTTTTAGGTAAATAAAATCCAAAGG 

>GBEQ17 93 | Acc \ BM735370 | Ver | BM735370 . 1 GI : 19056703 | MONOl_20_D09 . gl__A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 7 : Stop : 612 

GAGCCAGAAACGTGGTTCTTCAAGTAGATCTAAGTCTCCAGCATCTGTGGATCGCCAGAGGTCCAGATCT 
CGGTCCCGGTCCCGGTCCAGATCCGTTGACAGTGGCAATTAAACTGTAAATAACTTGCCCTGGGGGCCTT 
TTTTAAAAAAACAAATTCCCAAACCATACTTGCTAAAAATTCTGGTAAGTATGTGCTTTTCTGTGGGGGT 
GGGGTTTGGAGGGGGGTTGGGTTGGGCTGGATATCTTTGTAGATGTGGACCACCAGGGGGTTGTTGAAAA 
CTAATTGTATTAAATGTCTTTTGATAAGCCTTCTGCTCACATTTTTGTGAATGTCTGAAGTATATAGTTT 
GTGTATAT TGACAGAGCTCT T T TATAACTAAAGCAAATTTAAT TT T T T GTACTAGAAAAAAT T TGAACAT 
TTTAGTTCCTGGTTATTCAAATATGTTAATTCAGAATTAGTTTAATGCCTCAATTAAACTAATTAATAGC 
TTTGGACACTTAA2VAGAGCTCTAAATTTGCTTGTACATAAAGGCTTAATTTGAGTTTTTCTTGTCAGGGC 
TAAGGGTGTCCTCCCACCCACCCTTTAACAGCTGCCTGGCCANAGA 

>GBEQ17 94 | Acc | BM7353 68 | Ver | BM735368 . 1 GI : 19056701 1 MONOl_20_D06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 13 : Stop : 591 

GGACTTTGCCTCTTCAGCTTCATTCCTTCTCTAACTCTCCCTAGTTAATGCCGGTCCCAAATAGGTTTTC 
CTTATTTTAGGCCAACCCCCACCTCGTTTTGGGGGCTCCAGGGACCAAGGGGGCTGAGGGTATTAGGAAG 
TAGCCGTGGAGGTGGCCTTGGTGCTGCTCAAGGATCTGTCCAGCAGGGGGCAGTAAGTGGTCTTGGTAGT 
ATCCCTGGCTGCTAGGTCCTTGGCAGGGGTGGCCCCTTCTACATTCCCATTCACCTAAAAGCTTTTTTGG 
GGATTGGGTGTTTGGTTCCATTTCTGCCTACTCCGTCCCCTAGTCTCCTCGGGTAGGTTTAATTTTATGC 
TTTCCTTTGTTCCAGCCTTTCTTCTCCCTGGGGATTCCTCCTCTCCCCACGCCCCCCGCGTTTGTGGTGT 
TATAGTGGTAACTGCAGTTCTGAACTGGTTTTTCTCTTCTTTTTTCCTCTTCTGGAATGTAGACTGTACA 
TGTTTAGTAACTCACCTTCTCTCTCCTTGCTCAATATGTGGGATACGCGATGACTGTGACCCTGGTTGGA 
AATTAAACTTGTTTTATGC 

>GBEQ1795 | Acc I.BM735360 | Ver I BM735360 . 1 GI : 19056693 | MONOl_20_Dll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 5 8 1 

GCACGAGCGGCACGAGGTCCCATCCAGTTTCTTTATTGGAGACAGTGGAATTCCCTTGGAAGTAATAGCA 
GGAAGTGTTTCTGCAGATGAACTTGTTACCCGAATTCACAAAGTCCAGCAGATGCACTCATTAAAAGGTG 
AAACATCAGTGGCAAATGGCAGCCAGTCAGAAAGTTCAGTCTCTACTCCGTCCACCTCATTTGAACCTAA 
CAACGTTTCTGAAAACTCTCAGTCCAGAAATGTAGAGCTTTGTGAGACACCACCCACTTCTCCAGATACA 
AAGTCAGATTCTGCAACAGGAGGAGAATGTTCAGGCCTTCCCACTCCATCTCAGGAGCCTAGTGGATGTT 
CAAAT CAGAGACCT GCGGAGGACCTCACCGTCAGAGTGGAAAGAT TAACCAAAAAACT TGAAGAAAGGAG 
AGAAGAGAAAAGGAAAGAGGAAGAGCAGAGAGAGAT TAAGAAGGAAAT T GAGAGGAGAAAAACT GGAAAA 
GAGATGT T GGATTATAAAAGAAAGCAAGAAGAAGAAT TAAC AAAAAGAAT GT TAGAGGAAAGAAACAGAG 
AAAAGGCAGAAGATAGGGCAG 

>GBEQ1796 | Acc | BM735359 1 Ver |-BM7 35359 . 1 GI : 19056692 | MONO 1_20_D10 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA r mRNA sequence .: Start : 18 : Stop : 621 

GTCCCGGACGCCAAGGACGTGAGGGAGAAGTTCCAAGGCAGCCTGGTGGCAGCGCTGAGCGTGTATGGGG 
CGCACTTCCTGGCGTACTTCGGCTCCTTTGCCACAGTGGGCCTGCTCTGGTTCGCCCACCACTCACTCTT 
CCTGCACATCGGAAAGGCCACACAGTCCATGGGCCTGCTCAACACACTCTCGCTGGCCTTCGTGGGTGGC 
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CTCCCGCTGGCCTACCAGCAGACCTGGGCTGCCAAACCATCCCTCCTCTCACTGTGGTCATTAGGCACAG 
AGAGGGACAAGAGCAGCAGGATGGCAGT GCCC AGACT GT AT T GT CCTGGAT ATAAAT TAT GGT CACAT T C 
AGGTATAAGTTACACACGAGGGACAGCGCAGAGCCCACGCAGCCCCACCTAGCACACAGATTTGCTTAAA 
TACAGAGGACAGACACCCTAACCACAATTTACAGACAATTCCTATAGACGGAAATCAACAGCAGGGCCTG 
TAGAGCAAAAACTAATTACACCACTGGGGACTGGGGGACGCGACCACGAGGAATGTGCATCTGTGTGCGG 
GAGGCACGTGACAAGAACATCCACCACAAATGCTGTTACAGTGC 

>GBEQ1797 | Acc | BM735358 | Ver | BM735358 . 1 GI : 1905 6691 | MONOl_18__A07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 578 

GGCACGAGCTTACCCATATCTTGCGGAGGATGGATTCTGTAAATACAAGCCTGAGTATTCTGCTGCCAAC 
GACACTGGCTTCCTGGACATCCAGCAGCAGGAGAAGTTCCTTATGGAGGCAGTGGCAACGGTGGGGCCCA 
TCTCTGCCGGGATCGATGCCAGCCTGGAATCCTTCCAGTTCTATAAAGAAGGCATTTATTATGATCCGGA 
CTGCAGCAGTAAATACCTGGATCACGGCGTTTTGGTGGTTGGCTATGGCTTTGAAGGAAAAGATTCAAGG 
AAT AAATAT TGGCTTGT CAAGAACAGCT GGGGT GATAAAGGACTCGC T TGAGAACAGAATAT CCAGAGGA 
G G GAT T T TAT C T T C AAAC T G ACC AG AC C T CAT T GT G T GGAAC AAAAC AC T T AAAT C AC T G AAGAT C CAAA 
CTGTGATTGGAATTTTGTTACATTTTATGCTGGTAAAATGTTACCACTTCTTTAATTACTGCTGTAAACA 
GCTTTGTGTGATTGACTTGCCTAATAACTTTTGAATTTTCATGTTTTAAAGATGTATGTAGTTATCTTTA 
AAAAT AAAACT G AAT T T C 

>GBEQ1798 1 Acc | BM735348 | Ver | BM735348 . 1 GI : 19056681 1 MON01_18_A12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start ; 20 : Stop : 64 5 

GAGTTGTAAAGGAAGTGAATGTGAACCCATGCAGCACCCAGCCCTGCCAGTTGCACAAAGGACAGTCTTA 
CAGTGTCAATGTCACCTTCACCAGTAATACTCAGTCTCAAAGTAGCAAAGCTGTGGTGCATGGCATCGTG 
TTGGGTGTCCCCGTTCCTTTTCCCATCCCTGAGCCTGATGGTTGTAAGAGTGGAATCAGCTGCCCCATCC 
AAAAAGAC AAGT CC T AT AAC T ACG TG AAT AAAC T GC C AGT AAAGAGT GAAT AC C C C T C TAT AAAAC T GG T 
GGTGAAGTGGGAACTTCAGGATGACAAAGGCCAAAGTCTCTTCTGCTGGGAAATCCCAGTGCAGATTGAA 
GGCTAGAGCTGTTTGCTGCACTGGGATGTTGCACCTGTAAGTCCGTCATCTCCACGTGCCTCCTTGAGTT 
CAATGCATCTGGCCAACGGTCCTGCTGACTGGACAGCACCTCCAGCTCCCTGCTTCAGCCGTGGTGACGC 
CCTCCGGAGGTATCCAGCGTTTCAGTCGAGGGGCGGTGTTCTGTGGCAGAAACTCAACTCTGGCTGCCTG 
GTTCGCTGTGGTTATCTCATGTCTCCTTTTCTGTCTTAGATGGTTTTCATTAAACTCANGCACTTG 

>GBEQ1799 | Acc | BM7 3534 6 | Ver | BM73534 6 . 1 GI : 19056679 | MONOl_18__Al0 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 613 

GCACGAGTGATGGCGCAGCTCCCGAAGCTGGCGGTCTTCGATCTGGATTACACGCTCTGGCCTTTCTGGG 
TGGACACGCACGTAGACCCCCCGTTCCACAAGGGCAGTGATGGAGCTGTACGAGACAGGCGGGGCCAAAC 
CGTCCGACTGTACCCAGAGGTGCCTGAGGTCCTGGAACGATTGCAGGGCCTTGGGGTGCCCGTCGCGGCC 
GCTTCCCGGACAAGTGAGACTGAAGGTGCCAACCAGCTACTGGAGCTCTTTGACCTTGTCAGATACTTTG 
TTCATCGCGAAATCTATCCAGGCAGCAAGGTCACACACTTTAAGAGGTTGCAGCAGAAGACTGGAGTTCT 
TTTCTCCCAGATGATCTTCTTTGATGATGAGAAGCGGAATATTGTAGATGTCGGCAAACTGGGTGTTACC 
TGCATTCATGTGCGGAATGGCATGAGTCTTCACACCCTAACTCAAGGCTTAGAGACATTTACAAAGGCCC 
AAGCTGGACCCTGAGATCCAGCCCCGTGGATGAGCCTCATTGGAGGCATAAAACTGAAAGGAAATCAGAA 
NAGGAAGACATT T T CAGGT GNTAT T T GCAAAT TAT T AAAGT GTAT TT GCATGG 

>GBEQ1800 |AcclBM7353421Ver |BM735342.1 GI : 19056675 | M0N01_18_B11 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 12 : Stop: 527 

GGGCTGAAGCTGATCCATTATTCATACGATATTCTCAAAACTGAAGAAGGAGAAGTCCCTGATGGGTACA 
ATGTCTCTAGATCAAATATAGAGGATTTCCCCCTCACACTGGAGTCCGCTACTCCCTCCCAGACATCTGT 
GTACTTCTGTGCCAGCAGACTGGGGGGTGGGTACAATGAGCTGTTCTTCGGGCCAGGGACTCGGCTCACT 
GTGCTAGAGAACCTGAACCAGGTGACCCTACCCAAGGTGGCTGTGTTTGAACCTTCGGAAGCAGAGATCT 
CCCGCACCGAGAAGGCCACGCTCGTGTGCCTGGCCACAGGCTTCTACCCCGACCACGTGGAGCTGAGCTG 
GTGGGTGAATGGGAAGGAAGTCCAGACTGGGGTCAGCACGGACCCTCAGCCCTACAGGGAGCAGTCAGAT 
GATGAAAACCCCAGCTACTGTCTGAGCAGCCGGCTGAGGGTCTCTGCTGCCTTCTGGCACAACCCCCGCA 
ACCACTTCCGCTGCCAAGTCCAGTCT 

>GBEQ1801 lAcc|BM735339|Ver IBM735339.1 GI : 19056672 1 MONOl_18_B0 8 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 5 6 : Stop : 64 8 

CCTGAACTGTTGACGGACTGCAGAGGCTCCACCCGGAAGGCTTCCGTTTGGGCCCCTTGTTTGGAGTGCC 
CGGGAAAAACTCACTACCCTGCCACCAAGTGAGCGGAGAGAGGCCTCATCCTGCTTCGACCTGCCATCCT 
TTGTGGAAGCCGCCGGGGGACATCAGTTTCAAGAGTGGGATGCAGCCGAGACCCCTTCCTTTCAAAACTT 
CCCCAGAAGTGGTTCCAGCCCCTCTGGGGACCATGTTCATTTCATGTCTGTGTATACTTTTGCTTTAAGC 
TCTGTAGTGGCAGGACCTGCCCCACACCCATCCCTTCCCTTCTATGAATGGCTGCGGGAAGAGCATGTTT 
GCCTCCGGGAGCAGAAGAGAACAGTCTGCTGCAGAGCCCTCCACCTCTGCCCACCACAGCCTTGCCAGCG 
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CCACTGCAGCCTTGGATGAAGGCCATGCCAGCCACATCCGCTGAGGGGCCCAGCCTGAAGCTGCCAAGCC 
CTTGGCCCTGCAGCTGGAGGCTTGTGGTGCCAGAGGCCCGGACTAGGGTGTCTGTCCCTGGACAGCTGTT 
TGCACGAATCT TGGAC ATAAAT CCAAGTT GAT G 

>GBEQ1802 | Acc| BM7 35330 | Ver | BM735330 . 1 GI : 1905 6663 j MONOl_18_C0 9 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 16 : Stop : 639 

CCTCCAGGCGTGCAAGCTGGCCCAGTCCAATGGGTGGGGCGTGATGGTGTCTCACCGCTCTGGGGAGACT 
GAAGATACCTTCATCGCCGACCTGGTGGTGGGGCTCTGCACTGGACAGATCAAGACTGGTGCACCTTGCC 
GATCCGAGCGCTTGGCCAAGTACAACCAGATCCTCAGAATTGAAGAGGAGCTGGGCAGCAAGGCTAAGTT 
TGCCGGCAGGAACTTCAGAAACCCCCTGGCCAAGTAAGCTCTGGGCGTGCAAGCCTGGGTTCTGCAGTCA 
CTGGTCAGCTCATTAGACCTCTGCTCCCAGCGTCCACACCGGCGGCTCAAGGCCCCAGCCAGTCCTTGCA 
GGGCGTCTGGTAGTTGTTAACTGGCCTCTCCCACCTGTACTGTTCTCACTGCTTCCTTAGAACCGCTACA 
GCCGCCAAGCTTGACCATCTGGAACCCCGCTGGAAACCCTGGCTCTGTAATCATGTGATTGGCCCAAATC 
ATTGTTTTTCTCACCTCGCTTCCCACCAAGTGTCTGGAGCCGTGTGTTGTATCTACATTGTCATCTCTGA 
GGTGTCCACAGCCAAGGTCCCCAGAGGTTTTGTGTGCAAAAATAAAAAGGCTTCAGTGACCAGC 

>GBEQ1803 | Acc I BM73532 6 | Ver | BM735326 . 1 GI : 19056659 | MONO 1_18_D01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 28 5 

TGTGTGCAACAGCAAGGATGGTGGGGCCTGGGGGACCGAGCAACGGGAGTCGGCCTTCCCCTTCCAGCCT 
GGAAGTGTCATGGAGGTGTGCATCTCCTTCGACAAGGCAGACCTGACCATCACCGCTGCCGGATGGCTAC 
TCGTTCAAGTTCCCCAACCGCCTCAACCTGGAGGCCGTCAACTACCTGTCGGCCAACGGGGACTTCAAGA 
TCAAGTGTGTGGCCTTTGAGTGAAGCCAGCCAGCCCATGGCCCCCAATAAAGGCAGCTGCCTTTGCTCTC 
CCTG 

>GBEQ1804 | Acc | BM735324 I Ver | BM735324 .1 GI : 1905 6657 | MON01_18_Cll . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 594 

GGCACGAGTCACTCTCTCTCTCTCATTCATTCCTACCATAGGCTCACATGCCTGCTCTGTTCTCTCTTTC 
TCTCTCTCAGAATGACAATTCTAGGTACAGCTCTTGGTATGGTTT.TCTATTTACTTCAAGTCGTTTCTGG 
AGAAAGTGGCTATGCACAGAATGGAGACTTTGAAGACGCAGAACTCGACGACTACTCTTTCTCGTGCTAC 
AGCCAGTTGGAAGTGGATGGACCCCAGCACTTGCTGAGCTGTGCTTTTGAGGACCCAGATGTCAACAGCA 
CCAATCTGGAATTTGAAATATGTGAGGGCCTTTTGGAGGTAAAGTGCCTGAATTTTAGTAAATTGCAAGA 
GACGTATTTCATCAAGACAAAGAAATTCTTACTGATTGGAGACAGCACAATCTGTGTGAAGCTCGGAGGA 
AAGCACATAACTTGCCAAAAACTGAACATAGTCAAGAGAGTTAAACCTGAGGCCCCTTTTGACGTAAAAG 
TCATC T AT CGT GAGGAAGCAAAT GAGT T T GTGGT GACAT T TAATACAT CGCACT TGCAAAAGAAGT ATGT 
GAAGGATTTATTGCATGAAGTGGTCTACCGCCTG 

>GBEQ1805 | Acc | BM735319 | Ver 1 BM735319 . 1 GI : 1905 6652 | MON01_18_D12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 659 

AGTGATAGAGCTGCAGAGAAATAGAAGCTCCATGGGCTGCCCATCTGTAGATAGCTGTAAAATGGAATAT 
TTTTAATTGAAGGCAAAAAAGTGCTTAAAAGTGAGCTGAGCAATAAAATAGTGTTTGAGGTAAATGCAAC 
AGAAACAGAAGGAGACCTGGTTGCCTTATACCTTTACGCGAACACGGAATAAACTCCCACTGCACATCCT 
GTCTACACCATAAGTGGAGGGAAACGACTCCTTGTCTTTCATGCTGTGAGGCTCCTTTGGATATTCTGTG 
ATGACCGAGAAGCCTTTCTTTTTTTATTTGTTTCAACATCTTTATCCGAAGTACGTTTTTAAAGATTTTG 
TAAGAGTCGTTTTCAGTGTTTAAATTAGCGGTATTTTTCCTTCTTTTTAAAAATGAATCTTGTACTGTAT 
CTTACTATGTCTGTAACAGGTGTTAAGAATTGAAACAGTTTTATTCTTAGATTCATGCGATCCAGTCTGT 
AT ATACCATATATAAACAT TTT ACACGAATCATT TAGTTT T T TAAT T CAT TTACTAAT GCTAT AAAATTT 
CCTATATTTACCCCTAGTGACTTGCATCAGATGGTGTATATACTAAAGCAACATGTTTTGATGAGTTTCT 
TATATCCTTGTCTATGGGGAAGTTGAGTT 

>GBEQ1806 | Acc | BM735318 | Ver | BM735318 .1 GI : 19056651 1 MON01_18_Dll . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 501 

GCACGAGCTCTAAGCTGCAAAAACTGTGCTGTCCTTGTGAGGTCACTGCCTGGACCTGGCACCCTGGCTG 
CCTTCCTGTGCCCAGAAAGGACGGGGCTGTTGCCCCCTCCCAGCCACGTNTCCCTCTCCTCCTCTCCCTC 
CTGTGGATTCTCCCATCATCCCATCTGGTCTTCCTCTTAAGGCCAGTTGAAGATGGTCCCTTGCAGTTTC 
CCAAGTTAGGTTAGTGATGTGAAATGCTCCTGCCCCTGGCCCTACCTCCTTCCCTGTCCCCACCCCTGCA 
GAAGGCAATTGCTGGTTTTCTTCCCCAATTCTTTTCCAACTAGGTTTTGTTTACTCTACTCCCCAAATCC 
CTGAGCCAGATGTGGGGTGCCTACACTCCCAAACCCTGAGTGTCCGGCCTCCCCCTGTTGAGTTTTTAGT 
CTCTTGTGCTGTGCCTAGTGGCACCTGGGCTGGGGAGGACACTGCCCTGTCTAGGTTTTTATAAATGTCT 
TACTCAAGTTC 

>GBEQ1807 j Acc [ BM735312 | Ver | BM735312 .1 GI : 19056645 I MONOl_18_E10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 188 

GCACGAGCTCCGCCCTCTCTGGATTGAAGAAGAAGCTGAGTGACTTGCAGACCCAGTTAAGCCACGAGAT 
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CCAGAGCGACGTCCTCACTATCAACTAGCCGCACTTGCCTGCCTCGGCAGGAAGGGTCAGAGCAGCGGCT 
GGATTTCAGGTCTCTCCTGGGACGTCAGCACTGGGGAGGGCAGCTGTG 

>GBEQ1808 |Acc|BM735310| Ver 1BM735310.1 GI : 1905 6643 | MON01_18_EO 8 . gl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 581 

CCATGCCTGTGGGGCCCGCTATAGCACCCAGCCAGCAGGCCCAAGTGGGGTTGCCTCCCTCCCTGGCAGT 
GGGGTCCAGCTAGAGCTTGAGGAAATGCTGGTCCCCAGGAAGATGTCCATCAGCCCCCTGGAGAGCTGGC 
TGACCACTCGCTACCTCCTGCCTAGACTGGATGCTGGGGTTCCAGGGTCTGTGGCTCCAGCCCAACTTTA 
TGAGCATCCACCTAGCCAAATGGGGGAAGGGGCCGAGCAAGGGGGTGAGGGGGTCTGGGATGCACCCCAG 
ATGCAGTGCAAAAATGTACTGAAGATCCGGCGGCGGAAGATGAATCATCACAAGTACCGCAAGCTGGTCA 
AGAGGACGCGGTTCCTGCGGCGGAAGGTCCGGGAAGGACGCTTGAAACGGAAGCAGGTCAAGTTCGAGAG 
AGACCTGAGGCGAATCTGGCTGAAGGCAGGCCTGAAGGAAGCCCCTCCTGGCTGGCAGACCCCCAAGATC 
TACCTGAAGGGCAAATGAGTCTAGGTCTGTTTCCCTTGCCTGTTACTGCTGACGGCCTCTTGTAATAAAT 
GCCCTGAGAACTC 

>GBEQ1809 |Acc|BM735306|Ver IBM735306.1 GI : 1905 6639 | MONOl_18_E04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 93 

GCACGAGGTCGCGCGGAGGCGGGCGCACGCGTGCATTCAAGATTCGGGTCCACCCGTAACCCACCGCCAT 
GGCCGAGGAAGGCATCGCTGCTGGAGGTGTAATGGACGTTAATACTGCCTTACAAGAGGTGCTGAAGACC 
GCCCTCATCCACGATGGCTTGGCACGTGGGATCCGCGAAGCTGCCAAGGCCCTAGACAAGCGCCAAGCCC 
ATCTTTGTGTGCTCGCATCCAATTGCGATGAGCCTATGTACGTGAAGTTGGTGGAGGCCCTCTGTGCCGA 
GCACCAGATCAACCTGATTAAGGTTGACGACAACAAGAAGCTGGGGGAATGGGTAGGCCTGTGTAAAATC 
GACAGGGAGGGAAAGCCCCGCAAGGTGGTTGGCTGCAGTTGTGTGGTGGTGAAGGACTACGGCAAAGAGT 
CTCAGGCCAAGGATGTCATCGAGGAGTACTTTAAATGCAAGAAATGAACAAATAAAAAACTTGACTTTTG 
CTC 

>GBEQ1810 |Acc|BM735305|Ver|BM735305.1 GI : 1905 6638 | MONOl_18_El2 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 654 

CAGAAAAAGTGAAAGATCCTAAGACTGCTGCTGACGTGGTCAGTGGGGCCAACTCTGTGGATAGCAGAGT 
GCAAAGACCAAAAGAAGAGAGT TCAGAAGACGAAAGTGAAGT GT CT AAT AT T CTGAGAAGTGGTAGAT CC 
AAGCAGTTCTATAATCAGACTTATGGAGGCAGGAAGTACAAAAGCGATTGGGGCTATTCTGGTAGGGGAG 
GATATCAACACGCGAGAGGTGAGGAGTCCTGGAAAGGGCAGCCAAGCAGAAACCGAGACGAAGGTTATCA 
GTACCATCGCAATGTCAGAGGACGGCCGTATAGGGGGGACAGGAGAAGATCAGGGATGGGAGACGGCCAT 
CGGGGACAACACGCTTGATGGTTGTTGCTGCGGGATTTTAGAGCAGAAACCCTTTCTTAGGTGGAATGTT 
TCTGAAGGCTTTAAAAAAATACATTAAAATAAAAACCCAAATTGGAACGCTCTCCTCCCCTCCCCCTTTA 
CCCTCACTCCCATCTTGGACAACAGATTTTGGATATGCATTCAAGGGGGCAGGTGAATTCCTGGCATTGC 
CATTTTTCTTTGTTCAAAATCTGTTTATTGGGTGACTGCTCCCATAAAAAGTAGAAAATGTTTGTTAAAG 
TAT T T T T T AT AAACAG C T T AAT AT 

>GBEQ1811 | Acc [ BM735291 | Ver 1 BM735291 .1 GI : 19056624 | MON01_18_Fll . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 647 

CT T ACTGCT ACAAC CCACAT GCAAAGGAATGCGGT GGCAT C T T TACAGATACAAAG AGAAT TT TT AAATC 
TCCAGGCTTCCCAAATGAATATGATGATAACCAAGTCTGCTACTGGCACATCAGACTCAAGTATGGTCAG 
CGTATTCACCTGAGTTTTCTGGACTTTGATCTTG7\AGACGATACAGGTTGCTTGGCTGACTATGTTGAAA 
TATATGACAGT TATGATGAT GTCCAT GGCTTT GTGGGAAGATACT GTGGAGAT GAGCT TCCAGAAGACAT 
CATTAGCACAGGAAATGTCATGACTTTGAAGTTTCTAAGCGATGCTTCGGTGACCGCAGGAGGTTTCCAA 
ATCAAGTACGTGGCAGTGGATCCCCCATCCAAACCCAGTCAAGGAAAAAATACAAGCACTACTTCTACGG 
GAAAT AAAAGCTT T T TAGCT GGAAG ATT TACCCATTT AT AAAACAAAAAAAGGACAT TCAGTGT TT AT GG 
TTGTCTCTTTTGGAACCCCTTTGATCTCAGTTTTGTATTATTATTAACATTTATTTATTATTTTTGTAAA 
TGTGAAAACCATACCTGATAATTTGGGGAAAATTGGAAAATACAGTAAACTTTAAATGAGAAAAATAAAA 
TCTCTTATAATTC 

>GBEQ1812 |AcclBM735285| Ver IBM735285.1 GI: 19056618 | MON01_18_G09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 581 

CGGACGCAGAGCGGGGCGGAGGGGAGGAGGGGCGGGGGCGGGGGGGCTTGGCGGGCTCTGGCCCATCCGG 
CCGGGTTGACAGGATGCCTTCGGAGCCCGGGCCCGCGCAGGGCGCCGGTTTTACCGGGAGGGGCTGCGGG 
GAGTCTGGTCGCAGGCGGGGGCCGGGCGGGCGGAGGAGCGGTGTGGGAGGCGGCGGGTGTCCGTTCCCGG 
GTCCTGAGAGCCGGGTCCCCTCTGAACGCGCCCGGAACAGGCCAAACGCACCAAGAAGGTCGGGATCGTC 
GGCAAGTACGGCACGCGGTATGGCGCCTCCCTGAGGAAGATGGTGAAGAAGATTGAGATCAGCCAGCACG 
CCAAGTACACGTGCTCCTTCTGCGGGAAGACGAAGATGAAGCGGCGCGCGGTGGGCATCTGGCACTGCGG 
CTCCTGCATGAAGACGGTGGCCGGCGGCGCCTGGACCTACAACACCACTTCTGCCGTCACAGTAAAGTCC 
GCCATCAGAAGACTGAAGGAATTGAAAGACCAGTAGAAGCTCCGCCGTTTGAGACATTGCTGGGCCTGTA 
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ATAAATGGGTTAATTTATGT 

>GBEQ1813 |Acc|BM735280|Ver|BM735280.1 GI : 19056613 | MONOl_18_H01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 25 : Stop : 57 1 

AAGGTTCCTGCTTTCATAGAATTATTCCAGGATTTATGTGTCAGGGTGGTGACTTCACACGCCATAATGG 
CACTGGCGGCAAGTCCATCTATGGGGAGAAATTTGATGATGAGAATTTCATCCTGAAACACACCGGTCCT 
GGCATCTTGTCCATGGCGAATGCTGGACCCAACACAAATGGTTCCCAGTTCTTCATCTGCACTGCCAAGA 
CTGAGTGGTTGGATGGCAAGCATGTGGTCTTTGGCAAGGTGAAAGAGGGCATGAATATCGTGGAAGCCAT 
GGAGCGCTTTGGGTCCAGGAATGGCAAGACCAGCAAGAAGATCACCATTGCTGACTGTGGACAAATCTAA 
TAAATTTGACTTGTCTTATCTTAACCACCAGACCATTCCTTCTGTAGCTCAGGAGAGCACCCCCTCACCC 
CCATCTGCTTGAAATATCCTATAATCTTGGTGCTCTCGCTGCAGTTCTTTGGGTTCCATATTTTCCTTAT 
CTCCCTCCAAGTCTAGCTGGATTGCAGAGTTAAGTTTATGATTATGAAATAAAAACT 

>GBEQ1814 |AcclBM735278 | Ver 1 BM73527 8 . 1 GI : 19056611 | MONOl_18_H06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 476 

GCACGAGCTCGTGCCGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCAAA 
AGAAGGAACAATGGTCGTGCCAAAAAGGGCCGCGGCCACGTGCAGCCTATTCGCTGCACCAACTGCGCCC 
GATGCGTGCCCAAGGACAAGGCCATTAAGAAGTTCGTCATTCGAAACATAGTGGAGGCCGCAGCCGTCAG 
GGACATTTCGGAAGCGAGTGTCTTCGACGCCTACGTGCTTCCCAAGCTGTATGTGAAATTACATTACTGT 
GTGAGTTGTGCCATTCACAGCAAGGTAGTCAGGAATCGCTCTCGTGAAGCCCGGAAGGACCGAACACCCC 
CACCCAGATTTAGACCTGCAGGTGCTGCTCCACGACCTCCGCCAAAGCCCATGTAATGAGCAAAGTCCTT 
AAGGACTGAAGGAGAAGCT C TCTCT CTGG AAAATAATAAAATGGAAATTACACT T T 

>GBEQ1815 | Acc [BM735275 | Ver | BM735275 . 1 GI : 19056608 | MONOl_18_H03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 19 : Stop : 494 

CTCAGGCTGAGTTTGACAGAGCTGCTGAGGAGGTTAAGAACCTCAAGACCAAGCCGGCAGACGATGAAAT 
GCTGTTCATCTACAGCCACTACAAACAAGCGACCGTGGGTGACGTAAATACAGAACGGCCTGGGATGTTG 
GACCTCAAAGGCAAGGCCAAATGGGATGCCTGGAATGCACTGAAAGGAACTTCCAAGGAAGATGCCATGA 
AAGCTT ACAT CAACAAAGTAGAAGACCT TAAGAAAAAATATGGAATAT AAGGGAC TGGAT T TGGCT GCCA 
GCCACGCGTATCATCTAAACTGATAAAATGCCTTGTTTTTGTAATACTGTGGATGACGTGAAATAATGCA 
AATAACCAGTTAACCCAGTTCCTC7VAGACTGTCCAGGATATGGCTCTAACAGATTACTGAAATGGTTACT 
GACCTTTGCTCAGTAGTTTTTATCTCTAGATCAATTAAAAGTACCTTTGTTACTTT 

>GBEQ1816 iAcc|BM735274 | Ver | BM735274 .1 GI : 1905 6607 | MONOl_18_H02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 481 

CAACGACCAGAGCACCTCGGACTACCTGGTGGTCTACCTGCGGCTGCTCACCTCGGGCCACCTGCAGCGC 
GAGAGCACGTTCTTCGAGCACTTCATCGAGGGCGGCCGGACCGTCAAGGAGTTCTGCCAGCAGGAGGTGG 
AGCCCATGTGCAAGGAGAGCGACCACATCCACATCATCGCGCTGGCCCAGGCCCTCAGCGTCTCCATCCA 
GGTGGAGTACATGGACCGCGGCGAGGGCGGCACCACCAACCCGCACATCTTCCCCGAGGGCTCGGAGCCC 
AAGGTCTACCTGCTCTACCGGCCCGGACACTACGACATCCTCTACAAATAGGGCTGGCCCGCCCGCCGCC 
GCCCTGCCTGCCCCCTCTGCCAGGCGCTAGACACGTACAGGGGGTTTTTTGTGGTTGTAAATGGTCATAT 
TTCACTCCCCCTCCCTGTCACACAACCTTCCATGTTTTATTAAAGGGGATGCTGGTGGTG 

>GBEQ1817 | Acc J BM735272 | Ver | BM735272 . 1 GI : 19056605 | MON01_18__H12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 17 : Stop : 612 

GCGCTGGATGAGAAGGCTCAAGACTGTGGCTGGGTCCCAGATGCAAAACCTGCTGGAGGATGTCAACACC 
GAGATACTCTTTGTCACCTTATGTGCCTTCCAGGACACCTCCCAGCAGCTGTTGGCCTTGAGGCCCTGGA 
TCACCCGCCGGAATTTCTCCCGGTGCCTGGAGCTGCAGTGTCAGCCCGACTCCTCCACCCTGCTGCCCCC 
GAGGAGTGCCGGGGCCTTGGGGGCCACAGCCCTGCCAGCCCCTCAGGCCCCTCTGCTGCTCCTGCTGCTG 
CTGCTGCCCGTGGCCGTCCTGCTGCCGGCCGCCGCCTGGTGCCTGCACTGGCGAAGGAGGAGGCGGAGGC 
CGGCCCGCCCTGGGGAGCCGAGGACAACACTGAGGCCCAGAGGGAGCTGTCACCTACCGGAGGACACAGA 
GCCGGGACTCGGAGGAAGTCAGCTAGAGACTGGGCCCTTCCTGAGCCGCGCCGCCCCTCTCAATCTCTCT 
CCAGGATGGAGGCAACGCCAGCATCCGGCCCCGGCCCCGGCCCCAGCCGCCCCCCTCTGTACAAAGCCCT 
CCTCCCCGGGAAATTGTATATAAATCATCCTTTTCT 

>GBEQ1818 )Acc|BM735271|Ver|BM735271.1 GI : 19056604 | MONO 1_18_H10 . gl__A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 25 : Stop: 640 

CTCGCACCTACAGTTGAGGGCTCCATACAAACTTAGGGACTGGGTTAAGAAAAGGATGGATAAATTGAAA 
TTTGGTTTTGGCAGCAGAGTCCATCATTTTTACTGAGTCTATAATGGGGAAATGAATAAATCTGTAAATG 
TTAGTTCTTACATTATAACCAGATTTAAATAGAATAATACCAGCAGGTGGCCTTAGAAAATGAGAAAGGA 
ATTCCTTCTCCCATCTTTTTCTCTCCCCAGCATTTCTAAGAATAGCTGCACACTAACATTTTGAGAATGA 
AAGGCACATCACGGTTTTTAAGATTTGGTAACTGAAATAGGTTATGGGCTCTCTATTCTTAGTACTACTT 
GAGTTTATATTTAATTTTCTTAAACTACCTTTAAAGAAATTTAATTTTATGGTTTTGATTTTAGGTTGCA 



854 



WO 2005/067649 



PCT/US2005/000517 



AACATTTAAAATCTGCAGCAGCAAGTTCTCCATTTTGCCAGTTCTTTTACTGTCATGTAATCAACTAACT 
TTGTATGTGGATTTCGATGTAAAGTATGCATGTTACTTTTATGTGTATTTAATCATGAAATTTAATTTTG 
CACATTTATTTGTAATGTTTCTTTTAAATAAAAGTGACTAATTTTGTTGTACTCTG 

>GBEQ1819 |Acc|BM735270|Ver|BM735270.1 GI : 19056603 1 MONOl_17_A02 /gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 25 : Stop: 4 86 

GTTGATTCCGAGTCCATTTCTTGGCCGCCTCAGGGAGCTCACACGTCTGCTGGCATTTAGTCAGCAGAGC 
ACCCAGCCCTGAGCCACAGGGCTCCCTCCGCCTCACGCCCTCGTCCCATCTGGTTGTGTGAAGAAAATGG 
GAAAAGGAGAACGGAGAGGGGAGC T GAGGCAGT C GACCGTGT TCAGT TTT AT T TAT T T T T T T AATGTGTT 
TTTTCTCCAAGTCTGCCAATCTCTGAAATTGGAAGAATAGGCGGTCTGAGATGGTCATGCCCAATCATGT 
TGTGATTCTCTCTTGGTGGGATGAAGGTTCTGCCCCCACAGGAAGGATTGTACTTGATGGAGTTGTCCTG 
TTTAGGTTCTGTAATTGCCCAGTGTATCGAAACTCATACTAAATTCTATGTTTTTGTTATAAATCTTCTG 
GAAAAAACCTCTAATGTGAAACATTAAAAGGTATTACTATCC 

>GBEQ1820 |Acc|BM735264|Ver|BM735264.1 GI : 1905 6597 1 MONOl_17_A08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 6 : Stop : 605 

CTGAAGCCTAGCTGTCCACAGGGGCTAGGGATGGTTGTGGGGGGCTGGCCCCTGTAGCCCTTAGGGTCCT 
GCCTGGGCAAATCTGAGCTTTGGCCATGGCTTGTGTTTAGGCCCCCACCTGGTTCATGTGCCTGAGGGGC 
AGTCAGGGTGGAGCCTGTACATGTCTGCTGCAGGCATGGGGCTGCTGGGGGTCTGCGGGCTGCAGCAGCT 
CTGCATGGCTAGAGTTGGGCTGAGAGCTCAGTCATAGCCCTGGTGCCTGGAATCGGGCCTCGGAGGTGCT 
GGACCACCACCTCTGCCAAGTCACTGCCAGCAGCCTTCTCCGTCCTTCCTCCGGTCCACGTGCTCCTCTG 
GTATCAGCTTCGTGTGCTTCTGTGGGAGGGAGCAGCCACCCTGTGCCATGTCTGGGGCCACTGCAGCCGG 
AGGGTCCTGGATCTGCCACCAGCCCTGAGGGTGGCATTCCTGGTATGGTCCCCAGAATTTTGATCAGACC 
TGGACCCTGGCTGGTCCCCTGTGTTGTGTCCTGGACCGAGGCCTTTGCTGTGAAATGCAGTGTTTCATAC 
AATCCCATCTTT CCTAGT GCAT GAGAAATAAAGAT T ATT T 

>GBEQ1821 |Acc|BM735258|Ver|BM735258.1 GI : 1905 6591 | MONOl_17_B07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop: 633 

GTGACACTTAGTACCGTGTTTTTAAGAATAATTTGATTCCAAATGTGTTAGAGGATCTTTTGTACTGAGG 
TTTTTAAAACCCTTTTCTTGTCAGCTTTACTTGGGTTTACCAAGCCTTGATTGGACAGACCAGTGAACAG 
TCCCCAGGCACCGTCCCTTCAGGCCCCCAAACAAGGATGTCTTTATGCCGAACCTCCTTGGTGTTGCCGT 
AACTTGTCAGTGCCCTTTGCTAAAAGCATCTTCCTGTGCCATATGGAACAATAAAGAGGCCTGTGCCTCC 
TGCCTTGCTGCCTGCAAAGCGAAAAACTGCCTTTTGTTTTGGAACCTTAAGAAATAAGCCAGATACTAAC 
TTGCCTGGCTGATGAGCATCGAGCCTGCTGCTCTCAGGCAGAGGAGGGGTTCCGGGTGCCCTCGAACTGA 
TGGATTTCAAGTGGTGAAGCAAGCAAGGGCGTGGCCACACAGTGGGTCTTCGTCATGAACGACCCCTCGG 
GGCAGTGCTCTTCGTAGATAACTCGAAGCTGTGTGCATGATGCTGGTGCTTGACCATGAAATGAAACTCT 
CATCCTTAAAATCTGTGTTGTACTTCACAATCCTGGACTGTTGCTTAAAAGTAAACAATGTACAAATTTG 

>GBEQ1822 | Acc | BM735255 | Ver | BM735255 . 1 GI : 19056588] MONOl_17_B04 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 177 

GCACGAGAAAGAAACGAAAACTGGGACATGTGGTTACTGTGGACTCCAGTTCAGACAGCACCATCACTAG 
AGCGACTCCTTGGGCCCAGGAGGTGGCACGAGGGAGCATTTCCCTGGTAAACGGCACAGGTGGAGGCCCT 
GGTGCTGTGCGTGGCGAATAAAGGGCGTGTTTCCAGG 

>GBEQ1823 1 Acc | BM735254 | Ver | BM735254 .1 GI : 19056587 1 MONOl__17_B03 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 43 : Stop: 621 

GAGGATCTGTCTGAAAGACTATTCATGGACCAGGAAGAAGCGTAAGGACGATCTATGTCATCTTTGTTAC 
AAGTCTTCATGACTGTCAGATTGTAAATACAGATTATTTATTAACTCTGTTCTACCTGGAATCTAGGTTT 
CGTATGGAAAGTACCCGAGAGCAGGTAGT TGGGAT T TATCAGCAAATCTCT CACAAGAAT GGCACAAGGA 
AAACAGCCCAGCGAGCTGCTCTTCACTTTGTGCTTAGCTTGAATGATTTGGGATTCTTTCATTTTTTTCC 
TTTGTTTTGTCTTTTTAAGTGGAATTAGTTGGTTGTCTATTTGCAAGTGTTTCTAGATTGAAAAGCAAGC 
CAGGAGGCCTTCAATACTGTTTTACCCCATCCCTTGTGCCTATTTCCAGGGAGAAGAAAAGCATCTACAC 
TTTTTTTTTTCATTTTTCCAAAAGAGAAAAAAATGACAAAGGTGAAACTTATATACAAATATTACCTCAT 
TTGTTGTGTGACTGAGTAAAGAATTTTTGGATCAAACAGAAAGAGTTTAAGTGTCTAACAAACTTAAAGC 
TACTGTAGTAGGGGGGCCC 

>GBEQ1824 [ Acc | BM735252 j Ver | BM735252 . 1 GI : 19056585 | MONOl_17_B01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop: 619 

GTCCAATTAGAGCAAAGGACAGAGCACTAGAAGCATGTTAAGAAGTGAGGACAGGATGTGAGAGAAGAGC 
AGGTGGCATTGGCTCGAGCAGCACATTTATATTTTTATCAGGAATGTCCCATACCGTATCCGTGTGCGGT 
TGTCCAGAAAACGTAATGAGGATGAAGATTCACCAAACAAACTCTATACGTTGGTTACCTACGTACCTGT 
CACCACTTTCAAAAGTAAGTTTTACTCCGTCCCACAAAGCTGTTTAGAGAAACCACCTTAGCCCTGTTAT 
AGCCTGAATTTATGTGTTCAGCAAATACTTAGTGTGCACCTGTATGCCTGGCATTTATCCAGTAGGAATG 
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TAAGGAACAGGTATAATCAGCAGACCTTGTTTAATTGTCAAGGTGTGGAAGAATGCAAAAGGACACAAAA 
CAAGTCTGTATCTGGGTTGTAAAAAGGTCACATGGAATCCTACTGCTTGCCTAAACCCTTCAAGAAAAGG 
TTTTGGAGTATAAAGTGTGTGGGGCTGGAGGCTGACTGGCTGTCACTTCTTTTACAGATCTACAGACAGT 
CAACGTGGATGAGAACTAACTGCTGATTGTCAAATAAAGTTATAAAACCG 

>GBEQ1825 | Acc | BM735238 1 Ver | BM735238 . 1 GI : 19056571 1 MONO 1_17__C08 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 442 

GCACGAGGTGGGTCGGCCTCTCGCGTCTTCTCTGCAAATGGGCTCTGTGGCCTAGCGTCCCCGTCCCCGC 
CACCAGTGATCGCGCGCCGAGGCGCGCGAGGGGTCGCCGCCGAGGCTTCCGCCGGCCCACAAACAGGAGC 
ATGGCAGCCATCCCCTCCAGCGGCTCGCTCGTGGCCACCCACGACTACTACCGGCGCCGCCTGGGTTCCA 
CTTCCAGCAACAGCTCCTGCGGCAGCGCCGAGTACCCTGGGGAAGCCATCCCCCACCACCCCGGTCTCCC 
CAAGGCCGACCCGGGTCACTGGTGGACGAGCTTCTTTTTTGGGAAGTCCACTCTCCCATTCATGGCCACA 
GTGTTGGAGTCCCCAGAGCACTCGGAGTCCCCCCAGGCCTCCAGCAGCACCATCACGTGTGACCTGCTCC 
AGAAGCCT CGAGGGGGGGCCCG 

>GBEQ1826 | Acc | BM735237 | Ver | BM735237 . 1 GI : 19056570 | MONOl_17__C07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 334 

GCACGAGGCGCAGGGGACCGTCCCGCGATGTGGTTCGAGATTCTCCCCGGGATGGCCGTCATGGCCGTGT 
GCTTGCTCATCCCCGGGGTGGCCACCGCTCGCATCCACAGGTTCACTAACGGGGGCAAGGAAAAAAGAGT 
TGCCCATTATTCATATCAATGGAGTTTGATGGAAAGAGATAGGCGCGTCTCTGGAGTGAATCGTTATTAT 
GTGTCAAAGGGTTTGGAGAACATTGATTAAGGAAGCATTTTCCCGATTGATGAAAAATAACTCAGTTATG 
CTCATCTACCCCTGCTAGAAGGTTATGCAGTGTATTGTGTGTTATGTAGTATCT 

>GBEQ1827 | Acc | BM735235 | Ver | BM735235 .1 GI : 19056568 1 MONOl_17JD08 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 506 

GCACGAGGTGCCGCGGTCCTCAGGAACATCCTCCTGTGCCTCAGTCATGGCTTGTGGTCTGGTCGCCAGC 
AACCTGAATCTCAAACCCGGGGAGTGCCTCCGAGTGCGGGGCGAAGTGGCCCCCGACGCCAAGAGCTTTG 
TGCTGAACCTGGGCAAAGACAGCGACAACCTGTGCCTGCACTTCAACCCTCGCTTCAACATGCACGGGGA 
CGCCAACACCATTGTGTGCAACAGCAAGGATGGTGGGGCCTGGGGGACCGAGCAACGGGAGTCGGCCTTC 
CCCTTCCAGCCTGGAAGTGTCATGGAGGTGTGCATCTCCTTCGACAAGGCAGACCTGACCATCACGCTGC 
CGGATGGCTACTCGTTCAAGTTCCCCAACCGCCTCAACCTGGAGGCCGTCAACTACCTGTCGGCCAACGG 
CGACTTCAAGATCAAGTGTGTGGCCTTTGAGTGAAGCCAGCCAGCCCATGGCCCCCAATAAAGGCAGCTG 
CCTCTGCTCTCCCTGG 

>GBEQ1828 [ Acc | BM735215 | Ver | BM735215 . 1 GI : 1905 654 8 j MON01_JL7_F03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 530 

AGTTCCACACAGAGTTGGAGCGGCTGCCTGCCAAGGACATCCAGACCAATGTCTACATCAAGCATCCCGT 
GTCCCTTGAGCAATACCTGATGGAAGGCAGCTACAACAAAGTGTTCCTGGCCAAAGGCAACATCCCTGCC 
GAGAGCTATACCTTCTTCATCGACATCCTGCTTGACACCATCAGGGATGAGATTGCTGGGTGCATCGAGA 
AGGCCTATGAGAAAATCCTCTTCACTGAGGCCACTCGGATCCTCTTCTTCAACACACCCAAAAAGATGAC 
AGACTACGCCAAGAAGCGAGGGTGGGTCCTGGGCCTCAATAACTACTACAGCTTTGCCAGCCAGCAGCAG 
AAGCCGGAAGATACCACCATCCCCTCCACGGAACTGGCGAAACAGGTCATCGAGTATGCCCGGCAGCTGG 
AGATGATCGTCTGAGCACCCGGGCCCTGGGGGGCAGCTGGTTATTTAAGACCCCTGAGGCCTCGCAGTCC 
CGGGTCACCCGGGTCTCCAATAAAGGTGGATCGACACTC 

>GBEQ1829 | Acc | BM735212 | Ver | BM735212 . 1 GI : 1905 654 5 | MON01_17_F06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 50 : Stop: 241 

GGTGTTCGTGAACAACGACCTAGAGAACGATCTGGTTTCCCTCCCAGAGGTCCAAGACCAGGCAGAGGAG 
ATATTGAACAGAATGAATCTGACAACCGTAGAATAATTCGCTATCCAGTCAGTCATCAACTTTTTGTCGG 
TAGCTTGCCACATGATATCGATGAAAATGAAGTGAAAGAGTTCTTCATGAGT 

>GBEQ1830 |Acc|BM735208lVer|BM735208.1 GI : 19056541 | MONO 1_17__G0 4 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 34 8 

GCACGAGCTCGTGCCGGCAAGATCTCTCTACAGCGGGAGGAGACACCATCGAACCGGTGAGGGCAGATCA 
GAGGCTGAAGGCCTTGGGGAGGCAAGGTCAGAACTCTGGAGATGGGGCCGGCCCAGTGGCGCAGCGGTTA 
AGTTCACACGTTCTGCTTCAGTAGTCCCGGGTTCGCTGGTTTGGATCCCAGGTGCGGACATGGCACCGCC 
TGGCATGCCATGCTGTGGTAGGAGTCCCATATATAAAGTAGAGGAAGATGGGCATGGATGTTAGCTCAGG 
GCCAGTCTTCCTCAGCAAANAAGAGGAGGATTGGTGGCAGAATGTTAGCTCAGGGCTACATCTTCCTC 

>GBEQ1831 |Acc|BM735205|Ver(BM735205.1 GI : 1905 6538 | MON01_17_G07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 28 : Stop : 673 

TCAGGCTGTCATTTTTAATGTTCTTAAAGCAATGAATGTTTGTGTGCAAAACACAGTATTTTTAAGAAGG 
ATAGGCTATAGTTTTTGCTTTTACTCTGAACTAGGTGGGCACATTTCAAAAACTTGGATGAGAAAAAGCT 
TGGGAATTCTAGTGAATATTCAGCAAGACCCTCTTTCAATGTCCAGGGTTCCAATTCCCTCGTTTTTCTT 
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GTCCCCCACCCCCATCCTGCAAGTTATTTCCTGCAAGGAAAACAGGAAACTCATGTTCATCAAAGGTCTA 
GGCTGATTTTTTTTTTTTGGCAACTTATATTTATTATCTATTGGAGTCAATCTTAAATCAGAAGCTTCTT 
CAGAAAAAAATTTAATCTTTAGGCCAGAATATAAGAGTTGGGTGCATTTTTTTTTTATGATTAAGGCCTG 
GTTTCAAGAAATATTACCTGCTCGGCTGGGCTAAATAATGTTGTTGTCACCAGTTAAAGATASATAATTT 
GGGGGAAGGTGT TAAGAGAGT GGGAGTAAAGAAGAGAACAAT T AG GAG GT GGG GAT GGTAAC AC TAG TAA 
AAATCCATAATATTTTAATTTACAGCCAAAACTCTTGATGTATAAGCTTGTATGTATCGATTCAGATGCA 
AAAAAAAAAAAAAAAA 

>GBEQ1832 | Acc | BM735203 | Ver 1 BM735203 . 1 GI : 19056536 | MONOl_17_H01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 181 

GCACGAGCTCGTGCCGGAAAGGCCCCGTGCGCGAGGGCGACGTGCTCACCCTGTTGGAGTCAGAGCGAGA 
GGCCCGGAGGCTGCGCTGAACATGCGGTTGGGTCCTAGATGGAACCGGAGTTCTACCGCTTGGCCCACGG 
GGATGACCTACGACCGTTAATAAAGTGCCGATATTGTATGT 

>GBEQ1833 | Acc 1 BM735193 | Ver | BM735193 .1 GI:19056526| MONOl_17_H08 . gl_A005 Monocytes (MONOl > 
Equus caballus cDNA, mRNA sequence .: Start : 66 : Stop: 647 

GGCCCAGTCTAAGTGGTTTGAAGAGATGGTGACCACCACATTGGAGCTGGAGCGGCTGGAGGTGGAGAGG 
GTAGAGATGATCCGGCAACATCTGTGTCAGTACACACAGCTGCGGCACGAGACGGACATGTTCAACCAAA 
GCACAGTCGAGCCTGTGGACCAACTGCTTCGAAAAGTGGACCCAGCCAAAGACAGGGAGCTGTGGGTCAG 
AGAGCACAAGACGGGCAACATCCGCCCCGTGGACATGGAGATCTAGACGGGCACGTGCAGCCCGGGGGTC 
CTGCCCTTGTCTCTGAGGCCAAAGCCCCCAACTCCCGTGCTGTGCTTGCCACTCCGAGAACAAACTGAGG 
CTGGAACTTTGTGGTCCCTGCTGAGCACCATGGGATCGCCTCCCCATCCAGAGCCAGCTGTGTCACACGC 
TTGTGCCCCTGGAGGCCCCACGGCCCTTCCTCCAGCTGGCCCCCTTGTCTCCAGGGCTTTGGAGGGTCAG 
GGGAAGGAGGTCTCTGTCTCCAAGCCGAGTGTCAGGATCAGATTGTGGATAGAAGGCATGTTCAGCTCAA 
CAAGCCCGCACCCAGAACCCTT 

>GBEQ1834 | Acc | BM73518 6 1 Ver | BM73518 6 . 1 GI : 1905 6519 | MONO 1_16_A01 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 20 : Stop : 519 

ACTGGGACTGAAGACTCAGACGATGCCCTGCTTAAGATGACCATCAGCCAGCAGGAGTTCAGCCGCACTG 
GGCTCCCTGACCTAAGCAGTATGACTGAAGAAGAGCAGATCGCTTATGCCATGCAGATGTCCCTGCAGGG 
CGCAGAGTTCGGCCAGGCGGAATCAGCTGACATTGATGCTAGTTCAGCCATGGACACATCTGAGCCTGCT 
AAGGAGGAGGATGATTATGACGTGATGCAGGATCCTGAGTTCCTTCAGAGTGTCCTGGAGAACCTTCCAG 
GCGTGGATCCCAACAACGAGGCCATTCGAAATGCCATGGGCTCCCTGGCTTCCCAGGCCACCAAGGATAA 
CAAGAAAGACAAGAAGGAGGAGGACAAGAAG T GAGACTGGAGGGAAAGGGT GGCTGAGCC T GCT CAT GGT 
GCTGCATAGGCCGGGGTGGGACATGCAGTTAGATATGTTAACTGGAACCATTACAACCTAAATAAAGCTT 
GGCAACTTTT 

>GBEQ1835 | Acc | BM735183 | Ver i BM735183 . 1 GI : 19056516 [ MONOl_16_A10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 637 

CAATATTTTGTGCCAACCAATGAGATCATTTTAGTAAAACGCTTCTTAAAGTTGAGCCTCAAGAAGAAGG 
CAAAGCATGAAATATT AAGTTAT TAT T TATAT ATT T ATAT AT AT AT TT AT AAGT ATAT TG T T AAGATAAT 
TAT AT TATTATAT T TAT GGCAGTCCT T GTAAT CTC TGAGTGT GACCAGGCAT TATCAATCGCAGT AGACA 
GTGTTTTCCAGGCTGAGTGAGTTTGAGTGAGTTACACTAAGGCACTTTGGTCCCAGTTGTACTTTTCCAT 
TGCCATGAAGCTCTGTATTCTAGTACCTGAGAGCCGAGTAATTATGATAGTAAATTTACATTAATTATGT 
TGTTTGTTTGAGCTGATAATTGGT'CAAAATCTTTCACTCATCTGCCTATAAACTTGCCATGGCATTCTGT 
GTCATTCAATTTCACCTGCTATCAAATACTACTAGCTAAAATGGAATGAACTTAACTTTGGCAACCATGG 
GACAACTGCTATCTAAACTTTCTTTTCTGGAACATAAGCAATGTTCCTTCTAGATTCTAAAAGTTGTGAT 
CAAACCATAGTGTTACAATACTATCAACAATAACATTATCAATCATAATTGAATAAAACTTACAAAAAAT 
TAAATCT 

>GBEQ1836 | Acc | BM735182 | Ver 1 BM735182 . 1 GI : 19056515 | MONOl_16_A09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 481 

GCACGAGCTGAGGCGGCGTGCGGGGTCGTGCGGCCTTTGTCCTCTTCCACCATGGCGTACCGCGGCCAGG 
GCCAGAAGGTGCAGAAGGT GATGGTGCAGCCAAT CAACCT CAT CT TCAGAT ACT T GCAAAACAGAT CT CG 
GATTCAGGTGTGGCTTTATGAGCAAGTGAATATGCGGATAGAGGGCTGCATCATTGGTTTTGATGAGTAT 
ATGAACCTCGTATTAGACGATGCGGAAGAGATTCATTCTAAAACAAAGTCAAGAAAACAACTGGGTCGGA 
T CATGCTAAAAGG AGATAATAT T AC T CT ACTCCAGAGTGT CT CCAACTAGAAAT GCT CGATGAAGT GAGC 
CATTGTTGAGAAGGCAATGCAGTTTGTTTTTAGTGTTCTCTGTTGGAGTGTAGCTGTAAAACAGTTTTGC 
ATATTGTTTTGATTACCCTTATGTATTACCAGATGACAATAAATGCTTTGGGATTGTTTTT 

>GBEQ1837 | Acc | BM735181 1 Ver | BM735181 . 1 GI : 19056514 | MONOl_16_A08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . :.Start : 87 : Stop : 651 

TATTCTTGGACGCTTTTGGTGGAATTTCCCAGACATTTCATCTTCTGCATTGCCAAAATCTGAACATTTC 
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TCATGCATCTCCTGAGTCCCCTTACGTTGTGTTGAGAGGAGCTGGCAGCACTCACGGTGCACCCCCGACG 
TGCAGCCATCTCCCGCGGTCACTGGGCTGCTGGGAGCACTCACGGTGCACCCCCGACGTGCAGCCATCTC 
CCTCGGTCACCGGGCTGCTGGGAGCACTCACGGTGCACCCCCGACGTGCAGCCGTCTCCCTCGGTCACTG 
GGCTGCTGGAGCCTGCGGCCCCTTGGTGGCTCCCGGTGCAGGAGCGTCAGTGTCGGCAGGGGCTGTGCCG 
TCACCCGGTGTCCCCGACTCGCAGACACCGAGGCAGGGAGGTGCGGATCTCCATTTCAAGGTGTCTGTAA 
GCGCTCCTCACGTGATTCACATGCCTCTTTAAACCAGTTCTGTAGACTCTGGGATCAAATGGCTTTTTTC 
CTTTTTGTTTAAATTTGACTATTTTAAAGCTTAATGTATGTATGTTTCTATTTTAAAATAAATTTCTCTG 

GCTGG 

>GBEQ1838 | Acc i BM735180 | Ver | BM735180 . 1 GI : 19056513 | MONOl_16_A07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 44 : Stop : 64 6 

TCTGTTCCCTAGGAATGGTGGTTGGCGCATTCACATCCATAGCTCCTACCAGAAAGCGTGACATCGCCTC 
AGAGGCAGGGAGAGCTCTGATTGCGGGGACCATCGCCTGCTTCATAACTGCCTGCATTGCAGGCATCCTC 
TCCAGTACTCCTGTAGACATCAACTGCCATCACACATTAGAGAACGCCTTCGCCTCCAGCTTATCTCAAA 
ACACAACTGATGTGGTGTCCTGTTGTCAGAGCCTACTGAGCAGCACTGTTGCCAAGGGTCCTGGGGAGGT 
CATCCCAGGAGGGAACCACAGCCTGTCTTCTTTGAAGAACTGCTGTGAATTGTTGAAGCCATCAACACTG 
AACTGCACTTGGATCCCTGATCAACTCTGAGTTCAGCCACTTCTCCAACAGAACTGGATTGTCAAGATCA 
CTGGCTTCAGGCCACAAACTGGAAGATCAGTGATGCCAGAGCCTCAAAGGGAACACCAGGCCACTCTCGG 
TTGAATAGCACGTTGATGAGCCTGCTCCCACACGCTACATAATGGTCCTTTCACTGTGCTGCGTTCTGAG 
AAAATCACTTGGCTTTTCTAAGTCTCCAATAAAAAAGAGTTAC 

>GBEQ1839 | Acc | BM735164 | Ver 1 BM735164 . 1 GI : 19056497 | MONOl_16_C01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 69 : Stop: 335 

TCCCAGATTTGTGCAAAGGCAGTGAGAGATGCCCTGAAGACAGAATTCAAAGCAAATGCCGAGAAGACTT 
TTGGCAGCAGCGTAAAAATTGTGAAAGTGAAAAAGGAATAATTTCCCCTGACTAAAGCTTGACATGCTAC 
ATTTTCAAGGTGAAGATGTATGGGCCCATGTTATGGCAGATTGAAAACGTTCTCGCTTCATGGGGAAAAC 
AAAAAAATCCCTGTCTTGTTAATAGATTGCCAATGCCAATAAAGTGAAGCATGGGTC 

>GBEQ1840 |Acc|BM735163|Ver|BM735163.1 GI : 19056496 | M0N01_16_B11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 116 : Stop : 601 

TGGCATCCTGGCGGGCAGCCACTTCTCTGCCAACTGGATCTTTGCACTGGCTGGTGGAATGTTCCTGTAC 
ATTTCTCTGGCTGATATGTTCCCTGAGATGAATGAGGTCTCCCAAGAGGATGAAAGGAACGGCAGTGCCT 
TGATCCCCTTTGCCATCCAGAACCTGGGCCTCTTGACCGGTTTCACCATCATGCTGCTCCTCACTATGTA 
CTCAGGACAGATCCAGATCGGGTAGGGGCCTGGGCTACGCGTCCCGCGCCCGAGGACTCGGCATCTGCAA 
GGCACCTCGGAAGAGGCGGTTCTGTTAAAAACCGTGACACGGACTGTACTCCTGCATTCAATGTCAGCTG 
TCTCTAAAACGCTCTGTCCTAGGAATAAGCTGCCTGGTAACCAGTCTCTAGGTAGTGCCTCTCTCCCTGT 
CCTCTCCCTCTTGCCCAGAGTGACTCTGGAACCTGAGTGCAGCTGAGAAGACAAGCTTAACTTTTT 

>GBEQ1841 | Acc I BM735155 | Ver j BM7 35155 . 1 GI : 19056488 | MONOl_16_C0 9 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 648 

TGGGAAAAAAAGTGTCCTCTTAATTTTACTTCCCTTAAGCCTAAATGCCTGGACATAGCTATTGTGACAC 
CTTTAAATAAATCTGTTTTGAATGTTTTTTGAGCCCAC2^ACAAATAATGTTTTAAAGTTATCCCCTTGCT 
ACTTTACTGATACCTTTATCATTCCTGGGACAGTCTGCTGATTTTAAAACATGTAGCATTCCATTTGTAT 
TTATTTTTCTCCCTTGCCAAAAAGATTTTCTAGTACTGCTTGAACCAGCCAGGGAAATGCTCCAAAACAC 
TATTCAGATCTCTTGCACTGAGGAACTTATTTTTTTCCCCCATTATTGACTCTGGCTTCCATCAGCCAAG 
CTTACCTTGGTGTGGTTTGGATTTGATAGCTAATTAGTTTTGTGCTGGTTGCGAAGAGTTCATATTGAGA 
TAATTTTTAATATTCAGCAGATTGTCTTCCTTTATATTATATCTTTTTTATGTTGCATGTTGCTTTTGGT 
ATCAGCCTGACTCTTTGCCCAGTATATGATAGTTCTGCTGATGTTTTATTGTTTATTGGTGAACATATCT 
TCATTAAGAGTTTTTGGAAAACTCATCAAACTCAGTAAGTTTTCTTCATAATCCATTTGGAATTATTCCT 
AAT AAAAT GAT AAAAT T G 

>GBEQ1842 | Acc | BM735149 1 Ver ] BM735149 . 1 GI : 19056482 | MONO 1__16_D08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 617 

CGCTGAGTTGGAAATTAAAAGGAAAGAGAGAGAAGCCAAAGAGATGCATGAAAGGAAGCGACAAAGGGAA 
GAAGAGATTGAAGCTCAAGAAAAAGCCAAACGGGAAAGGGAGTGGCAGAAAAACTTTGAGGAAAGTCGAG 
ATGGTCGTGTGGACAGCTGGCGAAACTTCCAAGCAAATACAAAGGGGAAGAAGGAGAAGAAAAATCGGAC 
CTTCCTGAGACCACCAAAAGTAAAAATGGAGCAGCGCGAGTGACCGCGTGGGGTCACAGCCGCAGAACCT 
TCCCCGAGCTGTCTCCCCTCCTGCTTTGAAGGACTCATTCTTTCCTCCCATTTCCACCCCAAGATAGAGT 
AGTATTTGCTTTTTAGTCCATTTTGTTTTCAATACAATTTAATATCGATCAGAGTCATTCTTTTGTACAT 
TGAAATCAGGGGCTTGGTTTAAAAAAAACCTTCCCTGACCCCATACCCCTAAACCAACCAGGATTGGAAG 
GTACCACCGCTGGTGCTGCCTTTCCTTCCCACAGCCTGTAACTTAATGTTTTGTACTTCACTGAATTGTG 
ATGGTTAGAAACTTCGTGTATAGTTTGTGGAAATCATGCAATTAAACATATTGCTT 
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>GBEQ18 4 3 | Acc ] BM7 35147 | Ver 1 BM7 35147 . 1 GI : 19056480 | MONOl_16JD07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 27 : Stop : 635 

GGGCCCCTGATAGGTGCCATCCTACTGCATAAGGAGACTGACGTGACTCAGATGCTCCTGGGGAGTCTGC 
TCAACTGATGGAAACAGAGCAGGAGAAAATAGGGGGACATGTCTCCCACTACACTCCTCTTTCCCTTTCA 
AGCTGTGTGTCTGCAGCTGCCTTCCCCTGGGAGGGGTGGGAAGTGGAGATGGGGTGACAGTGCAGGGGAC 
AATCAGGAATCAGAGGTCGCAGCCTCAGGTCTGTCTGATGCTCGTGTGCTGGTTGGGGATTCTCTGCAGT 
CAGACGCCCAGAGACCTGCAGTCCCACACTGCAAGGCCGTGACACCTGTCTGCCCCGGACCCAGTGGACT 
CCTAAGACAGC T CGAGCAT T TCTTTTGCTAAAAGAT T CAGAAAAGT GTC TCAAGGCAGAATAGAGACTGA 
TTTGGTCTATGCTTAAGATAGTCTCTGTGCCAGAACCATTGATTAAATAAGTGACCCATTTCCCGCTGAA 
CTGGAACATCACATTTATCACATACAACATTTTCGTGCTCCCTGATATCCGTGTCAGGGTTCTCAGTTCT 
GTTCTTGTCTTCTACTTTTCTACTCCTACATGAATAAAATATTGATTCG 

>GBEQ1 8 4 4 | Acc | BM7 3 5 1 4 4 | Ve r | BM7 35144.1 GI:19056477| MONOIJL 6_D0 3 . gl__A0 0 5 Mono cy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 17 : Stop : 607 

TAGATCAAGATAAGTTGCTATCATGTAATTTAACCAATGTAAATATTTTATGGAGTAATGATTTTTCACA 
TATATTTCTTAAGGCACTGTTTATGATTACCTGTCATTGGATTTGCCATTTTTAATAATTTAAATATTGC 
T GCT GC T T T GTAGAT GAT GAGAAGAAAT GT TAAAATGCT T T GT AGAAGGAAATT T T T T CACCT T T GGAAC 
AGAATATATTAGAGTTGCAGGTCACAGCCACCTATGTACATACTAATTACTTGTTAGATACTTATCTGTC 
TTATGCTAAAGTATAGTTTTTGGGAAAAGAATTTTTAAATGAAAAGGTTGTAAAAGTAAAAACTGTAAAT 
GTGTATGTATGATAGAATGATTTCCTGTAAGTGCAGTTTTTCTTTCAACTGAAATTCCTAATTTCTTTTA 
TGTGTAAAATAAT T CAGTCAT T AGTAGAAATAGAATGAT TTCACAATGTATACT AT C T T GC T AGATACTC 
CTAAAGAACACAAT T TTAT AT AAT TT TGAAAT CATGTAT GT T TAAAT TAGAAAACCAAAAATAATCACAA 
AC AT T C T AAGAG ANAAAT AAAT AT AT AAG T T 

>GBEQ18 45 | Acc | BM735143 | Ver | BM735143 . 1 GI : 1905647 6 1 MON01_16_Dll . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 23 : Stop : 662 

CAAGTGGCCAGAT GTACAAAGATAAT CAATGCT GAT T CAGAGGACCCGAAGTACAT TATCAACGT GAAGC 
AGTTTGCCAAGTTCGTGGTGGACCTCAGTGATCAGGTGGCACCTACTGACATTGAAGAAGGGATGAGAGT 
TGGTGTGGACAGAAATAAGTATCAGATTCACATTCCGCTGCCTCCTAAGATTGACCCAACAGTTACCATG 
ATGCAGGTGGAGGAAAAACCTGATGTCACATACAGCGATGTGGGTGGCTGTAAGGAACAGATTGAGAAGC 
TTCGAGAAGTAGTTGAGACCCCGCTACTTCACCCAGAGAGGTTTGTTAACCTTGGCATTGAGCCTCCCAA 
GGGTGTGCTGCTCTTTGGTCCCCCGGGTACAGGCAAGACACTCTGTGCTCGGGCAGTTGCTAACAGGACT 
GATGCTTGCTTCATTCGCGTTATTGGATCTGAGCTTGTACAGAAGTACGTCGGGGAGGGGGCTCGAATGG 
T TCGAGAACTC T T T GAAATGGCC AGAACCAAAAAAGCCT GCC TTATATT C T T TGAT GAAATT GAT GCT AT 
TGGAGGGGCTCGTTTCGACGATGGTGCTGGAGGTGACAACGAAGTGCAGAGAACCATGTGGAACTGATCA 
ACCAGCTGGA 

>GBEQ1846 j Acc | BM735142 | Ver | BM735142 . 1 GI : 19056475 | MONOl_16_E06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 604 

TTGGATTTGGGAAGTATGAGCTGGAAGAGGATGGGAACCCTTCCGGTGAGGATTCCAACTCTTCTTGTGA 
AGTGATGCAGCTAACCTACCTGCCAACCTCTCCTCTGCTGGCAGACTGTACCGTCCCCATTACTGATATC 
AGGGCTTTCACATCGACGCTTAACCTTCTCCCCTACCATAAAATAGTCAAATAAACTGCAGTCTCGTTGG 
CCTGAAATTGTGTATTTAAAAATGTGTGTATATTTTATGAAGTTATACCACTACTGTCTTAGGGCTTCCA 
TTGAATTTTTGCACTGGTATCATAGAATTTTATTTACACCCCCCCGNCCCCCGTTTGTTGTGACTAACAA 
ACCAAGGGTTACTATAGCAGCTGGCAGAGGGAAATTAGCAGGGTGGGCCGTGTGTGACTGAAAAGCTTAC 
AGGAGCAGTCTGAGAAGCCTGGCCTGGCCTCTCTCAGACTGAGAATCCAGTTCTGTATGACAGACTCGAG 
AGGCCCTATGTAACCAGTGTCTTAGTACCTAAATGCTAGGTGCTAAAATACTAATACCTGTTGTTTTTTA 
AGTGTATTTTTAAATAAAGATAGTTCTGTATTGCCCTTC 

>GBEQ1847 | Acc | BM735138 | Ver | BM735138 .1 GI : 19056471 | MONOl_16_E02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 32 : Stop: 661 

GCCTCCTATGTGTACCTGTCCATGTCTTTCTATTTTGATCGCGATGATGTGGCTNTGAAGAACTTTGCCA 
AAT AT TTTCTT C AC C AAT C T CAT GAG GAG AG G GAACAT GCT G AG AAAC T GAT G AAG C T G C AG AAC C AAC G 
AGGCGGCCGGATCTTCCTTCAGGACATCAAGGTGAGCAAAAGATCCTAGGGACATCATGCTTCATCATCT 
CTCTAGCAGTTCTCGGGTGTCAGAGATCACCCAGAGACTGACAGTTGCCCTTAAGCAATGAGGATATATT 
TGGCTTCCGTCTTTTGTGCTTTTTTAGGCCTGCTGTCTAAGCTACAGTAGGCACACAGTAACAGGCAAGG 
AGGTTACATTGGGAATTGTCACCCAGGGAAATGTGGTGGTTCCTTTGGCTGAAGCACAGTGGTTACGTGG 
TAGGTGCTTGCTGACTTGTCATGATTTAATAGGTAGAGACTGCAGATGCATTGACCTAACCATCTCTCGT 
TCAGAAACCAGACCAGGATGACTGGGAGAATGGGCTGAAGGCAATGGAGTGTGCATTACACTCGGAAAAA 
AATGTGAATGAGTCACTATTGGAACTGCACAAACTGGCCACTGACAAAAATGACCCCCACTTGTGTGATT 

>GBEQ1848 1 Acc | BM735137 | Ver | BM735137 . 1 GI : 19056470 j MONOl_16_E01 . gl_A005 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence .: Start : 89 : Stop : 235 

TAAGTCCCTGGGGTGCCCCTTGGGGTGCCCCCCCCCCCACTCCCAGGTTCCCCTTTGGTGTTATGTCAGG 
CATTTTGCAAGGAAAAGCCCCTTGGGGAAAGACGGAAAGGCCAAAAAAAATAATAATAAATTTCCCCTGG 
CGCTCGG 

>GBEQ1849 | Acc | BM735132 | Ver | BM735132 . 1 GI : 190564 65 1 MONOl_16_F01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 41 : Stop : 602 

CTTAGGACTGGAGAAAGAGCCTCAATTAACCACGTTGCCTTTTCCCACTCTAGCCAACCCAGTGGGGCTA 
GACTGTAGAGGCAAAAAGGCCCCCTCTGGGCTGACTTGTGCCATTCTAGACTTTGGACTTGTTTGGTTAG 
AGTGGGAGGGGGTCAGACCAGAGTGCGAGGAGCTCATGGGCTGAGACTCATCTTTCTGGTCCAGTGGGGC 
CAGGTGCCGACCCTGGACTGGGCTGGCCTAGCAGTGGTCCAAAGGCTCCTCAGCCCAGATGGTCAAAGCT 
GGGGCTAGCAAATCTTCACCGGCACCCTCATCTGTAACACCAAGACCTGCCCCAATCCCAGAGTCCAGGC 
AGTATTCTCCCCCATGCCGTCCAACGACCAAAGGCCCTGCCAGGTGTGGGCCGCAGCAGCAGGTGTGTGT 
GAAAGCTATGTGGCGACCCGCGGACTGCAGTGTGCTTAACCAGATCACCTCCCTTCTCTTAGCCCAAGCC 
TGTCCTTTGCACAGCCTCGCACAAACCACATTGCCTGGTGGGGCCCCAGTGTACTTAAATAAAGTCGTTC 
CC 

>GBEQ1850 1 Acc | BM7 35129 | Ver 1 BM735129 . 1 GI : 1905 64 62 | MONOl_16JE10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 632 

CCTGCCCATGGGAACAGAGCACCTGACTGCCCCCACCCTATCCTTGTAGGGCATTGGGTGCTATATGTTC 
CGTATGGATGACTTTGACGTGGTGGATGCCACGATGCATGGCAACGCCGCCCGCTTCATCAACCACTCGT 
GTGAGCCCAACTGCTTCTCTCGAGTCATCCACGTGGAGGGCCAGAAGCATATCGTCATCTTTGCCCTCCG 
CCGCATCCTGCGTGGTGAGGAGCTCACCTATGACTACAAGTTCCCCATCGAGGATGCCAGCAACAAGCTG 
CCCTGCAACTGTGGCGCCAAGCGCTGCCGTCGGTTCCTTAACTGAAGCCGTGGCTGCCCACCACGCCCCC 
GCTGCCATCTTGGCCCTAGCCTCGGGGCTCCCTAGTCCCTCCCAGAGCATCTCACCCCCACCCTCATGTT 
AAGGGTGGATGTGGGCATGCAGGTGGCAAGGGCCCTGCCTCCACCCCTCCAGCCCACCCAGCAATCGCCC 
CCTTTCTGCCCTGGGGGCCCAGGATGTAGATATTGTACAAAGGTTTCTAAATCCCTTCTTTTCTATGCAC 
TTTTTTATTTAAGAGGGTGGGATCCCTGGTGGGAACCCCCCACAATAAAGTCTGTCAATGTTGG 

>GBEQ1851 | Acc | BM735127 I Ver | BM735127 . 1 GI : 190564 60 | MONOl_16_E08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop: 604 

GAAGAAAATGCAGGACCAGGACGAGGACGCCACACTCACCCAGCTGGCCACTGCCTGGGTTAACCTGGCC 
ATGGGTGGTGAGAAGCTGCAGGATGCCTACTACATCTTCCAGGAGATGGCAGACAAGTGCTCGTCCACCC 
TGCTGCTGCTCAACGGGCAGGCAGCCTGCCACATGGCCCAGGGCCGGTGGGAGGCTGCCGAGGGTGTGCT 
GCAGGAGGCGCTGGACAAGGACAGTGGCCACCCAGAGACGCTGATCAACCTCATTGTCCTGTCGCAGCAC 
CTTGGCAAGCCCCCCGAGGTGACAAACCGCTACCTGTCCCAGCTGAAGGACTCCCACAGGTCCCACCCCT 
TCATCAAGGAGTACCAGGCCAAGGAAT^ACGACTTTGACCGGCTGGTGCTGCAGTACGCCCCCAGCGCCTG 
AGGCCCAGATGCACTTCCCAAGCCTGGGGCGGTGAGGCCGGGCCACTCTGCCCTCCCTGTTAGGCACCTG 
CCCTCGACTGCCTGTCCTCTCCTCCTCCTCTCCTCTGCTCTGGCCAGAGGCAGAGGCTGCCCAGCCCCAC 
CCCGTGCTGTCAATAAATGTCTCCACTAGGGTACCCCC 

>GBEQ1 852 | Acc [ BM7 35123 1 Ver | BM7 35123.1 GI:19056456| MONO 1__1 6_F1 0 . gl_A0 0 5 Monocy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 37 4 

GTCCCTGGGATGCCGGCCTCGGCTGGCTAGTTGGGCACCGTGTGCCTGCCCTCCAAGGGCCCCTCCTCTA 
AGCCAATGAGGCCTCGGCCGTGCTCTCTTGGGCCCGAGGCTTCATGTCAGTAAGCAAGATGCTTCTTAAT 
AACCCACCTTCTGTCTCACTCTGXTTGCCTAGCCCGTTGCCCCTGCCGGGGTCAAGGGCCCTGTGCCCCC 
ACCCTTTCTTCCTCCCCCTTCCTCTGTACTTGGAGTCGCCTCGCCCTTCCCCAAGGGTGAGGGGACGCAT 
GTTATGTGTGTACGGGTGTAATGTTAAATATTTTAAGTGGAAAGTCCTTGTCTCCTTAACACATCAATAA 
AGTACAACATGAGCCCCTCT 

>GBEQ1853 | Acc | BM735121 | Ver | BM735121 . 1 GI: 190564 54 | MONOl_16_F08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 621 

CAAGCTCGACACGCTTCAGAAACACTACGTTCCCAAGGAGAGACGGGCCCAGAGGATCCCTATTCCACCC 
CCAAGGAAGACTCGAGCCCAGCTGCTGGATGACATCCTCATTCGCATGCGGGAACCCCGGAATATTACAG 
AGGCTCCACTAGGAGCTGTCCTGCAGCAGCGGACGGAGCAGCGTCTGGTGAACCAGAAGCAGTACCTGGA 
GGCCAAGCGGCTGCTGAAGGAGTTTCGGTTGCGCTACCGGAGGCTGGTACG.CTGCTCGCTACGGACGGTG 
TTCAGGGCCACTGCGCCACCCCCTGCCCACCCGGCACTGAGCGAGGGCCAGCCTAAGTTCGGCCGCTTCC 
TCGAGATCATGGATGAGTTCTGCCAGGAGCCCACGGCAGGTGACTCGAAAGGCTAGGGCTATGCACGGGG 
CCATGCGCACCGCCCAGCGTGGGCCCCACGCCCTCCCAGAGGGCTCTTCGCCCTCCACCGAACCTTGGAG 
CTGGGCCTCTGAGTTTGGCTTGGCCTTGCTCACTGGCCACACAGAATTGGGAGCTCGTCAGGACCTCCCC 
TCCCTGGTCCGGGCAGGACCCGGCGCCTGGCACAGCAGCAATAAAGAGTGGGTGC 

>GBEQ1854 | Acc | BM735117 | Ver I BM735117 .1 GI:19056450| MONOl_16_G0 9 . gl_A005 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 491 

GCACGAGAGCAGGCTGGGCCTGTGACCCTGGGGGCCTCCCATTAGGCCCGTTTCCATGTAGACGTGGAAG 
CTGGGAGCCAAGGTTCTTAAGACGGTTATATCACGGTGGAGGGAAGGAAACGGAGGCGCTGCGCCTTTCC 
CCGCAGAGGGAGGTGGTGAAGTCTGGGAAGGCCGCCACCGAAAGGACACGTGAGCAGAGGTGACACATGC 
GGCCTGTGTGCCATGTGGCTGTGGCGCATGCGTGTTGGCTGTGCGGCCGCCCACCTGTCTGTGCAGTTTA 
AAGCAAGGCTTTAAATTAAAGACTTGGGAGAGGGTCATAAATCCTAAAGGAAGCGTTGAAATAGGGTGTC 
ATGGATTAATTCACCTATGGCTATGGAATTACGATGTAAAACATTATCTTGTCATTGTAGTTTGGTTTTA 
TTTGAAAACCTGACAAAAAAGAAAGTTCCAGGTGTGGAATGTGGAGGTTATCTGTACATCCTGGGGCAGT 

G 

>GBEQ1855 | Acc 1 BM735115 | Ver ) BM7 35115 . 1 GI : 1905644 8 | MONOl_16_G07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 65 : Stop : 426 

TCAGGGAATTGAACAGAGGAGATGAAGGGGACCCCTGGCCTTGGGACCTACCTCACAGAGGAGCAGGAGT 
GGGAGCCGGGGCACCGGCATTGGCCTGGAGGCTGGACAGAAAGCAGGAAATCTTTTTGGATTCCCCATTT 
CTCAGACGACGAGGGAAGGACACATATCCATCCCCTCCACCGCCCCCCACCTCCATCCCGCCCCCCCCAC 
TCCCTCCACCCTGCCACCCCACCCCGCCCCCACATTTGACTTGGCCAACCCGACTGGGTTTTTGGAGCAT 
GGGGTACCTGGGGGTGTGTCCTGCGTGTCTGCCCTGCTGGTCTGCCTAAGTTATTAACTAAAACACGTGT 
TGAGCTGTTCCC 

>GBEQl-856 | Acc | BM735113 | Ver | BM735113 . 1 GI : 19056446 | MONOl_16_G04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 527 

TGGTGGAAACTGGTCTACTCCAAGAACTCTGGGAGTGCGTTTTCCTTGCCGTGGTCACAAGATAATATCC 
AACAAGTCAAAAAGAATTCTTCAAGGTCATGGATATGAGTAGCTCTTGGCCTTAGAGAAAAAAGGAGGAG 
AAACCCAATGCTCATGGCAGCGTGATCAGATTTTCCTGAAATTTAAGCTACTTTAGACACTGAAAGAAAC 
TTAAAAAAATAGCTTCTGTTGAGTAGTTTTATTGCTCTTGAAAATAATTTCTCGAAAGCCCAGGTCAGTA 
AAATTTTACTAGTCAGTCTTCCAAAAAGGCCATAAACCTCATAAACTTCTCTAGGTAAACTGAGAAGAAA 
GTGATTCATCTATCCATAAGTAAGAAGAGAAAATGTGCACTCTTGTGCTAGTGTGAATTGGCTAAGTCTA 
TGTGGCTATGCAGGCCCTGTTTCTGTATTATTTTCACACTCATATTGCTTAAATATTAGATATTAGAGAT 
T GCAAAAAC AC T GT AAT 1* AAAAACAC T T G 

>GBEQ1857 | Acc | BM735102 | Ver | BM735102 .1 GI : 1905 6435 | MONOl_16_H06 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 601 

AGCGCAATCAGCGGCTGGAGGTTGACTACAGCATTGGGCGGGACATCCAGCGCCAGGACCTCAGTGCCAT 
TGCCCGAACCCTGCAAGAGTGGTGTGTGGGCTGTGAGGTAGTGCTGTCAGGCATTGAGGAACAGGTGAGC 
CGTGCCAACCAGCACAAGGAGCAGCAACTGGGCCTGAAGCAGCAGATTGAGAGTGAGGTCGCCAACCTTA 
AAAAAACCATTAAAGTTACAACAGCAGCAGCAGCCGCAGCCACGTCTCAGGACCCTGAGCAACACCTGAC 
TGAGCTGAGGGAACCAGCTCCTGGCACTAACCAGCGCCAGCCCAGCAAGAAAGCCTCAAAGGGCAAGGGG 
CTCCGAGGGAGCGCCAAGATTTGGTCCAAGTCGAACTGAAGGGACTGTCGTCTCTTTCCTGGGGATGTGC 
TTCCCAGCTGCCTGCCTGCCCTTTAGGAGTCCTCAGAGAGCCTTCCTGTGCCCCTGGCCAGCTGATAATC 
CTAGGTTCATGACCCTTCACCTCCCTTCTCCTCTTCCCCACCCCCAAGCATAGATCACACCTTCTCTAGG 
GAGGAGGCAAGTACAAGTGTGTTTTTGTTGGT 

>GBEQ1858 j Acc 1 BM735098 | Ver | BM735098 . 1 GI : 19056431 1 MONO 1__16_H0 9 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 252 

GCACGAGTGCAAGCCCGAACAACAGATGATGTATGCAGGGAGTAAAAACAGGCTGGTGCAGACGGCAGAG 
CTCACAAAGGTGTTTGAAATCCGCACCACTGATGACCTCACCGAGGCCTGGCTCCAAGAGAAGCTGTCTT 
TCTTTCGTTGACCTCTGGGCTAAGGACCTGAATTCGTGATGTCTGAGTTGGGAATTCAGACCCCTAGGAC 
CTCACCATCCCAGACCGTGAAGAAATTAAAATGCAAGAACTC 

>GBEQ1859 | Acc | BM7350 91 1 Ver 1 BM735091 . 1 GI : 19056424 | MONOl_23_A03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 57 : Stop: 647 

GTATCTCGCTGAAGTCAATGTCCACTTGCCCAGGTTCAAGCTGGAAGAGAGCTACGATCTCACCTCCCAT 
CTAGCCCGCCTAGGTGTACAAGACCTCTTTAACAGGGGCAAAGCTGATCTGTCTGGCATGTCAGGGGCCA 
GAGATCTTTTCGTATCGAAAATTATCCACAAATCCTTTGTGGACCTGAATGAGGAGGGTACAGAGGCTGC 
GGCAGCCACAGCAGGCACGATCATGCTTGCCATGCTGATGCCAGAGGAAAATTTCAATGCCGACCATCCA 
TTCATTTTCTTCATTCGGCACAATCCCTCAGCTAACATCCTGTTCTTAGGCAGATTTTCTTCCCCTTAGA 
GAAGGTGGAAGTACAAGGTGAAGCTTAGAGCTTTATTACCTGCTAGTATTATTACCATTACTTTTAATAG 
TGACAGTTTTCATATATCTTTACCAATAAAACTACTATCCAAAAACAAATCTTTAATTTCCTTTGTAAGT 
TCAGCTCTATTGGCTGTTGCACCCCTTAACTTTGGCGTGGGTAGCTATTTTCCTTTTTTATGTTGAAAAA 
ATCTAGTTATTGCTTTTGGATGCATCAAGTT 

>GBEQ1860 JAcc|BM735084 |Ver IBM735084.1 GI : 19056417 j MONO 1_23_B0 6 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 11 : Stop : 614 
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GGCAGCGGCGCGTGGCCACGTGGTTCAACCAGCCGGCGCGTAAGATCCGCAGGCGCAAGGCCCGGCAGGC 
CAAGGCGCGGCGCATCGCCCCGCGGCCGGCGTGCGGCCCGGTCCGGCCCGTCGTGCGCTGCCCCACCGTC 
AGGTACCACACCCGCGTGCGCGCCGGCAGGGGCTTCAGCCTGGAGGAGCTGCGGGTGGCCGGCATCCACA 
AGAAGGTGGCCCGGACCATCGGGATCTCGGTGGACCCCAGGAGGCGGAACAAGTCCACCGAGTCCCTGCA 
GGCCAACGTGCAGCGGCTGAAGGAGTACCGCTCCAAGCTCATCCTCTTCCCCAGGAGGCCCTCGGCCCCC 
AAGAAGGGGGACAGCTCGGCGGAAGAACTCAAATTGGCCACCCA(?CTGACAGGACCGGTTATGCCTATAC 
GGAACGTCTACAAGAAGGAGAAGGCCAGAGCCATCACGGACGAGGAGAAGAACTTCAAGGCCTTCGCCAG 
CCTCCGCATGGCCCGCGCCAACGCCCGGCTCTTTGGCATCCGGGCAAAAAGGGCCAAGGAGGCCGCAGAG 
CAGGATGTGGAAAAGAAAAAATAAAGCCTTGTGGGCAACTTGCG 

>GBEQ1861 |Acc|BM735065|Ver|BM735065.1 GI : 19056398 |MON01_23 C07 . gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 65 : Stop : 57 0 ~ "** 

TTGGATGGGCATTAAACTCTTCAGGCATAATTAATGCAGCCAGAGCCAAGAGGGTGTATTTATTAATGAT 

GTCTCGAGCATCTGTCAATGAAAGCTCAACTGCGTGGAAATACTGGAAACCCACTTAATTTGCAGGAAAG 

ATGCTTTGCCTCGCTTCTCTCAGAGGCTTGGGACTGCAGGAGGTTACGCTGCAGAAGCTTCTTTTATTGT 

ACTTGGGTTCTGCCCTGTTTTTTGAAGTTCTAATTTATAACTGCTGTAGCAGAAGAAAAATTTCTACAAA 

GTGTCTTGGAAATTAACAGACCCAACCATCATCTGATGACTTTATTTCTTATCCCATTCATGTAAAAGTT 

AATAATCAAAATTTTGTTTGTTTAGATTCAAAATCTTTGGTAAAGTCACATGTTAAGGATGACTGAAATA 

ATTCCAAAGGAGCTGTTTGAGTTCTAGAGAAATGCGTTTCAACTAGTATGATATAAAACTGTACAATAAA 

GTGGAAATTTCAATCC 

>GBEQ1862 ] Acc | BM735064 ) Ver | BM735064 . 1 GI : 19056397 | MONOl 23 Dll.gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 645 "~ ~ 

GTGGGAATATTCTTAAACAAAGGAAAACGAAATATGTTTTTCTTGTAATAACGACATTGAATTTTTTCTG 

GCAGGCCCTTGGTCTTAGGCGAGATGACACATTTTCTGTTACAATGCTTGGTCATTGCATTGAGATGTAC 

AT T GGTGAT TCTGAAGCT TAT ATTGGAGCAGACATTAAAGACAAGTTAAAAT GCTAT GACT T TGATGTGC 

ATACGATGAAGACACTGAGAAACATTATTTCACCTCCCTGGGATTTCAGGGAATTTGAAGTAGAGAAACA 

GACTGCGGAAGAGACAGGGCTTGCACCCCTGGAAACCTCAAGGAAAACACCAGATTCCAGACCCTCCTTG 

GAAGAAACCTTTGAAATTGAAATGAATGAAAGTGACATGATGTTAGAGACATCTATGTCAGACCACAGTA 

CGTGATTCCAGATGGGCCCCAGTTCCGTTTGTCGAGAGCAGGTCCGTGTTTCCTCACAGCTTTGTCATGT 

CTTAAGAATTTCCCATTTCTCACCCTGAATTCAGACTATACCTCAGCGTTTAGGAACAGAGACCTGCCTT 

AAGAGACTGGATTGCATGCCTTTGCAACAGATGTTTTCTGATCCTACAAAATAGTTATGTGTCATGGAAT 
AAAGAAGGTAAACC 

>GBEQ1863 | Acc | BM735062 | Ver | BM735062 . 1 GI : 19056395 |MON01_2 3 D09.gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 58 6 _ 

GCACGAGGCGACTGCAGCGGTAGAAGCAGCAATTTATCTGCGCGCGGCCCCAAACTGGGAAGAAGATGCT 

AATTAAAGTGAAGACGCTGACCGGAAAGGAGATTGAGATTGACATTGAACCCACAGACAAGGTGGAGCGA 

ATCAAGGAGCGTGTGGAAGAGAAAGAGGGAATCCCCCCACAGCAGCAGCGGCTTATCTACAGTGGTAAAC 

AGATGAATGATGAGAAGACAGCAGCTGATTACAAGATCCTAGGCGGTTCAGTCCTCCATCTGGTGTTGGC 

TCTGAGAGGAGGCGGTGGTGTTAGGCAGTGATGGACCCTCCCTCCATTTTACCTCCTTACCCTGTCGCTC 

GTAATGAGGCATCATATATCCTCTCACTTTCTGGGACACCAGAGCCACTGCCCCGTCTCATGGATGCCCA 

GTCTTGTGTGTCTACTGGTGGGAGACTGTGAGGGCCCCAGGATGCAGTGTTCCTGGCCCAAAGGGCCCTT 

GCTGGCTACTGGGTTTTAGTTTGCAGTCCTGCGTGCTTCCCTCTGTTATGGCTATGTCCCTGATTGTCAA 

TAAAATTTTCCTGCCTCTTGGAATCT 

>GBEQ1864 | Acc | BM735057 | Ver | BM735057 . 1 GI : 19056390 | MON01_23 D04.gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence Start : 15 : Stop : 610 ~ ~~ 

AGTGCTTGCAGACCGTGCAGGGGATTCACTTCAAGAACATCCAGAGCGTGAAGGTGACGCCGGCGGGCTC 

CCACTGCGCCCAAACCGAAGTCATAGCCACTCTCAAGAATGGACAGGAAGTTTGTCTCAACCCTGAAGCC 

C C C AT GG T T AAG AAAAT GAT C G AAAAG AT G C T AAAC AAG GG C AG C T CC G AC T G AC C AG AGG AAG AAG C T G 

ATCAGTGGCTGTAGCTGAAGTAGGCCCTGCCCTTACAGGAATCAAAGCAATTAGACAGTGAGGTCATTGT 

CAGGGTGGGGGAATATGTGTGTACGTCTATTTTTCTAACTTTTTAAAGGAATGTCAGTTATTCTTTATTG 

AAAT GATT TTATAGTATGAGAAGT GAT T TTATAGTAGTAT AGAAGT GAGAAGTGGT CAACACT TCTCATG 

CTGAAGCTTTCAGAACCACAATGTTCTAAATATCCTTTGGACATTTCATGTCTTCCTTGTAAGGCATAAT 

GCCTTGTTTCCTGTTAATTATGCAATGTTTCTTTATGTCTTAGAACACAGAGCTTTAAATATTTATTGAT 

GTTTTTGCAAAAATAAACATTAAAATAAAGTATTTC 

>GBEQ1865 | Acc | BM735054 1 Ver | BM7 35054 . 1 GI : 19056387 | MON01_23 E06.gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 135 : Stop: 636 ~~ ~ " 

TGGGGTCCTGGCTGGGGACACTGAATGGCTTCAACCTACTGGGTGCGCCTGCCGCGGCCCTGACCGTTTC 
CCCACTCGCAGCCAAGGCTACTGCAGCTGTGGTTGGAGGAGCCCTGACCGTGGGGGCTGTCCCCGTGGTG 
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CTCGGCGCCATGGGCTTCACTGGGGCAGGAATCACCGCCTCGTCCTTAGCGGCCAAGATGATGTCCACGG 
CCGCCATTGCCAACGGGGGTGGAGTTGCGGCCGGCAGCCTGGTGGCCACTCTACAGTCCGTGGGAGCGGC 
TGGACTCTCCCTGTCCTCCAAAGTCATCCTGGGCTCCACTGGGTCTGCCCTTGTGTCCCTCATGGCACCC 
CTGTAATAGCTCCTGCCACTCAGCCCCGCACAGGAGAGGACTGGGTGGGGCCAGCCCTTGCCAGGCAGCG 
AGGGACCAGTCCCGGGTGACGGTGTGCCAAACGTTGCACCCCCAGAAGCAAATAAGGAATAAAATGAGTT 
GTGGCCACCCTT 

>GBEQ18 66 | Acc | BM735035 ) Ver | BM735035 .1 GI : 190563 68 | MONOl_23_F09 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence - : Start : 1 : Stop : 302 

GCACGAGTGTCCATCTGTTTGTCCATCTGCTGAAATGAGAAAAGAAACGTTCATGCACTGATTTAAAACA 
AACCAAAAAAAGAGAAAAAAACAAAAAAAATCCCTCTCTCCTTTCTAGCTGAACAAAAACGTGCAGTTAA 
TATTTGGCGCTTGAAAATGCAGTAGTGACTGTGGAACGAGCCTGTGTGTATATCTGGTAGCTCTCTCTTG 
CTTCGTTTCTCCTTACCAGTATTCTGCCTCACGTTAGCTTCTGTGATGGTTATATTGCCTAGCAAGCACA 
CCCGTGGTTGTGAAAATAGTAT 

>GBEQ1867 | Acc | BM7 35029 | Ver | BM735029 . 1 GI : 19056362 \ MONOl_23_G06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 571 

GCACGAGCCGGACCACAGCTCGCCCCATCCCGGCACCATGAACCGCAGTTTCCAGACCTTTGTCAGTGGC 
GCCCACACTGGTGTCCCCCCGACCTATGAGATGCTCAAGGAGGAGCATGAGGTGTCCGTGCTGGGGGCAC 
TCCGGAGCTCAGCTCCCGTGACGACCACCGTGATCAACATCCACAGTGACACCTCCGTGCCCGACCACAT 
CGTCTGGTCCCTGTTCAACACGCTTTTCACATACTGGTGCTGCTGCCTGGGCTTCGTGGCCTTCGCCTAC 
TCCGTGAAGTCTAGGGACCGGAAGATGGAGGGCGACGTGACTGGGGCCCAGAGCTATGCGTCCACTGCCA 
AGTGCCTGAACATCGCTGCCCTGGTCATGGGCCTCCTCGTGATCATTACATTCTTCATTATTTCTTGCCT 
CTGGCTGACTGATCTTTTTCCACACATTTTAGCGATCATAATGAGTTCCAGAGACTACTAGCAGCCGTGC 
GTGGCCTGTGGCTACCCCAGCCTTCACAGCACTTTATACACACATCTGTCTACACTTGAATTCAATAAAA 
CCGCTGGTTTG 

>GBEQ1868 | Acc ] BM735018 1 Ver | BM735018 . i GI : 19056351 | MONO 1_23_H01 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 5 : Stop : 585 

AGTCCACAGCAGCAGTCAGCCATTTACCACGCGGGGCTCGCGCCAACCCCACCTTCCATGACACCTGCCT 
CCAATACGCAGTCGCCACAAAATAGTTTCCCAGCAGCAC2VACAGACCGTCTTTACGATTCATCCTTCTCA 
TGTTCAGCCGGCATATACCAATCCACCCCACATGGCCCACGTACCTCAGTACAAGCCCACCACCAACAGC 
AGTTGTAAGGCTGCCCTGGAGGAACCGAAAGGCCAAATTCCCTCCTCCCTTCTACTGCTTCTACCAACTG 
GAAGCACAGAAAACTAGAATTTCATTTATTTTGTTTTTAAAAAAATATATGTTGATTTCTTGTAACATCC 
AATAGGAATGCTAACAGTTCACTTGCAGTGGAAGACATTTGGACCGAGTAGAGGCATTTAGGAACTTGTG 
GGCTGTTCCATAATTCCATACGCTGTTTCAGAGTCCCGCAAGTACCCCAGCTCTGCTTGCTGAAACTGGA 
AGTTATTTATTTTTTAATGACCCTCGAAAGTCATGAACACATCAGCTAGCAAAAGAAGTAACAAGAGTGA 
TTCTTGCTGCTATTACCGCTT 

>GBEQ1869 | Acc | BM735017 | Ver 1 BM735017 . 1 GI : 1 9056350 | MON01_23_G12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop: 603 

ACCAAGTCATGATGTGGGGGCTGAGGTAGGAGACAGAGATCTCCCTGAGCATCCTGAGGCAGCGGTGCAT 
TTTTGAGCATCTACAAATGGTTTTACCTAATCTTGCCTGAAGTGGACGAGACGAGAAATGATCTCCTAGA 
GAGGTAGAAATAAAAGCAAATATGGCATCCTTTCTTTCAGACGCAATTGAAAGGTCTTCCCCCCGTCACA 
GGAGGTTACAGCGCCCCCTGTGTTTTAACCAAGCACAAGATGTGGACAAGCTGTGAAGGGAAAGCCTGAG 
TTTACTCTTAGAGTCTTCCCTGGAGGTTGCAGACCTGTCTCCCAGGTTGATGGTTTCTGGTGTGTAATTG 
CTAGTGTTTCTTAAAGGTTTCCCCACTTGTTTTAACTTTGTGAAGTATTCTTTTCTTAATTACACTTGCC 
TTTCAGCAATGGTACATGACCTGGTTCAATGTTTGGTTCTGAACTTATAAACTGATGTGTTTAGGAATCT 
T AACAT AAT T TGACAAGGCCTCAGTAGGGAGCT GTGAATT T C T GTAACAT T TT GATATGT T TTAAT GCAC 
C GAAC T T AG AT C C T G T C AAAAT AAAGC AC T T T T C 

>GBEQ1870 |Acc|BM735016| Ver | BM735016 . 1 GI : 1905634 9 | MONOl_23_H08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 6 : Stop : 582 

CCTCTCCCCTGCTGCACACTTGGGAGACGGGGCTTCCGACCTCATCCTCATCCGGAAATGCTCCAGGTTC 
AACTTTCTGAGGTTTCTCGTCAGGCACACCAACCATCACGACCAGTTTGACTTCACTTTTGTTGAAGTTT 
ATCGAGTCAAGAAATTCCAGTTTACGTCGAGGCACGTGGAGGATGAGGACCGCAACCTCAAGGAGAGGGG 
CAAGAAGCGGTTCGGGCAAATCTGCAGCGACCACCCGCTGTGCTGTTGCACCGTGTCCAACAGTTCCTGG 
AACTGTGACGGGGAGATTCTGAACAGTCCTGCCATCGAGGTCAGGGTCCACTGCCAGCTCGTTCGGCTGT 
TTGCACGAGGAATTGAAGAGAATCCTCAGCCAGAACCACACAGCTGAGACCCGTGGTGCATCGCCCGCCT 
TCCTGCCGCGTCTGGGAAGTGTGACGATTATTTAAGAAGATTACTGCAGACCAATTATGTCGATATACAC 
ATTTAAATTCAGAATTTTACTTTTGATAGTTCAATCTTGATTTTAGAAAAAATACCTTTTGTCAACAATT 
TTGTGGACATATTTGGC 
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>GBEQ1871 |Acc|BM735011|Ver|BM735011.1 GI : 1905 634 4 ( MONO 1_15_A03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 602 

GCACGAGGAAAAAAGGCTTGAATTGTCTGTTGAAAACATCTTCCGAGACTGGCTCGAGAGTTCTGGAATA 
CCACAGGTCGCGAAATGGATTCGAGTGAACCGGAGACCCCGAAAACGAAAACGAAGGGAGACCGAAGAAG 
TGTTTGAGAAGCTTCTTCCAGACCAGCTGGTCTGGCTTCTGGAGTGTCTCTTGGAGCAGAAGACCCTGAA 
GCCCCGAACTCTGCAAAGCCTCGAGAGGACGTACCACCTCCCTGAGCAGGATGCAGAGGTCCGCCATCGG 
TGGTGTGAACTCGTTGTTTVAGCACAGATACACAAAAGCATACAAAGATGTGGAAAGATTCCTTCAGGAGG 
ATCAGGAAAGATCACAGCCAGATTCTCTTTCATACATCTACTCCTGGCCCTGGTGGGCCCAGGATCCGTT 
GACCCTGGACATCAAAGGAAGGATTATGGGGCTGCTGAGGCCATCAGCCGACAGCAGGGGCCACGTCTTG 
GTGCTTCTCTTTCCAGGGGCTGTTCCCAGCAGAGCTCAGGAGAAAGGCGCCTCCTCTCGTCCATGGCCTC 
CGGCCCCGGGATGCCGAGTGCGGGCTGTGGCTCTTCTGTGGG 

>GBEQ1872 | Acc | BM7 35002 1 Ver I BM735002 . 1 GI : 19056335 | MONO 1_15__B0 4 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 296 

GCACGAGGTGGGAAGGAAGCTGGGCTGAAGGAGCAGCGACCATTGTCTCTGTTCAGCCAAGTGTACGAGT 
AGGCTGCCTGCCAAGAGGGGCCTCTCTGCTGCCCGACTGCTGCCTGCTGGCTGACGCACTGCCTCCCAGC 
CTTCCTGCTGGGCCCCCTCCTCCCGTCCGTGCTTGTAACCAGCCCTGGGGCCTGGGACTCCACCAAACGG 
GGCTGGCCCTTGAGGGTCGTGAGGGGTGTCCGACCAGGGCCCAGGGCTGGGCCATGCACCCAATGGGTGC" 
GCAAT AAAT AC AG GC C 

>GBEQ1873 | Acc | BM735001 | Ver | BM735001 . 1 GI : 19056334 | MONO 1_15_B0 8 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 572 

GCACGAGCTAAGTACGCACGGCCGGTACAGTGAAACTGCGAATGGCTCATTAAATCAGTTATGGTTCCTT 
TGGTCGCTCGCTCCTCTCCTACTTGGATAACTGTGGTAATTCTAGAGCTAATACATGCCGACGGGCGCTG 
ACCCCCTTCGCGGGGGGGATGCGTGCATTTATCAGATCAAAACCAACCCGGTCAGCCTCCTCCCGGCCCC 
GGCCGGGGGGCGGGCGCCGGCGGCTTTGGTGACTCTAGATAACCTCGGGCCGATCGCACGCCCCCCGTGG 
CGGCGACGACCCATTCGAACGTCTGCCCTATCAACTTTCGATGGTAGTCGCTGTGCCTACCATGGTGACC 
ACGGGTGACGGGGAATCAGGGTTCGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAG 
GCAGCAGGCGCGCAAATTACCCACTCCCGACCCGGGGAGGTAGTGACGAAAAATAACAATACAGGACTCT 
TTCGAGGCCCTGTAATTGGAATGAGTCCACTCCTGAGTGCTTCGCCCTTGTGTTGCTCATTGGTATAAAT 
AAACTTCCTCTG 

>GBEQ1874 1 Acc 1 BM734 996 1 Ver | BM734 996 . 1 GI : 1905 6329 I M0N01_15__B11 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 39 : Stop: 507 

TTGCTAACCAGGGAACAGACTGGCTGAGGGACAAGAAGCGACTTGCCTAAAGCCACGCAGCAGGTCAGCA 
GCAGAACCAGGAAGGGCCTGGCAGGTCTGCTGACCCCTGGTCCAGGGCATACCACCATATCACACGTGGC 
CTTGTCAGACCCAGTCCTGAGCAGAGAACTGACGCCCCCCACAAACATGATCTGCACGGGCCCACCGTGG 
GGACGCTGCGGCCTCTGGGGGCAGGGCAGCAGTCCCTGGGCTGGCGCCTGTGGGCTGGAGGGCACCGGGC 
CGCATGCAGGGAGCCCCGCAGCTCTGCCTGCAGCCTGTAACCATTCAGCGCAGCCTTGCACGGCTCGGGC 
TCTGCTTAGTGATCACGGTGGGTGGGGGCTGACCTCAGCTTCCAGGGGACTGTCACTGTGGACGCCAAAA 
TGGCATAACTGAGTTAAGGTGATCAAGTGACAAATAAAGCCAATGTTTC 

>GBEQ1875 | Acc | BM734995 ) Ver ) BM7 34 995 .1 GI : 19056328 | MONOl JL5_B10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 120 : Stop: 642 

CTTTCTCCTACCGGTTCTCGGACTTAGATTCAGCCTCCGTAGACTCGGATATGTACGATCTGCCCAAGAA 
GGAGGACGCT T TAG T TTACCAGAGCAAGGGCTATAATGAT GACT ACTATGAGGAGAGTT ACTT GACCACC 
AGGACTTACGGGGAGCCTGAGTCTGTGGGCACGTCCAAGGGCTTCCGCCAGCCCTCACCTTCACTCTCAG 
ACGCTGATACCTTTCACCACCAGATGCGTGATGACAGTCTTTTCTCTTCTGAAGAGGAGGGTAAAGATAG 
GGAGGCAGCCGGCTCAGGCCCTGCGCGCCGTGGTGGGCCTGGGCAGGCCTTCCTCTGAAGCCTCCTGGTC 
CTGCTTGCCTCTGACCCTTAGGACCCAAGAGGGCAAGACCCTTCTCCTGGAGAGGAGAACGTGGTTGTTG 
TCATTGCATGCCTCCTGTTCGTTGTCACCTTGTTGGGGGGGATTAACCAAAGGCCACCCTGACTTTGTTT 
T CAT GGACACACAAT AAAAAG ACC AT TT T T T T T 

>GBEQ1876 } Acc | BM734988 1 Ver ) BM734988 . 1 GI : 1905 6321 1 MONOl_15_C09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 654 

GGGAATAAAAGGGATAATTGGTTCCAGTCACAGGTGTAGTTATTGTGGGTACTTTAAGGTTTGGAGGACT 
TACAAGGCTGTAGTAGAAATGGATATCCCGTGGATATTACATGTTGAACCATGTATATCTATGGAATACT 
CAGTCTCAGTGTGCACACTTTTGGCTACAGCTGCAGAAGTGTTCCTTTAATCGTGACCCAATTTACTCTG 
GATAAGGGCAGAAACGGTTCACATTCCATTATTTGTAAAGTTACCTGCTGTTTGCTTTCATTATTTTTGC 
TACACTCATT TTATT TGTAT T TAAATGT T T TAGGCAACCTAAGAACAAATGTACAAGTAAAGAT GCAGT A 
AAAAT GAATTGCT TGATATCCAT TACTTCAT GT AT AT CGAGCACAAC AGT AAAACAAAAAACCCATGTAT 
TTAACTTTTTTTAGTTTTTTTTGCTTTTGTGATTTTTTTTTTTTTTGATACTTGCCTAACATGCATGTGC 
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TGTAAAAATAGTTAACAGGGAAATAACTTGAGATGATGGCTAGCTTTGTTTAATGTCTTATGAAATTTTC 
AT GAACAAT CCAAGCAT AAT T GT T AAGAACACGT GTAT T AAGTT CAT GTAAGT GGAAT AAAAGT T T T ATG 
AATGGACTTTTCANCT 

>GBEQ1877 j Acc 1 BM734 975 | Ver | BM734975 . 1 GI : 19056308 j MONOl_15_D10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 54 : Stop : 630 

TGAGAAAGTCCTTGCTGGAAA^TCGAAAATTGAGGACTACTTTCCAGAATTTGCTCGCTACACTACTCCT 
GAGGATGCTACTCCCGAGCCCGGAGAGGACCCACGCGTGACCCGGGCCAAGTACTTCATCCGTGACGAAT 
TTCTGAGAATCAGCCCCGCTAGTGGGGACGGGCGCCACTACTGCTACCCCCACTTCACCTGCGCTGTGGT 
CACCGAGAACATCCGCCGGGTGTTCAACGACTGCCGGGACATCATCCAGCGCATGCACCTCCGTCAGTAT 
GAGCTGCTCTAAGAAGGGAACGCCCAGTTTAATTAAAGCCTTAAGCACAATTAATTAAAAGTGAAACGTA 
ATTGTTCACGCAGTTAATCACCCACCATAGGGCATGATTAACAAAGCCACCTTTCCCTTCCCCCTTGAGT 
GATTTGGCGAAACCCCCTGCTCCCTTCAGCTTGGTTAAATATATTCCAAATTTAGAAAGCTTAAGGCGGC 
C T AC AG AAAAAG AAAC AGG C C AC AAAAG TTCCCTCTCTCTTT C AG T AAG T AAC AT AAC AG C AG C AAAC AG 
AAATAAAGAAATAAATG 

>GBEQ187 8 | Acc 1 BM734 972 | Ver | BM734 972 . 1 GI : 1905 6305 | MONOl_15_E07 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop: 659 

T CCAGGGAGAAGAAAAGCATCTACACTT T TTT T T TT CAT T T T TCCAAAAGAGAAAAAAATGACAAAGGT G 
AAAC T TAT ATACAAATAT T ACCTCAT T T GT T GT GTGAC TGAGTAAAGAATT TTT GGATCAAACAGAAAGA 
GTTTAAGTGTCTAACAAACTTAAAGCTACTGTAGTACCTAAAAAAAAAAAGTCAATGTTGTACATAGTAT 
AAAAAT T C T T TGCAGAAAAGT AT T CCCAGTAAGGAAATAGCAT T GAAAT GTTAAATACAT T T TCT GAAAG 
TTATGTTTTTTCTATCATCTTGTATGCCATTGCTTTATTTTTATAAATTATTTTCTCATTGCCATTGGAA 
TAGATATCTCAGATTGTGTAGATATGCTATTTAAATAATTTATCAGGAAATACTGCCTGTAGAGTTAGTA 
TTTCTATTTTTATAAAATGTTTGCACACTGAATTGAAGAATTGTTGGTTTCTTTTTTGTTTTTGATTTGT 
TTTTTGCTTGTTACCCACCCCCCCGTTTTTACTATTTGCCAATACCTTTTTCTAGGAATGTGCTTTTTGT 
GTACACATTTTTATCCATTTTACATTCTAAAGCAGTGTAAGTTGTATATTACTGTTTCTTATGTACAAGG 
AAC AAC AAT AAAT CAT AT G GAAAT T TAT 

>GBEQ1879 | Acc [ BM734969 | Ver | BM734 969 . 1 GI : 19056302 | MONO 1_15_F0 6 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 416 

GCACGAGTTTCAGAGCCTTGATACAAAGCATGCTTGAAAAATGTGATCGGTTTCTCTGGTCTCAGCAGGC 
CTAGTGGAAGAACATTCAGCAGGATGTCATGACGTTTTGAGAAAAACTGAATCATGCTCCTGAACCTTCT 
GAACGCATTTGTCATTGATGGAAAGGCACTACTTGACAACCCTGCCACCTTATGGGAGTGCTTGTGTCAT 
TGTCTGTCACCTCGACATTCGTGGCTCTATCTGTGACTGCAGTGTTTCTCAACCAGAGTTGAATTTTGAA 
AGACATCAGCCCTTGTCTGCTGAAGTGAAGTGTTCCAGAATCAGAATGTGAATGTTCACAGCTATATAGT 
CCTTATTCTTTTTTTTTTTTTCTTTTGAGGATTGGCAGCAGATGCAGCTCAGGGCTAATCTTCCTC 

>GBEQ1880 | Acc | BM734962 1 Ver | BM734 962 . 1 GI : 19056295 | MONOl_15_G03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 37 : Stop : 532 

AACAGAAT T TT CACT TT GAAT CTGT CT GCACCAT T TAT T AGTCAGT TCT TCAAAGAATCAT TGAT GAAAG 
TTATGCCTTATGTTGACATACTTTTTGGAAATGAGACGGAAGCTGCCACTTTTGCTAGAGAGCAAGGCTT 
TGAGACT GAAGACATTAAAGAGATAGCCAGAAAGACACAGGCT CT GCCAAAGGT GAAC TCGAAGAGGCAG 
CGAATCGTGATTTTCACCCAAGGGAGAGATGACACCATAATGGCTACAGGAAGTGAAGTCACGGCTTTTC 
CTGTCTTGGATCAAAACCAGAAAGAAATTGTTGATACCAATGGAGCTGGAGATGCATTTGTTGGAGGTTT 
TCTGTCTCAACTGGTCTCTGACAAGCCCCTGACTGAATGCATTCGTGCTGGCCACTATGCAGCAAGTGTC 
AT AAT TAGACGGAC T GGAT GCACCTT TCCT GAGAAACCAGACT TCCACTGATGGAAAAGCAAGAAACCCA 
AGCCNC 

>GBEQ1881 | Acc | BM734952 1 Ver 1 BM734 952 .1 GI : 19056285 | MON01_15 JH07 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop: 649 

AATTGACTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGTTTGGATGCATCTACTCAAACCACCCAT 
GAACTCACCATTCCAAATAACTTAATTGGCTGCATAATCGGGCGCCAAGGCGCCAACATTAATGAGATCC 
GCCAGATGTCCGGGGCCCAGATCAAAATTGCCAATCCAGTGGAAGGCTCTTCTGGTAGGCAGGTTACTAT 
CACTGGCTCTGCTGCCAGTATTAGTCTGGCCCAATATCTAATCAATGCCAGGCTTTCTTCTGAGAAGGGC 
ATGGGGTGCAGCTAGAACAGTGTAGGTTCACTCATAACGCCTTTCTGCTGTTTTCCCATGATCCAACTGT 
GTAATTTCTGGTCAGTGATTCCAGGTTTTAAATAATTTGTAAGTGTTCAGTTTCTACACAACTTTATCAT 
CCGCTAAGAATTTAAAAAATCACATTCTCTGTTCAGCTGTTAATGCTGGGATCCATATTTAGTTTTATAA 
GCTTTTCCCTGTTTTTAGTTTTGTTTTGGGTTTTTTGGCTCATGAATTTTATTTCTGTTTGTCGATAAGA 
AATGTAAGAGTGGAATGTTAATAAATTTCAGTTTAGTTCTGTAATGTCAGGAATTTAAAAAATTAAAAAA 
TGGATTGGTT 

>GBEQ1882 j Acc | BM7 34 948 | Ver | BM73494 8 . 1 GI : 19056281 | M0N01_15_H11 . gl_A005 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence. : Start : 14 : Stop: 540 

CAAATTTGGGATCTGGTATTTTACTTTTGAAGTCTGTAAATTGTGTTAGTCATAGATTTGGTCTCCTGTT 
GCATTCCTGGATGTAGGAAGAATTATTTTAAGGGTACAACTGTGAGGGTTATTGTACAAGAGATCTCCTT 
TGTGATGAAGGAAGAGTGTTCTCAGAGTAAGGTTATATTATTCTCACTTTATGCTTGACTTTAGTCCTAT 
GCTTTAATTTTGTTTGTAAGGAACTCTCTCTTGGTTTGGTCATATTATTTCACAACGGTCATTTGTTTTC 
AAGGTCAAGACTACGGGCAAGTTGTTACTAGTGTTGTAGCCTGTTGGTACTTATAGTACCAGTGTCCTGG 
AACACAGCATAATGTTTTGGAGTATTGTACATGCGTCGTTGTGTTTTTAATATGGGACGATTTATTTGAG 
CAATAATACCTTGATCTTCTATGATTTTCTTTCTATAGAATTGTACTTATTCCCAAGAATACAGTTCTCT 
TTAT GT ATACACAGCATC TAAAACCAATAAACAT T TG 

>GBEQ1883 I Acc | BM734 94 6 | Ver | BM734 94 6 . 1 GI : 1905 627 9 | MONOl_14_A01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 34 : Stop: 5 97 

GCTCGCACAAGAAGGGCGCCGCCCCCAGAAAGGACAAAGGCAGCAAGGCTAAGAAGGTAGCGGCCGCTGG 
GGGCAAGAAGGTGAAGAAGGCGGCCAAGCCCAGTGTCCCCAAAGTGCCCAAGGGCCGCAAGTGAGCGCGC 
CAGCCTGGGCCTCCCCGGTGTTTGGTTTTTCTACTCCAGCGTATGTAGGTTTTGTACGTTTACTGCGGCC 
CGGGCCGCCGCGCCTGCTCTGAGCCGCGGGCAGGGGCCTCGGGCCTGCTCCATCCCTTCTCCAGCTCCCA 
TCCCCCGCCGATGTAGCCTTTTTTTGTTGTTTGCTTTAGATTTTTGAAACGGCCCTGGCGGCGCCCCTAT 
TGGCTCTCGCCCTTGGCAACGGGTGTTGCTATGGTTACCAGCCCCTAGGCGCCAATGGCCATGGCCGCGC 
CTGCCCATCCGGGCCGCTCTTTCCAGCTCCCCACCCTCCCTGCTTTCGGGTGAGCGACAAGCAATCGCTC 
GTGGTGCGCGGCTGCCCGGGCCTTGTCTCCATTCCGTCGGCCTTTTGGGGGTCACAATAAATGGTTTAAC 
CCTT 

>GBEQ1 8 84 | Acc | BM7 3 4 9 4 2 | Ver | BM7 34942.1 GI:19056275j MONO 1_1 4_A0 4 . gl_A0 0 5 Monocy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 484 

GCACGAGCTGAGTAGAAGGAGCATATTCTCAGGAGAATGGAACTCTGCCCACCACACCAAACATAAGGCC 
ACTGGGAATATCTGCACCTGCAAACCAGCCCAGCCTTCTAGGGAGAGAGCGGGCCTCCTCATCTCCTTCA 
TCATGAACTGGCACATGATAATCTCCGGGCTTATCGTAGTGGTGCTTAAAATTGTTGGAATGACCTTATT 
TCTGCTTTATTTCCCACAGATTTTTGCCAAAAGTAATGTCGGCTTCATTCCCACAGAGAACTACAGAACA 
GTTGTGAGCAGCTAATTTGGTAAAGTGGTCTTTGACCACAAACGACAAATAACTGAGCCACTGAGGAGAA 
GTCTGACCAGCCTCTGAAACCACTGAAGCTGCCTGCTCAGACAACCAGTGTTCCCAGGAAAAATGAGGCC 
TCTTGGAGGCCTATGAATTCCCCTATTTATATTTAAAGAAATAAATGTACTCTTCTTTGCCCTT 

>GBEQ1885 j Acc | BM734 94 0 | Ver | BM73494 0 . 1 GI : 19056273 | MONOl_14_A10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 11 : Stop : 575 

CACNCCCCGGCCACCACCAACAGCACAAATCCCAGCCCTCAAGGCAGCCACTCGGCTATCGGCTTGTCGG 
GCCTGAACCCCAGCACGGGCCCTGGCCTCTGGTGGAACTCTGCCTCTTACCAGCCTTGATGGCAGCGGGA 
ACCTGGTGCTGGGGGCGGCCAGCGCGGCCCCGGGGAGCCCCGGCCTGGTGACCTCGCCACTTTTCTTGAA 
TCACGCTGGGCTGCCCCTGCTCAGTGCCCCGCCTGGCGTGGGCCTGGTCTCGGCAGCCGCTGCAGCTGTG 
GCGGCTTCCATCTCCAGCAAGTCTCCTGGCCTCTCCTCGT.CCTCCTCCTCGTCCTCCTCCTCCTCCTCCA 
CCTGCAGCGAGGTGGCAGCACAGACCCCTGGAGGCCCTGGGGGGCCCGAGGCAGGGTCCAAGTCCGAGTG 
AGGGCCCACCATGCCTCCCCTCCTACTCCTCTGACCCCCACCTCGGTACCCCGCCTGGAAAGAGGGCGAG 
GAAGCCAGCGGTGGGGGTGCAGAGGGTCCTTGGAGCAGGAGAGACAAGGGAGGAAAGACCAAAAAAAAAC 
CAACC 

>GBEQ188 6 | Acc | BM734 936 | Ver | BM734 936. 1 GI : 19056269 | MON01_14_A12 . gl_A005 Monocyte's (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 4 99 

GCACGAGTAAGCCCCTCTCAGCTGAGGCAAGCGAGCCTCGAATTAACCGTCTGGGACCAGGCCATCTTTG 
GTGCGAACGACCGCTTGCTGGGAGGAGCCAGGCTCGGGGCCAAGGAAGATCCAGCTGGCGGTGCTGACGC 
ATGCT CACAGT CAAAGCT TCAATGGCAGAAAGTTCT T T CCAGCCCCAATT TATGGACAGACATGACACTC 
ATCCTGCACTGACGCGGAAGTTCCAGTTTGCAGTGGGTGTTTCAAGGGCTGCGTGCCTGAAGGTGGGCTG 
AAGGACTGGGTGTGGACGCACGGCTGGAAAAGGCCCTCTGCACTGTAAACACTGTCCATCTAGTTGTCAT 
GTAGCTAAAACGTTCTTCTTTATCCCTCTGTGTATAGTTAAGTTAAACAGAGCAATTATTATGTTATATA 
AGTAAGACTCAGGTTGGTTACCTGTGCTTTGAGAGATGTGGAAAATGGCCAGATTTCAATAAACGTTCAA 
GTTACTTTC 

>GBEQ1887 | Acc | BM734 933 j Ver | BM734 933 . 1 GI : 19056266 I MONOl_14_B05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 507 

GCACGAGGTGGGACATTTCCTCGGCCACGCCAGCCCCCAGCAGGAAGGTGGGTCCACGCCAGCCCCCAGC 
AGGAAGGTGGGTCCAAATCCAGCACCATGACGGAACTGGAGACAGCCATGAGCATGATCATCGACGTCTT 
TGCCCGGTACTCGGGTGCCGAGGGCAGCAAGCAGAGCCTGACCAAGGGGGAGCTGAAGACGCTCATGGAG 
AAGGAGCTCCCGGGCTTCCTGCAGACCGGAAGGAACAAGGGTGCCGTGGACAAACTGCTCAAGGACCTGG 
ACGCCAACGGAGACGCCGAGGTGGACTTCAGCGAGTTCATCGTGTTTGTGGCCGCGCTCACGTCTACCTG 



866 



WO 2005/067649 



PCT/US2005/000517 



CCACAAGTACTTCCAGCAGGGGGGCGCCAA.GTGAGGCCCCGCAGCCCCAGGTGCCTGCAGGGGCCGGGTG 
GGCCCCTGGCGTCCAGAAAGCTCTTGTTGGCAGTCGTTTCCCTGGGCGGAGCCGGCTGATGGCCCTCTGA 
TTAATAAAATGCTTGTG 

>GBEQ188 8 | Acc I BM734 932 | Ver | BM7 34 932 . 1 GI : 19056265 | MONOl_14_B09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 650 

TCTAAGTTCTGTTGAGTTTTCCAAACTCTTCCAACGCGAGGGTCTCACACTGTGAACCACTGAGGATGTG 
ATCACTTCAAGTGGCTGGGAATGTCGACTGTCTTTGGTTCCTTCATTTCAAAAAGTATCTATTTGAAAAT 
CCTCAGAGTTGTGCGTATCTCTGACAGTGCAGGATCTGTGCATAAAACTTTCTTTTCTATGCGATTCGCC 
AAGAGCCGGTGTCCAGGCACGCTCTTGGTAGCACACATTTTTTTCCTTGCTTAGAAAATTGTTCTCGTCA 
TTCTTTTCCGTCTGTGAGCACTAAAATGAGTTAGGCCTTCAAGGAAGACAGCACTCCCCTGAAATGCCTG 
TCTTTTTCCTGTTGCCGAAATAGCTGGTCCTTTTTCGGGAATTAGATGTATGGTGTGTTGTATGTAAACA 
TTTCTTGTAGGTGTCACCATGGACAAAGATGTATTTTCTATTTATTTATTATATATGCACTTGGAGAAGT 
CATCGTCAGAGAAACGGAGCATTCTCTCAATGTCATGTCTGGGGATGTCCTTTGGGTCACGTGAAGGCAT 
CTGCCCTGAGGCTGCTGCCTGCGGCGGGGATAACTGGCTCTGATCTGGAAAATCTTGCCGTATCATAGTA 
AACATACAAAGAATTCCTC 

>GBEQ1889 | Acc I-BM734 929 | Ver | BM734 929 . 1 GI : 1905 6262 | MONOl_14__B10 . gl_A005 Monocytes (MONOl) 
Equus ' caballus cDNA, mRNA sequence .: Start : 5 : Stop : 615 

GCAT CGAACAGAAAACGGAGAGGAAC GAGAAGAAGCAGCAGAT GGGCAGGGAGTACCGCGAGAAGATAGA 
GGCGGAACTGCAGGATATCTGCAATGATGTTCTGGAGCTGTTGGACAAATATCTTATTCCCAATGCTACA 
CAACCAGAAAGTAAGGTGTTCTACTTGAAAATGAAAGGAGATTACTTTAGATATCTTTCTGAGGTGGCAT 
CTGGAGACAATAAACAAACCACTGTGTCGAACTCCCAGCAGGCTTACCAGGAAGCGTTTGAAATTAGTAA 
GAAAGAAATGCAGCCCACACACCCGATTCGACTCGGCCTGGCACTCAATTTCTCGGTCTTTTACTATGAG 
ATTCTAAACTCTCCTGAAAAGGCTTGCAGCCTGGCGAAAACGGCATTCGATGAAGCGATTGCTGAATTGG 
ATACACTGAATGAAGAGTCTTACAAAGACAGCACCCTGATCATGCAGTTGCTTAGGGACAATCTCACTCT 
GTGGACGTCGGAAAACCAGGGAGATGAAGGAGATGCTGGGGAAGGAGAGAACTAATATCTTTCGTGCTTC 
GTGATCTGTTCAGTGTCACTCTGTACCCTCCACAATATATCCCTTTGTGCG 

>GBEQ18 90 | Acc | BM7 34 9261 Ver | BM7 34 926.1 GI : 1905 6259 | MONO 1_14_B12 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 430 

GCACGAGGCCTTTTGTGCCCGCCGCACATCAGTTCTTCCTTCTCAGTGGTTGGCTGCCCTACTGGGGGAC 
CAGTCATAAAGGAGGATTGTGACTTCCTCCAGGTGTCTCTAAGGACTACAGTGCCCTGGAGAGTCGTAAA 
TCACCCCACTTGGAATGGCATCTTGCATGTCTGGAAAAGGGCTCCATTTGGCTCCAACCCACCCCCTTCC 
ACCCAAGTGATGCAACTTCACTTCCTCGAGCATACTCTCCAGCGAACGCAAGAACGCTCTCTCTCCAAAG 
GATGCACCTTTCTTCCAGCTGCTTGTTTCCCCTTAAGCCAGTACACAGAATTAAAGGGGGAAGATGGCAA 
ACATTTTCTGGGACCTGTCCAATATATGTATTCTTTGACATTTTTTATTTGGTTATAAAACAATAAAAGG 
TGTAAACTTT 

>GBEQ18 91 | Acc | BM734 924 | Ver | BM734 924 . 1 GI : 1905 6257 | MON01_14_C03 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 12 : Stop : 595 

TCCCCGACCAGAAACAGCTTCACTACACAGAGAAGCTGCTGCAGCACGTGGCCCCTGGCCTGCAGCTGGA 
GCTCCGGGGGCCTGGGCTGTGGGCCCGGCGCCTGGGCAAGTGCAAGGTCTTCTGGGAGGTGGGAGGCCCC 
CTGGGCTCTGCCAGCCCCTCTAGCCCGGGCCGCCTGCTGCCCAGGAACTGCGACACTCCCATCTTCGACT 
TCAGCACCTTCTTCCGAGAGCTTGTGGAGTTCCGGGCTCGCCAGCGCCAGGGCTCCCCACACTACACCAT 
CTACCTGGCCTTTGGGCAAGACCTGTCAGCCAGGAGACCCAAGGAGAAGAGCCTGGTCCTGGTGAAGCTG 
GAGCCGTGGCTGTGCCGGGCGCACCTGGAGGGTGTGCAGCGTGAAGGCGTGTCCTCCCTGGACAGCGGCA 
GCCTAGGCCTCTGCCTGTCCAGCTCCAACAGCCTCTACAACGACCTCGAGCATTTCCTTGACCACTTCTT 
CATGGAGGTGGAGCAGCCCGCCTAGGCCTGGGGCCCGGACCCCACCCTGATCCAATAAAGAAAACCCGAA 
AACCTGTAAAAAAAAAAAAAAAAA 

>GBEQ1892 | Acc j BM734923 | Ver | BM734 923 . 1 GI : 19056256 | MONO 1_14_C0 7 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 12 : Stop : 654 

TT TGAAAACTCAT T T TAGGT AGATATGAAT TTCATTGT TAGT TTAACT TGT T TCAGAGTC T ATAAAGTAT 
TATGATTATTGATTACCACATCAGCTCTCATGAAGAAAGGGGGTGTGGAGTAGCACATCCTGGTAGTGGA 
GGCCTGGTTGGTGCCCAGTTAGCCTCAGCGGGGCTTGGAAACCCCCTGAAAGAGGAGGTGCAGTGAATTG 
TGTAGGAGAGGATGTCTTTGGCCAGAATTTAAAGTTAGACCTACTTTCCCAAATTTTGTCACTTCTTACA 
TTGCAGATGATTTTCAGTGCTGCCCAGTGATAATCCCACCAAACAAGATCTTCTCATAAAACTCTTCAGC 
TCCTTCCATGTAACTCCCCTAAAATATCTAAATGTTTCATAATTGGAGAGTCTGTGACCCAGTTACTATG 
CATCTCACAGGAAAATTGGACTGTATATAACTAATAACCAAAGACCACATGTTTTGACTAAGTATGACGT 
ATATATATACATGATAATCACTCAGCATTTATATATACATGTATACTCTCTAAGCAAATAATTAAGTTGA 
AAAAAGTAT TAACAT AT AT ACT T TGTACT T TGAAATAT TT T C T TTGT TAAAAAACAATAGTATCAAT AAA 
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T G G AC CAT T TAT C 

>GBEQ1893 [ Acc | BM734 919 1 Ver | BM734919 . 1 GI : 19056252 I MONOl_14_C08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 573 

GCACGAGCGGCTCCGGACGCAGCAGCTGCCGAGATGTTGATGCCCAAGAAGAACCGGATTGCCATTTATG 
AACTCCTTTTCAAGGAGGGAGTGATGGTGGCCAAGAAGGACGTCCACATGCCCAAACACCCCGAGCTGGC 
AGACAAGAACGTGCCCAATCTTCACGTCATGAAGGCCATGCAGTCTCTCAAATCCCGAGGCTACGTGAAG 
GAACAGTTTGCTTGGAGACATTTCTACTGGTACCTTACCAACGAGGGTATCCAGTATCTCCGGGATTACC 
TCCACCTGCCCCCTGAGATCGTGCCTGCCACCCTGCGCCGGAGCCGTCCTGAGACCGGCAGGCCACGGCC 
CAAAGGTCTGGAGGGAGAGCGACCCGCAAGACTCACACGAGGGGAAGCCGACAGAGACACCTACAGACGA 
AGCGCTGTGCCCCCTGGTGCTGACAAGAAAGCTGAGGCCGGGGCTGGGTCAGCAACTGAATTCCAGTTTA 
GAGGCGGATTTGGTCGTGGACGTGGTCAGCCACCTCAGTAAAGTTGGAGATTGCTTTGTGTTGAATAAAC 
TTGTAGCTAGAAG 

>GBEQ1894 | Acc ] BM734 918 | Ver | BM734 918 . 1 GI : 19056251 | MON01_14_C12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 663 

AAAGTAGAGTTTAATATTCGCAAACCAAATGAAGGTGCTGATGGGCAGTGGAAGAAAGGATTTGTTCTGC 
ATAAGTCCAAGAGTGAAGAGGCTCATGCTGACGAGTCAGTTATGGACCATCATTTCCGAAAGCCAGCAAA 
CGATATAACGTCTCAGCTGGAGATCAACTTTGGAGACCTTGGCCGCCCAGGACGTGGTGGCAGGGGAGGA 
CGAGGTGGCCGTGGACGTGGTGGACGTCCAAACCGTGGCAGCAGGACTGACAAGTCAAGTGCTTCTGCTC 
CTGATGTAGACGACCCAGAGGCCTTCCCAGCTCTGGCTTAACTGGATGCCATAGAGAACCCTGCTTCCTT 
TGGGCCCTCCTCTCTGAAGTTTTGCATGCTTAAGGATCCCAAACGACTAAGAAATTTAAAAAAAAAAGAC 
TGTCATTCATACCATTCACACCTAAAGACTGAATTTTATCTGTTTTGAAAATGAACTTCTCTCGCTACAC 
AGAAGTAACAAT AT GGTAGTCAGT T T TGTAT T TAGAAAT GTAT TGGT AGCAGGGATGT TT T CAT AAT T T T 
CAGAGATTAT GCAT T CTTCATGAATACT T T TGT AT TGCT GCT T GCAAATAT GCATT T CCAAACT TGAAAT 
ATAGGTGTGAACAGTGTGTACCAGTTT 

>GBEQ18 95 | Acc | BM734 911 | Ver | BM734911 . 1 GI : 1905 6244 | MONOl_14_D02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 15 : Stop : 612 

GGACGCGAGGAGGAATCAGGTCCAAACTAAGTCAGTGCCATAAGATGAAAGGAATTTCTAGATACTGTTT 
TATGCCTCTCAAACTCCAAAAGCATCTATGACCCTGTCTCCTGAGAGCTCAGAACTGTCGCCCTTGTGAT 
ACCTTTGCAAAAGGGTTGAAGGAAAGGAGAGAGTGAGACTGTAGGGCTTGTTTTCATTGTCTTCAGTGTT 
TTTTGCTGTTGGAATAAGAAGGGTCCAGCCAGACAGGACCCAAATGAGGCTGCTTAGGGATAGTGGATAA 
CTTGCCCGAGGGTTATTGGCCCTTGCGGCAGAGAACAGATCCCAAACCGTGTCCTTCTAGCTGGGATGTT 
GCACCTGTAAGTCCGTCATCTCCACGTGCCTCCTTGAGTTCAGTGCATCTGGCCAACGGTCCTGCTGACT 
GGACAGCACCTCCAGCTCCCTGCTTCAGCCGTGGTGACGCCCTCCGGAGGTATCCAGCGTTTCAGTCGAG 
GGGCGGTGTTCTGTGGCAGAAACTCAACTCTGGCTGCCTGGTTCGCTGTGGTTATCTCATGTCTCCTTTT 
CTGTCTTAGATGGTTTTCATTAAACTCAGCACTTGATT 

>GBEQ1896 j Acc | BM734907 | Ver 1 BM734907 . 1 GI : 19056240 | MON01_14_DO 7 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, > mRNA sequence .: Start : 4 : Stop: 614 

CGAGTGCCTTCGGCCCACCTGCAGGAGCCTGGAGTGTGGGGGGGTGGGGATGAGTCTGTCAAGCACAATC 
GTTCGTTGTCCCAGTGGAACCAAAGAAAGGAGGAGCCGGGCCCCCAGCCCTGGCCCCGCCAGGAGCACAA 
GCCGCACAAGCCGGGGCCCTGCAGCTGCGGCCACAGAGGAGGAGGCAGGAAAGGGTCTCTTCTCGCCCTG 
CAGGGGGCTGGGGGCTGAGCACTGAGCGATGAGCAGTAGGTCCTGCTGAGGGGGTGGGGCCCATTGCTCT 
CCAAGCTTAGAGCTGTTGTAAAGATAACGTCGGGGGAGGGAGAGCCACCTGGTACTTGTACACCCTGCCC 
CTTCTTTGTTCTGAAATTCCGTCCCCCTCTGCTTTTGGGGGAATGCAACATTTTTCCTTTTCCTTCTCAC 
TTTTGCATGTTTTTACTGATCGTTCAATATGCTAACCGTTCTCAGCCCTGAGCCTTGAAGAGGAGGGCCT 
CGACGCCTCCAGTCAGACTTAGGTGCTCTCTGGAGATGAAACTCTTAAATGCTTTGTATATTTTCTCAGT 
TAGATCTCTTTTCAGAAGTGTCTGTAGAACAATAAAAATCTTTGACTTCTG 

>GBEQ1897 | Acc | BM734901 1 Ver [ BM734901 . 1 GI : 19056234 | MONO 1_14__E0 8 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 33 : Stop : 645 

TTCACGCAGTTCCGGGCGGAGGTGCGCGGCGCCGAGGTCGAGTACGGCATGGCCTACTCGAAAGCTGCGT 
TTGAAAAAGAGAGCGATGTTCCCCTGCAAAGCGAGGAATTCGAGGTGACCAAAACAGCAGTGTCCCACAG 
GCCCGGCGCCTTCAAGTCCGAGCTCTCCAAGCTGGTGATCGTGGCCAAGGCATCGCGCAGCGAGCTGTGA 
CCGGCGCCCCGCCAAGGCGACTTCTCGTCTCTGCTGGCGGAGCCTGGCCCGGGGGGCTGGCGCATCCCTG 
GTTTTCTGGGGGGACTGTTGGTTTTCTGCCCACGCTGCTGTCACCCTGTTCCGAGGGGTCCTCAGGGCGA 
CAGAGGCCCCGGGACGGAGTCCGCCGCGCCCGCTCTGCACCTGGAGCGTGGTCTGGGGCGGCCACTCGTC 
TTTCCCACCAGGAGGGGCCTGGGGCTGGCGGCTGTTCTGAAGCCAGCGTGCGTCCCCGTGGGACCAGCGA 
GCCAGCTGCCCTCTGCCCTCGAGCCGACTGTTCTCTTAGATTTCCCCAGGGGACCTCCTTTCAGACCAAG 
TGGGAAGAAATGACATGTTCTTTCGTATTGAATAAAAAAGACGATGAAAAGCG 
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>GBEQ1898 | Acc J BM734 900 | Ver | BM734 900 .1 GI : 19056233 | MONOl_14_E07 . gl_A005 Monocytes (MON01) 
Equus caballus cDNA, mRNA sequence .: Start : 102 : Stop : 665 

GGGCGCCAAGTGTGGGTGTACACAGGCAAGTCGGCGCTAGGCCCGAGGCGTCTGGACAAGCTGGGCCTGG 
GCGCGGACGTGGCCCAAATCACGGGGGCGCTCCCGCGCGGCGGCGGTAAGGTGCTGCTGTTCAGCAGGCG 
GCGCTTCTGGAGGTTCGACGTGAAGACACAGACCGTGGATCCCCGGAGTGTCAGCCCGGTGGACCAGATG 
TTCCCCGGCGTGCCCTTGGACATGCACGACGTCTTCCAGTACCGAGAGAAAGCTTACTTCTCCCAGGACC 
GCTTCTACTGGCGCGTGAGTTCCCGGAATGAGATGAACCAGGTGGACCAAGTGGGCTACGTGAGCTTCGA 
CCTTCTGCAGTGCCCTGAGGACTAGGGCTCCCCATCCTGCCTCAGCACTGCCGTGTGGGTCCCCATGGGG 
GCCATCGAGATGGAGAAGGAGCCAQTTTGCCGGTTTCAAACTGGTGGGTCTGTTCTGGAGGACAGGGAGG 
AGGGGAGGTGGGCTGAGCCCTCTCTTCCCACCTTCCTTTTTTGTTGGAATGTTTTTAATAAATCTGAATT 
CTCT 

>GBEQ1899 | Acc | BM7348 96 | Ver j BM734 896 . 1 GI : 19056229 ) MON01_14_E12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 121 : Stop : 670 

GGACTTCTCTCCAGCGCCCTGCGGGCCGGGCGCCCCGACTCCTACCTGCAGCGCTTTCTCAGTCTTCAGC 
AGAGCTTCCTGTGCTGCACCTTTGTCCTCGCCCTGGGGGGCGGCTGCTTTCTGCTGACGGCCCTGCACCT 
GGAGGGGGACCAGGCCCGGGCCCAGCAGCCCTGCACAGTGACCCCGGACAACAAGGACATGGAGAGCCAA 
AGCCTGCTTTTTAGTACCGGTGCCTCCACAGAGGACCCCTGAGACCCCTCACTGCAGCAAGGAGGTCCCA 
CCCACCCTGCACACACCCCTCCCCTCGGCCTCCACAGTACCAGCACCTCGTCCCACCTTTGGCTGTGGCT 
CAGGGACCCTGGCCGAGCCGCACCTGCCACTTCTTCGCTCCCAGCTAGAGAGCTGGCAGCGCCCTTGGCG 
GGGCTGGGAATTGAGCTGTCAGCACCCTCCGCGGGAGGCCTGGGCCTGCGCCTGCTCCCGGCACGAGGCC 
GCTCCAGCTTGGGGTCCTCAGCCTGGCTGCTGGTGGCCCTGATTAAAGTGGAGCCTGTTC 

>GBEQ1900 | Acc | BM7348 90 | Ver | BM734890 . 1 GI : 1905 6223 | MONOl_14_F04 . gl_A005 Monocytes {MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 55 : Stop: 592 

TTGTTCAGTGTTTTCATTTTTGAAAATACGTTTGTTCCGATGGGGAGCTTAGGAGATGGCGTTCCCAGAA 
AATAT TT T AAT ATAT CAACAGCCCACAGCCAAAGCCT TAAAT CAAACCCACACACAACT GAAAAT TGCCT 
CCTCCATCTCTCACCCTTTTCTTTGGAGAAGAGAAGAAAAAGCACATGCGTGAGCCTCACTGAGTGGCGG 
TCAAGAGCTGATCGTCCAGCTTAGCATGACCAGGTCTAGAGCAGTTGGGTCAGACCTCTGGTTCCTCTTC 
TCCTCTGCTTGAGCTCTGGTTACAGAGCCAGTGCTGTCAACCTTTCTTCCTGACCCCGAGTGGGGCACAG 
AACTGAGGGGGTCTGCCTGGTGTGGTGTGTCTTGGCATGGCTTTTCAGTGTTGTGCGGGCTGACTGGATC 
AGACCTCTGTCAGGTGGCAATGATACTCCCACAGCCCCGGCGCTTCCCAAGTTGGGGGAGGGGTATAGGT 
TTAAATGCAGTTAT T TGAAGGAGGAATGT TTAATAAAGGCT T T GAT T T 

>GBEQ1901 |Acc]BM734883|Ver|BM734883.1 GI : 19056216 | MONOl_14_G0 3 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 52 : Stop : 642 

GAAGAGTCACCAGCAGCTACTGTCCCCAGGAAGCTGTGATCTTCAAGACCAAACTGGCCAAACAGGTCTG 
TGCCGACCCCAAGCAAAAGTGGGTCCAGGATTTCACGAACTACCTGGACAAGAAAACCCGAACTCCAAAG 
CTTTAATTGCTCACGCCTGAACTGAAGCCAAGGTAGTACCTGAGAAACAACTAATTTATATTCCTATCCT 
TTCCAAGATGCACTCTGAGATTATCTTCTTATAATTCTAAGGAATGTGAGTTTTGTGGAATAATGTGAAT 
TATAGTTTTTAAGTACTGCCTTATCTTTTTTTTAAGTTATTAATATTTTAATGTAATGTGCCATGGATTT 
GGCTGGGTTTTAAATGTAAAGCCTGGGACACAACGTCCCCCTCAGTCCTCTGAAAACTGCAGGCTGCTCC 
TCTCCTCTCTACCTCACTGTGGCGTTACGAAGCTCCTTGCACAAGACAATGCAAAGATTTTTGGTTTGGG 
TTTTTAGGAGGTGATGTGCTTATGAAACCATAATGTTATTATATAATTGAATATTTTTATTCGTATGTCT 
CTTGGGATTTCACACTAAAATATGTTTTTGG 

>GBEQ1902 |Acc|BM734880|Ver|BM734880..1 GI : 19056213 | MONOl_14_G09 . gl_A005 Monocytes {MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop: 636 

AGTGCAATAAAAGAACTTCTTGATACAGTGAATAATGTCTTCAAGAAATATCAATACCAGAACCGCAGGG 
CACTTGAACACCAAAAGAAAGAATTTGTAAAGTACTCCAAAAGTTTCAGTGATACTCTGAAAACCTATTT 
TAAAGATGGCAAGGCAATAAATGT GT TCATAAGTGCCAACCGACTAATTCATCAAACCAACT T GAT ACT T 
CAGACCTTCAAAACTGTGGCCTGAAAGTTGTATATGTTAAGAGATGTACTCTCAGTGGCAGTATTGAACT 
GCCTTATCTGTAAATTTTAAAGTTTGACTGTATAAATTATCCGTCCCTCCTGAAGGGATCCAATCCAGGA 
TGTTGAATGGGATTATTGCCATCTTACACCATATTTTTGTAAAATGTAGCTTAATCATAATCTCACACTG 
AAGATTTTGCATCACTTTTGCTATTATCATTCTTTTAAGAATTATAAGCCAAAAGAATTTACGCCTTAAT 
GTGTCATTATATAACAT TCCTTAAAAGAATTGTAAATAT T GGT GT T TGTT T C TGACATTTTAACT TG AAA 
GCGATATGCTGCAAGATAATGTAT TTAACAATAT TT GGT GGCAAATAT T C AATAAATAGT T TACATCTGT 
T 

>GBEQ1903 |Acc|BM734874 | Ver 1 BM734874 . 1 GI : 19056207 | MON01_14_G12 . gl_A005 Monocytes {MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 101 : Stop: 554 

ACATCCCACCCCGTGGCCTGAAGATGGCTGTCACCTTCATTGGCAACAGCACAGCCATCCAGGAGCTTTT 
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CAAGCGCATCTCAGAGCAGTTCACTGCCATGTTCCGCCGGAAGGCCTTCCTCCACTGGTACACAGGTGAG 
GGCATGGACGAGATGGAGTTCACCGAGGCTGAGAGCAACATGAACGACCTTGTCTCCGAGTACCAGCAGT 
ACCAAGATGCCCCCGCAGAAGAGGAGGAGGATTTCGGTGAGGAGGCCGAAGAAGAGGCCTAAGGCAGAGC 
CGCATCACCTCAGCCTTTTCCGTTCCCTCAGCCTTTTTCCTCAACTGTCCCTTTCCTCTCCCTCAGAATT 
TGCGTTTTTCTGCCCCTATCTTGTTTTTTCTTTTTTTGGGGGGGGGGTTCTAGAACAGTGCCTGGCACAT 
AATAGGCGCTCCAATAAATATTTGTTGTTTGTTG 

>GBEQ1904 |Acc|BM734873| Ver | BM734873-. 1 GI : 19056206 | M0N01_14_G11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 17 : Stop : 64 5 

TCTTTCTCCCGGAAGTCGTGCCTCATCATCCATTACCGCATCCACACAGGAGAGAAGCCCTATGCATGCA 
GCGAGTGCGGGAAGGCCTTTTTCCAGAAGTCACACCTCATTCTCCACCAGAGGACTCACACAGGGGAGAA 
ACCCTATGAGTGCAGTGAGTGTGGGAAAGCCTTCTCCCAGAACTCATGCCTTATCACCCACAAGAGAACT 
CACATGGGAAAGAAGCCCTACGAGTGCTCTGACTGTGGGAAGACGTTCTCCCAGAAGGCCAACCTCATCA 
GACATCACCGAATTCACACCAGGGAGAAACTGTATGGGTGAGGTGGGAGGAGGTCTCTTTAAGAAGTCAC 
GACACCTCTAGGAATGAAACCCTGTGGATATTCCGGATGTGGGAAACCCTTCAGCAAGAAGTCCAGTGCC 
ACTGTGGGCAGACATTCACACCGAGGTGAAATTCTACCCATTTGGAGAATTAGGAAAAACTTGTTCTCTT 
AAAACTAATAATAGAAGGATAT TAATGT TCTAGAGTGGTAT ATTT T TAT AGGATAT GCTTAAT TACAACG 
TGTGTCTGTATCTATATTAACTGTGGATATTGATGTTTGAAGTATGTGAATAAATTAAATCATTAAGCC 

>GBEQ1905 |Acc|BM734866|VerjBM734866.1 GI : 19056199 | MONOl_14_H12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 4 99 

GCACGAGACGCAACGGAGGCAGGCCGGAGCCGCTGCCGTCGCCATGACCCGCGGTAACCAGCGCGAGCTC 
GCCCGCCAGAAGAATATGAAAAAGCAGAGCGACTCGGTTAAGGGAAAGCGGCGAGATGACGGGCTTTCTG 
CTGCCGCCCGCAAGCAGAGGGACTCGGAGATCATGCAGCAGAAGCAGAAAAAGGCAAACGAGAAGAAGGA 
GGAACCCAAGTAGCTTTGTGGCTTCGTGTCCAACCCTCTTGCCCTTCGCCTGTGTGCCTGGAGCCAGTCC 
CACCACGCTCGCGTTTTCTCCTGTAGTGCTCACAGGTCCCAGCACCGATGGCATTCCCTTTGCCCTGAGT 
CTGCAGCGGGTCCCTTTTGTGCTTCCTTCCCCTCAGGTAGCCTCTCTCCGCCTGGGCCACTCCTGGGGGT 
GAGGGGGTTACCCTTTCCCCAGTGTTTTTTATTCCTGTGGGGCTCACCCCAAAAGTATTAAAAGTAGCTT 
TGTAATTCC 

>GBEQ1906 |Acc|BM734862|VerlBM734862.1 GI : 1905 6195 | MONOl_13_A03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 6 : Stop : 663 

CTTCAAAGAACAGTCAAGAGCTGGGGGGCTGGTGGTGACCAAGGGCCCTTCAGATAGCCCTTCCCCGGAC 
AAGAATCCTCCCCGGGACAAGGCTCAGACGACCACCTTTCCTCCTGCCACAAAGGCCCCAGTGACCCAAC 
CCCCACCCAAGTCAACTGCCGGTGTCTCCCGCCCTGGACTTGAAGTCAACCCCACACATGTGACAGACGT 
CACCAGGATCTCTGTGTTCAGCATTGTCATTCCTGTGGCGTGCGCACTCGTGACTAAGAGCCTGGTCCTT 
ACTGTCCTGTTTGCTGTCACACAGAAGTCATTTGGATCCTAGGCCCATGGACCCATGAGGATGACCTCTG 
ATCTCCATCTACATCCATCTGGCAGTTGTGCTGGAAGAAGAATGTGAGGGGGACAGGAAGGAAGGGGCAG 
CGACATGAGTTGGATCCGTTACAAAGGTTATTTCTGAGGCTCAGGATCTCGCCTTCCCAGTTCTGCTGAC 
TCCCCTCATTTCACTGATGACCGTGGGGTGTGCTTTGCCCCCTTAAAAGAGCAGACACGGCCCCAAACAT 
TCCTTGACCCTCCATCCCACCAACAGCTTAGGGTTTGCATTGAATAAAATCAGAGTCC 

>GBEQ1907 )Acc|BM734857|VerjBM734857.1 GI : 19056190 | MONOl_13_A06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 401 

GCACGAGTCAACCTGGAGCTCCACGCCTCCTATGTGTACCTGTCCATGTCTTTCTATTTTGATCGCGATG 
ATGTGGCTTTGAAGAACTTTGCCAAATATTTTCTTCTCCTCAGCCGTCCGCCATGACGACCGCGTTCCCC 
TCGCAGGTGCGCCAGAACTACCACCAGGACTCGGAGGCCGCCATCAACCGTCAGATCAACATGCTGAGAA 
ACTGATGAAGCTGCAGAACCAACGAGGCGGCCGGATCTTCCTTCAGGACATCAAGAAAGCAGACCAGGAT 
GACTGGGAGAATGGGCTGAAGGCAATGGAGTGTGCATTACACTTGGAAAAAAATGTGAATGAGTCACTAT 
TGGAACTGCACAAACTGGCCACTGACAAAAATGACCCCCACTTGTGTGATT 

>GBEQ1908 |Acc|BM734856|VerlBM734856.1 GI : 19056189 | MONO 1_13_A05 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 547 

GCACGAGCTACTGGAGCGGCTTCCCTTTTTTTTCACCCTGGGAGGACGCCAACAGGAGTCCTCCAGTTGC 
CGTGAAGTCTGCCATGACCAGCTGTGAGCACCCCGACTTCCTGCAGCAGGATGATAACATGCTCAGCTCC 
CAAGATGATGGCCGAGGCAAGAAGAAGGATGGTCAGCCTGGGAGTCCCAGCAGCAGCCACCTGGCCTATG 
GCATCTTAGACGTCCCACCATGGTATCTCTGCATCCTCTTGGGGATCCAGCACTTCCTTACGGCCCTGGG 
GGGGCTCGTGGCAGTGCCGCTCATCCTGGCCAAGGACCTGTGTCTGCAGCATGACCCCCTGACCAAAAGC 
TACCTCATCAGCACCATGTTCTTTGTCTCTGGCATCTGTACTCTCCTGCAAGTCTTTTTCGGAGTCAGGT 
CCGCCCCTAATAT TT GT GAGACCCAGGGCAAGAGTACAAAT GCAGACCCACACACTCCGTGT CTAAATAT 
C AGAGAGGT ATAGACGAAACT T ACAAACTCCTAAATAAAATATGT TCTGAT CAT CCC 

>GBEQ1909 |Acc|BM734855lVer|BM734855.1 GI : 19056188 | MONOl_13_A09 . gl_A005 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence . : Start : 29 : Stop : 639 

GGACCGGCGCAAGACGGACCAGAGCGAAAGCATTTGCCAAGAATGTTTTCATTAATCAAGAGGCGGTGGA 
GCCGATGCAGGGCCGGGCTTTCCCGGCACAGGGTTCTGAGTGGGCAAAGGCGCAGAGTCCCCTTTCCTTC 
ACTTGCCACATCTGATTCGCTCCATCAATGACCCGGAGCATCCCCTGACGCTGGAAGAATTGAACGTCGT 
AGAGCAGGTCCGGGTTCAGGTGAGTGACCCCGAGAGCACAGTGGCTGTGGCCTTCACACCCACCATTCCA 
CACTGCAGCATGGCCACTCTCATTGGGCTGTCCATCAAAGTCAAGCTTCTGCGATCCCTTCCCCAGCGTT 
TCAAGATGGACGTGCACATTACACCAGGGACCCATGCCTCAGAGCATGCAGTCAACAAGCAGCTTGCAGA 
TAAGGAGCGAGTGGCAGCAGCCCTGGAGAACACCCACCTGCTGGAGGTTGTGAATCAATGCCTGTCGGCC 
CGCTCCTGAGCCCACCTTTTTGCCCCCAGCCCCATCCAGGGCTCATGGCCTTGTTTTCTTGAATCACTGA 
AAATGAGAAACTAACATTTTGCATTTTGTAATAAACCCTTAATTTATATTT 

>GBEQ1910 |Acc|BM734 850| Ver I BM734850 . 1 GI : 1905 6183 | MONOl_13_B04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 474 

GCAGATCGCCCAGAAGACAGGAGTGCCCCCCTTCCAGCAGCGCTTGGCCACCCACCCAGCCGGCATGGTG 
CTGCAGGACAGGGTCCCCCTCGTCAGCCAGGGCCTGGGACCCGGCAGCACGGTCGTGCTTGTCGTGCAGA 
ACTGTGACACCCCCCTGAGCATCCTGGTGAGGAACGGGAAGGGCCGCAGCAGTGCCTATGAGGTCCGGCT 
GACGCAGACGGTGGCAGAGCTCAAGCAGCAGGTGTGCCTGCGGGAGAGCGTGCAGGCCGACCAGTTTTGG 
CTGACTTTCGAGGGGAAGCCCATGGACGACCAGCTCCACCTGGGGGAATACGAGCTTACAGCCGGGTGCA 
CAGTGTACATGAACTTGCGCCTGCGGGGGGGCGGGGCAGGGCCATGGGGGCCGCGTTAAAGGCCCCCCAC 
CCAAGTCCCTGGCCAAGTGTGGGTAATAAATGCCTATGCAATGCT 

>GBEQ1911 |Acc|BM734848 | Ver | BM734848 . 1 GI : 1905 6181 | MONOl_13_B02 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 77 : Stop : 681 

TGGGCCATGACTATCAGTGGATAGGCCTCAATGACAAGATGTTTGAGCATGACTTCCGTTGGACTGATGG 
CAGCACCCTGCAATATGAGAACTGGAGGCCCAACCAGCCAGACAGCTTTTTTTCTGCTGGAGAAGATTGT 
GTCGTAATCATTTGGCACGAGAACGGCCAGTGGAATGATGTTCCCTGCAATTACCATCTCACCTATACTT 
GCAAGAAAGGAACAGTTGCTTGCGGCCAGCCCCCAGTTGTAGAAAATGCCAAGACCTTTGGAAAGATGAA 
ACCTCGTTATGAAATCAACTCCCTGATTAGATATCACTGTAAAGATGGTTTCATTCAACGCCACCCTCCA 
ACTATCCGTTGCCTAGGAAATGGAAAATGGGCTATGCCTAAAATTACCTGCATGAACCCATCTGCATACC 
AAAGGACT TAT T CTAAGAAATAC TT TAAAAAT TCCT CAT CAGCAAAGGACAAT TC AATAAATACAT CAAA 
ACATGAGCACCGTTGGAGCCGGAGGTGGCAGGAGTCGAGGCGCTGATCCCTAAAATGGCAAACATGTGTT 
TTTCATCATTTCAGCCAAAGTCCTAACTTCCTGTCCTTTCCTATC 

>GBEQ1912 !Acc|BM734845|VerlBM734845.1 GI : 1905 617 8 | MONOl_13_B08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 500 

GCACGAGGGTTCTTTCCTTTCTCCTGTAGGTCCTGGTGGTTGCTGTCGAAATGGGCAAGTTCATGAAACC 
CGGGAAGGTGGTGCTGGTCCTGGCCGGACGCTACTCCGGACGCAAAGCGGTCATCGTGAAGAACATTGAT 
GATGGCACCTCAGACCGCCCCTACAGCCATGCTCTAGTGGCTGGAATTGACCGCTATCCCCGCAAAGTGA 
CAGCTGCCATGGGCAAGAAGAAAATCGCCAAGAGGTCAAAGATCAAATCTTTTGTGAAGGTTTATAACTA 
CAATCACCTCATGCCCACAAGGTACTCTGTGGATATCCCCTTGGACAAAACTGTTGTCAACAAAGATGTC 
TTCAGAGACCCTGCTCTTAAACGCAAGGCCCGACGAGAAGCCAAGGTCAAGTTCGAGGAGAGATACAAGA 
CCGGCAAGAACAAATGGTTCTTCCAGAAGCTGCGGTTTTAGATCTGGTTTGTCTCAGTCATTAAAAATAC 
AAAAAATCCT 

>GBEQ1913 | Acc | BM7 3 4 8 4 3 | Ver 1 BM7 34843.1 GI : 1905 617 6 | MONOl_13__C03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 531 

GCACGAGACAACATGCGGTCCAGCAGCTTCTTGATCCTGGTGGTGTTCCTCGTCCTTGGGACACTGGCGG 
CACAGGCAGCTGTCGCAGGAGTTCCTCCTAAAGGTCAAGGTACTGACAAAGGTCATGCTCTGGTCAAAGG 
ACGAGATCCGGTTAGAGGTCAAGATCCAGTCAAAGGGCAAGATTCAGTCAAAGCCCAAAGTCTACGCAAA 
GTTCCCATCGTCGCTAAGCCTGGCCTCTGCCCCAAGATTCTGATCCGCTGCGCCATGTTAAATCCGCCTA 
ACCGCTGTTTGAGGGACACTGAGTGCCCAGGGGCCAAGAAGTGCTGTGTGGGCTCTTGCGGGCGGGTCTG 
TATGGATCCCAAGTGAGATGGAGCCTATCCTTGCTGCACCTGAGAAGTCCCCAGGGCTGCAGACCCTGGT 
CCCTGTAACACTACCCTCTCTCACACTGCCCATTCTTCCTCTCGTTCAGGAAGCCCAAGCCCGGGGCTGC 
CTCCCTCATTGACTTTCCAATAAAAGACTGCTTTGTGCTCC 

>GBEQ1914 1 Acc | BM734 839 | Ver I BM734839 . 1 GI : 19056172 | MON01_13_C08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 26 : Stop : 621 

TTGATGACGAAGAGGATGAAGATGAAGTCGAAGATGGAGAAGGGGAAGAGGACGAAGATGAAGTCAGTGG 
GGAGGAGGAAGAATTTGGACATGATGGAGAAGTTGATGACGATGAAGATGATGAGGATGAGGATGAGGAT 
GAAGAGGAGGAAGAAAGCGGGAAAGT T GAAAAGAGGAAGAGAGAAACAGATGATGAAGGAGAAGATGAT T 
AAGACCCCAAATAACCTGCAGAAAAGAGAACTGTTCAGTATTGGTTGGACTGCTCATGGATTTGGTAGCT 
GTTTAATAATAATTAAAAAAAAGGTAGCTGTGATACAAACCCCAGGACACCCACCCACCCAAAGAGCCAA 
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AGAATAGTTCCTGTGACATTCCGCCTCCCTCTGTTTAGTCCCTCTTGGAAATCCACCACCAAGTTTGGGG 
ACTTCACCCCAACAAAATTATAAGCGTTGTTAGGTTTTCGTGTCAGACTCTTGCTGTGGCGTGGATAGCT 
GTGATTGGCGAGTCAGCCGTCTGTGGCTACCAGTTACACCGAGATTGTAACAGCATTTTTACTTTCTGTA 
CAACAAAGAAGCTTTGTAAATAAAATCTTAACATTT 

>GBEQ1915 1 Acc | BM734 837 | Ver ) BM734 837 .1 GI : 19056170 | MON01_13_C06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 45 : Stop: 394 

AAACTAGTTGTAAATGTTCAAAAGAGACTGCTTTCATTTTCGGGGTATTTAACATTCAGAAATTCCCTTC 
AGGGTTGAAAAGACCCCAAGCTGTTTTAATTGTGCAGGTAAGTGTTTTGACTTAAGTACTTTTATTGTAT 
TGCAGAAATTTTGGAAACAGTAACCTTCGTTTCCTTTATTTTTCATTCGCTTTTGGCATATAGGTCAAAA 
AAGGATGGGTATGCACGTTTTTTTTGGTTAAGGCACCACTTGTTTTGGTTGGTTTTCCTAAGACACATTT 
TAAAAAGAAGTTTTTTAAATTTTTTGATTAAATTTTGAGGATTTTGAAGGGGGTACATGATAAATTATA^ 

>GBEQ1916 | Acc | BM7 34 834 | Ver | BM7 34 834.1 GI : 19056167 | MONO 1_13_C12 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 575 

GCACGAGTGCTGCTGGTGTGGCTGTGGGCTCTGCTGTTGGCCACACGCTAGGTCATGCCATCACTGGGGG 
CTTCAGTGGAGGAAGTAATGCTGAGCCCTCAAGGCCTGACATCACTTACCAGGAGCCTCAGGGAACCCAG 
CCAGTGTACCAGCAGCAGGAGCAGTTTGGCCCGTGCCACTATGAAATGAAACAGTTTTTGGAATGCGCCC 
AGAACCAGAGTGACCTTAAGCTTTGTGAGGGTTTCAGCGAGGTGCTGAAACAGTGCAGATTTGCAAATGG 
ATTAGCCTAATTAAGAAGTTCAAATTGAAGACATGGAAAATCATCTCTCATGACCCAGTTAATTTAGCAT 
AAAAAT AT AAT T G AT AAT G AAG AT AC AA&GT G T G AAAC CAT C C G T T A&AT CTGTCCTCTGT GAT G AAT C G 
TTTCCTTGCTTCAGAATTGCAGTGGAAGAGGATGTTCTTCTATTCACTGAGATGGGATTGAGTTTGGGGC 
AGGGCACATGTTTGTGTGGCCTCCTTTAACCAGATTCTGTGATGTTGGTATTTGTGAATTAATTAGAATA 
AAGTGATTTTCTTCC 

>GBEQ1917 |AcclBM734832|Ver |BM734 832.1 GI : 19056165 | MONOl_13JD05 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 474 

GCACGAGCGGAAGTGGAGCAGAAGAAGAAGCGGACCTTCCGCAAGTTCACCTACCGCGGCGTGGACCTCG 
ACCAGCTGCTGGACATGTCCTACGAGCAGCTGATGCAGCTGTACAGCGCCCGGCAGCGGCGGCGGCTCAA 
CCGCGGGTTGCGCAGGAAGCAGCACTCGCTCCTGAAGCGCCTGCGCAAGGCCAAGAAGGAGGCGCCGCCC 
ATGGAGAAGCCCGAGGTGGTGAAGACGCATCTGCGCGACATGATCATCCTGCCCGAGATGGTGGGCAGCA 
TGGTGGGCGTCTACAACGGCAAGACCTTCAACCAGGTGGAGATCAAGCCCGAGATGATCGGCCACTATTT 
GGGCGAGTTCTCCATCACCTACAAGCCCGTGAAGCACGGCCGGCCCGGGATCGGCGCCACCCACTCCTCC 
CGCTTCATTCCCCTCAAGTAGCCTCGGCCAATAAAGGCACCGACTGCTCCAGGC 

>GBEQ1918 |Acc|BM73482 9| Ver IBM734 82 9.1 GI : 1905 6162 1 MONO 1JL3JD07 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 30 : Stop : 602 

TTCTGGTTCGTGGCCATGGGGACCACATCATCTCACTCGGGCCTTTGGCCAAAAGAGCATCAGGACCCAG 
TAGCAGGCTACATCCACGTGACTCAGGCCTTCAGCATTCTGGCTTCCCTGGGGGGTTTGGTGTCCGTGAG 
CTTCCTGGTCCTGTCCTGCATCCCCTCACTGTCTGTCCCGGGCCGTGGGCCCCTGGTCTCGTCTGTCACA 
GCCTTTGCTGCAGCCCTCTTCGTGATGGTGGCCATGATGGTCTATACCATTGAGCGGTGGAACCAGGCTC 
TAAATCCCCAGATCCAGACGTTCTTCTCCTGGTCCTTCTACCTGGGCTGGGTTTCAGCCCTCTTCTGGGT 
CTGTGCAGGTGCCCTGAGCCTGGGTGCTCACTGCAGCGCCCCCCTTCCTGGCTACGAAGCCGTGTGAGCT 
GAGGGCGAGAATAGCAGGACGGGTTTGGAGCACTGTTCTCTGAAGGCATCGCCAGGAACCATGGGATTAC 
ACGATGCCCCCTCCAGCCCTCACCCCCAGCCCTCCCGCAGCCCCCTGCATTTGTTTCTTCATCTATTCAA 
CAAAAATTGGCCG 

>GBEQ1919 | Acc | BM734 828 1 Ver | BM734828 .1 GI : 19056161 j MONOl_13_Dll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 79 : Stop : 583 

CCGTCACTTCGCTGCCGTCCATTGCTAACTCGCTCAACTGGAGGGAGTTCAGCTTCGTGCAGTCCACCCT 
GGGCTTTGTGGCCCTGGTGCTGAGCACCCTGCACACGCTCACCTACGGCTGGACCCGCGCCTTTGAGGAG 
AGCCGCTACAAGTTCTACTTGCCTCCCACCTTCACGCTCACACTGCTGGTGCCCTGCGTCGTCATCCTGG 
CCAGGGGCCTGTTCCTCCTGCCCTGCGTCAGCCGCAGACTCTCCAAGATCCGGAGGGGCTGGGAGAAGGA 
CGGCGCCATCAAGTTCACGCTGCCCATGGACCACACCCTGGCCCAGAAGACCAGCCACGTGTGAGGTGCC 
TGCGCCCGGCGCCGGAAACCAGACGGGGCAGGACGGTGCCCTGAGCCTGTCAGGGCTTCTTTTCTTGACG 
GTGCAGTGTGATGAGATTGTGCACAA?VCTGGCGGTTTGAGGTCCGAATTCCTGGAACGCANAATGTATGT 
AGT AAT AT GC AG AAA 

>GBEQ1920 | Acc | BM7 34825 | Ver | BM734825 . 1 GI: 19056158 I MONOl__13_D08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 642 

ATCACCACGCAGAGTAAGGAGCGGGACTTCTCCATGTTCCTGAACCTCGATGAGGTGTTTAAGATCATGG 
AGCAGCTGGCCGACGTCACGCTCCGAAGGCTGCTGGATAATGAGGGCTTTGACCTGGACCCAGATCTGCA 
GGAGCCGAGCCAGATCACCAAGAGGGACCTTGAAGCCAGAGCACAGAATGAGTTCTTCCGGGCCTTCTTC 
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AGGTTGCCGAGGCAGGAGAAGCTGCATGCGGTCATGGACTGTTCCCTCTGGACGCCATTCAGTCGCTGTC 
ACACCGTTGGGCGGATGTTCACCTCGGACAGTTACATCTGCTTTGCCAGCAAGGAAGATGGCTGCTGCAA 
CGTCATTCTCCCGCTCAGAGAGGACCTCTCTGCTTGGACGGTACCCACAAGTCTGTCACACCTCAAGACT 
TCCAGATTCTTGTTACTGTAACATATGTTCCTAAGCACGATTCTTTGGAAAAATTCAAAACCTTTTCATT 
CCTGTGATCTACCTCCACGTCATTTTTCTGCAGTAGATGACTTCAGTGTACCGATATTCTCACTTATGAG 
TGGAGCAGGAAAT TC AAGAGT T GTCATATAT T TAT T T TGT TAAAT T GT GGTAAC ATAT AAAT AATAT AAC 
AT T TAG CAT T T T 

>GBEQ1921 |Acc|BM734817|Ver jBM734817.1 GI : 1905 6150 | MON01_13_ElO . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 492 . 

GCACGAGCGCCGCCGCCGCCGCTCGCCATGTCGGGGTCCCCGGTGAAGCGGCAGAGGATGGAGAGTGCGC 
TGGACCAGCTCAAGCAGTTCAGCACCGTGGTGGCCGACACGGGCGACTTCCACGCCATCGACGAGTACAA 
GCCCCAGGATGCCACCACCAACCCATCCCTGATCCTGGCTGCTGCGCAGATGCCCGCCTACCAGGAGCTG 
GTGGAGGAGGCCATCGCCTATGGCAAGAAGCTGGGCGGGTCACAAGAAGAACAGATTAAAAATGCTATTG 
ATAAACTTTTTGTGTTGTTTGGAGCAGAAATACTGAAGAAGATTCCGGGCCGCGTCTCCACGGAAGTAGA 
TGCCAGGCTCTCCTTTGACAAGGACGCCATGGTGGCCCGTGCCAAGCGCCTCATCGAGCTCTACAAGGAA 
GCTGGGATCAGCAAGGAGCGGATTCTAATAAAGCTGTCGTCAACCTGGGAAGGCATTCAGGCTGGAAAGG 

AG 

>GBEQ1922 | Acc | BM734812 | Ver | BM734812 . 1 GI : 19056145 | MONOl_13_F03 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 7 : Stop : 532 

AGAAAGGCACCACAACCAACGCCACAGCCACCACCACCACCACGGCCAGCACAGCTGTTGCAGATGCCCA 
AAAGAGAAAGAGCAAATGGGACTCGGCCATCCCGGTGACAACGATAGCTCAGCCCACCATTCTTACCACC 
ACGGCAACCTTGCCAGCTGTCGTCACAGTGACCACCAGTGCCAGTGGCTCCAAGACCACTGTTATCTCTG 
CTGTGGGCACCATTGTGAAGAAGGCCAAGCAGTGACCTAAGAGACTGGCTTGGGATGGCTCGGACATTCT 
CCTTTCCATGGAGGGGAGGAGCCACTCTAAGACTTGACAAGACTGCAGCCCAATGACTGATGCCCACTGG 
GAGGTGCCACTTTGTGTATTTCAGGACTAGGACCTGCTTTCCAGATGCCACCCTGAAAGGAGCCTCTGTG 
TGGCCTTCTAGCCAAGAGAAGGACATTGCCACAGAGGAGTGGGGTGCTGTGGACATGTCCACACCCCGCC 
TGGGATCTGTCGCCCTATTAAAAGCGCCATATTCTT 

>GBEQ1923 I Acc | BM7348 04 | Ver | BM734 804 .1 GI : 19056137 1 MONOl_13_G05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 678 

CAAGTGGCTGCAGGATGTGTTCAACGTGCCCTTGGTCATCCAGATGACGGATGATGAGAAGTACCTGTGG 
AAGGACTTGACCCTGGACCAGGCCTACGGCTATGCCGTGGAGAACGCCAAGGACATCATCGCCTGCGGCT 
T T GACAT CAAGAAGACT T T CAT CTTCT CTGACCT T GAGTACAT GGGGT CAAGT TCAGAC T T CT ACAGGAA 
CGTGGTGAAGATTCAGAAGCACGTTACCTTCAACCAAGTGAAAGGCATCTTCGGTTTCACCGACAGTGAC 
TCCATCGGGAAGATCAGCTTTCCTGCCATCCAGGCGGCGCCCTCCTTCAGCAACTCCTTCCCCCAGATCT 
TCCGGGACAGGGCGGACATCCAGTGCCTCATCCCGTGCGCCATTGACCAGGATCCTTACTTCAGGATGAC 
GAGAGACGTCGCCCCCAGGATCGGCTACCCCAAACCAGCCCTGCTGCACTCGACCTTCTTCCCCGCCCTG 
CAGGGCGCCCAGACCAAGATGAGCGCCAGCGACCCCAACTCGTCCATCTTCCTCACGGACTCGGCCAAGC 
AGATTAAAAACAAGGTCAACAAGCACGCCTTTTCTGGAGGCAGAGACACTGTCGAGGAGCACAGGCAGTT 
TGGGGGCAACTGCGACGTGGATGTGTCCTTCATGTACCTGCCTTTT 

>GBEQ1924 | Acc | BM734 800 | Ver | BM734-800 .1 GI : 19056133 | MONOl_13_G02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 30 : Stop : 550 

CCTGGTTGGCAAAGACCGGTCAAGTTTTTTCGTGAATGGGCTGACACTTGGGGGCCAGAAATGTTCTGTG 
ATCCGGGACTCACTGCTGCAGGATGGAGAATTTACCATGGATCTTCGTACCAAGAGCACCGGCGGAGCCC 
CCACCTTCAACATCACTGTCACCATGACTGCCAAGACGCTAGTCCTGCTGATGGGCAAAGAAGGTGTCCA 
CGGTGGTATGATCAACAAGAAATGTTATGAAATGGCCTCCCACCTGCGGCGTTCCCAGTACTGACCTCGT 
CTGTCCCTTCCCTCCACCACTCCCCACTGCTTTTGCACCCCTTTCCTTCCCTTCCCATACACACACATAC 
ACCATTTTTATTTTTGGGGCCATTACCCCACATCCCTTATTGCTGCCAAAACCACATGGGCTGGGGGCCG 
GGGCTGGATGGACAGACACCTCCCCCTACCCATACCCCTCCTGTGTGTGGTTGGAAAACTTTTTTGTTTT 
TTGGGTTTTTTTTCTGAATAAAAAAGATTCT 

>GBEQ1925 | Acc | BM734795 ) Ver | BM734795 .1 GI : 1905 6128 1 MONOl_13_H03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 603 

TGGAGGAAATGAAGTGACTCCTCATTCAAGACCCTACATGGTGCTACTTAACGGAGACAAAGTCTGTGCT 
GGGGCTTTGATTGCAGACAACTGGGTATTGACTGCAGCTCACTGTGTCATGAACAGAAAGTCCGAAGTCA 
TTCTTGGGGCTCACTCAAAAACCAAGAAAGAGCCAGAAAAACAGATCATGTTTGTTAAGAAAGAGTTTAT 
CTCTCCATGCTATGACCCAGAAACACATGAGAGTGATCTTAAACTTCTACAGCTGAACAAAAAAGCAACA 
ATTAATAAAAATGTGGCTATCCTTCGTCTCCCTAAAAAGGGGGATGACGTGAAACCAGGAACAGTGTGTC 
GAGTTGCAGGGTGGGGGAAGTATTCCAATAGGTCACCTGCATCTGATATCTTGAGAGAAGTCAATGTCAC 
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CGTCATAGATAGAAAAGTCTGCAATGATCCAAAGCACTACAATTTTAAACCTGTGATTGGACTGAATATG 
ATTTGTGCCGGAAACCTCCGAGGTGGAAAAGACTCGTGCAATGGAGATTCTGGAAGCCCGCTGATATGTG 
AGGGTACTTTCAGAGGTGTCCACTGCCTTTGGCCTTCCCAG 

>GBEQ192 6 j Acc | BM7 347 93 ) Ver | BM734793 . 1 GI : 19056126 [ MONOl_13__H02 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 38 6 

CTCCTCCCCCCTCTTCTGGAGATGGTAATTCTTCTCATTTTGGACCTTACTATTAGGCAAATGTATACAT 
T TCCAGAGAAATGTGGACTTT T TAT AT TATACGGGAAGGAT T T T T T T T T TAAAAGGAAAGCGGT TAT GGA 
GCTAGATTTTTAAAACATTGTAAAATACTAAATGACTCATTCAGTTGTAAGTTGATATATATTTGTAACC 
TTTGTGAAACTGTATCCAAATGAAAATCTCACTTTAAATTCGTTTGGGTGAGATCCAATTATGTAATATT 
TAATTAAAATTTTGAATCCATGCTTTCCCCATCCCTGCCCAATTTAAACACATGTAAATCTAATAATAGA 
TCTGGTGCAACTTTCATCATGGATTAAAATATACTG 

>GBEQ1927 | Acc|*BM734780 | Ver | BM734780. 1 GI : 19056113 1 MONOl_12_A02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 11 : Stop : 645 

ATTCCACTCTGTAGAGCCCTACAATAAAGGCCGCTTGTCTGCTTTGCCGTTTGCTGACATCCTTCGAGAC 
TACAAGGTTATTATGGCTGAAAACATTCCTGAAAACCCTCTGAAGTACCTGTATCCTGACATTCCCAAAG 
ACAAAGCCT T CGGTAAACACT ACAGCTCCCAGCCGTGCGAAGT T T CAAGACCAACAGAAAGAGGAGACAA 
AGGTTATGTTCCTTCTGTTTTTATCCCCATCTCAACAATCCGAAGCGATTCCACTGAGCCGCAGTCTCCA 
TCAGACCTTCTTCCCATGTCTCCAAGCGTATACGCAGTGCTGAGAGAAAACCTGAGTCCCACGACCATCG 
AAACTGCGATGAAGTCTCCATATTCTGCCGAATGACAGGATGACCTCTTGACACTCAAAAAATGGAAGCA 
AATGGAAAACTTTAAGGACTGATCTTTGCCAACAGTCATCTCTTATTCTTCATCTTTGTATATACGGATT 
TCCAGGAAACGGTTGAAGTCTGAAGCTCTGCTCTCACTGGCATGACACTCCCAATTGGGTGTGTTGTGAC 
TGAAATGTTAAAACCAAAGCTT CAGATAAACTT GCAAGAT AAGACACT T TAAAAAAT TAGTGTTAATATA 
ATATT 

>GBEQ1928 | Acc | BM734777 | Ver | BM7 3477.7 . 1 GI : 19056110 | MON01__12_A12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 21 : Stop: 652 

CTGAAACGTCTGCTTTTGTCAAGTCCTACAAGAACCTGTCTTTCTACTGGATTCTCAGAGCCGGACACAT 
GGTTCCGTCTGACCAAGGGGACATGGCTCTGAAGATGATGAGGCTGGTGACTCAGCAAGAATAGGACAGA 
GTGGGCTGGAGGTGAGCTGGCTCGGCCTTGGCACGGGAGCGGAAGCGAGCACCCTGAAGCTGTAGGAAGC 
ACCGACCTCCCCTGGAATCCGCCCTGGACCGTGACTGTGAAGGTTCCGGTCAGCTCCACGCAGAACAAAA 
TCATTGCCTCTGTGACAGCTTGGAAATCTAGGGGTTTTTTTTAATGGATTTGTTTTCATCAAAATGAAGG 
ATTGAAATAGATTAACATTTTCTTATTACAAAAGCAAATTATGAGGCCGGCCCTGTGGCCGAGTGGTTAA 
GTTCGCGTGCTCCGCTTCAGCGGCCCAGGGTTTCACCGGTTCCGATCCTGGGCAAGGACATGGCACCGCT 
CGCTCATCAGGCCATGCTGAGGCAGCATCCCACATGCCACAACTAGAAGGACCCACAACTAAAAATACAC 
AACTATGTACCAGGGGGCTTTGGGGAGAAAAAGGAAAAATAAAATCTTTTAAAAAAGCAAATTATGTGAT 
TT 

>GBEQ1929 | Acc | BM734770 | Ver 1 BM734770 . 1 GI : 1905 6103 | MONOl_12_B01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 72 : Stop : 54 6 

GGCTATACAGCCCAGGAATATGGCGCTGGCACTTACGGGGCTAGTAGCACCACCTCAACTGGGAGAAGTT 
CACAGAGCTGTAGCCAGCAGTTTAGTGGGATAGGCCGGTCTGGGCAGCAGCCACAGCCAGTGATGTCACA 
ACAGTTTGCACAGCCTCCAGGAGCTACCAATATGATAGGTTACATGGGGCAGANNGCCTACCAATACCNT 
CCTCCCCCTCCTCCCCCTCCTCCTTCACGTAAATGAAACCACTCAAGTGGTAGTGACTTGTGCAAACTTA 
ACTACATTTAAAGGAGCGCTGTCTTTCCCCTTTTTTTTTCCTCTTCCCCTTTCCTTTCTTTTTTATTTTT 
ATTTTTTCCCCAACCATTGTGATTTGTCTTTCATGCAGGTTAGTTAGAACTCACTGCCAGGTTTCTTCTG 
CCCACCAAAATGATCCAGTCTGTAATAACAGATTTTGTAAAAAAAAAAAAAAAAA 

>GBEQ1930 | Acc | BM7347 66 j Ver | BM7347 66 .1 GI : 19056099 | MONOl_12_B05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 514 

CACAGGCTTTTCCCACTCGGAAACTTTAACACAGCCGCTAGCAGGGGCCCCAGTAAGGACGGCCATCTGT 
CTGTCGTCTGGTCGTCTGTTTCTTCCAAACAGACGGCAGAAGAACGGAAAACAAGCTGTTGAAGGTGACA 
CGTTTCTCTAGAACTCGGCTCCCACTGGGCACAGCCTGGAGGACCCAAGTCTTTTCTGACTTTGCCTGCC 
CGGGCTCCCTGGCTCACCTCCGTGTTGAACGTCAGTGATGTTAGGGCTGTGTGACTTTAGAAATACAGAG 
ACGAGACCAGGAAAGTTGGAGGACTTGGGACAGTCACTAAGTTGAGAGCTTTCTGCCTCAGCCACGGCCT 
AGGTGCCCAGAAGCAGCATTTTCACCCAATCAGTGATTTTCAAATATTTTAAAGNTAGCCTCCCCCCCCC 
CCACCCCATATTCGCTGCTGTAAGCATAATGATTGTGTTCCTTCCTACTGGAGCCATTGTTTTGTAAACA 
ATAAAGTGCCAGAGGGGACTGTG 

>GBEQ1931 j Acc | BM7347 60 J Ver | BM7347 60 .1 GI : 1905 6093 | MONOl_12_C02 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 5 90 

CAGTTGACAGAATAAAATCATCCATGGACAAGGTGTGCCTTGATAACTACTGAAACACTGCCTTCCTGAT 
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GCTTTCCCGAGTGTGAACACCGTCCCTCAGAATGTGTGTGACTGGAGACTGAAGAGGTGGAGCCGGAGGG 
GAGGAAGCCCAGCCGCCCCAGCCTTCCCAGGGATGCGGTCCAGCGGCTCCCGGGCCCCACTCCAGGCCTT 
TCACGAGGCGCCTGCTCACCTTTACCTACTTCCTTGTCTCCAGCAGGTCCTGTGCGATGCTCTGAAAAAA 
CCGCAGAGCGGCTGGGTGAAGCTCTGTGTTGAGAAAGCCGTGTTTGCGTTTTAAGAGGTTTTTTCGCGCG 
TCAGTTTTAAGGAACAGGAACTTCACTGGGTGCCTGTAGCCGAAAAGAGTCTGTCCCGAGGAATTTGAAG 
CTGGGGCCTCTGAAGTCTTCAGAATGATTTTATTGGAGAGGGATGTGGGCCCCAAATGGAAAACTCTTTT 
TAGAAAATCT TATAAT TAT T GAT T GCT T T T GT AT T TT AT T T CACAATAAT GG AGAAGTCT AAAGAATAAA 
GATTTGTAACTGAACCCGAGT 

>GBEQ1932 | Acc | BM73475 6 | Ver | BM734 75 6. 1 GI : 19056089 | MONOl___12_B10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 559 

GCACGAGGCGGGTTGAAGATGAATGCCAGAGGACTTGGCTCTCAGCTAAAGGACAGTATTCGAGTTACTG 
AACTTTCAGCAAGTGGACCTTTTGAAAGTCATGATCTTCTTCGAAAAGGTTTTTCTTCTGTGAAAAATGA 
ACTTTTGCCGAGTCATCCTCTTGAATTATCAGAAAAAAAATTTCCAGCTCAACCAAGATAAAATGAATTT 
TTCCACGCTGAGAAACATCCAGGGTCTATTTGCTCCACTAAAATTGCAAATGGAATTCAAGGCCGTACAG 
CAGGTTCAGCGTCTACCGTTTCTTCCAAGCTCAAATCTTTCACTGGATATTTTGAGGGGTAATGATGAGA 
CTATTGGATTTGAAGATATTCTTAATGACCCGGCACAGAGTGAACTAATGGGAGAACCACACTTGATGGT 
GGAATATAAACTCGGTTTACTGTAACGCAGCGTGTGCCGTTCGTGAAAAGAGTGGGGCTGTATCTTGTTT 
ATAGTTGTCT T T T T ACTGT AAT T T GAT GT ACACAACAT TAAACGTACTGACACATGAGAAGT T T T GCCT 

>GBEQ1933 | Acc | BM734751 | Ver | BM734 751 . 1 GI: 19056084 | MONOl_12__C07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 69 : Stop : 660 

TTTTGGATCCGATTTGAATTATGCTACTCGAGAAGATGCTCCAATTGGTCCTCATTTGCAAAGCATGCCT 
TCAGAACAGATAAGAAAT C AGCTGACAGCCATGT CCTCAGTACTTGCAAAAGCAC T TGAAGTCAT TAAGC 
CAGCTCATATACTGCAAGAGAAAGAAGAACAGCATCAGTTGGCTGTTACCGCGTACCTTAAAAATCCACG 
AAAAGAGCATCAGCGCATCCTGGCTCGCCGTCAGACCATTGAGGAAAGGAAAGAGCGGCTTGAGAGTCTG 
AATATCCAGCGGGAGAAAGAAGAAT T GGAGCAGAGGGAAGCTGAACTCCAGAAAGTACGGAAGGC TGAAG 
AAGAGAGGCTGCGACAGGAGGCAAAGGAGAGAGAGAAGGAGCGTATCTTACAGGAACATGAACAAATCAA 
AAAGAAAACTGTTCGTGAGCGTTTGGAGCAGATCAAGAAAACGGAACTGGGTGCCAAAGCATTCAAAGAT 
ATCGATAT TGAAGACC T TGAAGAAT T GGATCCAGAT TTCAT CAT GGCTAAACAGGTTGAACAACTGGAGA 
AAGAAAAGAAGGAACTTCAGGAACGCCTAAAG 

>GBEQ1934 J Acc J BM7347 4 5 | Ver | BM734745 . 1 GI : 19056078 | MONOl_12_D05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 8 : Stop : 122 

CAGT GGAGGAGCCACCAACAGTCCCCAT TCCAGAAGATGAGAAAAAAGAATAAACGTTGC C T T GT T T TAT 
GTGTTATAAATACTTTTTTAAATGAAAAAAATGTTTTTTGAGTTT 

>GBEQ1935 | Acc | BM73474 4 | Ver | BM734744 .1 GI : 19056077 | MONOl_12_D04 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1: Stop : 479 

GCACGAGGCTTCAACAGTGCTTGAACGGAACCCGGCGCTCGCTCCCCGCCCCGGCCGGCCACCCAGAGTC 
AGCCCTCCTCCACCTCCTCACAGCGCCCTCGGCCCGCCGCAAGGCTCCCGCCGCCGCTCCAGCGCCGCCC 
CGCCGCCGCCGCCCTCTCCTCTCCTCAGCCGTCCGCCATGTCTTTCTATTTTGATCGCGATGATGTGGCT 
T TGAAGAACT TTGCCAAATAT TT TCT TCACCAATCTCAT GAGGAGAGGGAACAT GCTGAGAAACT GAT GA 
AGCT.GCAGAACCAACGAGGTGGCCGGATCT T CCT T CAGGACATCAAGAAACCAGACCAGGAT GACTGGGA 
GAATGGGCTGAAGGCAATGGAGTGTGCATTACACTTGGAAAAAAATGTGAATGAGTCACTATTGGAACTG 
CACAAACTGGCCACTGACAAAAATGACCCCCACTTGTGGACTTCCTCGAGGGGGGGCCC 

>GBEQ1936 j Acc J BM7347 42 1 Ver | BM734742 . 1 GI : 19056075 | MONO 1_12_D02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 99 

GCACGAGTGGAGACCGAGTCTTGGGTGGTTTTGGCTGTTGATCCCAACTTTAATCCAGAATGGCTACTCT 
GATCTTTGTTGATAAGGAAAATGGAGAACCAGGCACCCGTGTGGCTCCTAAGGACGGGATGAAGCTGGGG 
TCTGGGCCTTTCAAAGCCTTGGATGGGAGATCTCAAGTTTCAACACCACATGTTGGGAAAACGTTTGATG 
TTCCCCCAGCCTTACCTAAAGCTGCCAGAAAGGCTTTGGGGACTGTCAACAGAGCTACAGAAAAGTCAGT 
AAAGACTAATGGACCCCTCAAACAGAAACAGACAAGCTTCTCTGGCAAAAAGGTGACTGACAAGACTGTG 
AAAGCAAAAAGCTCTGTTCCTGCCCCGGACGACGCCTATCCAGAAATAGAAAAATTCTTCCCCTTCAATC 
CTCTAGATTTTGAGAGTTTCGACCTGCCTGAAGAGCACCAGATTGCACACCTGCCCTTGAATGGAGTGCC 
TCTCATGAT 

>GBEQ1937 | Acc 1 BM734719 | Ver | BM7 34719 . 1 GI : 1905 6052 | MON01JL2JF12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence, : Start : 28 : Stop: 640 

CTAGAAAGAAGTCCTCTCTGAGACTCAAGGGCTAAGGCAAGGTCTTCCAGAAAACAAGGCTTTGACTCCA 
AGAACAGAGGTGATGGGGAGACTTCTTGGCTCGGCGGGGAAAGGAGGACGCCAATGGGTCAAACTAACTC 
TGAATCCCTCCCTCCATCTCTCTTTTTCCACTGTCGTCAGAGCCAACAAGAAATGACAGCCTCCAAGCCT 
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TCCTAAAAGCACACTTGCCCCCGCCTGCCACCTCTCCTCAGGCTGCTGCCCTCCCAGGCGCTCCACAGCG 
AAGGGGTGTGGTGTTTCCTGCAGGCCAGGCCAGCTGCCTCAGCCCCGCCAAAACTGTGTTCCCAGCCAGC 
GCTCTGGAGCAGGGATGACGTGTGGCCAGCCCTTCTCAGGTCTCAGCTCTGCTGGGATGGGAGGAGAGGC 
CAGGGAGAAAGGTTAGGGGCCCAGGGGTGGGTGACAACGCTGGCTGCTGAAAGCCCATGAGCTGCTTCTT 
TGTTCTCTGTCACGGGACAAAAATCTCTCATCCTATTCTGCTTTCAGTTCATTAAGAGAGCACATTTTAC 
TCATACACAAATAAAAGTTTTCCCTTGTGGAAACAACAGCTTTAAAAGAAAGG 

>GBEQ1938 | Acc 1 BM734718 | Ver | BM734718 .1 GI : 19056051 1 MONO!_12_Fll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 477 

CTGTGGTTAGTCAATGGCTTGCAATAAATGTGCAAACTATATCCATAGGAAACATTTTTGTGATTACAAA 
ATACTTTAGTTGATAGCGTATAGGATTGCTTAAAATATTGAAAGGTCTTTATTTTAAAGTGTCGTGTACA 
TAAGCATGTTTTTGGGACTTGGCCTTTTTGATGGGAGGCCCTCGGTACTCTGGATAATGAAGCTTGTGCA 
GAGTGGTGTCCGCACTCCCCCACTAAACAATAATATAAAGGAAATGAAGCCATGTTAACGTGAGAGCAGT 
GTCTCCATAGTTGTGTTGTTTACAGTACTCTATAAATGGGTTCCTGTTTGCCTGTAATTAAACTGCTGCC 
CTTAGAGGCCTTTCAGTTCCTTTTCTGTCATGTCCCTTTTTACACAAGCTCAGATTTTTTAACTTGTTTT 
TAT TT T GAAGACT T TTAAAATGGACAT TTTCAATAAAT AAGAATAACAGT GCTT T 

>GBEQ1939 | Acc 1 BM7 34713 | Ver | BM734713 . 1 GI : 1905604 6 | MONOl_12_G08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 11 : Stop : 517 

TGCGTGAGGCCCCCCAGCCTGAAGAAGAGCAGCCAGCACCTGAGGTCCCCAGCGTGGGCCCGCCCTCCTC 
TTCCCTGGAGCTGCTGGCCTCCCTAACTCCCGAGGCCTTCTCCCTGGACAGCTCCTTGCAGCGAAAGCAG 
CGGATGAGCAAGCAGAACTTTCTGCAGGCCCATAACGGGCAGGGTCTGCGGGCTGCCCGGCCCACTGATG 
ACCCCCTCAGCCTTCTGGATCCACTCTGGACACTCAACAAGACCTGAACAGGCTTTGCCTGCTTGGTCCT 
TACACTACATCATCATCTCCCATGCCTGTCTGCCCATGCTCAGCAGGGCCTCTCCAGGTGGGCCTGGTCT 
CTTACTCCCATTCCTGCTGCCTTCAGCCCTACCTGGCCTAGCCCGCACCCCTGTAGGGTAGGGGTGCATC 
ACAGGCCTTGCTCAGGTTCTGCTCCTTTGTGGGACCTGACATTTTTCAGCTCTTTGCTATTGAAATAATA 
AACTGACCTGTTCTGTG 

>GBEQ1940 |AcclBM734705|Ver IBM734705.1 GI : 1905 6038 | MONO 1_12_H05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop: 631 

TATACTCTCCAGCTTTCTGCCCCAGCCCTTTGCCCGACCCACCCTTGCTTCAGGTGCGCCAGGATCTGCC 
ATCCCCCTCAGATTTTTATTCTACTCCTCTGCAGCCTGGTGGCCAAACTGGCTTCCTCCCCTCAGGGGCC 
CCTGCCCAGCAGATGCTTCTACCCATGGTGGACTCTCAGCTGCCTGTGGTGAACTTTGGCTCCCTGCCAC 
CAGCGCCGCCTCCTGCACCACCCCCCCTTTCTCTGTTACCTGTGGGCCCTGCTCTGCAGCCCCCCAGCCT 
GGCTGTGCGGCCCCCACCTGCTCCTGCTACTCGGGTGCTGCCTTCACCTGCCAGGCCCTTCCCGCCTAGC 
T T GGGGAGAGC AGAGCT GC ACCCAGTGGAACTAAAGCCGT TCCAGGAT TATCGAAAACT GAGCAGCAACA 
TTGGGGGACCTGGGTCATCACGTACTCCCCCAGCTGGAAGGTCTTTCTCTGGCCTTGTCAATTCCCGTCT 
CAAGGCCCCACCTTCCACCTACAGCGGAGTCTTCCGCACCCAGCGCATCGACCTCTACCAGCAGGCCTCC 
CCACCGGATACCCTGCGCTGGATGCCGAAGCCTTGGGAGCGGGCAGGGCCACTTCTCGAGGGGGGGCC 

>GBEQ1941 |Acc|BM734700 j Ver | BM734700 . 1 GI : 1 9056033 | MON01_12_H12 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 35 : Stop : 630 

CTTAAGGCCAGTTGAAGATGGTCCCTTGCAGTTTCCCAAGTTAGGTTAGTGATGTGAAATGCTCCTGCCC 
CTGGCCCTACCTCCTTCCCTGTCCCCACCCCTGCAGAAGGCAATTGCTGGTTTTCTTCCCCAATTCTTTT 
CCAACTAGGTTTTGTTTACTCTACTCCCCAAATCCCTGAGCCAGATGTGGGGTGCCTACACTCCCAAACC 
CTGAGTGTCCGGCCTCCCCCTGTTGAGTTTTTAGTCTCTTGTGCTGTGCCTAGTGGCACCTGGGCTGGGG 
. AGGACACTGCCCTGTCTAGGTTTTTATAAATGTCTTACTCAAGTTCAAACCTCCAGCTTGTGAATCAACT 
GTGTCTTTTTTGACTTGGCAAGCAAGTATTAGGCTTTGGGGTGGGGGGAGGTCTGTAATGTGAAACAACT 
TCTTGTTGTCTTTTTTTCCCCTCCCATTGTTGTAAATAACTTTTAATGGCCAAACCCCAGAATTTGTACT 
TTTTTTTTTTTTTTCTAACTGCTATAAAACCATTCTCTTCCACCTGGTTTTACTGTAACATTTGGAAAAG 
GAAT AAAT GTCGT CCCT T T AAAAAAAAAAAAAAAAA 

>GBEQ1942 | Acc | BM734 697 1 Ver 1 BM734 697 . 1 GI : 19056030 | MONO 1_11_H11 . gl__A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 25 : Stop: 625 

TGATCATGATCTTTGAGATGATCCTGAGCATGGTGCTCTGCTGTGGCATCCGGAACAGCTCCGTGTACTG 
AGGCTCTGGCCGCCTGGGCCGCAGGGAGGGCCGGTGGGACCCCTGCGGCACCCCCAGAGCAACCCGGACA 
CTTCTGTGGAGGGCCTCTCACCACCTGTGTATATAACTTTTCTGGTATTATTACTTTGCTGCATTTATTA 
GTCTTTTTACTTTTGAGGTTTTGTTTTTGTCTTGAAGTTCCCTGTTACCTTCTGGGGCTGACGTCACCTG 
TAGGTGGCATGTGAGTGGGCCCTGGGGACTGCAGGCCAGGGGCCCCCTCTGCTTCTGGGGCCGCCTAGGA 
GGTCTTGCCTGCTCAGCCAGGCTCTCCAGGGGACCTCAGAGGCCTTCTGGCCGAGCTGCGTCCTCCCACC 
CACCCATCCCCATGGGCTGCACGGCTCACGCCGGTTTTAATCCTTGTTTCTCTCCTGTCTCTAGAGCCGG 
GTCTATGAGCGGCCTTATGCCTTTAATGCACCTCTCCTTTCTAACGCGTCACTTTCAACTGTAATTACGT 
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CTTGAAAGTCATTCAATAAAGAAGGAAAAACCAGGCATGCT 

>GBEQ1943 I Acc | BM734 696 | Ver | BM734 696 . 1 GI : 19056029 | MONOl_ll_Hl0 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 54 : Stop : 640 

TTCTGCAGGAGAGGCGGTGGTGAACCGAGTGTTTGACAAGCTGTCTCCCCTACACCACCGCATCTACTGT 
GCTCTCTCTGGTTCGGCTGCTGATGCCCAGGCTGTGGCCGACATGGCCGCCTACCAACTGGAGCTCCATG 
GGATGGAACTGGAAGAACCTCCTCTTGTTCTGGCTGCTGCCAATGTGGTGAGGAATATCACTTATAAATA 
TCGGGAGGATCTGTCTGCACATCTCATGGTAGCTGGCTGGGACCAACGTGAAGGGGGCCAGGTATACGGA 
ACCCTGGGAGGAATGTTGACCCGACAGCCCTTTGCCATTGGTGGCTCTGGCAGCACCTATATCTACGGTT 
ATGTGGATGCAGCATATAAACAAGGCATGTCCCCTGAGGAGTGCAGGCGCTTCACCACAGATGCTATCGC 
TCTGGCCATGAGCCGGGATGGCTCTAGTGGGGGTGTCATCTACCTGGTCACTATTACAGCTGCTGGTGTG 
GACCATCGAGTAATTTTGGGCAATGAGCTGCCGAAATTCTATGATGAGTGAATCTTCCTCACACTTCCCT 
TCCTTAGTTTGTAATAAACTCTCTGGG 

>GBEQ1944 | Acc | BM734 694 | Ver ) BM734 694 .1 GI : 19056027 | MONOl_ll_H07 • gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 88 : Stop: 645 

GTCCTGCTGATGGAGATTGTCACCTATGGCAGGATCCCTTACCCAGGGATGTCGAACCCCGAGGTGATCC 
GAGCCCTGGAGCACGGATACAGGATGCCTCGACCAGAGCACTGCCCCGAGGAGCTTTACAACATCATGAC 
CCGCTGCTGGAAGAACAGCCCCGAGGAGCGGCCCACCTTCGAGTACATCCAGAGTGTGCTGGAGGACTTC 
TACACCGCCACCGAGAGCCAGTACCAACAGCAGCCGTGATGGGTGGGACCAGGGCAGGACCAGGCACCGA 
GGCGAGGCCAGTGGGGTGGCTCCAGCACCATCTGCCCCGGGGCCCACTCACCCTTCCCACTCCCAGACAC 
CCACTCTCGCTCCAGCCACAGTTCCTCATCTGTCAAGGGGGTGGGTTGGACTGGACAATCTCTTTTTGAC 
TCTAGCAATCCACAATCTGCCATTCTCAGGAGACCCCCAAGTTGACATTTCTATGGCCTGGGAGAGTTGG 
ATTCCACTCACAGCTGTGGTTTGGATGGGAAACTTTAAAAATAATGAAATAAATATTTAAAT'AAAGGG 

>GBEQ1945 | Acc | BM734 692 | Ver | BM734 692 . 1 GI : 19056025 j MONOl_ll_H05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 30 : Stop: 611 

CCAGAAACCAGCAGATATTTCTCCGGGACATAGAACAGGTGCCACAGCAGCCGACGTATGTCCAAGCCCT 
CTTTGACTTTGATCTCCAGGAGGATGGAGAGCTGGGATTCCGTCGGGGAGACTTTATCCACGTCATGGAT 
AACTCAGACCCCAACTGGTGGAAAGGGGCTTGCCACGGGCAGACCGGCATGTTTCCCCGCAATTATGTCA 
CCCC T GT GAACCGGAACGTCTAAGAAT C AAGAAGAGAT TAT T TAAAGAAAGTGAAAAAAT T TAAAACGTA 
CAAAAGAATTAAACCCACGAGCTGCCCCTAACAGCAGTCTGCGAGGGAGCTCAGACCACCTGGCTGGGTC 
ACCTGTGACCCTCTCACTTTGGTTGGCACTTTGGGGGGTGGGAGGGGGAGTTGGATATAACAATGCCAAA 
TCTTACCTATAAATTAAGAAGAGAGTTTTTATTACAAATTTTCACCGCTGCTCCTATTTCTCCTCCTTTG 
TCCTTTTTTTCATCCTTTTCCTCTTCTGTTCATCAGTGCATGACGTTTAATGCCACGTATAGTCCTAGCT 
GATGCCAATAATAAAAGAAAAG 

>GBEQ1946 | Acc ) BM734 690 | Ver | BM734 690 . 1 GI : 1905 6023 | MONOl_ll_H03 . gl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 57 : Stop : 54 8 

GCTTNTGCTTTGCATTGACGTGGAGGCCCTAGTTCCCAGTTCCCGTCATGCTATCTTTTGACACTAAGAA 
GGAAAGTTTCTAAATTGCGGGAGCAAGATGGAAATTCTTTGCTGCCCTCTCCAACTTTGGGGATGGGCCC 
CTGGGAGACTGAGGCCTTCCTGGCCCCCATTGCTGCTTATTGTACCCCCACCACCTGCACATGGGACTGA 
CAGGGCTGGAGTGTGCCCCTGGCTGTCTACCTCCCAGCAAGAGAGCTCTCACCTGCCTCCCGATGTCCCC 
TAGAGGGGGATGGAGGGGCGACAGGACGGCTTCGCCCTAGGCTTTGGGCTGCCGCATTGCATGCTGGGAC 
CCAGCTCCTCCCCTCCGGGCCCCCTCCCCCAGCTGGGGTCCGCTGCGGGTGAGCGGTGACCTGCGCTGCC 
GAGCTCACAGCGGAGTCGGGTGGGGACCGTGTACAGCTTGATAGCCCTTAATAAAGAAGGGACTTTGACC 
TG 

>GBEQ1947 \ Acc | BM734 681 1 Ver 1 BM734 681 . 1 GI : 1905 6014 j MONOl_JLl_G01 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 78 : Stop : 542 

TGGCGTGATACACTTTCAAGACACTGACCACAGGGTGTTATTTATTCAGTGGGCATGGAGACTCGGGGGC 
TGGGCCCTGCCCACCTGAGTGAACAGCCCATCCAGGAACGCTCCTCTCCCGGGCGGCCTGGGCAGGGACC 
ACATCCCAGCTCTGCCCTCTCTTCTCCAGCCCTAACCTTTTGGGTCAAGACCTTCTTATCCCTTTTTTAA 
AAAACACTTTTAAACTTTTTAATAACTTTAAACCTTTTTTCAGCAGAGGGAGGGAGCTGACAATTGACCT 
TTTTTTGGAAGCCATGGTAAGCTAAACTCTTTGATCATCTATGCAGCTCTGAGGTTCCCTCATGGAGCTT 
CACAGACCCATTTTTAGGGAAGGGATTTTGTGCTCAAAACTATCATCAACCCTTTGCCCTTTCTACCAAG 
ATAAGTGACACCTAGGACCCAGGAAATAAATGCTGATGATTTGTG 

>GBEQ1948 j Acc ! BM734678 | Ver | BM734 67 8 . 1 GI : 19056011 | MONOl_ll_F08 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 551 

GCACGAGCGGCACGAGCGGCACGAGCAAAGAAGGGAGTTATACAGAGACACCAGGGTATGAATCATGGGG 
GCCCATCCTAGAGTGTGTCCACCACACAAAGAATAGAGTAAACCTTGCTGGTAGATTCTTTGCTCTGTGA 
TAATTTCCCTTTCACTCCTCCTCTGGGTCCTCTCTTGCAGGTGGCTTCGCTGCTGTTGGCAGATGTCTTC 
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TGGAAGAAGGTGCAGCTCCAGTGGCCCCAGGTTCTGGGAAAAGAGAATCCATTCAACTCTCAGATTGAAA 
AGGTGTTTGGAGACCAAGGCGGGCACTGAGTCCCTCAGGGACGTGCACTCCTGGGAGCACGGGGAGGCGG 
AAAGTTGGGTAAACTCACTCAACAAATAGTTACAGGCTGCCATGTCACAGGCTCTTAGGACCTCCTAGGC 
AGCATCTTTGCAAAGTGGTTTTCTCTCATTTTAGAGTGTATCTGAGTGTGATTCTGTGTGCTCCTGGGGT 
CAGTTCCTCTCCAATTGTCCCCTCANAATAACCTTTAATAAAGTGCTTTGGGTGCCATTCC 

>GBEQ1949 | Acc j BM734 676 | Ver | BM734676 . 1 GI : 1905 6009 | MONOl_ll_F05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 517 

TGAGAAACTAGTGGGTTGCTGCCTGATGACGGGGGCATCTCAACCCCTCAGTCATGCTGCCTTCTTCTTC 
ACTCCCAGCAGGATTCAGCCTCTCATTCCCGGGCTCCTAGGCCCTGTTCTTAGGATCAGTGGCAGGGAGA 
AAAGGGTGTCTCTTTTCTCTCTTCTAATTTTCAGTATAACCAAAAATTATCCCAGGATGAGCAAGGGCAT 
GTGCCCCTCATGCCATTCCACTCTTGTCCCAGCAAGAATGGGATGGGTACAACTGAGCTGGGGGTCATCC 
TTACCTGCTCCCTTCTAGACTTAGCTCCCAGATATGGGGCAGGAGGGGGCACTCTCCTCCTGGCTACTGC 
AGAGACCCCTGGCTGTTTGGGTGCCCTAGTTAGTGAGAAGGGGGCAGGAGGAGATACAGCTCCACTGCAA 
GTGGTGGTCTCTTTCTACAAGAGTTCCCGGCCGTAGGCCACAAGCATCCCATTCTCTGCTTCCTTGAGAT 
TCAAACCANAAGGCTGTTTTTCTAT 

>GBEQ1950 |Acc|BM734 671 |Ver |BM734 671.1 GI : 19056004 | MONOl JL1JE12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 19 : Stop: 592 " 
GCTTGCTGTGCCGGCCGCGCCGCCCCGCGCCCCTNATAGTCATGCCTCGCAAAATCGAGGAGATCAAGGA 
CTTCTTGCTCACGGCGCGGCGGAAGGATGCCAAGTCTGTCAAGATCAAGAAGAATAAGGATAATGTGAAG 
T T TAAAGTTCGAT GCAGCAGATACC T T T ATACCT T GGTCATCAC AGACAAAGAGAAGGCAGAGAAACTGA 
AGCAGTCCCTGCCGCCAGGTTTGGCAGTGAAGGAGCTGAAATGAACAAGGCACGCTGATTCGAACTGTAT 
.TAAAATCCAAAGAAAATCTTAAAAAAAAAAAAAAAAAAACTCCTCGTGCCGAATTCGGCTCGAGGATGGA 
CAAGATGGTGCAGAAGAAGAACGCGGCTGGAGCATTCTCTTGCTGAAGGAGCTTAAGAATCTCTCCTATG 
ACCC T GGAATTAT TACAGT CCACAAGAATTGGAAT GT CAGTAAAT GCTAT T CGCAAGCAGAGTACAGAT G 
AAGAAGTTACATCT T TAGCAAAGTCTCTCATCAAAT CC T GGAAAAAGT TACTAGAT GGACCAT CGACTGA 
TAAAGACCCTGAAG 

>GBEQ1951 |Acc|BM734 666|Ver |BM734 666.1 GI : 19055999 | MONOl_ll_E07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 14 : Stop: 501 

GGTGCCATGATGAGCGTGGACGAGACGCTCATGTGCTCCTTCCAGATCCTCAAGCCCGCGGACAAGATCA 
AGGGGAAATACGGGCAGTTCAGTGGCCTGAACCCTGGAGGCCGGCCCATCTCCCCACCCCGCAACTCCGC 
CAAAGCCAAGAAATAGCCTCCGCGTGCCCGCTCTTTACCCCAGCTGGTGGATTGTACAGAAATCATGCAG 
CCGTGGGGGTCACGCGGGCTCCCCAGGCCCACCGTCACGGGGAACACGGAGCCTTGGTGTATTTTTTTTT 
TAATGAATCACTAGCAGCGTCCGGTCCCCCAGGGCTCCCTCTGCCTGCACCTGTGGTGGCTGCGAGCAGG 
ATCCTGGGGCTGAGGCTGCAGCTCAGGGCAAAGCAGGGCCAGATTGTGGGTCTCCAGCCCTGCTTGGCCT 
CACGGCTGGCAGCTGGACCCCGGGACAACCCATCTGGTCTCTTGAATAAAGGTCAAAGCTGGATTCTC 

>GBEQ1952 | Acc | BM734661 1 Ver | BM734661 . 1 GI : 19055994 | MON01_ll_Dll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start: 8 :Stop: 54 6 

GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGGCCGAGCGGCAGACGCAGACAT GCAGATCT TT GT GAA 
GACCCTGACGGGCAAGACCATCACCCTCGAGGTTGAGCCCAGTGACACCATTGAGAATGTTAAAGCTAAA 
ATCCAAGACAAGGAGGGCATCCCACCTGACCAGCAGCGTTTGATTTTTGCCGGCAAACAGCTGGAGGACG 
GCCGCACTCTCTCAGACTACAATATCCAGAAAGAGTCCACCCTGCACTTGGTGCTCCGCCTGCGGGGCGG 
CATCATTGAGCCTTCCCTCCGCCAGCTCGCCCAGAAATACAACTGCGACAAGATGATTTGCCGCAAGTGT 
TATGCTCGCCTGCACCCTCGTGCTGTCAACTGCCGCAAGAAGAAGTGCGGCCACACCAACAACCTGCGCC 
CCAAGAAGAAGGTCAAATAAGGCCCCTCCTCTGGCTCCTCCTTTGCCCGAAGCGTCACCTCCTGCCTGAG 
CCCCATGGCCCTGGGGCCTCAATAAAGTTTCCCTTTCATTGACTGGAGC 

>GBEQ1953 | Acc | BM734 658 | Ver ] BM734 658 . 1 GI : 19055991 1 MONOl_ll_D08 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 45 : Stop: 647 

CACTATGGCTTTCAGCTCTATCAGAGTGACCCTAGCGGAAATTATGGGGGATGGAAAGCCACATGCATTG 
GAAATAATAGCGCTGCAGCTGTGTCAATGTTAAAACAAGACTACAAAGAAGGAGAAATGACATTGAAGTC 
AGCACTTGCTCTTGCTATCAAAGTCTTAAATAAGACCATGGATGTTAGCAAACTCTCTGCTGAAAAAGTG 
GAAAT T GC TACGCTAACAAGGGAGAAT GGAAAGACAGTCATCAGAGT TCTCAAGCAAAAGGAAGT GGAAC 
AGTTGATCAAAAAACATGAAGAAGAAGAAGCTAAAGCTGAGCGTGAGAAGAAAGAAAAAGAACAGAAAGA 
AAAGGAGAAATAGAAGACAAAATAAGGGAT TT TATAACTC GC T TGGGGCACCAT TTCAGT GTAAAAGT TA 
TCCTACTCT TT CACAC TGAGAATGCT T TGACT TT TAAC T T GTATAGTGGGAAAAGAGGACAGTACCTACT 
GAATCGGGTCTTGTTATTTCTGTCCAATTGAATTCTTTGTTGTAATGATGATTACTCTTCATGGACATCT 
TAATTCCCCTACCTTTTTTTTGAATAAAACTTTGAAAGAATGG 

>GBEQ1954 | Acc | BM734 656 | Ver | BM734 656 . 1 GI:19055989| MONOl_ll_D05 . gl__A005 Monocytes (MONOl ) 
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Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 539 

GCACGAGCGGGCGCCATGGCGGCCTATGAGCAGGTCCAAAAGGGGCCGCTGAAGCTGAAAGGCGTCGCAG 
AGCTCGGCGTGACCAAGCGGAAGAAGAAAAAGAAGGACAAGGTCAAGGCGAAGCTCCTGGAAGCGATGGG 
AACGAGCAAAAAGAACGAGGAGGAGAAGCGGCGCGGCCTGGACAAGCGGACCCCGGCCCAGGCGGCCTTT 
GAGAAGATGCAGGAGAAACGGCAAATGGAAAGGATCCTGAAGAAAGCGTCCAAAACCCACAAGCAGAGAG 
T GGAGGACT T CAACAGACACCTGGATACACT CACGGAGCACTACGACAT TCCCAAAGT CAGCT GGACGAA 
GTAGCTCCCAGCCCGGGACATGGAGTGGCATGGGGGGCAGCAGAGCGCCAAGTCGGGGTTATGTTTGGGG 
CCTTTGGTATTTTTTAGAAACATTCTTTTACACACACCATTGTGTCCTCTGCTGAGACAGTGCTTTTCCA 
AGCAGTGTGCCCTCAATCTGGACCTCAATTAAAGTAAGACTGTCCTTTT 
. >GBEQ1955 | Acc | BM734 653 | Ver j BM734 653 . 1 GI : 19055 98 6 | MONOl_ll_D02 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 98 : Stop : 505 

CCGCCTCACATTCCGCAGCCTCTCGCAGCAACTCTTTGGTCTCAAGCTTTACCGTGGAGAAGCGAGGATT 
TTACGAATCTCTTGCCAAGGTCAAGCCAGGGAACTTCAAGGTGCCAGACTGTCTCTCCAGGAGAACCAGC 
TTCCAAAGTGACTGAACAAGCTGTGCTAAAACCTCAAAGTAGAAATGGCCCTCAGGAAAAAGACCGTGAC 
CCCGTGGACTTGGACGATGCGAGCCTTCGCGTGAGCGATGTGTAAGGCGGTGCGTGCAGAGCCTACCCCG 
CCGCAGCAACTGGTGCGTTTCCTTTCCTGAGGCTTCTAGCCAAAGATGTCAAAGAGTAGACTGGTTTAGT 
GCGTATATTATACTGCCTCGGAGATGTACTCTTTATAAGCTGGTAAACCAAGAATGTA 

>GBEQ1956 | Acc | BM734 647 | Ver [ BM734 647 . 1 GI : 1905598 0 | MONOl_ll_C06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 395 

CTGGACCAAAGCCCTTTGCCAGACCCCTTCCAGCCCTCAGCCCACCATGGCTTCTCCAGACAACGTCCTG 
TTCCTGCTTTTGCTCCCAGTGGCTGGAGCTCAGATAACCGCAGGTTCCTGTTCTGGGTGTGGACCCCTCT 
CCCTGCCGCTCCTGGCAGGCCTCGTGGCCGCCGATGCGGTGGTGTCGCTGCTAATCGTGGCGGTCGTATT 
TGTGTGTATGCGTCCCCGGAGCAGGCCCACCCAAGAAGATGGCAAAATCTACATTAACATGCCTGCCAGA 
GGCTGAGCCCCCTGTAACTGCGACCTTTGACTTCTGACCCTCTCATCCCGGATTGTGTGTGATGGCACAG 
GAAACCCACTCCCAGCTTTGGGTTGCTTTGGAATAAAGCAATTGG 

>GBEQ1957 | Acc | BM73464 6 | Ver | BM73464 6 . 1 GI : 1905597 9 | MONO 1_11_C05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 588 

TTGTACATACTGCTCACGTGGGATCCGGAGATCTGTTCAGCGGAATGAATTCAGTTAGCTCCATTCAGAA 
CCAGATGCAGTCCAAGGGCGGCTACGGGGGCGGGATGTCTGCTGCCAACGTGCAGATGCAGCTTGTGGAC 
ACGAAGGCAGGATAGCCCCCGGGTCCCTTCTCTGGTGAGTACCTCAGAGCTGGGGCTTCACGGCCCTCCA 
TCACCGACAGACAGCTGACAACATAGACAGACT TAAGTCTT GGGGT TAG AAATAT ATAT T T TGT T CT CT T 
TTTTAAAAAATTGTGAATTACTGGAAAAGGCACAATATTTAGTAGGCTGCTGAAGTGCCGATTCTACGTA 
GTTACTGCATATTTGGTTATTAGTTTTAGCTTGCTCTTTTCCATATGAAGACATTAAACGCTGTAAGACA 
TCTGGTTGGGGAGGAGGCTTTGACTGAGATTCTGGTGACAAGACGTTGCTTATGTGTCCTTTAGACAAGA 
GTGAGGCTATTATTTTGAGTACTGGTACTGCAGGGAGTCCAACTGTAGTGAAGGAACTGTATTTAACTCT 
GCC T TATTGAT AGAC T T T TC 

>GBEQ1958 j Acc | BM734 645 | Ver | BM734 64 5 . 1 GI : 19055978 | MONOl__ll_C04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 540 

TGAACACTGTACCTGCCCTATGTGCAAACTTAATATTTTGAAGGCCCTGGGAATTGTGCCAAATTTGCCA 
TGTACTGATAACGTGGCGTTTGACATGGAAAGGCTCACCAGAACCCAAGCAGTTAACCGAAGATCAGCCC 
TAGGTGACCTCACCAGCGACAACTCCCTTGGCCTGGAACCACTTCGAACTTCGGGGATCTCGCCTCTTCC 
TCAGGAT GGGGAGCTCACT CCCAGGACAGGGGAGAT CAACAT T GCAGTAACAAAAGAGTGGT TTAT TAT T 
GCCAGTTTTGGCCTCCTCAGTGCTCTCACGCTCTGCTACATGATCATCAGAGCCACAGCTAGCTTGAATG 
CTAATGAGGTAGAATGGTTTTGAAGAAGGAAAAAACTGCTTTCTGACTGATTGCCTTGAAGGAAAAAAGA 
ACC TATT T T TGTGCAT CATT TACCAAT CAT GCC ACACAAGCAT TTAT T T T TAGTACAT TT TAT TT T TTCA 
TAAAATTGCTAATGCCAAAGCTTTGTATTAAAATAAATAAATAAT 

>GBEQ1959 | Acc | BM734639 | Ver | BM734 639 . 1 GI:19055972| MONOl_ll_B09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 11 : Stop : 585 

GTTTCATGCTTCAACAGTGCTTGAACGGAACCCGGCGCTCGCTCCCCGCCCCGGCCGGCCACCCAGAGTC 
AGCCCTCCTCCACCTCCTCACAGCGCCCTCGGCCCGCCGCAAGGCTCCCGCCGCCGCTCCAGCGCCGCCC 
CGCCGCCGCCGCCCTCTCCTCTCCTCAGCCGTCCGCCATGACGACCGCGTTCCCCTCGCAGGTGCGCCAG 
AACTACCACCAGGACTCGGAGGCCGCCATCAACCGTCAGATCAACCTGGAGCTCCACGCCTCCTATGTGT 
ACCTGTCCATGTCTTTCTATTTTGATCAGCGATGATGTGGCTTTGAAGAACTTTGCCAAATATTTTCTTC 
ACCAATCTCATGAGGAGAGGGAACATGCTGAGAAACTGATGAAGCTGCAGAACCAACGAGGTGGCCGGAT 
CTTCCTTCAGGACATCAAGAAACCAGACCAGGATGACTGGGAGAATGGGCTGAAGGCAATGGAGTGTGCA 
TTACACTTGGAAAAAAATGTGAATGAGTCACTATTGGAACTGCACAAACTGGCCACTGACAAAAATGACC 
CCCACTTGTGTGATT 
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>GBEQ1960 |.Acc|BM734 638 I Ver | BM7 34 638.1 GI : 19055 971 1 MONO 1_11_B08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 387 

CTTGGACCACAACCCCTCCATCCTCGAGATCAAACACTGAGACAAGGGGGCCAGCTGCAGAGTGGCCTCA 
GGACCCCCAGACCCCTCCCGGACCCCAGGACCAAGGGGCCCACCCTGCCTGCGGATGTGGCCCAGGCCGG 
GCCTCACGCGCACACTGTAAACGTATCTCTAGCCACCGTGTAACGTGTACTGGTGTGTATGTGGGGAGGC 
CTTGCACACAGCAAGGGGTGAGCATGGTGCCGTGGCTGTAGGGGACGTCTGCACGGTTCGCTGTCCATGC 
ACTTTGTGGTCCCTTTGCAGGGGGCAGAGGGTCCTGGAGATGGGAGGGAGCCAGGTGTGCTATCAGGAGT 
TACTGTAATAACAAGAACTGGAAGAGTGTGTTTC 

>GBEQ1961 |Acc|BM734634|VerlBM734634.1 GI : 19055 967 | MONOl_ll_B02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 315 

CAGCTTTCGCTCCATACCCCCGGGTGCCTTCGACCACCTGCCCCAGCTGCGGACCCTCGATGTGCTGAAC 
AACCCCTGGCACTGTGACTGCAGCCTCACCTACTTGCGCCTCTGGCTGGAGGACCGCGTGCCCGAGGCCC 
TGCTGCTTGTTCGCTGTGCCACCCCCGACCTCGCCACCAGCCGCCCGCTGGGCCAGCTGACAGGCTACCA 
GCTGGGCAACTGTGGCTGGCAGCAGCAGGCATCCTGGACCCCCCCGGGAGTCTGGGGGCTTGTGGCACTG 
GTTGTCGTGGCCGTGCTGGGCCTCGTTCTCCTG 

>GBEQ1962 ) Acc | BM734 614 | Ver 1 BM734 614 . 1 GI : 19055947 | MONOl_10_H02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop: 579 

AAGCCACAGATGACTTCTGTGAGGACGGGCGGCTGGTGGAGAAGACAACATATGACCACGTGACCAGAGA 
GAAGCTGGACCGGATCCTCGCCCTGATCCAAGGTTCCCATCAGAAGGCCCTGGTGATGTACTCCAGCCTT 
GACCTGCAGACCCAGGAGGCCTATGAGATGGCCGTGAGAGGTCTGATCCGGCCCACAGACAAGTCCCCGA 
TGCTGATAACCGGCATCCGATGCCTCCACTTTGCACCTCCGGAGTTCCTCCTGGGACCGTTTTTGCCCCC 
CGCCT GGAGAGCCAAACACCAAGGCGAGACGAGAT TGCAGCAGAG AGACAGT T T ACT TAG AAGGCAGCCG 
TGTGAGGAAGCGAGAACCCCTAACCCTCAACTTGGGGCAGCAGCAGCAGCAGAGGCAGCAGAAGCGGCAG 
CAGCAACATGCCAGCAGCAGTTTTGCCTGCCCATGGGTCCTGTCCCCATGCCAGCAGCGGCAGCAGCAGC 
TCCCCATGCCAGCAGCATGTCTGACTGCCCATGGGTCCTGTCCCCATGCTATTCTATTCTCTAAATAAAA 
GAGCACTACTGCC 

>GBEQ1963 | Acc | BM734 607 | Ver | BM734 607 . 1 GI : 19055940 |MONOl_10_G0 6. gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 543 

ACCCTCTGCCCCGAGTGCAAGGGACCCGTCCTCCAGGCGAAGATGGAAGAGCATTGCGAGAGCGGGCACC 
AGGAGGTCGGGTGTGCAATGTGTCAGCAGAGCGTGCCGAAGCACTCGCTGGAGCTTCATGAGGCCACGGA 
ATGCAGGGACCGCCCCGTTGCGTGTCAGTTCTGTGAGCTGGCCGTGCGCCTCAGTAAGGCAGAGATCCAT 
GAGTACCACTGTGGCAGCCGGACTCAGCTCTGCCCAGACTGCGACCAGCCCATCATGCTCCGAGCGCTGG 
CCCAGCACAAGGACGTGTGTCAGGGCAAACAGGCCCAGCTTGGGAAAGGGAAGGAAATTTCAGCTCCTGA 
ATGCAAATTCAGCTGTTGGTATTGCAACGAAATGATTCCAGGAGATAAGTATTCCCACCACGTGGATAAA 
TGTCGCACAGTCTCA^AGTCTGTGAAATATTTTCCAGTTGGAAAGCCAAGAATTCCTCCTCCATCCCTTC 
CAAGCCAGGCTGCTGAAGATCAATCTTCCACGGCAGAGAAAGATGTCCGTCCC 

>GBEQ1964 | Acc | BM734 604 | Ver | BM734 604 . 1 GI : 19055937 1 MONOl_10_G03 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop: 555 

. ACGAGCAGTAGCACAAACCAT C T CATACGAAGTAACT CT AGCAAT CAT CCTACTC T CAGT CCT CCTAAT A 
AGCGGATCATTCACATTATCAACACTTATTATTACCCAAGAATACCTCTGATTAATCTTCCCATCATGAC 
CCTTAGCCATAATGTGATTCATCTCAACATTAGCCGAAACCAACCGAGCTCCATTTGACCTAACAGAAGG 
AGAATCAGAACTCGTCTCTGGATTCAACGTTGAATACGCAGCCGGCCCATTTGCTCTATTCTTCCTAGCA 
GAATACGCAAACATCATCATGATAAACATCTTCACAACAACCCTATTTCTAGGAGCATTTCACAACCCCT 
ACCTGCCAGAACTCTACTCAATTAATTTCACCATTAAAGCTCTCCTTCTAACATGTTCCTTCCTATGAAT 
CCGAGCATCCTACCCACGATTCCGATATGACCAACTTATACACCTCCTATGAAAGAACTTCCTACCACTC 
ACACTAGCCCTCTGCATATGACACGTCTCACTTCCAATCATACTATCCAGCATCCCACCAC 

>GBEQ1965 | Acc | BM734 602 | Ver | BM734 602 .1 GI:19055935| MONOl_10__F12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 671 

TGT GAGAAACAAT CTATT TCCAT T T TT GCAGAAGACGT T TAACT CT TACAGTAAGCACCT T CACAGGT GA 
CACAGCTGGCTGATGGCGGGGCTGTAGCTCAAACCCAGGTGTCTAGGGCTCTGGGCAGCCCTTCCACACG 
AGGCCTGCTGCCTTTCCTCCTGGGATGGCACCTGGGAGAGTATCGCAGAGGCCACTGAAGTCGTGAAATA 
AGCAACAGCTCTGCACGCTGTGGGTGACCAGAGGTCACGTCAGATGCAGCCCATGCGGCCTGGAATTGCA 
AAGGGGCGTCCTCTAGGGAAAAGCCCACGGGGTCTTGGAGCATCCCCAGGCGCATGTGGTGACGCCAAAG 
AGGAAAGACATAGACGGGTAAAGATACCCCGGAGTCCAAAAGTCTCTAACCAGATCACCTCAGCGAAGGT 
TGGCCTTAAAAGCAAAGGCTGAGGCACTATTGGTCCCCTTTGTTCAAT^AGGCGTTCAGCAGGTCCAGGTC 
AGCAGGCTCAGTCGCTTCCAGGCGTGCGGCTCACGAATCATTGTCCGCGCAGGTTCCGAGGACGACCCGC 
AGGAGCCCAGGCTCAGGCTCATCCTGGCCGGGAGAACGGGGGCCGGCAAGAGCGCCACAGGCAACAGCAT 
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CCTGGGCCAGCGGCGCTCCTCTCGAGGGGGGGCCC 

>GBEQ1966 1 Acc | BM734599 | Ver 1 BM734599 . 1 GI : 19055932 | MONO 1_10_F07 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 628 

TCCAGGAGCAGAGCATCTCCCTCATGTCCGTGGGCTTCATGCTGGAGAAGCCGGTCGAGGCCGTGGTGTG 
GAGAGGCCCCAAGAAGAACGCGCTGATAAAGCAGTTTGTGTCTGACGTGGCCTGGGGACAGCTGGACTAT 
CTGGTTGTGGACACGCCCCCAGGGACCTCTGATGAGCACATGGCCACTGTGGACGCCCTGCGCCCCTATA 
GCCCCCTGGGGGCCCTCGTGGTCACCACACCACAGGCGGTGTCCGTGGGGGACGTGAGGCGGGAGCTGAC 
CTTCTGTAGGAAGACGGGCTTGCGGGTGATCGGGCTCGTGGAGAACATGAGCGGCTTCGTCTGCCCGCAC 
TGCGCGGAGTGCACCAACGTCTTCTCCAGGGGAGGTGGCGAGGAGCTGGCCAGACATGCTGGAGTCCCCT 
TCCTAGGCTCTGTGCCCCTGGACCCCGAGCTCACAAGGAGCCTGGAGGAGGGCCGAGACTTCATCCGGGA 
GTTCCCCAAGAGCCCTGCGTTTCCCGCCCTCTCCTCCATAGCCCAGAAGATTCTAAACGAGACGCCTGCT 
CAGCTCCCCTGACCAAGGCGGCCTTGAGCACCTCCTCCTGGCCACGTGGGTTTTAGCTCACACA 

>GBEQ19 67 | Acc | BM7345 96 | Ver | BM734 596 . 1 GI : 19055929 | MONOl_10_F03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 219 

GCACGAGTCGAGTTTTCTTGTGTTGGTTTTTTAAAGAAATGGGAAGAAAAAAAAAAAAAAACCTCCCTCC 
TCCCCTTTCCTCGCTCTCGCTCCCTCCTTCCGACACCCCTCCTCCTGCCCTTTTTGTTGTTTTGTTTTGT 
TTTGCTACGAGTCCACATTCCTGTTTGTAAGCCTCGGTTCGCCCGGTTTTCTGTTTTCAGTAAAGTCGTT 
ACGCCAGCT 

>GBEQ1968 | Acc [ BM734 593 1 Ver j BM734 593 . 1 GI : 19055926 | MONOl_10_Ell . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 12 : Stop : 643 

GCCACTTTGGCATGAGATGGTGGAGACCACAGTGTCTGAGGTAGAGGTGAGGAGCGGCCGAGCGGCCATC 
GTGGACCACACTGGGGACCTCACCTTCACAGTGACCTTGGAGAACCTCACTGCAGAGGACTCAGGGAAGT 
ACAGGTGTGGGATCGCAACGATACTGCAGGAGGAGGGGCTGCAAGGCTTCCTGCCTGATCCCTTTTTCCA 
GGTTCAGGTGTTGGTTTCCTCAGCCTCCAGCAACAAGAGCTCTACGTGGACACCTGGACATTCCAGCCAA 
CACCAAGGGTTCCTGCTCCTCATATTCCTGAAGGTGCCCCTGTTCCTGCTGATGCTCAGTGCCGTCCTCT 
GGGTGAACAGGCCTCAGAGGGCAATTTGTGGAGAAACAGAGCCAGCCTGACCAAGAAAACCTGCAGCCAT 
C C T C GCC CAT C AAT AT C T T G T G C AG AG AC ACAG GC AC GC AGAC T AGAGAAGAAGG AAC T T C AGACCC T G A 
ATCTGATATCCCTTTTCACCCTATTGCCAGAGACTTTTAAAACAAACTTTTAAAAATGTTTTAATGAAAT 
AT AT CATATACACAAAAGCATCTAT AAGAT GTATATGTACAGCT CAAGAAC TAGAAATAAACAT GT GCAT 
CC 

>GBEQ1969 1 Acc | BM734 591 | Ver | BM734591 .1 GI : 19055924 | MONOl_10_E07 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop: 496 

TCCACAAAGGTCAGAGATTGTAAATGGTCAATACTGACTTTTTTTTTATTCCCTTGACTCAAGACAGCTA 
ACTTCATTTTCAGAACTGTTTTAAACCTTTGTGTGCTGGTTTATAAAATAATGTGTGTAATCTTTGTTGC 
TTTCCTGATACCAGACTGTTTCCCGTGGTTGGTTAGAATATATTTTGTTTTGATGTTTATATTGGCATGT 
TTAGACGTCAGGTTTAGTCTTCTGAAGATGAAGTTCAGCCATTTTGTATCAAACAGCACAACCAGTGTCT 
GTCACTTTCCATGCATAAAGTTTAGTGAGATGTTATATGTAAGATCTGATTTGCTAGTTCTTCCTTGTAG 
AGTTATAAACGGAAAGATTCCACTATCTGATTAATAGTTTCTTCATACTCTGCATATAATTTGTGGCTGC 
AGAATATTGTAATTTGTTGCCCCCTATGTAACAAAACAACTGAAGATATGTTTAATAAATATTGTACTTA 
TTGG 

>GBEQ1970 )Acc|BM734578 |Ver IBM734578.1 GI : 19055911 | MONOl_10_D05 . gl_A0 05 Monocytes (MONOl) 
•Equus caballus cDNA, mRNA sequence Start : 3 : Stop: 516 
GTGTCCCAGGAGCGTTTCCTGGATGAGCTGGAGGATGAGGTCAAAGCTGCTCGAGCCCGGGCTCTGGAAA 
•GGGCATCAGGACCCTGACCCGGCTGGGCAGCGCGCATCTCCAACCTGCTGGAGCCCCTTCACGTGATGGA 
TATTGCCCCGTCGCTCTGTGGAAATTGAAGCCTTCTCACAGCATTGCTTGGAATGATGACAGCCCAAGAA 
GCCAGGGATTTATGCATTTGGCCGTCGTCAAGGGAACATTGCCCACTTCACACTCACTGTACGTGGCAAC 
TGAAGCTTTCTTGTAGTTTGTTTCCCTGTTTGAGAGATATCTGACCTTAGCTTTTCCCAAGTTTTCTGAC 
TTTATTGTTTATCCCCTTCACCTCCCAGGGGCTAGGAGGATGGAGGATAAGAGGTGGGCTGTTAATGGGG 
GGTAGCCATGGCAGCTTTTTGCAGTGTTGGAGCCTAAAGTGGGAAGAATGGGGTCAAGTTGAGAATAATA 
AACTGAGTCCTCTCTCTTGGAGTC 

>GBEQ1971 |Acc|BM7345731Ver|BM734573.1 GI : 19055906 | MONO 1_10_C11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 37 : Stop : 64 1 

GAGACCGGCTGATCGTGGGCACTGCGGGCCGCAGAGTGTTGGTGTGGGACCTACGGAACATGGGCTACGT 
GCAGCAGCGCCGGGAGTCCAGCCTCAAGTACCAGACCCGCTGCATACGGGCATTTCCGAACAAGCAGGGT 
TATGTATTAAGCTCTATTGAAGGCCGAGTGGCAGTTGAGTACCTGGACCCAAGCCCCGAGGTGCAAAAGA 
AGAAGTACGCCTTCAAGTGTCACAGACTAAAAGAAAACAATATTGAGCAGATTTACCCGGTCAATGCCAT 
TT CC T T CCACAACAT CCAC AATACAT T T GCCACAGGTGGT TCT GAT GGAT TCGTAAAT AT TT GGGAT CCA 
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TTTAACAAAAAGCGACTGTGTCAGTTCCATCGGTACCCCACCAGCATCGCATCACTTGCCTTCAGTAATG 
ATGGGACTACACTTGCAATAGCATCATCATATATGTATGAAATGGATGACACAGAACATCCAGAAGATGG 
TATCTTCATTCGCCAAGTGACAGATGCAGAAACAAAACCCAAGTCACCATGTACTTGACAAGATTTCATT 
TACT TAAGTGCCATGTT GAT GAT AATAAAACAATTCGTACTCCCC 

>GBEQ1972 | Acc | BM7 34 5 67 j Ver | BM734567 . 1 GI : 19055900 1 MONOl__10_C04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 550 

AGATGTCTATTGGTGTGCCAATCAAAGTCCTACACGAGGCCGAGGGCCACATTGTGACATGTGAGACAAA 
CACCGGTGAGGTGTATCGTGGGAAGCTCATTGAAGCGGAGGACAACATGAACTGCCAGATGTCCAACATC 
ACAGTCACATACAGAGATGGCCGAGTGGCACAGCTGGAGCAGGTGTACATCCGCGGCAGCAAGATCCGCT 
TCCTGATTTTGCCTGACATGCTGAAAAACGCACCTATGTTAAAGAGCATGAAAAATAAAAACCAAGGCTC 
GGGGGCCGGTCGGGGAAAAGCTGCTATTTTGAAGGCCCAAGTGGCTGCGAGAGGAAGAGGACGTGGAATG 
GGACGTGGAAACATCTTCCAGAAGCGAAGATAAATTTATCTATTGAACAGAACTTTGCCTCTATTTTTTT 
TTTTTTAGGTTATCTCAGTTCGGGGGTGGGGGGTGTGTGCTTATGTATATGTCCTAGGTTTTCTTTTGTC 
AACTTTCTCTTTAGATCAGAGGAAATGTTAAACTAAATAAATATGATTGGTTTGGTTG 

>GBEQ1973 | Acc | BM734564 j Ver | BM7345 64 .1 GI:19055897| MONOl_10_C01 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 3 : Stop : 519 

TGGGACCCCCAAGGGAAAGAGAGAGCTGATGAGCAATGGTTCTGTCATCGGATCTAAAGCTGGGAAGAAT 
T CT GGCAAAAAG AAGGGCCT TAACAATGAACTGAATAACCT T CCGGT GAT CTCCAACAT GACGGCCACAT 
TAGACAGTTGCTCAGCAGCAGATGGCAGTTTGGCTGCAGAAATGCCCAAACTGGAAGCAGAAGGACTAAT 
T GACAAGAAAACTT T GGGAGATAAAGAAAAGGGCAAAAAAGCCAACAAT TGCAAAAT GGACAAAAACCTC 
TCTAAACTTAAAACTGCCCGGCCCATTGCTCCTGCCCCCGCCCCCACTCCCCCGCAACTAATTGCTATAC 
CCACTGCAGCCTTTACCAGCACCACCACAGGGACAATACCCGGACTGCCCTCCCTCACGACGACTGTTGT 
TCAGGCCACACCAAAGAGTCCTCCATTAAAACCCATTCAACCAAAGCCCACAATTATGGGGGAGCCCATC 
ACCGTGAACCCAGCTCTTGTGTCACTC 

>GBEQ1974 | Acc ) BM734 559 | Ver | BM73455 9. 1 GI : 19055892 | MONOl_10_B07 . gl_A005 Monocytes (MONOl) 
'Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 246 

GCACGAGATTTCTTCCCTGATGATCCACCCACATTTATCTTCAGTCCTGCTAACAGAAGAAGAGGCAGAC 
CTCCCAAACGAGTATCTGATAGTCAGGAGGGCCGCGTTGCTCCTAAACAGACTATTGCAGGTTATAGGAA 
CAAAGC T ACTAAAGAAAGAGACAAACTTT TGAAACAAGAAGAAATGAAGTCACTGGC TT T T GAAAAGGCT 
AAAT TAAAAAGAGAAAAAGCCAGATGCCCTGGAGGC 

>GBEQ1975 | Acc | BM734556 | Ver | BM734556 . 1 GI : 19055889 | MONOl_10_B03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 362 

GCACGAGTCAGTGTTCGCCATTTCACGTTCGGTTCGGGAAGCTGGGAGTCCTGAGATCCAAGGAGAAAGT 
GATTGATATAGAAATCAACGGCGACGCAGTGGATCTTCACATGAAACTGGGTGACAATGGAGAAGCTTTC 
TTTGTGGAGGAGACTGAAGAGGAATATGAAAAGCTTCCTGCTTACCTTGCCACCTCACCAATTCCTACTG 
AAGATCAGTTCTTTAAAGATATTGACACCCGTTTGGTGAAATCTGGTGGAAATGAAAGACCATCTCAGAG 
TTCAGACATCTCACACATCTTAGACACGGAGAGAGTTTTTGCTCCAAGTTCTGGAAAAAAAAAAAAACTC 
GAGGGGGGGCCC 

>GBEQ1976 | Acc | BM734 553 | Ver | BM734553 . 1 GI : 1905588 6 | MONOl_10_All . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 128 : Stop: 525 

GGAGATGTCGGTAATGATGGCTTGCTGGAAGCGGAATGAATTCCGCGACGAAGCTTGCAGAAAAGAGATC 
CAGGCCTTCTTCGATTGTGCTTCGAAGGCTGAGGCAGCCCGAAAGATGAGATCAATCCAGGAGAACCTGG 
GAGAGTCCGGGAGTTTACCCCCTAAGAAAATTAATAATTTGTTACAGAGGTTTCCTAACAAACCTTATGT 
CAGCTGAAAATGGAGAAGCCTTTTCAATGACGGGACTGTAGCTTTTGAGAATTATGCAGAGGCATTTTAG 
" AAACATTTGCACTGTTATACTTTCTTTGCAGAGTAAAAGGAGACAAAACCCCTTTTTTTGTCCTTTGGAA 
CCATTGTCTCTGTGGAAGTTATGCTTTATCTTGAAATAAAATCCTCTG 

>GBEQ1977 | Acc | BM734 54 5 | Ver | BM734545 .1 61:190558781 MON01_9_H12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 2 : Stop : 124 

TTGTGCGTTTTTTAAGATTGAAATCATGGCAGGTCCAGAAACTGATGCCCAATTCCAGTTCACTGGTATC 
AAAAAATATTTCAACTTTTATACTTTCCCAGGTAGAATGAATTGTGTTCTGGC 

>GBEQ197 8 | Acc | BM734 540 | Ver | BM734540 . 1 GI : 19055873 | MONOl__9_H05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop: 603 

GCTCCCTTCAATATGGCTGCCCNCAGGGAAAGGCGAGAGAGAACGTGAAAGCACAGACTCTATATCCCTC 
ATCGCATGGATCGTAGCGCAGAGTTCAGAAGATGGAAGGCGCA(STGTCTGAGCAAAGCGGACCTCAGCCG 
GAAGGGCAGTGTGGACGAGGATGTGGTAGAGCTTGTGCAGCTCCTGAATGGGCGAGAAGAGTTTTTCACT 
ACCAGTTCCTGTGCTGGCCGCATCATCCTCCTGGACGGGGGTATAGATGGTTTTGAGGTTCAGAAACAAA 
ACTGTTGCTGGCTACTGGTTACACACAAACCTTGTGTAAAAGATGATGTGATTGTAGCTCTGAAGAAGGC 
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GAACAGTGATGCCATTTTGAAGTTTGAGCCATTTATTCTTCATGTGCAGTGTCGACAGCTGCAGGATGCA 
CAGATTCTGCATTCAGTGGCAATAGATTCTGGCTTGAGGAACTCGGGCATAACAGTAGGAAAGAGAGGAA 
AGACCATGTTGGCTGTCCGGAGCACACATGGCTTAGAAGTTCCATTAAGCCATAAGGGACAACTGATGGT 
G AC AGAGG ANAT AT AT AG AC T T CCT AT T AAAGAT AGC 

>GBEQ1979 1 Acc | BM734534 | Ver | BM734534 . 1 GI : 190558 67 | MONOl_9_G10 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 557 

GCACGAGCGGAAGGTGGTGGTCGTGCGCTGTGAGGGCATCAATATTTCTGGCAATTTCTACAGAAACAAG 
TTGAAGTACCTGGCCTTCCTCCGCAAGCGCATGAACACCAACCCATCCCGCGGCCCCTACCACTTCCGAG 
CCCCCAGCCGCATCTTCTGGCGGACCGTGCGAGGCATGCTGCCCCACAAGACCAAGCGAGGCCAGGCCGC 
CCTGGACCGCCTCAAGGTGTTCGATGGCATCCCGCCGCCCTATGACAAGAAAAAGCGGATGGTGGTTCCT 
GCTGCCCTGAAGGTCGTGCGTCTGAAGCCTACACGAAAGTTTGCCTACCTAGGGCGCCTGGCTCACGAGG 
TTGGCTGGAAGTACCAGGCGGTTACAGCCACTCTGGAGGAGAAGAGGAAGGAAAAGGCCAAAATCCATTA 
CCGGAAGAAAAAGCAGCTCACGAGGCTACGGAAACAGGCTGAAAAGAACGTGGAGAAGAAAATTGACAGA 
TACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAACTGACTGTTAACTCCTC 

>GBEQ1980 |Acc|BM734515|VerlBM734515.1 GI : 19055848 | MONO 1_9_E11 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 319 

GCACGAGCTCGTGCCGGCTCATTCAGCCAGAAAATAAATCTCCCACCCGTGTTTGACTTTGAAGACTCCA 
CCAGGTCGTGGAGAGCTTGGGAACTGCGATAACTTTCTGGGAGCTTTGGTTGGGTCCGTGATCCCCTTCT 
CCGTACAC GCATGACACAT GT TCGCCATAT TACGT TT TATCTATAACAAACACACACCCTACAT T TGAAG 
TTTACTAAATATCATGCTCCATTTTTCACATGGTTCTTAGGCCACATCCCTCTTTATAAAAATTTGTGAC 
AATT TT TGT T TAT TAAAT AT GC AT GAGCT CCAAT GAGAT 

>GBEQ1981 |Acc|BM734513|Ver|BM734513.1 GI : 190558 4 6 | MONOl_9_E09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 8 : Stop: 634 

CAATCTTTTGAAAAACCCGGAAGTGAGGAGTGTGCACGGATGCTGAATGTTTGGGAATGAGAGGATGAGT 
GAGTGAGGCTTGAAAACACACCACATTGAAAATCCTGCCACAGCCGCAGCCGCAGCTGCAGCCGCCAACA 
GCAGCGCTGTGAGTGAGCTAAGTAAGCACTGGCTTCGTAGGAAACCATACGCCGGCCGTCTTGGAAAAGA 
AAAACGATGGATTTACTTGCTTAAAAAAAGAAGGCTATCTCTGCAGAGAGCTAGAACTAGCTTTTCTGCC 
TTTTGGCCGGTGCAGAGTGGAGTGACTGGTTTGGGAGAGGAGGAGGGACTGGGTTCAGCTGTGGTGCTTT 
GTTGTAAAAGGCAGCCTGGCCTTTGCTACTGGTAAGAAAGATGGAGCCTGGGTCTCAAGCCCACCTTTGG 
TGTACCTTTGCCACACTGTATGTGTGCCGGCTAAAAGGAGGCTGAGGGATTCTTTCCAGTCTGAGAATGA 
GTGTGTGTGAGTGAGGCGGTATCCACATTCTCAACTTCAAGTCATTGCAGTTTCTTTTTCCCAGATAAAA 
GGGGTTTAGACATTGCATTTCATAAAACTAACCGAAGTTCTGTCTACTGATGCAGCACAAGAGATGT 

>GBEQ 1982 | Acc | BM7 3 4 5 1 1 1 Ver 1 BM7 34511.1 GI:19055844| MON01_9_E 0 7 . gl_A0 0 5 Monocy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 8 : Stop : 557 

TCCTCATCTCTTTCCTCATTTTCCTGATAGTGGGATGAGGATGGCCTTCCTGTTTCACCATCTTCTCAAT 
CTTTCTTTACCGGGTTGGGGAAGGGCTGTCTACCTGCGGCCCTTTCAGTGGTGGTGTCTCCTTGCTTCTC 
•TCTTCTCACCCGTAGGCTAATACGCTTGGCACTGATGGGCACTGGGGAATGCAGAGCAGACCCCGGATGC 
TATTTATTCAAGCCCTGTTTGAATGAGTCCTTCGTGGGCCAGTGCTGGGCTGGGAAGAGGGTAACAGCAA 
ATAATCATTGGTTGAGCTAGGCTTATCTTTTTGTCTAGTGCAACAGATTGAGGGTAAAACAGTTCTCAAA 
ACAGCCTTCAAATACCTTTACCTAAATACTTCCAGCTCCTTCTTCCAGCTAAAGCTCAGTACACTAATGC 
CTCATCTTAGCAGTGATTTTGTAGCAATTCGAAGAAATTTTCTCATCCGTTTTAAGAAAACCTGACTGAG 
TTTTCCTGTCTAAACAGCATTTCTGCCAAACTTAAAAGGAGGCCCACATGATACCCATTC 

>GBEQ1 983 | Acc | BM7 3 4 5 1 0 1 Ver | BM7 34510.1 GI:19055843| M0NOl_9_E 0 6 . gl_A0 0 5 Monocy te s ( MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 452 

GCACGAGCGGCACGAGCCGAAGATGGCGGAGGGGCAGGTCCTGGTGCTGGATGGCCGGGGCCATCTCCTG 
GGCCGCCTGGCGGCCATCGTGGCCAAGCAGGTGCTGCTGGGCCGGAAGGTGGTGGTCGTGCGCTGTGAGG 
GCATCAATATTTCTGGCAATTTCTACAGAAACAAGTTGAAGTACCTGGCCTTCCTCCGCAAGCCTACACG 
AAAGTTTGCCTACCTAGGGCGCCTGGCTCACGAGGTTGGCTGGAAGTACCAGGCGGTTACAGCCACTCTG 
GAGGAGAAGAGGAAGGAAAAGGCCAAAATCCATTACCGGAAGAAAAAGCAGCTCACGAGGCTACGGAAAC 
AGGCTGAAAAGAACGT GGAGAAGAAAAT TGACAGATACACAGAGGTCCT CAAGACCCACGGACT CC T GGT 
CTGAGCCCAATAAAACTGACTGTTAACTCCTC 

>GBEQ1984 | Acc | BM734508 j Ver | BM734508 . 1 GI : 190558 41 | MON01_9_E04 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 8 : Stop: 522 

CGTCTGCTTTCTTTTTTGGGTTTCTTTCTAGGAGAATGAGAAGTGCATGTAATGGGGACTGAGAGCGCCC 
CCCTCCCCAGGCTTTAGGCCACAGGCAGCTTCTCCGCACCCCCAGCTTAGCAGGGGCTCCCGGAGGACTG 
CCTGGGGGAGGCAGAGAGGGGAGTGCCAAGGTGGCCAGATGGTTCCAGGACCACAGTGTCTTTATTTTTA 
ACTGTTTGCCACTGCTGCCCCTACCCCTGCCCGGCTCTGGAGTACTCTCTGCCCCAGACTAGCAGGAGTG 
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AGTTCAGGGGGGAGCGCTGATTCTCCCCGCAGTGTTGGGGGGGGGGGGGGCATACCTTCTAACTGAGCAG 
TAGGGATAGAAGGCACGAGCCTGGGAACTGCTTTTATAAATTATTTTCCTTGTAGATTTTATTTTTAATT 
TAT CT CT GT GACCTGCTAGGGAGAGGAGAGAGAGAGAGAGAGAGAGAGATGC TGT G AGCAC AT GACAAAA 
T AAAAT AAAAT AAAAT GG ATGAT T C 

>GBEQ1985 | Acc | BM7 34506 | Ver | BM734506 . 1 GI : 190558 39 | MONOl_9_E02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 47 : Stop : 604 

ACCTTGTAACTCGAGAGAGACTACTTCTGGCATCCTTTAAGAACGAGGGTGCAGAACCAGATCTCATCAG 
GTCCAGCCTGATGACTGGAGGGGCTAAGCGAGGAGTACCCAACCCTTGGCTCTTCGAGGAGCCAGAGGAG 
ACCAGAGGCCTGGGTTTTGATGAAATCCGGCAGCAGCAGCAGAAAATCATCCAAGAACAGGACGCGGGCC 
TTGATGCCCTTTCCTCCATCATAAGTCGCCAGAAACAGATGGGGCAGGAAATTGGGAATGAGCTGGATGA 
ACAAAATGAAATAATTGATGACCTTGCCAACCTGGTGGAGAATACAGATGAGAAACTCCGCACTGAGACC 
AGGCGTGTCAATATGGTGGACAGAAAGTCAACATCTTGCGGGATGATTCTGGTGATTTTATTGCTGCTCG 
TGGCTATTGTGGTCGTCGCAGTCTGGCCTACCAAGTAGTGGCGATAAAGGGACCCCCAGCCGTGCCCTGC 
CAAGGATGGAGAAAGTTCAGTGCCCTTTTGGTACACGAAAGCTGCTCTCAATAAATTCCTGCAAAGCT 

>GBEQ198 6 \ Acc | BM734501 1 Ver | BM734501 . 1 GI : 19055834 | MONOl_9_D09 . gl_A005 Monocytes {MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop: 622 

GATGAATAAAGAGAATGTAGTTCCCTCCTCAGGCTTTCGTGGTTAGCTTACCGAGGAACTGGGCCCCCTG 
GTACAAGCCGAGCTGCCAGGGAATGAGGGAGGAGTCCCTGGGGCCTCTGGCACCTGTTTCTAGGTCTCAT 
CTAGAAACAGTCTTGCTGTCCAGGGAACCAAACCACGGTCGGAGAGCTCCAGACGCCTATTTCCCAGCAC 
CCCAAAGTGCATACAGCCAAGTAACTAATTGCTGCCTTCAACAAGCAGAGCTGGAGTCCGTTTTCAGTTC 
TATCTCCAAACTCCTTTCCACCAAGCTTAGCTTCTTAAAGGCCTAACAGGCCCTTGGCACAGCAAGATCC 
TTTCTGCAGGCTGATTCCCCTCGCCCGGTGGCATCTGGAGTGGCCTGATGGCTAAAAACGATTCTGTCTC 
CTTCAAAGAAGTTTTATTTTTGGTCCAGAGTACTTGTTTTCTGACTTGTCCAGCCAGCCCTGCACCAGCG 
TTTCAAAAAATGCACTATGCTTGATCGCCGATTGTGGTTTAACTTTTTCTTTTCCTGTTTTTATTTTGGT 
ATAACGTCGTTGCCTTTATTTGTAAAACTGTTATAAATATATATTATATAAATATATT 

>GBEQ1 987 | Acc | BM7 3 4 4 6 4 | Ver | BM7 34464.1 GI:19055811| MONOl_9_B08 . gl_A0 0 5 Monocy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 24 9 

GCACGAGCGGCACGAGCGGCAGTGGACAAGCGTGTCAACGACCTGTTCCGCATCATCCCCGGCATTGGGA 
ACTTCGGTGACCGTTACTTTGGGACCGATGCTGTCCCTGATGGCAGTGACGAGGAGGAAGTGGCTTCCAC 
GAGTTAGCTGTGCAGGCTGAGCCACCCCCACCAGTCCCCGCCTGCCTCTTGGCTCTTGCTTTCCGAGTAC 
AGAGATGTT AACTT AT T TTAAT TAAAAAAGACT GT TACC 

>GBEQ1988 | Acc | BM7344 63 | Ver | BM734 463 .1 GI : 19055810 |'MONOl_9_B07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 673 

GTAAGTTAATAGGTAGGTTACAAAACTCTATGTTTGCTTAAGCTCAGTAGCCTCTGAGAAGGCTTAAGAG 
TAGGCAATTTTGAATGTTTCTGTTCAAATCTATGAAGGATTATAAACAAAGATGATCGCCAGCCATTTTT 
T GCATCCACAGT GACGATAAAGCAGGAAGTATAAGAGTTAATATGAGGAT T T AAGCT TCACAAGAT CCAT 
GGAAAAACGTTGTCTGAGATGGGTGCTGAGGAAGATTATAATAAGGTCTTTTTTATAGGCAGCCTAATCA 
AAAAGGTTTGGAATGTCATTCTCACCTGATTCAACTTTTGTTCTGCTGAACCATGATGACAAGTCTAGAA 
CTCTCAAGATCCTACAGCTTTGTGATGTTTTTTGAACAAATGTCTGAAAGTTGAAAAATTAGATTCAGGA 
AAAAGATTTTCCTCCTGTAGTTTTTCTCACATTAATCCTCACTTTATATTGTATGTTCCAAATAATTACT 
GCCTCAGCACTCTTTTGCCTATTAGTTTTGTCAATATCACATTACTTCTAACCTTTCAATCACATTTTTA 
TTCGATACCCATTAAAGTTCATGATTTCTCTGTTCTGGTGATACAGCTGCTCTTTGCCTATATTCTAGAG 
CAGATGATCCAGACAAT GCTAATAAATAGT CCTTACTGAT T T T 

>GBEQ1989 | Acc | BM734475 | Ver | BM734475 . 1 GI : 19055793 | MONOl_8__D0 3 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop: 652 

AGTACCGTAAGGGAACGATGAAAGAT GCAT TAAAAGT AC TAAACAGCAAAGCTTACCCCT TT TACC T T T T 
GCATAAT GATT TAACTAGAATAAACTTAGCAAAGAGAACT TAAGC TAAGCACCCCGAAACCAGACGAGCT 
ACCTATGAACAGT TACAAAT GAACCAACT CAT C T ATGT CGCAAAATAGT GAGAAGAT TCGTAGGTAGAGG 
TGAAAAGCCCAACGAGCCTGGTGATAGCTGGTTGTCCAGAAACAGAATTTCAGTTCAAATTTAAATTTAC 
•CTAAAAACTACTCAATTCTAATGTAAATTTAAATTATAGTCTAAAAAGGTACAGCTTTTTAGATACAGGT 
T ACAACC TTCAT TAGAGAGTAAGAACAAGATAAACCCAT AGT TGGCT TAAAAGCAGCCATCAAT TAAGAA 
AG C G T T C AAG C T C AAC G AC AC AT C TAT C T T AAT C C C AAC AAT C AACC C AAAC T AAC T C C T AAT C T CAT AC 
TGGACTAT TCTATCAACACATAGAAGCAATAATGT TAATATGAGTAACAAGAATTATT TCTCCTT GCATA 
AGCT TATAT CAGAACGAATACTCACTGATAGT TAACAACAAGATAGGGAT AATCCAAAAAC TAAT CAT CT 
AT TTAAACCATGT TAACCCAA 

>GBEQ1990 |Acc|BM734453lVer|BM734453.1 GI : 190557 8 6 | MON01_6_Gll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 620 
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TCTCAGTAGACAAAGCCACCCTTACCCGATTTTTTGCTTTCCACTTCATCCTACCCTTCATCATCACAGC 
CCTGGTAGTCGTACATTTACTATTTCTTCACGAAACAGGATCTAATAACCCCTCAGGAATCCCATCCGAT 
ATGGACAAAATCCCATTCCACCCATATTATACAATTAAAGACATCCTAGGACTCCTCCTCCTGATCTTGC 
TCCTACTAACTCTAGTATTATTCTCCCCCGACCTCCTAGGAGACCCAGACAACTACACCCCAGCTAACCC 
TCTCAGCACTCCCCCTCATATTAAACCAGAATGGTACTTCCTGTTTGCCTACGCCATCCTACGCTCCATT 
CCCAACAAACTAGGCGGCGTATTAGCCCTAATCCTCTCCATCCTGATCCTAGCACTCATCCCCACCCTCC 
ACATATCAAAACAACGAAGCATAATATTCCGGCCTCTCAGCCAATGCGTATTCTGACTCTTAGTGGCAGA 
CTTACTGACACTAACATGAATCGGCGGACAGCCAGTGGAACACCCATACGTAATTATCGGCCAACTGGCC 
TCAATCCTCTACTTCTCCCTAATTCTCATTTTTATACCACTCGCAAGCACCA 

>GBEQ1991 |Acc!BM734452|Ver|BM734452.1 GI : 19055785 1 MONOl_6_G07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 554 

TCCAGCAGCACGTAGAAGTGCCCCCTGGTCTCTGCAGAGCAGCCGTGGCGGAGCAGGCTGGCCGGCCCTG 
AGGCTGGGGAGTGGCCCCGAAGGCCCCCCGCCACACACGCACCACCCTCCCCAGACTTTCCCAGGTTCGG 
GAGCTGCTGTGTCCAGAGGTGGCATTTGACTATTTTTGACCAGGAGAAAATGTAAGCGCGAGGAAATCCT 
TTTTATTGTATTATCTTCCCTCCCTGGCTGCTGGGTCTGTTGTCAGTCCTGCTGCTAACCTGGCACCAGG 
AGTGGCCAGGGAGTCCCAGGCAGCCCTCTCCGGCTGCCGTGAGCTGCCATGTGCTTCTCACCCGTCAGTC 
CTGAGGCCACCTCTTGGGGTGACAAAGCTGGGCTTGGTGACAGGAAGTTGTAATGGAGCGGTGCCAGAGT 
GCGGGCTCAGGGAGCAGGTTGGGGCTGGCTGGCATGGGGTGTGCCTGGGCGGCTCAGAGCTGCCCAAGTG 
GAGGCTCTAGCTGACTGCCTTTCCTTCTGAGGGGAATTTTTTTCTGAGATACAATAAA 

>GBEQ1992 1 Acc | BM734442 | Ver | BM734442 . 1 GI : 19055775 | MONOl_6_G07 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 63 

GTGCCCCGGGTGCTGACGCTGAGCTGAGCCAAGATGCCGCGGGAGCCGCTAGAGAGGGCCTGGTTTCTGG 
AGACTCGGAGTTGGCTGTGAAAAAACCCTTGGGGAGCCCCCCACTCCCCAGCACGGACGCTCTTGGCTCC 
TGTGAGAAGGGGGCTCCGGGGCCTGGGCAGGGCCGGCTGCGCTGCAGCTATGGACCGTGAGCTGGCCTGG 
CCCGCGTCCTTGCTGACCCTGCCCGTCTGCAGCCATGCCCACCGTGGGCTCCTTGGTGTACATCATGGTG 
GAGCTGGCCATCGCTCTGCTGGCCATCCTGGGCAACATGCTGGTGTGCTGGGCCGTGTGGCTGAACAGCA 
ACCTGCAGAACGTCACCAACTACTTTGTGGTGTCACTGGCAGCGGCCGACATCGCTGTGGGGGTCCTTGC 
CATCCCCTTCGCCATCACCATCAGCACAGGGTTCTGTGCCGCC 

>GBEQ1993 1 Acc | BI961950 1 Ver | BI961950 . 1 GI : 16320153 | MONOl_8_H04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 530 

GCACGAGCGCCAACATGCCGTCCAGACTGAGGAAGACCCGGAAACTTCGGGGCCACGTGAGTCACGGCCA 
CGGCCGCATCGGCAAGCACCGGAAGCACCCGGGAGGCCGGGGTAATGCTGGCGGCATGCATCACCACAGG 
ATCAACT TT GACAAATATCACCCAGGT TACTT TGGGAAAGT T GGTAT GAGGCAT T ACCACT TAAAGAGGA 
ATCAGAGCTTCTGCCCAACTGTCAACCTTGATAAACTGTGGACCTTGGTCAGTGAGCAGACACGGGTAAA 
TGCTGCCAAAAACAAGACTGGAGCTGCTCCTATCATTGATGTGGTGCGATCGGGCTACTACAAAGTTTTG 
GGAAAGGGAAAGCTCCCAAAGCAGCCTGTCATCGTGAAGGCCAAATTCTTCAGTAGAAGAGCCGAGGAGA 
AGATTAAGGGTGTCGGGGGGGCCTGTGTCCTGGTAGCCTGAAGCCACGTGGAGGGAGATTCATTAAATGC 
TAAGAAGTGTTTTTCTCAGTGGCTTATCCTGGTTCCATGA 

>GBEQ1 9 94 lAcc|BI961945!Ver|BI961945.1 GI : 16320148 | MONO!_8_Gl 1 . gl_A0 0 5 Monocy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence. : Start : 78 : Stop: 725 

CAAGAAGAAAGGACATGTAAAGTGTGTATGGACAAAGAGGTGTCCATAGTGTTTATTCCTTGTGGTCATC 
TAGTAGTATGCAAAGATTGTGCCCCTTCTCTAAGAAAATGTCCTATTTGTAGAGGGAGAATCAAGGGTAC 
TGTTCGTACATTTCTTTCATGAAGAAGACCCAGAACTTTGTCTAAACTTTAGAATTAATGGATTAAATGT 
ATTATAACTTTAACTTTTATACCGACTTGGTTTCCTTAAGATTTTTTATTTATTTACAACTCAGAAAATT 
T TGT T T TGTATAAATATAAATATATACATATACATATAT TTATATAAATGTATAT TGAAAACATGTGAAC 
ATATATAT TT TAGATAGCAAC AGAGTGACAGGCTATTGTTCTT GTGAACAAAAAATAGGGACAGCACTAC 
AAG C AC AAT AC T AAAT C AGAAT T T C AGC AC T AT T GAAAT T T T AAG T GAAG T AAGAT T T GAG AT T T T T GAA 
TTAACCTTTCAGAATTTTAAGTATTTCAGAGTCATATTTAGAACTGGG^ACATGGATTTTCTGCCTTTTT 
CCATTGGTGTCCTATATGTAGAAGGTCTTGATGTTTGTTGAATGACTTTTTAGGAACGTGTTTTTTTGTA 
AAGAATTCTGTGAGGAAT 

>GBEQ1995 | Acc J BI961940 | Ver | BI961940 . 1 GI : 16320143 1 MONOl_8_G02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 423 

GCACGAGCGGCACGAGTCTCAGACCTGAAGAGAAGAGGTCTTGGAGAAGGCAGAGAACAGCATGGACCGG 
ATAGACTCTTGACTCCCTTCTGCCCACAGTTTGTGATCTGCAGAGTCCAGCTAGGGTAACCCTGATTTTT 
GCCAACCACCTTCCTGCTGAGCCAAAGTTTTCTCATTCTCCCTCCACTGGGGAAGCAGCTGAGGCCCAGG 
GCCTTGCTCCCTGGGAAATTCTCTCTCCATCTTTTCGGTGCATTGGCCATGTTACTGTGCCAATAGTGTC 
TTAATTCTTGTTCCATCTGTTCTCAGCTAGCCTTGAACCCCACATAGGAGTTGTGGGGAGGGGTGGAAAT 
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GGGTGTTACTCCTTGTAGTTGATCCTGATGTGTGTGTTTATAAAGAGACCCCTCCCCTCATTTTGTGTTT 
TCA 

>GBEQ1996 | Acc j BI961938 1 Ver j BI961938 . 1 GI : 16320141 1 M0N01_8_F11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 107 : Stop : 666 

TTCTCCACATCCCCAACCAGAGACAGCCTGAGCTTTGAGGACTTTCTGGACCTCCTCAGTGTGTTCAGTG 
ACACAGCAACCCCAGACATCAAGTCCCACTATGCCTTCCGCATCTTTGACTTTGATGATGATGGAACCTT 
GAACAGAGATGACCTGAGCCAGCTCGTGAACTGCCTCACGGGAGAGGGCGAGGACACACGGCTCAGTGCT 
TCCGAGATGAAGCAGCTCATAGACAATATCCTGGAAGAGTCTGACATTGATAGGGATGGGACCATCAATC 
TCTCTGAGTTCCAGCATGTCATCTCCCGTTCACCAGACTTTGCAAGCTCCTTTAAGATTGTCCTGTGACA 
GGAGGCACAGCGTGTGCCCCAGCACCCTGCTGAAGAACCTTGCCACTCCTGGGCTGTGACCAAGGTCATG 
CCTGTGTTGCCAGGGCTGGCCAAGCTGGCCTGGCCTAGAGCTGGCACCGCGCAGTCTCGCCCCGGGCAGG 
GGAGGGGCCCGCACATCAAGGCCTCTCCCCTTCTCCCTGCCACTGTCATGGCTGTTTGTGTTTCTACTAA 

>GBEQ1997 | Acc | BI961931 1 Ver | BI961931. 1 GI : 16320134 | MONOl_8_F04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 62 : Stop : 17 9 

AGCTATCTCACCCCCGACCTATGGAAAGAGACCGTGTTCACCAAGTCTCCCTATCAGGAGTTCACTGACC 
ATCTGTAAAGAATCACACCAGAGTCTCCGTGCAGAGGACCCAGGCTCC 

>GBEQ1998 | Acc | BI961930 | Ver j BI961930 .1 GI : 16320133 | MONOl_8_F03 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 657 

GCACGAGCAGCCATCAGGTAAGCCAAGATGGGCGCTTACAAGTACATCCAGGAGCTATGGAGGAAGAAGC 
AGTCGGACGTGATGCGATTTCTTCTCAGGGTGCGCTGCTGGCAGTACCGCCAGCTCTCGGCGCTCCACAG 
GGCGCCCCGCCCCACCCGGCCCGATAAGGCGCGCAGACTGGGCTACAAGGCCAAGCAAGGTTATGTCATA 
TATCGCATTCGTGTGCGCCGTGGTGGCCGCAAACGCCCCGTTCCTAAGGGCGCGACCTACGGCAAGCCTG 
TGCATCATGGTGTTAACCAGCTCAAGTTTGCTCGAAGCCTTCAGTCTGTTGCCGAGGAACGAGCTGGACG 
CCACTGTGGGGCTCTGAGAGTTCTGAATTCTTACTGGGTTGGCGAAGATTCCACATACAAATTCTTTGAG 
GTGATCCTCATTGATCCATTCCATAAGGCTATTAGAAGAAATCCTGATACCCAGTGGATCACCAAACCAG 
TCCACAAGCACAGGGAAATGAGAGGGCTGACATCTGCAGGCCGCAAGAGCCGTGGCCTTGGAAAGGGCCA 
CAAGTTCCACCACACTATTGGTGGTTCTCGCCGTGCAGCTTGGAGAAGGCGCAATACTCTGCAGCTTCAC 
CGTTACCGCTAATATAAGTAATGTTGT 

>GBEQ1999 | Acc [ BI961924 | Ver 1 BI961924 . 1 GI : 16320127 | MONOl_8_E04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 575 

GCACGAGGATTGGCCCTGATGGAAGAGTGACATGCGAAGCTGATGTTGAGTTTGCCACTCACGAAGAAGC 
CGTGGCAGCTATGTCCAAAGACAGGGCCAACATGCAACACAGATACATAGAACTTTTCTTGAATTCCACA 
ACAGGGGCCAGCAATGGGGCATATAGCAGCCAGATGATGCAAGGCATGGGGGTGTCAGCCCAGTCCACTT 
ACAGTGGCCTCGAGAGCCAGTCAGTGAGTGGCTGTTATGGGGCTGGCTACAGCGGCCAGAACAGCATGGG 
TGGATATGACTAGTTTTGTAGGAGCATTTGAGTTGTTTCAATCAAATTTTCACAGGCAGCCAACAAGCAG 
TGAAAAGCAGTTAACTCTAGAGGGAGCTGTGGGACCCATTTTGCACCATGAGTTTGTGAAATCTGGATTA 
AAAGAATTACCTCTTCAGTGTTTTCTCATGCAAACTTTCTTCTAGCATGTGATATTGAGTAAACTAAAAG 
TATTTTCAGCTTTTCTCAATTAACATTTTGGTAGTGTACTTCAGACGTGATGTTATCTGAGTTAAAGTAG 
T T T T AAGT ACAT T AA 

>GBEQ2000 |Acc|BI961923|Ver IBI961923.1 GI : 16320126 | MONOl_8_E02 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 54 4 

AGTGGGTNTTAGTTCTTTCTGTGCCCTGATATTTTGTATATTATTGAATTATCCAAGATTTGATGGGATT 
TATCGGTATGTAGATAGCTCTATAATGCTTGAATTGTACACTTCTAAGTGGGCAATGCAAGAGCTTGTTT 
ATATTTCATACTTTTTATACTTTGAGGAAAAAAAGTCAAAGAAAAACTAGTATTTGAGGGAAAAAAGTGA 
CCAAGTAAAGGATAAATTAAAAAAATAGCCTCATGAGACTTGGCATACACACACACTCATGGGATTCCAG 
TTATTACGAGTTGCTTTTATCCCCCGTACCCCCACAATGATTTTCTTTGCAAGTGCTTTTGGAACTAAGA 
AGCTAGTATCTTGGATTAACTGATGCCTGCTTAGTGCTTTCTGATTACTCGCATTCTGTTTCTTGCTTTA 
AAGGAAAAGTAAAGACAAGACTGTTGGATCAGTATTGCAGTTCTGTAGTGTCATTTCTTATTAAAAACGA 
ATAATTTGATTACCAGAAATTGGTATGTTTAAAGCCTAACCACCATTCTAATA 

>GBEQ2001 |AcclBl961922 j Ver | BI961922 . 1 ■ GI : 16320125 | MON01_8_D12 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 735 

GCTGAAAGAGCAGCGAGAGAGAAGATTCACGAAGAAAAGGAGCAGCTGGCCTTGCAGCTGGCGATTTTGC 
TGAAAGAGAATAATGCTTTTGAAGACGGAGGCAGTAGGCAGTCCTTGATGGAAATGCAGAGCCGTCATGG 
GGCGAGAACAAGTGACTCTGACCAGCAGGTT TACCT T GT T GAAAGAGGAGCT GAGGATAGAAACT GGCAG 
C AAC AGC AAC AAC G G AAT AT T C C AAT T CAT TCTTGCCC C AAAT G T GGAG AAGT T C T G C C CGAC AT AGAT A 
CCTTACAGATTCATGTTATGGACTGCATCATTTAAGTGTCGATGTTTCACTTCCCCAACTGTTGGTAAAT 
GTCAAGATTTTCTTCCTCCAAGAGTTGTACTTTTGTGTTATTTGTTTCCACTCAAATATTTTGGCTCATT 
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GTTTGTTTTAGGAAAAAGAAAATGCGTATGTTCTAAACAGGACATTTTTTGTGGACTTCCATAAACTCAC 
AAAATAGAATCCGTAACATACCAGTCTCCTGATCATAAATTCACTTTTTTTTTAACGTTCAGTTTATGTG 
AGCACGAACTGCTCATGCAGTTAATGAGCGTATGACATCATGGGACAGAATAAGAGTAGTTAGATGGAAG 
AAGCCTCGCTGAGAGATTTTAGGAACTTTTTAAGGAGGTAGGAAAAATGAAGTGGTCACAGGTTTAATCA 
AGT AAAGTGTCT T TGAAGT AT T TT T AAAATAA 

>GBEQ2002 | Ace 1 BI961916 j Ver | BI961916 . 1 GI : 16320119 | MON01_8__D06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 557 

TCACTGAATTGTTTCACTACTGTCTCTTTAGTCTTCACAGTGTTTTATCTTGAACTGATGTTGAGTGCAG 
CTAAGTGATCAGTTCTTAGCTGGGATTCCTAGTTTGGGCATCTTGCTTCATCATACTTTAATGAAAGCTG 
AATGACTTCAAGGCATAGTATGAATAACAGGCATATATTTTACAGCAGTAAATCTCTAAAAACTCTTTTC 
TGTGGTCAGGGTTGAGTGATTAACAATCAGACGACCCAGTAAATGGTAAGAGGCTTATATTCCTGAATGA 
AATGTATAGCTCACTAGTGACAACCTGCTAGTCTTCAGATTTTTTCTGCCTATAGATATCATGTGCATTT 
TGAAGGTAAAGGATAAAATGAGTGAGCTCTGTCATGATTCACTATTCTAGAACTTGCATGACCTTTACTG 
TGTTTCCTCTTAAATTTTAGTTGGCTAGAGATGGCTTATTAGACCTGCCATCGTACGGCTCAGCTGTATC 
TTTATAAACAAGTGATATGCCCTTATAGTTGTATACAATCTGGTATGTGTAACATTGTGGA 

>GBEQ2003 | Acc | BI961913 | Ver | BI961913 . 1 GI : 16320116 | M0N01_8_C12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA/ mRNA sequence . i.Start : 6 : Stop : 707 

TTGGCTGCCGTCCCCGCTGCCGTGCACTGGGTTAAAAACGACAACTAACGTCAACCATGAAAGATCCAAG 
T CGCAGCAGTAC TAGCCCAAGCAT CATCAATGAAGAT GTGATAAT T AACGGTCAT T CTCATGAAGAT GAG 
AATCCAT T T GCAGAGT ACATGTGGAT GGAAAAT GAAGAGGAAT TC AACAGACAAAT AGAAGAGGAGTT AT 
GGGAAGAAGAATT TATTGAACGCTGTTTCCAAGAAATGCTGGAAGAGGAAGAAGAACATGAATGGT TTAT 
TCCAGCTCGAGATCTCCCACAAACTATGGACCAAATCCAAGACCAATTTAATGACCTTGTTATCAGTGAT 
GGCTCTTCTCTGGAAGATCTTGTGGTCAAGAGCAATCTGAACCCAAATGCAAAGGAGTTTGTTCCTGGGG 
TGAAGTACTAAAATATTTGAGTAGACGGGGCCCTCTTTTGGTGGATGTAGCACAATTTCCACACTGTGAA 
GGCAGTATTAGAAGACTTAATTGTAAAAGCTCTCTCTTGTCACTGTGTTACACTTATGCATTGCCAAAGT 
TTTGTTAGTCTTGCATGCTTAATAAAAGTGCTGAGACTGTTATTAAGTAAAAAGCTGTCAAACATTTACT 
GAAAATAGAAT TGGCCCCAT GACT TGAT GT GAAGACAGCGAGGAAAGAAGCACCAGTC AAGTT GGATAAA 
GC 

>GBEQ2004 | Acc | BI 961910 | Ver 1 BI961910 .1 GI : 16320113 | MONOl_8__C07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 520 

AAGCACGCTAACCAGCCAGCCACCATGACCATCCCCACTTTGCAGAAGAGGAAACAGGTCTGTTAGAGGT 
GTGAAGTCACTGGCCAAAGCCGGCGGGAAGCCAGCAGGAAGGGGCAAAGCCAGGACAGAGTGACCCAAGC 
CTGAGGCCCCACAAGTGAGGGGTGGAGGGCAGACTGCAAGGGCAGCTGGAGAACCGGCTGGTCCGGCTGG 
GGGATCTGGGGGCCGGGCAGCGAGGCTGGCCGTCTCCACGCTGTCCTTCTGGCTTTCCTCCCAGCTGGGT 
CGGCTATCAGTATCCCGGCTACCGTGGATACCAGTACCTCCTGGAGCCCGGCGACTACCGGCACTGGAAC 
GAGTGGGGGGCCTTCCAGCCACAGATGCAGGCCGTGCGCCGCCTGCGCGACAGGCAGTGGCACCACAAGG 
GCAGCTTCCCCGTCCTAGCCACCACCGAGTCCCCCAAATGAGTCCACACTCCATGCCTGTCCCCCGTCCC 
AGCCCTTCCTCAGGCTCAATTTCCCCATCT 

>GBEQ2005 | Acc | BI 9 6190 7 | Ver IBI961907.1 61:163201101 MONOl_8_C03 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 91 : Stop : 602 

GGCAATTTTGTCTACCATTTGTGTTTTGAAAGCCCAAGGTGCTGATGTCAAAGTGTAAGAGATATCAGTG 
TTTCCCTGTGTCCTCTCCCTGCCAAATCTCAGAAGAGGTTGGGCTTCCATGCCTGCATCTGTCCTGGCTC 
" CTCACCCGCCATGGCCCCAGGCCCACA.GAGTGGGAACTCACCCTCCCTTATGTCAAGACATTTCTCTTAC 
TCCTGCCATGTCTTCTGGTGCTACTTCATGCAGGGGTCAGCGCAGCAGAGGATAATCTGGAGAAGGTGTT 
AGCAAAGAAAAAGGAAACATTGGAGCTGACTGTTCTTGGTAATTGATGACCTACCAATTGCTACCAAGAA 
GGTTGGAGATGAGGAGGGCTTTTGTATAAACCCATCCACCTCACCAAAACTAC7VAAAGTATGCTGTTATG 
GTCCCTTCTGGAAGTTTCTGGTGCCATTTCTGAACTGTTACAACCCGTATTTCCAAACTTGGTTCATATT 
TAT AC T T T G C AAT T C AAAT AAA 

>GBEQ2006 | Acc | BI961904 j Ver | BI961904 . 1 GI : 16320107 | MONO 1_8J310 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 82 : Stop : 714 

CCTAAGTTGCATTGTGATAAACAGAGGTCCAGAGGAGTCGTTTATGAACTGCTTATCCTTTCAAGGAGCA 
CAAGCTCTCCTGCCCTTCTCCTTGGGCACCCTCACTCCAGGAGACGGAGGCATATGATAAAAGACTTCAC 
TCACGAACCGTGAGCCAGTTGCATATTCACTGAGTGAGAGAAGTGTGACTAACCACAGCTGGGGCCTTAT 
GCAAGGGGCCTAGGCTAACTAAGGAGTGATTCCCGTACCCATTCCTGTGACTTGCACCTTGGATGGTGGA 
GGTCTTTGCCTGCAGTAGGAGAGGTTCAGTAGCAATGCTGGTTCCCTGGGACACAGAATGGAACTAAACT 
CATTTGGTACCAGCAGCACCTATCCAAAGTGTGACCTTTTGTCCCAACACCTTCCTGCAGCTTTTGCCTG 
GGCAGGGTTAGCATGCCAGCAGCTTCTGCAGGCCCCAGACCCATGCCAGAAGCCAGCCCCCAGGCCTGCT 
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GCCCGCATACATATTCCCTTAGTCAGGTGTTCCCTAGAACAGACACTTAGGCATCTCAGGTCTTTCTAAT 
GTTGCCAAGAAAAATGTCTCTTTCTTATGTATGCATTTCCTTTTTTGTCTTTACTATGCACTTTAGCCTA 
TAA 

>GBEQ2007 ) Ace | BI961900 ) Ver \ BI961900.1 GI : 16320103 | MONOl_8_B05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 59 : Stop : 697 

AATCTACAAAGGCAAAAAGAAACTGATGATGCTGGTTCGGGAGAGGTTCGGTTGATGGAACTCGGATGAG 
TGGGGGCGGGGGGTGGGCGGGGAGGGGCGGTTTGTTTTTACTTGAGCCTGCCTTTGTACCCTTTTTAACT 
TAAAGAACAGAGCCACACCGGTATTATATGTGTATAGTTCTATTGCGTTTGCTGACTAAATTGTCATGTT 
GTGAAAGTTTGTGTGTTTTTAATTTTTTCCCTTTTTCTTTCTTTTTGTTTTTCTTTCCTTTTGTTATATT 
TTTTTAATTCTTTTTTTGGTTTTGTATGAGAGAGAGGTTAAAAAGGTTTGGTTTACACTGAGTATATGTT 
GTCGAGTGGCAAAAGTCCACACAGCTCTCCTGTTTTCTGTCTACGTTCACAGCCTCAAAAAAGTAATCGA 
AATGGCTTTAAAACCAAACAGAACACCTCCATCCTGTGATAAGTACCTCGAATGGATTCAGCTTTACTCC 
TTTGTAAC TCATCT T TACAT TT TCAGCATATT TAAACAAACCAACAAAAT GAAATACTAATAGT TAAAAG 

GCTGACCCACGTGGCTTTGCAGTGCTGTTCGTCCAGAAGCATGGCACACGATGCTTGTGCATGTGGAAAC 
TTCGCGACT 

>GBEQ2008 | Acc | BI961891 1 Ver | BI961891 - 1 GI rl6320094 |MONOl_8_A02. gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 555 

CCAAGAGCTGAAGCTGATCGGCGAGTATGGGCTCCGGAACAAACGTGAGGTCTGGAGGGTCAAATTCACC 
CTGGCCAAGATCCGCAAGGCCGCCCGGGAGCTGCTGACGCTGGACGAGAAAGACCCGCGGCGGCTGTTTG 
AAGGCAATGCTCTGCTGCGGCGACTAGTCCGCATCGGGGTGCTGGACGAGGGCAAGATGAAGCTGGATTA 
CATCTTGGGTCTGAAGATAGAGGATTTCTTGGAGAGGCGCCTGCAGACCCAGGTCTTCAAGCTGGGCTTG 
GCCAAGTCTATCCACCACGCCCGCGTGCTGATCCGCCAGCGCCACATCAGGGTCCGCAAGCAGGTGGTGA 
ACATCCCATCATTCATCGTCCGCCTGGATTCCCAGAAGCACATCGACTTCTCTCTGCGCTCTCCATATGG 
GGGTGGCCGCCCAGGCCGCGTGAAGAGGAAGAATGCCAAGAAGGGCCAGGGCGGGGCCGGAGCTGGTGAT 
GATGAGGAGGAGGATTAAGCCCACAGCCTCTGCTGGGCTGGTGGAGTGTTTAGTTTTCC 

>GBEQ2009 | Acc | BI961890 I Ver | BI961890 . 1 GI : 16320093 1 MONO 1J7JH11 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 122 : Stop : 717 

GGCTTGGAGATGAACTTGAAAGACGACCATACACTGGCAATCCTCAGTACACGTACAACAATTGGTCTCC 
TCCGGTGCAAAGCAATGAAACGTCCAATGGTTATTTCCTGGAGAGATCGCATAGCGCTAGGATGACACTT 
GCAAAAGCTTGTGAACTCTGTCCAGAGGAGGAGCCAGATGACCAAGATGCCCCAGATGAGCATGAGTCGC 
CTCCGCCTGAAGACGCCCCGTTATACCCCCACTCCCCTGGCTCTCAGTATCAGCAGAATAACCATGTGCA 
TGGACAGCCATACACGGGCCCAGCAGCACATCACATGAACAACCCTCAGAGAACCGGCCAACGAGCACAA 
GAAAACTATGAAGGCAGTGAAGAAGTAGCCCCGCCTCAGACAAAGGATCAGTGAAATGCGCGTAGTGAAC 
TGGTTCCACCAAGACTGTGCACCCAGGCCTTACAGTCCAACCTTTTTCTGTGTCTGGCTAATATTTAAAA 
CTAGAAAAACTATTCCTAATCAACATGGAGTGGAGAGTTTATTCACTGTCT'TATCTGCAGAAATTTGCTG 
TCAATATATAACCCGCCTGCAGTGGAAAGTGTATAG 

>GBEQ2010 lAcc|BI961879|VerlBI961879.1 GI : 16320082 | MONOl_7_G09 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 63 : Stop : 608 

GGAGAAGAAAGGGTGCCTGTTGTCAATAAACGAAATGGGAAGAAGATGGGTGGAGCTATGGCGCCTCCAA 
TGAAGGATCTGCCCAGGTGGCTGGAAGAAAATCCTGAATTTGCAGTTGCTCCAGACTGGACTGATATAGT 
TAAGCAGTCTGGTTTTGTTCCCGAGTCGATGTTTGACCGGCTTCTCACTGGACCCGTGGTGAGGGGGGAA 
GGAGCGAGCAGAAGAGGCAGAAGGCCCAAAAGCGAAATCGCCAGGGCGGCCGCCGCTGCCGCTGTGGCCT 
CCACTGCAGGAATCAACCCTCTGCTGGTGAACAGCCTGTTTGCTGGAATGGACCTGACAAGCCTTCAGAA 
TCTCCAGAATCTCCAGTCTCTCCAGCTGGCAGGTCTCATGGGCTTCCCTCCAGGACTGGCAACAGCTGCC 
GCTGCCGGAGGCGACGCGAAGAACCCTGCTGCCGTGCTGCCCCTGATGCTGCCGGGCGTGGCGGGCCTGC 
CCAACATGTTTGGATTGGGTGGGCTGTTGAATAGCCCTCTCTCCGCTGCTACTGGA 

>GBEQ2011 !Acc|BI961876|VerlBI961876.1 GI : 16320079 | MONOl_7_G05 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 100 : Stop : 557 

GGGCGTCGTCCTGCGCACCTTCATCCGCAAGCCCAAGAAGCCCAACTCGGCCAACCGCAAGTGCTGCCGC 
GTGCGGCTCAGCTCGGGCCGCGAGGCCGTCTGCTTCATCCCCGGCGAGGGCCACAGCCTGCAGGAGCACC 
ACGTGGTGCTGGTGCAGGGCGGCCGCACCCAGGACCTGCCCGGCGTCAAGCTCACCGTCGTGCGCGGCAA 
GTATGACTGCGGCCACGTGCAGAAGAAGAAGTGACGGCGGCCGGGCGCGCAGCAGCAGCGCCGGCAGAGT 
CGCCACCCGCCTCTCTGGGCTCCTGCGGGACCTTGGGAAGCTAGGCCCGCTCGAAAGGCGGCTGGTCTTG 
GGTTCAAATCCTGACCCCGCCTCTCCCATCAGGACCAGCATTGGGTTAGAAAAAGGCGCGTCTGCCAGCA 
TCCTTGGCTCCCATGTATAGAGTGGTGGCGAGAAGGAT 

>GBEQ2012 )AccjBI9618711Ver|BI961871.1 GI : 16320074 | MON01_7_Fll . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 42 : Stop : 693 
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CGCCAACTCAGAAATGCAGCAGATCCTAGCACGGGTCCGGCAGAACTTTGGCAAAATCAATGTCGTGCCT 
CAGTTTTCTGGGGATGACCTGGTTCCTTTGGAGATGTCAGACATCGAGGAGGAGCTCGAGAGCGTTTCCA 
CAGTGGAGGAGGAGGAGCAGAAGGAGGAGGAGCTCCAAGGAGACGAGGAGGAGGAGTCTTACTCAGAGTC 
CCAGGAGGAGCACGCTGGAAACGACACCAAGGCGGTCATTAAAGCCCTGGATGAAAAGATCGCTAAATAT 
CAGAAGTTTTTAAACAAGGCAAAGGCTAAGAAGTTTTCAGCAGTTCGAATATCTAAGGGACTCACTGAAA 
AGGTGTTTGCAAAAGCTGAAGAACAAAGGAGAACAGCTGAAGAAGATGTAGAAGATAGAGCACCTACCAA 
AAAGGGAAAGAAGAGGAAGGC ACAGAGGGAAGAGGAACGT TCAAATAAAACT CGCAGGATGC T T ACAT CG 
AAGGAACGGAGGC GAGCAGCCCGGCAGCAACAGT CTAGAAAAGTT GGT GTACGCTACTAT GAGACACACA 
ACGTGAAGAACAGGAACAGGAACAAAAAGAAGACCAATGACTCAGAGGGGCAGAAACACAAACACAAAAA 
AT CCAAACAGAAGCAGTAAGT T 

>GBEQ2013 | Acc | BI9 61870 | Ver | BI 961870 . 1 GI : 16320073 | MONO 1_7_F10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 23 : Stop: 640 

TGTGCTGCTCAGACAGGGTGTGCTGGGCATCAAAGTGAAGATCATGCTGCCTTGGGACCCAAGTGGTAAG 
ATTGGCCCTAAGAAGCCGCTGCCTGACCACGTGAGCATTGTGGAACCCAAAGATGAGATACTGCCCACCA 
CCCCCATCTCAGAACAGAAGGGTGGGAAGCCAGAGCCGCCTGCCATGCCCCAGCCAGTACCCACGGCATA 
ACAGGGTCTCCTTGGCAGCTGGATCTGGAGTCTGGATGTTGCTCTATAAAGACCTTTAATAAAATGTTTT 
TAAAAGATACATGGCCTGACCAGACTGTACGTCCGGTGTTCAGACTGAGGGTCTTGTCGCCACATGGGAG 
CGTTACTTCATTGATTCTTAGGGCTGCCTGGCTCACGATGTCTGTGCTTTCCCAG'AAATCCTCCGTTTCA 
GCTGAACTTGTGAGGCAAGGGCCAAGACAGGAGGACCCAAGCAGAGTTAACCAGGAAAGTATCCTGTTGG 
GGGGAGTAAATCTGGTGATGGAGAAGGCGGATTGCTAACAGAAGGCACCTTGATTAGCTCACCTGTGCTT 
CAGGGTTACAGGTGTGGAAGAGGTATTATATACTTAAAATGATTTTCTGTATTGCACA 

>GBEQ2014 j Acc)BI9618 69| Ver )BI 96*18 69.1 GI : 16320072 | MONO 1_7_F0 9 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 56 : Stop: 652 

TCCCTCAAGCAGGCTGTGGGCCATGAAGCCATCAAGCTGCTGGTGAATGTGGACGAGGAGGACTATGAGC 
TGGGCCGACAGAAACTCCTGAGGAACTTGATGCTGCAAGCATTGCCCTGACCTTTTCCCCTTCTCACTTC 
TCTGGGGACTGTTCCCACCATCCACCTCTGGAGCTTACATACTGTTCTGGGGTTTGTTCTCTACCCTTCC 
AACCAATCACACCCTGCCTTTTTTTTTTTTTAAAAAGGAAAAGACAAAGGAAAATGGAAGTGGTGTTCCC 
CACCCCTCCCTGCACCCATGTGCCTGGGCTTCCCCTTTGTTCCCCCTTTCCACTTACCCCCCTAATGTGT 
GTCTCTACAGCCACCTTGCCACTGAGCCGTAAGACAAATGTATAGGGAGAAGCAAAGTCTATAGAACATA 
GTCTTTGTAAGGGATTGAAGTGAACACTGCTTTTGGGTGCACTGAGGGGTTATCAGTACTTCTGGCTTTA 
TGAGGGCTCTTAAATTTTGTCTGAAAAACCAAAGGGCTGTGAGTAAGGGAGCTGTGTGGAAGGTGGGACT 
CTGAAATGTATTTTGGAATTTAATCACCACCCTCTCC 

>GBEQ2015 |Acc|Bl9618 65|Ver IBI9618 65.1 GI : 16320068 ) MONOl_7_F05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 649 

GGGGCTGGGTTATATGAGAAGGGGACGTATTTCTGGCCAAAATGACACTAACCAAAGGAGTTTCATCATC 
AGGGTCCGGGTGGAGCTGTTAGGTTGTCAGGGTTTACTGCCTTCCTCCTGTTTCTCTTCTTCCCCCCTCC 
TTATTCCTGACTCCTCTTAGCTCTTTTTTCCCTGCATTCTAGCAATTCGTGATTCTAAGATGAAAAGTTG 
AAGGGAAGAAGCAAGACCTCTCCTCAGCTCATCCCCGGCAGGGGGACGAAAGCCTTGGTGTGCTGGGGCA 
CACCTCCCTCATCCTGCCACAAAGAAACAGACTTTGTCTCTGGGTTTCATCCTTTCTAAAACCGATCCCT 
TCCCTGTCACTCTAGGAGGGTTCGTGCTGCCCTGGGGGAAGAGACATTAGCTCCTTGTTCCCCTTTTCCC 
CACGGGTTTGGTGCACAGGCTCCTCCCTGAGGCCCGTGGCTTCTGGTAGCCCTGTCAGTGTGAGGTAGAA 
CAGTCAAGACAGGATGGCCCTGGCCTCCCTCCCCTCTCCCCCAAGCATTCCCATGTCCGCTCAGATGAGG 
ATGCAGGTGGCAGGTTGGAGAGCAATGTGTGTTTTTTTTCTTTTCTTGCCTGACCTCAGTTCATGGAGAA 
AGTGAAGCT ACAGAAT TAT 

>GBEQ2016 | Acc | BI9618 64 | Ver | BI9618 64 . 1 GI : 16320067 | MONO 1_7_F0 4 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 65 : Stop : 673 

CCCCTCCTGCAAGGATATTGTAGCTGGAGACATGAGCAAGAAAAGCCTCTGGGAGCAGACAGGTGGCTCC 
AAGACGTCGTCGACAGTTAAQAGCACCCCGTCTGGGAAGAGGTACAAGTTTGTGGCCACCGGACACGGGA 
AATATGAGAAGGTGCTCGTAGACGAA6GCTCGGCACCCTAGGCCGCCCTTCTCGCTTTCCTGCCGCTGCA 
GTGCAGGCTGAGCTCCCTCCGTGCTCCCAGGGGAGAGTCCAGCCGGATGCCCACCCTGGCCTGCCGAAGA 
AGCTGCTTCCATCACCTGCTTGGCCTGCCCACGCCCCTCCAACACCCGCCACCACCACAACCTCTTTGCT 
CCTGGACCCTCCACCTTCTCTCCCCTCCCACTGTCTGACCATGCCCCCCCCCAGCGTGGCTCTGCCTCTT 
ATAAGCTCAGGCTGGCAGCTGGCTAAAGGGACCCCCTCCCCCAGAGAAGCCAAGAACTCCCAAGGAAGGT 
GCAGCCTGTGCAGAGAGAGGGCATCTGTGGGGGACGTCATGGTCAAGAGCCAGTGACACCTGAGCTGGAT 
GCTTAGGCCCTACATCCTTCTCTGCCCCCTGCTTGCAGACCAATCCATT 

>GBEQ2017 | Acc | BI9618 62 1 Ver 1 BI9618 62 . 1 GI : 16320065 | MON01_7_F01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 30 : Stop: 558 
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ATCAGAGGACTGCCTCGCAATACTTCGTGCTGTTGCTGCTGACCGACGGTGCTGTGACAGATGTCGAGGC 
CACATGTGAGGCTGTGGTTCGTGCCTCCCACCTGCCCATGTCAGTGATCATCGTGGGTGTGGGCGGTGCT 
GACTTTGAGGCCATGGAGCAGCTGGACGCTGATGGTGGACCCCTGCGTACACGCTCTGGGAAGGCATCTG 
CCCGTGACATAGTGCAGTTTGTGCCCTACCGCCGCTTCCAGAATGCCCCTCAGGAGGCATTGGCACAGAC 
TGTGCTCGCAGAAGTACCTGCACAACTGGTCTCCTACTTCAAGGCCCAAGGTTGGGCCCCCCTCAAGCCA 
CTTCCACCCCCAGCCAAGGGCCCTGCACAGTCCCCTCAGGCCTAGATTCCCTTGGAGGGTAAGCTGTGGC 
CAGTCCTCAGCCCTGTATCCCCAGTGGTCCCTATGGGCCCCCTGCACACACTCCCCACTGCCAGCACTTT 
ATATTTTATACTTTTATACTTGTTCCTGCTATTTCTGCT 

>GBEQ2018 |AcclBl961860)VerlBI961860.1 GI : 163200 63 | MONO 1_7_E11 . gl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 653 

CTGCCTCAACAGACAGCCAACTAAAGCTGTGGAATGTAGGGAAACCATACTGTCTACGTTCCTTCAAGGG 
TCACATCAATGAAAAAAACTTTGTAGGCCTCGCTTCCAATGGAGATTATATAGCTTGTGGAAGCGAGAAC 
AACTCTCTTTACCTGTACTATAAAGGACTTTCTAAGACTTTGCTAACTTTTAAGTTTGATACGGTCAAAA 
GTGTTCTGGACAAAGACCGAAAAGAAGATGATACAAATGAATTTGTTAGTGCCGTGTGTTGGAGGGCACT 
GCCAGATGGGGAGTCCAATGTGCTGATTGCTGCTAACAGTCAGGGTACAATTAAGGTGCTGGAGTTGGTA 
TAAAGTGTTTACTCAAGTTAAATTGTACTTGATCCTGCTGAAATACATCTGCAGTTGACAATGAGAGAAG 
ACAGAGACTGTCGTGTGATGTTTCTCCCCAAAGTCCTCATGGGTTTTGGATTTGTTTTGAGTATTTTTTC 
TTTTCCTTTTTTTTCCCCTCTGTGACCTTTGGGACATTGGGAATACCCAGTGAACTCTCCACCATCAATG 
TAACTCCACAGACTTTGCTGCTGTTGGTGGTGTGGTTATCTAATTTTTGTGATAGGGAAACAAATTCTTT 

T GAAT AAAAT AAT AAAAAAT A _ 

>GBEQ2019 |Acc|BI961854 | Ver I BI961854 . 1 GI : 16320057 | MONOlJ7_E01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 56 : Stop : 575 

GTCACCCGGGAAGCACCCGCGCGCATCTCGGCCATGTCTAAGGACACCAAGCTCATCGTGGTGGTGCGGG 
ACCCGGTGACCAGAGCCATCTCGGACTACACGCAGACTCTCTCCAAGCGGCCCGACATCCCCACCTTCGA 
GAGCTTGACGTTCAAAAACAGAACTACGGGCGTCATCGACACGTCGTGGAGCGCCATCCAGATCGGCATC 
TACGCCAAGCACCTGGAGCACTGGCTGCGCCACTTCCCCATCGGCCAGATGCTCTTCGTGAGCGGCGAGC 
GGCTCATCAGCGACCCGGCCGGCGAGCTGGGCCGCGTGCAGGACTTCCTGGGCCTCAAGAGGATCATCAC 
GGACAAGCACTTCTACTTCAACAAGACCAAGGGCTTCCCCTGCCTGAAGAAGGCCGAGGGCAGCAGCAAA 
CCCCACTGCCTGGGCAAGACCAAGGGCAGGACCCACCCCGAGATCGACCGCGAGGTGGTGCAGAGGCTGC 
GCGCCTTCTACCGGCCCTTCAACCTCAAGT 

>GBEQ2020 | Acc 1 BI961853 | Ver | BI961853 . 1 GI : 1632005 6 | MONOl J7JD12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 583 

.GCACGAGCAGCTCTCCTGCCACAGCCCCTCATCCCCTGAAAATGTATGCCTGCGCCAAGTTTGTCTCCAC 
CCCCTCGGTCAGGAGCACCTCTCAGCTGCTGAGCCGATCACTGTCTGCAGTGGTGCTGAAACGACCGGAG 
ACACTGACAGATGAGACCCTCAGCAGCTTGGCAGCCCCACGTCCCCTGACCTCACTTATTCCTAGCCGCG 
GCTTGCAAACCAGCGCCATTTCAAGGGACATCGACACAGCAGCCAAGTTCATTGGGGCTGGGGCTGCCAC 
AGTAGGGGTGGCCGGCTCTGGGGCTGGAATTGGGACTGTATTTGGGAGCCTCATCATTGGTTATGCCAGG 
AACCCTTCTCTGAAGCAACAGCTCTTCTCCTACGCCATTCTGGGCTTTGCCCTCTCCGAGGCCATGGGGC 
TTTTTTGCCTGATGGTGGCCTTTCTCATCCTCTTCGCCATGTGAAGAAGCCGTCTCCACCTCCCATAGTT 
CTTT.CTCCCGTGTCTCGTCTGCCCTGTGTGTTCCTTTTCCTATACCTCCCCAGGCAGCCTGGGGAAAGTG 
GTGGCTCAGGGTTGACAGAAGGA 

>GBEQ2021 |Acc|BI961850|Ver)BI961850.1 GI : 16320053 1 MONOl_7_D09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 123 : Stop: 703 

TCCTAATGTCAGAGCTTTTCCTGCATTATTTGAAGTTTGGGGCTGGGGAGAAACAGTAGTCAAAGCTTTC 
TGAGTTGGGATGCTTTGACATTCTAAGTGTAGATTTTTAGAATGTCATTTTATAAATGGCAGTTTTTGGA 
AATACTTGATTAAGAACTTTTGAAAATGGAGATTAGTATCACCTATTTTTAAAGCTGCTTTGTTAGGTTC 
CTTATGTTTTAACTGTCTTAGTTTCCATTTCATTCTCTTTTTTTTCTAATTTTGGTAACTTAGTGATTTT 
GT CAT TT T T TAG AT CAACT T CAT GGT CT T GT T T T T ACATGGTAT TGCAT GTAT T TAGGACCTATCTAACA 
GGGGCTTTAAATAAATTTGGTCATATTTATGTGTAAGCACATTTTACTGTAAATGTTTGAGTTTCTGAAT 
TTAC2^ACAGATCTGTTTATTTCAGTATGTGGTAAACAATATCTTAAAAGTGTCCTATTCACTACTTGTTA 
ATTAAAAAkGTTATGATTAATATGAAACTGTTGTCTTACTATTTTTAGAAAACTGTGTTTTGAATGAATA 

GT AGT T GG AT AAAG GAG AT T T 

>GBEQ2022 | Acc | BI96184 9 | Ver |BI 961849. 1 GI : 16320052 | MONOl_7_D08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 28 : Stop: 548 

TTCTTGGGTTTGGACAATGCAGGCAAAACCACTCTTCTACATATGCTCAAAGATGACAGATTGGGCCAGC 
ATGTTCCAACATTGCATCCGACATCAGAAGAGCTGACAATTGCTGGAATGACTTTTACAACTTTTGATCT 
TGGTGGGCATGAGCAAGCACGTCGGGTTTGGAAAAATTACCTCCCCGCCATTAATGGGATTGTCTTTCTG 
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GTGGACTGTGCAGACCATCCTCGCCTCATGGAATCCAAAGTTGAGCTTAATGCGTTAATGACTGATGAGA 
CAATATCCAATGTGCCAATCCTTATTTTGGGTAACAAAATTGACAGAACAGATGCAATCAGTGAAGAAAA 
ACTCCGTGAGATTTTTGGGCTTTATGGACAGACCACAGGAAAGGGTAATGTGACCCTGAAGGAACTGAAT 
GCCCGCCCCATGGAAGTGTTCATGTGCAGTGTGCTCAAGAGGCAAGGCTACGGCGAGGGCTTCCGCTGGC 
TCTCCCCAGTATATTGACTGATGTTGGACAG 

>GBEQ2023 | Acc | BI961842 i Ver | BI961842 . 1 GI : 16320045 1 MONOl J7JD01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 96 : Stop : 631 

AAATTGCCTTCCCGGGGAAGCATTTCCAGATGATCTCAGGGTTCTTGCGCCCTTTCCAGCTCTCAGTGGC 
CCGTCATGCTACCAAGAATAGAGTGGGCTTCCTCAAGGAGGTGGGCTCCCCTGGCTACCGAGGTGAACGC 
ATCAATCAGCTCATCCGGCAGGTGAACTAAACCCAGAATATCTGAAAGCACAATGCGTTGGAAGCGTGTG 
TTTTTGTTTCTTGGAATTGTTACCCAGTATCTTCAAAGAAGATTATTTCCTGCTATATCTTCAGCAACTG 
GAGAGGAAGGGTCAGGGAGAGGATGGCGATGGTCCTGGCAGGCGCTTCTCCTCAGAGTCCGGTTCCAAGG 
AAAAGTTCCTGTGTGTTTCCAGTTGGCCGCCACTGGCACCTCTGAAATCAGCAAACGACTCACGCCGTGG 
AGGAGGGAGTCCTGCTTTGTCACATCTTCTTTCCGGGGGCTTAATGTTGGTGAATGAATATCAGACAGCA 
GTGGACCAAGTCCAGGGGCATATGAACTGGGGGTTCCTAGGGCCTT 

>GBEQ2024 | Acc | BI961840 1 Ver [ BI961840 . 1 GI : 1632004 3 | MONO 1J7_C11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 708 ' 

CATTGAAGGTCATGTTGTGAAATGCTATTGGGGCAAAGAAACTCTTGATATGATAAATCCCGTGCAACAG 
CAGAAT CAAAT TGGATAT CCACAAGCT TAT GGCCAGTGGGGCCAGT GGT AT GGAAATGCACAACAAAT TG 
GCCAGTATATGCCTAATGGTTGGCAAGTACCTGCATATGGAATGTATGGCCAGGCGTGGAACCAACAGGG 
AT T T AAT CAGACACAGTCT T CT GC ACC ATGGATGGGACC AAATTACGGAGT GCAGCCACCTCCAGGACAA 
AATGGCAGCATGTTGCCTAATCAGCCTGCAGGGTATCGAGTGGCAGGGTATGAAACCCAGTGAAAAAGGA 
CTCCAGAATCTAAAGCCAGTGGCTTGAGGCTACAGGGAGTGTAGTAAAGCCGTTGTTTACTTAAAGATTT 
ATCAAATCAGTCAGT GCAAATGT CAGATACAAT GTAT TT AT T TAAAAGATTCAT T T T T TAATCATGAAAT 
TACTTATCATCCACGTTGTTTTAAAAAGAAACAAGATGCTGGATGTCTGCCAATTTTTGCCTTCATTACC 
TTTTTTGATAAAGTTTCTCAGATCCTTGTTTCAAATACAAATGCAGGGATTGCTGCCACTTTTTTTAAAT 
TAAGAGGCAGAAAATTGCACAATGTTGAACTTTTTTCCACTAAGGTAGTGTGCAGTTCTAGTTTGCATT 

>GBEQ2025 j Acc | BI961838 ) Ver |BI 961838. 1 GI : 1632004 1 [ MONOl_7__C0 9 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 519 

TCTCCCGCATGCAGTACGCCCCAAACACTCAGGTGGAGATTCTGCCCCAGGGCCGCGAGAGTCCCATCTT 
CAAGCAATTCTTCAAGAACTGGAAATGAGGGTGGGTGTCGTCTGCCTAACCTGCTTGCTCCTCCTCCGGC 
TGCCTGGTCAGTGCCAAGGAGCACCCGCGGATGTTCAATAAAGGAGACAAGTGCTTCCCCGCTCTCTGCC 
TGCACTGCCTGCGCTGAGCTAATCCTCACTGCCCCGCTATTCCCCCCGGCTCATCCCCAGGCTGGGGTGG 
AGGAGGACCCGGTGACAATTCCCTTCTCCAAGGGGCCAGAGCTGGCTTCGCATGTAGAGGCAGAGGGGCC 
AGGAGCCCCAGCAGGCCTGGCAGTGCTGCTGTGAATCCAACAGGGAGGTGGCACAGTGCCAGGCCTCAGG 
ATCACTTTCACCAGGGTTTCAGTTCAGTCTCACATTCCCACGGGGAGAACGTTGTGGCAACCGGCTTGGG 
AT G CAT CT C C GT T C AAACC AG G CT T C 

>GBEQ2026 1 Acc | BI961835 | Ver | BI961835 . 1 GI : 16320038 | MONOl J7_C05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, -mRNA sequence .: Start : 83 : Stop : 543 

TGTGCTGAGGCATACCCAGGGCCGGCGGTACCAGAGAGCTCTGCGTAAATATGCAGAGTGCCAGGAGCAG 
GGTGTGGAGTACGTGCCCGCCTGCCTCCTGCACAAGAGGAG'GAGGAGGGAAGGCCAGGTGGACAGTGACG 
GCCAACCTCGCCCCAGAGAAGCCTTCTGGGAACCTGAGTCCAGTGATGAGGATGTTGCAGCCCCAAGTGA 
CAGTGAAGACAGCATGACAGACCTGTACCCACCCGAGCTGTTCACCAGAAAGAACGTGGGAGGGACTGAG 
CACGGAGACAACACTGATGACTTTTTGACAGATGAGGATAAGAACCCAAGGCACCCAAGAGAGAAGGAGG 
ACAGAGAGGAGATGGAAGTGGACCGGGAGCCGGTCCTCAAGCGCCGGAAGAAGCAGTTGCGCTCCTCCAA 
GAAGT TCAAGAGT CATCACTGCAAACCGAGGAGCT T CAGAT 

>GBEQ2027 I Acc ! BI961825 | Ver | BI961825 .1 GI : 16320028 j MON01J7 JB01 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 2 : Stop : 521 

AGCGGACCAGGTTCAAGGCATTTGTTGCCATCGGGGATTACAATGGACATGTCGGTCTGGGTGTGAAGTG 
" CTCCAAGGAGGTAGCTACTGCCATCCGTGGGGCCATCATCCTTGCCAAGCTCTCCATTGTCCCCGTGCGA 
CGAGGCTACTGGGGGAACAAGATTGGCAAGCCCCATACTGTTCCTTGCAAGGTGACAGGTCGCTGTGGCT 
CTGTGCTGGTGCGCCTCATCCCTGCCCCCAGAGGCACTGGCATTGTGTCAGCCCCTGTGCCCAAGAAGCT 
CTTGATGATGGCTGGTATTGACGACTGCTACACCTCGGCCAGGGGCTGTACTGCCACCCTTGGCAACTTT 
GCTAAGGCCACCTTTGATGCCATCTCTAAGACCTACAGCTATCTCACCCCCGACCTCTGGAAAGAGACCG 
TGTTCACCAAGTCTCCCTATCAGGAGTTCACTGACCATCTTGTAAAGCTTCACACCAGAGTCTCCGTGCA 
GAGGACCCAGGCTCCAGCTGTGGCTACCAC 

>GBEQ2028 | Acc | BI961824 | Ver | BI961824 .1 GI : 16320027 | MON01_7_A12 . gl_A005 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence. : Start : 5 : Stop: 669 

ACACATGAACTGAAAATCTTTGAACAGGTATTAAAATCTATGTAAGTATTCAAACTAGTTGAGGGTTAAA 
ACTGTTTGCTTTTATAAAATATCTTTGATTACATGAGTATAATAAATTGTGTGCATATAAATGTGTGTCT 
ATATGCTTTCCTTTAAATATGTTTGAAAAGATGTTTGAAACTTGATTATACTATTTATAATTGGCACAGT 
AC T T T GAAT TATGGCAGTACTACATTGTAAAACAGAGT TGT AT T T T T T GAT AT T TAACAAT GCT TAACAC 
TTTAAAATGCCACTTCTGAGGAATGAACATGGTGTAACACACTTGAATATGTGTGATGCCAAACTTTTTT 
AAATAAAATATAAATTATGCTTATTTATTATTTCCTTTGGTTTAATCTTGGTCATGTTTTGGTGTGTATT 
TTTAATTTTTTTCTTAAAGTAACACTTTGGCATGAATATTAATGCAGGTTTTGATGAATTATAATGAATG 
TATGGAATTCAACTGAATTTGCATGGTCTTAAGAATTTTTTCTGTGTGTATAAATTTAGCTGCTATTAAC 
AGAAGAGAGAATTTTCTGTGGGTAGCTATGTGCGTTGATCAGATACAGTTTTTCTGAGATCTTCAATTAA 
T C T T AC T T T AAAAAT G AC C AAAAC AT T C T T T C T T G 

>GBEQ2029 | Acc | BI961823 | Ver | BI961823 . 1 GI : 16320026 | MONO!_7_All . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 105 : Stop : 662 

ACATTAACAGAAGATGAAATTGCTACTATTCTTAAATCTACTTTGAAAGGACTAGAATATTTACACTTTA 
TGAGAAAAATACACAGAGATATAAAAGCTGGAAATATTCTCCTTGATGTCCAGGATAGTTCTCCAGTAGA 
GGCAAGGCAGTAATAGCAACAGTACCCAGACAGGCCAGGCCTTTTTCTCGTGCCGCTCGTGCCGAATTCG 
GCACGAGATCAATTAATACAGCACGAGGGAGCCTGTCCAGAGGAATAGCCAGCACTGAGAATTTCCACTC 
TTGTCTGGAGCTGACCAGTTTGGGGTGATTCTCTTTCTTTCAGAAGTCCTTTTTGATTGCAATGTGCTAC 
TGGTGTCTAATTAATTAGAAATTAAGGCATTTCTGAATTGATGTAAGTGGAATATTTTAATCTAAAAGTT 
TTCAGGTTACTTGAATATTTTTTAAAAATTGAGCTTTATTTCTGCTATTTACCCTTTCATTTTTGTATAT 
CAAGTTATTATACTTAAAACTGTTATCTTGAAACTTTGTGAACCAACATTGCTGTATTTGCACTTTGA 

>GBEQ2030 | Acc | BI961820 | Ver | BI961820 . 1 GI : 16320023 | MONOl_7_A06 . gl_A005 Monocytes (MONOl) 
Equus cahallus cDNA, mRNA sequence .: Start : 31 : Stop : 545 

TCCTCCTGGTCCCCGGCCTCCTGCAGGGGCCGCTGGCACTGAGGAACATTGCCGACACCTGCTTCAAGCT 
GCTGCTGCTGGCCCTGGTCGCCTTCAACTTCGTGGGGGCCTTCATGCTGGAGAGTGTGCTGGACCAGTGC 
CTCCCGGGCTGCCTGCTGCGGCTCCGGCCCAAACGGGCCTCTAAGAAGCGCTTCAAGCAGCTGGAGCAGG 
AGCTGGCTGAGCAGCCGTGGCCGCCGCCCGGGCCCGGGAGGTAATGCAGGCCCCATCCGGCATGCTGGAT 
GCTGGATCTCCCTGCCTCTGAGCCACCGACTGGGACCCGTCTCCAGAGACACCACCGCCGTCACTCCTGC 
ACCCCCGAGGTTGGCGGTTGTCACACTCCTGTCCCACGTCTGCCCAGGCCCAGCCTTCCCTGCCCCCACC 
TGGGGAAATGCTAACTAGTGTGGTCCCCCACCTCGGACCATCCCACGCAGCGACAGCAGCCACCAACCCC 
CTCAGCGCTGCTGTCAGGTAGCTAA 

>GBEQ2031 | Acc | BI 961818 | Ver | BI961818.1 GI : 16320021 | MONOl_7_A03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA; mRNA sequence .: Start : 5 : Stop : 451 

CTCCTGGCCAGCTTCTACACCAAGTATGATGCTGTTCACTTCCTCATCAACACAGCCTCATTGCTCAGCG 
TACTGCTGCCTAAGTTGCCCCAGTTCCACGGGGTTCGTCTCTTTGGCATCAACAAATACTGAGGGATGGG 
GCTGGGGACGACGTTGGGAACAAAGGGCTATAACATCCTTCCCTTCTCCATGCTGTCTTCTCTATCTCAA 
AAGCCTGAGAACTATACAACCTTTCACAAACTCCCAGGAAGAGAAAAGATTAGAATAAAGCAGCTCCCTG 
GGCCCAGCCCTGCTAGGAACAGGTTTCTTTGAATCAGGAAAGACAGGTGAGGTAAGAGCCAAATCATTCT 
CATCTGCAGCAGGAAGCCATGTTTGGGCAGCTTGTTTGGTGATTAAGTTTTTCCATAGCTTCCACCCCCA 
CCACCTTCCAGCTCTATTTTGCTGTGT 

>GBEQ2032 | Acc | BI961817 | Ver | BI961817 . 1 GI : 16320020 | MONOl_7__A01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 61 : Stop: 573 

CATCTTTTGCCTTGTTCATGGTCATCTGGATCATCTTTTACACTGCCATCCACTATGACTGATGGTGTAC 
AGGCCCCACCTGCTCCCTGTCCAGTCCAAAGGACCCTCTTACTTACAGCACAGAAACATGATTGTAGGGG 
CACGCCAGCTGCATGGAACCTGGAAGACCCATGTTTCCTGGACTGAGAATCAGTGTGTTGGGTGTCAGTG 
TTTTCTGCAAGGATTGTGACCTGAAACTTTTTAAAAAACCATCATCTTTTGGGGAAACATTTCTGATTAT 
TCATCACCAACCATTTCTTCTTGGATACCATCATGAAACACCTGTTTGCTGATTGGAGCTGTCGTTTAAT 
TTGATGCACCTCTGGATCCGGATGAAACATTAAATTGTCTTCCTCACTTCCGTCAGGTGTACAGTTTTTA 
AACTATCAGTGGCATTTCAAGTCTTCTGAAAACAGTATGGCAATATGTGTGTGGTCCAAANGCACAGTAC 
AAG C AGC AT C T AAT AACAG T T T C 

>GBEQ2033 | Acc | BI961805 ) Ver | BI961805 . 1 GI : 16320008 | MON01_4_G12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 8 6 : Stop : 7 03 

CATACAGTGTCCAAAACCCCAGCCAATGACCAGCAGTTGGTATGAGGTAACCTTTGACATTTTGTAAAAG 
GCCATTCTTGGGAAAAAAAAAAAAAAAAAACTCGAGACTAGTTCTCTCCTCGTGCCGAATTCGGCACGAG 
CGGCACGAGCACGCCTCTCCTACAGCGACAAGAACCTCATTGACTCCATGGACCAAGCAGCCTTTGCTGG 
CTTCTCCTTCGTGAACCCCAAATTTGAGAGGCTCCTGGAAAAGTGAGGTTCCCAGACATGCCGCCCAACC 
CATCCCAGCCAGGGAGCCTGGGTCAGCCAGCATGGTCTGCCCACCCAGCCCAGACAGAGCAGGCTGGGGC 
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CACCCCTTCCTCGGCACCTGTCAGCCGCCCACCATAAGCAACAGTGTGATTGTTGTGATTTCTGCTGCTG 
CCCTCTTATCGTCCCCAGGAGGGTCCTTGGCTCCTGCCTGGCTGGGCTCTTATGGTACTTCCTCTGTGAA 
CTGTGTGTGAATTTGCCTTTCCTCTGCCCTCAGAGGGAAATTGTAAATCCTGTGTTTTGTTACTTGAATG 
TAGT T AT CT AT TGAAAAAAATATAT TAT AT AT AT AT AT AT AT AT AT AT AT AT AT GC AC 

>GBEQ2034 | Acc| BI961803 | Ver | BI961803. 1 GI : 16320006 | MON01_4__GO 9 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 72 : Stop : 627 

TGTCTTTGCTGTGAAAAATGAAAACCGGTTCTATCTGAAGGAGGTGAATGTCAGCATGTATTTGGCTAAT 
GGCTCTGTTTTCAGCTTTGCAAATAACAACCTTAGCTACTGGGATGCACCCCTGGGAAGTTCTTATATGT 
GCAACAAAGAGCAGACTGTTTCAGTGTCTGGAGAATTTCAGATAAATACCTTTGATCTAAGGGTTCAGCC 
TTTCAATGTGAAGGATGGAAAGTATTCTACAGCTCAAGACTGCAGAGCAGATGACGACAACTTCCTTGTG 
CCCATAGCGGTGGGAGCAGCCTTGGCAGGAGTACTTATTCTAGTGTTGCTGGCTTACTTTATTGGTCTCA 
AGCGCCAT CACGC TGGATAT GAGCAAT T T TAGAACC TGCAAT CT GATT GAT TATATCAAAACACAT GC AC 
ATAACAAGGTTTTCTTGCCTCTCACTTTTGAAACACTTTGCTCTTTAAAGATTATGTTGAAACTTTAATT 
CTTAAATCAGTCCCAGCATTTTGAGATAAGTCTTTATTAATAAAAACTGTTCTCTTTGATCAACTT 

>GBEQ2035 | Acc 1 BI961799 | Ver [ BI 9617 99 .1 GI : 16320002 | MONOl_4_G02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 69 : Stop : 610 

GAGTGAACACAGGCCATAGGAATGAGTAGAGACTTTGCCTTAGAAGATTTCCTGTTACACGGCTCTCCCT 
CAAATACAATTACAAAGGAGAGAGCACCTGTTGAGCATCTGTGACCAATGGTGCTGTTGCAAAATACATT 
TTAAT AGACAACACCAGGGTT T T TGTACAAAATAGTAATGAT AGCCATGGAAGT TAT ATCT TAACC T GT G 
AGAAATGTTCTTAAATTTATTTTTAAGTGTCTAAGCATTAGCGCTTTTGTAATGAAAAGATGAATTGTCC 
CAGGATCCTTACTAAGAGAAAGCAAAGGGTGTTTCAGCTGATTCGCCACTGGAATTGGATGGGAACGTTT 
GGGTTCCTTGGTTTCATCGCCGCTTGGGTCCCACTGAACTTTGTGAATTCCTGTGTTCGCATCTTCTGTT 
CCTGGAAGGTGTCCTGCCCTGGCTCTGTGTCATCCCCGTCGTCTGACTCCAAGTGCCCTTCAGAGGACCC 
TGTTCACTGCTGCACTTTTCAATCAATTAAAATTAACTTCTGTTCTAGTGGG 

>GBEQ20*36 | Acc | BI961798 I Ver ! BI961798 .1 GI : 16320001 | MONOl_4_G01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 35 : Stop: 554 

TAAGAAAGTAAATCAGAAGTACATAACCAACAAGGCAAAGTTTACCACCCTCCAGAAGATAGTGCTGCAC 
GAAGTGGAGGCTGATGTAGCCCAGGTCAGGAACTCGGCTACAGAAGCCCTCTTGTGGCTGAAGAGAGGTC 
TCAAAT TT TTGAAGGGAT TT T TGACAGAAGTCAAAAATGGAGAAAAGGAC ATCCAGACAGCCT TGAATAA 
CGCGTATGGTAAAACATTACGGCAGCACCACGGCTGGGTAGTTCGAGGGGTTTTTGCGTTAGCTCTGAGG 
GCAGCTCCATCCTATGAAGATTTTGTGGCCGCGTTAACCATAAAGGAAGGTGACCACCAGAAAGCAGCTT 
TCAGTGTTGGGATGCAGAGGGATCTCAGCCTTTACCTTCCTGCCATGGAAAAGCAGCTGGCGATACTGGA 
CACTTTATACGAGGTCCACGGACTGGAGTCTGACGAGGTGGTATGACGTCTGCAGGACAGGGCCACCTCC 
T AAC T T CAGGGAAT AAAG T T CGCGAAAG T G 

>GBEQ2037 | Acc | BI9617 95 | Ver | BI 9617 95 . 1 GI : 16319998 | MONO 1_4_F10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 35 : Stop: 652 

CAAGTTACAGGAATGCAAGCAAACTTTGCTGAAGGCTAGACATGTGGCACCCAGCGATACAGTTCTTATG 
TTTAATGTGGCCTTGGTCCTACAAAGATTAGCTACCTCTGTCCTGAAAGATGAAAAGAGTAATCTGAAGG 
AAGTACTTAATGCTGTGAAAGAACTGGAGCTTGCACATAGATACTTCAGTTACTTGAGTAAAGTGGGAGA 
TAAAATGAGATTCGATTTGGCCCTCGCTGCTACAGAAGCCAGGCAATGCTCTGACTTACTGAGCCAGGCC 
CAGTACCATGTGGCTCGGGCACGCAAACAGGACGAGGAAGAAAGGGAGTTGAGGGCCAAACAAGAGCAAG 
AAAAGGAACTGTTAAGGCAGAAGCTTCTTAAAGAACAGGAAGAGAAACGTCTCAGAGAAAAGGAAGAGCA 
AAAGAAACTTTTGGAACAGAGGGCTCAGTACGTAGAGAAGACCAAAAATATTCTTATGTTTACTGGAGAG 
ACTGAAGCAACAAAAGAAAAGAAAAGAGGCGGAGGTGGTGGACGGCGTTCTAAGAAGGGAGGAGAGTTTG 
ATGAATTTGTCAATGATGACACCGAGGACGACCTGCCTATATCCAAAAAAAAAAAAAA 

>GBEQ2038 | Acc | BI9617 92 | Ver | BI961792 .1 GI : 16319995 | MON01_4_F07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 547 

TGCCCCTTATTCCACACCTACCTTAGACTTTAATGAACCTCAGCCATTTTCAATTACAGGCTAAAACCAC 
TCCCCCAGCATTCCCCAAACTTCACTCCGTGTGTAGGGACGGAGATGTCTTATGTATGGAAGGGGCAGGT 
ATGAGGTAGGATAGGTTGTCTGCACCTCCCACTCATCCAGAATTCTTGCTCCCTTGCTGCTGTCCCTTCC 
ATCTCACACGCACAGAAATACTAAAGGATGGCCAGCTGCTTCCCTCCTTTGGTTTTCATTTACTGCAGCT 
GCTAGTTAGGAAAGTTTGAAGGGATGACTTTTAGTAATTCATGGGGATTCTGTTGATTCAGATTATTGTC 
ACTTTAGGGGTTATTAAATGGGTGGGGGTGGGGAGCAGGAATTGCACTCAGACGTGACATTTCAGTTCAT 
CTCTGCTAATGAAAAGTGTTCTTCCTATGGGGGAAATCTATGTGTCAGTTCTGTCAGCTGCAGGTTCTTG 
TATAATGAAGTTTATGCTGTCAGGCCAAGAAAATAAAATAATTGCATACCTT 

>GBEQ2039 | Acc | BI961789 1 Ver | BI961789 . 1 GI : 16319992 [ MONOl_4_F03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 676 
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TAGCTGGAGGAGTTGAGATCTATAATGGGGATCGTAAGATAAAGGTGTGCAATACCCTGGAGAGCCGGCT 
GGACCTCATAGCCCAGCAGATGATGCCAGAAGTGCGGGGAGCCTTGTTTGGTGCAAATGCCAACAGGAAG 
TTTTTGGACTAAGCCTTGGGAGCTGGAGCTCATCCACTGCTCCACTGCTGTGATGCGCAAGTTTCTGATA 
TTGGAAGAAACAAGATGATCTCTGTAGCTTCCACTTTGCTGTTCTAATATACTCTATTTATCAGTGAATG 
CCCTTCTGTAGCTAATGCTCTTGGCCTTGTTGTTACCAGTGGAGAAAGTTACGCTTGTATGATCAGGAAA 
CCTACCTCTAGCTTATCTAAAAGTAACACAGCTTCTGGCTGGTTCTGCAGCCTGAGGGTGAGGGGTCAGA 
TAGTGGCTGCGTGAACGTCTTCTGCTCCTCTCTGGTCCTAGTTATCTAGTCTGGAGGGTGATGTGTCTGC 
TGTTTTCTGTGCCGCTAAGTCTCTGCTCTTTAGGCTTCAAATGCATGTGGGGCGTGCATTCCTTCCAGCA 
GTAGTAGCTTCACTGTTAGCTGTTTGGGCCTAGAAATGTTCCTTATTTGTAAATGTGATTTAAAATCTAA 
GTGACAAGTATGCTTTATTTATTAAAACAAAAGGGTTT 

>GBEQ2040 | Acc 1 BI96178 6 | Ver | BI96178 6 . 1 GI : 16319989 | MONO 1_4_E12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 14 : Stop : 608 

GCGGGCCACTGTCCrGACCCTGTGCTGGTGAATGGTGAATTCAGTTCCTTGGGGCCTGTGAATGTGAATG 
ACAAAATCACGTTTAAGTGCAATGAGGACTACATCCTCAAGGGCAGCAATTGGAGCCAGTGCCTAGAGGA 
CCACACCTGGATGCCTCCATTTCCCATCTGCAAAAGCAGACACTGTGGCCATCCCGGGTATCCAGCTCAT 
GGCTGTTTTAAAGGAGAAGACTTCACCTCAGGATCTACCATAACTTACTACTGTCAAGAGAAGTACCACT 
TAGTGGGCACACGGGACCAACAGTGCGTTGACGGGGAGTGGAGCAGCCCACTTCCAGTCTGTGAGTTGAT 
CCAAGAAGCTTCCAAACCAGCTCCACAGACCGAGTGCGAGAAGGCACTTGAGAGTGAGGAACTTTGTAAA 
GCCATAAAGAGCTATATGCAAAGATTACAGGAAAACGGC T TAACAATGGAGGATC TAAAATAT TC T CTGG 
AAATGAAGAAAGCTGAGTTGAAGGCAAAAATGTTGCCCTGACATTGTAGCTAAACCAACTGGGTAATTGA 
AATACACCTTTGAATAAATTTTTCTCTTGGTTCTG 

>GBEQ2041 |Acc|BI961774|Ver|BI961774.1 GI : 16319977 | MONO 1_4_D10 . gl__A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 500 

GCACGAGTGCTGCTCGTGTTGAATCCAGGGCAGTAGCCGGACATGGGGCTGGAGGAGGAGCGAAAAATGC 
TGACCGGGTCCGGAGATCCCAAGGAGGAGGTAGAGGAGGAGGAGGAATTAGTGGATCCCCTAACAACAGT 
GAGAGAGCAATGCGAGCAGACGGAGAAATGTGTAAAGGCTCGGGAGCGGCTAGAGCTCTGTGATGAGCGT 
GTATCCTCCAGGTCACAGACAGAGGAGGATTGCACAGAGGAGCTCTTTGACTTCTTGCATGCAAGGGACC 
ACTGCGTGGCCCACAAACTCTTTAACAGCTTGAAATAAATGTGCAGACTCATTCACCTCAGCCTTCATCT 
CCTGGGCATCGGGATATTTCCTTATGGTTTTGAACATGCCATTTGTTTATTTGCGTACTGTAAGTTCATG 
TGAACCTCATGGATTTTGGCTTAGGCCAGTAGCTTCTATGTAACAGGAGTGGTTCCATCGTAATAAAGTC 
CCAGTGATCT 

>GBEQ2042 | Acc | BI 961761 | Ver | BI961761 . 1 GI: 16319964 | MONOl_4_C06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 6 : Stop: 600 

GGGGAGAGCGGGTTGGCCCGCTGCAGCCTCGTGGACCTCCATGGCACCGTGCTCTATGACAAGTTCATCC ' 

AGCCGGACGGGGAGATCGTTGACTACAGGACGCGGGTCAGCGGGGTGACGCCTCGGCACATGGAGAAAGC 

CACACCATTCACCGAGGCCAGGCAGGAGATCCTGCAGCTCCTGAGAGGCAAGCTGGTGGTGGGTCACGAC 

CTGAAGCACGACTTCAAGGCCCTGAAAGAGAGCATGGACGGCTATGCCATCTACGACACGTCCACCGACA 

GGCTGCTGTGGCGCAAGGCCAAACTGCAGAACTGCAGGCGGGTCTCCCTGCGGGTGCTCAGCGAGCGGCT 

GCTCGGGTGGCACATCCAGAACAGCAGGTCAGGACACAGCTCGGTGGAAGACGCCAGAGCAACCATGGAG 

CTCTACAAAATCTCCCGGCAACTTCGAGAGGACTGAGGGCTGCTTGCCAGGCGGTGTGGGACCGAAGCTC 

CGTTCGGTCCTTTCCCCAGGGACTGGAGGCCTGGGTCTCTTCGGGACAGGAACTCGCTTGCTTTTGGAAA 

ATGCATCTTTAGCAATAAAATGAC TATAT TTTGTT 

>GBEQ2043 | Acc | BI961759 | Ver | BI961759. 1 GI : 16319962 ! MONO 1_4_C04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 68 : Stop : 572 

AGTTCCCCTTCAAGGAGCCAGAGAGGAGAGCCATTAGCAAACCAGCAGCTGGAAGCACCAAGTATTTTGG 
TACCGCCAAAGCCCGCTATGACTTCTGCGCCCGGGACCGATCAGAGCTGTCCCTCAAGGAGGGTGACATC 
ATCAAAATCCTTAATAAGAAGGGGCAACAAGGCTGGTGGCGAGGGGAGATCTACGGCCGGGTTGGCTGGT 
TCCCCTCCAACTATGTGGAGGAAGATTATTCTGAATACTGCTGAGCTTCAGTACACTGGCAGAGAGAGGA 
GAAACTCCAGGCTCT'GAGCCCAGGACGAGCAGGCAGCTGGACCAGGGGCTGTGACAGGTCCTGGCAGGCT 
GAGAATCTGGGCTGGACTGTGGAGGGCCGGCATCCAGCTGGCAGGGCTCCTGGGGTGATGCCTTGTCATG 
GTTAATTTATAACACACTGATTTCTTCTTGGGTCCCCCGAGAAGGCGGGGCTCAAGGCAACCGCTTTTAA 
TAAAATGATGAATGG 

>GBEQ204 4 (Acc | BI961750 [ Ver | BI961750 .1 GI : 16319953 | MONOl_4_B05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence ♦: Start : 1 : Stop : 443 

GCACGAGCTCGTGCCGCTCGTGCCGCTGGATCTTGGCAGATGAGCAGGATGTCCACATGCATGACCCCCG 
GCTGATACCCCTAAAAACCATGACGTCAGACATTTTAAAGATGCAGCTCTACGTGGAAGAGCGGGCTCAT 
AAAAGCAGCTGAGGGTGTGCCTGCCACCCATGGATGCCACGACTGTCGGATGTTAGGGGCCCCAGCCCAG 



894 



WO 2005/067649 



PCT/US2005/000517 



GGCAGCGCTGCAGGGCCACCCTGACTGCAAGTGCTCTTACTGCCTGTGTGTGGACCGCCCTGCTCCAGCC 
CGGGGCTGCTCAGGTCTGGTTGCCTTCACTGAGGGATTCTCCCCAGGAGGGCAGGGAAGGTGTGGGACCA 
CAATGCCTCAGCCTCCTGGGGTTTGGCCGGCCAACTCTGTCTGTCCCAAGTACTGTGCTGTGAGTTGTTT 
CAATAAAAGGGCCCCAAGGGCTG 

>GBEQ204 5 | Acc | BI 96174 5 1 Ver | BI9617 4 5 . 1 GI : 1631994 8 | MON01_4_Al 1 . gl_A0 0 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 57 : Stop : 575 

TCTCCTTAGAGCTCATTAACATTTGGTACAACTAAGGGAAAATAAGTGACAGTTCTACCAAATTTCAGAG 
GTCTATATATAAGGTGGCCCCACATTGCCTGCTAACTTGACTTCTTCTGACCGTTCTGTCTTGTTGGTTT 
GGAGACTGCTCGGCTTATGTCAGTATTCTCTGTGGCTTGAGATGACATTTCCATCCCTTCCTAGACTGCC 
TTTCTTTGCCTTCATGTGCCAAGCTTGAAACAGGATTTGATTTCCTGAGTGACCTGTCTGCTTTCGATGT 
GCCACCAAGGAATCTAGTTCATCTTTCATCTCATTCGTGTTCTTTTGAAACAGGATACTTTGGGGGTCAA 
GTCTTTTCAGGTGTTTATATATATATATATATATATATATATAAATGATTTTGTGTTCCCTTCCCATGTA 
AGTAACAATTCACAATCATAATGTAAAGAAATAAAAGCCCAGTGTATTGTACTTCACCCTGATGTACAGA 
ATCTCCTTGTAAAATAAATAATTGCATTG 

>GBEQ204 6 | Acc | BI961743 | Ver | BI9617 43 . 1 GI : 1631994 6 [ MONOl_4_A08 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 2 : Stop : 451 

TGCTGAGCTAGATCATCTTTATAACAATGGGCTCCGTCATGATCTTATGTGGGAATAAATAACATTCCTT 
CAAATCTGAGGCTTGCCTGCTGATGACAAGCAGAGCGCCTGTGATTTGGCTCAAGACTCCTGTATGATGC 
AGGTGCCATTGAAAATGCTGCTCTTCTAAGTCCTTTGTGGCTTGTAAGTGGAGAAGAATTTCATCCAAAT 
GTTACCCTGTAATACTGGCATTTAAAATTCTTATTTAACCTTCCTCCCTTCATCTTCCTCACCCTTTTTA 
CAGTGGAAGAAAGGGTGTTAAAATGATTGTAAATTAATAATTGGAACATCCTGCCCCTTCTTGTCCCCAC 
TCCCTCCCCCAAGTTCCTTTTTCCTCTTCTCCAATCCTAGTTGTCTACCTTCTTTTCTTCCTTACTTCCT 
TCTTTTATTCCTCCCCATCCTACTTCCTTT 

>GBEQ2047 |Acc | BI 9617 42 | Ver | BI9617 42 . 1 GI : 1631994 5 | MONO 1_4_A07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 62 : Stop : 4 80 

GACCGCAAAGACATCGAGGAGCACCTGCAGCGTGTAGGCCACTTTGACCCTGTGACCCGGAGCCCCCTGA 
CCCAGGAACAGCTCATCCCTAACCTGGCCATGAAAGAGGTCATCGACGCATTCATCTCCGAGAACGGCTG 
GGTGGAGGACTACTGAGACAGGGCGAGTGCAAGGGCCACTCGCCCCACTCTGCCTGGTAACCTGGCCCTA 
GAGGGCCTTGGGGCAGTAGCTCCAGCCCCCGTACAGAGTTTGTGTCCCTGGATCCTTGCCCCGGTGTCCC 
TATGCCACTCCCCATCAGTTCTGCTGCTGGGCCGTGAGCCTCTCCTGTCCCCCTTCTGGGTCGGAAACAG 
CAGGTGAGGGTGGGCTGGGCGGAGGCTGCCGCTGCCACCACTGTCCCTGTAATAAAATCTGTGAGCACT 

>GBEQ2048 | Acc | BI961739 1 Ver | BI961739 .1 GI : 16319942 | MONOl_4_A03. gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 443 

GCACGAGGGGATCTGGGGCTCTCTGGCCTGGCCAGGCTGGATCCCTCACAGGGCTGGGAAGAGAGCGAGA 
GGAAGGGTGTCGGGTGGGGGGCAATGGGAGTACACTTTGATGACGGGGGTGATTATTTCCGTAGTGACCC 
TGCCTGGGAGGCTCAGAGTATTGAATGGGGCCCACTGCCAGCAGGCAGGGATCAGACGTCATTATGAACA 
CAGTGATGGGCGGCAGTCGCCCCATGAGTGTCCCTTTGAGGGGGTAAAGAGGGATGCTGCATTTCTCAGC 
TGGGCAGTAATCAACTTAATGGTCCTTTTAAAATGTCTGTGTATTAAAAATTTAAGAATACCACACTTTA 
ATATTAAATATTCATAAGGTCTAGTATCTTGATAATAATGTAGATGTTTTAATAACAATTTTTGTCCTTC 
T TAAAATAAAAT GAAAGAAACTG 

>GBEQ2049 | Acc | BI961735 | Ver | BI961735 . 1 GI : 16319938 | MONO 1_3_H10 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 88 : Stop: 250 

T CAACGCAGAGAGAGGAACATCAT GGCCGTGAAAAAGAGCCGGT TGAAAAGCAAGCAGAAAGCGCAGGAT 
ACACTGCAGAGAGTGAATCAGCTTAAAGAAGAGAATGATCGCTTGGAAGCAAAAATTAAATTGCTGACTA 
AGGAAT TAAGT GTACTGAAAGAT 

>GBEQ2050 | Acc | BI961732 | Ver | BI961732 . 1 GI : 16319935 | MONOl_3_H03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 22 : Stop : 3 65 

GATAAA.GGCCAATCAACT T CAAAAGAT GTACAGACCT GCAT ATT CGGT GACCTTAAATGTAGAGAACACT 
GATTCCCAATCCCACCCAGAGATTAGTTTTCGTTGCAACATGGAACAGTTACAGGACTTAGTGGGGAAAC 
TTAAAGATGCTGCGAAAAGCCTGGAAAGAGCAACTCAGTTGTAACCTGGGGAAGTTAACGATCTGCCCGG 
GTCTAGAGGAAGACCAGGAACGCCTTGCCATCGGCAGAAGCGTCGTTGATGCGAGCTGGATGTCCTCCTT 
TTCAGTAGAAACCCTTTTCCTTTTTGGATTTATGTTACTCATCAATTTTGACACTCTTATTTTT 

>GBEQ2051 |Acc|BI961731|Ver|BI961731.1 GI : 16319934 | MONO 1_3_H0 2 . gl^AO 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 447 

TGGCGCTGCGCGGGGACCCGGTGCGGTGGCTGCGGGGCTGACGAGAAACTCCTAAGTTCCTGTGGAAACG 
AAGTAGAATTTCATAAGAACATAATGGATGGAGAGGAGAAAACCTATGGTGGCTGTGAAGGCCCTGATGC 
CATGTATGT CAAAT TGATATCCTC TGATGGCCATGAAT T TATT GTAAAAAGAGAACACGCACTAACATCA 
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GGAACAATCAAAGCCATGTTGAGTGGCCCAGGTCAGTTTGCTGAGAACGAGACTAATGAAGTCAATTTTA 
GAGAGATCCCTTCACATGTGTTGTCAAAAGTATGCATGTATTTTACCTACAAGGTTCGCTACACTAACAG 
CTCCACGGAGATTCCTGAATTCCCAATTGCACCTGAAATTGCACTGGAACTGCTGATGGCTGCGAACTTC 
C T AGAT T T T AAAT AAAAT AAAT T AT AA 

>GBEQ2052 | Acc | BI961725 | Ver | BI961725 . 1 GI : 16319928 | MONOl_3_G05 . gl_A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 34 : Stop : 272 i 

TCCGTCTGAGCCTCCCTTCCCTCACAATGTGCCTTTGGGGGCTGCCACAGCTGCCAGGCCTTGTGCCAGC 

CGCTGCCCCCTTCCTATGCAGCTTTAATGCCCCCTGATTCCGGGATGGGAGTTGAAGGCTCAGAATTGGC 

CTGTCCCCCACCCTTCCTCCGTCTCCCCATAGTGCCAGGGACTGGGCTCGGGCATCCCCTGGCCATGAGG 

AGGAGGGAGGGCTTCAGGATGGGGTGTCG 

>GBEQ2053 | Acc | BI961722 ) Ver | BI961722 . 1 GI : 16319925 | MONOl_3_G02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 109 

TCCCCTACACAGACACATACACCCACACACACAGACTGACTCTCTGTTTCTCATACCCCAAGGTCATGAG 
TAAATGATGATCAGTTCCTGTAAAGAAAATCTGGGGC 

>GBEQ2054 | Acc \ BI961719 | Ver | BI961719 . 1 GI: 16319922 j MONO!_3_Fll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 28 : Stop : 655 

TGGATTCTGTAAATACAAGCCTGAGTATTCTGCTGCCAACGACACTGGCTTCCTGGACATCCAGCAGCAG 
GAGAAGTTCCTTATGGAGGCAGTGGCAACGGTGGGGCCCATCTCTGCCGGGATCGATGCCAGCCTGGAAT 
CCTTCCAGTTCTATAAAGAAGGCATTTATTATGATCCGGACTGCAGCAGTAAATACCTGGATCACGGCGT 
TTTGGTGGTTGGCTATGGCTTTGAAGGAAAAGATTCAAGGAATAAATATTGGCTTGTCAAGAACAGCTGG 
GGT GAAGATT GGGGCAT GAATGGCT ACATAAAGAT GGCCAAAGACCGGGAAAACCAC TGTGGAAT T GCCA 
CCATGGCCAGCTATCCTTCACTGGGGGGTGATAAAGGACTCGCTTGAGAACAGAATATCCAGAGGAGGGA 
TTTTATCTTCAAACTGACCAGACCTCATTGTGTGGAACAAAACACTTAAATCACTGAAGATCCAAACTGT 
GATTGGAATTTTGTTACATTTTATGCTGGTAAAATGTTACCACTTCTTTAATTACTGCTGTAAACAGCTT 
TGTGTGATTGACTTGCCTAATAACTTTTGAATTTTCATGTTTTAAAGCATGTATGTAGTTATCTCTAA 

>GBEQ205'5 | Acc | BI961718 | Ver | BI 961718 . 1 GI : 16319921 | MONOl_3_F10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 487 

GCACGAGGCAGAATGGAGGAGGTGCCTCACGACTGTCCTGGGGCCGGCAGCGCCCAGGCGGGCCGAGGGA 
CCTCATGCCAAGGGTGCCCCAACCAGCGACTCTGCGCGTCCGGAGCCGGCGCCACGCCTGACCCGGCCAT 
AGAGGAAATCAAAGAGAAAATGAAGACGGTGAAACACAAGATCTTGGTGTTGTCTGGGAAAGGCGGCGTT 
GGGAAAAGCACGTTCAGCGCCCACCTCGCCCACGGCCTGGCGGAGGATGAAAACACGCAGCTCGTTGGCT 
CCTGAGACCCCGGAGGACAGCGAGGAGGCACAGCACACGGTCCAGCCTGACCCGCTGGGCGACAGAGTGG 
GAGCCCCGGGCGGAGAGGGAACAGACTCGGGCGTGGGGTGAAGTCACAGTTCCAGAGACACTTGAGTCAT 
CTAAGATTTGTACACTTCTCTCGTAGAACATACGTAAAGGGCGTTCCTTACATTCCTGCCATTCACA 

>GBEQ2056 | Acc | BI961715 | Ver | BI961715 . 1 GI : 16319918 | MON01_3_F07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 23 : Stop : 612 

ACCTTCTCAGCCCACCATCCCCACAGTGGGCCTCATTGCTGGCCTGGTTTTCCTTGCAGCTGTGGTCACT 
GGCGCTGTGGTGGCTGCAGCTGTGATCTGCAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACACTC 
AGGCTGCAAGCAGTGACAGTGCCCAGGGCTCTGACGTGTCTCTCACGGATCCTAAAGTGTGAGCTGGCTT 
GTCGGGGACTGAGTGATGCAAGATTTGTTCACGCTCCCACTTTGTGGCTTCAAGAATCCCGTCTAGTT.TT 
TCTGCAACTGGCATCTGAGTGTGTCTTTGTTCCTATTAGCATAATAAGAGGAGGTGGGGAGACTGGCCCA 
CTCCCCGCCTGCCCACCACGACCCGCCCACACACTTACCTGTGTTCTTTGCCCTGATGACTTCCCTGTTC 
CAGTGGAGGTGTGGCTGGGCCGTCTCCATCCCTGTCTCCACTTCCTGTTGCACCGAATAGTAATGATTTG 
CTTCCTTGTTGAAAATGTGAATCGAAATATAAATTTTTTTCGAATTCTTGTCATAAGGGATTGTTGTGTT 
AATTAAAGGAGAAATTCCTAAAGTTGAGAG 

>GBEQ2057 | Acc | BI9617 09 I Ver | BI961709 . 1 GI : 16319912 | MONO 1_3_F01 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 29 : Stop : 593 

gggcttgggtgcagacatggccaagtccaagaaccacaccacgcacaaccagtcccgaaaatggCacaga 
aacggcatcaagaaacctcgatcacaaagatatgaatctcttaagggggtggaccccaagttcctgagga 
acatgcgctttgccaagaagcacaacaagaagggcctgaagaagatggaggccaacaatgccaaggccat 
gagtgcacgtgctgaggctatcaaggccctagtaaagcccaaggaagtcaagcccaagatcccaaagggg 
ggcagccgcaagctcaatcgacttacctacattgctcaccccaagctcgggaaacgtgctcgtgcccaca 
ttgctaagggtctcaggctctgccggccaaaggccaaggccaaggccaagtctcaaaccaaggcccaggc 
tgcggctgcaactgcggctcaggctcaggttccagctccagctcccaaaggtgcccaggcccccacgaag 
gctccagagtagagacctctgtctgccagtgtgaggacggaaggactggtgtgacccctgggctggtgtc 

CTCCC 

>GBEQ2058 | Acc | BI961708 | Ver 1 BI 961708 . 1 GI : 16319911 1 MON01_3_E12 . gl__A0 05 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence ,: Start : 4 : Stop: 58 9 

CCCCCAGTCACCCATTGTCCGAGCCTTCTTTGGGTCCCAGAATAACTTCTGTGCCTTCAATCTGACATTT 
GGGGCTTCCACAGGCCCTGGCTACTGGGACCAACACTACCTCAGCTGGTCAATGCTCCTGGGTGTGGGCA 
CCCCTCCAGTAGATGCCTTGTCCCCACTAGTCCTAGGCATCATGGCGGTGGCCCTGGGTGCTCCAGGGCT 
CATGCTGCTGGCAGGAGGCCTGTTTATGCTGCTGGGCCACAAGCGGTACTCAGAATACCAGCGCATAAAT 
TGAGACCCACTCTCTAGAGGGAAGGACATTACTGGACCTGCCTTGCTGGCCTGAAGGTTTGAGGGTCAAT 
GTTCCCGGCCCGCTGCTCCCTTCTTGCTTTTATGCAGAACCTCAGAGACCAACCTCAACTTCCTGGGGAC 
CCCCAGGTGGAGCTTCCTTCACACTCTGGGGAGGGATGAGGGACAGGGTGAGTGCTGGAGGAAGGGTCCT 
CCTGGGATTGCCCCCCTACCCCTCCTTTCCCCATTTGCCTCGAATGGGACTCAGAGGCCTAAATAAGAGG 
CCTTCTGACTGGTTGGCTGCCCTGGA 

>GBEQ2059 | Acc | BI961683 | Ver | BI961683 . 1 GI : 1631988 6 | M0N01_3_B11 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 698 

AGAT C TT TGT TGAT AGCATCAGTGTTGT AAGCCACGAGCAGTACGT CAGAT GAG ACGT GT TAACT T GGAC 
TAAATGTTAACAGTATTATATGGACTCTGACAACCTTCTTAGAGAATCCGTGAATGTGAACAGATAAATG 
TGGCTAATCATTTGATTCTTCAGTACACCTTCTAGTGTGGCCATTTTATTTATTTGGAACTTTAAACCTG 
AT T CTCAAAGCATAT AAAGCT GAAAGAT T T T GTAAAGGGAGTGT CCT TAGAAT TAGAT GAAAACTGG AAA 
T T AAAAAACCAT CACTAGTT GAGT CT TGAT T TT T T T TCT T CCAGCAACT TAATGGGTAGAAAAAAAATAT 
TTTAAAGAGAAACT TAT TAT TTTATTCTGCATTCCCAGAAAGGGAGT TGAT GAGGATAAAGATTTATTTT 
TTTAGGTCTTTATTAATGGAAACTTTCTGTTTTCTAATGTGAACTATTGCAGATGTTCATATAAGTGCTT 
ACATTAAAATGACATGAAGTGTACTCAACATTGTAAACTCAGTGAAAACAGCAAATGTTTCTTTTATTTC 
TAAGACTATCAT GCAT T CTAAAGCAAT TGGCATT T TAT AACCACAGGAAGTCAT T TCCCT C TAGCAGT T T 
TTCCTCTGTTCTCCTCjTTCAGACCATTAATAGAAACTTTCATAAATTAAAAATTAAATCG 

>GBEQ2060 | Acc | BI961682 1 Ver j BI-961682 • 1 GI : 163198 85 | MONOl_3_B08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 4 : Stop: 455 

GCCGGGGTGATGCTGACAGTCATGCCAGCATGAAGATTCTGCTCACCAGCAAGCCTGAGGACACCACACA 
TGGTCGCCGCAGCAGAGGCATGGTCCAGAACAGCTCCCCAGTCGTGCCCACAGCAGTGGGGCCCTCCACT 
GTACCCCCAGAAGAATCCCCAGGCTCCAGTTTACCCAGTGACACTTCAGATGAGATCATGGACCTGCTAG 
TGCAGTCAGTGACCAAGAGCAGTCCTCGCGCCTTAGCTGCTCGAGAACGCAAGCGTTCCCGTGGCAACCG 
CAAGTCTTTGAGGCGGACATTGAAGAGCGGGCTCGGAGAGGACCTGGTGCAGGCACTGGGACTGAGCAAG 
GGTTCTGACCTGGAGGTGTGAAGGCGCTGCCTCCAGGACATCTATATGGGCCCCGGTATGCAGTGCAAGA 
GACT GTAGAGT GAGGAGGGACCAGAGCAGAAG 

>GBEQ2061 | Acc | BI961678 | Ver | BI961678 . 1 GI : 163198 81 ) MONOl_3_B03 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 34 : Stop : 660 

ACAGAGAGCTGAGGACTGGTGGAAGCACATTAACTTATTTTCATGATCATGTAAATTATTTTCCAGTGTA 
ACTTATTCACCTATTTATTATTTATATATTTATTTATCCATCAAATATAGTAATTATTTTTGCATGAATT 
TGGAAAAGTGGGAAAGGAAGCACGGTTGATAGGATAATGTAATGATGTTAGAGTGAATTTATATTTATTT 
TAAATATTAAAT TATGT TATATTACAGAAAT T T T GAT T TGCAAAATTAAAAAAAAAACAAAAC AGGACCC 
CCAGT T AAT T T TGAT T T CAGATAAA.CAGT GAACAT T T T T T T TAG TAT GAGT ACAT CAT TAT T T ATCTGAA 
ATCTTAAGTGAACTGGCCATCCTGCTTTTGAGACTCCTGGTGTTGTCGGGTCTCTGCCAGCTCTGTTACG 
CAGTGCTGTGCTGGATCACCAGACTCCTGAGTTAAGACTGTCTTTTCTCAAAACTGCAAAAATTCACCAG 
GCAATATTAACAAAGTAATTTCTTGCTGGTTAAAACTTATTTATGATGTGCAAATAGATTCTCATAATTT 
AAAAAGAAATATTGTGGTTTTTAACTCTGACTTTTTTCTTTTCACTTTAAGATGGTTTATGTGTTCC 

>GBEQ2062 I Acc | BI961674 | Ver | BI961674 . 1 GI : 16319877 1 MONOl__3_A10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 4 92 

TCCCACCCCCATCGTGACGCCACCATATCCCTCCATCTAGCCACCATTGCCACCAGGAGAACCACTACAT 
GCAGCCCATGGCCACCTACCCATCACAGGGTTGGGCCTAGACCTGGTCCCCTGCAATTAGTTTTCTAGAA 
TCTTCCATGCTTCTGTGAGAGCCACCTTCCCCCACACCTCAGTTCTCCTGACCTCAGATCCCACAGTTTC 
CCACAAAATCTGCCCCGTGGAAGCTGGCAGGTGTGGGGGGTTTGTGGCTGGGGGCTGGAGGGCCCTGCCT 
GATTGGTGGACCCCCTTACCCCTTAGCCTCCTGAGAATGCTTTCCTGCCAGGGAGCTGGACAGTTTTCTG 
ACGCTTTTCCCCAGAAAGACTAGATTGCCTTTGTTTTGATGTTTGTGGCCTCAGAATTGATCATTTCCTA 
TCTAGCCCCAGGACCTGGGCTTCCCTTCCTTTCATCTCCACTCTCCAGCTCTTTGAAATAGTCTGTGTGA 
A 

>GBEQ2063 | Acc | BI 961673 | Ver | BI961673 . 1 GI : 1631987 6 jMONOl_3_A09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 547 

CCGCCTTCCGCAGGCCGTTTCCACCGAGGAAAAGGAATCGTATCGTATGTCCGCTATCCAGAACCTCCAC 
TCTTTCGACCCCTTTGCTGATGCAAGTAAGGGTGATGATCTACTTCCTGCTGGCACTGAGGATTATATCC 
ATATAAGAAT TCAAC AGAGAAACGGCAGGAAGACT CTT ACTACCGT CCAAGGGATCGCTGATGAT TACGA 
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TA?\AAAGAAACTAGTGAAGGCGTTTAAGAAGAAATTTGCCTGCAATGGTACTGTAATTGAGCATCCAGAA 
TATGGAGAAGTAAT TCAACTACAGGGT GACCAGCGCAAGAACAT ATGCCAGT T CCT GGT AGAGAT T GGAC 
TGGCTAAGGAGGACCAGCTGAAGGTTCATGGGTTTTAAGTGCTTTTGGCTCATTGAAGCTTAAGTGAGGA 
TTTCCTTGCAATGAGTAGAATTTCCCTTCTGTCCCTTGTCACAAGTTTAAAAACCTCACAGCTTGTATAA 
TGTAACCATTTGGGGTCTGCTTTTAACTTGGACTAGTGTAACTCCTTCATGCAAA 

>GBEQ20 64 |Acc | BI 961671 } Ver [ BI961671 . 1 GI : 1631987 4 |MON01_3_AO 6 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 665 

GCACGAGCGGCACGAGATCGAGCGCTTCCAGCTTCCCGCCCTGCAGAGCATCCTGGCAGCGCCGGCCACC 
GCAGAGCTGGAGCCCTTGACCAACGGACAGGTGTCGCAGACTGACGAGGAAGACATGGGGATGACGTACG 
CAGAGCTCTCCGTCTACGGGAGACTCCGGAAGGTGGCCAAGACCGGGCCCTATAGCATGTTCTGCAGACT 
CCTCACCATGTGGGGCCACATCTGTACCCCGCGGCAGGTGGCTGAGAAGGTGAAGCGGTTTTTCTCGAAG 
TACTCCGCGAACAGACACAAGATGACCACGCTCACGCCCGCCTACCACGCAGAGAGCTACAGCCCCGACG 
ACAACAGGTTCGATCTGCGGCCATTTCTCTACCACACCGGCTGGCCGTGGCAGTTCCGGTGCATAGAAAA 
CCAGGTTCTCCAGCTCGAGCGGAGAGAGGCGCAGGACCTGGATGGCGTGGACTGACGTCGGGCCCTGCGT 
GGAGTGCTCCCCTTCCCCCGAGGATCCCACGTCACGTGGCCTCGCTAGTGACCACCGGCGTGAGCCACTC 
CCTGCCCAGACGGCGTGGTCAGCAAGTCTTGTTTTCCATTTTAAGGGAGAGGGGATCTCCTCAGTCTTCA 
GTCTCGTTCCTTTAACAAATGGCGGAAATAAAGAG 

>GBEQ2065 | Acc | BI961664 | Ver ) BI961664 .1 GI : 163198 67 | MON01_2_H07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 4 63 

AATGGGGGCATGCTTTGATATTCTCTTACCCAAGGAACTCTTGATGCTGACAGTCATGCAGCCTGGGAGT 
GGGGAAATCGTATTTTGTTTCCATCCTCCTCTTTTAGCAGTAAAATACTTGAGGGAAAAGAGGGCAGTGA 
ATCATGGGAGTACCTGTGGTGGTTTGATAATTGCTGAAAAGTGATCCCCAGGTCTTGGGAGCTCTTGGAG. 
ACCTGAACACATCAGTGGGATATCCATCACTTGTAGGAAGCTAGTAGGTTAATTACTATTTTATGTATAG 
CCTAl'ATGGATTTTTTTCTCTACATACCTAAGTAAACTCACTGTAGGAATGGTCATTCTTACTCTTTCAT 
TCAGATAAATTTTTTCTTCATCTAGGCACTGAAGGAATTTGTGAAACAATGTTAAGAACATTTTTGGTAA 
TGCCAAAGAGTTGTTTAACTTCTTATAGGAAAGCTTGAGT 

>GBEQ2066 | Acc | BI961661 [ Ver | BI961661 . 1 GI: 163198 64 ! MON01_2_G12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 690 

GCTGGAGTGAAGAGGAAAGGAACTGATGTTCCAAAGTGGATCAGCATCATGACCGAGCGCAGTGTCTGTC 
ACCTCCAGAAAGTATTTGAAAGGTACAAGAGCTACAGCCCTTATGACATGTTGGAGAGCATCAAGAAGGA 
GGTCAAAGGAGACCTGGAAAATGCTTTCCTGAACCTGGTCCAGTGTATTCAGAACAAGCCCCTGTATTTT 
GCTGACCGACTGTACGACTCCATGAAGGGCAAGGGCACGCGCGATAAGGTCCTGATCAGAATCATGGTCT 
CCCGCAGTGAAGTGGACATGTTGAAAATTAGGTCTGAATTCAAGAGAAAGTACGGCAAGTCCCTGTACTA 
CTACATCCAGCAAGACACCAAGGGCGACTACCAGAAGGCGCTGCTGTACCTGTGTGGTGGGGATGACTGA 
AGCCTGTCCGGCTCGAGCATCCAGGAGTCAGGCTTCTGTGCTTCCTGCTAACAGTTCTAGAAAACAGCTT 
GCGACTAACAGCCCCCTTGTGCCCATCCCTGTGAGGATGATGTTAGCCTTGTGCCCCCATCCTTATTTTA 
GATGCCTACGCGTTACCCGGCTTTCCCGTCTAGTCTCTCCTTTTAGCCAAAGAAATGAACATTCCAAGGA 
GTTGGCAGTGAAATCTATGATGTGAAACACTTTGCCTCTTGTGTACTGTGTCGTAAACA 

>GBEQ2.067 | Acc | BI961651 1 Ver | BI961651. 1 GI : 163198 54 | MONO 1_2_F08 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 11 : Stop: 501' 

CAATACACTGAAAAAAAT TGCAACCAGGAAGAAAT T TACAAACT T CAACC TT T T CTACAT GGAT TT T GAC 
TTCCAAGGAATCATCAAGGAGTGGCAGAAGAGAGGCGGGCAGCCCTGGCAGCTTATTGAACCCGTGGATG 
GATTCCACCCCAACGAGGTGGCTTCGCTGCTGTTGGCAGATGTCTTCTGGAAGAAGGTGCAGCTCCAGTG 
GCCCCAGGTTCTGGGA2\AAGAGAATCCATTCAACTCTCAGATTGAAAAGGTGTTTGGAGACCAAGGCGGG 
CACTGAGTCCCTCAGGGACGTGCACTCCTGGGAGCACGGGGAGGCGGAAAGTTGGGTAAACTCACTCAAC 
AAATAGTTACAGGCTGCCATGTCACAGGCTCTTAGGACCTCCTAGGCAGCATCTTTGCAAAGTGGTTTTC 
TCTCATTTTAGAGTGTATCTGAGTGTGATTCTGTGTGCTCCTGGGGTCAGTTCCTCTCCAATTGTCCCTC 
A 

>GBEQ2068 | Acc 1 BI961635 | Ver | BI961635 .1 GI : 16319838 | M0N01_2_D11 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 68 : Stop : 686 

CAGTTGTAAGCACAGACGATGATCTAGCTTGACTTCTGAGACAAGGCTTGACCTTTGAGGTCTAAACCAA 
TAACACCCCACTTCGGAACGGTAACCGAGCCAGCAGCTGAAGTCTCTTTCTTCCTCCAGCCTGGAAGAAA 
TGTCAAGATATCTTTGCGTGGATCAAGCTTGTATACTTGACTGTTTTTATATTACTTTTGTAAATATTCC 
TGTCCACATTCTACTTCAGCTTTGGATGTGGTTACCAAGTATCTGTAACCCTTGAATTTCTAGACAGTAT 
TGCCACCTCTGGCCAAATATGCACTTTCCCTAGAAAGCCATATTCCAGCAACGAAACTTGTGCTGTAGTG 
TATACCACCTGTACATACATTGTATAGGCCATCTGTAAATATCCCAGAGAACAATCACTATTCTTAAGCA 
CTTTGAAAATATTTCTATGTAAATTATTGTAAACTTTTTCAATGGTTGGGACAATGGCAATAGGATAAAA 



898 



WO 2005/067649 



PCT/US2005/000517 



CGGGTTACTAAGATGAAATTGCCAAAAAATTTGTAAACTAATTTTGTACGTATGAATGAAATCTTTGACC 
TCAATGGAGGTTTGCAAAGACTGAGTGTTCAAACTACTGTACATTTTTTTTCAAGTGAA 

>GBEQ2069 | Acc | BI961633 j Ver | BI961633 . 1 GI : 16319836 j MONOl_2_D08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 48 : Stop : 594 

CTTCTACTGGTGCTGCCAAGGCTGTGGGCAAGGTCATCCCTGAGCTGAATGGGAAGCTCACTGGCATGGC 
CTTCCGTGTCCCCACCCCTAACGTGTCAGTCGTGGATCTGACCTGCCGCCTGGAGAAAGCTGCCAAATAC 
GATGAGATCAAGAAGGTGGTGAAGCAGGCATCGGAGGGCCCCCTCAAGGGCATCCTGGGCTACACTGAGG 
ACCAGGTTGTCTCCTGCGATT.TTAACAGTGACACCCACTCTTCCACCTTCGATGCTGGGGCTGGCATTGC 
CCTCAACGACCACTTTGTCAAGCTCATTTCCTGGTATGACAATGAATTTGGCTACAGCAATAGGGTGGTG 
GACCTTATGGCCCACATGGCCTCCAAGGAGTAAGAGCCCCCTGGACCACCAATCACCCAGCAAGAGAAGG 
AGAAAGGCCCTCAGCTGCTGGGAATGCTTGTCCCAACTTGACCCCCTAACATATTGAGAGTCTCCTGACC 
TCCACAGTTTCCATCTCAGACCCCCCTGAAGAAGGGGAGGGGCTTGGGGAGCCCTAC 

>GBEQ2070 | Acc | BI961612 | Ver | BI961612 .1 GI : 16319815 | MON01_2_All . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 38 : Stop : 653 

T GAT GCTAAGAC T T TAAT T GAT AAAGCC AGAGT GGAGACACAGAACCAT TGGT T CACCTATAAT GAGACA 

ATGACAGTGGAGAGTGTAACCCAGGCTGTGTCCAATCTGGCTCTGCAGTTTGGAGAAGAAGATGCAGATC 

CAGGTGCCATGTCTCGTCCTTTTGGAGTAGCACTGTTATTTGGAGGCGTTGATGAGAAAGGACCCCAGCT - 

GTTTCATATGGACCCATCTGGAACCTTTGTACAGTGTGATGCTCGAGCAATTGGCTCTGCTTCAGAGGGT 

GCCCAGAGCTCCTTGCAAGAAGTTTACCACAAGTCTATGACACTGAAAGAAGCCATCAAGTCTTCACTCA 

TCATCCTCAAACAAGTAATGGAGGAGAAGCTGAATGCAACTAACATAGAGCTAGCCACAGTGCAGCCTGG 

CCAGAATTTCCACAT GT TCACAAAGGAAGAACT TGAAGAGGT TATCAAGGACAT T TAAGAAAGCGT GATC 

CTCAGAACTTCTCTGGGACAATTTCAGTTCTCCTGATTGCCCTTAACGTTTCTTTCCAGCTCCTGTTCGT 

TGGAAAATCTCCAAGTGTATGTGCATTTTTTTATGATGTCTGTACATAAAGGCAGT 

>GBEQ2071 | Acc | BI961608 | Ver | BI961608 . 1 GI : 16319811 | MON01_2_A07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 194 : Stop : 461 

GGAAAGGCACCATT CCGT GAGAGAGAAGGAGAAGAGAGAT GGCCT T GAGAAGGAGAAGAGAGAAAAAATA 
T AAC T G G AAAAGT AT AG AG AC AAGT C C AG T G AC AAAG AT AAG AAC G AAAAAT CTCTCCTT G AAAAAT G T C 
AGAAGGAGAAAG AAT T TGATAAAT GT TT T AAAGAGAAAAAAGATACTAAGGAAAAGCATAAAGATACACA 
TAGCAAAGACAAAGAAAGAAAAGCGTCTTTTGACCAAGTTAAAGAAAAAAAGGAGAAG 

>GBEQ2072 | Acc | BI 961607 | Ver | BI 961 607 .1 GI : 16319810| MONOl_2_A0 6 . gl_A0 0 5 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 63 : Stop : 619 

CCCAGACAGGGGAAGGAAGTTGGCCCAGGTCACCCAGCAAGTCAGTGGTAGAGGGCATCTCTTCCCAACC 
GGGCAACTCCCCGAGCGGCACAGTGGTGTGAAGCCATGGATGTCGGGGTCCCCCACCCCATGCCCTCCGC 
CTCCTAGCCATAACCTTCCCCGCTGACCTCATGGATCAACGTATTAACAAGACTAACCATGACGGATGGA 
CTGCTCCAGTCCCCCACCCTGCACAAACTTGGGGGGCAGAGGGTCCCCCCGACTGGCCCACACTTGGGGG 
TTGTAGTGGCCTGTGTGGCCTCAGCCTTGTCTCCACCCACTGCCAAGTACCATGAGCCCTCCTCTGAGAC 
ATCAGTGTTAGCCTCATTCCCTGTCCCCAGCATGTGACTGGTCACTCCCGGGGGAGAAACTCCCCCTGCC 
AGAGCCCCAGCTCCATGGTGTGCCCCTCGTCCCGGGTCGAGTAGGGGCCGCCCTGCCCGCCCGCCCGTGC 
TGTCGTTCGTGCTTTTGAAGCGTGTTAAATTATGGAAGCCCCTCGGGGTCCCCCTGCCTCCCCAGGA 

>GBEQ2073 | Acc | BI 961602 | Ver | BI961602 ,1- GI : 16319805 | MON01_l_Hll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . :.Start : 62 : Stop : 731 

TCTTCTCATGAGACAGGAATTATTTTAGtATTGTTACCTGGGGAATATGTTAGAGAATTTCCTTACTCTT 
GACCTTGGGATACTATTTAAGTTACATTGTATTAGAAACCTGGGTGTATCATAGAATATAGTGTATGGCC 
TATATGTGTAGAATGTATTCCCTTCTTTAGAATTTCTAAATGTTGAAGTTCTATAAGGACTAATATATTC 
TTTTCATATAACTTTAGACATTTGATGTCTTCTTAGTATGGCATAATGTCATGAATTACTCATTAAACGT 
TGATTTTACATGGTATTTATTAACTATTTTATCAGGAGTACTATAATTCTAGTCACTAAATATATGTTTT 
GGACAGATGAAGAAGCT AGGAAATAGGCAAATTCCT TATT TCTAGTTT T TATAGAAAT ACAT TCT T T TAG 
TTTTTTAAGAATAACAGCAAATGTAAAAATGATCTATACTCTGAAAGTTTTGAAAACATATCCAGACTAT 
T TGAATATAAAT TCAT CAT TAGT TT TCAAAAAAGTACATAGCAT TGC TAATAT T TGT AGACGCT TATGGT 
GT ATCT T TCTAAAAT T T TGACCATT TGTTATAAAGAGT TAT ATATGCAT CACAT T TACT ATGT T AAAAT T 
ACACTTTTTAATGTAATGTGTGTCATTGGTGAATTGTCTT 

>GBEQ2074 | Acc | BI961600 | Ver | BI961600 . 1 GI : 16319803 | MONO 1_1_H08 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 6 : Stop : 561 

CAGCCTCCAGCTCTACTAAAGACATAACCAGTGCGGTGCAATCCAAGCGAAGAAAGTCCAAGTAAACAAG 
• CTGGACAGCGACTTGATACTTGTAAATGTGTGTGAATTTTACAAAGAGCAATTTTGAGCTGTGACTTTTT 
AAAATCCATTTCTGTACAGTTAGTCATTTTAACAATGTGGCCCTTTTCCTAGTCCCTGCAACCTGTTTCG 
TAAAGTGCAATGGGGAAAGCAGAGTTGTTGAACCCCCTTGGTGTTGCAAGATGAAGTTCAAGGTTTCTAA 
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AA.TGTTACCATGTATTGAGAGGAGCTAATGCGATTATGTTATTAGTTTTCACATTTCCTAAGCAGCCTAG 
AGTACAGGGTGAGCATTTTTAGATCTTCTAATGATGTATTGTGCTGTGGAAGTACTGTGTGTGAATAGCA 
GTAGTGGGAGCAAAAGGAATCTTCTCATTTGGAAATGTTGTAAATAATTTTATTATATAGTGTTTTGGAT 
GTATTTGTTGTAGAAATGGACCAGTGAATAAAGAGAATCTAAGGGTTTGTACAATGTGAAATACTG 

>GBEQ2075 | Acc | BI961594 | Ver 1 BI961594 . 1 GI : 163197 97 | M0N01_1_G11 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start: 76: Stop :7 43 

CTATAAGCAGCTAGAAGCAGCCAGAAAAATTGGATTTCACGTCTGTGCTGCTGGGTGGATGGCCAAGGGT 
AGAGTTGGATACCCCATTGTGAAGCCAGGGCCCAACTGTGGATTTGGAAAAACTGGTATTATTGATTACG 
GAATCCGTCTCAATAGGAGTGAAAGATGGGATGCCTACTGCTACAACCCACATGAGTTCAGATACATTTT 
ACTCTGGCAATACGTGTACGGAATCCCGGGAAGCATGTTCTTACTCAATTCTCAGCTTGCTCTTAGATGC 
AATGACATGTCGCTTGTTGAGGATGTGGTTAACCTGAACAGGACTGGGGACTGCCGAACTAGCATTGGGA 
GT T T AT TGAAAAAC T ATT GGAATGAAAAAAT CAT ACCAGTATCAGAAAAGT T AAGCAATGAT TAT T CAT T 
AATCAAGGTCACCATGTTAGAGTTGATTGAATTAAGAAAGAATAGTTTAGGGGCTGGCCCCGTGGCCGAG 
TGGTTAAGTTTGCACGCTCCTCTGCAGGCAGCCCAGTGTTTCATTGGTTCGAATCCTGGGCGCGGACATG 
GCACTGCT CAT C AAACCACGCT GAGGCAGCGTCCCACAT GCCACAAC TAGAAGGACCAACAACGAAGAAT 
ACACAACTATGTACCAGGGGGCTTTGGGAGAAAAAGGA 

>GBEQ207 6 | Acc | BI9615 90 I Ver | BI961590 .1 GI : 163197 93 |MONOl_l_G0 6 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, , mRNA sequence .: Start : 33 : Stop : 72 9 

CAGACCT CAGAGGTAGCT T T TAAATACT GCCAGAAATACGGAAGT GACAAAGT ACGAGTGATAACGCTGG 
TGAAGAATCGTGGGAAAGGTGGAGCTATTAGGATGGGCATATTCAGTTCTCGAGGAGAAAAGATCCTTAT 
GGCAGATGCTGATGGAGCTACAAAGTTTCCCGATGTTGAGAAATTAGAAAAGGGACTAAATGATCTACAG 
CCTTGGCCTGGTCAAATGGCTATTGCATGTGGATCTCGAGCTCATTTGGAAAAAGAATCAATTGCTCAGC 
GTTCTTACTTCCGTACTCTTCTCATGTATGGGTTCCACTTTCTGGTGTGGTTCCTTTGTGTCAAAGGAAT 
CAGGGACACACAGTGTGGGTTCAAATTATTAACTCGAGAAGCAGCTTCGCGGACGTTTTCATCGCTACAC 
ATTGAACGATGGGCATTTGACGTAGAACTGCTTTACATAGCACAGTTCTTTAAAATTCCAATAGCAGAAA 
TTGCTGTCAACTGGACTGAAATTGAAGGTTCTAAATTAGTTCCATTTTGGAGCTGGCTACAGATGGGCAA 
GGACCTGCTTTTTATACGACTTCGATATCTGACTGGGGCCTGGAGGCTTCAACAACCCAGGAAAGTGAAT 
TAGCTTATTTGCCATCATTGATTGTGTTCTTATGCATCCGTGTCATATTATTTCATTTGCAATTAAA 

>GBEQ2077 1 Acc i BI961575 | Ver | BI961575 .1 GI : 16319778 I MONO 1_1_E0 8 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 33 : Stop : 619 

TGTGAGGACATTCTCATGAATTTCCTGGTGTCTGCTGTGACAAAATTGCCTCCAATCAAAGTGACCCAGA 
AGAAGCAGTATAAGGAGACAATGATGGGACAGACCCGGACCACTTTGCCCAGCGACAGAGCTGCATGAAT 
ACGTTTGCCAGCTGGTTTGGCTACATGCCGCTGATCCACTCTCAGATGAGGCTCGACCCCGTCCTCTTTA 
AAGACCAGGTCTCTATTCTGAGGAAGAAATACCGAGACATTGAGCGACTTTGAGGAATCCAGCCAAGTGG 
GGGAGGGGAAGCGAGAAGGGACAGGGGTCAAGCTGCTCTCTCTTCCCAGTGCAGATCCGCTCAGCAGCGG 
GGCCAGATTGTGCCAAGTATCCAAATAAACTTAGATGGACAGAATGACAAAAAACAAGAAAAGGCCAATG 
AGAACTCGACTCCTGGCTCCTGGGACCGCACGGGACTGCTCCAAACTCACCTCACTGGCTTCTATGTCCC 
AAGACTAGGTTGTGTACAGTTTAATTATGGAACATTAAATAATTATTTTTGAAATGATTGCTATGCAGGT 
T T AAAC T T T T T T AAT GAT CAAAAC TAT 

>GBEQ207 8 j Acc | BI961571 | Ver | BI961571 . 1 GI : 16319774 | MONO 1_1_E02 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 43 : Stop: 561 

ATCCTGGACCAAATGCATCAGGAGGCTACCCTAGTGGGCCTGGTGCCTACCCATCTCCTGGACAGCCAGG 
TGCTCCTGGAGCCTACCCTGCTGCCGGGCCCTATGGCGTCCCTGCTGGACCACTGACTGTGCCTTATGAC 
CTGCCTTTGCCTGGAGGAGTCACGCCTCGCATGCTGATAACAATTCTGGGCACAGTGAAGCCCAATCCAA 
ACAGGTTTGCTTTAAATTTCAACAGAGGGCATGATGTTGCCTTCCACTTTAACCCGCGCTTCAACGAGAA 
CAACAGGAGAGTCATTGTTTGCAATACAAAGCAGGATAATGTCTGGGGAAGGGAAGAAAGACAGGCGGTT 
TTCCCATTTGAAAGTGGTAAACCATTCAAAATACAAGTGCTGGTTGAAGCTGACCACTTCAAGGTTGCGG 
TCAATGATGCTCACTTGTTGCAGTACAATCATCGGATGAGAAATCTCAGAGAAATCAACACACTGAGCAT 
T T C T GGT G AC AT AAAT C T C ACC C AG T G C T 

>GBEQ207 9 | Acc | BI961570 | Ver 1 BI961570 . 1 GI : 16319773 | M0N01_1_D12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 629 

CCATTCTTCATCAATATTTGAAAGTAAATGATTTGTAAGCAAGACTTTTTCTTAGAATTGCATTTATAAT 
TTACAGATTGCCTTCCTTGGGAACAAATATTTTTTGTGTGAGCTGTCTAAAAACCTCTCAGTTGAGTTTT 
GTGGTAAAAATATTGTTTGTCGTTGTGATCTTGTTAAGTTGATAGCAAACCAGGCTACTTGATAGCAGTG 
GCAAAGCAGAT T GT T T TGGACAGGGGATAAAAGCCCCGAAACGAGAGGT GATAT TTGCCTAAAGATGT CC 
TTAACAATGCAATATGCTTTAGGACTGGCCTATATGGTGATTGTATGCCAGGAAAACAATTAGACTCAAA 
TCAATGATCTCTCTTGTGGTAGTTATGGACATATCAAAGATTAAAATTGTCCTGTGTTTCTTGTTTGAAA 
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GAACATATGTGTGTATGTGAAATCTTAAATGTTTTATTAGTCTACAGCTAATCAGTTTATTGTAATATTG 
TATGTATAGTGAGATCAATGTCTTGTTTTCATCCTTTGTGAATTAAAAATTTTCACTTGTTTTTTGTAAT 
AACAAAACCAGT AAT AT TTTCCTGTC T TGACAGCT T GAT T T TT AGTAGAAAAT AT AAT AAGACG 

>GBEQ2080 | Acc | BI 9615 67 jVer | BI 961567 . 1 GI : 1631977 0 | MONO 1_1_D08 . gl_A00^ Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 45 : Stop : 632 

CCATTATACTAGACAGGTTGTCGATTGCCAACTTGCTGATGTTAATAACATCGGAAAGTATAGATCTGCA 
GGAGCATGTACAGCTGCAGCATTCCTGAAGGAATTTGTGACTCATCCTAAGTGGGCGCATTTAGACATAG 
CAGGAGTGATGACTAACAAAGATGAGATTCCGTATCTGCGTAAAGGCATGACCGGGAGGCCCACGAGGAC 
CCTGATAGAGTTCTTGCTTCGGTTCAGTCAAGACAAAGCTTAGTTCAGATACTCTAAAATGCCTTCATTC 
T GT C TTAAGT GAGCT T TGGGGCTT CAAAATAT T T T TGAATGAAT GGAT GAAAATC T T T TAAAGGAAACAA 
AGGATGAAATTTAAAAGTGAAATTTGTATGCTTTGTCTTTTCATTTTATGCAGAGACTTATTAAGATAAA 
ACTAATGGCT T GCTTGGCAAAGAT T T T AAAGGTAT TCTAAAAATGATGAT T AAT T T TT TAAAAAC T ACC T 
AATCAT T T T T CAGAGT GTATGT T T T T AAT TGAGT GAAAT T GTAT T T CGGAT TT GTGAT GC TAGGAACAAA 
CTAAAAGTTACTATGCTGTGTCAGAAAC 

>GBEQ2081 |Acc|BI9615 66 |Ver IBI961566. 1 GI : 163197 69 |MONOl_l_D07 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 529 

CCAAGGACCTAGAGCCACGGGCTGCCAACTGCACTCGGGTTCTGGTGTGGCATACGCGGACAGAGAAGCC 
CAAGATGAAGCAAGAGGAGCAGCTACAGCGGCAGGGCCGAGGCTCAGATCCAGCCGTTGAGGTGTGATGG 
CGGCCCCATCCCGCCCCCCACCTCATCAGGCACAGAGCTGGGGGACTGAGCCTCTGGCCTGCCCAGGATG 
TGGTTTTCCAAGTCCTGACCCCTCAGAGCCAGGGGCGGCCCCTCTGCCCCTTCAGCCCCAGGGCGTAGCC 
CAGCTGCTTCTCCCCTCCCCCAGCCTGCCATGTGGCACTGCCCACAGGCTGGGGACAAGCGGCCCTTGTA 
TTGAGCCAGATTGGCCCTGTCTGGGGCGGAGCAAAAGGACAGAAAGACTCAGGAGGGAGGGCGCCTGAGT 
AACTGGGTAACTTATTGAGGCTGGGCATGCACTAGGGGGCTGGAGGAGCTGGGCTGGACCCTCCCCACCT 
GAGCATGCTGACCCCCTTCCTACCTCCAGA 

>GBEQ2082 | Acc j BI 961564 | Ver | BI 961564 . 1 GI: 16319767 I MONO 1_1_D 0 5 . g 1_A0 0 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 714 

GTGGAGCAAAGCCATAATTTTCCATTTGGGTAGTGCTCTGTGAGCGAAAAAATTCACTTCTGCCATACGT 
CT TAAATT TAACCATATAT GCTGGGTTACT TTAATATGC ATAGACAT ATGCATAGT GAAGT TGAATCTAG 
TTTCACACTGGTCCTACTCCAGAGATGGGAGCCTGTGTGTTTGGAGAATTAGACAGGCACGCAAGGATGG 
ATGGTATTGTATCACCAAATTTAACGTGCACATGAATCGCCTGGAGATCTTGTTCAAATGCAGACCCTGA 
TTCAGGCAGGCTGGGTGGGCCTGAGAGTCTGCATTTGTAACAGGCCCCGGGGATGCCCATGCTGCTGGCG 
GGAAGATCCCACTCTGAGAAGCCAGGGTCTACAGCAGAGTTAAAACAGAATAAAAACGAATAGGATTGTA 
TTTCTGACTCCTCTTCTCTTCAAATTACCTGACTTTTTTATTTTTATGCACATGCTAATCACATCGCTGC 
T GCAT AACAACACAGT GCAT CTAAAAAAAAGAAAAAAGAGGAAAAAGAT GCAT CAAGCTTAT T TGTCAAA 
TACTGCAGTATTTTATTCATTGTTATCTTGCCAATGGAAATAAAATATGATATTGCATTTAAATATTATA 
TTTATACCTCATGTATATTTTTACCTCAATTGTTGATATCAATCATCAATTGTAAATAAATAATTGCCAA 
AGCAAATAAA 

>GBEQ2083 | Acc | BI961561 | Ver | BI961561 . 1 GI : 163197 64 | MONOl_lJD01 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 621 

TACTCATAAATATATGTATTTTATTTCCAGATCTCTTTCCCCAAGTTGCTGTTATAAAAGAGTATTCTGC 
TGAGT GT GGATATAGT T T T ACACGT TAAAGCAGATCT GGAGTCTGAAGTAGCTAAAGCAGCTATCAAAC T 
GAGAAGTACATTCATAGCTGCAGAAACCATGATAGGTAGAGGACTTTCCTTTTTGGTTTTTGTTTTGTTT 
TGGTTTTTGGTTTTAAAGAGATTTTTATTACAAAGAAAAAAAATTCCAGTGAATTCTGCAGAATTACTGG 
TGTCTACACCATCCTAAAGAAAAACTTAACAGGTTTTTTTTTGGAGTAGAAAAAGTTATTAAATTTGAGA 
TCTTAAATTGAAAAAAAAAGAAAACCATTGAGTGTCAAAGTTCTAAAAGCAGAACTCATTTTGTGCAATG 
AACATAAGGAAAGACTACTGTATAGTTTTTTTTCTTCTTTTTCTTTTAAATGAAGAAAAGCTTGGCTTAA 
GGGTTGCATACTTTTATTGGGATAAATCTGAATGATCCTACTCCTTTGGAGTAAAACTTAGTGCTTACCG 
GTTTCCAATTGTATTTAGCTTCTGGTTGGAATTTGAAAAAATGATAACCTAAATAA 

>GBEQ2084 | Acc | BI961560 | Ver | BI9615 60 .1 GI : 163197 63 I MON01_l__Cll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 6 : Stop : 691 

CTCTGTCCTAGAAGCCGGAAAAGGAGTGAAAACAAATTGGGGAGATCACGCCTAAAAAGTAATATATTTA 
AAGCCACCCAACAGTGGGTTTTGTTAAGAACAAACTGGGTAAACATTCTGCCATGTTCCTTATTAAAAGT 
GGCCAGCGTTTCATGAAGGATAACATTTTTATACAGAAGGCAGTCAAGCTCAACCCAGAGCCATGGAGGC 
AAGTACCTTCATTAGTTTTATATAGTCACAATGGGAATATATTTTCTAGTGAATTCTTATTGAAAGCCAG 
GTCTCTCCTCTCATTAGATCAAAAGGGACTCATGTACATATCACAGTCGAAAGTGTTTGCTCATAAAATC 
AGTT ATAAATAT GGTGAAT T TTT TCTGGACCATAGGAATAT TAT T T CAAAGAAATAT TACAACTTAACCA 
TTAAATTAGTACTTGAAGTTGAGCCTTCATGGTGGGACTTTTTTAAAAATGCCTTTTGAAAGCATTAATG 
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GCTAATTGAAGTATCTTATGACCCCTCATTCCAGGCCCAAGAGGATTGTCTTTAAGACTCCGTTTCTAAC 
CCTTATGTTGCTGTGCGTGTCTGTCTGAGGGCAGTGGGCGTGGGCTTGCCTCCTGCGAGCCGCTCTCATC 
AGGCCGTGAGCCCTAGTCAGCTGTGGAGAGAATCATGCACATTTTAATCTTCCAAG 

>GBEQ2085 | Acc | BI96155 9 | Ver | BI961559 . 1 GI : 163197 62 | MONOl_l_C10 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 14 8 : Stop : 695 

TGGCAGAAACACAGACAAAT T GGGGAAGAGCT T CACGGAGGCAAGAGGGTAAT GGAATGCCTAAAG AAAG 
CTCTAAAAATAGCAAATCAGTGCATGGACCCCTCTCTACAAGTGCAACTTTTTATAGAAATTCTGAACAG 
ATATATCTATTTTTATGAAAAGGAAAATGATGCGGTCACAATTCAGGTTTTGAACCAGCTGATCCAAAAG 
AT TCGAGAAGACCTCCCAAATC T T GAGTCT AGTGAGGAG ACAGAGCAGAT TAACAAACATTT T CAT AACA 
CACTGGAGCATTTGCGCTTGAGGCGAGAGTCACCAGAATCTGAGGGGCCAATTTATGAAGGTCTCATCCT 
TTAAAAAGGAAACAGGCTCACCGTCCTCCTTCACCATGTGCATCACAGTGAGGGTTTTATTGTGTTAAGT 
TCCCCTTCCATAGATCGTGCCTTTCAGAAATGCTGAGGTAGGTTCCCATTCTGCACCTGCGATGTGTTTT 
ACCAAGACACCTCTGGACGCTCACCTTCAAGACCTTAATAAAGTTCTTCACTTCATAA 

>GBEQ2086 1 Acc | BI961557 | Ver 1 BI961557 . 1 GI : 163197 60 | MON01_1_C08 . gl_A005 Monocytes (MONOl) 
Equus- caballus cDNA, mRNA sequence .: Start : 5 : Stop : 58 6 

AACGACGAGCACATCGAGGGCGGCCACTCCAACACCGACCGCCCGTCGCGCCAGATAGTGTACCCGCCGC 
CGGGCGAGGGCGCGCTGCTGCTGGCCTCGTACACGTGGTCGGACGCGGCGGCCACCTTCGCCGGCCTGAG 
CGTGGAGGACGCGCTGCGCCTGGCGCTGGACGACGTGGCGGCGCTGCACGGGCCCATCGCCTACCGCCTG 
TGGGACGGCAGCGGCATGGTCAAGCGCTGGGCGGAGGACCCGCACAGCCAGGGCGGCTTCGTGGTGGAGA 
CGCCCAAGCTCTGGCGAGCGGAGGACGACGACGGGCCGGACTACGACTGGGCGGTCCCCTACGGCCGCAT 
CTACTTCiGCCGGCGAGCACACGGCCTACCCGCACGGCTGGGTGGAGACGGCCGTCAAGTCGGCGCTGCGT 
GCCGCAGTGCTCATCAACAACCGCGTCAACCGCGGGAACGGGCAGACGCGCGCGATGCCCAGCCACCCCA 
AGTCCGAGTGCGACTGGAAAAGGGGGAGGAGCCCCACCATCCGGACCTACGTATTTTGGACGCACCGTAC 
GTGACCGACAAGAGGACCCAAC 

>GBEQ2087 j Acc | BI961555 | Ver | BI961555 .1 GI : 16319758 | MONOl_l_C06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 705 

GTGAGGGGAGACTAGGGACAGATGAGTCTTGCTTTAACATGATTCTTGCCACAAGAAGCTT.TCCTCAGCT 
GAAAGCTACCATGGAGGCTTATTCCAGGATGGCTAATCGAGATTTGTTAAGCAGTGTTGGCCGTGAGTTT 
•TCTGGAAATGTTGAAAGTGGTTTGAAGACCATCTTGCAGTGTGCCCTTAACCGCCCTGCCTTCTTTGCTG 
AGAGGCTCTACTACTCTATGAAAGGTGCTGGCACAGATGACTCCACCCTGGTCAGGATTGTGGTCACTCG 
AAGT GAGATT GATCTT GTACAAATAAAGCAGAT T TT CAGTCAGAT GTAT CAGAAGACCCTGGGCACAAT G 
ATTGCAAGTGACACGAGTGGAGATTACCGAAGGCTTCTTCTGGCCATTGTGGGCCAGTAGGGGGGATTTT 
TT AAATGAAT GAAGCTAT T CAAAGCT TATCCT TCAACACAATGACC TGCAT GC AGCAATAT CAACCAT CA 
ACCATCGCCTAACCAAAAGAGCTTTTTACCAAGGAGTGTGTCAGGGTATTGTGCTTGGTTTGCACATGGG 
GTTATTGCCTTAATTCCAATGTTATTTTTTCTCTATACAATTACTGTAAAGCCATATCATAATGATATAG 
TAATAATGCAATGTTTTTAAAGCACAATTCTCACTGTTCTTATTCTAACCAGGATACAAAATGAAAAAA 

>GBEQ2088 | Acc | BI 961518 | Ver | BI961518 .1 GI : 16319735 1 MONOl_6_H04 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 2 : Stop : 179 

CCTGGACAGATGGGGCCAGGGGTGGGAGGCCCCCACGGGCCAGGGCCCAGTGTGGTTGTGGGGGCCGGGC 
AGCCCAGGGCACGTTGTTCGGGAGGCGCCGTCTGTCCGTCTGTTCCTCTGTGTTTCTAGCCATCTCGCCC 
CGCCAGCCCAGCACCATCGGGAATCATGGTGAAGCCGA 

>GBEQ2089 | Acc | BI961516 | Ver 1 BI961516 . 1 GI : 16319733 | MONOl_6_H02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 76: Stop: 569 

TCAAGGGCCATTTCCCCAGATTGTCCTCTCATAGGCCCCACAGGTGCTATTTGTTGTGCTGGCCCAGGCG 
TGGGGCTGCCAAGCGAAGGCTCGGCATACCGAAGGTCAGCTGCATGTCAATCAGTCTTGTCCTCCCCTTT 
GCAGTGATCTGTTGGTTTTAATGCTGGATCAAACAGTATGTTTTCCTTTCCCAAACTGGTGGTGGCTGGG 
GACCTGACCCACAGCTCCCCATCCTGCCACCCTCACCCCACTTCCTGCTCCCCCGTAAGTCCTCTCTTGT 
TTTAGTAATTTGCAGTGACCATCCCTTTCCCTCTGTTGCAGGGAACCTGGAGGAAAGGGAAAGATGTTGC 
CATATTTCTACTTTTTAGGGCATGGACTCCCTCCTTTCCCTTTTTAGTGTCCTGGGTTCCCATGGACTCA 
GGGAT T TGT TGGT TGAGGT TTCT CTGCATATAAATATACATATATATT TAAAT ACACAT ATAT ATAT GTA 
CAGA 

>GBEQ2090 | Acc | BI961513 | Ver | BI961513 .1 GI : 16319730 | MONOl_6_G10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 40 : Stop: 659 

GAGCCAGGAGGAGCTGGCCCTGCAGCACTTCATGAAGGAGAAGCTCCTGGCCGAGCTGGAGGGGAAGCTG 
CGTGTGTTTGAGAACATCGTCGCTGTCCTCAACAAGGAGGTGGAGGCCTCCCACCTGGCCCTGGCCGCCT 
CCATCCACCAGAGCCAGCTGGACCGTGAGCACATCCTGAGCCTGGAACAGCGGGTGCTGGAGTTGCAGCA 
GACCCTGGCCCAGAAAGACCAGGCCCTGGGCAAGCTGGAGCAGAGCCTCCGCCTCATGGAGGAGGCCTCC 
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TTTGACGGCACCTTCCTGTGGAAGATCACCAATGTCACCAGGCGGTGCCATGAGTCGGCCTGCGGCAGGA 
CTGTCAGCCTCTTCTCCCCAGCTTTCTACACTGCCAAGTACGGCTACAAACTGTGCCTGCGGCTCTATCT 
GAATGGGGACGGGACGGGGAAGAGGACCCACCTCTCGCTCTTCATCGTGATCATGAGAGGAGAGGGGCAT 
AAGCTCTCCTCTCTCCCTGCCTGGGGGTCCCACTGTCAGCACTTTCCAGAATCTCATTTCACCTGGTTCC 
GCAAGGTACTCACTTCTCTAGTTGACTGATCAGGGCCTCTGAGCCCCTGAGCACAGGTTT 

>GBEQ2091 jAcc|BI961538 |Ver IBI961538.1 GI : 16319727 | MONO 1_6_G0 6 . gl_AO0 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 8 : Stop : 647 

AATGGTTTCTATCCAGGCCACATCGAAGTCAGGTGGCTCCGGAATGGCCAGGAAGAGGAGGCTGGAGTCA 
TCTCCACAGGCCTGATCCATAATGGAGACTGGACCTTCCAGATCCTGGTGATGCTTGAGACAGTTCCTCA 
GAGTGGAGAGGTCTACGCCTGCCAAGTGGAGCACCCAAGCCGGACAAGCCCTGTCACAGTGGAATGGAGG 
GCCCAGTCTGAATCTGCGCAGAGCAAGATGCTGAGTGGAGCCGGGGGCTTCGTGCTGGGTCTGCTCTTCC 
TTGGGGCGGGGCTGTTCATCCACCGCAGAAACCAGAAAGGACATGCTGGACTTCAGCCAACAGGACTCCT 
GAGCTGAAGTGAAGATGGGTGACCTTCAAGGAAGAATCTTATGTCCTTGCTTCCGAGAAGCATGAAAAAG 
TTTCCTGCCTTGCTGTAATTCCACAAAAAGAGTGCTTTCTCAGGATCTGGTTTGCTCCTGGTTCAGTGAT 
CCTGTAGAAAATGTCCTCCCCAACAGCTTCCTCAGCCCCGGCCCTAGGCCTGGAAGTCCCCACTATAGAC 
TGAAATACCTCATCTTCATTCTTTCCTGGTCCCCTTTATATTCAAACCTTATGGCCTCCCTTGCATCTGG 
ACTCACCTTT 

>GBEQ2092 | Acc | BI961535 | Ver j BI961535 .1 GI : 16319724 j MONOl_6_G03 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 62 9 

GCACGAGCAGAGACACAAGTGTCTACGACAAGAGCCAGTAAGAGAGCACCAGAAAGACAGCATCTCGTCT 
GAACATGACTTCCAAGCTGGCTGTGGCTCTCTTGGCCGTCTTCCTGCTTTCTGCAGCTCTGTGTGAAGCT 
GCGGTTGTATCAAGAATTACTGCAGAGCTTCGGTGCCAGTGCATCAAGACGCACTCCAAACCTTTCAATC 
CCAAACT GAT CAAAGAAAT GAGAGTGAT TGAGAGT GGGCCACACTGCGAAAACT CAGAAAT CCTGT AT T T 
TGCTGTTGTTGCTAAATCTTGCAACCCTAGTCTGCTGCCCAGGATCCATGAGTCCCTGTTCAACTAAGCC 
TTGGTTTCTTCTTTAATCCTAAACTGGAGAAAAGCATCAGCCACTATCCTCCCTCACAGAGAGCTGAGGA 
CTGGTGGAAGCACATTAACTTATTTTCATGATCATGTAAATTATTTTCCNAGTGTAACTTATTCACCTAT 
T TAT TATT TATATATTTATT TATCCATCAAATAT AGTAATTAT T T T T GCAT GAAT T TGGAAAAGTGGGAA 
AGGAAGCACGGTTGATAGGATAATGTAATGAT GT TAGAGTGAAT T TAT AT T TAT T T TAAAT AT TAAAT T 

>GBEQ2093 | Acc | BI961532 | Ver | BI 961532 .1 GI : 16319721 | MONOl_6_F10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 4 : Stop: 647 

AGCTAGGCTGTGGGGTAGAGTGTGTATAGGTAACTAGATAACTTATGTTGGCTCAGATAAAGGCTTTAGG 
ATGCCCGGAGTGTTTATGTCATAAGCCTTATGAGTTAGCTCTCCTGCTAGCCCTGTTTGAATTAGCCACT 
AATTCAAATTAGTAACCAGTGGGGCTTAGTCAGTGTCATCAGTTTCTGAGATGGGAGAGTAACAAGTGGA 
GGTAAATTTTAAGGTATATGTCACTCAATAAATTATTATCAAGTCATCATTGACAGGTACCACTTAATCT 
AATAAGTGGT T CACCT TTATAT T TAG TAAGAC T T T CTGGGATAAT AGTAAAGGATAT TAGAT AATACACT 
ATACTTAAGTATTTATTACTAGTCTTTTCCTCTAGGAAAAGGGATACCTCGATAGTTAAGACCAGAGGCC 
CATTAAATGGGAAAGTCACAGATGGGTTCATCCAAGACAGCCAACAGCAGACAGCAGACCCTTTGCCTTG 
TCTCTAGTCCAGAGATATCCTTCGTTTGACATTTGGTGGAATTCCTCTTGGGCTGCTAGAATTAGCAGCA 
TATAGACAATTATAGCTGTTGTTCTTTTTTGTTTCATTTTTGGTTTTTGAACTTTAATCTTTGGGTACTT 
AAAACTGGTTAAAA 

>GBEQ2094 I Acc | BI961508 | Ver | BI961508 .1 GI : 16319711 | MONOl_6JE08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 11 : Stop : 545 

TCCCCCGGGCAGGAAGAGCGGCACAGAAACATACCGAGGCACCACGAGCACCAAGCGGGCCCTGAGCCTG 
CAGCTTTTCCAGACTGAGGAGAAGATCGAGCAGACCCAGCGGGACATCCGGGGCATTCAGGAGGCCCTTG 
CCCGCAACACAGGCCGGCACAGCGTGATGGTGGCCCAGCTGCAGGAGAAGCTGGCGGGAGCCCGGCGGCA 
GC TGGGACAGCT CCGGGCCCAGGAGGCAGGCCT GCAGCAGGAGCAGAGGAAGGCAGACACCCACAAGAAG 
ATGACTGAGTTCTAGAGCCCCTGCGCGCACACTGGCTGAGCCCAGAGACCCCTGCTCCCGGCTGCCTCAG 
GAAGACCAGCTGTTGCCCAGCAACCAGGATGCCACCAGAAGAGGGGCTAGCCTCCACAGCTGGCCTGCTT 
GCCAGCGGGGGCGTGTGGACACTGCTGAGTGGAGATGGGCTGCAGGGATCACTCTGGACACTTACTTGCC 
CGTCAAGTCCACCTGCCAGTGTCTGAGGGCATCTCCTGAGCAAGG 

>GBEQ2095 1 Acc 1 BI961500 | Ver 1 BI961500 . 1 GI : 16319703 | MONO 1__6__D0 9 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 31 : Stop : 630 

ACTGTGTGCCAGTCATCCAGCGGACTTTCCCTCACTCAAGTGGGGAGCAGAGTGGCAGTGACAGGGACAC 
AGACAGCGGCTACGGAGGAGAATCAGAGAAGGGTGACTTGCGCGGCGAGCAACCGTACTTCAAGAGCGAT 
CATGGACGCAGGTTCACCATGGGAGAAAGGATTGGTGCTATTAAGCAAGAATCTGAAGAACCCCCCACAA 
AAAAGAGCAGAATGCAGCTCTCAGATGATGAAGGCCATTTCACTGGCAGTGACCTGATGAGCTCCCCGTT 
CCTGGGTCCACACCCGCACCAGCCTCCCTTTTGCCTGCCCTTCTACCTGATCCCACCCTCAGCAACTGCC 



903 



WO 2005/067649 



PCT/US2005/000517 



TACTTGCCCATGCTGGAGAAGTGCTGGTACCCCACCTCGGTCCCAGTGTTGTACCCGGGCCTCAACGCCT 
CCGCTGCAGCCCTCACCAGCTTCATGAACCCAGACAAGATCTCGGCCCCCTTGCTCATGCCCCAGAGACT 
CCCTTCTCCCTTGCCCACCCATCCGGCCCTCGACTCTTCTGCCCTGCTCCAAGCTCTGAAGCAGATCCCC 
CCT T T AAACTTAGAAACCAAAGAC TAACT CT T T AGGGGAT 

>GBEQ2096 1 Acc 1 BI961494 | Ver | BI961494 . 1 GI : 16319697 | MONOl_6J002 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 12 : Stop : 503 

TCCACCTGGCCCCCCCAAGTGAGATCGCGGGAGCTGGTGCAGCCAGCATCATGTCTACCCTGACTGACAA 

GGCCATAGTGAAGAAGGAACTGCTGTATGATGTGGCCGGGAGGGACAAGTACCAGGTCAATAACAAACAC 

GATGACAAGTACTCGCCGCTGCCTCCCAGCAAAATCATCCAGCGGGCGGAGGAGCTGGTGGGGCAGGAGG 

TGCTGTACAAGCTGACCAGTGAGAACTGCGAGCACTTTGTGAACGAGCTGCGCTACGGAGTGCCCCGCAG 

CGACCAGGTCAGAGACGCCATCATGGCAGCTGGCATCGCAGGAGTGGGCCTGGCAGCTGTGGGCCTCATT 

GGAGTCTTGTTCTCAAGAAACAAGCGACAAAAGCAATAAGTTGAAGGGACTGTCCTGTCTGCAATGACTT 

TATATATTAAGGGGGGTGTCTTGTTTGGCTAGAAGCTTTGAGGTTTGGTTTGTGGATTTCATTCTGTTTT 
AT 

>GBEQ2097 | Acc | B19614 91 | Ver | BI9614 91 . 1 GI : 16319694 | MONO 1_6_C11 . gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .; Start : 36 t Stop : 716 ~~ ' 

TGGCTCAGCCAGGTTTTTCAGATGCAGTTTCCATCCCAGTCACCTGCTGCTTTGGTGTGGTCAAGAAAAA 

AGTCCCCATCCAGAGGCTGGAGAGCTACACAAGAATCACCAGCAGCCAGTGTTCCCAGGAAGCTGTGATC 

TTCAAGACCAAAGTGGACAAGGAGATCTGTGCTGACCCCAAGCAGAAGTGGGTCCAGGATACCATGAAGC 

GCCTGGACCAAAGATCCCAAACCCCGAAGCCTTGAACCTTCACACCTGGCCTGAGAGACAGTCAGAGCCT 

GAGGAAAATCTTATTTATTTTCCCCCAGCCTTCTCTAGATGCAGAGTCATATTATTTTATTATTTAAAAA 

GAGACACTTTGGTTAATAAT T TAAAGCATAACAT T TCT TAAATAATAT T TATAT T TAAGT TAT T GATGTT 

TTGACTTTGTCTGCCACGAATCCTCGCGAACGCACAATGCAAAATTTGGAGATGTGCTTTCTTTTCTGAG 

AGCTCAGTGAAGCTCATGGCAAGATGGCGTCATTCTCCTTCCTGCCTCCCTGTAACGTTGTGAGGTCCTC 

CCATGGATCATCGGAGCAAAACACTTGTACGTTCTTAGGAAATCGGTGCTCCTGAAGTCAAATGCGTGCT 

ATGGAGTGGTGTTGTTGAAATTAATGTTATTAGATGACTATGGAATTTTCA 

>GBEQ2098 | Acc | BI961486 | Ver | BI961486. 1 GI : 1631968 9 | MONOl_6_C02 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 572 

ATCAGAGCGCCACAGGGGGAGGTATGTACGGTCAGGATGTAGGAGTTAACTTTGTCAGATCCACTCTATG 

AGTTGGACCATGGTCTTGCCTAGGCAATTTTGTCTACCATTTGTGTTTTGAAAGCCCAAGGTGCTGATGT 

CAAAGTGTAAGAGATATCAGTGTTTCCCTGTGTCCTCTCCCTGCCAAATCTCAGAAGAGGTTGGGCTTCC 

ATGCCTGCATCTGTCCTGGCTCCTCACCCGCCATGGCCCCAGGCCCACAGAGTGGGAACTCACCCTCCCT 

TATGTCAAGACATTTCTCTTACTCCTGCCATTCTTCTGGTGCTACTTCATGCAGGGGTCAGCGCAGCAGA 

GGATAATCTGGAGAAGGTGTTAGCAAAGAAAAAGGAAACATTGGAGCTGACTGTTCTTGGTAATTGATGA 

CCTACCAAT TGCTACCAAGAAGG TTGGAGATGAGGAGGGCT T T TGTATAAACCCAT CCACCT CACCAAAA 

CTACAAAAGTATGCTGTTATGGTCCCTTCTGGAAGTTTCTGGTGCCATTTCTGAACTGTTACAACCCGTA 
TTTCCAACT ~ — - - ~ - ^ 

>GBEQ20 99 | Acc | BI961470 j Ver j BI961470 . 1 GI : 16319673 | MONOl 6 A06.gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 57 9 " ~~ 

GTATATAAAATAAAAAGTCATACTGAGTTCGGGCGTATTTAATGATGATTATGGAGCCTTAGAGGTCTTT 

AATCATTGGTTCGGCTGCTTTTTGTACTTTGTTTAGGCTGGAAACGGTTTCACTTGCCCTTTGTCAGCAA 

GACTGAGGACGGCTTTTCCTGGACAACTAACAAACAAAAGTCTTGTAGGTCACTGCGCCATCTCAGCCAT 

AGTAGTTGCAGTTTGCTTCCATGTGATTCTGAAGCCTGGCCAATGGGATCCGGACAAAAGTAGGGACTGC 

AATGTGAAACACCTCTTTGCTGCATTCTTTTTCTTCGCTTACAAGAAAGGCCTGAATGGAGGACTTTTTT 

ATGACCAGGAGCAG T T T TTAGGGGTCAAAGT GCTAAT TAT TAACT CAACCAGGTCTACTT T TTAAT GGCT 

T TCATAACACTAACTGGCAAGAT TACAGAT CAACACAT T TC AAATGGAT AGAGACCTAGGAC TCT GGAGG 

GTGGGGGATTGTTAAAAACAACCACACACATTCAAAGAAAGAAATTTTGTATATATAACCATTTTAATCT 
TTTATAAAGTTTTGAA 

>GBEQ2100 )Acc]BI9614-67|Ver|BI96l467.1 GI : 16319670 | MONOl_5_H12 . gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 105 : Stop : 694 ~~ 

AGGCTTGCCGTGAAGAGTTGAGATGGGGGATATAAAGCACTAGAACAAGGCCTGGAGCGTTTAGGTATTC 

AGTAAATGATGGTTATCATTTCCCTTAAAGAAGGTTGACTTAGGGTGTATGGGGTGAATCCCTTGGAGTG 

GTGCAGCGATGTCTTTTAAAGGACAAGAAAAGTTTCCAGCTGCCGTCCTTTCCCACTAAGCAGGTGCTCG 

TGTTCTTATCCCGTTCAGGTCCATCTGGGCAGCGGGATTTGGGTTGATGAGGAGAAATGGCACCAGCTAC 

AAGTAACCCAAGGAGACTCCAAGTACACGAAGAACTT GGCAGTCAT GAT T T GGGGAACAGATGT TCTGAA 

GAACAGAAGCGTCACAGGAGTTGCCACAAAAAAAAAGAAAGATGCGATCCCTAAGCCCCCTCTCTCGCCT 

CACAAACTCAGCATCGTCAGAGAGTGTTTGTATGACAGAATAGCACAAGAAACTGTGGATGAAACTGAAA 
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T T GCACAGAGAC TCTCCAAAGTCAACAAGT AC AT C T GT GAAAAAAT CAT GGAT ATCAAT AAATCCT GT AA 
AAATGAAGAACGAAGGGAAGCAAAATACAA 

>GBEQ2101 ) Acc | BI9614 66 | Ver | BI 9614 66 . 1 GI : 16319669 ) M0N01_5__H11 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 678 

GCTGGGGGGCAACATGAAGAAGCTTGAGAACTGTAACTACGCAGTGGAATTGGGGAAGAATCAAGCTAAG 
TTTTCCCTGGTTGGCATTGCTGGACAAGATCTCAATGAAGGGAACCGCACCCTGACATTGGCCTTGATCT 
GGCAGCTAATGAGAAGGTACACGCTGAATATTCTGGAAGAAATTGGAGGTGGACAGAAGGTCAATGATGA 
CATTATTGTCAACTGGGTGAATCAAACATTGAAAGAAGCGGAGAAAAGTTCATCCATCTCTAGTTTCAAG 
GACCCGAAGATCAGTACAAGCCTGCCTGTTCTGGATCTCATCGATGCCATTCAACCAGGTTCCATTAACT 
AT GACC T T C T GAAG AC AG AAAAC C T G G AC GAC G AAG AGAAAC T C AAC AAT GC AAAGT AT G CC AT C T CT AT 
GGCCCGAAAAATTGGAGCAAGAGTGTATGCCCTTCCAGAAGACCTGGTGGAAGTGAACCCCAAAATGGTC 
ATGACGGTGTTTGCTTGCCTCATGGGGAAAGGCATGAAGAGGGTGTAAGGCCTGTGGGGCGGGGCTGGAG 
GCGCATGCTCGTTCCTGGCTGCTTGTTCCTGGCTGTTCCTGGATGCTCCCAAGAAGCGCGGGGACGGTTC 
AAGCCGT TCCAGAGT T TT CAACT TGGT GACATTATACAAGAT T C 

>GBEQ2102 | Acc | BI9614 65 | Ver | BI9614 65 . 1 GI : 16319668 | MON01_5_HlO . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 611 

CCCTGTCCTGGGAGCGTGATGGGGAGGACTTGACNCAGGACACAGAGCTTGTGGAGACCAGGCCTTCTGG 
GGACGGGACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGAGATACACGTGCCAT 
GTGCAGCACAAGGGGCTGCCTGAGCCCGTGACCCTGAGATGGGAGCCGCCTCCTCAGTCCATCATCCCCA 
TCATTTGCATCATTGCTGGCCTGGGTCTCCTTGGAGCTGTGGTGGCTGGAGCTGTGATCTGGAGGAAGAA 
GCGCTCAGATGGAAGAGGAGGGAGCTACACTCAGGCTGCAACTTGAAACAGCTGCCTGTGGGGGACAGAG 
TGATGCAAGATTTGTTCCTGTCCCACCCTCATTGTGACTTAAGGAATCTCTGACTTCTGCTTCTGCAAAG 
GGCATCTGAGGGTGTCTGTGTTCCTATTAGCATAATATGAGGAGATAGGAAGACTAGTCTCTGCCGTGAC 
CCCCTCCCACACTGACCTGTGTTCTGTCCCCGATTGACTTTCCTGTTCCAGCAGACGTGGGGCTGGCTCC 
ATCCCTGTCTTTACTTCGTGTTGCCCTGAGCTGCAGCTTCTTCCTTC 

>GBEQ2103 | Acc | BI9614 60 | Ver j BI9614 60 .1 GI : 16319663 | MONOl_5_H01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 594 

TTTTCAGGGTCTGAAATTTATAAAAGAATGAAGTTATAAAATACTAAACAGCTTGGCTTTATTTTGAAGT 
AAT AAT TACT TTAAAAT TAAAGGATAAGCAT T TAGAAGTAATAAAACAGTATCATGAAAACT AGT TAT TA 
TAAATTCAATCCATATTTAAAATATTCTAAAATAACTTATTGGTATTTTTTCTACCAGACGAGTGGAATT 
TTCTTGATTATAGTTTTATTTTTTATTTTTAAATGGCCAATATGGTTATGAGTAAAATTTGTATGGTCAA 
TTTCTGTTCTTTCATAAAACTTGAGATTAAAATAATTTTAACTGTAACCTAATATTGAAGTCTTTAAAAA 
AAGGCAGATGTTAATTTAAAATCAGCACATGCTAATTTAGTTTGCTGTATGATGATAGTCTAATGGAAGT 
TTCAAAAGCTTTCTTTTGTCCTAACTCAGAAAAGAATATGCCAGAGTTCTGGAATATGTCTTTAGCCAAG 
AATTTTATCCACTTAAGTATGTTTACAATTTGTGTAAAGTGAAAAAACAGTGTGTAATTATAGTGAGCAA 
TGTAATTTTGCTCCGTATTATCGTGATAT 

>GBEQ2104 j Acc | BI9 61459 | Ver |BI 961459.1 GI : 16319662 | MON01_5_G12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 50 : Stop : 675 

ACCACCCTGTGTGTCACTGGCGTACCAGAAAACTGTAAAGCCTGGTCTCTGAGGGTCTGAAGAAAAAGCC 
CACAGCAGAGTCTGCTTATGCTACACTGGGGCTTCCATGGAGCATGGAGCATAACGCTGCAGAAGACGAA 
TCTATAAAAGTCATAGGATGGCAGTGCTGTGATTCATCAGGATGGTGTTTGGAAGAACACTGAAGGCATC 
GGAAGATTTTGATCAAAAATATGATTTGCAAATATAGTGATAAGCCAAATCAGAACTGTTAGCCCAAGTG 
GCTAATATGCAATTAGGGTCATTATGTGTCTGTTTTAATCATGTATTTGAAGTAGGTTTAGGAAGTATTT 
ATGCTATATCTTAAGTCACCGGGAAGCCTGTATAACCTCAAGTTCTGACAGTGTCTGTGCTTCAAAGAGG 
ATTCCCACAAACCTTCAGAAGCTTAAACCAAAGTTACTCTAAATCTGTGTGCTTTTCCTCAAAAGCTTTT 
CCTATAAACCAATGTACGCCATATGACAACCTCAGATGCATACTTACTTTGAAGTGGGGCAGTGGGGTGA 
GAT TCAAACCCCTACTCACCTT T GGGACAT AGGAATAGAAT AAAGT ATGAAATAAAT T CAAGGTTA 

>GBEQ2105 | Acc | BI961458 | Ver [ BI961458 . 1 GI : 1 6319661 | M0N01_5_G11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 13 : Stop : 669 

GAACCACAGCATCTGGCAGCTGTTGCAGGCTGGGCAGCCTCCAGACCTGCAGCGGATCCGTACACTTCTG 
GAGCTGGAGAAGCCTGAGCATCAAGAAAGTCGGATAAGGGGCCGGGCCTTGCACAAGCGGCAGCGGCGGC 
GACAGCGGAAAGTAGACCTGGGTAAAAAGTGTGAAGATCTTTTTCAAGAAGAGCTGGAGTCAAAAAAGGC 
CCGGAGCT CAGGGAT TAAGCCTGAAGAGGGT CAAGAGGATGAAGAGTTTGAGGAGACAAATCATGAAAGT 
ATATTCCTCACACCCCCTACAGACCATAGTGCCACCTTGAAGGGGAACCAAAATAGCTTACAACAGAAGG 
GTTCAGGTCCCACAACCTCTTTTGCTTCTTTAACCCCTTTGCTACACCTGTCCTACCCTCAGCAGCAAGA 
GTTGTGACAGCAGCACAAAAGGTTTTCTTTTTAATCCCACTGACCTTGTTCCTGCACCTTGTTTCCTATC 
TAGAATTTGTCGTTTCAGAGTTTTGATAGGCTAATTATTAAGGAAAATGTTTTAAGTTCAGCTCCTAAGG 
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ACAAGGTCATGTATGCCTCTTCCCANAAAGTCTCTTGCCAGCAACATTACTGGATTAGTACACAATGAAT 
GAT T T CC TAAGCCAGT T T CAT T CT AGA 

>GBEQ2106 |Acc[BI96145 6| Ver |BI961456.1 GI : 1 6319659 1 MONO 1_5_G0 9 . gl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop: 699 

AGAAGAACCAAAGCCCATAGAACTGCCTGTCAAAGAGGAAGAACCCCCTGAAAAAACTGTTGATGTGGCA 
GCAGAGAAGAAAGT GGTAAAAAT TACATCT GAAATAC CGCAGACTGAGAGAATGCAGAAGAGAGCTGAAC 
GATTCAATGTACCTGTGAGCTTGGAGAGTAAGAAAGCTGCCCGGGCAGCTAGATTTGGGATTTCTTCAGT 
TCCATCAAAAGGCCTGTCATCTGACACCAAGCCTATGGTTAACCTGGATAAGCTAAAGGAAAGAGCTCAA 
AGATTTGGTTTGAATGTCTCTTCAATCTCCAGAAAGTCTGAAGATGATGAGAAGCTGAAAAAGAGGAAGG 
AGCGAT T TGGGAT TGT TACAAGT T CAGCTGGAACAGGAACCACAGAGGATACAGAGGCAAAG AAGAGGAA 
AAGAGCAGAGCGCTTTGGGATTGCCTGATGAAAAGCTCTTGATGCTTTCTGTTCTTCAGTGGTTTCCATC 
TCTCTGACTCCTCTTGGTCACATACATACCTAAATGCACAGTCATGTGCCTAGGTCCTGCCTGGCAGTGA 
GGGAGCATGTACCCCAGGTACATCCATGAACTCCAGCAGCAATTTGACATATTGCTGTTCAACTTAAAGG 
TTGTTATTGTTGTGTTGTTGTTTTTTTAATTATTATTTTGCTTGTTAATAAAAAAAATAGA 

>GBEQ2107 | Acc | BI961455 | Ver | BI9614 55 .1 GI : 16319658 | MON01_5J307 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 264 : Stop: 581 

CTAGGAGAGGCAGGACCCCTTAGCAAAACACTTTTCTTGCCGACTTGCCATGTTTTTGCCAAAACCAGGA 
ATTTGAAGGACTTGCCCATCTCCAGCGGGGGGTTCCGGGACGTGGGGCGGCCATCTCGGGGGGCGCGCTC 
CTCCAGCCTCGTGCTGCGGGGGCTCTGCGGCAGCCCACCCGGGATGGCTTTGCTTTCCTTCCCTGTAGCC 
GGATTTTGAAAAATTGTTAGTCTCGCCGGAATCTGTTCCACAGTGGCCTTTCGCTCTGTGCCTCCTGAGA 
AATTCGTCTCTTTTTGTATAAATAACTAAGTGTTGACA 

>GBEQ2108 lAcc|BI961453|Ver|BI961453.1 GI : 16319656 | MONOl_5_G0 5 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop: 660 

CCTACACAGACACAGGATTGTGGGGAATCTATATGGTTTGTGAACCAGCCACTGTTGCAGACATGCTACA 
TGTTGTGCAAAAAGAATGGATGCGACTCTGTACTAGTGTCACTGAAAGTGAAGTTGCACGAGCCAAAAAT 
CTTCTGAAAACCAACATGTTGTTGCAACTCGATGGTTCCAeTCCAATTTGTGAAGACATTGGTAGGCAAA 
TGTTATGCTATAATAGAAGAATTCCCATCCCTGAGCTTGAAGCAAGAATTGATGCTGTCAGTGCTGAGAC 
AATCCGCGAAGTGTGCACCAAATATATTTATGAGAAGAGTCCAGCTCTTGCTGCTGTCGGTCCCATTGAG 
CAACTACCAGAGTTTAACCAGATTTGCAGTAACATGCGCTGGCTTCGTGATTAAAATGCTCCTAATGCTT 
T GAATATATATAT T TATAAAACTAACAGAGAC T T GCAAGT T T T AAGCTAT TAATCCCTAAAGAAAAAAAT 
AAAAATGAACATATATACTTAAAAATTTGAATGAAATAGTGTCAGACTTTCAGAGGATGAGGCGACCACC 
ACAGTGAACGGCAGATCTTTGTGCTCCAGAGAAATGATGTTGGAGCAGCACACAAATTATCGCCATAAGT 
ATAAT T T TAAGAACGAAAAT TGTACAGT 
<>GBEQ2109 |Acc|BI961451lVer|BI961451.1 GI : 16319654 | MONO 1_5_G0 2 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 8 : Stop: 599 

AGCACCCAGGTGCTGGCTCAGCCAGATGCAATTAATTCTCCAGTCACCTGCTGCTATACATTCACCGGTA 
AGAAGATCTCATCTCAGAGGCTGGGGAGCTATAAAAGAGTCACCAGCAGCAAGTGTCCCAAAGAAGCTGT 
GATCTTCAAGACCATATTGGCCAAGGAGATCTGTGCTGACCCCGAGCAGAAGTGGGTCCAGGATGCTGTG 
AAGCAGCTGGACAAGCACCTACTCCAAAAGCCAAGAATCTGAAGCTAATTTATTGTCTTCTAGCATTCCC 
TAAATGCCCCCTGATATTATTTTATTGTAGTTTCAAAGAGTATGAACTTTGTTTATTGACATGAAACTTG 
ATGCTTAAGTAGCGTTAATCTTATTTAAGTTATTGATGTTTAAAGTTTATCTTCCACGAATACTAGTGTC 
TGTGAGATATGGAGACTTGAGCAAACTGCTTTCCTCTGTGAACCCCAGTTCTACCCTTGGGATGGTGTTG 
AGGGTCCTTGCAAGGATCATTAATGCAAAGCCTTTTTGTTTAAAATTATAAGACATTGCTAAAAACGCTA 
T T G GG AAAT G TAT AT TAT GAT G T AAC T AC G AA 

>GBEQ2110 | Acc | BI961447 | Ver | BI9614 47 . 1 GI : 16319650 | MONOl_5_F07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 9 : Stop : 304 

AGGGCTTTGTGGTGCGGGACGCTCCGTGGACCGCCAACAGCAGCGAGAAGGCTCCTGATATGAGCAGCTC 
TGAGGAATTTCCCAGCTTTGGGGCTCAGGTGGCCCCCAAGACCCTCCCTTGGGGCCCCAAACGATAATGA 
TCAAAAAGGAGAAACCTCTCCAGCCTGCTGACCCAAACCCACCACACAACGGTTTGTCTCAATCTGACCC 
AGCGGCTGGCCCCTCCGTAAATTGTTGACGCTCCCCCTCCCCGAGGTCTCGCAGTGAAGCCGGCCCGCCC 
GGCGCTGTGTGCGGCT 

>GBEQ2111 lAcc|BI961443|Ver[BI961443.1 GI : 1631964 6 | MONO 1_5_F02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 31 : Stop : 611 

AGACTCTGCTAGAAGATGTGCTGAAACCTTGGAAGAGGCATTGGACGATTGCCGTGGCCACACAAAGAAG 
CAGGTATGTGATGACATCAGCCGACGCCTGGCTCTGCTGCAGGAACAGTGGGCTGGAGGGAAGCTGTCAA 
CGCCTGTAAAGAAGAGGATGGCTCTGCTGGTGCAAGAGCTTTCAAGCCACCGTTGGGATGCAGCGGATGA 
CATCCACCGCTCACTCATGGTTGACCATGTGACTGAGGTCAGTCAGTGGATGGTGGGAGTTAAAAGATTA 
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ATTGCGGAAAAGAGGAGCCTGTCTTCAGAGGAGACCAGTGAAGAGAAATCTACAGCCACAGCTGAGGAGC 
ACCAGACCGTACCAGGCATCCACAGGCTCCATAATCCTGTGGGTTCCCCAGACTCACCTCAAACCATCTC 
CTAGGCCTTCTCTCCTAGGCCTGGGAGGCCTTCTCTAATTTGGCTCCCTCTTACCACTTTGGAGACTGTC 
TGCCCCATTGGGGTCCTTGGCTTGACCCACTTCTGGGGGAAGAGGTCCCACGTGGGCCATAGGGAGGTCA 
CTTGTACCCAGAACGTAGCAT 

>GBEQ2112 |Acc|BI961440[Ver[BI961440.1 GI : 16319643 | MON01_5_Ell . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 120 : Stop : 624 

CAACCGCTCTGCCTTGGGTTTTGTTTTGTTTTTTTTTTTTCCATTTTTCTGGCTTGGTTGTGCACTTTTC 
TCCCCTTGGGACCCTGATATCTTGACCTCGTTGCCAAAAAACAACCCATCAAGGACCTTCTTCCCCTCCA 
TTCTCGTTTCCTCCCCTCTTCCCTCCTGGTTCTGGTCAGTTCAGAGGATTGAACAATCACAAGTGTCCTG 
CAAAAATGCCTGAACATTTTTCTTAGACCCTTGTGGATTTTTTTTTCCCAGAAAACTTAAACAAAGACTT 
ATTAAAGGAATATGTACAGCAACCCCTGTTTTCAGGCACTCTGTTTGAGAACATTTTAGCCATTGATGTT 
CACACAT GGC AT CAGCC CAT GCAAGATAGGT T TCTGTATT TAT ATAT T AAAATACAAAAAAAAACC T TAT 
AAAATGTTTAAAAAAATGTTCAAAGCTGGGGGAAAAAGCTTTCTTCATTAGTCAAGGTGTTTTGATATGG 
TAT T AAAAT AAT GT C 

>GBEQ2113 1 Acc | BI961439 | Ver | BI961439 .1 GI : 16319642 | MONOl_5_E10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 11 : Stop : 600 

TCAAGTTGGAGTAATGGACATGCTGAAGTTCCATAAATATACCATTGGTCATGCCTGGACCACCGATTAT 
GGGTGCTCGGACAGCGAACAACACTTCGACTGGCTTATCAAATATTCTCCACTGCACAACGTGAAGTTAC 
CAGACGCAGACGACATCCAGTACCCGTCCATGCTTCTCCTCACTGCTGACCACGACGACCGCGTGGTCCC 
CCTTCACTCCCTGAAGTTCATTGCCACCCTTCAGTACATCGTGGGCCGTAGCCGGAAGCAGAGCAACCCC 
CTGCTTATCCACGTGGACACCAAGGCGGGCCACGGGGCCGGGAAGCCCACGGCCAAAGTGATAGAAGAAG 
TCTCAGATATGTTTGCCTTCATCGCACGGTGCCTGAACATCGACTGGATTCAGTAAATGGAACTTCCCGC 
TCCCCACGACAGCCGCAGAAAACCTCA^GGGCTTTCCCACCGTTAAAACCGAGAAACCACTGGGCATCCT 
GCTCCCCCACACAAACACTATTCCTGCACTCATGGACTGCAGTTGAACGGAACTGCCACGGGAATTTTAT 
CTTTTTTAGGCTTCTCCTTTTTAGCGAGCC 

>GBEQ2114 |Acc|Bl9614261Ver|BI961426.1 GI : 16319629 | MONOl_5JD0 5 . gl_A0 05 Monocytes (MQNOl) 
Equus caballus cDNA, mRNA sequence .: Start : 30 : Stop : 738 

CAAAGATAAGGGTACAGGACGTGAGCAGCAGATTGTGATCCAGTCTTCTGGTGGGTTAAGCAAAGATGAT 
ATTGAAAATATGGTTAAAAATGCAGAGAAGTATGCTGAGGAAGACCGCCGAAAGAAGGAACGAGTCGAAG 
C AGTTAATAT GGC T GAAGGAATCAT T CACGACACAGAAACCAAGAT GGAAGAAT T CAAGGACCAAT T GCC 
T GCTGATGAGT GCAACAAQCTGAAAGAAGAGAT T T CCAAGATGAGAGAGCTCCT GGCTCGAAAAGAT AGC 
GAAACCGGAGAAAACATAAGGCAGGCAGCATCTTCCCTTCAGCAGGCATCATTGAAGCTCTTCGAT^ATGG 
CGTACAAAAAGATGGCATCTGAGCGAGAAGGCTCTGGAAGTTCCAGCACTGGGGAACAAAAGGAAGATCA 
GAAGGAGGAGAAACAGTAATAGCAGTAAA.CT T GGAAGCTGAAAGGACAACATACTAT GACGCTTGGGAGT 
GAAGGGACTTCCTGAGCAGAAAGGGGCAAACTTCATCTTTTACTGTGTTTTTGCAGTATTCTATATATTA 
AT TCC T TAAT GT GTAC AT T TAGTGACAGTTAGCTAATGATCAT TT AGTGAT TGATAAT T CCAGCAGTACA 
AAGTTCACATGTTCTGTTCCTAGCCTGTCGTTTTTCAGCTGCATGTAAAAGGGACGGGAGATGACTTATT 
GATTATTAT 

>GBEQ2115 |Acc|BI961422 | Ver 1BI961422. 1 GI : 16319625 | MONO 1_5_C1 2 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 63 : Stop: 737 

AAGAGGTGAAGCAAGGGGCATTTTCTAAACCGGGAGGTTATCATCTCTTTATTCAGAAGAAACAGGAGCT 
GAAGAATAAGTACTACCAGGTGCCCAGGAAGGGGATACAGGCAGAGGACATGCTGAAGAAGTACTTGGAA 
TCCAAGGAAGACGTGGCTGATGCGCTTCTCCGGACTGACCAGTCACTCTCAGAAAAGGAAAAGGAGATTG 
AAGTGGAACGTATAAAGGCTGAATCTGCAGAAGCTGCAACGAAAATGTTGGAGGAAATCCAAAAGAAGAA 
TCAGCAGAT GATGGAACAGAAAGAAAAGAGT TATCAGGAAC ACGTGAAACAAT T GACTGAGAAGATGGAG 
AGAGATAGGGCCCAGCTGCTGGCAGAGCAGGAGAGGACTCTCGCTCTTAAACTTCAGGAACAGGAACGAC 
T TCTCAAGGAAGGAT T CCAGAACGAGAGCAGGAAACTT CAGCAGGAGATGCAGGCT ATCCG AAT GAGAAA 
CAGAGCACCAGCTGGAGTATGTAACATACTCTAAAAATCCGAGGAATGTAATTTCCTAACCATCTCTCCT 
CCACAAGCAAT AAGCTGAAT GAGCAGCT T TAGAACAACAAACAATTGCCAAAAACT AAACT TGAAATCAT 
GATGCTTCCATTTTTGTTGAGCTATAAAATTTGCAAAGATGAAAT 

>GBEQ2116 [Acc | BI961418 | Ver 1 BI961418 .1 GI : 16319621 | MONOl_5_C08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 43 : Stop: 616 

CCTAGTNTACAGCATGATGCAAATGATTTTCTAACTTAGTGTTAGGAGAAATTATTTTCCATCTTTAACC 
TCT TAGT T GTCTAAGAGT TAAATAT TACT GAATTTCAGACGTT CAAATTGATCAT CACAAAT CCT T TAAA 
ACAAT T AC C T AAAAG AAAC C AAAAAACC C TGCCTTCTTTGTTGGG G GG AGAG GGGGGAAG GAAAT G GAAC 
AAGTTGTGTTTGTGTTAGCATGTGGGTGGTGTAAACTTCAAATTGGGAGATGTTCTGACCCCCACTCCCA 
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TATAAGCATTCAATCAGTGTAACTTGCAAAATGCATAAACATCCGACAGTTTGAATTTATAGTGTTGATG 
GAAGAAATCATTTTTAATGTGTACTGTAAAACTTGAAATACTCAGGAGCTGAGTGAATATGTTTGTTGCT 
ACTTACAATCCCGACCTGTTAGTCCCAGTAGTTTTGTTTTAACATGGTCTTTTTCAACTTTGTTTCCTGT 
TTAACTACAGACCGACTTCTGTTGTAGACTCACAAGTTTAACTGTTGTATTATAACAGTATTACATGTCA 
ACAGTGTGGTTATG 

>GBEQ2117 | Acc | BI961414 ) Ver | BI961414 . 1 GI : 16319617 | MONOl_5_C03 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 17 : Stop : 4 99 

GGAGCCGGCCCGGCAGTACCGGGTGATGCGGGCCGTGCCCCTGGACACGGTGACCGGGCTGAGCGTGACC 
AGCGGGCGGGACCAGCTGGTGGTGCTGCACGCGCGGGGCCAGGACGACCTGGTGGTGTGTCTACACCGCT 
CCCAGCCGCCGCTGGACAACCGCGTCGGGGAGCTGGTGGGCGTGCTGGCCGCGCACTGCCAGGTGGAGGG 
ACGTGCCCTGGAGGTCCGCGTGTCGGACTGCATCCCCCTGAGCCAGCGCGGTGCCCGGCGCCTCGTGTCA 
GTGGAGCTCAGGCCGGAACAGCCAGAGCCGGATTTCCGCTGCAGCCGCGGCACCTTCACTCTCCTGTGGC 
CGAGCAGCTGAGCCGGCCTGTCCTGTCTGGGTCTGTCCGCCTGCACTAGTGCCTCCGGCCTCCCCGAAGG 
GCGAAGGCCGAGGGCTCCTGCATCCCTGCACACCCGCGCGGGGACGGCCAGCGCCCTGAGCAA 

>GBEQ2118 | Acc | BI961413 | Ver | BI961413 .1 GI : 16319616 | MONOl_5_C02 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 46 : Stop : 628 

AAGTTTCTGGAGACGGTGGAGCTGCAGATCAGCCTGAAGAACTATGACCCCCAGAAGGACAAGCGCTTCT 
CGGGCACCGTCAGGCTCAAGTCCACTCCGCGCCCCAAGTTCTCCGTGTGTGTCCTGGGGGACCAGCAGCA 
CTGCGACGAGGCCAAGGCCGTGGACATCCCCCACATGGACATCGAGGCCCTGAAGAAGCTCAACAAGAAC 
AAGAAGCTGGTCAAGAAGCTGGCCAAGAAGTACGATGCCTTTTTGGCTTCGGAGTCTCTGATCAAGCAGA 
TCCCACGAATTCTGGGCCCAGGCTTGAATAAGGCTGGCAAGTTCCCCTCCTTGCTGACCCATAATGAGAA 
CATGGTGGCCAAAGTTGATGAGGTCAAGTCCACGATCAAATTCCAGATGAAGAAGGTGCTGTGTCTGGCC 
GTGGCTGTTGGCCACGTGAAGATGACAGATGACGAGCTTGTGTACAACATCCACTTAGCTGTCAATTTCC 
TGGTATCATTGCTCAAGAAGAATTGGCAGAACGTCCGGGCTTTATACATCAAGAGCACCATGGGCAAGCC 
C C AG CG C C T GT AC T AAAAC T GAG 

>GBEQ2119 jAcc|BI961412|VerlBI961412.1 GI : 16319615 I MON01_5__B12 . gl_A005 Monocytes (MONOl )" 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 547 

CCCCCTCTCTCTCTGTCCTTCTGCGGCCCCTGCTTCTCTCCTCCCTGCCTTGGTGTCACTCTCTCTCTCA 
TCAGGAGCCAGTCT GACT T CAGCCGAGTCCCCAGAGCACT TGACTAGACAGT T ACAAACACATCC T T CCA 
GCCTGAGCTCACCACAGGCCCGGGAGAGGGGCTTCCTGGCCCCTGCTCGCCACCGTCCCCTCGTCTCCCG 
GCCCCACTCCCCTCCCCGTAGTGACCAATTCCTATCTCTTCCCTCTCCGCAGGCTCAATGAATCGAATGA 
ATGTGAACTTCTTCATCTGTGAAAATCTTTTATTATTTTTCCATTTTGTTCTGTTTGGGGGCTTTTTTTT 
GGTTTCTTTTTTTTCCTCCGTTTGGCGAGAGAGCGACGGCTGCCGTGGGGGGTGCGGGGGAGCCCTCACT 
GTGAGTGGCTCGGAGGTCACTGCACGGGCAACGCCGGGCTCTCGCTCTCTCGCTCATTCTGTGTGTCTCA 
CATGCTTTTTTTCCTTTCAAAATTCGGATCCTTATGTGAGCCAGCCATAGAAGAA 

>GBEQ2120 |Acc|BI961411 [ Ver 1 BI961411 . 1 GI : 16319 614 | MONO 1_5_B11 . gl_A0 05 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 571 

GGACCTTCCAGAAGTGGGCGGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGAGATACACGTGCCATGTGCA 
GCACAAGGGGCTGCCTGAGCCCGTGACCCTGAGATGGGAGCCGCCTCCTCAGTCCATCATCCCCATCATT 
TGCATCATTGCTGGCCTGGGTCTCCTTGGAGCTGTGGTGGCTGGAGCTGTGATCTGGAGGAAGAAGCGCT 
CAGATGGAAGAGGAGGGAGCTACACTCAGGCTGCAAGCAGTGACAGTGCCCAGGGTTCTGATGTGTCTCT 
CAAGGCAGCTTGAAACAGCTGCCTGTGGGGGACAGAGTGATGCAAGATTTGTTCCTGTCCCACCCTCATT 
GTGACTTAAGGAATCTCTGACTTCTGCTTCTGCAAAGGGCATCTGAGGGTGTCTGTGTTCCTATTAGCAT 
AATATGAGGAGATAGGAAGACTAGTCTCTGCCGTGACCCCCTCCCACACTGACCTGTGTTCTGTCCCCGA 
TTGACTTTCCTGTTCCAGCAGACGTGGGGCTGGCTCCATCCCTGTCTTTACTTCGTGTTGCCCTGAGCTG 
CAGCTTCT 

>GBEQ2121 |Acc|BI961410|Ver|BI961410.1 GI : 16319613 | MONOl_5_B10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 42 : Stop : 656 

TTTCTTAAAGGTTGTATCTAGTTCTATTGTAGACAAGTACATTGGTGAAAGTGCTCGTTTGATCAGAGAA 
ATGTTTAATTATGCCAGAGACCATCAGCCATGCATCATTTTTATGGATGAAATAGATGCTATTGGTGGTC 
GTCGGTTTTCTGAGGGTACTTCGTGCTGATCATGATTTTGTAGTACAGGAAGACTTCATGAAAGCAGTCA 
GGAAAGTGGCCGATTCTAAGAAGCTAGAGTCTAAACTGGACTACAAACCTGTGTAATTTACTGTAAGGTT 
TTTGAAAGCTGCATGACAGACATTGGTTTAATGTAAAAATAAAGCTAAGGAAAATAATGTATGTGTTGGC 
AACAATCT CAT TAAAAGCTAATGAATAAAAATAT GTGTAAATAACATCATAAGAAGCAGT AATT C AATAA 
TTCTGCTTTTAAGATTGGTACAGAAGAAATTTGTAAATGTTGCATTTATTGCAGCAGAAGTTATAAGAGT 
ATGTTGAAGCTTTTCGTATTTGCTGTGTGAGCATTTTGTAAAACATTGAAAATGGTTTGAGATAGTAGTA 
CAAAAGAGCAT T T CATAT GACT TAT T T TAT AT CATTTGT T TTCCT TATCCTAAAA 
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>GBEQ2122 |Acc | BI961408 | Ver | BI 961408 . 1 GI : 16319611 | MONOl_5_B08 . gl_A005 Monocytes (MON01) 
Equus caballus cDNA, mRNA sequence .: Start : 11 : Stop : 547 

ATGACTTATTCAGTGATGACTGACTTTAGATAAGAGAGTTCTCGAACTGCATGTGTTGTGCCAATCTGTC 
CTGAGTGTTCATGCTTTGTACCAAATTTGACAAGCAAGTATTCTTAATGGAACTGCAACTGTTGTCATAA 
CCAACATCCAAACGAGGGCTGCTATATCTAGGTGTTCGTCAAATTGAATTTAATCAATCATAAGCCATGA 
TCATAATAATGTTAACTCAATAACTTTGTGTGGCACTGCCTAGTAAGGGACCTACGGAAAGGTGTGGATT 
CCTCCGAAATGGAAGAACTTTTCAAATAAGAG7VATACCCTTTGTGCCGCATACTATAACTAGGCTGTGTA 
TTTCTTTTCAGGGATTTTTTTACCTTCAGGGTTGGATGTAGTTTAGTCACTATTGCCGTAGCCAACCTGT 
AGTTTTACAGAAACAATTTCTTGTGGAATAATAGACGTCTCCATTTTAAAACAGCATTTTAAATGTAGTT 
TGAATATTTTCCACAAGATGCTACAATGTGAGTTATTACTTACTTCA 

>GBEQ2123 | Acc | BI961403 | Ver | BI961403 . 1 GI : 16319606 | MONO 1_5_B01 . gl_A0 05 Monocytes (MON01) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 432 

GCACGAGCAACGCTCAGACCCGGGAAAGCAGTCGTCGCTGCCGCCACCGCCTCCTCAGTCATGCCGAAGC 
ACGAGTTCTCCGTGGACATGGCCTGTGAAGGCTGCTCTAATGCGGTCACTCGGGTCCTCAACAAGCTGGG 
AGGAGTTCAGTTTGACATTGACCTGCCCAACAAGAAGGTTTGCATCGACTCTGAGCACAGCGTGGACACT 
CTGCTGGAGACCCTGGGGAAAACAGGAAAGGCCGTTTCGTACCTCGGCCCCAAGTAGCAAGGGCCTGGGC 
CCCTGGCCCGCAGGATGGACCAAAGCGGGCAGGCCTGACCCTCTCCTGCCTTCCAGACAGACCTGGGGCC 
TGGCAGTCCTGCTCAGCGACCGGAGTTCCTGCAGAGACCCTCACTCGCCCTCCTCCTCCCTAGCTTCCCT 
GCAATAAACTCG 

. >GBEQ2124 | Acc 1 BI961400 | Ver | BI961400 . 1 GI : 16319603 | MONO 1_5_A0 9 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 525 

TGGTGGAATAAGAATTCTGAAAACACCGTCTATTTTGAAGGCTATTTTTGATACACCGGATGAGGATCCA 
AATTACAATCCACTACCTGAAGAGCAGCCAGGAGGCTTCGCCTGGGGTGAGGGCCAGCGCCTCGGCGGAT 
AAAGCGGCAGTGCCAATAATGAGACCCAGCTGGGGAGGACTCACTGACATGCCCATTGGGATTCTTTTAT 
CCTTTGTATTGGAGACGTGTGGACACTTTCGACAGCTTGACAGATTTTAACTCCAGAAGCACTTTATGAA 
ATGGTACACT GAT TAATCCAGAAGACATTT CCAGCAGT T T GC CAGT GGT TCCT CAATACACT GGTAC TGA 
AAGTGTAATCTCTCGGAGCCAAAAAACTGGAGAAACAAACACCCTGCCGCCTCTAACGAACAAGTACATG 
AGTACTTGGGTTCTATGGTGTAAGGCAGAGCTTTTTCCTCCTCTTCTTCTTTGATAGATGAGGTCATGGG 
TAAATGQAAGTTTCAGAGAGGACAAAATAAAAC 

>GBEQ2125 | Acc | BI961389 | Ver | BI961389 . 1 GI : 16319592 | MONOl_4_H04 .bl_A00 5 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 470 

TTCGGCACGAGCGGCACGAGAAAAAATAGTGCTGTTTAATGCTAAATAAGGCAGCAGCCACTTGGACATT 
TGGGCTTTT T AAATACAAT T AG AGC T G T AAGG AAAACG AAAT G C CACAAAC AC AAGAAT GT T C T T AAAT G 
GAAA2\AGGCGTTGTCAGCTGGGGTAAATCCTATACCATTTTAGGGAGCGTTAAAAATATTTTTTAAGATT 
TGAAATATGTTTCATAAAAGTCTTCTATTCACAAATCCTATTCAACAGATGTTCCCCTCAAGGGGAAACA 
TTTGAGTTTCTAAACAATCATGAAAGTCTAAATGATTTTTACGTGATGCCAGAGTAACACTTTTATTTGA 
TCAATTCGAACAAATAAGAGACCAGTTTTGCATTAAAAAAACTCTTCTGATTATTTAAGTCAGCTGACCA 
GAATTCAGGGAAAATGAACAATCTTTTGTGCCAGAGAATCTGAAAGTGGC 

>GBEQ2126 [ Acc | BI961386 | Ver | BI961386. 1 GI : 1631958 9 | MON01_4_G12 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 99 

gcacgagtcaaggccaagaggcctgagaaacgcagaaccagccttcggtcaacatggcagattccagaag 
agacccgtcagagtcgtgatacttcaggatgcccacttttgcccctgcttttgctttggattatacctca 
ccagctgcacaaaatgcattttcccatcaaacagtcgccactaaccccctctgagaggctcatgagggaa 
aaagAacagaaagagagattttcttggaaatttcccccaagggtgaaagtcactggaattttttttaaat 
cacaggggaagaacaactctgttttaaatcctcttattcttttggttcatcactaagaaggaactaagca 
ggacagaggcaacttacttgcagatgctggaaatggtgctccgagttcgacaatgagtcaatagcacaaa 
agaagtgacgtttatccagccctatagccctggctgcctctgaagaaactgccttcactgtacatatgtg 
actgactgt 

>GBEQ2127 | Acc | BI96137 6 | Ver | BI961376 . 1 GI : 16319579 I MONOl_4_F10 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 32 

GCACGAGCGGCACGAGGAAAATTCTTGGCTCTCTATATGCTGCCTCAGAAGATCAAGAAAAACGAGATAT 
TGCCAAGGGCCATTTGAAGAAGGTCACAGAGCAGTATCCTGATGATGTCGAAGCTTGGATTGAATTGGCA 
CAAATCTTAGAACAGACTGATATCCAGGGTGCCCTTTCAGCCTACGGAACAGCAACACGGATCCTTCAGG 
AGAAAGTGCAGGCTGATGTCCCGCCAGAGATTCTGAATAATGTGGGTGCCCTCCATTTTAGACTTGGAAA 
TCTAGGGGAGGCAAAGAAATATTTTTTGGCGTCATTGGATCGCGCAAAGGCAGAAGCTGAGCATGACGAA 
CATTATTATAATGCCATTTCTGTCACAACATCGTACAATTTAGCCAGGCTGTATGAAGCAATGTGTGAAT 
TCCATGAAGCAG 
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>GBEQ2128 | Acc 1 BI961370 | Ver | BI961370 . 1 GI : 16319573 | MONOl_4_F03 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 441 

GCACGAGCTTTTTTCCAACGCTTCTTTCAAGCCTAAGCTCGAGCGAATTACCTTCCGGCCTAGCATCGCT 
TTCGCCATGGCCCTCAGCGATGCTGACGTGCAGAAGCAGATTAAGCATATGATGGCTTTCATTGAACAAG 
AAGCCAATGAGAAAGCAGAAGAAATAGAT GCTAAGGCAGAAGAAGAGT TCAACAT T GAGAAAGGT CGTCT 
CGT GCAAACCCAAAGAC T GAAGAT TAT GGAATACTAT GAAAAGAAGGAAAAGCAGATT GAGCAGCAGAAG 
AAAATTCAGATGTCCAATTTGATGAATCAAGCAAGGCTGAAAGTCCTCAGAGCGAGAGATGACCTTATTA 
CAGACCTACTAAATGAAGCAAAACAGAGACTCAGCAAAGTGGTAAAAGATACAGCCAGGTACCAAGTGCT 
GCTGGATGGACTGGTACTCNC 

>GBEQ2129 1 Acc 1 BI961367 | Ver | BI961367 . 1 GI : 16319570 | MON01_4_E12 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 520 

GGCACGAGATTTGGCGTAAGTCTGTTGCGGAAGGATAAGCCTGCAGTTCAAACGGACTGGTCAGCTGGAT 
TTGCATGAACAGAACCTGCGCAATTTCTAAAACTGAGTTTTAAAACTGGCAGCTCTTTTACCAGCCCTGT 
GGGCTTTTGTGAAGTCCCTCCCTGTCCCAACTTCTTACAGCTGTTCTTGTTTCCTGTGGTAGGATTTTTT 
TCATTCCTTTCAGAGAAGGGAAATCAATATAACCCCTTCTCTAGGAGGAAAGTGGTTAGTCTGATCTTAA 
GCAGTGTTAGAAGATATATTTTGATCCAAACCAGGTATCTGGGCTGGGTTAATTCCAGCCTGGGACAAGG 
GATCGCTCACAAGATGTTTTTCCGGTTTGTATGCTATCTCGTGGTTGTGTGGCTGATTCCTGCCTCAGAT 
GCGGGCCACTGTCCTGACCCTGTGCTGGTGAATGGTGAATTCAGTTCCTTGGGGCCTGTGAATGTGAATG 
ACAAAATCACGTTTAAGTGCAATGAGGACT 

>GBEQ2130 | Acc I BI961361 | Ver | BI 9 613 61 . 1 GI : 163195 64 | MONO 1_4_E05 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 382 

GCACGAGTCTGACTGAGCCTGCCCTCGTGAAGTACTTTGACAAGCCCGTGTGCATGATGGCCAGGATCAC 
CAGTGCGAAAAACATCCGGATGATGGGCAAGCCCCTCACCTCGGCCAGTGACTACGAGATCTCAGCTCTG 
TCAGGCTGACATGCGCTTTCACTGGGGATGGGGGAAAGAGGGAGGGAAAGGGTCTTTTTTATGTTCTTCT 
GTGTTGGGTTTCTTTCTTTTAAATTAAATATTTATTAGTACCTGGCTTAAAGCCTAGTGTTTTCATAATA 
TAAT ATAAAGAAAACTGT T GGAGAAAT ATT TAAACACCTCGAT GTAGGTACAGTACACTCT GT T GT T GGG 
GGGAGGGGAT TTACCAGAATACAGT T T AT TCA 

>GBEQ2131 |Acc|BI961352|Ver|BI961352.1 GI : 16319555 I MONO 1_4_D07 . bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 63 

GCACGAGTGAATTTCAGTAATCTGAGCTTTGGATGGCCTTTTAAATAAGAATCCAGTATGTAAAGGTTAA 
TTGCTGTGCTGCAAAGATCTTGTCTCTTGGCCCCTGTAGGAAGTTAACCTTTGTTGTTTTTCTTTTGTGA 
TATTTTGCTTATTGCACAATTGCTTTAGGGTTAAATGAATTATATTAAGATGCCTTGAAATTATATTATA 
GCACTCCTTGATTAAGAAGCTAAAATGTTTTCTGTCATTTACTCCTTAAAAGACTTAAATTAGTTTCGGA 
CATTCTTAATGTTATTTTTCAGCATCTGGTTTATGTTAATATAAGAGTGAGAATAGCTTATAGATAGCCA 
CAGGCCCCTGATGTAATGAGAAGAACAGGACTTTTAAATAGTGTCACAAGGGTCTACAATATAACCTATA 
ATTCCTACACATACTGCAAATATTTCTTTAAATTGTGCAGGAA 

>GBEQ2132 I Acc | BI961347 | Ver | BI961347 .1 GI : 16319550 | MONO 1_4_D 0 2 . b 1_A0 0 5 Monocytes (MONOl ) 
Equus ^caballus cDNA, mRNA sequence .: Start : 1 : Stop : 336 

GCACGAGGTTTCAGAAGGGTAGGAGGGGGCGAGGAAACAATCATGCCATTTCAGAAGGTCATCTGTATAT 
ATGATTGTAATCTTATAATTGTTATCAAAATCCTCTAACAGTCCTATTTAACAGAAATTGTATATTGTAA 
TTTAAAATAATTATATAACTATATGTGAAATAAGAATGCAGACATCCAATGGTTATTTCATTTTCCAAGA 
GCACATAAGGCATTTTGCAAACATTGAATCTGCCCAGGGCAGACTAGGAGAAGTTGTAAAATGTGTATTA 
TTTACATTTAATATGCCTACAGGAATATGTCGGAGAGGGTTAATCCCTGTTTCTGT 

>GBEQ2133 | Acc [ BI961340 | Ver | BI961340 . 1 GI : 16319543 | MONOl_4_C06.bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 47 8 

GCACGAGCAGAGAGGCAGGCGTGAGCAAGGCTCTGAGGCGGGCAGAACGTCTGAGGGTCCCAGCGGAACA 
TGGCAGGTGACCGCGAGGTGGTGGCCATGGACTGCGAGATGGTGGGCCTGGGGCCCTTCGGGGAGAGCGG 
CTTGGCCCGCTGCAGCCTCGTGGACCTCCATGGCACCGTGCTCTATGACAAGTTCATCCAGCCGGACGGG 
GAGATCGTTGACTACAGGACGCGGGTCAGCGGGGTGACGCCTCGGCACATGGAGAAAGCCACACCATTCA 
CCGAGGCCAGGCAGGAGATCCTGCAGCTCCTGAGAGGCAAGCTGGTGGTGGGTCACGACCTGAAGCACGA 
CTTCAAGGCCCTGAAAGAGAGCATGGACGGCTATGCCATCTACGACACGTCCACCGACAGGCTGCTGTGG 
CGCAAGGCCAAACTGCAGAACTGCAGGCGGGTCTCCCTGCGGGTGCTCAGCGAGCGGC 

>GBEQ2134 | Acc | BI961323 | Ver | BI961323 . 1 GI : 16319526 | MON01_4_A08 .bl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1: Stop: 448 

GCACGAGCGGCACGAGATTGCGTCTCAAACCAGATTTCATCGATGGTTATATTAACCTGGCAGCCGCGTT 
GGTAGCAGCAGGTGACATGGAAGGGGCAGTCCAAGCTTACGTCTCTGCTCTTCAGTACAATCCTGATTTG 
TACTGTGTTCGCAGTGACCTGGGGAACCTGCTCAAAGCCCTGGGTCGCTTGGAAGAAGCCAAGGTAGGTT 
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TTTGATAGAA.CACATTTAAACATCAGTGTTATGAAAACTTGTACTTTTTGCCAAGTCTTCAA.CTCTTCAT 
TGAGCTGTCTTCACAAAACAGTCCTATGAAACTGAGGAAAACTGACGGCATGAATCGCCTCAGACTAGAG 
CAGGGCCAGGCTTTGGCATATCTGTTCTAAATCTGGGGCTAAAGCAAGAACCTGAACATTTTGGAGCCTT 
TCTGCTGAGCTAGATCATCTTTATAACA 

>GBEQ2135 | Acc | BI961317 \ Ver | BI 961317 . 1 GI : 16319520 | MONOl_8_H06 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 593 

GCACGAGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGAC 
AGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTTTGGATGATTACCCAAAATGCTTCA 
TTGTGGGAGCAGACAATGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTCCGCGGGAAGGCTGT 
GGTGCTGATGGGCAAGAACACCATGATGCGCAAGGCTATCCGAGGGCATCTGGAAAACAACCCGGCTCTG 
GAGAAACTGTTGCCTCATATCCGAGACAAAGTGGGAGCCAGCGAAGCCACACTGCTGAACATGCTGAACA 
TCTCCCCCTTCTCCTTTGGGCTGATCATCCAGCAGGTCTTTGACAATGGCAGCATCTACAACCCGGAAGT 
CCTTGACATCACAGAGGAAACTCTGCATTCTCGCTTCCTGGAGGGTGTCCGCAATGTTGCCAGTGTGTGT 
CTGCAGATTGGTTACCCCACTGTTGCATCAGTACCCCATTCTATCATCAATGGGTACAAGCGGGTCCTGG 
CTTTGTCTGTGGAGACTGATTACACCTTCCCAC 

>GBEQ2136 j Acc 1 BI961312 | Ver | BI961312 . 1 GI : 16319515 j MONO 1_8_G12 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 258 

GCACGAGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCTCGTGCCGAT 
TCGGCACGAGCGGCACGAGCCATGGCTCAGTTTTGTGTGGAACCTGAACCTGGAGGCCTGACTGAGATTT 
TCCGCACTGACTACGAGCACTGGGCCATCTACATGGAAGGTGGTGATGTGATCCATCTCGGTCCTCCAAG 
TGAGTACCCTGGGGCTGGCTCTTCCAGCATCAACTCTATTCTGAGCGG 

>GBEQ2137 | Acc | BI961310 | Ver | BI 961310 .1 GI : 16319513 I MONOl_8_G08 . bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 48 6 

GCACGAGGGAAAAAT TGAT TAAGAG AAAGGACCACGCNAT T GAAAAAC TTGCCCAGT T C T T CAGCAGAGC 
AGTTTTCTGGGGATCTGTAGACTCTGGAGACAAGAATCAAGGGCTGGTTTTCTCCAGTGAGTTAGGGTTC 
TTCATGAAGTCCCCACTTGGAGAGAGAGTTGGGAGGACCGACCTATGTTTGTCCCTGCGGCTTTGTGCTC 
AGCTTTTGAAGTATTTAGCATAGTATTTCCTGTTATTTATTTGTTGCTATTTTATCTGCTATGTTGTTGA 
AGTCTTTGGCAATTGACTAAATTGTGAGTCAAGAATCACTGGTTGTTAATCTTTCAAGGTGACTTGTATT 
TGAAGAATGTAT TCCTCATAGT GTTACCTAAAAGGCTGT GGATTTAATATGTGAATGATAT T T CAT TAGA 
ATGCTGTATATGGAGATAAACTGTTGTCTTCATTCTTCTCATGAGACAGGAATTATTTTAGTATTG 

>GBEQ2138 | Acc | BI961307 | Ver | BI 961307 . 1 GI : 16319510 1 MONOl_8_G04 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 523 

GCACGAGCGGCACGAGGCAGACTTTGCCAAGTGGCGCTGTGTGCTGAAGATTGGGGAGCACACTCCCTCA 
TCCCTTGCCATCATGGAAAATGCCAATGTTCTGGCCCGTTATGCCAGCATCTGCCAGCAGAATGGCATTG 
TGCCCATCGTGGAGCCTGAGATCCTCCCTGATGGGGACCATGACTTGAAGCGCTGTCAGTATGTAACCGA 
GAAGGTGCTGGCTGCTGTTTACAAGGCTCTGAGTGACCACCACATCTACCTGGAAGGCACCTTGCTGAAG 
CCCAATATGGTAACCCCAGGCCACGCCTGCACCCACAAATATTCTCATGAGGAGATTGCCATGGCAACTG 
TCACGGCACTGCGTCGCACGGTGCCCCCTGCTGTCACTGGGATCACCTTCCTATCTGGAGGCCAGAGTGA 
GGAGGAGGCATCCATCAACCTCAACGCCATCAACAAGTGCCCCCTGCTGAAGCCGTGGGCCCTGACCTTC 
TCCTATGGCCGAGCCCTGCAGGCCTCTGCCCTG 

>GBEQ2139- | Acc | BI961305 | Ver | BI961305 .1 GI : 16319508 | MONOl_8_G01 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 03 

GCACGAGAGACACCGTCAGAGACATTTTCTTTCTTTTTTCTTTCTGCTTTTTAAGACTCCAGGAAAAACA 
GCTTCCATGGCACATTTTGGACAGGGCCCAACTAGAATGAGTGCAGCAGAAAATTCTACGGAGCACGCAG 
AGT GGACTCAATCAT CAAGAAGAAAGAACT TGACAAAT CCT CT TGAGGAAAAGATAAGGT GCT T GGAAAA 
ACAAAGAAAAGAGC T CCT GGAAGT TAACCAGCAATGGGATCAGCAATT TAGAAGTATGAAAGAGTTAT AT 
AAAAGAAAGGTCGCAGAGCTGCAAATGAAACTGGTCGCCGCAGAAAGATGCCTCAGCACACACGAGAAGG 
AGCGGCAGCACAGTCAGAGAGAGAGCGACGGGCAGCGCGACGCGGCCCGGGAG 

>GBEQ2140 | Acc | BI 961304 j Ver |BI 961304. 1 GI : 16319507 J MON01_8_Fll . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop : 551 

GCACGAGGACGAGTCGGCGGAGCTGTGCGCGCGGCGCGGCGCGGCGATGGGGGCCTCGGGCAGTCGCCTG 
TCCAAGGAGCTGCTGGCCGAGTACCAGGACTTGACGTTCCTTACGAAGCAGGAGATTCTCCTGTAAGTGC 
CGTCTCGGTCCTCGCCTCTGCGATCCTCGAGGGGCGGCTTCGGGGGGCTCCGTCTCACAGACGGGCAAAC 
CGAGGCCCCCCCAGCGGGAGGGGCGGTGGCCTGCCCTCAGAGGTCAGCCGCTGATCCGGAGCTGCGGTCC 
CGGGCCCCGAGCGCTCGGCTGTGCCCTGCTCCCGTCACGCCTCCCCGCCCGCGAGGGGGGCCCCAGCTCT 
GCACCGCGGGGCCGCCTCGTAGTCTCCAGCCCAAGT.TAGGCGCCCTTTGCCCCTTGCGCCGCGGGCTTCT 
GCAAAACCGAACTTCCGCCCCAGTCCGGCAGAGAGTGCTGTGGCTCCTGGATGGCTTTGCCGACTGGCAA 
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AGCCGGAGATGCCTTGGGGAGCCTGGCTCCTGCTCCCTGCTCTACCTGAGTAATGCAGTAA 

>GBEQ2141 |Acc|BI961294|Ver[BI961294.1 GI : 16319497 | MONOl_8_E12 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 528 

GCACGAGGACCGCGGCGCGAGAGGAGCGAGCCTCGGGGAGCCCAGGCCCGGCAGCCATGGCGGTGGAAGG 
AGGAATGAAATGTGTCAAGTTCATGCTCTACGTTCTTCTGCTGGCCTTTTGCGCCTGCGCAGTGGGTCTG 
ATTGCTGTGGGTGTAGCAACCCAGGTGGTCCTGAGTCAGACCATCATCCCGGGAGCCACCACTGGCTCCC 
TCGTGCCCGTGGTCATCATCGCAGTGGGTGCCTTCCTCTTCCTGGTGGCCTTTGTGGGCTGCTGTGGGGC 
CTGCAAGGAGAACTACTGTCTTATGATCACGTTTGCCGTCTTCCTGTCTCTTATCACGCTGGTGGAGGTG 
GCCGCAGCCATAGCTGGCTATGTCTTTAGAGACAGGGTAATGTCAGAATTTAGTAAGGACTTCAAGCAGC 
AGATGCAAAATTATCCAAAAGACAACCACACTGCTTTGATCCTGGACAGGATGCAGGAAAAATTCCACTG 
CTGCGGCGCAACTAACTATACTGACTGGGAGACCATCC 

>GBEQ2142 | Acc | BI96128 6 | Ver | BI 96128 6 . 1 GI : 163194 8 9 | MONO 1_8_E02 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 513 

TGCTGAGAGATCGAGAAGTAGGAATCCCTCCAGAGCAATCCTTGGAAACTGCTAAGGCAGTAAAGGAGCG 
CT ATAGT TATGTCTGCCCTGATT TAGTAAAAGAAT T TAACAAGT AT GATACAGAT GGAACAAAGTGGATT 
AAACAGTATACT GGAATCAATGCTATCTCAAAGAAAGAATT TTCCAT TGATGT TGGTTAT GAGAGATT T T 
TGGGACCTGAAATCTTTT.TTCATCCAGAGTTTGCTAATCCGGACTTTACTCAACCTATCTCAGAAGTTGT 
AGATGAAGTAATTCAGAATTGTCCTATTGACGTCAGGCGTCCTCTCTACAAGAATATTGTCCTGTCTGGA 
GGTTCAACCATGTTCAGGGACTTTGGACGTCGCTTGCAAAGAGATTTGAAAAGAACTGTAGATGCCAGGC 
TGAAATTAAGTGAGGAATTGAGTGGTGGTAGATTAAAGCCAAAACCTATTGATGTACAAGTCATTACCCA 
CCACATGCAGCGATATGCAGTTT 

>GBEQ2143 | Acc | BI961284 [ Ver | BI961284 . 1 GI : 163194 87 | MONOl_8_D12 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 579 

GCACGAGCCCTGGCCGATCCCCTAGTCTGCATCCGGGTCGGGAGCCCTCCCCCAGTGGGCGCGATGCCGA 
GGAAGCAGTGACCCCCGGAGAGGCCGGAGCGCGGGCGCTGGGAACTGCTGCCATGTCCCACCAACCACTT 
AGCTGCCTGACTGAAAAGGGGGACAGCCCCATTGAAACCACAGGAAATGGACCCCCCCATCTAGCTCACC 
CAAGCCT GGACACGT TCACACCAGAGGAGCT GCTGCAGCAGATGAAAGAGCTCCTAACT GAGAAT CAT CA 
GC T GAAAGAAGCCATGAAGCTAAATAATCAAGCTATGAAAGGGCGATT T GAGGAGCT TT CAGCCTGGACA 
GAGAAACAGAAGGAAGAACGCCTTT T TTT TGAGAT CCAGAGCAAAGAAGCCAAAGAGCGCC TAATGGCT T 
TGAGTCATGAAAATGAAAAATTGAAGGAAGAACTTGGAAAACTAAAGGGCAAAACAGAAAGGTCATTCGA 
GGACCCCACTGGGGACCCCAAGGTCCCCAAGGCAGAAGCAGAACAGGAAATGGAACAGCTGAAGACCCAG 
GTGGCACGCCTTCAAGCTG 

>GBEQ2144 | Acc | BI961283 | Ver | BI961283 . 1 GI : 16319486 | MONO 1_8_D11 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 566 

GCACGAGCTCGTGCCGCGGAAGTCGGCGCGATGAGGCCTCGGGCACCGCGGGGCGTCCTCCCGGGCGCGC 
TCGGCCTGGCGCTCTGCTGCCTGTGCGGCGCGCTGGGACCCTGGAGGAGTGGCAACCACGGATGGAAAAA 
ACTCATTATGGTTCACCACTGGCCTACAACAGTGTGCAAGGAAATTGAAAATGCCTGCAGTGACCCTCCG 
GATTACTGGACGATACATGGATTATGGCCTGATAAAAGTGAAGAATGTAACCGGTCGTGGCACTTTAATT 
TAGAAGAGATCAAGGACCTTTTGCCAGACATGAAGATATACTGGCCTGATGTCACCCATCCACCGAATCA 
CAGCCACTTCTGGAAGCATGAGTGGGAGAAGCATGGGACCTGTGCAGCCCAGTTGGACGTCCTCAATTCC 
CAGAAGAAATACTTCGGCAAAAGTCTGGATGTGTATAAGGAGCTGTCCGTGAACAGTATGCTCCAAAAAT 
TGGGGATAAAACCGTCTATCAATTACTACCAGATTTCAGATATTAAAGATGCCCTCGCCAGCGTCTACGG 
AGTCAT 

>GBEQ2145 | Acc | BI961282 | Ver | BI961282 . 1 GI : 16319485 | MONOl__8_D10 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 512 

GCACGAGCACGCTGGTGCCACTCGTCTGATCATCGACCCCCAAACCCTAGACCGCCCTGCCCACCCCGGG 
ATGCTGAAGGCAGCGCTAGAGCCCCGAGGGGGCTTCTGCTTTGAGAACTGCCAGAGAAACGCATCCTTGG 
AACGCGTCCTCCCGGGGCTCCGGACCCCTCATGCACGCAAAACTGGGACCACCATCGCGGGCATTGTGTT 
CCGAGACGGGGTCATCCTGGGCGCGGATACGCGGGCCACTAACGATTCGGTCGTGGCGGACAAGAACTGT 
GAGAAAATCCACTTCATCGCTCCCAAAATCTACTGCTGTGGGGCTGGAGTTGCCGCGGACGCCGAGATGA 
CCACACGGATGGCAGCGTCCAACATGGAACTACACGCGCTGTCTACGGGCCGCGAGCCCCGCGTGGCCAC 
AGTCACTCGCATGTTGCGCCAGACGCTCTTCCGGTGCTGGGGAGGGCTGATGACCCAGGGGAGGAGCTGT 
TGCGGGGAGAGCGAGACTGTGA 

>GBEQ214 6 [ Acc | BI961269 | Ver | BI961269 . 1 GI : 16319472 | MONO 1_8_C0 6 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 513 

GCACGAGCTTCTGTCATAGACTTGTGTGTTTCTTTTCCACTACTGTTCCTCAAGCCCCACTCTCCTCCTT 
TGCTTTCACTTATTCTGCGTCAACCCATCCAGAGATCCCTCCCCTTCTCTCCCTGCCGGCCTAGTTATGG 
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CAGAGAACGAT GTGGACAATGAGCTCT TGGACTAT GAAGAT GAT GAGGT GGAGACAGCAGCT GGGGG AGA 
TGGAGCTGAGGCCCCTGCCAAGAAGGATGTCAAGGGCTCCTATGTCTCCATCCACAGCTCTGGTTTTCGT 
GACTTCCTGCTCAAGCCAGAGTTGCTCCGGGCCATTGTTGACTGTGGCTTTGAGCATCCTTCAGAAGTCC 
AGCATGAGTGTATCCCTCAAGCCATTCTGGGAATGGATGTCCTATGCCAGGCCAAGTCAGGCATGGGAAA 
GACAGCAGTGTTTGTGCTGGCCACACTGCAACAGCTGGAACCAGTTACCGGGCAGGTGTCTGTGCTGGTG 
ATGTGTCACACTCGGGAGTTGGC 

>GBEQ2147 | Acc 1 BI9 61259 | Ver | Bl 96125 9 . 1 GI : 163194 62 j MONOl_8__B05 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 216 

GCACGAGGACTCACGCACATCAGTCCTCGGCACTATAGTGAGTTTATCGAGTTCCTCAGCAAGGCCCGAG 
AGACCTTCCTAATGGCGCATGATGGACACATTCAGTTTACACAGTTTATTGACAACCTGAAACAAATCTA 
CAAAGGCAAAAAGAAACTGATGATGCTGGTTCGGGAGAGGTTCGGTTGATGGAACTCGGATGAGTGGGGG 
CGGGGG 

>GBEQ214 8 | Acc | BI 961258 | Ver ) BI961258 .1 GI : 163194 61 1 MONOr_8_B03 .bl__A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 428 

GCACGAGCGGCACGAGTCAGACTCCAGCCATGAAGGGACTCTTGCGACCTGGGTATCGGCTCTTGTTTCC 
GCAAGAAGAACCTGTCCGGACCTATTTCCATTCGCTCCCACATCCTTGAAAAGCCGTTAAAATGTCAGTT 
CTCACACACCGCCGGTCCTGCTCATTCATATCCTTCCTTCTCGTGTTCTGTTTTGTCCTTTTCCTCTTTG 
GTCAGGTCGTCCTGTGCAGAGGAACCCTGTGCCGCAGACTTAAGAAATAAACGATGTGTAAGGCAAAAAA 
AAAAAAAAAAAAAACTCGAGCTCGTGCCGAATTCGGCACGAGCTCGTGCCGCTCGTGCCGCCGAGGTTTC 
CTGCTTCAACAGTGCTTGAACGGAACCCGGCGCTCGCTCCCCGCCCCGGCCGGCCACCCAGAGTCAGCCC 
TCCTCCAC 

>GBEQ214 9 | Acc | BI961256 | Ver 1 BI961256 . 1 GI : 163194 5 9 | MON01_8_A12 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 536 

GCACGAGGAAGACATGGCGGCTTCTGCGTCGGCGGCGGCAGGGGAGGAGGACTGGGTCCTGCCCTCTGAA 
GTCGAGGTGTTAGAGTCTATCTATCTGGATGAACTACAGGTGGTTAAAGGCACTGGCAGATCTTCACCGT 
GGGAGATCTGCATCACCCTGCACCCTGCCACTGCAGAAGACCAGGACTCCCAGTATGTCTGCTTCACTCT 
GGTGCTTCAGGTCCCAGCACAGTACCCCAACGAGGTACCACAGATATCTATCCGTAACCCCCGAGGACTC 
TCTGATGAGCAGATCCACAAGATCTCCCAGGCGCTGAGCCATGTGGCCAAGGCCGGGCTGGGTACTGCCA 
TGCTCTATGAACTCATTGAGAAAGGGAAGGAAATTCTCACAGATAACAACATCCCCCATGGCCAGTGCGT 
CATCTGCCTCTATGGTTTCCAGGAGAAGGAGGCCTTCACCAAAACACCCTGTTACCACTACTTCCACTGC 
CACTGCCTTGCTCGGTACATCCAGCACATGGAGCACGAGCTGCAGG 

>GBEQ2150 1 Acc | BI 9 612 51 | Ver | BI9 61251 . 1 GI : 16319454 lMONOl_8_A07 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 54 6 

GCACGAGTCAGGACTAGGGGGAGCCGGGGCCAAAGCCCAGCGGGGAGGGCGCATACCCCAGAGACGATCG 
TATGAAGAAAATATGGAGGAGCTGTTACATGTTCGGTACTGAATCATTTTCAGGGGATTGAAAGACTATC 
GC TGGAT T TCAT GAT GC TGACTGGTGT TAGCTGAC TAACCCACGTAAAT AGGCACTTAAGTAGAAGCAGG 
GAAGGGAGGGAAAGACTGGCTTCTGGACTTCTTCCCGATCCCCACCCCTTACACATCACCTGTAGTGACT 
GGGGAGGGAGTCGGAAGTAAACCAGTGTAAGGCAGTGCTGGCTGCCTCTGCCTGGTTGCATTGAAACTGT 
TGGTTTTCTTCCGGATGTAGCTTGTGCAGATGTAGCAGGAAACTAAGAAAACCCACCATCTCAGTGAGCA 
CTGGGCTGCCTCCCCAGGGAGGGGCAGCCGTGCTTGTATTTTTATGGTTAGAAAGGCACAAAAATATTAT 
CAACTTATCTAAAACATTCCTCTTCTCTCTTTTTTTTCCTGAATATCATAGAGTTT 

>GBEQ2151 | Acc | BI961250 | Ver | BI 961250 .1 GI : 16319453 | MON01_8_A03 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA / mRNA sequence .: Start : 90 : Stop: 202 

ACTACTACAAGGTGGCCATCAAGGTGGGCGGGCGCTACCTAAAGGGGGACCACGCGGGGGTCCTGAAAGC 
CTGCGCCGAGGCCGTGGAGCCCGCCACGCTGTGGGAGTACTAG 

>GBEQ2152 | Acc | BI961242 | Ver | BI961242 . 1 GI : 16319445 | MON01J7__G12 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 541 

GCACGAGAGCAGAGGGTCTGGGTGGATCTGCTGAGCCTGCTGCCCAGAACCCCATGGAGCTGATGGTCCT 
GCAGCTGCTGCTCTGGCACAGTGCACTCTGGATGGTGCAAGAAGCCACCCCCCTAGGCTCTGCCAGCTCC 
CTGCCCCAGAGCTTCCTGCTCAAGTGCTTAGAGCAAGTGAGGAAGATCCAGGCCGATGGTGCAGCGCTGC 
AGGACAGGCTGTGTGCCACCCACAAGCTGTGCCACCCTCAGGAGCTCATGCTGCTGGGACACTCTCTGGG 
CATCCCCCAGCCTCTCCTGAGCAGCTGCTCCAGCCAGGCCCTGCAGCTGACGGGCTGCCTGAGCCAACTC 
CACAGTGGCCTCCTCCTCTACCAGGGTCTCCTGCAGGCCCTGGCAGGGATCTCCCCCGAATTAGCCCCCA 
CCTTGGACATGCTGCAGCTGGACGTCACCGACTTTGCCACCAACATCTGGCAGCAGATGGAAGACCTAGG 
GGTGGCCCCTGTGGTGCAGCCCACCCATGGCCCCATGCCGACCTTCGCCTC 

>GBEQ2153 | Acc I BI961238 | Ver I BI961238 . 1 GI : 163194 41 | MONO 1_7_G08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA/ mRNA sequence .: Start : 1 : Stop : 512 
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GCACGAGCGGCACGAGCACAGAAGCGAGATGACGAAGGGAACGTCATCGTTCGGAAAGCGTCGCAACAAG 
ACGCACACGTTGTGCCGCCGCTGTGGCTCCAAGGCCTACCACCTGCAGAAGTCGACGTGTGGCAAGTGCG 
GCTACCCCGCCAAGAGGAAGAGAAAGTATAACTGGAGTGCCAAGGCTAAAAGGCGAAACACCACCGGGAC 
CGGTCGAATGAGGCACCTGAAAATTGTATACCGCAGATTCAGGCATGGATTCCGTGAAGGAACAACACCT 
AAACCCAAGAGGGCAGCTGTTGCGGCATCCAGTTCATCTTAAGGATTTCGATGACTAGTCACGCAATAAA 
TGTTCTGGTTTTAAAAAATTAAAAAAAAAAAAAAAAAAAAAAAAAAACCCTCGTGCCGAATTCGGCACGA 
GTGGACACGAAGGACAGACAAGAGGAAGGGGACAGTCAGGCTGCTGCATCAGAAGACTCCCAGGATGTGA 
CCTACGCCCAGCTGAACAGTTT 

>GBEQ2154 | Acc | BI961237 ) Ver | BI961237 .1 GI : 1631944 0 | MONOl__7_G07 . bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 379 

GCACGAGTTGCGCAGCACGCGGCGCTTCGTGATGCTGCAAGACAACTCTGGGGACCTCACGGACCCGCAT 
AAGGTGTATGCGCTCAGCCCCGAGGTGGGGTGGGCAGAAGATGCAGGCATTAACCAGGGGAAGGATGAGG 
CCCTTGATGTCCCCCCCAGGATGGGCGGGTTCCTCAGGCCAGCCCTGGCAGGAGATGCTGGTGAGAGGCG 
GGGGCACCAGCTGGCTGGGCCGAACCCTGAGCCCTGCGCCCCAAGCCCTCTTTCCGGCCCAGCTGACGAT 
GTGGAGGACCTCTTGCTCCAGGCTCTGCAGCAGAGCAGCCTGGAGGACCACCTGCTGGAAGCTACATGGG 
GGGTGGATCCAATCTCCCCAGAGGCTCCT 

>GBEQ2155 j Acc | BI96123 6 | Ver | BI 961236. 1 GI : 16319439 | MONO 1J7_G0 6. bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 562 

GCACGAGGTCAACGGGGAGCTGCTGTTCTTCAGACAGAGAGAGGGGCCTTTCTATCCGACTCTGAGGCTG 
CTCCACAAGTACCCCTTCATCCTGCCGCGCCAGCAGGTGGATAAGGGCGCCATCAAGTTCGTGCTCAGCG 
GCGCCAACATCATGTGTCCCGGCCTGACCTCCCCCGGGGCTCAGCTCTACCCCGCTGCGGAAGACACGGT 
GGTCGCGATCATGGCGGAGGGCAAGCAGCACGCCCTGTGTGTGGGCGTCATGAAGATGTCTGCAGAAGAC 
ATCGGGAAGGTCAACAAAGGCATCGGCATTGAAAACATCCACTATTTAAATGATGGGCTGTGGCATATGA 
AGACGTATAAATGAGCCTGCCAAGGAGTGCGCTTGGGCTGGAGATGGACCTGAGCCCCCTAAAGGAATGC 
GCTTGGGCTCCAGACGGACCTGAGCCTCCCAGGGAATGCGCTTGGACTCAATGTGGACTCTGCTGTATCT 
GTGTCCGTGTCTGTGTGTGACAGCATAAAGGCACTACCTCTGTGGTTATGCTGAATAAATTCAACAGATG 
CT 

>GBEQ2156 | Acc | BI961235 | Ver | BI961235 . 1 GI : 16319438 | MONOl_7_G05 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 445 

GCACGAGCTCGTGCCGGTGAGGGACGCGGCAGGCGGCGGGATGTCCTGGTCCGGCCTTCTTCGTGGCCTC 
AACACGTCCCTCGGTTATGGCCTCGCCCTGGCGCCCCGTCTCTGGGCCGCCCGCCCCATGGCCACGCTGA 
ACCAGATGCACCGCCAGGGGCCCCCGAAGCGGCCGCCCCCGAAGCCGGGCCCCACGGGGGGCCGGCCGCA 
GCTGAAGGGCGTCGTCCTGCGCACCTTCATCCGCAAGCCCAAGAAGCCCAACTCGGCCAACCGCAAGTGC 
TGCCGCGTGCGGCTCAGCTCGGGCCGCGAGGCCGTCTGCTTCATCCCCGGCGAGGGCCACAGCCTGCAGG 
AGCACCACGTGGTGCTGGTGCAGGGCGGCCGCACCCAGGACCTGCCCGGCGTCAAGCTCACCGTCGTGCG 
CGGCAAGTATGACTGCGGCCACGTG 

>'GBEQ2157 1 Acc 1 BI961233 | Ver | BI961233 .1 GI : 16319436 | MONO 1_7_G 0 3 . b 1_A0 0 5 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 4 82 

GCACGAGCAAATCGGCTTGGATCCCGGCTTTTCAGAAGAGCAGAGAAGCAGATCGCAGTCATGAGTGAGG 
AATCAAAGGGGAATCTTATTGAAGCTAGCCTGGTTCAATTGAGATGTCACTTTACATGGGATTTGCTAAT 
TGAAGACACTGCAATGCCTGATTTGGAAAACAGGATCTTTGATGAGATTGAGTTCCTAGACACCAAATAC 
AACGTGGGAATACACAACCTACTGGCCTATGTGAAACACCTGAAAGGCCAGAATGAGGAAGCCCTGAAGA 
GCTTGAGAGAAGCTGAAGACTTAATCCAGGAAGAACATGGTGACCAATCAGGCATGAGAAGTCTGGTTAC 
CTGGGGCAACTACGCCTGGCTGTATTACCACATGGGCAGACTGGCAGAAGCTCAGACTTACCTGGACAAG 
GTGGAGAACACTTGCAAGAAGTTTGCAAATCCCTCCAGCTATAGAATCGACTGTCCTCAGAT 

>GBEQ2158 | Acc | BI961227 | Ver ) BI961227 . 1 GI : 16319430 ) MONOl_7JF0 9 . bl_A0 05 Monocytes. (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 569 

GCACGAGCAGATGTGTAGCAAGCGGCCAGCTCGAGGGAGAGCCACACTTGGGAGCCAGCGAAAACGCCGG 
AAGTCAGTGACACCAGATCCCAAGGAAAAGCAGACATGTGACATCAGACTGCGGGTTCGGGCTGAATACT 
GCCAGCACGAGACTGCTCTGCAGGGCAATGTCTTCTCTAACAAGCAGGACCCCCTTGAGCGCCAGTTTGA 
GCGCTTTAACCAGGCCAACACCATCCTCAAGTCCCGGGACCTGGGCTCCATCATCTGTGACATCAAGTTC 
TCTGAGCTCACCTACCTCGACGCATTCTGGCGCGACTACATCAATGGCTCATTACTAGAGGCACTTAAAG 
GTGTCTTCATCACAGACTCCCTCAAGCAGGCTGTGGGCCATGAAGCCATCAAGCTGCTGGTGAATGTGGA 
CGAGGAGGACTATGAGCTGGGCCGACAGAAACTCCTGAGGAACTTGATGCTGCAAGCATTGCCCTGACCT 
TTTCCCCTTCTCACTTCTCTGGGGACTGTTCCCACCATCCACCTCTGGAGCTTACATACTGTTCTGGGGT 
TTGTTCTCT 

>GBEQ2159 | Acc | BI961220 | Ver I BI961220 . 1 GI : 16319423 | MONOl_7_F01 . bl_A0 05 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 37 3 

GCACGAGGTGACTGCTGTGGGCTCCGGGAAGCCATTCGGGCTGGGGCTGTCGGCCGCGGGGCGGAGGCAC 
TCGCGCGGGGGGTAACTCGGGTCTGGGTTCGGGTGCCGCGCAACTCTCCCGGATGGCCCACTGCGTGACC 
TTGGTTCAGCTGTCCATTTCCTGTGATCACCTCATTGACAAGGATATCAGCTCCAAGTCTGACCCACTCT 
GTGTCCTTTTACAGGATGTTGGAGGGGGCAACTGGGCTGAGCTTGGCCGGACTGAGCAAGTACGGAATTG 
TTCAAGCCCTGAGTTCTCCAAGACTCTGCAGCTTAAATACCACTTTGAAACAGTCCAGAAGCTCCGATTT 
GGCATCTATGACATAGACAACAA 

>GBEQ2160 |Acc|BI961218 |Ver IBI961218. 1 GI : 16319421 | MONO 1_7_E11 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop: 544 

GCACGAGTGAAGGCACCGTCATCCTATGGGATGGATTCACAGGACAGAGGTCAAAGGTCTATCAGGAGCA 
TGAGAAGAGGTGTTGGAGTGTTGACTTTAATTTGATGGATCCTAAACTCTTGGCTTCAGGTTCTGATGAT 
GCAAAAGTGAAGCTGTGGTCTACCAACTTAGACAACTCAGTGGCAAGCATTGAGGCGAAGGCTAACGTGT 
GCTGTGTTAAATTCAGCCCCTCTTCCAGGTACCATTTGGCTTTCGGCTGTGCAGATCACTGTGTCCACTA 
CTATGATCTTCGTAACACTAAGCAGCCAATCATGGTGTTCAAAGGACACCGAAAAGCAGTCTCCTATGCA 
AAGTTTGTGAGTGGGGAGGAAATCGTCTCTGCCTCAACAGACAGCCAACTAAAGCTGTGGAATGTAGGGA 
AACCATACTGTCTACGTTCCTTCAAGGGTCACATCAATGAAAAAAACTTTGTAGGCCTCGCTTCCAATGG 
AGATTATATAGCTTGTGGAAGCGAGAACAACTCTCTTTACCTGTACTATAAAGG 

>GBEQ2161 |Acc|BI961217|VerlBI961217.1 GI : 16319420 1 MONO 1J7_E10 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 538 

GCACGAGCCGCCGTGATGGCCTGGTCGCCACTCCTGCCGTTCCTGCCGCTGCTGCTGCTGCTGCTGCTGG 
AAGTCCCCGCGGCGGCCCGGGCGTCCCCGCTGGAAACGCTCCCCGAGGGGGCGGCCGCCTGCAAGGCTGG 
TGACCTGTGCCTGCAGACGCTGCTCAGGAAGTCGGACCCCCCGCCCGTCAACGTGAGCCTCTACTATGAG 
GCGCTGTGCCCCGGCTGCCGGTCCTTCCTGGTCCGAGAGCTCTTCCCGACATGGCTGATGGTCCTGGAGA 
TTCTCAATGTCACGCTGGTGCCCTATGGAAATGCCCAGGAACGAAACGTCAGTGGCAAGTGGGAGTTCAC 
GTGCCAGCACGGCGAGGAGGAGTGCAAGCTTAATAAGGTGGAGGCCTGCCTGTGGGACCTGCTGGAAAAG 
AACTTGGCCTTCCTGACCATTGTCTGCGTGGAGGAAATGGATGACATGGAGAAAAACCTGGCGCCGTGCC 
TGCAGCTCTACGCCCCGAAGGTGTCCCCGGGTGCCATCATGGAGTGTG 

>GBEQ2162 | Acc | BI961208 | Ver | BI961208 . 1 GI : 16319411 1 MONO 1J7JD0 9 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 541 

GCACGAGGACATCT T CACTGGACACATT TCAGAGGAGGAAAAAAAAAATAATATTGAAT CT T TAAGTG T T 
TAGCTAAAAGCATGAATGTGACACTGTAACCAACTCCTAATGATAACATGTGACTATTAAATCTCTCTGA 
CAGTTTCTTTTTTAGGTGATTTCCTTCCTGCCAGGCTCCGTTGTAGGGGTTACAGAACAGTCGTTCCCGC 
CTCACAACCTGGTAAGGATCCATCTCTTCACGTAACGCTCATGCTCTGCTGCTTAGTCTACTTTAATGGG 
CAACATCTCAAGTTGTGTGTGTGTGTGATTTTTTTTTTTTTTCTTTCTTGGAAGGTGGGAGGGAAATCTA 
ATTTGGGCCCTGTCCACCCTGGAAACAGACTTGTGCTGGTCAATAATGTCTTTAAGATGCTTCTTCTGGT 
TGAAATAGCTGTTAATGTGTCCCCTTGTTCAGACTTGCGTGTACCTAGCTCTTCTGTCCCCAGTGTGGAC 
ATGGCCTTGGATGACATCGGTTCCAACTGTACACTGAAAGCTGCTAATAGA 

>GBEQ2163 | Acc | BI961207 | Ver [ BI961207 . 1 GI : 16319410 | MONO 1_7_D08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 52 6 

GCACGAGCGAAGCTGCCCGCCGCCGCCGGAGGAGCCCCTGGGGCCGTAGTAAGCATTAATAATGTCTTTC 
ATCTTTGAGTGGATCTACAATGGCTTCAGCAGTGTGCTCCAATTCCTAGGACTCTACAAGAAATCTGGAA 
AACTTGTATTCTTGGGTTTGGACAATGCAGGCAAAACCACTCTTCTACATATGCTCAAAGATGACAGATT 
GGGCCAGCATGTTCCAACATTGCATCCGACATCAGAAGAGCTGACAATTGCTGGAATGACTTTTACAACT 
TTTGATCTTGGTGGGCATGAGCAAGCACGTCGGGTTTGGAAAAATTACCTCCCCGCCATTAATGGGATTG 
TCTTTCTGGTGGACTGTGCAGACCATCCTCGCCTCATGGAATCCAAAGTTGAGCTTAATGCGTTAATGAC 
T GAT G AGACAAT AT CC AAT G T GCCAAT C C T TAT T T T GGG T AAC AAAAT T GAC AGAAC AG AT GC AAT CAG T 
GAAGAAAAACTCCGTGAGATTTTTGGGCTTTATGGA 

>GBEQ2164 | Acc | BI96120 6 | Ver | BI 961206. 1 GI : 16319409 | MON01__7_D07 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 511 

GCACGAGGGACGGCCGAGGGACCCAGCCCGGGGCTGCGCAGTCGGACGCTGACTGGGGCGCGAGCGGGCG 
ACGCCGGGCTTGCAGCGCCGAGCAGAGAGCAGAGCCAGCAGGGAGCTCCAGGCCCAGCAGGATGGCGTCA 
GCCTGTATCAAAATTACCAAATACTTCCTCTTCCTCTTCAACTTGCTCTTTTTTATCCTGGGCGCCATGA 
TCCTGGGCTTCGGCGTGTGGGTCCTGGCCGACAGGAGCAGCTTCATCTCTGTCCTGCAGACCTCGTCCAG 
CTCGCTCAAGGTGGGCGCCTACGTCTTCATCACCGTGGGTGCCGTCACCATGCTCATGGGCTTCCTGGGC 
TGCATCGGCGCCATCCGGGAGGTCCGCTGCCTGCTGGGGCTGTATATCACCTTCCTCCTGCTGATCTTCA 
TCGCCCAGGTGACGGCCGGGGTCCTCTTCTACCTAAACATGGGCAAGCTGAAGCAGGAGATGGGCGGCAT 
CGTGAGCCAGCTCATCCAGAA 
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>GBEQ2165 | Acc 1 BI961199 | Ver | BI961199 . 1 GI : 16319402 1 MONO 1_7_C11 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 525 

GCACGAGCGCTGGGCCTGCCGCTTTGGTGTAACTGCCGCCGAAAAA.GAGGCGGAGTAACCTCCGGTCAGC 
CGAGGAACCCCGCTATCCCGCAGCCATAGCGGCTCAAAAGATTTGGGAGGTAATAAAAGACTAGGGAGCT 
GGACCCGGAGGCGCGGCCGCGACAGCAGCAGCCAT GGAGGACGAGAC GCCCAAGACT CTGTATGT CGGT A 
ACCTTTCCAGAGATGTGACAGAAGCTCTAATTCTCCAGCTCTTTAGCCAGATTGGACCTTGTAAAAACTG 
CAAAATGATTATGGATACAGCTGGAAATGATCCATATTGTTTTGTGGAGTTTTATGAGCATCGTCATGCA 
GCTGCAGCACTAGCTGCTATGAATGGGCGGAAGATAATGGGTAAGGAAGTCAAAGTGAATTGGGCAACAA 
CCCCCAGCAGTCAAAAGAAAGATACAAGCAGTAGTACCGTTGTCAGCACACAGCGTTCACAAGATCATTT 
CCAT GT C T T T GT T GGT GAT C T CAGTCCAGAAAT T A 

>GBEQ2166 | Acc | BI961198 | Ver | BI961198 . 1 GI : 163194 01 | MONO 1_7_C0 9 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 12 : Stop : 4 93 

AGTGAGTGAAGCTGTAACTTCTGCATTTGCTGAAAAAGACTGGAAACAGCATGTACACACCCATCCCCAA 
GAGCGGCTCTCCATTCCCAGCCTCAGTGCAGGATCCCGGCCTGCACGTATGGCGGGTGGAGAAGCTGAAG 
CCAGTACCAGTAGCACGAGAGAACCAGGGCATCTTCTTCTCTGGTGACTCCTACCTGGTGCTGCACAATG 
GCCCGGAGGAGCTCTCCCACCTGCACCTGTGGATCGGCCAGCAGTCATCCCGGGATGAGCAGGGGGCCTG 
CGCTGTGCTGGCTGTGCACCTAAACACCCTGCTTGGGGAGAGGCCTGTGCAGCACCGCGAGGTGCAGGGC 
AATGAGTCCGACCTCTTCATGAGCTACTTCCCACGTGGCCTCAAGTACCAGGAAGGTGGAGTGGAGTCAG 
CCTTTCATAAGACCTCCCCAGGGGCCACCCCAGCTGCCATCAAGAAACTCTACCAAGTGAAG 

>GBEQ2167 | Acc | BI9611 96 | Ver | BI961196 . 1 GI : 16319399 | MONOl_7_C0 7 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 540 

GCACGAGCGGCACGAGC GGCACGAGT T T GGAT T GGGAT CCAG AT T T G AAAAAAAGAT AC TT T GAT GAAAA 
TGCCGCTGAGGTGAGTCCTCACTCATTCCTCCTTTGTCCTTCCCATGTTGATCACACTGTCGTCTCACAC 
TCCTTCTTTTACCGAATGTGTTTATTTTGCCAGAAGAAAATTGGTTATGTACTAGTAGAGAAAAGGCTTG 
TTGGTTTGGAACATGCTTTTTGTTTATCCTTTTGAGTCCATATAGGTGTATATACAGGAGTTTTTCCAAG 
TGTGGTGTAAATCTCAGCTGAAATAGCTTTATGATTCTTTTGAGAAAGTTTAGGAGTTTTTCATTACTGT 
TCATAGTAAGATGGTATCACTAAAATAAGTTTTGTTTCATTTGTTCTCTTAACTCAAGAAATACTTCTCT 
TTAGGATTTTGAAAAACATGAAAGTGTGGAATATAAACCTCCTAAAAAACCCTTTGTGAAATTAAAAGAT 
TGCATTGAGCTTTTTACAACAAAAGAAAAGCTAGGTGCTGAAGATCCCTG 

>GBEQ2168 | Acc 1 BI961183 | Ver | BI961183 . 1 GI : 1631938 6 | MONOl_7_B02 .bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 450 

GCACGAGGACGTGTTCCTCATGATCCGGCGCCACAAGACCACCATCTTCACGGACGCCAAGGAGTCGAGC 
ACCGTGTTCGAGCTGAAGCGCATCGTCGAGGGCATCCTCAAGCGGCCGCCCGACGAGGAGCGGCTGTACA 
AGGACGACCAGCTCCTGGACGACGGCAAGACACTGGGCGAGTGTGGCTTCACTAGTCAAACAGCACGGCC 
GCAGGCCCCAGCCACTGTGGGGCTGGCCTTCCGAGCAGATGAAGCGTTCGAGGCCCTGCGCATCGAGCCC 
TTCTCCAGCCCACCCGAGCTGCCCGACGTGATGAAGCCGCAAGACTCAGGAAGCAGCGCCAATGAACAAG 
CCGTGCAGTGAGAGGGCCCTTGGGCCCATCCCCCAATGCCCCATCCTCCCCAATAAAAGAATTGGGTGTC 
CACCTGAAAAAAAAAAAAAAAAAAACTCCT 

>GBEQ2169 | Acc | BI 9 61181 1 Ver | BI 9 61 181 . 1 GI : 16319384 | MON01_7__Al 2 . b 1_A0 0 5 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 571 

GCACGAGGTTGTTGGAGGTCTGCTCTATGCTGTAGGAGGTTATGATGGAGCTTCACGTCAGTGTCTTAGC 
ACAGTAGAGTGCTATAATGCTACAGCAAACGAGTGGACCTATATAGCAGAAATGAGCACCAGACGGAGTG 
GAGCAGGTGTTGGTGTGTTAAACAACTTATTGTATGCTGTAGGGGGTCATGATGGCCCTTTAGTACGAAA 
AAGTGTTGAAGTG TAT GACCCCACCACCAAT GCAT GGAGACAGGT T GC AGAT ATGAACATGTGCAGAAGA 
AATGCAGGAGTTTGTGCAGTTAATGGTCTGTTATATGTAGTTGGAGGGGATGATGGTTCCTGTAACTTGG 
CAT CAGTAGAATAT T ATAACCCAACAAC TGAT AAATGGACAGT TGT GT CATC T TGTATGAGCACAGG GAG 
AAGTTATGCAGGGGTCACAGTTATTGATAAACCGTTATGAGCCTGAAGGACGTTTCCGACGTGTTTATAC 
ATGAGAAACAGGCTTCCACAAGTATTTCTGAAGTGACTGAGAACCTAGCACTTCTCCACTTGTAGCTGCA 
CTTTACGTCTC 

>GBEQ2170 | Acc | BI961172 | Ver | BI961172 . 1 GI : 16319375 [ MON01_7__AO 3 . b 1_A0 0 5 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 399 

GCACGAGGCGCCCCAGGCTGGAAGGGCTTCTGTACCTGGCAGCATTCCTGTTGTCTGGACCCTGACCAAC 
GTCATCCATAACTTGGCTATGTATGTCTTCCTACATACGGTGAAAGGGACACCCTTTGAAACCCCTGACC 
AAGGAAAGGCTCGGCTACTGACATACTGGGAACAGATGGACTACGGGCTCCAGTTTACCTCTTCCCGCAA 
ATTCCTCAGCATCTCTCCTATTATACTCTACCTCCTGGCCAGCTTCTACACCAAGTATGATGCTGTTCAC 
TTCCTCATCAACACAGCCTCATTGCTCAGCGTACTGCTGCCTAAGTTGCCCCAGTTCCACGGGGTTCGTC 
TCTTTGGCATCAACAAATACTGAGGGATGGGGCTGGGGACGACGTTGGG 
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>GBEQ2171 |Acc|BI961168|Ver|BI961168.1 GI : 16319371 | MONOl_6_H10 . bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 34 6 

GCACGAGGGAGCTGGGAGGACCCCAATACCCTGTGCCTGCTGGGGTGGCTCCTGGAGGGCTGCTTCTAAG 
CCTAGACCAAGCTTTGTCCCATGCAGGGAGAATGGAGGGCACTTGCAATGTCCCTGTGTCCTTGGCTCCA 
TCTCCCCATTCTGTGGTTCTTTAGGGGTCCCAGCTACCCCAAACTGAACATGCCCCTGTCGGATAGCCCA 
AAGGCTTGATCCTTGCCTGACATTGCCCTGCCCTCCGATGCTGGAATCAAAGATTGCCTTCCCAAGTATT 
TTTGTTAAGATGGCAATAAAAAGAAATTGATCTCTCANAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ2172 j Acc I BI961167 | Ver | BI961167 . 1 GI : 16319370 | MONO 1_6_H07 . bl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence . : Start : 38 : Stop : 503 - . 

TTCACGAAATGCCAAAATTGGCTACCCTGCCCCCAACTTTAAAGCCACTGCTGTTATGCCAGATGGTCAG 

TTCAAAGATATCAGCTTAGCTGACTACAAAGGAAAGTATGTCGTGTTCTTCTTTTACCCTCTTGACTTCA 

CCTTTGTGTGCCCCACGGAGATCATTGCTTTCAGTGATAGGGCAGAAGAATTCAAGAAACTCAACTGCCA 

AGTGATTGGAGCTTCTGTTGATTCTCACTTCTGTCACCTGGCTTGGATCAACACACCCAAGAAACAAGGA 

GGACTGGGACCCATGAACATTCCCTTGGTGTCCGACCCAAAGCGCACCATTGCTCAGGACTATGGGGTCT 

TAAAGGCTGATGAAGGCATCTCATTCAGGGGCCTCTTTATCATTGATGATAAAGGTATCCTTCGGCAGAT 

CACTGTGAATGACCTTCCTGTTGGCCGCTCTGTGGATGAGACTCTG 

>GBEQ2173 | Acc| BI961166 | Ver | BI961166. 1 GI : 16319369 | MONOl_6__H0 6 . bl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 547 ~~ 
. GCACGAGCTCGTGCCGCTCGTGCCGCTCGTGCCGCTCGTGCCGCTCGTGCCGCTCGTGCCGAATTCGGCA 
CGAGCCCCCTCCCCCCGAGCGCCGCTCCGGCAGCACCCCGCTCGTTCCGAGCTCCGGGCTCCTGTTAAGT 
TGCGCCGCCGTCGTCTCCCTCCGGCCGTCACCATGATCATCTACCGGGACCTTATCAGCCATGATGAGAT 
GTTCTCCGACATCTACAAGATCCGGGAGATCGCGGACGGGCTGTGCCTGGAGGTGGAGGGGAAGATGGTC 
AGTAGGACAGAGGGTAACATTGATGACTCGCTCATTGGTGGAAATGCCTCCGCTGAAGGCCCCGAGGGCG 
AAGGTACCGAAAGCACAGTAATCACTGGTGTTGATATTGTCATGAACCATCACTTGCAGGAAACCAGCTT 
CACAAAAGAAGCCTACAAGAAGT ACAT CAAAGAT TACATGAAATCAAT CAAAGGCAAACT T GAAGAACAG 
AGACCAGAAAGAGTAAAACCTTTTATGACAGGGGCTGCAGAACAAATCAAGCACATC 

>GBEQ2174 | Acc 1 BI961165 j Ver | BI961165 . 1 GI : 16319368 | MONOl_6_H03 . bl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 529 ~~ - 

GCACGAGCTCGTGCCGCGCTAAGGTGCTCGGTCCTTCCGAGGAAGCTAAGGCCGCGTTGGGGTGAGGCCC 

TGACTTCATCCGGCGACTAGCACCGCGCCCGGCAGCGCTGCCCAGCCCTCGCCCGCACCATGGCCTCGGT 

CTCGGAGCTCGCCTGCATCTACTCGGCCCTCATCCTGCACGACGATGAGGTGACGGTCACGGAGGATAAG 

ATCAATGCCCTCATTAAAGCAGCCGGTGTAAATGTCGAACCTTTCTGGCCAGGCTTGTTTGCAAAGGCCC 

TGGCCAATGTCAGCATCGGGAGCCTCATCTGCAATGTGGGGGCTGGTGGACCTCCGCCACCTGCTGGTGC 

TGCCCCAGCTGGAGGTCCTGCCCCCTCCACTGCTGCTGCCCCAGCTGAGGAGAAGAAAGTGGAAGCAAAG 

AAAGAAGAATCTGAGGAGTCTGATGATGACATGGGCTTCGGTCTTTTTGACTAAATCTCTTGTAACATGG 

TGAATAAAAAACTGAACTCTTAAAAAAAAAAAAAAAAAA 

>GBEQ2175 | Acc | BI961159 | Ver | BI961159 . 1 GI: 16319362 [MONO 1_6_G0 6. bl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 449 ~ ^ 

GCACGAGCCAGCATGGCGTGCCTGTGGTTCCCCAGAGGCTCCTGGATGGCAGCTCTGACAGTGATATTGA 

TGGTGCCGAACCCTCCCCTTGCTTGGGCCAAGGACACCCAACCTTCCAGCTCCTGCTAGGAGGTCTGCCG 

CCAAGCACGCAAGCCGAGTGAATTCCAAAGGTCTCTGGACTCCAGGCATCTCCTGCACCCGGCCAGGCCT 

CCCAAGGCAGCCTGTGGATGAACGATGACCCCATGGGGCGCTGGTAGCTGAGGGTGCCAGAGGAGCCAGT 

CAAGGGTGTGCTAGTGCCCCACCCGCGCCTGGACGCCCCGCCTTTGTGGGCGTCGTCATCAGTCTCTTCT 

CAGGAGCCCTCTCTGGTGACCCGATCGTTCCTGTCTCCACAGCACATTTCCTGGAGCTGGTTAAACACGA 

GTGTCATTTCTCCAACGGGACTCAGCGGG 

>GBEQ2176 | Acc | BI961158 | Ver | BI961158 . 1 GI : 16319361 | MONOl_6_G04 .bl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 15 : Stop : 501 

GAGATTGAAGTGGAACGTGTGAAAGCTGAATCTGCACAGGCTGCGGCAAAAATGTTGGAGGAAATGCAAA 
AGAAGAATCAGCAG ATGAT GGAACAGAAAGAAAAGAGT TATCAGGAACACGTGAAACAAT TGAC TGAGJ\A 
GATGGAGAGAGATAGGGCCCAGCTGCTGGCAGAGCATGAGAGGACTCTCGCTCTTAAACTTGAGGAACAG 
GCCCGACTACTAAACGAAGGAT TCCAAAATGAGAGCATACAACT TCATAAT GAGATACAGAATCTCCAGA 
AGAGGATGGCACAACCAAGAAGGAGATGTGTCATAAGCTAAAGACCTAAAGAATAGAGCTCTCCTGGTCA 
C T C T T AC C C AAG G C AT AAC T CAAAC T T GT AGAAT T T GG AAAAAT GT C AC T ACAC T TAAT AT T AAG T C T T G 
AATTTTTATAACACAAAAAACTTGCAAAGACATGTGGTGCTATAATTGAAGTCATGTCCACCTTCTA 

>GBEQ2177 ] Acc | BI961156 [ Ver | BI961156 . 1 GI : 16319359 | MONOl 6 G02.bl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 476 

GCACGAGTGAGGACGACCCGGTCGTGCCCTTCCAGCTTGGCAGAAAGCTCTACAACATTGCTGCACCATC 
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TCGAAGCTTCCGAGACTTCAAAGTTCAGTTCATCCCCTTTCACTCAGACCTCGGCTACAGGCACAAGTAC 
ATCTACAAGAGCCCCGAGCTTCCACGGATACTGAGGGAGTTCCTTGGGAGGGCGGAACGTGAGCGTCAGC 
ACTGAGCCCTGCTGCCTGAAGGAGCATGAAGACCTCTGCCCTCCTCCCCTTCCTCCAGCCAGCCCGGCAC 
CCTGGAGCCTGGGGGTGCCTGCAGCCACGATGCGCCTGGAGAGAGGCCTCAGATGCCAGCTGGGGCAGAA 
CGAGGAGGCCCTGGCGGACCTGAGGCTCCCTGCCCTGGTGGCCGGGAACATGGATCTTTGTGGAAAATGC 
AGGTGGCAGACAGGTGGCCCTCTCTCCCTCTTGCTGCCACTCAACCTAAGCTGGCG 

>GBEQ2178 1 Acc | BI961152 | Ver | BI961152 .1 GI : 16319355 | MONOl_6_F10 . bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 556 

GCACGAGCTCGGAGGTGCCGGCCGCTCGGTGGCTCTGAGGAGCGGCAGCTACTGGTGGCCTGTTTGCAGG 
TGTACTGCTGTCACTAAACACGGGCCCATTTGAAAGCACTAGGGAAGCTCAGCCATCAGTATGTCCAAGT 
ACAAACTGATTATGTTAAGACATGGCGAGGGTGCTTGGAATAAAGAGAATCGTTTTTGTAGCTGGGTGGA 
T C AG AAAC T T AAC AG T GAAG G AC T GG AGG AAGC T CGG AAC T G T GG G AAG C AG C T C AAAGC T C T AAAC T T T 
GAGTTTGATCTTGTATTCACATCTGTCCTCAATCGGTCCATCCACACAGCCTGGCTAATCCTAGAAGAAC 
TGGGGCAGGAGTGGGTTCCTGTGGAAAGCAACTGGCGTCTAAATGAGCGTCACTATGGAGGCTTGATCGG 
TCTCAACAGGGAGCAGATGGCTTTGAATCACGGTGAAGAACAAGTGAGGGTCTGGAGAAGAAGCTACAAT 
GTGACCCCGCCTCCCATTGACGAGTCTCATCCTCACTACCACGAAATCTACAGTGACCGGAGGTAT 

>GBEQ2179 | Acc | BI96114 6 | Ver | BI96114 6 . 1 GI : 1631934 9 | MONO 1_6_F04 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 521 

GCACGAGCAAAAAGCAAGCTGGACAAAAGAAGAAACAAGGACATGACCAAAAGGCTGCTGCCAAAGCTGC 
CTTAATATATACCTGCACTGTCTGTAGGACACAAATGCCAGACCCTAAGACCTTTAAGCAGCACTTTGAG 
AGCAAGCATCCTAAGACTCCAtJTTCCTCCAGAATTGGCTGATGTTCAGGCATAAAGTTGTTTACAGGTGA 
ATTCATGACACCTTTGACTCTTCTCAGACCTTAGGTAACAAACCTGCAGCTGCTTTTCTAACAAACTGTT 
GATCAGCAAAAATAAAGGGGCTACAGAAACACTCATTTTTATGCTGTTCCCTTTTGGGCTTCATGCAAAG 
ACAATTCTGTGTAAATGTACAGTTGACTCTGATTTGGAAATCTGAAAATCAGTCCATCCTTGTTATAAAA 
AAT T T T TT TACAATTGTAAT TAT AT T GATGT TCATAT T GTGT AAAATAACTCAT T TAATAAAGTAGTACT 
TTGATTTTACAACAAAAAAAAAAAAAAAAAA 

>GBEQ2180 |Acc|BI961126| Ver |BI 96112 6.1 GI : 16319329 | MONO 1_6_D02 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 431 

GCACGAGAGCTGATAAAGCGAACTCCAGCCTGAAACGGAGGCTCCACCGCACGGAAGAAGATGCGCGCGC 
CCATCCCGGAGCCCAAGCCTGGAGACCTGATTGAAATTTTCCGCCCTTTCTACAGACACTGGGCCATCTA 
CGTTGGCGATGGATATGTGATCCACCTGGCCCCCCCAAGTGAGATCGCGGGAGCTGGTGCAGCCAGCATC 
ATGTCTACCCTGACTGACAAGGCCATAGTGAAGAAGGAACTGCTGTATGATGTGGCCGGGAGGGACAAGT 
ACCAGGTCAATAACAAACACGATGACAAGTACTCGCCGCTGCCTCCCAGCAAAATCATCCAGCGGGCGGA 
GGAGCTGGTGGGGCAGGAGGTGCTGTACAAGCTGACCAGTGAGAACTGCGAGCACTTTGTGAACGAGCTG 
CGCTACGGAGT 

>GBEQ2181 |Acc|BI961121|Ver|BI961121.1 GI : 16319324 | MONO 1_6_C09 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 319 

GCACGAGCACCAGCTCCTCTGTCCCCACCCGGGCGTCACGATGGAGCTCCAAAAGACCCCAGCCAGGAAT 
CTGGACAAGTTCATTGAAGACTATCTCTTGCCAGACACACGGTTCCGCAGGCAGGTCCGAGAAGCCATCG 
ACATTATCTGCAGTTTCCTGAAGGAGAGGCGTTTCCGAGGTGCCGTTCCCCCTGTGCGGGTGTCCAAAGG 
GGAGAAGGGTGGCTCCTCACGCAAAGGCACGACCCTCAAAGGCCGATCCGATGCTGACCTCGTCGTCTTC 
CTTGACTACCTCACGAGTTTCCGGGAGCAGTTTGAGCGC 

>GBEQ2182 | Acc ) BI961117 | Ver | BI961117 .1 GI : 16319320 | MONOl_6_C04 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 443 

GCACGAGGCGACGCGGGGCCGACAGCAGCACGAGAAGCAGTCGGGCGGCAGGATGAGTGCAGGCTCAGAC 
CCCGTGGTCATCGTCTCGGCGGCGCGGACCATCATTGGCTCCTTGAATGGTGCCTTGT'CCACCGTGCCCG 
TCCATGACTTGGGCTCGACTGTCATCAAAGAAGTCCTGAAGAGGGCCGCCGTGGCCCCTGAAGACGTGTC 
AGAGGTCATCTTTGGACACGTTTTGGCAGCAGGTTGCGGGCAGAATCCTGTTCGACAAGCCAGTATGGGT 
GCAGGGATCCCCTACTCTGTTCCAGCTTGGAGCTGCCAAATGATCTGTGGGTCAGGCCTGAAAGCTGTGT 
GCCTTGCAGCCCAGTCGATAGCGATCGGAGACTCCAGCATTGTGGTTGCAGGAGGCATGGAAAGTATGAG 
CAAGGCTCCTCACTTGGTTCACT 

>GBEQ2183 | Acc | BI961114 | Ver ! BI961114 .1 GI : 16319317 | MONOl_6_C01 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 124 

GATGGCAGTGGAGGTGAAGGAAATGATCGTGTGCGGGACCTGCGGAGTGAGGTGGAGGGAGTCAAGTAAT 
ATTATGACCCAGAATGTGGAGCGGATCCTGGCCCGAGGAGAAAACTTGGACCAT 

>GBEQ2184 | Acc] BI961112 | Ver | BI961112 . 1 GI : 16319315 | M0N01_6_B11 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 571 
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GCACGAGAGTCGATTTAACTGAAGTCTCTTTGCTGCCGCTGAAATCTTTGGAGCAAGCCCACCTTCAAGC 
CTTCTTAGTTTGGGGGTGCCTGCCAGTTCCATCATGACGCACTGGCTGCTTTGGGCGCTCCTGGCGTGCT 
CCTGTGCAGCAGCACAGCTGCACAGAGACCCCACTCTGGATAATCACTGGGATCTCTGGAAGAAAACCTA 
TGGCAAACAGTACAAGGAAAAGAATGAGGAAGTAGCGCGGCGTCTCATCTGGGAAAGGAATCTAAAATTT 
GTGATGCTTCACAATCTGGAGCATTCGATGGGAATGCATTCATATGATCTAGGCATGAACCACCTAGGAG 
ACATGACCAGTGAAGAAGTGACGTCTCTGATGAGTTCCCTGAGAGTTCCCAGCCAATGGCAGAGAAATGT 
GACT TACAAGTCAAACCCTAATGAGAAAT T GCC T GAT TC T CT GGAC T GGAGAGAGAAGGGGT GT GT TACT 
GAAGTGAAATATCAGGGTTCTTGTGGTGCTTGTTGGGCTTTCAGTGCTGTGGGGGCCCTGGAAGCACAGC 

TGAAGTTGAAA 

>GBEQ2185 ) Acc | BI 961109 ) Ver J BI961109 . 1 GI : 16319312 | MONOl_6_B07 . bl_AOO 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 590 

GCACGAGCAGCAGTGTGACTGGGGTGAAGCCAGGAGACTGGGTGATCCCAGCAAATGCTGGTTTGGGAAC 
CTGGCGGACCGAGGCTGTGTTCAGCAAGGAGGCACTGATCAGAGTTCCGAATGACATTCCTCTTCAGAGT 
GCTGCCACCGTGGGCGTCAATCCCTGCACGGCCTACAGGATGTTGATGGACTTTGAGCAGCTGCGGCCAG 
GGGATTCCGTCATCCAGAATGCGTCCAACAGTGGAGTGGGGCAAGCAGTCATCCAGATCGCGGCAGCCCT 
GGGCCTGAGGACCAT CAATGT GGT CCGAGACAGACC T GACAT CCAGAAGT TGACCG AC AGACTGAAGAAA 
ATGGGGGCTGAGCATGTTATCACTGAAGAGGAATTAAGAAAACATGAGATGAAAAACTTCTTTAAGGATG 
TGCCCCGGCCGCGGCTTGCTCTCAACTGCGTCGGTGGGAAAAGCTCCACAGAGCTGCTGCGACATTTAGC 
GCCCGGAGGAACCATGGTGACCTACGGGGGGATGGCCAAGCAGCCTGTCATAGCCTCTGTGAGCCTGTTC 
ATTTTTAAGGATGTCAAACTGCGGGGCTTT 

>GBEQ2186 1 Acc ) BI961106 | Ver 1 BI961106 . 1 GI : 16319309 | MONOl_6J30 4 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 450 

GCACGAGCCCCAGTCTATGTGAAGATCTCCTGTCTTCTGTTGACCAGCCACTGAAAATTGCCAGAGACAA 
GGTGGTGGGAAAGGATTACCTTTTGTGCGACTACAACAGAGATGGGGACTCCTATAGGTCACCATGGAGT 
AACAAGTAT GACCCT CCT TT GGAAGAT GGGGCCAT GCCTTCTGCT CGGCT GAGG AAGCTGGAGGT GGAAG 
CCAACAACGCCTTTGACCAGTATCGAGACCTGTATTTTGAAGGTGGTGTGTCATCTGTCTACCTCTGGGA 
TCTGGATCATGGCTTTGCTGGAGTGATCCTCATAAAGAAGGCTGGAGATGGCTCAAAGAAGATCAAGGGC 
TGCTGGGAT T CCAT CCACGT GGT AGAAGT GCAGGAGAAAT CCAGT GGCCGCACCGCCCATTACAAGCTGA 
CCTCCACGGTGATGCTGTGGCTGCAAACCA 

>GBEQ2187 | Acc ) BI961105 | Ver | BI961105 . 1 GI : 16319308 | MONO 1_6JB03 . bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 447 

GCACGAGCGGCACGAGCGGCACGAGCGGCACGAGCGGCACGAGCGGCACGAGTCGGCGCAAAATGTGTCA 
CTCTCGGAGCTCCCTCCCCACCATGACCGTCCTGCGGGCCCCGACACCCGGCCCCTCCACCAGCCCGGGA 
CCCAGGAGGGGCTCCGGTCCCGAGATCTTCACCTTCGACCCTCTCCCGGAGCCCGCCGTGGCCCCCGCAG 
CGCGCCCCAGTGTCTCCCGCGGGCACCGAAAGCGCAGCCGTAGGGTCCTCTACCCACGAGTGGTGAGTGT 
CGCCGAAGTGGACAGCGGGGGGGAACAGCTGGACGCCGGGGCCCTGAGCTGACCTGTTCCCTTTGTTGCC 
TCCCCTCAAGTCCGGCGCCAACTGCCAGTCGAGGATCCGAACCCAGCCAAAAAGTTCCTCTTTCTTCTGC 
TCACCATCATCTTCTGCCAGATCCTGA 

>GBEQ2188 | Acc | BI 961101 | Ver | BI961101. 1 GI : 16319304 | MONOl_6_A10 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop :.545 

GCACGAGCGGCACGAGCGGCACGAGCAGA?iACCAACAGCTCTCACGCTGAAGCTCACATCCTCGCCCTCC 
AGCATGAAGGTCTCCGCAGCCCTCCTGTGCCTGCTGCTCACCGCAGCCACCTTCAGCACCCAGGTGCTGG 
CTCAGCCAGATGGAATTAATACCTCAACGACCTGCTGCTACAGATTCATCAATAAGAAGATCCCCATCCA 
GAAGCTGGAGAGCTACAGAAGAGTCACCAGCAGCTACTGTCCCCAGGAAGCTGTGATCTTCAAGACCAAA 
CTGGCCAAACAGGTCTGTGCCGACCCCAAGCAAAAGTGGGTCCAGGATTTCACGAACTACCTGGACAAGA 
AAACCCGAACTCCAAAGCTTTAATTGCTCACGCCTGAACTGAAGCCAAGCTAGTACCTGAGAAACAACTA 
ATTTATATTCCTATCCTTTCCAAGATGCACTCTGAGATTATCTTCTTATAATTCTAAGGAATGTGAGTTT 
TGTGGAATAATGTGAATTATAGTTTTTAAGTACTGAAAAAAAAAAAAAAAAAAAA 

>GBEQ2189 ] Acc | BI961095 | Ver | BI961095 . 1 GI : 16319298 | MONOl_6_A0 4 . bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 517 

GCACGAGGAGAAAATGATTTCTAAAGCAGTCACAAACAAGAAATCCAAGGAGAATGATGACTTCCATCTG 
GACTTAGACTCAACTGTGGCTCCTCGTGCAAAATCCGGACGGGCAAGGAAACCTATAAAGTACCTCGAGG 
AATCAGATGAAGATGATCTGTTTTAAAATGTGAGGTGATTATTTTAATTAATGGTTCTATTGAGCCCAGG 
ACGAGTTTTAAAGTTACCTAAAGCTCTTGATTTCCTCCTTTCTGAATTTACTTTGGGGGAAGGTAGTTTT 
AATCTGGAGCCATCAAAGTGAAGTACGTAGACCCCAAGTGTCCAATACTGTCTAAATAGTAACCATCTCG 
TGGGCCTTGTTTTCTTCTCTGCTTTGTCTGTTTTGTCTGTTTTCTTTTGTCTTTAAAATCTGTTTTTAAA 
TTCTTCTGGACAGGTAGCTGTGTGGTTACTTCAGCATAATGTACTTTGTTTATTGGCCATTAAGCTAAAA 



919 



WO 2005/067649 



PCT/US2005/000517 



TTGGATCACTNTGATATAAAAGTGTCT 

>GBEQ2190 !Acc|BI961094{Ver|Bl961094.1 GI : 16319297 | MONOl_6_A0 3 .bl_A0 05 Monocytes (M0N01) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 411 

GCACGAGCGGCACGAGCGGCACGAGAGCTGGAGGAGCCCGGGATGGGTGCGGCTCGCGCTCTGCCTCGCA 
GGCCTAATGCTCTCTCTCTACGCACTGCACGTGAAGGCGGCGCGCGCCCGGGACAAGGATTACCGCGCGC 
TCTGCGACGTGGGCACAGCCATCAGCTGTTCGCGCGTCTTTTCCTCCAGGTGGGGCCGGGGCTTCGGACT 
CGTGGAACATGTGTTAGGCCGGGACAGCATCCTCAATCAATCCAACAGCATATTTGGCTGCATCTTCTAC 
ACACTACAGCTGTTGTTAGGTGAGGGGCCCTACCCCTTCCCTACAGGCCCCGCCCCTTCGTGACAGGCGC 
CCTCGCCCCCCTATCCCAAACAGGAGACAGCCAGCTGCTCATCACAGAGCACTGTGGGGGC 

>GBEQ2191 jAcc|BI961093!Ver!BI961093.1 GI : 16319296 ) MONO 1__6_A02 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 321 

GCACGAGCCGCCCAGTGCGGGCAGTGGCGGCAGCTTCGGGCCCACAGACTGGTTTGCGCAGACCCTCGAT 
TCACTGCCATACACCTCCCAGGATTGCCTGGACTCAGGCATTGGCTCCCTGGAGAGCCAGATGTCAGAAC 
TGTGGGGGGTTCGAGGAGGAGGCCCTGCTGAGCCAGGCCCACCTCGGGGCCCTTACGCTGGCTACAACCC 
CTACGGGGCTGAGCTCCCAGCCACTCCGGCCTTCTCTGCCTTTGGCCGGGCTGTGGGTGCCGGCCACTTC 
AGTGTCCCTGCTGACTACGCCCCCCCGCCAGCTGCCTTCCC 4 

>GBEQ2192 1 Acc | BI961090 | Ver | BI961090 . 1 GI : 16319293 | MONO 1_5_H11 . bl_A0 05 Monocytes (MONOl) 
Equus ' caballus cDNA, mRNA sequence . : Start : 1 : Stop : 605 

GCACGAGCGGCACGAGTTTCCGCTCACTCGCCAGTACCACTGAGCACAGTTTTTGTACCAGATCTGTTGC 
CTACAGTAATAAAAAATGGCGAGAGGATCAGTGTCCGATGAAGAAATGATGGAGCTCAGAGAAGCTTTTG 
CCAAAGTTGATACTGATGGCAATGGGTACATCAGCTGCAATGAGTTGAATGACTTGTTCAAGGCTGCCTG 
CTTGCCTCTGCCTGGATACAGAGTGAGAGAAATTACGGAGAACCTAATGGCTACAGGAGATCTGGACAAG 
GATGGGAAGAT CAGCTT TGATGAGT T TATCAAGGT T T T T CAT GGAC TAAAGAGCACAGAAGT T GCCAAGA 
CCTTCAGAAAAGCGATCAATAAGAAGGAAGGGATTTGTGCAATTGGGGGGACGTCAGAACAGTCTAGTGT 
TGGCACT CAACAC TCC TAT T C AGAGGAAGAG AAGT ATGCT T T T GTCAACT GGAT CAACAAAGCCCT GGAA 
AAGGACCCTGATTGCCGGCATGTCATCCCAATGGACCCAAACACCAATGATCTCTTCAGTGCTGTTGGGG 
ATGGCATTGTCCTTTGCAAAATGATCAATTTGTCAGTGCCAGACA 

>GBEQ2193 | Acc [ BI961084 1 Ver | BI961084 . 1 GI: 16319287 |MON01_5_H03 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 525 

GCACGAGCGGCACGAGCGGCACGAGCAGCCATCTCCACGCCAAGGTTAGACAAAATGCCAGGAATGTTCT 
TCTCTGCGAATCCAAAGGACTTGAAAGGAACGGATCAGTCACTTCTAGACGACAAAACGCAAAAAAGGAG 
GCCAAAGACTTTTGGGATGGACGTGAAAGCATATCTGAGATCTATGATCCCACATCTGGAATCTGGAATG 
AAATCTTCTAAGTCTAAGGACATACTCTCTGCTGATGAAGTAATGCAATGGTCTCAGTCTCTGGAAAAAC 
TTCTTGCCAACCAAACTGGTCAAGATGTCTTTGGAAATTTCCTAAAGTCTGAGTTCAGTGAGGAGAATAT 
TGAGTTCTGGCTGGCTTGTGAAGACTATAAAAAAACAGAGTCTGATCTTTTGCGTTGCAAAGCAGAGAAA 
ATATACAAAGCGTTTGTGCATTCAGATGCTGCTAAACAAATCAATATTGACTTTCACACTCGAGAATCGA 
CAGCCAAGAAGAT CAAAGCACCAACCCT CACATGT 

>GBEQ2194 | Acc 1 BI961081 1 Ver 1 BI961081 . 1 GI : 16319284 | MON01_5_G12 .bl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 484 

GCACGAGGACAAACTCAGGGAATCCCTTCCACTACTTCTCGTATGGGGTGGCTTGCTCTGAAGTGGAAAT 
TGACTGCT TA&CAGGGG ATCACAAGAACCTCCGCACAGACATCGTCAT GGAT GTTGGCTCCAGTCT GAAC 
CCTGCCATCGATATTGGACAGGTGGAAGGGGCATTTGTCCAGGGCCTTGGCCTCTTCACCCTGGAGGAGC 
TGCAGTATTCCCCCGAGGGAAGCCTGTACACCCGCGGCCCCAGCACCTACAAGATCCCTGCATTTGGCAG 
CATCCCCATTGAGTTCAGAGTGTCCCTGCTCCGTGACTCCCCGAACAAGAAGGCCATCTATGCATCCAAG 
GCTATTGGGGAGCCACCCCTCTTCCTGGCCTCCTCCATCTTCTTTGCCATCAAGGATGCCATCCGTGCAG 
CTCGAGCTCAGCACTCTGATAATAATATCAAGGAGCTCTTCCGTCTAGACAGTCCTGCCACCCC 

>GBEQ2195 | Acc | BI 961080 | Ver I BI961080 . 1 GI : 16319283 j MONO 1_5__G11 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 599 

TGGTGGTGCTGAGACTGAGTGCCGGGACGACTGATTAGCGTCCAGGGTAGACATGGAGCCGGGAGCTGAG 
GACTTCCTGCCGCCCCCGGAGTGCCCGGTGTTCGAGCCAACCTGGGCCGAATTCCGAGATCCGCTTGGCT 
ACATCGCGAAAATCAGGCCCATCGCGGAGAAGTCGGGTATTTGCAAGATTCGTCCACCCGCGGACTGGCA 
GCCTCCCTTTGCAGTAGAAGTTGACAATTTCAAGTTTACTCCTCGCATCCAGCGGCTAAATGAATTAGAG 
GCTCAGACCAGGGTAAAACTGAAT TAT T T GGAT CAGAT T GCAAAAT TCTGGGAAAT CCAAGGT T CT TCAT 
TAAAAATTCCCAATGTGGAGCGGAAGATCTTGGACCTCTACAGCCTTAGTAAGATTGTGATGGAGGAAGG 
TGGCTATGAAGCCATCTGCAAGGATCGTCGATGGGCCCGGGTTGCCCAGCGTCTCAACTACCCACCAGGC 
AAAAACATTGGCTCGCTGCTAAGATCTCACTATGAGCGCATCATTTACCCTTATGAAATGTTTCAGTCTG 
GAGCCAACCTTGTGCCATGT GACACT CACCCAT TTGACA 
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>GBEQ2196 j Acc | BI961078 | Ver | BI961078 . 1 GI : 16319281 ] MONO 1_5_G0 9 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 511 

GCACGAGAACAAGATGGCGGCGGAGACGGTGGAGCTCCACAAGCTGAAGCTTGCCGAACTAAAGCAGGAG 
TGTCTTGCTCGTGGTTTGGAGACCAAGGGAATAAAACAAGATCTCATCAACAGGCTCCAGGCATATCTTG 
AAGAGCAT GCT GAAGAGGAGGCAAATGAAGAAGAT GT ACTGGGAGAT GAAACAGAGGAAGAAGAACCAAA 
GCCCATAGAACTGCCTGTCAAAGAGGAAGAACCCCCTGAAAAAACTGTTGATGTGGCAGCAGAGAAGAAA 
GT GGTAAA&AT TACATCTGAAATACCGCAGACT GAGAGAAT GCAGAAGAGAGCTGAACGAT T CAAT GTAC 
CTGTGAGCTTGGAGAGTAAGAAAGCTGCCCGGGCAGCTAGATTTGGGATTTCTTCAGTTCCATCAAAAGG 
CCTGTCATCTGACACCAAGCCTATGGTTAACCTGGATAAGCTAAAGGAAAGAGCTCAAAGATTTGGTTTG 
AATGTCTCTTCAATCTCCAGA 

>GBEQ2197 | Acc | BI96107 6 j Ver | BI96107 6 . 1 GI : 16319279 | MONOl_5_G07 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 47 9 

GCACGAGACAGGGTTCACGTCAGCACGGCCCGGCCGGTCTCTCCTGCTCCCTCACCCTCGCTCCACCGGG 
GGACCAGCTGGGACCGTCCGTGCTGTGCACAGCAGAACTCGTGCTGCTTCCTGCCTCCTGGAGAGAGGAC 
CCGGCTCAGGCTGACGAGAATAGACACGGGTGAGGTGCACGTCCATCTGCGGACACCAGGCTTGCTGCCT 
GCAGCCGAGGAGAAGAACCGTGGGAGGAGGGGACGCAGACAGACCTGGGGTGCGCGGGTGTGTGCTGGCA 
TGTGTGTGTGCACAGATGTCCCTGCCTTGCGTCTCCTCCCTCCCCACCTAGGAGAGGCAGGACCCCTTAG 
CAAAACACTTTTCTTGCCGACTTGCCATGTTTTTGCCAAAACCAGGAATTTGAAGGACTTGCCCATCTCC 
AGCGGGGGGTTCCGGGACGTGGGGCGGCCATCTCGGGGGGCGCGCTCCTCCAGCCTCGT 

>GBEQ2198 | Acc | BI961074 ] Ver | BI961074 . 1 GI : 16319277 | MONOl_5_G05 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 501 

GCACGAGCT T GGACGGACAAT T TT GGGAACCAAC T GAAAATATCAAATC TATAAAT CGTAAAGAC T T AGT 
GGAGTATATAACCACGCATTATAAGGGGCCAAGAATAGTACTTGCCGCTGCTGGAGGAGTTTCCCACGAT 
GAGCTGCTTGAGTTAGCGAAGTTGCACTTTGGTGAGTCTTTGTCCAGACACACAGGAGAAATGCCAGCTC 
TGCCTCCCTGCAGATTCACGGGAAGTGAGATTCGAGTGAGGGATGACAAGATGCCTCTGGCACACCTTGC 
AGTAGCTGTCGAAGCTGTGGGGTGGGCACATCCAGATACCATCTGTCTCATGGTTGCAAACACACTGATT 
GGTAACTGGGATCGCTCTTTTGGAGGAGGAATGAATTTATCTAGCAAGTTGGCCCAGCTCAGCTGTCACG 
GCAACCTCTGCCACAGCTTCCAGTCTTTCAACACCTCCTACACAGACACAGGATTGTGGGGAATCTATAT 
GGTTTGTGAAC 

>GBEQ2199 | Acc | BI961069 ) Ver | BI961069 . 1 GI : 16319272 | MONO 1_5_F10 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 360 

GCACGAGCCAATACAGAAGTGACTCAGAGAAACTCCATTCTACCACTATGAAGAAAAGTGGTGTTCCTTT 
CGTTTTGGGTATCATCTTCCTGACTCTGATTGGAGTTCAAGGAGCTCCAGTAATGAGGAAGGGACGCTGT 
TCCTGCATCAAGACCAGCCAAGGGACGATCCGCCCAAAACTGTTAAAGGACCTTAAACAGTTTGCTCCAA 
GCCCTTCTTGTGAGACAACTGAAATCATTGCTACAATGAAGAATGGAGACCAAACATGTCTAAACCCAGA 
T TCAGCAGAAGT GAAAGAAT TAAT TAAAGAGT GGGAGAAAC AGGTCAGCCAAAAGAAAAAGCAAAAAAAA 
AAAAAAAAAA 

>GBEQ2200 | Acc j BI961063 | Ver ) BI961063 . 1 GI : 16319266 | MONO 1_5_F02 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 470 

GCACGAGCGGAGCTGTACGTGAAGCCGGGCAATAAGGATCGCGGCTGGAACGACCCGCCCCAGTTCTCCT 
ACGGGCTGCAGACCCAGGCTGGTGGACCCAAGCGCACGTCGCTCACCAAAAGGGTCGCTGCCCCCCAGGA 
TGGATCCCCTAGAGTCCCCATCTCAGAGACTTCTCCTGGGGCCCCCCCAGTGGGGCCTCCACCTCTTTCA 
AGTAAGGCTTCCAGGCCCCCACCTGTTGGGAGTTCTCCTGCCTGCAGTGTGGAGCCCACAAATTTCCCAG 
TTATTGAATGTGAGACTCTGCTAGAAGATGTGCTGAAACCTTTGGAAGAGGCATTGGACGATTGCCGTGG 
CCACACAAAGAAGCAGGTATGTGATGACATCAGCCGACGCCTGGCTCTGCTGCAGGAACAGTGGGCTGGA 
GGGAAGCTGTCAACGCCTGTAAAGAAGAGGATGGCTCTGCTGGTGCAAGA 

>GBEQ2201 |Acc|Bl961062|Ver|Bl961062.1 GI : 163192 65 [ MONO 1_5_F01 . bl_A005 Monocytes (MONOl) 
Ec^uus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 394 

CACGAGGACGGGTTGGTGGCTCAGTGCTCCGCGCGGCTGCTGCAGCAGGAAAAAGAGATTAAGTCTCTGA 
CTGCGGAAATTGATCAGTTGAAAAACTGTGGTTGTTTGGAAGCTTCTCCAAATTTGGAGCAGTTGCGGGA 
AGAAAAT T TAAAATTAAAGTATCGACTGAATAT CCT TCGAAAGAGTCT TCAAGC AGAAAGGAACAGACCA 
ACTATGATTAACATCAATAGCCGCCTGCAAGAGGTCTTTGGTTGTGCCATTAAGGCTGCATATCCAGATT 
TANAAAATCCTCCTCTGATAGTGACACCAAGTCAACAGCCCAAGTTTGGGGACTATCAGTGTAATAGTGC 
TATGGGTATCTCTCAGATGCTCAAATCCAAGGAACAGAAAGTTA 

>GBEQ2202 | Acc | BI961061 1 Ver | BI961061 . 1 GI : 163192 64 | MONO 1_5_E1 2 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 520 

GCACGAGCAGCCATCTACTCGGCGTCATGGCTGCCCTCAGACCCCTCGTGAAGCCCAAGATCGTCAAAAA 
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GAGGACCAAGAAGTTCATTCGGCACCAGTCAGACCGATATGTCAAAATTAAGCGTAACTGGCGGAAACCC 
AGAGGCATTGACAATAGGGTGCGCAGAAGATTCAAGGGCCAGATATTGATGCCCAACATTGGTTATGGGA 
GCAATAAGAAAACGAAGCACATGCTGCCCAGTGGCTTCCGGAAGTTCCTGGTCCACAATGTCAAGGAGCT 
TGAAGTGCTGCTCATGTGCAACAAATCGTACTGTGCTGAGATTGCTCACAATGTCTCCTCCAAGAACCGC 
AAAGCCATCGTGGAAAGAGCAGCCCAGCTGGCCATCAGAATCACCAATCCCAATGCCAGGCTGCGCAGCG 
AAGAAAACGAATAGACGACAGCTCGTGTGCGCATTGTATTTGTGTTAATAAAACCATGAAACTCTGCCGT 
CTGGCAATTCAAAAAAAAAAAAAAAAAAAA 

>GBEQ2203 j Acc | BI 961054 | Ver | BI 961054 . 1 GI : 16319257 | MONOl_5_E04 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1: Stop: 5 64 

GCACGAGAATCTTGTCAACGTGTTGAGATCATTGCCACAATGAAAAAGAATGGGGAGAAAAGATGTCTGA 
ATCCAGAGTCCAAGACCGTCAAGAATTTACTGAAAGCAATTAGCAAGCAAAGGTCTAAAAGATCTCCTCG 
AACACTGAGAGAAGTATAATTACGGTACTACTGATACGGATGGCCCAAGAGAGGCCGCCTCTGCCATCAT 
TTCCCTGCATACAGTATATGTCAAGCCCTAATTGTCCCCGGATTGCAGTTCTCCTAAGATGACCAACCAG 
TCACCTAATTAGCTGCTACTACTCCTGCAGGGAGGTGGATGGTTCATCATCCTGAGCTGTTCAGTAGTAA 
CTCTGCCTTGGCACTATACTATAAACTATGCTGAGGTGCTACATTCTTAGTAAATGTGCCAAGACCTAGT 
CCTGCTACTGACACTTTCCTCGCCTTGCCTATACTCTAAAGGTTCTCAACGGATCTTTCCACCTCTGGGC 
T TAT CAGAGT TC T CAGATCT CAAATAAC T AAAAGGT ACGCAATCAAAGCAATAATACAAT CTGCTTTTTT 
AAGA 

>GBEQ2204 | Acc | BI96104 5 | Ver | BI961045 . 1 GI : 1631924 8 | MONOl_5_D05 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 54 8 

GCACGAGCGGAAGTCAGCAAGAGTGACATAGGAGAAGTGATTCTTGTTGGTGGTATGACTAGGATGCCTA 
AGGTTCAGCAGACCGTGCAGGATCTCTTTGGCCGAGCCCCAAGTAAAGCTGTCAATCCTGATGAGGCTGT 
GGCCATTGGCGCCGCCATTCAGGGGGGTGTCTTGGCTGGTGATGTTACAGATGTGCTACTCCTGGATGTC 
ACTCCACTGTCTCTGGGTATTGAGACTCTAGGAGGTGTCTTTACCAAACTAATTAATAGGAACACCACTA 
TTCCAACCAAGAAGAGCCAGGTGTTTTCTACAGCCGCTGATGGACAGACTCAAGTGGAGATTAAAGTGTG 
TCAAGGTGAGAGAGAGATGGCTGGAGACAACAAACTTCTTGGACAGTTTACTTTGATTGGAATTCCCCCA 
GCCCCTCGTGGAGTCCCTCAAATTGAAGTTACATTTGACATTGATGCCAATGGGATCGTACATGTTTCTG 
CCAAAGATAAGGGTACAGGACGTGAGCAGCAGATTGTGATCCAGTCTTCTGGTGGGTT 

>GBEQ2205 | Acc | BI961038 | Ver | BI961038 .1 GI : 16319241 | MONO 1_5_C 0 9 . b 1_A0 0 5 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 4 65 

GCACGAGCGGCACGAGCGCTGGAGGTGTAAAGCTTTTGGCCTTCATTTCTTTCTCCTCAGCCTAGAAGAA 
ACACCTGAACATGTGGAATCCCAATGCTGGGCATCCAGGGCCTGCTCATCCTGTGCCACCGCCAGGGTAT 
CCAGGATGCCCACCTTCAGGTCCCTACCCCCCGCCATGCCCACCGCCTGCCCCTGGCATGCCTCCTGTGA 
ATCCCTTGGCTCCTGGCCTGGTAGGACCAGGAATGGTGATGGACAAGAAGATGCGGAAGAAAATGAAGAA. 
AGCTCATAAAAAGGCGCACAAACACGACAAGCATGGCAAGCATTCCTCCTCCTCCTCCTCCTCCAGCAGT 
GACTCTGACTGAACACAGAGCCTGGACCCTTCCCTCAAGTCTCTCCAGTTCTGCTCTCCCATCAAGCTTC 
AGATGCCATCTTGTACTGGGGGAAATTAGCCCTCATGTACACCGC 

>GBEQ2206 | Acc | BI 961037 | Ver ) BI961037 . 1 GI : 1631924 0 | MONO 1_5_C0 8 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 602 

GCACGAGGTGGCAAGAACACAGCAAATAAAAAAATGTTGAAGGATGCATTCAGTTTACTAGCTTATTCAG 
ACCCTTGGAACAGCCCAGTTGGAAATCAGCTTGACCCAATTCAGAGAGAACCTGTGTGCTCAGCTCTTAA 
CAGTGCAATATTAGAAACCCACAATCTGCCAAAGCAACCTCCACTTGCCCTAGCAATGGGACAGGCCACA 
CAATGTCTAGGACTGATGGCTCGATCAGGAATCGGATCCTGTGCATTTGCCACAGTAGAAGACTACCTAC 
AT TAGCTATGCAT T-TAAGGAGT T CACAC TTATAT T GTGGCATATAGTCAACATGGAAGTAGACCAGCTCT 
GCTGATTTGAAATTTAGATTTTTTTAATTATGTACTGGGGACAGGTTTTTGTCGCTTTACATTGCTTCCT 
AGTTTACAGCATGATGCAAATGATTTTCTAACTTAGTGTTAGGAGAAATTATTTTCCATCTTTAACCTCT 
TAGTTGTCTAAGAGTTAAATATTACTGAATTTCAGACGTTCAAATTGATCATCACAAATCCTTTAAAACA 
ATTACCTAAAAGAAACCAAAAAACCCTGCCTTCTTTGTTGGG 

>GBEQ2207 | Acc | BI961033 ) Ver ) BI961033 .1 GI : 16319236 \ MONOl_5_C04 .bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 44 6 

GCACGAGCCAAGATGCCAGATGAACCGCTGGAACCAGGGCCCTTACCAGTCTCTACTGCCTTGCCCCCTG 
GCTTGGCCAAATCGTCTTCAGAGTCCTCCAGTGAGGAAAGCAGCAGTGAGAGCTCTTCTGAGGAAGAGGA 
GGATGAAGATGAGGAGGAGGAAGAGGAAGAGGAGGAGAGTGAAAGCTCTGACTCTGAAGAAGAAAGGGCT 
CATCGCTTGGCTGAATTACAAGAACAGGTATTATTTTATCACTGTTCAGTTTATTGGGTAAGAGATTCAC 
ACCATAACTTTTTTTTCTTTTTTGGTCTATTTATTCTACTTTATTTTCCTATTTTGTGTGATTCTTTTCC 
TTTTCTAGCTTCGGGCAGTACATGAACAGCTGGCTGCCCTATCCCAAGGCCC2\ATATCCAAGCCCAAGCG 
GAAGAGAGAAAAAAAAAAAAAAAAAA 
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>GBEQ2208 | Acc | BI961032 | Ver | BI 961032 .1 GI : 16319235 1 MONOl_5__C03 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 4 97 

GCACGAGCGGCACGAGGTGTCATGGAACCCCGGGGCCGGGACCCCCGGCGTGACGGCAAGGACACAGTCA 
TCGGTGTGCTGGACATCTATGGCTTCGAGGTGTTCCCTGTCAACAGCTTCGAGCAGTTCTGCATCAACTA 
CTGCAATGAGAAGCTGCAGCAGCTCTTCATCCAGCTCATCCTGAAGCAGGAGCAGGAGGAGTATGAGCGG 
GAGGGCATCACCTGGCAGAGCGTGAGTGCCCGGGCCCATCCCACGCGGCTGTGGGCCGTGAGGGAGCGGG 
CAGGCAAGCAGACGTGCGGAGGACGGCCAGGCAGAGCGGGCGCCCAGCAGGGACGGTGCTCTTCTCCAGC 
CACGTCCGCAAGGTGAATCGCTTCAACAAGAGGCGGGACCGGGCACTCCTGCTCACAGACCGGCATCTCT 
ACAAGCTGGAGCCGGCCCGGCAGTACCGGGTGATGCGGGCCGTGCCCCTGGACACGGTGACCGGGCTGAG 
CGTGACC 

>GBEQ2209 | Acc | BI961030 1 Ver | BI961030 . 1 GI : 16319233 | MONO 1_5_C01 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 307 

GCACGAGAGAGAGAGAGAGAGAGAGAACTAGTCTCGAGTTTTTTTTTTTGGCCGCTTGGCCATCCGGTAC 
AGAATGTATTGCCAAGTACAACTTCCATGGCACTGCTGAGCAAGACCTTCCCTTCTGCAAAGGAGATGTG 
CTCACCATTGTGGCCGTCACCAAGGACCCCAACTGGTACAAAGCCAAGAACAAGGTGGGCCGTGAGGGCA 
TCATCCCAGCCAACTATGTCCAGAAGCGGGAGGGCGTGAAGGCGGGCACCAAACTCAGCCTTATGCCCTG 
GTTCCATGGCAAGATCACGCGGGAGCA 

>GBEQ2210 | Acc | BI 9 6102 9 | Ver j BI 961029 . 1 GI : 16319232 j MON01_5_B12 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 522 

GCACGAGCTCGTGCCGCTGTGCCCGGCCCCGCACCGGCCCCCGCGGCCCCACCCACCCAGGGCGAGCCCC 
CTCAGCCCCCGCCCACCGGCCAATCGGACTACACTAAGGCCTGGGAAGAGTATTACAAAAAGATCGGCCA 
GCAGCCCCAGCAGCCCGGAGCACCCCCGCAGCAGGACTACACGAAAGCCTGGGAGGAGTACTACAAGAAG 
CAAGCTCAAGTGGCCAGCGGAGGGGGTCCGGGAGCACCGCCAGGCTCCCAGCCGGACTACAGCGCCGCCT 
GGGCTGAATATTACAGACAGCAGGCCGCTTACTACGGACAGACTCCAGGTCCTGGCGGCCCCCAGCCTCC 
ACCCACACAGCAGGGACAGCAGCAGGCAAGTGGGAATTGCCACCCTCCTCCTCCTCCTTTTTCCTTCCAA 
CCCCCGGCCACCGTCCATCCTGCCTTAGTGGGTAGCGCCGGAAATCCCTTCCCCTGCGGGGTGTGTCCTT 
GATGCCTGCAGCGGGGGCCGTGTGGCCAGAGG 

>GBEQ2211 jAcc|Bl961025|Ver|BI961025.1 GI : 16319228 | MONOl_5_B08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 82 

GCACGAGCCGGTTCTACCTCATACTCCCCACTTGCAAGCCTGTCCCTCAAAGCACTACTAAAGGATTTTG 
CAATATTAATTTGCTTGAGGACTTGCCTCTGCAAGAGCCTCAGTCACCTCACAAGCTCAACCCAGGTTTT 
GATCTGGCTAAGGGAAATGCTGGTAAAGTAAACCTGCCCAAGGAGCTACCTGCAGATGCTGAGAACCTAA 
CAATACCTGCCTCTTTGGACATTTCCCCTCTGTTGGGCTTCTGGCAGCTGCCCCCTCCTGCTACCCAAAA 
TGCCTTTGGGAATAGCACTCTCACCCTGGGGCCTGGGGAGTCTCTGCCCCATCGGTTAAGCTGTCTGGGG 
CAGCAACAACAAGATCCCTCACTAGCCATGAGCACTCTGAGCCTGGGCCAGCTCCCCCTCCCTCCCATCC 
CCCACGTTTTCCCGGCTGGTACTGGTTCGGCTATCCTGCCTCATTTCCATCATGCATTCAGA 

>GBEQ2212 | Acc | BI961024 | Ver | BI961024 . 1 GI : 16319227 | MONOl_5_B0 6 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 583 

GCACGAGCGGCACGAGTGCAGCCGCTCTCGTCTTTTCTGCCTGTCCGTGCTATCTCCTTTTCGCTTCCGG 
AAACATGGCCTCTGGTGTGGCTGTCTCTGATGGCGTCATCAAAGTGTTCAATGACATGAAGGTGCGTAAG 
TCGTCAACACCAGAGGAGGTA2^AGAAGCGCAAGAAGGCAGTGCTCTTCTGCCTGAGTGAGGACAAGAAGA 
ACATCATCCTCGAGGAGGGCAAGGAGATCCTGGTAGGTGATGTGGGCCAGACCGTAGACGACCCCTACGC 
CACCTTTGTCAAGATGCTGCCAGATAAGGACTGCCGCTACGCCCTCTATGACGCAACCTACGAGACCAAG 
GAGAGCAAGAAGGAGGACCTGGTGTTTATCTTCTGGGCCCCTGAGTCTGCACCCCTTAAGAGCAAAATGA 
TCTACGCCAGCTCCAAGGACGCCATCAAGAAGAAGCTGACGGGGATCAAGCATGAATTACAAGCAAACTG 
CTACGAGGAGGTCAAGGACCGTTGCACTCTGGCAGAGAAGCTGGGGGGCAGCGCCGTCATCTCCCTGGAG 
GGCAAGCCTTTGTGAGCCCCCTC 

>GBEQ2213 | Acc | BI961018 | Ver | BI961018 . 1 GI : 16319221 j MON01_5_All . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 556 

GCACGAGCTCGTGCCGCTCGTGCCGCTCGTGCCGGTTGTGCCGGCACCCCTGGCCCCGGAGGATGCCCCC 
AGCGCCGCGTCCCCCGCGCCTACCCCTGCCCCGGTCCTCGAGCCCTTTAATCTGACCTCGGAGCCCTCGG 
ACTACGCTCTAGAACTCAGCACGTTTCTCCAGCAACACCCGGCTGCCTTTTAACCGTGACTCCCCATACT 
CCCAAAAAAGAACCTGAAAAAATTAAAGAAACACCAGGTGTACCTGGTGCGCAAGAGCGTATCCCAAAGT 
GGGACTCCGAGGCAACTCAGACTCAGAACACTACAGCGGAGACGCCCGCCCGCGCCTGGGAGGAGACAAG 
CGCGACACCCCGGGGCTGGGCCGGGTGCAGGAGAGCGTCGTTAATTTATTTCTCAGTGTTCCTAATTAAT 
ATTTATATATATTTATGTATGTCCCCCCTAGGTGATGGAGGGCTGTGTGTAATATTTATTTTAACTTATG 
CACGGGTGCGAGATGTGCTCCCTTGCTGCAAATGCAGATCTCTTGGTATTTATTGAGCTTTATGGG 
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>GBEQ2214 | Acc | BI961016 I Ver | BI961016. 1 GI : 16319219 | MONO 1_5_A09 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 557 

GCACGAGTACCAGAGCCTCCGGCTGGAGTACCTGCAGATCCCACCAGTCAGCCGCGCCTACACCACCGCC 
TGCGTCCTCACCACCGCCGCTGTGCAGTTGGAATTGATCACACCTTTTCAGTTGTACTTCAATCCTGAAT 
TAATCTTCAAACACTTTCAAATATGGAGGCTAATCACCAATTTCTTATTTTTTGGGCCAGTTGGATTCAA 
TTTTTTATTTAACATGATTTTTCTATATCGTTACTGTCGAATGCTAGAAGAAGGCTCTTTCCGAGGTCGG 
ACAGCAGACTTTGTATTTATGTTCCTTTTTGGTGGATTCTTAATGACTCTTTTTGGTTTGTTTGTGAGCT 
TAGTTTTCTTGGGCCAAGCCTTTACAATAATGCTTGTCTACGTGTGGAGCCGAAGAAACCCATATGTCCG 
CATGAACTTCTTTGGCCTTCTCAATTTCCAGGCCCCCTTTCTACCCTGGGTGCTCATGGGCTTTTCCTTG 
TTGTTGGGGAACTCAATCATTGTGGACCTCTTGGGTATTGCAGTTGGACACATATATTTTTTCTTGG 

>GBEQ2215 | Acc | BI961015 | Ver | BI961015 . 1 GI : 16319218 | MONOl_5_A08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 496 

GCACGAGCTCGTGCCGGCAGTATAAAGTTTGCTGTCTCCTTTGTTCGCCCTCGTTGCGCAGTAGTGCTCG 
CGGCTTCCCCTTTCGGTCTTCGGAGCCGGCAGCCCTCTCTCGTGCTGAGCTGCTAGGAAGCCCCTGTCGG 
CGAGCTCGTAGGAGCCAGGAAGCGTCGCCCTCCCCCCCGATTCTCACCAGGGAAGAAAAATGGTTGAAGC 
AGATCGCCCAGAGAAAGCTGTTTATTGGTGGCCTCAACACAGAAACAAATGAGAAAGCCCTTGAAGCAGT 
AT T TGGCAAATATGGACGGATAGTGGAAGTACTGTT GAT GAAAGAT CGT GAAACCAACAAATCAAGAGGA 
TTTGCTTTTGTCACCTTCGAAAGCCCAGCAGATGCTAAGGATGCGGCCAGAGACATGAATGGAAAGTCCT 
TAGATGGAAAAGCCATCAAGGTAGAGCAAGCCACTAAACCATCATTTGAAAGTGGGAGACGTGGACCACC 

TCCACC 

>GBEQ2216 I Acc 1 BI961012 | Ver 1 BI 961012 . 1 GI : 16319215 | MONOl_5_A05 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 484 

GCACGAGCGATACGAAGTTGGGCCCCCTACACTCTGTTGCCTCAAACTAGCATTTATAGATCCCGCAACT 
GGAAAACTTACCGACAAATCTTTCTCTATTAGATATCATGACATGCCAGATGTTATTGACTTTCTTGTAT 
TGCGTCAAT T T T ACGAT GAAGCAAGACAGAGGAAT T GGCAGTCTT GT AAGT CTGT TTTTATTGAGTTTTA 
TGTACCCTTAGAAATTAATCTTTTGGGGCTGGCCCAGTGGCGCAGAGGTTAAGTGCGCATGTTCCTCTCT 
GGTGGCCCGGGGTTCCCAGGTTCGGATCCCAGGTGTGGACATGGCACTGCTTGGCCAGCCATGCTGTGGT 
AGGCATCCCACATATAAAGTAGAGGAAGATGGGCACGGATGTGAGCTCAGGGCCAGTCTTCCTCAGCAAA 
AAGAGTACTACTGGTGGCAGTTAGCTCAGGGCTAATCTTCCTCAAAAAAAAAAAAAAAAAAAAA 

>GBEQ2217 | Acc | BI960997 I Ver | BI960997 . 1 GI : 16319200 | MONOl_3_G04 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 545 

GCACGAGCTCGTGCCGAATCGGCACGAGCTGACCCCCACCTCGGTACGCCGCCTGGAAAGAGGGCGAGGA 
AGCCAGCGGTGGGGGTGCAGAGGGTCCTTGGAGCAGGAGAGACAAGGGAGGAAAGACCAAAAAAAAACCA 
ACCAACCAAAAAAAAGAAAGAAAAGAAACCAACCAACAAAAAAGAAAACCAAAAATAATCACAACAGAAA 
CCAGC T GCCCCAAAGGAACCAG AGGT G AAAAACAAACAAAT AT AA?\AAACCAAA^CAAACAAAAAAT CC 
CCCACAAAACCGAACAAACCAAAAACCAGTCGCGAGCCAGACCTCAGTGTGCTCACCCTCACCGCTACGA 
CACCAAATAAGAACCCCAGCCAGGGGTGGAGAAGCCTGGCAGGGCGGACTCAAGCTGAGCCCCTGGCTGT 
GGGGCCAACCCCCAACCTTGCCTCCCCCAGTGGGGGCCAGAGAAGGAAAAAGAGAATGTGCCAGCCTTGC 
AGCCCCAGCCCCCAGCCCTGGGCCAGCGAGGACAGGGCACAGCCTGGGGCAGGTG 

>GBEQ2218 | Acc | BI960980 | Ver | BI960980 . 1 GI : 16319183 | MONOl_3JE05 . bl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 532 

GCACGAGCCCGCCTCAGCCCCAGCACCCCCGCCCTTCGTCCTCCCAGCCTCTCCAAATCGGACGTTCTTT 
CTAGCTGAGATTTTTATTTTTCCAGATCTGTGGTGCCATGAAGTGATTCCGTCTCTGATCTCTAATGGCA 
GACCCAGGTGATCGGGGACATGCGCACACGCCCGGCTGGACGTGGCCAAGAGCGCGAGGCAGCGCCTGGC 
GTGGCCGAGGCCACAGGTGGCCCGCGTGACAGACTGACCGCAGAACTTCTGGGGTGGTTCTTGACTGCAG 
TCGCATGGTTCTGCTTTGCCAGCTCTGCCTTCCCACAGAGACTGCACAGCTTGGACCAGGGAACCAGGCC 
AGAGGGGCGTCATCAGGGAGCCTGTGTTTTTCTTTCTCCCCGCCTACCCCCAAGCTGCTGTCAGTCCAAG 
ACATTGGGATCATAGTTTGCTGTTTTTTTGAATTAAAACCAACATAGCAGCCATAGTCTGCTCTTCCCTG 
GGATCTCTTAACATGCTCTGTTTACATCAATAAATGCACTTA 

>GBEQ2219 I Acc | BI960960 | Ver | BI960960 . 1 GI : 16319163 | MONO 1_3_B0 9 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 57 6 

GCACGAGTGGTGGCTGGAAAGATGCTGGGCCGGAGTCGCCTTCCCTTCGTCGTCCTGGCGGTGGCCGTCA 
CCTGCGCCGTGGCGCAGCACGCGCCGCCGTGGACAGAAGACTGCAGAAAATCCACCTATCCTCCTTCTGG 
ACCGACCTATAGGGGTCCGGTTCCGTGGTACACCATAAATCTTGATTTACCACCCTACAAAAGATGGCAT 
GAATTGATGACTGACAAGGCACCAGCGCTAAAGCTTATAATGAATTCACTGAAGAATATGGTAAATGCAT 
TTGTGCCCAGTGGAAAAGTTATGCAGATAGTGGATCAAAAGTTGCCTGGTCTCCTCGGCAACTTTCCTGG 
TCCTTTTGAGGAGGAAATGAAGGGGATTGCAGCTGTTACTGACACACCTTTAAGAGAATATCTCACTTGC 
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AACCATATATGATGTGCTGTCAACAAAACCTGTCCTCAACAAGCTGACGGTATACACGACCTTGATGGAT 
GTCACCAAAGGTCGATTTGAAAGTTACCTGCGGGACTGCCCAGACCCTTGCATAGGTTGGTGAGCACACC 
TGGCCTACAGAAGGCG 

>GBEQ2220 | Acc | BI960953 | Ver | BI960953 . 1 GI : 16319156 ) MON01_3_A12 . bl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 542 

CCACCGCCGCCGCCGATTCCGGAGCCGCGGGAGCTGCTGCTGCCGCCGCCCCTGTAGCCGCCGCCGCCGC 
CTGAGGAGTGGGCCTGGGAAGGAAGCGGTCACCGCCCTCGGAGCTCCTCTCGCCAGGTCTTCGCCCCTTG 
CAGTCCTCCCACGGGAATGACCATGGATAAAAGTGAGCTGGTACAGAAAGCCAAACTCGCCGAGCAGGCC 
GAGCGCTATGATGACATGGCTGCAGCCATGAAGGCAGTCACGGAACAGGGGCACGAGCTCTCCAACGAAG 
AGAGAAATCTGCTCTCCGTGGCCTACAAGAATGTGGTGGGTGCCCGCCGTTCTTCCTGGCGTGTCATCTC 
C AGCATCGAACAGAAAACGGAGAGGAACTGCAGGATAT CT GCAATGAT GT T CTGGAGC TGT T GGACAAAT 
AT CT TAT T CCCAAT GC TACACAACCAGAAAGTAAGGT GT T C TACT T GAAAATGAAAGGAGAT TAC T T TAG 
ATATCTTTCTGAGGTGGCATCTGGAGACAATAAACAAACCACTGTGTCGAAC 

>GBEQ2221 | Acc | BI960951 | Ver | BI960951 . 1 GI : 16319154 | MONOl_3_A10 . bl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 445 

GCACGAGGGTAAATGGCATGCACATTAATTTTTTTTTTCCCTGAAGCTCTTTCTCTCCCTTCAGAACCTT 
ATCTTGGCTTTGGATCTCCGAAGAGAACCACTGAGCAGAGACCAGACTCTGTGAGTGAGCAGGTGTTTTG 
GACAATGGACTGGTGGAGCCCATCCCTATTATAAAAATGTCTCAGAGCAACCGGGAGCTGGTGGTTGACT 
T TCTCTCCTACAAGC TTT CCC AGAAAGGATACAACTGGAGT CAGT TTAGTGACGT GGAAGAGAACAGAAC 
TGAGGCCCCAGAAGGGACTGAATCAGAGATGGAGACCCCCAGTGCCATCAATGGCAACCCATCCTGGCAC 
CTGGCGGACAGCCCCACGGGGAATGGAGCCACTGGCCACAGCAGCAGCTTGGATGCCCGGGAAGTGATCC 
CCATGGCAGCAGTGAAGCAAGCGCT 

>GBEQ2222 | Acc | BI960942 | Ver | BI960942 . 1 GI : 16319145 | MONOl_2_H05 . bl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 40 : Stop : 438 

GAGCGGACTGCAGCCGGCCACCCCGTAGCCCTCGCCTAGGACAGCCGCGCGCTGGGCATCGCCCGAGGGA 
TCCGCGCGTAGCGCAACCGGCCGAGCCGACCCGGAGCCCCGCACAGTCCGCGCAGCGCCGCGCAGCCCCG 
ACCCGCGCAGCCCGCCGCGCTCCCGCCGCCGGTCCGGGCAGCATGAGGCGCGCGGCGCTCTGGCTCTGGC 
TCTGCGCGTTGGCGCTGCGCCTGCAGCCGGCCCTACCGCAAATTGTGGCCACAAATGTGCCCCCTGAAGA 
TCAGGACGGCTCTGGGGATGACTCTGACAACTTCTCTGGCTCAGGTGCAGGTGCCCTGCAAGATCTCACC 
TTGTCAAAGCAGACCCATGCTGTCCAGAAGGACGTGGGTGTACTGACGG 

>GBEQ2223 | Acc | BI960939 | Ver | BI960939 . 1 GI : 16319142 | MON01_2_G12 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 530 

GCACGAGCGGCACGAGCTTCCATGAAGGGGCTGGGGACCGATGAGGACTCCCTCATTGAGATCATCTGCT 
CAAGGACCAACCAGGAGCTGCAGGAAATTAACAGAGTCTACAAGGAAATGTACAAGACTGATCTGGAGAA 
GGACATCGTTTCTGACACATCTGGTGACTTCCGCAAGCTGATGGTTGCCCTCGCAAAGGGTAGAAGAGCA 
GAGGATGGCTCTGTCATTGATTATGAACTGATTGACCAAGATGCCCGGGATCTCTATGATGCTGGAGTGA 
AGAGGAAAGGAACTGATGTTCCAAAGTGGATCAGCATCATGACCGAGCGCAGTGTCTGTCACCTCCAGAA 
AGTATTTGAAAGGTACAAGAGCTACAGCCCTTATGACATGTTGGAGAGCATCAAGAAGGAGGTCAAAGGA 
GACCTGGAAAATGCTTTCCTGAACCTGGTCCAGTGTATTCAGAACAAGCCCCTGTATTTTGCTGACCGAC 
TGTACGACTCCATGAAGGGCAAGGGCACGCGCGATAAGGT 

>GBEQ2224 | Acc ] BI960938 ) Ver | BI960938 . 1 GI : 16319141 j MON01_2_Gll .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 532 

GCACGAGCTCGTGCCGGGTTTTTGATATAAACTTCAATTAATTGTACCACGTGCTAATACTGAGGAGCTG 
TGTGGCATTTTGGACAGGGTCCGACTCATACATACTTACAGCATAACCTATAGTCGATGGTTTGTTGCCT 
CTCTGTTCTAGTAAGGTGAAGAGTCAAGTCAGTTATTCAGTTACTTGAAGCAAAATGACATCTTTTATTT 
CAATGAAATCACTGCAGAGAGGCGTGAAATACTGGACAATTGCCTTCAGTCTTCACGTGACTCACCGGGA 
TAGACGGAGGCTTTGGGTGTGTCTCTGTGAACATGTCATTAGTACCTCACATGCTTTTGATGTATTTTTG 
AGATTGCTTTAATTTTTTTGTTGAAACGACAGTACATTTTGCACTGTAGTAATATGAGCACTGACTGTGT 
TGTTCGGCAGTTAGTGAATTGTCTTAAAGGATCAGTTCAGTGTAGACATTTTGAAAAGATTAAGTCTCCT 
GTGGTTTATGATAACTTAGTGCAATGTACACTCTGGCTTTAC 

>GBEQ2225 | Acc | BI960933 | Ver | BI960933 . 1 GI : 16319136 | MONO 1_2_G0 4 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 485 

GCGGGTTCTTCTGTGAAGAGAATTCCAGCGATGATGACGTGATTCTGAAAGAAGAATTCAGAGGGGTCAT 
TATCAAACAGGGATGTTTACTGAAGCAGGGGCATAGGAGGAAAAATTGGAAGGTGAGGAAGTTCGTTCTG 
AGAGAAGACCCTGCATATGTGCACTACAGCGACCCTGCTGGGGGGGAAGAGCCCCTGGGAGCGATTCACT 
TGAGAGGCTGCGTGGTGACTTCAGTGGAGGGCAACCCAGATGGCAAGAAGAGTGAAGAAGAGAACCTCTT 
TGAGATCATCACGGCGGATGAAGTTCATTATTTCTTGCAAGCGGCCACCCCCAAGGAGCGCACCGAGTGG 
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ATCAAAGCCATCCAGGTGGCCTCTCGGACTGGGAAGTGAGGGCACACCTGCAGCTCCTCATCACCCTCCC 
AAGGGAACTCCACGGATAAACTCGGTCCAGGGCCTGTCCACTTCTGGTGACAAGTCAACGAGAAC 

>GBEQ2226 | Acc | BI 960922 | Ver | BI960922 . 1 GI : 16319125 | MONOl_2_F0 3 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 3 60 

GCACGAGCGGTGACGACCTCTCCACGAGAACATGCCTCTCGCAAAGGATCTCCTGCATCCCTCTCCAGAA 
GAGGAGAAGAGGAAACACAAGAAGAAGCGCCTGGTGCAGAGCCCCAATTCCTACTTCATGGATGTGAAAT 
GCCCGGGATGCTATAAGATCACCACCGTTTTTAGCCATGCACAAACAGTAGTTTTGTGTGTTGGCTGCTC 
CACTGTTCTCTGCCAGCCTACAGGTGGAAAAGCAAGGCTTACAGAAGGATGTTCCTTCAGACGGAAGCAG 
CACT AAAAGCACCCTGAGT CAAGATGAGTGGGAAACCAT CCCAATAAACACATT T T GGATACAAAAAAAA 
AAAAAAAAAA 

>GBEQ2227 | Acc | BI960919 | Ver | BI960919 . 1 GI : 16319122 | MONO 1_2_E1 2 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 526 

GCACGAGAAGGAAGCCCCTGCCCCTCCCAAAGCCGAAGCCAAAGCAAAGGCTTTGAAGGCCAAGAAAGCT 
GTGCTAAAAGGCGTCCAGAGCCACAAAAAAAAGAAGATCCGTACGTCACCCACCTTCCGACGGCCCAAGA 
CACTGCGGCTCCGAAGGCAACCCAAGTATCCTCGGAAGAGCGCCCCGCGGAGAAACAAGCTTGACCACTA 
T G C CAT CAT C AAG TTCCCCTT G AC C AC C G AAT C AGC C AT G AAG AAG AT AG AAG AC AAC AAC AC GC T T G T G 
TTCATTGTGGATGTCAAGGCCAACAAGCATCAGATCAAACAGGCTGTAAAGAAGCTCTATGACATTGATG 
TGGCCAAGGTCAACACCCTGATCAGGCCTGATGGAGAGAAGAAGGCATATGTTCGACTGGCTCCTGACTA 
TGATGCTTTGGATGTTGCCAACAAAATTGGGATCATCTAAACTGAGTCCAGCTGGCTAATTCTAAATACA 
AGTTTTTTTTCACTATAAAAAAAAAAAAAAAAAAAA 

>GBEQ2228 | Acc | BI960906 | Ver | BI960906. 1 GI : 16319109 | MONO 1_2_D05 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 543 

CGCACAGCCCGGCGCAGCCATGGTGAAGATTAGCTTCCAGCCCGCCGTTGCCGGCATCAAGGGCGACAAG 
GCCGACAAGGCTTCGGCCTCGGCCTCGGCCCCGGCGCCCCCCGCGGCCGCTGAGATCCTGCTGACGCCGG 
CTCGGGAGGAGCGGCCCCCCCATCACCGCTACAAGAAGGGGGCCTCCGTGGGCGGCGTCTGCTACCTGTC 
GATGGGAATGGTCGTGCTGCTCATGGGCCTTGTGTTCGCCTCCGTCTACATCTACAGATATTTCTTCCTG 
GCTCAGCTGGCCCGAGACAACTTCTTCCACTGCGGCGTCCACTACGAGGACTCCCTGTCCTCCCAGGTCC 
GCACCCGGATGGAGCTGGAGGAGGACGTAAAGATCTACCTCGAAGAGAACTACGAGCGCATCAACGTGCC 
CGTGCCCCAGTTTGGCGGCGGCGACCCTGCAGACATCATCCACGACTTCCAGCGGGGTCTCACTGCCTAC 
CATGACATCTCCCTGGACAAATGCTATGTCATCGAGCTCAACACCACCATCGT 

>GBEQ2229 | Acc | BI 960901 | Ver | BI960901 . 1 GI : 16319104 | MONOl_2_C07 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 611 

GCACGAGTGGCGTTGGAGTTGGAGCTGATGCACAGGAAGAATGAGGAAGGCCAAGCTCTGGGGGCTGCTT 
GGGATGCTCTTTGTCTCAGAACTCCAAGCTGCAGCTGGACAAGCTGAGGAAAAGAAAATCCTAACAGAGG 
GGGAGACCCTGAACTATCACTGTGTCTACACCCGGAAGCACTCCCAAAGCCAGAAGGCTTGGCAGAGGGT 
GATGGATGGAGGGAAAGCCGAGACGCTGGCATTCACAGAGAAGACTTCAAAGAACAGTCAAGAGCTGGGG 
GGCAGGTACTTCCTAGAAGATAATACCACTCAGGGCGCAGTTCACGTCCGAATGACCAATGTTCAAGTGA 
GTGACTCTGGGACTGTATCGGTGTGTGATCTACCCAATTCTCAGCAACCCTGAAGTCCTCGAGTCTCTCC 
GCCTGGTGGTGACCAAGGGCCCTTCAGATAGCCCTTCCCCGGACAAGAATCCTCCCCGGGACAAGGCTCA 
GACGACCACCTTTCCTCCTGCCACAAAGGCCCCAGTGACCCAACCCCCACCCAAGTCAACTGCCGGTGTC 
TCCCGCCCTGGACTTGAAGTCAACCCCACACATGTGACAGACGTCACCAGG 

>GBEQ2230 | Acc | BI960899 | Ver | BI960899 . 1 GI : 16319102 | MONO 1_2_C04 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 314 

GCACGAGCGGCACGAGCAGCCACCTCCGCCGCGCGCCTCAGCCGCCGCCGACTCCGGCAGCTTTGTCGCC 
AGAGTCCTCGAACTCTCGCTTCCTTTTTAATCCGCTGCATCGGATCACCGGCGTGCCCCACCATGTCAGA 
CGCGGCCGTGGACACCAGCTCCGAGATCACCACCAAGGACTTAAAGGAGAAGAAGGAAGTTGTGGAGGAG 
GCGGAGAACGGCAGAGACGCTCCTGCTAACGGGAATGCTAATGAGGAGAATGGGGAGCAGGAGGCTGACA 
ACGAGGTAGACGAAGAAGAGGAAGAAGGTGGGGA 

>GBEQ2231 | Acc | BI960894 | Ver | BI960894 . 1 GI : 16319097 | MONOl_2_B08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 509 

GCACGAGGAGCTGCAGAAGGAGAAGGAGAAGCTGGAGTTCATGTTGGTGGCCCATGGGCCTGTGTGCAAG 
ATCAGCCCCGAGGAGCGTCGATCGCCCCCAGCCTCTGGGCTGCAGCCCCCGCGCAGTGGGGTTGGCGGAG 
TAGGTGCCGTGGTGGTGAAACAGGAGCCCCTGGAGGAGGACAGCCCCTCATCCTCATCAGCAGGGCTGGA 
CAAGGCCCAGCGCTCCGTCATCAAGCCCATCAGCATCGCTGGGGGCTTCTACGGGGAGGAGCCCCTGCAC 
ACCCCCATCGTGGTGACCTCCACGCCTGCCATCACTCCGGGCACCTCAAACCTCGTCTTCACCTACCCCA 
GCGTCCTGGAGCAGGAGTCGCCCGCGTCGCCCTCTGAGTCCTGTTCCAAGGCTCACCGAAGAAGCAGTAG 
CAGTGGGGACCAGTCATCAGACTCCTTGAACTCCCCCACTCTGCTGGCTCTGTAACCCAGCTCCCAGTGG 
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GTCCTCGTCACTGCCTCCT 

>GBEQ2232 | Acc 1 BI960891 1 Ver | BI960891 . 1 GI : 16319094 |MONOl_2_B05 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 158 

GCACGAGGGGGCGATAGTGAGGGACCTGGAGAACCTGGGGGAGCGAGCACTTCCTTACCGGATCTCGGCC 
CACAGCCGGCAGCACAGTCGAGGAGGGTATTTCTTGGTGGATTTTTATGCACCACCAACAGCTGTTGAAA 
GCATAATGGAGTACTTGT 

>GBEQ2233 | Acc | BI96088 6 | Ver | BI96088 6 . 1 QI : 1631908 9 | MONO 1_2_A11 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 589 

GCACGAGCGGTTCTGTGGCGGTGTGGGTGAGTTGGGTGCTGCTACGCTCGTGTTGGCCCTGAGAAGCCCC 
GCGGAGCCGCTGCTGCCTTCTCCTGCTCTCGCCATGTTCCTCACCCGGTCTGAGTACGACAGGGGTGTGA 
ATACTTTTTCTCCTGAAGGAAGATTATTTCAAGTGGAATATGCCATTGAGGCTATCAAGGTTGTGCCATG 
AGT GGGCT AATTGCTG AT GCT AAGACT T T AAT T GAT AAAGCCAGAGT GGAGACAC AGAACCATTGGTTCA 
CCTATAATGAGACAATGACAGTGGAGAGTGTAACCCAGGCTGTGTCCAATCTGGCTCTGCAGTTTGGAGA 
AGAAGATGCAGATCCAGGTGCCATGTCTCGTCCTTTTGGAGTAGCACTGTTATTTGGAGGCGTTGATGAG 
AAAGGACCCCAGCTGTTTCATATGGACCCATCTGGAACCTTTGTACAGTGTGATGCTCGAGCAATTGGCT 
CTGCTTCAGAGGGTGCCCAGAGCTCCTTGCAAGAAGTTTACCACAAGTCTATGACACTGAAAGAAGCCAT 
C AAG TCTT C AC T CAT CAT C C T C AAAC AAG 

>GBEQ2234 1 Acc ) BI9608 83 1 Ver | BI960883 . 1 GI : 16319086 |MONOl_2_A07 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 132 : Stop : 453 

AAAAAG T T TAT AG GG AAG AT TCTGCTTTT GAT GAC TAT T GC AAC AAAAG T C AG T T T C T GG AG AAT GAAGA 
TACCAAATTCAGCCTTTCTGACGACCAGCAAGACAGGTGGTTTTCTGACTTGTCTGATTCGTCCTTTGAT 
TTCAAAGGGGAAGATAGTTGGGATTCTCCAGTGACAGACTACAGGGACATTAAAAATGACTCCGTGGCAA 
G GC T GAT C T T GG AAAC AG T GAAAGAG G ACAGCAAG GAGAAG AAG C G GGAGAGCAG AAC CCGG GAGAAGCG 
AGACTACAGCGAAAAGCGGAGCGACAAGGATGCT T T CTT TAT 

>GBEQ2235 (Acc I BI960882 | Ver | BI960882 . 1 GI : 16319085 1 MONOl_2_A0 6 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 279 

GCACGAGCGGCACGAGCGGCTGCCTGCGCGTCTTCCACTTCGACTCCATGCTCCTCCGTGGGCTCATGAA 
GAGCTACTTTGGGGGCCTGCTCTGCGTGTGCTGGAGCCCTGACGGGCGCTACGTTGTGACGGGGGGTGAG 
GATGACCTGGTCACCGTGTGGTCCTTCACCGAGGGCCGTGTGGTGGCCCGGGGCCACGGCCACAAGTCCT 
GGGTCAACGCGGCGGCTTTTGACCCCTACACCACGAGGGCCGAGGAGGTGGCCGCAGCCAGTGGTGACG 

>GBEQ2236 | Acc | BI960878 ) Ver | BI960878 . 1 GI : 16319081 ) MON01_2_A02 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 205 

GCACGAGCAACAAGTGCCCAGCACCGCCTCAGCTCTGCTGACACTCGGGCCCACACTCCATCCGCTCAGC 
ATCATGAAGGTCCCCGTGGCTGCCCTTGCCGTCCTCCTCTGCACCATGGCCCTCTGCAGCCAGGTGTTCT 
CTGTACCATTCGGTGCCGACACCCCAACTGCCTGCTGCTTCTCCTACGTGTGCCGGCAGATTCCG 

>GBEQ2237 | Acc ) BI960872 I Ver | BI960872 . 1 GI : 16319075 | MONOl_l_H08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 500 

GCACGAGGAGAGTGCAGCGGAGGTTTTGCTGGTTTCGGACCCCAGCGGCCGGATGGTGAAATCCTCCCTG 
CAGCGCATCCTCAACAGCCACTGCTTCGCCCGAGAGAAGGAGGGGGATAAATCCAGCGCCACCGTCCACG 
CCAGCCGCGCCATGCCGCTCCTCAGCTTGCACAGCCGCGGCGGCCGCAGCAGCGGGAGTTCCAGGCTGTC 
CGGCAGCTGCTGTAGTCACCTGGGTCCGGGGCCTCGGTGGTGCTCCTGATGTCCCTCACCCACCCCTGAA 
GATCCCAGGTGGGCGAGGGAATAGTCAGAGGGATCACAATCTTTCAGCTAATTTATTTTACTCGGATAAT 
CGGCTGAATGTAACAGAGGAACTAACGTCTAACGACAAGACGAGAATCCTTCACGTGCAGACGCGGCTCC 
GCGACGCCCGGCAGGTGGACTGGAGGGCGGTGCTGCGCGGCGGCTCCCTGTACATCGAGATCCCGGGCGG 
GGCGCTGCCC 

>GBEQ2238 | Acc | BI960871 1 Ver | BI960871 . 1 GI : 16319074 | MONOl_l_H07 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 422 

GCACGAGCGATAGCGCGCTTGCAAACATGGTGAACGTTCCTAAAACCCGCCGGACTTTCTGTAAGAAGTG 
TGGCAAGCACCAACCCCACAAAGTAACACAATACAAGAAGGGCAAGGAT T C TC T GTATGCCCAGGGAAAG 
CGGCGTTATGACAGGAAGCAGAGTGGCTATGGTGGGCAGACTAAGCCGATTTTCCGGAAAAAGGCTAAAA 
CTACAAAGAAGATTGTGCTGAGGCTTGAATGTGTTGAGCCCAACTGCAGATCTAAGAGAATGCTGGCTAT 
CAAGAGATGCAAGCAT TT T GAACT T GGAGGAGATAAGAAGAGAAAGGGCCAAG T GATCCAGTTCTAAGCC 
TCATCTTTTGTTTTATTATGAAGACAATAAAATTTTGAGGTTATGTTTAAAAAAAAAAAAAAAAAAAAAA 

AA 

.>GBEQ2239 | Acc | BI960865 | Ver j BI960865 . 1 GI : 16319068 |MONOlJLJft01.bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 426 

GCACGAGGTCTTCCCTACCTCAGGCAGGAAGGGCAGGAAGGAGAGCCTGGTGCACGGGGTGGAGGTGGGG 
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CTGGCTAGAGAGGCCAGTCCTGCCTGGCCACACAGATTCGTGCCCTACCCCTGTTTAGCCTGGGCAGCCG 
GGCTGCCAAGGTCAGAGTAGCCTGGCCAGGAGCTCTTCAGGCCTCCCTGTCTCCTCTGCTCCACCCATGG 
CCTGTCTCATCCCTGGGGTCCCAGCCTAGCACTGGCCACCCCGGGCTCTCTGCTGTACATATTCGAGACT 
AGTTTTTATTCCTTGTGAAGATGATATACTATTTTTGTTAAGCGTGTCTGTATTTATGTGTGAGGAGCTG 
CTGGCTTGCTGTGCGTGTGCACGTGGAGAGCTGGTGCCCGGAGATTGAACAGCCTGATGCTCCCTCCCCT 
GCCCTG 

>GBEQ2240 | Acc 1 BI 9 60 8 63 I Ver | BI9608 63 . 1 GI : 16319066 | MONO 1_1_G11 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 552 

GCACGAGTTTATCCTGAGCAGCCCCTAACAGGCTGTTACTTCTCTACAACTGAGCTATGATCATCTTAAT 
TTACGTACTTGTCTTGCTGTGGGAAGAGGCTCACGGATGGGGATTCAAGAATGGAATTTTTCATAACTCC 
ATATGGCTTGAACAAGCAGCAGGAGTATACCACAGAGAAGCACGGGNTCTGGAAAATACAAGCTCACCTA 
CGCAGAAGCGAAGGCGGTGTGTGAATACGAAGGTGGCCATCTCGCCACCTATAAGCAGCTAGAAGCAGCC 
AGAAAAATTGGATTTCACGTCTGTGCTGCTGGGTGGATGGCCAAGGGTAGAGTTGGATACCCCATTGTGA 
AGCCAGGGCCCAACTGTGGATTTGGAAAAACTGGTATTATTGATTACGGAATCCGTCTCAATAGGAGTGA 
AAGATGGGATGCCTACTGCTACAACCCACATGAGTTCAGATACATTTTACTCTGGCAATACGTGTACGGA 
ATCCCGGGAAGCATGTTCTTACTCAATTCTCAGCTTGCTCTTAGATGCAATGACATGTCGCT 

>GBEQ2241 | Acc 1 BI960860 | Ver [ BI960860 . 1 GI : 16319063 I MONOl_l_G08 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 513 

GCACGAGCGGCGGCGGCTGCTGTCTTGGTCTCTTACGCCTTAAAGCCCAGCATTCGAATTCACTGCCATG 
TCCTCTGAAGAGGGGAAGCTCTTCGTGGGAGGGCTCAACTTCAACACCGATGAGCAGGCTCTGGAAGACC 
ACTTCAGCAGCTTCGGGCCTATTTCTGAGGTGGTCGTTGTCAAGGACCGGGAGACTCAGCGATCCCGGGG 
TTTTGGCTTCATTACCTTCACCAATCCAGAGCACGCCTCAGATGCCATGAGAGCCATGAATGGAGAGTCT 
CTGGATGGTCGCCAGATCCGTGTGGACCACGCAGGCAAGTCGGCCCGGGGAACCAGAGGGGGTGCCTTTG 
GGGCCCACGGGCGTGGTCGCGGCTACTCCAGAGGTGGTGGGGACCAGGGCTATGGGAGTGGCAGGTATGA 
CAGTCGACCTGGAGGATATGGATATGGATATGG2\AGGTCCAGAGACTATGGTGGCAGAAACCAGGGTGGT 
TATGACCGCTACTCAGGAGGAAA 

>GBEQ2242 | Acc | BI960858 | Ver | BI960858 . 1 GI : 16319061 | MONOl_l_G0 6. bl_A005 Monocytes {MONOl ) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 4 93 

GCACGAGCGGCACGAGGTCATGGAGGATGGCTCCGCTTCTGCTGCAGCTGGCGGGGCTCGGCGCGGCGCT 
GCTGGCCTCAGCCCTAATACTGATTTCTTTTGTTGCGTTTATAACTGCCACGGAAATGCCAGACCTTCAT 
CGACATGAGCAAGAGAAGT TCT T CT TAAACGC CAGAGGGCAGAAGGAAACT T TACCCAGCATAT GGGACT 
CACCTACCAAACAGCTTTCTGTTGTTGTGCCTTCATACAATGAAGAAAAACGGTTGCCTGTAATGATGGA 
TGAAGCTC TGAG'C TATCT AGAGAAGAGACAGAAACAAGATCCC ACCT TCACT TATGAGGTGATAGTAGT T 
GATGATGGCAGCAAAGACCAGACCTCAGAGGTAGCTTTTAAATACTGCCAGAAATACGGAAGTGACAAAG 
TACGAGTGATAACGC TGGTGAAGAAT CGTGGGAAAGGTGGAGCTAT TAGGATGGGCATATT CAGTT CTCG 
AGG 

>GBEQ2243 1 Acc | BI960856 | Ver | BI960856 . 1 GI : 16319059 | MONO 1_1_G0 4 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 557 

GCACGAGGGAAGGAGACGCTGCAGCGCGCGGACCCGCCAAAGGCACATGTGACCCACCATCCCATCTCTG 
ACCATGAGGTCACQCTQAGGTGCTGGGCCCTGGGCTTCTACCCTGCGGACATCAGCCTGTCCTGGCAGCG 
TGATGGGGAGGACCTGACCCAGGACACGGAGTTTGTGGAGACCAGGCCTGCAGGGGACGGGACCTTCCAG 
AAGTGGGCGGCTGTGGTGGTGCCTTCTGGAGAGGAGCAGAGATACACGTGCCGTGTGCAGCACGAGGGGC 
TGCCTGAGCCCGTCACCCTGAGATGGGAGCCATCTCGTAGTCCACCATCCTCATTGTGGGCGTCATTGCT 
GGCCTGGTTCTCTTCATGGTCACTGTAGCTGTGGTGGTTGGAGCCGTGATCTGGAGGAAGAAGCGCTCAG 
GATGTTTGCTTCCCACAGGTGGAAAAGGAGGGAGCTACGCTCAGGCTTCAAGCAGTGACAGTGCCCTGAA 
CTCTGATGTGTCTTACGGCAGCATGAGACAGCTGCCTTGTGGGGGACTGAGTGATACAAGATTTCTG 

>GBEQ224 4 | Acc | BI960854 | Ver | BI960854 . 1 GI : 16319057 | MON01__1_G02 . bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 415 

GCACGAGCGACAATAGCCTCAGCACAGAGGCCTTCCAGCACCGTTCTGTGTCCTGGTCACAGTTCAACAA 
GGAGATCCTGCTGGGTCGTGGCTTCACCTTTTGGCAGTGGTTCGATGGTGTCCTGGACCTCACCAAACGC 
TGTCTCCGGAGCTACTGGTCAGATCGGTTGATCATTGGCTTCATCAGCAAACAGTACGTCACTAGCCTCC 
TTCTCAATGAGCCTGATGGAACGTTCCTCCTTCGCTTCAGCGACTCAGAGATTGGGGGCATCACCATTGC 
CCACGTCATCCGGGGCCAGGACGGCTCCTCACAGATAGAGAACATAGAGCCCTTCTCTGCCAAAGACCTG 
TCCATTCGCTCACTGGGGGACCGAATCCGGGACCTTGCTCAGCTCAAAAACCTCTACCCTAAGAA 

>GBEQ2245 | Acc | BI960849 | Ver |BI960849. 1 GI : 16319052 | MONO 1_1_F07 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 93 

GCACGAGGGATTCAGAGCTCGGCAGGAAGTGGGACCGGTGCTTGGCGGATGCGGTGGTGAAGATAGGTAC 
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TGGCTTTGGATTAGGACTTGTTTTCTCGCTTACCTTCTTTAAAAGAAGAATGTGGCCATTAGCCTTTGGT 
TCTGGCATGGGATTGGGAATGGCCTACTCCAACTGTCAGCATGATTTCCAGGCTCCATACCTTCTACATG 
GAAAATATGTCAAAGAGCCGGAGCAGTGACTTAGACCTGAGCGCATCCCTGTGGGGAGAAGAGAACTCGT 
GTCTGTTCCTCAGGAATACTGCGTGCCCTGGAGTAAGCTGACATGCTTCTGTAACAGCGTTATCAGTAAT 
GCCTGAAACTCCAGCACACTGTTTATGTATTTGAAACCAAGTCTGTTTCTTGTTTTGTATTTTCTCTCTG 
GAAACTGCAAGGAGGTGGTCTTAGAAGAAATAAATGAAACGAAAATCGGCAGTCCAAAAAAAAAAAAAAA 
AAA 

>GBEQ2246 | Acc | BI960846 I Ver | BI960846. 1 GI : 16319049 | MONO 1_1_F04 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 44 5 

CGGAGACAGCATCAGCATCACTACCTCTTGCTACCCCCTGCCCTCCATCTGCGTCCGAGACCCCGTGAGC 
GACTGGTTTGAGAGCCTGGCTCAGTGTCTGCACTGGAACGTGCGGAAGAAGCAGGCCCACTTCCCAGAGG 
AGGAGGAGGAGGAAGTCTAGGCTGCGCTCCTCGTCCACACTCGGGACCCTGAGCCTGAAGCTTCTCCAGT 
TCTTCCTTTCCTTTTCTGCCTCCTTCTTGCTCACCCTCCAGGGGAAAAGCCAGCCTGAACACGTGCTGTG 
AACAGTTGTGTGCCCCGCTGGGCACCAGACTCCATGTCACTTCTGTCTGTAGCCAGAGGAAGAGCCTGGA 
ATCTGCCTTTTATGACCAGATCAGCTGTTTTTAACATTTTAAATCTGACTCTCTTTTGCATTTCTAAGGA 
AGCAAAAAGTGAGCAGTGGCCCAGA 

>GBEQ2247 | Acc ) BI960840 ] Ver | BI960840 . 1 GI : 16319043 | MONO 1_1_E0 9 .bl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop : 555 

GCACGAGGCGGTTCGCGCGCTTCGGGCCTAGTCCGGACTCGCCGCCGCCGCCGCCATATTCCCGTGGCAT 
CTTTCTTACTTTGTCCCTTCTCCGGGCTCGCGATCTTCCTTCTGGAGCCATGTCAGAAGGAGTGGACTTG 
AT T GACATATACGCGGAC GAGGAGT T CAAT CAGGAT CCAGAGTT CAACAATACAGATCAGAT T GACCT GT 
ATGATGACGTGTTGACAGCCACCTCCCAGCCCTCAGATGACAGAAGCAGCAGCACTGAGCCACCTCCTCC 
TGTTCGCCAGGAGCCGTCTCCCAAGCCCAATAACAAGACCCCTGCAATTCTGTACACCTACAGCGGCCTA 
CGTAATAGGCGAGCTGCTGTCTATGTGGGCAGCTTCTCCTGGTGGACCACAGACCAGCAGCTGATCCAGG 
TTATTCGCTCTATAGGAGTCTATGATGTGGTGGAATTGAAATTCGCAGAGAATCGAGCAAATGGCCAGTC 
CAAAGGGTATGCTGAGGTGGTGGTAGCCTCTGAAAACTCTGTCCACAAATTGTTGGAACTCCTGC 

>GBEQ2248 ) Acc | BI 960839 | Ver | BI960839 . 1 GI : 16319042 | MONO 1__1_E08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 523 

GCACGAGCAGCCAAATCCCAGTACTGTGCCCAGATCATAGTTCTATGGAATTGTGACAAGCCCCTACCAG 
CCAAACACCGCTGGCCTGCCACTGCTGTGCCTGTCATCGTCATTGAAGGAGAAAACAAGGTCATGAGCAG 
CCGTTTTCTGCCCTATGACAACATCGTCACAGATGCAGTGCTCAGCCTCGACGAGGACACCGTGCTTTCA 
ACCACGGAGGTAGATTTTGCCTTCACCGTGTGGCAGAGCTTCCCTGAGAGGATTGTGGGGTACCCCGCAC 
GCAGCCATTTCTGGGATAACTCTAAGGAGCGATGGGGATACACGTCCAAGTGGACAAACGACTACTCCAT 
GGTGTTGACAGGAGCTGCTATTTACCACAAATATTATCACTACCTGTACACCCATTACCTGCCAGCCAGC 
CTGAAGAACATGGTGGACCAACTGGCCAACTGTGAGGACATTCTCATGAATTTCCTGGTGTCTGCTGTGA 
CAAAATTGCCTCCAATCAAAGTGACCCAGAAGA 

>GBEQ224 9 | Acc | BI960834 | Ver | BI960834 . 1 GI : 16319037 | MONOl_l_E02 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 425 

GCACGAGCGGCACGAGCGGCACGAGCGGCACGAGCGAGCGCGTCGCAGGAGCCACTCGGAGCAAGCGAGC 
CAGCGAGTGCCGGCGCGGGGAAAATGTCAGACGGTTTTTCGCTTAAAGATGCCTTATCTGGGTCTGGAAA 
. CCCAAACCCTCAAGGATGGCCTGGTCCCTGGGGAAACCAGCCTGCTGGGGCAGGGGGCTACCCAGGGGCC 
GCCTATCCCGGCGCCTACCCTGGACAGGCACACCCTGGCGCCTACCCTGGCTCAACCCCTGCTTATCCTG 
GACCAAATGCATCAGGAGGCTACCCTAGTGGGCCTGGTGCCTACCCATCTCCTGGACAGCCAGGTGCTCC 
TGGAGCCTACCCTGCTGGCGGGCCCTATGGCGTCCCTGCTGGACCACTGACTGTGCCTTATGACCTGCCT 
TTGCC 

>GBEQ2250 | Acc j BI960833 | Ver | BI960833 . 1 GI : 16319036 | MONOl_l_E01 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 323 

GCAGAGTGCGTGCCGGCCGGTCGGGGTTCTCTGGTCCCGCCGTAGCCATGTCGTTCTTCCCGGAGCTTTA 
CTTCAACGTGGACAATGGCTACCTGGAGGGACTGGTGCGCGGCCTGAAGGCCGGGGTGCTCAGCCAGGCG 
GACTACCTCAACCTGGTGCAGTGCGAGACGCTCGAGGACCTGAAGCTGCACCTGCAGAGCACTGACTATG 
GCAACTTCCTGGCCAACGAGGCATCACCACTGACAGTGTCAGTCATCGATGACCGGCTCAAGGAGAAGAT 
GGTGGTGGAGTTCCGCCACATGAGGAACCATGCCTATGAGCCA 

>GBEQ2251 [ Acc | BI960832 | Ver | BI960832 . 1 GI : 16319035 | MONOl_l_D12 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 587 

GC ACGAGT TAT TACAGAAT TCTAACTGCAGTATGAC TAGT TGAAACTCACATGTAAAT TAGGTAGATGTC 
AGATGGAAAATGACAT TAG TAAAT TCGAGAAT T TCATT TT TACATTACTAATGTAGAT T GAT TTGTATAA 
TAAAACAGGGTTTGGAAAGTTTTGTTACAGAGAGCATGGTCTGTTGAAGATTTTTTAAAATGTATTTTTC 
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TAGGTTAACTGCTGTATATGAAATGTCTAATCTGAATAAAGAAAACTATAAGAGGTTTAGAGATTTTTCC 
ATTGGAAATATACATTTTGGTTTTTAATTTCTTTGTGCTTTTGCATTTACTGGCATACTCTTATACCTCA 
TTTAAAAAAATCAATCCAATATTTCCTGTGGCAAATACATTTTCCTCATTTCACACCAATACACCTCCAC 
CCCCACCCTACCCATTCTTCATCAATATTTGAAAGTAAATGATTTGTAAGCAAGACTTTTTCTTAGAATT 
GCATTTATAATTTACAGATTGCCTTCCTTGGGAACAAATATTTTTTGTGTGAGCTGTCTAAZVAACCTCTC 
AGTTGAGTTTTGTGGTAAAAATATTGT 

>GBEQ2252 | Acc 1 BI960830 | Ver | BI960830 . 1 GI : 16319033 | MONOl_lJ310 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 512 

GCACGAGCGGCACGAGGCAGGACGTGCGCCCCAGTCGCGCGGAGCAGAGGCCAGCAGGAGCCGTGCCAAG 
CCCAGACCAGCGTGCCCAGCAGCCCCGCGACCCAGGCATCCTCTGCCTTCTCCCCGCTCCCACCCGGAAT 
CGCGCTCCCCGCGCCGGCACAGCAGCCCCCGCCGCGCCGGGACCCTCAGGCGCCGCTGCCGGATCGCGCC 
GCTGCAGAGCCAACATGCCCATCACTCGGATGCGCATGAGACCCTGGCTAGAGATGCAGATTAATTCCAA 
CCAAATCCCAGGGCTGATCTGGATTAATAAAGAGGAGATGATCTTCCAGATCCCATGGAAGCACGCTGCC 
AAGCGTGGCTGGGACATCAACAAGGATGCCTGTCTGTTCCGGAGCTGGGCCATTCACACAGGCCGATACA 
AAGCAGGGGAAAAGGAGCCAGATCCCAAGACATGGAAGGCCAACTTTCGCTGCGCCATGAACTCCCTGCC 
AGACATTGAGGAGGTGAAGGAC 

>GBEQ2253 ] Acc | BI960826 | Ver I BI960826 . 1 GI : 16319029 1 MONO 1_1_D0 6 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: '542 

GCACGAGAGAAGACGT GCAGAAAT GGCACCTCGCAAGGGAAAGGAAAAGAAGGAAGAACAGGT CATCAGC 
CTTGGACCTCAGGTGGCTGAAGGAGAAAATGTATTTGGTGTCTGCCACATCTTTGCATCCTTCAATGACA 
CTTTTGTCCACGTCACCGATCTTTCCGGCAAGGAAACCATCTGCCGTGTGACTGGTGGGATGAAGGTGAA 
GGCCGACCGAGATGAATCCTCTCCATATGCTGCCATGTTGGCTGCCCAGGATGTGGCCCAGAGGTGCAAG 
GAGCTGGGCATCACTGCCCTCCACATCAAACTCCGGGCCACGGGAGGAAACAGGACCAAGACCCCTGGGC 
CTGGGGCCCAGTCAGCCCTCAGAGCCCTTGCCCGCTCTGGAATGAAGATAGGGCGGATTGAGGATGTCAC 
CCCCATCCCCTCTGATAGCACCCGCACGAAAGGGGGTCGCCGTGGTCGCCGTCTGTGAACAGGACTCCTC 
AAATTGTTTTCTGTTAATAAATTGTCTTCATGTAAAAAAAAAA?VAAAAAAAA 

>GBEQ2254 j Acc | BI960824 | Ver | BI960824 . 1 GI : 16319027 | MONO 1_1JD0 4 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 551 

CACGAGCTCGTGCCGCTCGTGCCGGCCGGGCCCGACATGGCGGAAGAGGAGGTGGCCAAGTTGGAGAAGC 
ACTTGATGCTTCTCCGACAAGAGTATGTCAAGCTGCAGAAGAAATTGGCAGAGACAGAGAAGAGATGCTC 
TCTTTTGGCCGCGCAAACAAACAAGGAAAGCAGCAGTGAGTCCTTCATCAGCCGCCTGCTGATGATCGTG 
GCCGACCTCTATGAGCAGGAGCAGTACAGTGATCTGAAGATAAAGGTTGGAGGCAGGCACATCAATGCTC 
ACAAGTTTGTTCTGGCGGCCCGCAGTGACAGCTGGAGTCTGGCCAATTTGTCTTCCATCGAGGAGCTGGA 
CCTGTCAGATGCGAACCCTGAGGTGACAATGACAATGCTTCGCTGGATCTATACGGACGAGTTGGAGTTC 
AAAGAAGATGATGTGTTCCTGACTGAGTTGATGAAACTAGCCAATCGGTTTCAGCTCCAGCTCCTTAGGG 
AGAGATGTGAGAAGGGTGTTATGTCTCTGGTGAACGTCAGGAACTGTATTCGCTTCTACCA 

>GBEQ2255 | Acc | BI960821 1 Ver | BI960821 . 1 GI : 16319024 | MONO 1_1_C0 9 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 510 

GCACGAGCGAACTCGGAAGCGGTCGGAAGGGTTCCCGCCGGACCGGAAGGTCGAGAAGAAGAAAGAACCT 
TCTGTGGAGGAGAAGCTTCAGAAGCTGCACAGCGAGATCAAGTTCGCCCTGAAGGTCGACAATCCGGACG 
TGAAGAGGTGTeTGAACGCCCTCGCCGAGCTGGGGACCCTGCAGGTGACCTCGCAGATCCTTCAGAAGAA 
CACAGATGTGGTGGCCACATTGAAGAAGATTCGCCGTTACAAGGCCAACAAGGAGGTGATGGAGAAGGCC 
GCGGAGGTCTACACCCGGCTCAAGTCGCGGGTCCTGGGACCAAAAATCGAGGCCGTCCAGAAGGCGAGCA 
GACCTGGGACAGAGAAGGAGAGAGCCGAGGCGGAGAAGGCCGAGGAGGCGCTGGCCGGAGAGGAGGCCCC 
CACAGAGCAAGCGGAGGACGAGGCGAGCACTGACCTCTCGGCCCCGGTGAACGGTGAGGCCACGTCCCAN 
GAAGGGGACAGCACCGAGGA 

>GBEQ225 6 ! Acc | BI960819 | Ver | BI960819 . 1 GI : 16319022 | MONO 1_1_C07 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 570 

GCACGAGCTCGTGCCGCAGGCTTACATTAAAGAGTTCCATACCACCGGACTGGCCTGGAGCAAAACGGGA 
CCTGTGGCAAAA.GAACTGAGTGGACTGCCATCTGGACCCTCTGCTGGATCCGGTCCTCCTCCCCCCCCAC 
CAGGCCCACCTCCTCCCCCAGTCCCCACCAGTTCAGGCTCTGATGAGTCTGCTTCACGCTCAGCACTGTT 
TGCTCAGAT T AATCAGGGGGAGAGCATCACACAT GCCCTGAAACAT GTAT CT GATGACAT GAAGACACAC 
AAGAACCCTGCCCTGAAGGCTCAGAGTGGACCAGTACGAAGTGGCCCCAAACCATTCTCTGCACCTAAAC 
CAGGAGGCAGCCCATCCCCCAAACCAGCCACAAAGAAGGAGCCACCTCTGCTTGAACTGGAGGGCAAGAA 
GTGGAGAGTGGAAAATCAGGAGAATGTTTCCAACCTGGTAATTGATGACACGGAGCTGAAACAGGTGGCT 
TACATATACAAGTGTGTCAACACAACAT TGCAAATCAAGGGCAZ^AAT TAACT CCAT TACAGTAGATAACT 
GTAAGAAACT 
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>GBEQ2257 1 Acc | BI960809 ) Ver | BI9 60809 . 1 GI : 16319012 | MONOl_l_B05 . bl_A005 Monocytes (MON01) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 551 

GCACGAGTATGCT TAAAATATAAAAAGAAGCAAAAAATGTAAACAAGAGCACAATCAAT T TAAT TAG TAT 
TTTTTCTTGCTATTTTACTTTTTAAAAAATTCAAAAATAGTCTATGTTCATTTTAGAGAATTTAGCAACT 
ATT AATAAAAAAAT T TATTCC T T AGCT ACAAGT ATACAT AATAT AT TAT AGAT GCT GCATATGAAGCCAT 
T T CT T TACTAT T T CATAAAAAATAATGAACAGAT GGAC ACTAAGACATGAAT AT CAT T T TAAAGTAGG AA 
TAATTTCTTTCTAATGCTTCCTTCTCTTTTTTTCCTTTTAGCAAAGGAATGCGGTGGCATCTTTACAGAT 
ACAAAGAGAATTTTTAAATCTCCAGGCTTCCCAAATGAATATGATGATAACCAAGTCTGCTACTGGCACA 
TCAGACTCAAGTATGGTCAGCGTATTCACCTGAGTTTTCTGGACTTTGATCTTGAAGACGATACAGGTTG 
CTTGGCTGACTATGTTGAAATATATGACAGTTATGATGATGTCCATGGCTTTGTGGGAAGA 

>GBEQ2258 { Acc 1 BI960808 \ Ver | BI960808 .1 GI : 16319011 | MONOl_l_B04 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 503 

GCACGAGTAAATATAATGTGTATGCTTCATTATTGTTTGAAGATGTGTTTATTTTGTCTCAAATAGGTAA 
TACATATAACATACCAATTCGTTTGTGGATTTTGGATTCTCACCCTTTTGCTCCCCCCATTTGCTTCTTA 
AAGCCAACTGCAAATATGGGAATCTCAGTTGGAAAACATGTGGATGCTCAAGGCAGAATATACTTGCCCT 
ATCTCCAAAATTGGAGCCACCCTAAATCTGTCATTGTTGGATTAATTAAAGAAATGATTGCCAAATTTCA 
AGAGGAACTTCCTCTGTATTCTCTATCATCATCTGATGAAGCGCGGCAGGTGGACTTGCTAGCCTATATT 
GCAAAAAT CACTGAAGGTGT CTCAGACATAAAT TGAAAGAACT GGGCAAAT CAGGAGAATAAAACAATAA 
ACAAAATTACTGTGGTTGGAGGTGGAGAACTGGGAATTGCCTGCACATTAGCAATTTCAGCAAAGGGCAT 
TGCAGACAGACTG 

>GBEQ2259 | Acc | BI960804 j Ver | BI960804 .1 GI : 16319007 | MONOl_l_All .bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 528 

GCACGAGGAGCAATAGACTGTGAAGGAAGACT TGTCACT TGGAGAAGAAGTAACCAAAACT TT GGTAAT T 
CCTACCAATTCTCAACCTACCAAGGTGGCCTGGATGTCTTAAACTGAAGTGTGGCAGATTCGTTCTACTC 
TTGCTTCTGCTAAACCTGCCATTTACTCCATCCTTTATAGTGATGCTACAGGACGGAGAGGAATGGATAA 
AAACATTGGTGAGCAACTCAATAAAGCTTATGAAGCCTTTCGACAGGCATGCATGGATAGAGATTCTGCA 
GT AAAAGAACT ACAGCAAAAGACT GAGAACTATGAGCAGAGAATACGT GAGCAACAGGAACAGC TGTCAC 
T TCAACAAACTAT TAT TGACAAGC TAAAATTACAGTT ACT TCT T GT G AAT T CCAGT CGAGAT AACAGT T A 
TGGTTATGTTCCCCTGCTTGAAGACAGTGAAGCAAGGAAGAATAATTTGACTCTTGATGCGCCACTTGAT 
AAAGTAAAATCAGGAATACCAAGAGAAAAAGAATCAAA 

>GBEQ2260 | Acc | BI960803 ( Ver I BI960803 . 1 GI : 16319006 | MONO 1_1__A0 9 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 570 

TTCGGCACGAGTAAAAATGTCAGGCCTGATTATCTGAAAGCCATTTGGAATGTGATCAACTGGGAGAATG 
TATCTGAGAGATACATGGCTTGCAAAAAGTAAAGCATTATCGTTACACCGAGTGCATTAAGCAATTTCCA 
ACTATTTTTGTAGTAGCTCGAAGTACCACAGTATACCAGTAAGCTGCTCTAGGATAGCATTTCTGAATGT 
GGCTTATTCAGATATTTGATAAACGTAATGCTATGAATAATTTCCTGTTTTACAATTTTGTTATTGGGCA 
ACTGTTTGAAAATATTAAATGCTTTGTATGATTCGGTCTTTTCATTGAACGTTTCCTTCAGAGAGCTAGA 
ATGGCTAGGAGGGTTTAATTGTCATCATAAAACCATCAAAAGTATCCCATTCCTATGCTGTTAGGGGTCT 
GTGGAAGCCTTTCTCATCCCATTCTGTTGTAGGAAATCTAGTCTTTTGCCCCAGTTGTTTAAGAACAAAA 
TATTAAATTTATTTCCCAAGGGGAATAGTTTTCTATTGAAAATTGCTCTTTTTGTAAGTAATCCTCCATG 
TAGTTTTGCT 

>GBEQ2261 1 Acc | BI9608 02 | Ver | BI960802 . 1 GI : 16319005 | MONOl_l_A08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 534 

GCACGAGGCGCAGCCAGAGCCGGACCACGCCGGAGTTCCCCTGGACCCAGGACCTCAGAAGCCATGTCGA 
AGCCTCATAGTGATGCCGGTACTGCCTTCATTCAGACCCAGCAGCTGCATGCCGCCATGGCTGACACATT 
CCTGGAGCACATGTGCCGCCTGGACATTGATTCTCCACCCATCACGGCCCGGAACACTGGCATCATTTGT 
ACTATCGGCCCAGCTTCCCGATCGGTGGAAACATTGAAGGAGATGATTAAGTCTGGAATGAATGTGGCTC 
GTCTGAACTTCTCTCATGGAACTCACGAGTACCATGCAGAGACCATCAAGAACGTGCGCACAGCCACAGA 
AAGCTTTGCTTCTGACCCCATTCTCTACCGGCCGGTTGCTGTGGCCCTGGACACTAAAGGACCTGAAATT 
CGAACTGGGCTTATCAAGGGTAGCGGCACTGCAGAGGTGGAGCTGAAGAAAGGAGCCACTCTGAAGATCA 
CTCTAGATAACGCCTACATGGAAAAGTGTGACGAGAAGGTCCTG 

>GBEQ2262 | Acc | BI960800 | Ver | BI960800 . 1 GI : 16319003 I MONOl_l_A05 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 533 

GCACGAGCT TGGACAGAGT GCAGAAAAATGGCGGAAC T GTCCCAGATGGAGCGCGACAT AGAGACCAT CA 
TCAATGTCTTCCACCAGTACTCTGTGCGACTGGGGCACCCGGACACCCTGAACCGGAAGGAATTCAAACA 
GCTGGTTCAAAAAGAGCTGGCGAACTTCCTCAAGAGTAAGAAGAAGGATGAGAAAGCCATAAATCATATC 
ATGGAGGACCTGGATACCAATGAAGACAAGCAGCTGAGTT.TCGAGGAGTTCATCATCCTGGTGGCCAGGC 
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TGACGCATGCCTCCCATGAGAAGATGCACGAGCATGACCAAGGCCACGGCCACTGCCATGGGCCAGGCCT 
TGGGGAGAGTGGCCATGGTCACAGCCATGGTGGCCATGGCCACAGCCACGGAGGCCACGGCCACAGCCAC 
TAATCTGGAGGCCAGGCCACCCTGCCCTGCCCAACTAGGGCACAGTGCTGTGTGCCATACACCTTAGCTG, 
AAGGATGAAATAAAGTCTTCCTCCAAGCAAAAAAAAAAAAAAA 

>GBEQ2263 | Acc | AW735740 | Ver | AW735740 . 1 GI : 12000952 1 HEST012 Horse INRA cDNA Library Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 464 

GCTGTCGCCACAGTCGGAGCTGCCGCCGCCTGGAGCAGCCGGGACCCCCAGCCTCGNCGCCCCCGNCCAG 
CCTCTCGCGCCATGCCGTCGGAGAAGACCTTCAANCAGCGCCGCACCTTCGAACAAAGAGTAGAAGATGT 
CCGACTTATCCGAGAGCAGCATCCTACCAAAATCCCGGTGATAATAGAACGANACAAGGGGGAGAAGCAG 
CTTCCTGACCTGGATAAAACCAAGTTCCTTGTGCCTGACCATGTCAACATGAGTGAGCTCATCAAGATAA 
TTAGAAGGCGCTTACAGCTCAACGCTAATCAAGCCTTCTTCCTGTTAGTGAATGGACACAGCATGGTGAG 
CGTGTCCACACCGATTTCTGAAGTGTATGAAAGTGAGAAGGATGAAGATGGATTCCTGTATATGGTATAT 
GCCTCTCAGGAGACATTTGGGATGAAATTGTCAGTGTAAGACTA 

>GBEQ2264 | Acc ] AW735737 | Ver | AW735737 . 1 GI : 1200094 9 | HESTG07 Horse INRA cDNA Library Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 4 91 

AAAAAAACCCATTAAGCTACTCCTGCAGCATGCGCTTTTAGCTTCTCTCGGGACTAAGGATCAAATATCC 
CTCGTGAGCNGGCCTTCAGCTCCTTTGCATATGTGTGTAAACCTCTGATGTTACTACATTTTATATCTAC 
CAGAGCTATTCAAGCAATAGTATTTGAACCACTAGCCTTTTAAATAAAAATCTGCCCCGTTGCTAATGTG 
GCAGATATGGAGTCCACTTTCATTTCTTGCCAGCTTTCTTTACACTGGCTTTAGGCAAAGTGTTCATCTG 
TTTTTCTTTGATTGGACATCCCAGTTTGGCTACAGTAACAGGAACTTACTGCTTAATCTTGGATTTCTNC 
ATACACACACGGCACACACACACACACACGCACNCAAAT TTAAGNCAT TGTCCAGT GAAT AT GT CGTANT 
TGTCNGCGTGGATAGGGGGNCAACTTTCCGGAAGCTAGCNAGGTATGAATCCGAACCTCTCCCAGCAAAT 
T 

>GBEQ22 65 I Acc | CD536613 | Ver | CD536613 .1 GI : 3157 9028 | LeukoN6_5_E09 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_E0 9_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop : 673 

GAGCTGATGATGTTGAAGCATTTGTTATTGATGCGGTAAGAACTAAGATGGTCTATTGCAAAATTGATCA 
GACCCAGAGAAAAGT TGT TGT CAGTCATAGCACACATCGGACATTT GGAAAACAGCAATGGCAACAAC T G 
TATGACACACTTAATGCCTGGAAACAAAACTTGAACAAAGTGAAAAACAGCCTTTTGAGTCTTTCTGATA 
CCTGAATCTTTATGCTATATCATTTTGTTCCTTTTGGAAAAAGATCTAAATCATAGTAAAACATTATAAA 
CTGAAAT T TGACTACAT TCTGGACAT T TAT TGTCTCAAAT T TAAAAGAAGTCAGT CT T CAGAGGATACAA 
•AGTAAl'AAATTACAGAGGGGTCAGTGTCTATCTTGTATAATAGGTAAGTTGTATTCTGTAAGGAAAGGTT 
T TGAAGGTACAAAAAGAACTT T GATGAAAGGCTATAT GGAGGAAAGAC AT T TAATTAAGGGGTAT TAGAT 
GCTAACAGCAAACTTTGTCATCTTAGCTATCTTAAATGAAGCATTTGCTGAGTGAAAACATAGTAATATA 
AT TCT TACATCAGAAAAAGCT GGAACAGTAAGTACACAT GTAAAGCTTAGGATGT AAAAGTCATT T T T TA 
GTCAAAACCACATCAGTATTTCTATTAAATCAGTTCCCCCCTG 

>GBEQ2266 j Acc | CD536607 | Ver ) CD536607 .1 GI : 3157 9022 | LeukoN6_5_B02 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5__B02_A028 3', mRNA 
sequence .: St art : 1 : Stop : 4 8 0 

GAAGGACATTGGTGTGAGTGACTCCATGCCCACACCATCACCACCTGCATCTTGACCCTGATTCTTAGCC 
CGTTGCTCCCCTCAGCCCTTCCCCCAGGCCCTGTTCAGACGCTCTCAGACAGAGGATTGCCTTTCTCCGC 
AAGATCACCCACAAGAACCAGATGCCCATGCTCGTGGGCCCACCCCCTCGCTCCTCCAATTTCTTTGGCT 
TCTTGTGCTGAGGGGTACACCTCAGCCTCCAAGCCATCCTTGAAGCCACCTCCTCGTCCTTGGACTCTAT 
TTCCTAGGCTCTGTACATTGCTGCCCCATCCTCCTGCCAGCTCAGGGGAGTGTTCCTTCACCCTCACAGT 
AT TTAT TAT CCT GCACCAACCTCCAC TAT T CCCCAT GCACACACACACACACACACAC ACACCCCACAAA 
CACATACATTGAAAGTGCCTCATCTGAATAAAATGACTTTTTTTCCCCACTGGGATATCT 

>GBEQ2267 | Acc | CD536482 | Ver | CD536482 .1 GI : 31578 8 97 | LeukoN6_8_E07 . bl__A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8_E07_A028 3', mRNA 
sequence .: Start : 1 : Stop : 537 

GGAATGCTACTGACAATTTCTTTAAAATTTCCAACCTGAAATTGGGTCATAATTACACTTTCACTGTCCA 
AGCAAGATGCCTTTTCGGCAGCCAGATTTGTGGGGAGCCTGCTGTCCTGCTGTATGATGATTTGGGATCT 
GGTGGGGATGCGTCCGCGTTTCAGGCTGCCAGATCTACTGATGTTGCTGCCGTGGTGGTGCCCATCTTGT 
TCCTGATACTGCTGAGCCTGGGGGTCGGGTTTGCCATCCTGTACACAAAGCATCGGCGGCTGCAGAGTAG 
CTTCACTGCTTTCGCCAATAGCCACTACAGTTCCAGGCTGGGCTCGGCCACCTTCTCCTCTGGGGATGAC 
CTGGGAGAGGACGATGAAGATGCTCCTATGATAACTGGATTTTCAGATGACGTTCCCATGGTGATAGCCT 
GAAAGAGCTTTCCTTACTAGAAACCAAATGGTGTAAATATTTTATTTGATAAAGATAGTTGATGGTTTAT 
TTTAAAAGATGCACTTTGAGTTGCAATATGTTATTTTTATATGGGCC 
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>GBEQ2268 |Acc | CD53647 6 | Ver [ CD53647 6 . 1 GI : 31578891 | LeukoN6_8J303 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_8_G0 3_A0 2 8 3 f , mRNA 
sequence. : Start :l:Stop: 477 

CTCGTATTTGTGCCAACAAGTACATGGTGAAAAGCTGTGGCAAAGATGGCTTTCACATCCGAGTGCGGCT 
CCATCCCTTCCATGTCATCCGCATCAACAAGATGTTGTCATGTGCTGGGGCTGACAGGCTCCAAACCGGT 
ATGCGGGGTGCCTTTGGAAAGCCCCAAGGCACAGTGAAGAATTTAGGCCTTGGCAAACTTTCTTTTTTCG 
AAGAGAAGAT GATAGCCGAAGCCC T T CCT GAGCT GAAAGCCTCAAT CAAGAAAGGAGAAGAGT T TGT AAA 
GAGCATGAAATGAGAAAGCAGCTGATGAGCAGCCGTTTCCCTAACTTATTAAGGCGTCATGTCATGTAAA 
GCCATTTCAGACCCCTTTGTATTTCACTTTGCTTCCATGATGAGTGTTGTATTACTGTCACCGTCCCTTC 
CAGATTTCGGGCGGTCCGCTGGTGCGTCAATAAAAGCAGGCTTTGGTTTTCTTTTTC 

>GBEQ2269 (Ace [ CD536337 | Ver } CD536337 .1 GI : 31578752 | LeukoN6J7_D07 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D07__A028 3', mRNA 
sequence. : Start : 1 : Stop: 543 

TT GGGCAGGAAGT GAG T TCACCCGATCCCACC AT CACAGAAGAGAGGGTACAGAGTATGAGCACAT GATG 
CTGATGGACTTGAACCCACAGCACGTAGCAGCCTCAGGGCCCCTCCTTAGGCCTCATTTTCCTCCTCCAG 
AAAATGGCAGAGAACAGTTTGCCTACTTGTGGCTCACCAAGGACCCCAGAACCTTCATGTTTGCCTACTT 
CCTGGACGATAAGCAGAATATGGGGCTGTCCTTCTATGCAGACAGGCCTGAGGTGACCCCGGAGCAGATG 
AGTGAGTTCCATGAAGCCATCGGGTGCATCGACATTGACAAGTCGGAAATCATGTACACTGATGAGAAAA 
AGGATCAGTGTGGGCCTCTGGAGAAGCAGCACGAGGAGGAAAGGAAGGAGAAACAGGAGGAGGCCTAGGA 
GGACACAGCCCTGGGTTGGGGCCTCGGGGACTTGGGGGCGTCCTCAGCCCCCATCCACCCTTTGTACCTC 
CATTCCTTCCCTCAGTGGCAACAATAAAGCTTCTGCCTTTGCGACGGGCACTC 

>GBEQ2270 | Acc | CD536216 1 Ver j CD536216 . 1 GI : 31578 631 1 LeukoN6_4_E03 . bl__A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_4_E 0 3_A0 2 8 3 T , mRNA 
sequence. : Start :l:Stop: 685 

CAGAATGATGAAAC T TAT CAT CAATTCC T TGTAT AAAAATAAAGAGAT TT TCCT GAGAGAACTGAT TTCA 
AATGCTTCTGATGCTTTAGATAAGATAAGGCTAATATCACTGACGGATGAAAATGCTCTTTCTGGAAATG 
AGGAACTAACGGTCAAAATTAAGTGTGACAAGGAGAAGAACCTGCTACATGTCACGGACACTGGTGTAGG 
AATGACCCGGGAAGAGTTGGTTAAAAACCTTGGTACCATAGCCAAATCTGGCACAAGCGAGTTTTTGAAC 
AAAATGACTGAGGCACAGGAAGATGGCCAGTCAACTTCTGAATTGATTGGTCAGTTTGGTGTCGGTTTCT 
ATTCTGCCTTCCTTGTGGCAGATAAGGTTATTGTCACATCAAAACACAACAACGATACCCAGCACATCTG 
GGAATCCGACTCCAATGAGTTTTCCGTAATTGCTGACCCAAGAGGAAACACTCTAGGACGGGGAACAACA 
ATTACCCTTGTTTTGAAAGAAGAAGCATCTGATTACCTTGAATTGGATACAATT2\AAAATCTCGTGAAAA 
AATATTCACAGTTCATAAACTTTCCTATTTATGTATGGAGCAGCAAGACTGAAACAGTTGAGGAACCCAT 
GGAAGAAGAAGAAGCAGCAAAAGAAGAAAAAGAAGACTCTGATGATGAAGCTGCA 

>GBEQ2271 j Acc | CD536121 ) Ver | CD536121 .1 GI : 315785361 LeukoN6_3_H04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_H0 4_A02 8 3 1 , mRNA 
sequence .: Start : 1 : Stop : 622 

TTCAGCTAATTTATTTTACTCGGATAATCGGCTGAATGTAACAGAGGAACTAACGTCTAACGACAAGACG 
AGAATCCTTCACGTGCAGACGCGGCTCCGCGACGCCCGGCAGGTGGACTGGAGGGCGGTGCTGCGCGGCG 
GCTCCCTGTACATCGAGATCCCGGGCGGGGCGCTGCCCGAGGGCAGCAAGGACAGCTTCGCAGTGCTGCT 
GGAGTTCGCCGAGGAGCAGCTTCGCGCCGACCACGTCTTCATCTGCTTCCACAAGAACCGCGACGACAGA 
GCCGCCCTGCTCCGGACCTTCAGCTTTCTGGGCTTTGAGATTGTGAGACCGGGGCACCCCCTTGTCCCCA 
AGAGACCCGAAGCTTGCTTCATGGCCTACACCTTCGAGCGGGAGTCCTCCGGGGACGAGCAGTAGCAGGG 
CCCCCGCGCCCGGAGCCTGCGTCCCCCCGAGCCGCGCGGCGGGTGACAGCGGCGCCGGGCGGAGGTCGGG 
CCGCTCCCCGCTGTGTCCGCGTGTCGTGATTGTGCAAATAAACGCTCACTGCAAATCAGCGGTGTGTTCC 
TGCAGTTCAACGTCGTGTTTGCGAGATTGAAGTGTTTGCTTTAATTCTAAATAAAAGTTTAT 

>GBEQ2272 | Acc | CD536101 | Ver | CD536101 . 1 GI : 31578516 | LeukoN6_3_D02 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone Leu koN 6_3_D0 2_A0 2 8 3', mRNA 
sequence. : Start :1: Stop: 645 

ATCAATGACTTGGACATGTCAGAATTCCTGATTAATCCAAATGCAGGTCCTTGCCGCTATAATTTGATTG 
CTGTTTCCAACCACTATGGAGGGATGGGAGGAGGACACTATACTGCTTTTGCAAAAAATAAAGATGATGG 
AAAATGGTACTACTTTGATGACAGTAGTGTCTCAACTGCATCTGAAGACCAGATTGTGTCCAAAGCAGCG 
TATGTACTCTTCTACCAGAGACAAGACACTTTCAGTGGAACTGGCTTTTTTCCTCTTGACCGAGAAACTA 
AAGGTGCTTCAGCTGCCACAGGCATCCCATTAGAAAGTGATGAAGATAGCAATGATAATGACAATGATAT 
AGAAAACGAAAACT GTATGCACACTAACTAAT GAAAGTCCTAGAAGCCATAAAAGAGAGAC TT T CCT GCT 
GGTGGTATCTATTGAAATGATGAAGTTACCCACCACATTAAACAGAAATCTGAGATGGGGAGTTTCAGAT 
AAGCGAATGTAAATCC T TTATCAGATT T TAAC T T GT GCAGTACT T GAAGTGAAACACAATGAAAACT T TA 
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ACAGAAAT T GTCTCT TAATACAT T TACAGTCT T GTATT TACAAGCT AAATATATAT AGGAAAT CACAAAT 
AAATCCCTTTTAAGT 

>GBEQ2273 | Acc | CD536086 | Ver | CD536086 . 1 GI : 31578501 ) LeukoN6_3_D05 . bl_A028 Unstimulated 
peripheral blood leukocytes .N6 Equus caballus cDNA clone LeukoN6_J3_D05_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 5 63 

TAGAGAGAAGACCAGGAAGGAGCAGGTCCCAGGGGCAGACTTGGCCCTCGGTGAGGTCTGGGGTGCTGGG 
AGGAGACTCCAGTCCAGTGACATCCCCGCACTGGGACCACAGAACCCCATCACCACAAGTAAGAGGAGCC 
CTCTCTGCCCTTGGCCTGCAGATTGTCAGTGTGCTTTGTGTTCCTGTCGTCCTTGTTCTGGAACAAAAAG 
GAGGGAAACACATTGTCCCCAGAGGCGAAGGCCACCCCCATCGGGTCTGGACAGGGTCCTGAATGTGTGC 
CATCTGCCACTCGCAGCCTTCCTGCCTGCCTGACATGCTTCCTCCTGGAGTCCATCTCCCTGACATTCTT 
TGTAATTTCTTTTGGAAGATCCCAAATAAAATCCAGCATTTTCTCTAGTTCTTTTAAATATGATATTTTA 
ATATTTTGTGTGTATTGATATTTTCATTCTTAATGTGAAAAACTGGAATTATTTATACTTATTATAGAAA 
ACATTTGAAATTTGCACATTTAGTTGTTCTTAATAAACTGCTATGTACTCTGTTTCTTGGTTTCTCCAAC 
ATT 

>GBEQ2274 | Acc | CD536075 | Ver j CD536075 . 1 GI : 315784 90 | LeukoN6_3_G03 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_G03_A028 3', mRNA 
s equence . : St art : 1 : S t op : 6 4 3 

TCGGGAT GAC AAATCCATAGAATATAT TCT T TTATGT TAAAT TAT GAT C T T CAT AT TAATCT TAAAAT TT 
TGTGACGTGTCTTTTTCCTTTTTTTCCACAGTTTTAATATATTATTCTTCAACGACATTTTTTGTAACTT 
TACACTTTTTTTGGTTATTTTATTTTAAAAAAATGAAAAATTAATTTAAAAAAATGCAAAAAACTGTTGG 
ATTATTTATTTTAGAAATTTCTCCCCTTTGTGTTGGACTGCAAATTGAGTTTCTTTCTCTTTAGGCCTTT 
CACAAC TAGGAC T GAGAATGTATGTAAAAGT T C T GT GACAGTACAGAAGGAAAACAACT TT T TATGT ATA 
GCTTCTAAAAGGGAAACAAACAAACAAAAGAAACCCTTTGACTTCCACGTGCCCATCTCAAGACATTCCG 
ATCGCAGATTTGAGGTTCTGGATTCCAGGTTTGGAGTTTTCCAACGTTAATGCAAACAGGACTGGCACAC 
ACACACATTAAGATGAATGTAATTATTATTCCTCTTGCTGGTCACTACCGTCGCTTTCTATTTCTCTTTC 
TTTGTGTGAATTTATTTAAAAGAAAAAAAAACTTTTTGTAACGACTATTTGCAGTTTA2y\AATCAATAAA 
CCCCGTTTTTCAA 

>GBEQ2275 | Acc | CD535967 | Ver | CD535967 .1 GI : 31578382 | LeukoN6_2_G05 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__2_G05_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 651 

ATCATTTAGGGTTGTTTAGTCAGACTGAAACAACCTGAAACCTTTAATGACTAAGGAAATGAAAATGATC 
AGTTTGTAAGAAAAATACAACTTCTTCTCCTTTGGTAAATAAGGGATCATGTGTAAATAAGGCAGAGGGT 
CAT GGCCT GATAAATAGATGGGAGAAT TTACAGTAGAAAAACAT TAAGT T CCCCCAAAT CGTAAAGGAAA 
TACTGAGTCATAGTGACACATGTCCTGGATTTGTTTCTTCAAAGTGACTTCTAGTTGACTTGTTTTTACT 
TCTAGT GGAAAT GAAATT GTACAGATGAT CTCAGATATATT TACTATGT AT TGGAAAT T TATGAAGTCAC 
TTTCATCTTATGCAGTTATTGAAGAT^ACAACAGTAAGTAATGTTGCTGAAACTTTTCCATTAAACTATTT 
ATTTTTTAAAGTATAAAACATTGTTGAGAGGCTGGCCCACTGGTGCAGTGGTTGAGTTCGGTGCATTCCA 
CTTCGGTGGCCCAGGGTTTGCGGGCTCAGATCCTGGGTGTGGACATATACCACTCATCAGGCCATGCTGA 
GGCGGCGTCTCACATGCCACAACTAGAAGGACCCACAACGAAGAATATACAACTGTGTCCTGGGGGGATT 
TGGGAGAAAAAGGCAAAAAAT 

>GBEQ2276 | Acc | CD535935 | Ver | CD535935 . 1 GI : 31578350 | LeukoN6__2_Bll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_Bll_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 529 

CCATGAGAGAAACTTTATTGCTGGCAAGAGCATTGTGGAAAATATCATAAACTGCATTGAGAAAAGTTAC 
AAGTCCATCTTTGTTTTGTCTCCCAACTTTGTTCAGAGTGAGTGGTGCCATTATGAGCTCTACTTTGCCC 
ACCACAATCTCTTTCATGAAGCTTTTAATAACTTAATCCTGATCTTGCTGGAACCCATTCCACAATATTC 
CATTCCCAGTAGCTATCACAAGCTGAAAATTCTCATGGCAAAGAGGACTTATTTGGAATGGCCCAAGGAG 
AAGAGCAAACATGGACTT T T T TGGGCTAACCTAAGAGCAGCCATTAATAT T AAGT TGATGGAGTAAT CAA 
AATAAATAGAT CACATGTAGATCT AAAAGTAT T CTT T T CACT GT T GCTGCT T T TGGAAGT TCCAACAATG 
ACCTTATTTTGCATTGACCTGAATCTAAACGCGATTTTGGATTTATGATGTAGATAACATGTGTACTTTC 
AGGCCCCCGTTCACCATTTATATGTGGTAATAAAAATTA 

>GBEQ2277 | Acc ! CD5358 69 j Ver | CD5358 69 .1 GI : 31578284 | LeukoN5_5_C04 . bl___A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_C04_A027 3', mRNA 
sequence. : Start: 1: Stop: 606 

CTATGTCAGCATGATTGCCTTAGAAAGACCAGATCTCAGGGAAAAGGTTATTAAAGGAGCAGAGATTCTG 
GAAGTGTTGCACAGCCTTCCAGCAGTTCGGCAGTATCTGTTTTCACTCTATGAATGTCGTTACTCAGTTT 
TCTTCCAGTCGTTAGCCGTTGTGGAACAGGAAATGAAAGAGGACTGGCTTTTTGCTCCTCATTATCGGTA 
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CTATGTAAGAGAAATGAGAATTCATGCATACAGCCAGCTGCTGGAATCGTATAGGTCACTAACCCTTGGC 
TATATGGCAGAAGCCTTTGGTGTTGGTGTGGAATTCATTGATCAGGAACTCTCCAGATTTATTGCTGCTG 
GGAGAC TACAC TGCAAAATAGATAAAGT GAAT GAAAT AGTGGAAACCAACAGACCTGATAGCAAGAAC T G 
GCAGT ACCAAGAAACTATCAAGAAAGGAGAT CTGCT ACT AAACAGAGT T CAGAAAC TT T CCAGAGT AAT T 
AATATGTAAAACCATGTAAACAAAGGATTTCCTTAGAGATAATTATTTGGAATTTTTATAGCTTATTTCA 
CTGTGTGCCCAGTTCAACTGTATAAAATAAATACTTCATTGTTGTT 

>GBEQ2278 | Acc | CD5358 60 | Ver I CD5358 60 .1 GI : 3157 8275 | LeukoN5_5__D04 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__5JD04_A027 3', mRNA 
sequence . : Start : 1 : Stop : 5 08 

TAATTATTCCCGGCCCTAATCGGTATATTTAATGTATTGAATAGTAAGGAAAATCTCCCATGGAATTAGC 
CAGTACCAATACCCCTCAGATTTAGGGGGAAAAAAATCTTGCATTGTCCTCAATATGGACTCGGATTTCT 
TTCTTTCTTTTTTCAACTTTAGACCAAGTACTATTTAATTTAAGTCAGAAATTGCAAACAAGTCCTTTGA 
AATGAGGCTCATTTTGCTGATAACATTTGAGGGAGGGAGGGAAACCCTTTATTTTGTGTAACTCAGACAT 
TGGTGAAATGGCCGCTGCCCCCATAAGCTATGCATTTACTCAATGTTTCCAGTGAGCTCAATGTTTTGCT 
TGGAAAGTGGATGTGTGTCCATGTTTGTCAAGAAAACTTACCAGCAGAGATCCTCAGTCCTTTGCTACAG 
ATTTCCCAAAAATTGTAAAGTCTTTTCAGTTTAGGAGTTTCTTTAAATGTATAGTGTTTTAGGAAAAAAT 
CAATAAATAGTTGTTCTC 

>GBEQ2279 | Acc | CD5357 60 | Ver | CD535760 .1 GI : 31578175 | Leu koN5_8_A0 3 . b 1_A0 2 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__8_A03_A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 425 

GGAGGAAACTATGGTCCAGGAGGCAGTGGAGGAAGTGGGGGTTATGGAGGGAGAAGCCGATATTGAGCTT 
CTTCCTATTTGCCATGGGAAGGTGTCTTGCTGCAGGTAACTAATGAAGAAGTGGTCAACCACAGAGTCTT 
CAAGAAATAAGAAATTCTGTACCATCTGAAAGTAGTTCTTGTTGGTGCCTTCATTTTAAAAAGCACTCTT 
TAAGAT TAAAGGGAAATGT TT T CT GATAAAATACAAACT TCAT T TAGTACAGGTTCT TAATATAAAACAT 
T TACAAAT TG AGT ATTGT T TGTAAAAGAGTAACAT CAAAT T GGCTAGAGAGAGAAATGTAT CATGT T T TA 
AATTAGGTTTTGTGAGTAGACAGATTAAAATTTTATTTTAAATATAAAGTTTATAAAATAAATACTTTTG 
TATCC 

>GBEQ2280 | Acc | CD535582 | Ver | CD535582 . 1 GI : 31577997 | LeukoN5_6_G07 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_G07_A027 3 T , mRNA 
sequence. : Start :1: Stop: 58 9 

GGCACCGGTTGCAGGCAGAGAAAGAGCTCCTGGCCCCGCAGGTGGTGCTGGCGCGGGGTGGCGGCGCCCC 
CTACCACCTCGGGGTGGCCCCGCGCACGCAGTTCTCAGGGCTGCGCAGGGAGCTGCCGCCCGTCGTGCAC 
CTGCTCACGCTGGCCCGCTGGGGCCCGACAACGCTGCTGCTGCGCTTCGAGCACCAGTTCGCCGTAGGGG 
AGGACCCGGGCGGCAACCTGAGCTCCCCAGTGACCTTGGACTTGAGGGACCTGTTCTCCGCCTTCGCCAT 
CACCCACCTGCAGGAGACCACGCTGGCGGCCAACCAGCTCTCGGCCCGCGCCTCCAGGCTTCAGTGGACA 
CCGAACACGGGCCCCCGCCCCGGCCCCACACCTCATCTCTCTCCCTTCCGGCTGGACTCTTCTACCATCG 
AGCTGCAGCCCATGGAAATCCGCACCTTCCTGGCCGAGGTCCAATGGGAAGAGGACAGCTAGACCAGACA 
CCCTGGGGGCAGGGTGCCCCCTTCTGAGCCTGAGCCTCCGCCTCCTCTTGGTGCTGCTGCTGCCACCAAA 
AGCCAT TAAAATGCCACTACCAAGACT TG 

>GBEQ2281 | Acc | CD535172 | Ver | CD535172 .1 GI : 31577587 | LeukoN5_l_B03 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_B03_A027 3 f , mRNA 
sequence .: Start : 1 : Stop : 647 

AAAGCAGGTTGAGAAGCCATTTTGTGTCCAGGGCAGCTTTGCTCATGTTTCCCATGATTTCATAAACCAC 
ATTGTTTGAGAAGCTGCTCAGTCAACTTGCATAATCAGTTTTACTCTCGATAAAATTATAGATCTAACGT 
TTGCATATAAGGGAAGTAGTTATCATGTTAGTAATACCTCTAACAGTATAAGCCCCACCCCAGATTAGCC 
CGTAATCCTGTAGGAAGGTACTGTACGATCAAATGTGTAATCATATAAATAGAATGTCAGTGTGTCACTG 
AGCACTGTTTCCTGGTGTATCCAGAGTCCCTGATTTCATCATTCACTTCACTGTGCTGTGGTTACGATGT 
GCTTAACAGGGAACGTGGTTAGTGAAAGGAAGATAAACCTGGATGTTCCTGCAAAACGTACCTTAACGAA 
TGTTGAAAGAATTCAGATTTTATCTGeGTCTCCCTTAATTTGGATCTCTTCTATACATAGTGCTCACATG 
AAGACCTTTTTTTGCGCTATACGCAAACAGGGTAACCAAACAAAGCCACTTTCACTTCTTGAAGGTATAT 
CCAGGTTTATGACAGTAATTGTGTTTACATTTTATGGTGCCTAGTATTGACAAATGTTATAGCCCTATAT 
TAAACAGATGAATCCTT 

>GBEQ2282 ] Acc | CD535167 j Ver | CD535167 .1 GI : 31577582 | LeukoN5_l_E05 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_E05__A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 643 

CAGAAATTGCTAAGGCACTTCTGGAAGCTGGCTGTGATCCTGAGCTCCGAGACTTTCGAGGAAATACCCC 
CCCTTACCACTTGCCTGTGAGCAGGGCTGCCTGGCCAGCGTGGGAGTCGTGACTCAGTCCTACGGAACCC 
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CGCACCTCCATTCCATTCCTGCAGGCCACTAACTACAGCGGCCACACGTGTCTGCACCTAGCCTCTATCC 
ACGGCTACCTGGGCATCGTGGAGCTTCTGGTGTCCTTGGGTGCTGATGTCAATGCTCAGGAGCCCTGTAA 
TGGCCGAACTGCCCTCCATCTCGCTGTGGACCTGTAGAATCCTGACCTGGTGTCGCTCTTGTTGAAATGT 
GGGGCTGACGTCAACAGAGTCACCTACCAGGGCTACTCCCCGTACCAGCTTACCTGGGGCCGCCCGAGCA 
CCCGGATACAGCAGCAGCTGGGCCAGCTGACCCTAGAAAACCTTCAGATGCTGCCAGAGAGCGAGGATGA 
GGAGAGCTATGACACGGAGTCAGAGTTCACGGAGGACGAGCTGCCCTATGATGACTGTGTGCTTGGAGGA 
CAGCGCCTGACGCTATGAGCTTCGGAAAGTGTCTCAAAGAACATGGACTTGTAGATTTGTACAAAAAGAG 
AGTTTTATTTTCT 

>GBEQ2283 { Acc | CD535164 | Ver | CD535164 .1 GI : 31577579 ) LeukoN5_l_A08 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_A08_A027 3', mRNA 
sequence. : Start : 1 :Stop: 415 

TTCCAAAATGCAGTTTTTAGAACCTGGGTTTTAATAGCAATTTTGAATTTGTATGGTTAGTAGTTGCAGA 
AATTGAACCCTAGGTGGCCCCCAATTTTTTTACCATTGGAAATATTGTCAAGTTTTTTTTTTTTTACTTT 
G C AAAGGAAAT T T C C C AAAC AAGAAAAGAT TGTTTTGCC CAT AT G CAT G TAT G T AGAAT AT T T T T C C AG A 
AAAAGATTGTCATTTTATTTCAGAAGTCATAATCCATGTAAGCTCCAATTTTAAGTGCTTTATAAATGCT 
TAAATTATATATAAATGAAAATTTAATTTCATGCCAACTTGTACAAATTGACCCTTTTCAAACTTTCCCT 
AAGCTGGGGAAAGAGGGGGGAATACCAACTTAATGAAAAGATGGTTTCCAGTTTTTGAATGCAAG 

>GBEQ228 4 | Acc | CD535158 | Ver 1 CD535158 .1 GI : 31577573 ) LeukoN5_l_C08 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C08_A027 3', mRNA 
sequence. : Start : 1: Stop: 716 
•ATGTTGCAAAGAAACTGGGAGAGATGTGGAATAACACTGCTGCAGATGACAAGCAGCCTTATGAAAAGAA 
GGC TGCTAAGCT GAAGGAGAAATACG AAAAGGAT ATT GCTGCAT ACCGAGCTAAAGGAAAACCT GATGCA 
GCGAAAAAGGGAGTTGTCAAGGCTGAAAAAAGCAAGAAAAAGAAGGAAGAGGAGGAAGATGAGGAAGGTG 
AAGAGGATGAGGAGGAGGAGGAAGATGAAGAAGATGAAGATGAAGAAGAAGATGATGATGATGAATAAGT 
TGGTTCTAGCGCAGTTTTTTTTTCTTGTCTATAAAGCATTTGACCCCCCTGTACACAACTCACTCCTTTT 
AAAGAAAA?\AATTGAAATGTAAGGCTGTGTAAGATTTGTTTTTAAACTGTACAGTGTCTTTTTTTGTATA 
GTTAACACACTACCGAATGTGTCTTTAGATAGCCCTGTCCTGGTGGTATTTTCAATAGCCACTAACCTTG 
CCTGGTACAGTATGGGGGTTGTAAATTGGCATGGAAATTTAAAGCAGGTCCTTGTCGGTGCACAGCACAA 
ATTAGTTATATATGGGGATGGTAGTTTTTTCATCTTCAGTTGTCTCTGATGCAGCTTATACAAAATAATT 
GTTGTTCTGTTAACTGAATACCACTCTGTAATTGCAAAAAAAAAAAAGTTGCAGCTGTTATGTTGACATT 
CTGAATGCTTCTAAGT 

>GBEQ2285 | Acc | CD535154 | Ver | CD535154 .1 GI : 31577569 I LeukoN5_l_C04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_C04_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 64 4 

CAGTAACTAGGGGGAGAGGTGGCCAATGATAGTCCCTGTGTCTGCAGGAGGAGGTAGTGGCCAATGGGGA 
TTCGGGCCATTCAGACTTCGGGAGCAGCAGCAGCAGCAACAGCCCTGAGCCTCAGGAAGGTACCACCTCC 
CCTGCTTTGTGTGTCATCCCATGCCACACTCTCTGGTCCTTGGACTTCCCAGTCCCAGTCTGAATGACAT 
GCCTCTGCTCCCCTTCCAGGTACAGACAAAACTGAGGCCCCTGTCCAAGGAGATCAGGGGTCGCTGGAGC 
TTCTCTCCTCTCCAGACTCAGGTGGTGTTTCTGACTCATCCCTGCTCCCTGTGCCCCCAGGTCATCTTCC 
TGTGGCTATGCATGCATTATCTAATCTGTCAGGGCTTGCCACAAGCTGGGCCCACCTTCCCGGGACAGAG 
GCACCTGGCCAGACTCCAGACTCCAAACAGTTTGCTTCTCAAAAATACCCACTACAGGGGCCAGCCTGGT 
GGCTTAGTGGTTAAGTTTGCGCACTCTACTCCGGCGGCCCGGGGTTCACAGGTTCAGATCCCAGGTATGG 
ACCTACATACCACTCATCAAGCCACTCGGTGGTGGTGTCCCCCATAAAATAGAGGAAGATTGGCACAGAT 
GTTAGCTCAGTGAC 

>GBEQ2286 | Acc | CD535072 (Ver | CD535072 .1 GI : 31577487 | I>eukoN5_3_A10 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_AlO__A027 3", mRNA 
sequence. : Start : 1 : Stop: 475 

CACACACACTGGAATACTACT C AGCC AGAAAAAG ACAAATT CATCCCAT TTGCAATAACATGGAAGGACC 
TAGAGGGAATTATGCAAAGCGAAATAAGCCAGTCTGAGAAAGACAAACACCAGATGTTTTCACTCATATG 
TGGCATATAAACAAATACATAGACAAAGAAAACAGTTCACTGGTTACCAGGGGAAGGGGGTAGGGGGTGG 
ACACAAGGGTTGAAGGGGAGCACTTCTGCGGTAACAGTCAAGAAATAATGTACAACCAAAAAATCTAAAA 
TCAGTAATCTGTTTCCACCTTAGGAAACTAGAAAAAGAAGAGCAAATTAAGTCCAAGTAAGCAAAAGAAA 
AGAAACAAGAAT TAGAGCAGAGATCAATGAAAT TGAAAACAGGAAAT CAGTAGGGAAAAAT CAGTGAAAC 
TGAAAGCTGGTTCATTGGAAAAGATCAATAATGTTGCTAAGCCAGTAGTCAGGCT 

>GBEQ2287 I Acc | CD528910 | Ver | CD528910 .1 GI : 31567532 1 LeukoN3_8_C03 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_C03_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 633 
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TGCTGGGGGAGCGTCTTCCTGTAGGAGTTCAGTCTGATGAAAGTGTCCATGGGGGAATCGGCCTCCTCGG 
AGGGTCACAGTCTCTCCTGACGGGACCTGCCAACCGTCGCTGGGCAGTCATGCTGGCGTTCTCTGAGGTG 
GCGGGAGGATGGCTGCCTCCTGACGTGGGTGAGTAGCTGAGCCAGCCAAGGAGAGGTTGGCCGAGGAAGC 
GAGGAAGCGAGAAAACGAGAGAT T CT TGGT TAAACTGAAGACT T CCT T T GGAAACCAAAATCT TAAAT AA 
TCTCTTGGACCTTGAGCCACATGTTTCCCCAGAAAAGTATGCATTTTTTCTAGCAAAATTTTGTTAGGGG 
TTGTGTTATTGAAGAATGAACTGAGATGAATATGTGGAACTGTTATTTAATGGTATGCTGTTCTAGAAAT 
CTGAAGACCTTCAGGAGATTTAAAATTCTAACTCTTGTTATAACTTTTTAAAAGATTGTGAAATTATCAA 
AATGCACATGAATCAAGTTTTAATATACTGTATGATGGGTGGATGAGGCTGTCCATTGTACCATTTCTTT 
C T TT GAAT TCT CAGGCAT GGT T TGGCAGTGCAAGAAC TC TGTAACATTAACAAAT T CAAT AAAAAGTAAA 
TAT 

>GBEQ2288 | Acc | CD528 850 | Ver | CD528850 . 1 GI : 31567472 | LeukoN3_5_F03 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__5_F03_A025 3 T , mRNA 
sequence .: Start : 1 : Stop : 811 

GAGTGGTAAAAAATTT T TTAAGTGACAGTGCCATAGT T TGGACAGTACCT T T CAAT GAT T TAATAGCC TG 
TGAGTCCAAGTTAATTATCACTTTAATTGCTAGGGAGTGAAGTCCCAGGATGGTTTCAGTTTCTCCCAGA 
TGTTAGACCTAAATTTTTACGTGAGTCCCTTTAACACAAATCTGTATTTCAAAGAACCTTTCTCTGCAGT 
AGATCT CGCAGAGGAAAT TT GCACTAT TACAGT TGAAAAT T GT TAACCT T T T GGCAGCTCAATAGGAAAG 
CTCAACATTTTAAACTTGGTAGTACTGGAAGTTTTATGACAAGACTTTTACCTAGCACTTAAATATGTAT 
AAATGTACATAAGACAAACTAGTAAGCATGACCTGGGGAAATGGTCAGACCTTGTATTGTGTTTTTGGCC 
T T GAAAGTAGCAAGTGACCAGAATC T GCCAT GGCAACAGGCT T TAAAAAAGACCT T TAAAAAGACACTGT 
CTCAACTGTGGTGTTAGCACCAGCCAGCTCTCTGTACATTTGCTAGCTTGTAGTCTTCTAAGACTGAGTA 
AACTTCTTATTTTTAGAAAGTGGAGGTCTGGTTTGTAACTTTCCTTGTACTTAATTGGGTAAAAGTCTTT 
TCCACAAACCACCATCTATTTTGTGAACTTTGTTAGTCATCTTTTATTTGGTAAATTATGAACTGGTGTA 
AAT TT GTACAGT TCAT GTATAT TGAT TGT GGCAAAGTTGTACAGAT T T CTATAT T T TGGATGAGAAAT TT 
TTCTTCTCTCTATAATAAATTGTTTCTTATCTTGGCATTTA 

>GBEQ228 9 | Acc 1 CD528774 1 Ver | CD528774 .1 GI : 31567396 ) LeukoN3_7__F07 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_F07__A025 3 f , mRNA 
sequence .: Start : 1 : Stop : 597 

GATCCACACGTTTCGGGACTACCTGCACTACCACATCAAGTGCTCTAAGGCCTATATTCACACCCGGATG 
CGGGCAAAAACCTCCGACTTCCTCAAGGTGCTGAACCGTGCACGCCCAGATGCGGAAAAGAAAGAAATGA 
GAACAATCACGGGGAAGACGTTTTCATCCCGCTAACTCTTGGGAACAGGAAGAGGAAGCTTCGGCTGGCA 
ACTGAAGGCTGGAACACTTGCTACTGGATAATCGTAGCTTTTAACGTTGCACCTCTTCAGGTTCTTGAGA 
GATTCTCCGTTTTGGTTCCATTTTGTACACGTTTGGAAAATAATCTGCAGAAACGAGCTGTGCTTGCAAG 
GACTTCATAGTTCCCAAGAATTAAAAAAAGAAAAAGAAGAATTCCACTTGATCAACTTACTTCCTTTTCT 
TTGTCTTCCCTCCCTCACCGCCCTTCCCTTCCACCCTCTTTTCCAAGCTGTTTCGCTTTGCAATATGTTA 
CTGGTAATGAGTTGCAGGATAATGCAATCTTAACTTGTTTTTTTCCCAAGTATTTGAGTTTAAAACTCCT 
GTATCTAAAGAATACGGTTGGGGTCATTAATAAAGAA 

>GBEQ2290 | Acc j CD528759 I Ver | CD528759 . 1 GI : 31567381 j LeukoN3_7_C08 . b2__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_C08_A025 3', mRNA 
sequence St art : 1 : Stop : 63 9 

CAGGCACAAAGTCACACAGAATGTGGTTCATTTAGAAGGTTTTTGCCTCTTTGTACAGTTAATCCAGGAG 
AGGGAGTCCTTTGCCAACTGATGACCAACAATTCAAAGCCCGATAGTCTCTCTCTGAATGGTGACAATAC 
AGAAATAAAGTGTGACTTTTGTCCGGAGCTCCTCTGGCCTTTGTTCTTTTTTAACTTGAACATAGGTGGG 
AGATAAGAAAGGAAACAAAAGCTTTAAAATTGGAGTGGCAAGAGAAATAATCGTTATTTTCAATTCGTGA 
GTCCT T TATATTCATT TAGCGAAATCAT TTGTATACTACCAGGGAGAAAGT T TTCT TT ACACCCT TGACA 
AT AT AT CACACACTCT T CAAGATCATAATAATATCATTAATGTGAAT TTAAACAAAATGGC TTGTTAGAA 
AATATGCTAATTGCTATGTTCTCATTATGTTTGCTTAGCCTTTATTTGTTTTTCTATGAACAGTTAGAGA 
GCTAATTTTTTTCAAAGGTGATTGTAAGTCATATTTTATATAGCATTTTGCTTGATTATTTGCTCTGTAC 
TGAATTTGTACTCTATTGCCATTAGATCTTACAATAATGTTCCACTCTGCAAATTTTTAAGGTTCAAATA 
AAGTTTAAT 

>GBEQ2291 | Acc ) CD528723 | Ver ] CD528723 .1 GI : 31567345 | LeukoN3_7_B10 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_B10_A025 3', mRNA 
sequence. : Start :1: Stop: 584 

TGATGGGGATCGGGGATTGCAATTATTCCCCATGAACGAGGAATTCCCAGTAAGTGCGGATCAGAGGTAT 
CAATGGTGTGAGCCCAAAGGTCCGAAAGGTGTTGCAGCTGCTCCGCCTTCGCCAGATCTTCAACGGCACG 
TTTGTTAAGCTCAACAAGGCTTCAGTTAACATGCTGAGGATTGTGGAACCATATATCGCGTGGGGGTACC 
CGAACCTGAAGTCAGTAAATGAATTGATCTACAAGCGTGGTTATGGCAAAATTAACAAGAAGCGAATTGC 
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CCTGACAGATAACTCATTGATTGCTCGATCTCTGGGTAAATTTGGCATCATTTGCATGGAGGATCTGATT 
CATGAGATCTATACTGTTGGG7VAACGTTTCAAAGAAGCGAACAACTTCCTGTGGCCCTTCAAACTGTCTT 
CTCCACGAGGGGGAATGAAGAAGAAGACCACCCACTTTGTAGAAGGTGGAGATGCTGGCAACAGGGAAGA 
CCAGATCAACAGGCTTATTAGGAGGATGAACTAAGGTATCTACCATGATTATTTTTGTAATCTGGTCAGT 
AAATAAACAGT GACT T CTT TCAAA 

>GBEQ2292 | Acc | CD528 608 | Ver | CD528 608 .1 GI : 31567230 | LeukoN3_3__Cll .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_Cll_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 663 

CTTAAAAAAATCCTGAAAATGTAACAGTCGGCTTTCATGAGCCTGTCCAAGCCTTCCCCTCCAACACCCC 
TGAGTTATATCCATAATCTGCACACTTCTCGCCCACCACCAATCCCTGGTCCCAGCCACCAT CATC T CTT 
CCTGCACCATCGCTATGTCTCTAACTGGCTTTCCTGTTTCAACCACAGAGAGTCTTTGGAAATGTAAGTC 
AGATCCTATCACTGCTCTGCTTCTCCCCCAACACACCTGCATGGTTCACTCTCTCCCTTCTTTAAAGACT 
CTGCTCAAATGTCACGCCATTAAAGGCCCCTTCTGTAAACCACCCTATATAGAATATCAATTCTTCTCTC 
ACCTGGCATTCCAATTCCTCTTGATCTGATTGGTCTGGTTCCTTAGCACTTACTACCATCTGACACACTA 
AACACGGCAGTGCTGACTTTGCACGGTAGTGCAGGACCGTAAGAATGACCTGCAAACTGAAACCATGGAA 
AGTGACCTCAATACTCAATGGGACTAATAATGATTGTGCTGTGACTTCAAAATTTTTTTGAAACATTAGA 
AACTCTCTTACTGTCAGTTTTACATATAGAGGAAAATGAAGAAATAGAAAAACTAATATTGCTGTCATGT 
GAAACATGAAAAACAT GGAAAAT TAAAGTGTT T 

>GBEQ2293 | Acc | CD528 606 | Ver | CD528606 . 1 GI: 31567228 | LeukoN3_3_G09 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_G0 9_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 682 

AGAGTTATTATTTATTGTTGAATGACTACCAACAATGAGTGTCCTTCATGCGTTTGGACTCTATGAAGGA 
GT TAGAT GGT GG TAT T AAAAAC T GAAT GT AAAC AGAGAGAAT T T T AAC T G T T AAC AC AT T C AAT C T AAAT 
■ GCATGTTTTAAACTCAGAAAACATCTATAAGTGGACAAATGCTTATGGAACTAAGCTTTGAAATATTTCT 
CTTTTTAGAGAAGTTTTCTTTTTAGACAAAATCCTTGTCATTTCTTTACCCCAAAAGATTGTCTTGATCA 
TGTATTTATGTTCATTTTTCTTTTTCTTCAATGTAGACTCTTCTTTTTCAATGGTACATAATTCATTGGC 
T TTAAAACCT TAAATAGTGT T T TGCAGAGATAAAGACAAAAGCAAAG AACAT GAGGAATAT T TAT AAAAG 
AGGTAAAACTATTAGAAAATGTGCAATAGTGATGTAGCAAACCTCTATCAGGAAAAATTCTCTATTGTTC 
AAACTCTGAATGATGCTATTCCTCTCTGAATATAGATTTGTGCCTTTCCTAATTAATTCTATCACGTGCA 
ATTCTTCATGTGAAGCATTTTCTAAGTGCAATAGAGTGTATATGTTTGTTTGTTTTTCTTTTGTATCTGG 
TACTATTATAAGCTGCTTTTATATGTTTAAAATAAAAGTAGAATCAACAGTC 

>GBEQ2294 | Acc | CD528596 | Ver | CD528596 . 1 GI : 31567218 | LeukoN3_3_Fl 1 . bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_Fll_A025 3', mRNA 
sequence. : Start : 1 : Stop: 759 

ATTTGGGAGGAAAGGTGTGGCTATAAACTTTGTTACTGAAGAAGACAAGAGGATTCTTCGTGACATTGAG 
ACTTTCTACAATACTACAGTGGAGGAAATGCCAATGAATGTGGCTGACCTTATTTAATTCCTGGGATGAG 
ATAGTTTGAATGCAGTGCTCGCTGTTGCTGAATAGGCGATCACAACGTGCATTGTGCTTCTTTCTTTGGG 
AATATTTGAATCTGGTCTCAATGCTCATAACGGATCAGAAATACAGATTTTGATAGCAAAGCGACTTTAG 
TCGTGAGCTCTTGTGAGGAAAGTCATTGGCTTTATCCTCTTTAGAGTTAGACTGTTGGGGTTGGGTATTA 
AAGATGGGGTCTGTAAAATCTTTCTTTCTTAGAAATTTATTTCCTAGTTCTGTAGAAATGGTTGTATTAG 
ATGTTCTCTATCATTTAATAATATACTTGTGGACTAAAAGATATAAGTGCTGTATAAAATCAGCCAATTA 
TGTTAAACTAGCATATCTGCCTTTATTGTGTTTGTCATTAGCCTGACTAGAAAGGCCTTTAAAATTGTTT 
TTTTTAGAAAGCATTTGAATGCATTTTGTTTGGTATTGTATTTATTCAATAAAGTATTTAATTAGTGCTA 
AGTGTGAAGTGGACCCTGTTGCTAAGCCCCAGCAAGCAATCATATGCTAGGTAGGGTTAAACCCCCAGTA 
AAATTGCCATATTGCACATGTCTTAATGAAGTTTGAATGTTAAATAAATTGTATATTCA 

>GBEQ2295 | Acc | CD528582 | Ver | CD528582 .1 GI : 31567204 | LeukoN3_3_D12 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__3_D12_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 58 6 

GTAATAAGTTCTCTGTAATAACCAATAATACTGGTTAACTTAGCTCTCTCAGATCCTATCCTTTGGAATT 
TAGCCATTATCTGTATTTACATAGCATTTCAAACTGCTTTCATCTAAATTATCTCATTTTAATGCTATGG 
TACCCTGTAATGCTGCTGCTGCTGTTGTCATATATAGGAGCCTGAAGTTAAGGGATCTGCTGAAGACCAT 
AAAGTGATGAAAATAGAGAGAAAAATCTTGTTTAACTGGCTACTAATCCAGGGTTTTTTCCACTTCATCA 
CAAGTAGTGTTTTGAAAGTATCTTTTTTTTGTTGTTATTCCCAAAAGTCAGCTGTTGGGGGAAGCATTAA 
AAATTTGGAAATATGTACTTGCAAAATGATATCTCTATACTTTGGCAACTTCATTGTGTTTGGATCTAGT 
AAGATCAAGAAATGATACAAGGAGTTTTCTTTTTCTCTTCACAAATTATTGAATCCCCCTAGTAAGTCAG 
AGTAT TAAAAATGTACTAGAT CAT TAAGAATCAT TCACTCT TCCCAAATGAAAGAT TTT T CAT GT T TTCC 
TTGTAATAAAGGCCCTAAATTGCAGG 
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>GBEQ2296 | Acc | CD528576 I Ver j CD528576. 1 GI : 31567198 | LeukoN3_3_B0 9. bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_B09_A025 3' , mRNA 
sequence. : Start : l:Stop: 551 

GCCAAGGTTGAGAAACATTGCCCTCCACCTGAGCCATTCGGCTCCCTTTTTTGTACTTTTAAAAAACACC 
TTTACTGATGTAAACT GACAT GAATAAAC CGCAT ATAT T TACAGT GTAAT AT T T GATAAGT T T T GGCACA 
CATATACACATGAAACAT CACCAC AGT G AAG AT AATG AACAT AT CCAACACCCT GACCAGT TTCCTTTTG 
CCCCTTTGCACAGAATCCCCGCCTCCTTCCTTTCCTCATTTCCACACCTTCCAGGCAACCACTGACCTGC 
TTTCTGTCATTATAGATTAGTTTTAATTTTTCTAGAATTTTATATAAATGAAATAATATAATGTGTACTG 
T TT T TGG.T CT CGCT TCT TACT T T AAGCAT AAT T CT T TT G AGAT CCACCCAT T T GGT T GCATCCATC AATA 
GTTCATTCCTTTTTATTGTTCATTAGTATTTCATTGTATGGATATACCACAAGCTGCTTATCCATTCACC 
TGTTGACAGTCTTTTGGGTTGTCTCCTGTTTTGGTTATTACAAATAAAGTGCTACGAACAT 

>GBEQ2297 | Acc | CD528 422 ) Ver | CD528 422 . 1 GI : 315 67 04 4 | LeukoN3_2_F04 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F04_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop : 601 

ATTGCCTGTGATGGCCCAGCCCAAGTTCATCTGTACCTTGGACATTAGGGTGGTGATGGGTTAGCTTTGA 

GTCCAGGTTTCTGCCTCTTCCTTGACCGAGGGGGGAAACTGGTTGCGACAAGAGGGCTGTTGTGTCTGTT . 

TAATGTCATCTTCCTAATTGGGATAATTTATATAACAAGATTGCCTGGAGATGAAGGTGACACTAACTAC 

TCTGTGCTGTGACCTGAGTTGGTGGCACAGGCCACAGAACCCCAGAGTTTGGACCACAATCGGGGCTTTT 

GTGAAGGGCGTCCCGGCCGAGCCCTTTGTCCAGCTGCTGTGGGTCAGGTGGCTTGCTGCTGCTGCTCTTG 

AGGAGAGTGTGCAGCCTGGAAGCAGATGGACCTGGGAGCAAACCCACTGCGAGCGAGCCTTGCCCAGTCA 

ATGTGAAGTCCTGGGGTGAAAATGGAAATGCCTTCTAAGTGCCGTGTGCTCTGCAAGAAAGTAAATGTGT 

ATTTTCTGGTGAACTTAGATTTTTCTGTGTTTAATAAATTAAATCTGCTAATTATGTATATAATACACTT 

CTGGAACATTTGTGTTCACCTTAAATGTGAAAATAAATCCT 

>GBEQ2298 | Acc | CD528418 1 Ver | CD528418 .1 GI : 3156704 0 j LeukoN3_2_D0 9 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone IieukoN3_2_D09_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 67 

GACAT CCCACATACAAAATACAGGATGATGGGCACAG ATAT T AGCT CAGTGACAAT CT T TT TCAAGCAAA 
AAGAGGAAAATTGGCAACT GAT GCT GGCACAGGGCCAGTTTTCCT CACCAAAAAAAAGGCCTT TACAAAA 
TGGTATGCAT T CAT T TTTCAT GAAAAGCAGAGAGCT T TATTTATAATTAAT TTGAAC T ATGTGT AAC AGA 
AGAAGCCCACAAAGAGGCTAATCCCTTTGAAAGAACCATGGGGGGTTCTTGACAGGAAGAAACTTATCTT 
CCTGT TT T AAT GAATTTAAAAACAAAACCAAACAACT CCT GAATAGT CCCCAGGAAGATGAT GCT T T T T T 
TTTTCCACATTTCATTGTCAGCTGACATTTTTTGGTACTGGGTATTACTTAATTTATTGAATATTATTAT 
TTATGTTTCATTAGGACATTATTGTTATAAACGGGTTTTAAGCCTGC 

>GBEQ2299 | Acc 1 CD528324 } Ver ) CD528324 . 1 GI : 3156694 6 | LeukoN3_l_A0 6 . b2_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone Leu koN 3_1__A0 6_A0 2 5 3*, mRNA 
sequence . : Start : 1 : Stop : 631 

CAAATCCTCAAAATAGCCCCTCAGGTGTTCCACTGCAGACTGTCCGCAGAGCCCTGGCCCTGTCCTCCTC 
GTGCTCCTCCTGTTCCGTATAATGTGCTTGATCTCCAGCTCCCGCAGGATCTCTTTCCTCCTCACCCCTC 
ACAGCCTTTTGCTTCTTTCTTCTCAAGTAGACGTTTTGTTTCCTGACTCACGCAATCATTCTCCTTTGCC 
TGTGGCTGAGACTCTTGGCTTTGTTTTAGTCATGTAGTTTTTATATGTTTATTTGGAGGCATTTTTTTTT 
T AT AGTCATTGCC AGACAGAT GCAT ACAAGACT CTTTCCT GCATACATATTTTGAGT GAGAGAGGT CGGG 
TGGGGGGACACCATGTCCTCACTGAGGAGTAAAAGGGAGCACCTTTTAAGGGTAATCTTTGCATCTGGTG 
AGAATGTGTTATGAGCTTTGTTATTGCCAAACTCACTCCTTTTTAGAAAAGAAAAGAAAAAAAGCCAGAA 
AGTCATCTGTTCCTTCTTCCATGCAAAACCACAAGAATAAAGGCAGCTCCCTGCCATTGACAGGGCTTCT 
TATAATTTGGAATGTGCCTTAAACCTGAATGTCGATAGCCAAAAGCTGTTTTTAAATTAAAGTCAGCCGG 

C 

>GBEQ2300 | Acc i CD528304 | Ver | CD528304 . 1 GI : 31566926 | LeukoN3_lJF08 . b2__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_F08_A025 3', mRNA 
sequence . : Start : 1 : Stop : 633 

GAAGCAGAATCGCATGTTTCAGGTATTTCTAGAATTGTGCTTCCCACAATAATGACTGCAAGAACCAGAA 
GTCAGGCTAAAT CCCT AACAGACCCAAGCCAAGT ACTT CCAGAT TGGAACCATCGTTGACAAT CCAGCT G 
ACTTCTACCATTCGCGAATTCCCAGGAAGCAAAGGAAGAGAACTATTGTGGAAGAGCTGCTGGCTGACTC 
T GAGT T C AGAAGAT ATAAC CGAAGGAAG T AC T CAGAGAT C AT GG C T GAAAAGGC AGC AAAT G CAGC AGGA 
AAGAAGT TTCGAAAGAAGAAGAAATTTCGCAATTAAGATTCACCAAGCAAACCACAATAT T TTACATC TC 
CCTTTTATTTATCTACTAAAGATGTTTTGAAAACTAACAACAAACATCACATAAATTAATATAGACTGGC 
CCTATTTATATACAGGGATTTCTGTTTGGAAAAAGTTGATTTGAGAGAGACTCAATCACGTGTCCCTTGG 
AAT AAAAAT AG GT GT GT CT ACAAAAGAC CC AC C CAT GCT T AGACC T C T T GAGGG AAAAAAAGGAAAAGAA 
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CCTCAACCCTTTAAGATAACGTCTTTGTAAAGTTTTCAGTGCTTGGTTATTTAAAGAAAATTGATAAAAG 
ACA 

>GBEQ2301 1 Acc | CD528300 j Ver | CD528300 .1 GI : 31566922 | LeukoN3_l__Fll . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_JL__Fll_A025 3 f , mRNA 
sequence. : Start : 1 : Stop : 554 

CTAAAAAACTTAGCTGTGGTTACTAAGATCTTATCTATTTCTGTCCTTGAAATGGGGACTTCTTTTAAAT 
ATTAAAGAAGTCATTGAGTCTTATGCATTTGAATTGTGTATTCTAGTGAGAGAAAGATTCAGACATTTCA 
AGGGCAGGGTCACAATCACAAGCAGTGCCTTCTAAAGTTGTCATTAAGAATTTCAGTGGAGTAAATCATA 
ATTTCACAGCTACATATCAGGGAACATTTTATATGGTCTGTTTGTGTAGTTAAAAAGAAGACAATATTTG 
TATCTTTCAGTCTTTCAAGAACCAAATGAGCAATTAAGTACAGTTTCCATTGACCTGGAACATAATGTAC 
AATTAAACATATACATGATATAGTGCACCCACAAGAACCATCTTTAATTATTGAAATAAATAACCTGTAG 
TCTCTTTGGAAATAGTTTGTTTAAATTTGATATTGAAGTACCATATTTTTGTGCCTTGATGTATTTTTCT 
ATTTACGAACCTGTATAAAAGTGAAGTGTATCTTCAGTGAACTTTGTGCCAATTAAACTTATAA 

>GBEQ2302 1 Acc 1 CD528299 | Ver \ CD528299 .1 GI : 31566921 1 LeukoN3_l_G08 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__l_G08_A025 3\ mRNA 
. sequence . : Start : 1 : Stop : 504 
TGGAATCAGTGGGTCCCAGCGCCGCTACATTGGGGTGATGATGCTGACCCTGACTCCCAGCATTCTTGCT 
GAGCTACAGCTTCGAGAACCAAGCTTTCCTGATGTTCAGCATGGCGTGCTCATCCATAAAGTCATCCTGG 
ACTCCCCTGCACACCGGGCTGGTCCACGACCAGGTGATGTGATCTTGGCCATTGGGGAGCAGCTGGTACA 
AAATGCTGAAGATATTTATGAAGCTGTTCGAACCCAATCCCAGCTGGCAGTGCGGATCCGGCGGGGACCA 
GAAACATTGCCCTTATATGTGACCCCTGAAGTCACAGAATGAATGGATCTGCAAGAGTCTGAGTCTCCTG - 
CGCTGATTTCCACCTTGCTGTCCTGGGATAGGCTCTGACAGCACCTGGACAGAGAAGTAAATGAAGCAGT 
GGCGGGGGCTGGTCCCTTCAACCACCAGCACCAATCCCTGGGCTCTGAGGAATCACAAAAACACTTTTTA 
TATAAAATAAAATT 

>GBEQ2303 | Acc | CD528294 | Ver | CD528294 .1 GI : 315 6691 6 | .LeukoN3_l_H08 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__l_H08_A025 3 1 , mRNA 
sequence. : Start: 1; Stop: 557 

CCTCCTGTTCCGTATAACGTGCTTGATCTCCAGCTCCCGCAGGATCTCTTTCCTCCTCACCCCTCACAGC 
CTTTTGGTTTTCTCTTCTCAAGTAGACGTTTTGTTTCCTGACTCACGCAATCATTTTCCTTTGCCTGTGG 
CTGAGACTCTTGGCTTTGTTTTAGTCATGTAGTTTTTATATGTTTATTGGGAGGCATTTTTTTTTTTATA 
GTCAT T GCCAGACAGAT GCAT ACAAGACTCTT T CC T GCAT ACAT AT T T T GAGT GAGAGAGGTCGGGTGGG 
GGGACACCATGTCCTCACTGAGGAGTAAAAGGGAGCACCTTTTAAGGGTAATCTTTGCATCTGGTGAGAA 
TGTGTTATGAGCTTTGTTATTGCCAAACTCACTCCTTTTTAGAAAAGAAAAGAAAAAAAGCCAGAAAGTC 
ATCTGTTCCTTCTTCCATGCAAAACCACAAGAATAAAGGCAGCTCCCTGCCATTGACAGGGCTTCTTATA 
ATTTGGAATGTGCCTTAAACCTGAATGTCGATAGCCAAAAGCTGTTTTTAAATTAAAGTCAGCCGGC 

>GBEQ2304 ] Acc | CD528289 ) Ver | CD528289. 1 GI : 31566911 1 LeukoN3_JLJB12 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_B12_A025 3', mRNA 
sequence . : Start : 1 : Stop : 4 93 

TTTCTTTTTCTTTCCTTTTCTTTTTTTTTTTTTTTTTACCATTTTGTGAAAGGTTTTTGAAACTCGATAA 
TAAAAAGCAGTTGGTGTAAATTATTTTTTGTGTCACATTTTTAGAAGAAGGCATATTTTGAACTGTAAAA 
TGTATCCTTAAGCAGAAGAATGTATCCTTAGTTTTGGTTTTTGAACAGCCCTTTAAAAACCCATTGGCCT 
GAAGCTTATGCTGCAGGCACATGCCCGTTTTGTAGTTTTAAAAGGCAAAAGAAAGTTTGATATGTTGGTA 
GAAACAGGCTTTATTGGCTTCAATTGATGCTTGTAGAGTCAAGGACATGTGAGTTATATACTTGTAAGTT 
AGGATCCTGAGGGTTTGGGCCAGGTTAATTTAGCCTTTGTATTTCCCCCCCCCCCTTTAAAAATAAGGTA 
ACAGCAAATCAACAT GAGAACCATGT T T GCATAGAACCTGT TAAAAT GCT C TGTT T T CAT TAAATGTT AA 
GTT 

>GBEQ2305 | Acc | CD52827 5 1 Ver { CD52827 5 . 1 GI : 31566897 | LeukoN3_l_D12 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l_D12_A025 3', mRNA 
sequence . : Start : 1 : Stop : 64 5 

• CTGAAACATCAAGGTTAGTGTGAAGCAAAACAGAGTCAGCTGGGCCAGCATGAGATCACCAGCCACCCTC 
TGGGTTGCAAAATGTTTGCCTGTTGGAATTAGCTTAAATTTAAATGGTGGTTACCAGGGCGTGGGGGTGG 
GGGAATGGGAGAGATGTTGTTTAAGGGTATAAAGTTGCAAACTTGTGGATAAGTCCTAGAGATCTAATTA 
ATGCACACTAT AGTGAT T AT AGGCACAATGTTGTATTAGAATCATCAAACT TACTAAGAGATAAGATC TC 
AAT TATTCCCCCCACAAAAAAAGAAATGATAAT TACATGGTGTAATAGAGAT TCT ATCTCT ACAATGACA 
ATCATATTACAATATAAAAATGCATCAAAT TAACATGT TGTACACGTTAAAT TTACAGAATGT TATATGT 
CAAAT TAT AT T TCAATTAGTTTAAATAGATATTAACATTT TATTAAGCAATTAAAGCAT TATACTATAAA 
AT TCAAGCTGT T TT TAAAT TAAAT TCT AACTGG AACACGGTTCTCATGT TATTATCT GTATTAAAAATAG 
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TGTGTGTGCACTTGAGATTATCAATATGCAAAGTATGGATTCCTGAAAAAATACACAGATTTAATTAATA 
AATAACTTAGGTGTG 

>GBEQ2306 | Acc | CD528173 | Ver | CD528173 . 1 GI : 315 66795 | LeukoN3_4_Dll . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Dl 1_A0 2 5 3 T , mRNA 
sequence . : Start : 1 : Stop : 812 

GAAAGGAATAAAT T TAAATAAGTAC T TACAACAT T TGT T GGCACAGACAAC ACTC T GTAAGT GT TGCTAT 
TGCTATTGTGTTATTGTTAATTATTGCTTAGATCAGTTATTTAGCAGTGGACTAAAATGGAAGCCAGGGA 
GCAGAAAGGGAAAGACATCTGGAGAGGAAGGCAGTTTTGACTTGTGGACATTTGTATATAGAGGAGCAAA 
TAGGAGAAGCATGTCAGAAGGGGGAAAGATATTTCTTCATTGGACATGTGCAACTTTTGATGTTGGAAGA 
TGGATATCTGTCTCCCTAAGGTGAGTCCAGCCCTGTGGGCCTTCTTGATGGCTTCAGCAGTGATGGCCGT 
CCATGAAAACCCTTGAGTGAGTGATAAACATCAGCCTTAAAGAGAAAGGAAAGAGTTGGGTGGGTTTGGA 
AGGCTGGTTGGAGTATATAGGTGCAGTGTGAATGTCCCAGAAAAGTTTAAAGCAGACACTGTTTAAAACA 
GCTGTAGTGGGCATTGCTGAATGAAAGAAGAATGAGATTTTCATTAGATTTTCAGTGTAAGAAAGTGATT 
TAGCTTTTGTAGAGCTTACAATTTTGTGTCCTAGTTGGATGGCCCAAACAAAGTAAAAGAATTTAGTTAC 
TAACTTGTGCTTTATATGTGAAAATATAGGGTTAGGAGAAATTTTATTGCTATCATCATAGTCTCTAATA 
CATAGAGTGATTTTTCTTTTGTCTTTTATGGTGTATGTTTTAAAATATATTAAATGTATTTTGCATTAAA 
TGTGTTAGATGTATACATTAAAAATATGCTTTAAAATACGTT 

>GBEQ2307 1 Acc 1 CD528147 1 Ver I CD528147 .1 GI : 31566769 ) LeukoN3_4_H05 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_H05_A025 3 f , mRNA 
sequence. : Start : 1 : Stop: 716 

T T GAAACATT GT T CCT T AT T T AT AAACTGCT TGAAAT GAAT ACT T AAGTTT GCACTTTAATACCAAACT T 
AAAACCAAACACTCAGTTCAAAGTCGGTTAAGTGATCATGGTTCATCATTATCAGCTGTGTGAAATTTTA 
AAGGAATCAAATAATTCATGATGATTTAAATTTTCTGCAGATACATTTTTTTATACAGTGTTTCTTTCTT 
ACCGACAGTTCTCATTCTCTCTCTCTGTCTCTCTCTCTGTCTCTCTCTCNGTCACTGACCTCAGCAGCAA 
ATTTAACTTGAATTCACTTAGGATCACAGGAATCAGGGGAAAGTGATTAAAGGTGGTTTCTCCAGCACAT 
TTTAAGAAAAGGGACCAAAAGTTATTTTAGCTTCCACAATAGATTGCATGTCAAGTTGCTTATTAGGATA 
ATAAATTAATATTAAATGCAATATATGTCTTGTCTTTACTATGGCATCTGTTTAGGAGTTGTTCAAATCA 
CTGCAGTAGGGCTCTGCAAATAAAATCATGTAACCTATTATCATGGATCTAATGTACTGTAACTTTATCA 
AT GAAAGGTAAAAAATCT CGAATAACAAGTACAAACAT T GAACAATGACC TATAAAGAT T TGTAAAAGTA 
AAATTTTTCCAATAGATTTCATTCTTGTCATTTTGTAAGACGATCCTGCAGTCCACCTGTTTGTAACTTT 
T T T AAT AAAAT AGAC A 

>GBEQ2308 | Acc | CD528131 | Ver 1 CD528131 . 1 GI : 315 66753 | LeukoN3_4__Cll . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_Cll_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 360 

GGAATGTTGACCACCGCCAGGCCAGGGGCTCCCTGTGGATGGCACATGTGGTCGATTGTGTGCCCAGATG 
TTCTCTTTGCTCCTTGTACCCATGAGGGGGGGCTCATGGGGCTCCCCTCCCCTGGTGTGCCTGGGGGCCC 
TGGGGAGGGTTACCTTGGGGTGAGCCACCTTCCCCAGGGCACAAACCAGCCCCCAAGGCTTTGGGGCTGG 
GCACCACTCAGGGAAACCTGGGGCAGGGGTCTTTTAGGGCCTCCCTCCCCCAGCACCCCTCCCCACCCTG 
TTTTCTGGCCCCAGCTTGCCTTGCCTCCCGGAGCTGAGCCGACCAGGAGGGAGCAGGAGGGTCTGCATGT 
GGCAATAAAG 

>GBEQ2309 | Acc | CD47-2301 1 Ver [ CD472301 . 1 GI : 31393569 | LeukoS6_5J307 ,bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_5_E07_A028 3 ! f mRNA 
sequence .: Start : 1 :Stop: 430 

GCAGAACTCCATCTTGCCCGCCAAGCCTTTCACCAACTCCAACTCCATGTACATCGACCGGCCCCCCTCC 
GGGAAGGCCCCGCAGCAGCCGCCAGTGCCCCCGCAGAGGCCGATGGCCGCCCTCCCACCGCCCCTCGCCG 
GCCGGAGTCACGCGGTAGGCCCCTGCTCCCTCTCATGCTACTGTGTGTCCACTCCGAGAATTTCCTCTGC 
CGGAGAGAAAATAAGAC TAT AAACACCTT T ATCT AAT T CT AACTAGTAAGAAAAGATTGTATACAGGCTG 
GGAAAATGCATACCCAAGTGCTCACAGTGGTTTTCGTTTTGATGACGGGTGTGAAATACTGGTGATTTCT 
ATTCACATCATGATGCTTATCATGTGTATTTTCTTTTTCCCATAAACAATATGAACTACCTGTATAATAA 
AATCTCCTTC 

>GBEQ2310 | Acc | CD47217 6 | Ver | CD47217 6 . 1 GI : 31393444 1 LeukoS6_l_H05 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_l_H05_A028 3', mRNA 
sequence. : Start : 1 : Stop: 633 

GTGTGTGTGTGTGTGTGTGTGTGTGTACCTTTTACTTTTGAATCTGCTAAAACAAAATATCCTTAACTTT 
TCTCAGGACAAAATATTCCCAGCATGAAATTGTTGTATTTTCAAGTATGC7\AATAGTATGTTTATAATTG 
CTGAGTTATTTTGCATATTTATTGAAATGTTTAGTAGAATACATGCTTGCCTTGCTCATCTCTTCAAGCT 
TTGAAGCTTTTATCAGAAAAGCCTCTTTGTGGCTTACACTTGAGATTATGAAAGCAGTTTTTCTCCTAAG 
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ACTGTTGGTTTCTTGTGTTCCCTCTCAGACTAAGCACTGAAAAGGAGAACTAGTCTTTCTTCATGGACTA 
CACAATAAAAAATGCAGTGGGGGAAGTGCTTTGCTAGAGTTCCCCAGCAGAGTTTCCCTTCTTTCCTGCA 
CACACCATCACTGAACTCGTGAGGTTTGTAGGGTTTTTGATACAGAAGAGTTACTTTTGGAAGTTCTTAA 
TGAATGAATGAAGTGTATATGATTATTGAGATTGGCGTTCTTGGCAAATATTATAGTAATCCAGAAATAA 
CTATTCTAACCGCCTCAGATCACATAGGATGCTTGTTTCTGAAAGAATAAAGGTTCCAGCCCGAAAAAAA 
ATA 

>GBEQ2311 | Acc \ CD472147 1 Ver ] CD472147 .1 GI : 31393415 | LeukoS 6_1_B12 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_B12_A0 2 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 527 

TAAAAACTTCCAACAGGTTGACTATAGTCAGTGGGGCCAGTGGAGCCAAGTTTATGGAAACCCACAACAG 
TATGGACAGTATATGGCAAATGGGTGGCAAGTGCCACGTTATGGAGTATACGGGCAACCGTGGAATCAAC 
AAGGATTTGGAGTAGATCAATCACCTTCTGCTGCTTGGATGGGTGGATTTGGTGCTCAGCCTCCCCAAGG 
ACAAGCTCCTCCCCCTGTAATACCTCCTCCTAACCAAGCTGGATATGGTATGGCAAGTTACCAAACACAG 
TGAGCTGGGACTCTAAACAAAATTGTAATTCATGATAGCTTCAGTTTCCTGTGACACTCTGAAGACATGA 
AAGTAGACATCGGAAAAT GAAAATAT TTATT TTAAAAATT GAAATGTT T GGAACCT T TAGC ACAGCTT TG 
CTTTGGTGAAGGACACATGTCTTCTAGTTCTGCCTTTTTAAGTTTTTGTTCATGATGGATATGAACATGA 
TTTTTCTTTGTGTACAAAAACTAAAATAAAGTCAATA 

>GBEQ2312 j Acc [ CD472121 1 Ver 1 CD472121 .1 GI : 31393389 | LeukoS 6_1_DG 7 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_JD0 7_A02 8 3 f , mRNA 
sequence. : Start : 1 : Stop: 535 

CAGGTGTCCAGCCAGATGAGTGACAGGAAAGTGCTGGTCAGCGGGTTTCCTACCAGTCTCAAGCTGAGTG 
AGGAGGAGCTGCTAGACAAGCTGGAAATCTTCTTTGGCAAGACCAGGAACGGGGGTGGTGACGTGGACAC 
TCGGGAACTGCTGCAAGGGGGTGTCGTGCTGGGCTTCACTAGGGACGGAGTGGCCCAGCGCCTGTGCCAG 
ATTGGCCAGTTCACAGTGCCACTGGGTCGGCAACAGTTCCCTCTGAGAGTCTCTCCCTACGTGAGTGGGG 
AGATCCAGAAGGCTGAGATCAGGTCCCAGCCAGTGCCCCAGTCGGTGCTGGTGCTCAACATTCCTGATGT 
CCTGGATGGCCCGGAGCTGCATGATATCCTGGAGATTCACTTCCAGAAGCCCACCCCTCTGCCAAGGTTC 
TCAAACTGGGCTGGGGTTGGGTGCACGTGTACGAGAGAGACTGTGCTGGTCAACAGCGGGCAGGGATAAT 
GAATTGTGAAACGCTGCCCAGGAACAGTAAAAGTGCCTGCTTGGC 

>GBEQ2313 | Acc ) CD471986 | Ver ( CD47198 6 .1 GI : 31393254 | LeukoS 6_3JE 0 5 . b 1__A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_3__E0 5_A0 2 8 3', mRNA 
sequence. : Start : 1 : Stop: 570 

GAAAGATGACAGCTGGCTCAAGGGAGAATTCATCACTCCCGTGCAGCAGCGTGGTGCTGCTGTCATCAAG 
GCCCGAAAACTATCCAGTGCGATGTCTGCTGCAAAAGCCATCTGTGACCATGTCAGAGACATCTGGTTTG 
GAACCCCAGAGGGAGAGTTTGTGTCCATGGGTGTTATCTCTGATGGCAACTCCTATGGCGTTCCCGATGA 
TCTGCTCTACTCATTCCCTGTTACAGTCAAGGACAAAACCTGGAAGGTTGTTGAAGGTCTCCCTATTAAT 
GATTTCTCACGTGAGAAGAT GGAT C TTAC TGCAAAGGAACTGGCAGAAGAAAAAGAAAC T GC T T T TGAAT 
TTCTTTCCTCTGCCTGACTAGACAATCATTTTCATGTTACTAAATGTCCCAAAGCTGAAGAATCTAAATG 

TCGTCTTTGACTCTCGTACCAAATAATAATAATGCTATACTTAAATTAACTCGTGGAAAACAACACATTT v 

CAAAGATTGTGTGCTTCTTGGTATAAATTTGTGACAGTTTATCATCATGTTGCTAGTGCTGCATTCTAAA 

TAAAATATAT 

>GBEQ2314 | Acc | CD4 71791 | Ver | CD471791 .1 GI : 31393059 1 LeukoS 6_2_G10 .bl_A0 28 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_2__G1 0_A02 8 3', mRNA 
sequence. : Start: 1: Stop: 477 

CTGGACACCTGCCCATGCTCCTGCCAAGCAGCAGATGGGGAGCGTGTCCTCCTATCCCCACCTACTCCCT 
GGTCAGGAGGAAGAGACTTTGCCAGGAGAATGCAGTGGGTGGAGCCTATCCACTCTTTCCCCTCCTACCA 
CACACCCCTTCAGGTTCCAAAGTGAGACACGCCTCAACACGCCTGCACACACACAATGCACACACACAGC 
TCTCCTTGGGAGATGGGGCTGAGCAGGAAGGGGGCTGGGCAAACACAGGTTAGGGCATGGAGAGCTTCTC 
CACCCATCCCAAGCCAGGGTCCAGGATGCACATGTAGTAACACGCAGACACGTGCACACACTTGCACTAG 
AGGCTGGGGATGGAGCGATGGGCTTGGGTTCCAGCCCGGGGGGATGGGGAAGCGGTTCAGGAGACCCTGG 
GTGGGAGGAGACAAGAGGTCTGTACGTTCTGTTAATGATGTGGATTTTGCTCAGGTT 

>GBEQ2315 | Acc | CD471790 I Ver | CD471790 .1 GI : 31393058 1 LeukoS 6_2JH 12 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_H12_A02 8 3 f , mRNA 
sequence. : Start : 1: Stop: 416 

CAGCAGGATGTGGCCTTCAAGCGTTTCCCTGCACATTTGGCCACCCACTGGGTGGCAGACGCAGCTGTAT 
CTGTGAGAAAGCCCCTTGTAACAGACAGAGCCCTGCTTCCTGTTGACCACATTGAGAGAATTGTGCTCAG 
AATTCCAGAGGTCACAIAGAAGAATAGAAGACCCTA^ATCAAGGATATACAACTATGTACTGGGGCTTTG 
GGGAGGGGGAGAAAAAAGGGAAAGAT T GGCAACAGATGT T AGCTCAGGGTGAATCT T T CCCAGCAAAAAA 
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AAAAAGGGAT CAAAAAAAAATT T G T T T T TAATGT T TAATAGC T TTAT TAACAT CTAAT T TAG AT ACTAT T 
AATTCATCCACTTTATATGTACAGTTCAATGAGTTTTAGTAAATTTATAGAGTTGTGCAAACAACT 

>GBEQ2316 | Acc | CD47148 6 | Ver | CD47148 6 . 1 GI : 31392754 | LeukoS5_6_F0 4 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_F04 A027 3 f , mRNA 
sequence. : Start :l:Stop: 425 ~~ 
CGTGGAGACGTGGTACCCAAAGATGTCAATGCCGCCATCGCTGCCATCAAGACCAAGCGCAGTATTCAGT 
TCGTGGACTGGTGCCCCACGGGCTTCAAGGTTGGTATCAACTACCAGCCACCCACTGTGGTGCCCGGGGG 
TGACCTGGCCAAGGTGCAGCGTGCCGTGTGCATGCTGAGCAACACAACTGCCATCGCCGAGGCCTGGGCC 
CGCCTGGACCACAAGTTCGACCTGATGTATGCCAAGAGGGCGTTTGTGCACTGGTACGTGGAGTCCTTTT 
TTTGGAGATCATTTCCTTTTTGCAAAGGGGGGGGGATCAAAATATTCCTGTGTTTGTGAAGTGATAGTGA 

AGGGAGGTTCCCTTGTTAGGGTCCATTTTTGTTTTTGTAATCCCCTACCCGGTAAAAATGACCAGTTAGT 
GTTTT 

>GBEQ2317 j Acc 1 CD471074 | Ver | CD471074 .1 GI : 31392342 | LeukoS5_4_C01 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5 4 C01 A027 3' , mRNA 
sequence .: Start : 1 : Stop: 371 — 
GACACAACCAGC ACAGAGCT GTCAGT GGT GGAGAGT GT C T TCAAGCTGAACGAAGCCCAGCCTAGCACCA 
TTGCTACCAGCATGCGGGATTCTCTTATTGACACCCTTGCCTGAGTCACCTTCCATGCTGTTCCGTGGGT 
TCCTGGTTATGGACTTTGGCTCCCTCTCCATGCGCCACCCAGTCTGTACCGGATGCTGATAGGGAGGTGG 
CAGAGAGCCTACTGGGACTGAGTTGGCTGGAGGCCTAGCCCTTTTTCGCCTGTTTCCCCCTTTTGAATCT 
GGTTTCTGCAGAAATCTGCCACATCATGCTGGTGGTCAGGCCCTGTGACCCCTAGCTGAAAGCTCTACTG 
TCCCATTAAAGGGCAGCTGCT 

>GBEQ2318 | Acc I CD471031 j Ver j CD471031 .1 GI : 31392299 | LeukoS5_4_H07 . bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoSS 4 H07 A027 3', mRNA 

sequence. : St art :1: Stop: 624 ~ 

CCCGGGCGGGGCGCTGCCCGAGGGCAGCAAGGACAGCTTCGCAGTGCTGCTGGAGTTCGCCGAGGAGCAG 

CTTCGCGCCGACCACGTCTTCATCTGCTTCCACAAGAACCGCGACGACAGAGCCGCCCTGCTCCGGACCT 

ACAGCCTTCTGGGCTTTGAGATTGTGAGACCGGGGCACCCCCTTGTCCCCAAGAGACCCGAAGCTTGCTT 

CATGGCCTACACCTTCGAGCGGGAGTCCTCCGGGGACGAGCAGTAGCAGGGCCCCCGCGCCCGGAGCCTG 

CGTCCCCCCGAGCCGCGCGGCGGGTGACAGCGGCGCCGGGCGGAGGTCGGGCCGCTCCCCGCTGTGTCCG 

CGTGTCGTGATTGTGCAAATAAACGCTCACTGCAAATCAGCGGTGTGTTCCTGCAGTTCAACGTCGTGTT 

TGCGAGATTGAAGTGTTTGCTTTAATTCTAAATAAAAGTTTATATTTTACTTTTTTATCGCTGGTTAAGA 

TGATTCAGGTGATCCTTGTGCTTGAGGAGGAATGCCTCGTTTGGAGTCCTTTGCAAACGGCCTTGGCCTC 

GTGCCTCGGCCCGATCGGTGTTAATCCGCGCGTTTGTTGCTCCCCAAACCGGAATAAAAGTGCT 

>GBEQ2319 | Acc | CD470888 | Ver | CD470888 . 1 GI : 31392156 | LeukoS5_3_C08 . bl_A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoSS 3 C08 A027 3', mRNA 

sequence. : Start: 1: Stop: 572 ~ 

ATCCCCAACAGGTGATGACCCCACAAGGAAGAGGCACTGTTGCAGCCGCTGCAGCTGCTGCCACAGCCAG 

TATTGCAGGGGCCCCAACCCAGTATCCACCCGGCCGTGGGGGTCCTCCTCCACCTATGGGCCGAGGGGCA 

CCCCCTCCAGGCATGATGGGCCCACCTCCTGGTATGAGGCCCCCTATGGGTCCCCCAATGGGGATCCCCC 

CTGGGCGAGGAACTCCAATGGGCATGCCCCCTCCGGGGATGCGGCCCCCTCCCCCTGGGATGCGAGGCCT 

TCTTTGACCCTTGGGCACAGAGTTATGGAAGTAGCTCCACAGAGGCGTGGGCCCGATACCCCAGGGCCAC 

GTTACCACAGACCTGTTTGTTTGTTATGCCGTTGTTCGCCGAGTCTCACGGGATTATCTGGTTTCCCTTA 

CAGGCCCCCCTCCCCCGGGAATGCGCCCACCAAGGCCCTAGACTCATCTTGGCCCTCCTCAGCTCCCTGC 

CTGTTTCCCGTAAGGCTGTACATAGTCCTTTTATTTCCTTGTGGCCTGTGAAACTAGTTTATAATAAACT 

CTTAAGAGAATT 

>GBEQ2320 I Acc | CD470744 | Ver | CD470744 . 1 GI : 31392012 | LeukoS 5_2_B0 9 . bl_A02 7 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2 B09 A027 3 1 , mRNA 
sequence. : St art : 1: Stop: 609 

AGAACGTGAGCCGGCAGAACCAGCCACGATGCACTCTGCATGTCACATAGGGCCCCTGCGACTCACTGTC 
TCGGGTCATCCCGCATCCCGTAGCGTTTGTGCTTGTGCAGACACGGCTGCCCAGGGGACGGATGGGCTGA 
GCACTGCGGCTGCTGCTCACCAACCCTTTGGAGGGACCCGGCCTTCCCTTGGGTCGGTGTGGGCGCTCTG 
GTGGTAACACTCTGGCCGGAGCAAGAGCCCTATGGTCCCCGTGTGTGCTCCAGGGCATCTGGGGTCTCAC 
CAGCGGGAGCACGTGCAGGCCGGTCATCCTAGAGCCCCAGCCCCTCGGAGCCCCCGTCCACATGTGCTTT 
CACTCCCTCAGCCTGCAGGGGTCAGATTTGCCATCAAAACGACGACCTCTACTTTTTTCTTTTGTATTTT 
GATAAACACTGAAGAAGCTGGAGCTGTTAAACTTTATCTTGGGGGAACCTCAGAACTGGTTGATTTGGTG 
TCGTGGAACCTCTTACTGCTTTCAATACACGATTAGTAATCAACTGTTTTGTATACTTGTTTTCAGTTTT 
CATTTCGACAAGCACTGTAATTATAGCTATTAGAATAAAATCTCTTAAC 
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>GBEQ2321 | Acc | CD470616 | Ver | CD470616. 1 GI: 31391884 | LeukoS4_6_B04 ,bl__A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_6_B04_A02 6 3* , mRNA 
sequence. : Start : 1 : Stop: 475 

CTTTAAGGACATGAACGCCCCGCCGGACATCATCAGCGGCCGCATGACGACAGCGCTCATCTTGTACTCG 
ATGGCCTTCATGCGTTTCGCCTACCGCGTACAGCCCCGAAACTTGCTGCTGATGGCGTGCCACGGCACCA 
ACGTGGTGGCGCAGAGTGTGCAGGCGGGCCGCTCCCTAAGTCACCACTACGGCGACGGTGCGGTTGCCGC 
CGCCACCACCGCCGCCATCACCATGACTGTCGCCTACGACCCTGCTGATGACAGCTGCCGCTAGAAGTTC 
GCGCTAGCCTCAGTCCGTAGTCCCCGAAACGTTGCTGAGAGGGCCGGATTGAAGCTTTGCGGCTTGGAAG 
CGCTGAACTGTTATTCTTCCTAAAGAAAAGACCAGTGAACAGCTTGGTGTTGACACTGAAACAGTGCGAA 
TCTGATTTAAACCTGCAGTTTGGTTAATAAAAAAATAGTAAATAGCGCATAAAAA 

>GBEQ2322 ) Acc | CD470614 | Ver | CD47 0614 . 1 GI : 31391882 | LeukoS4_6_Cll .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_6__C11_A02 6 3 f , mRNA 
sequence. : Start : 1 : Stop: 543 

TTCATGAGCAATATGCCTCCTTGTATTATAAAATCTTTCTGATAACGCATTAGAAACTTCTTTTGTAGAT 
TAGTAAAAAGTGCATTCCTGTTTTCATTTTACTTTATTCAAAGCTAATAAGTGCTTTCCTTAGTTTTCTA 
GTAACTAGGTGTAAAAATCATGTGTTGCAGCTTTCCGGTTTTTAAGATATTTTAGATATTCTTAAACTAT 
GAACCTTCTTAACATCGCTGTCTTGCCAGATCCCCCCCACTGCACCTTCACTAACGCTGGCCCTCTTCGC 
CTCGCCCCGTGGACACTTGCTTCCCGGTGTTGCCCTGCCTAACGATGTTCCATTGGGTCTGTGAGGTTCT 
GTAAACCCCATGCTC'GTGCTAATGAATTCTGTACAACTTACCCACTGGCAAGAATACGAGGCCGGACCTT 
TCAACCACTAGAACAAAATTTTTTAAATTGACCGTTGCAGAATTGTGGAGTGTTTTTACATTGATCTTTT 
GCTAATGCAATTAGCAGTATGTTTTGCATGTAAGACTTAATAAATCCTGGAAT 

>GBEQ2323 | Acc [ CD47 0603 I Ver | CD47 0 603 . 1 GI : 31391871 | LeukoS4__6_B09 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4__6__B0 9_A0 2 6 3*, mRNA 
sequence . : Start : 1 : St op : 4 8 3 

GGAGGAAAGAATAGTCTTTTCAACAGGTGATGCTGGGAAAACTAGATAGCCACATGCAAAATAATGAAGC 
TAGACACT TACCTTACACCATATACAAACAT TAT TATAAAATGGAT CAAAGAT GTAAACATAAG AGCT AA 
ACCTATAAAAGTCT TAGAATAAAAC ATAGGGGAAAAT C T TCGT GACAT T GGAT TTGGCAGTAACT T C TCT 
G ACATGAGACCAAAGGCATGGGCAACAAAAGAAAAAGTAGGCTAAT GAGAGTT CAT CAAAAT TCAAGGC T 
TCTGGGCTGGCCCCATTGCCTAGTGGTTAGGTTCCGGTTTGGTTCCTGAGCGCAGACCTTTACCACTTGT 
CAGGGGCCATGCTGTGGCGGCAACACACAAACAAAGTAGAGGAAGGTTGGCAACAGATGTTAGCCTGGGG 
CTAAT CT T CCTCAAGCAAAAATAAAAAGAGAAAGATT GGTGACAGAT GTTAGC TCAGGACGAA 

>GBEQ2324 | Acc | CD4 7 0 602 (Ver | CD470602 . 1 GI : 31391870 | LeukoS 4__6_G0 6 ,bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_6_G06_A02 6 3', mRNA 
sequence . : Start : 1 : Stop: 624 

CCCATGCTTCAGAGGACTGCGTTTTTAGACAAAAAGAGATAATGTTCTCAAATTCACGTTTTTTTCTGTG 
TTTTGTTCTCCCCCGCCACTTTGCCTGGCTTAATTTTTCCCACGAATCTACACTTCTTTAGGGGGTATAT 
GTGTTGACTACGTTGTTCATGCCCACCAGCACCCTGCAGTCAAATCACTAGAATGCTTTCCTTCTGATTT 
GTAACTCATCCCACATCGAAGAGATGTTAAAAATGTATCTGTGAATATCTTCTCTTGTGCTCTGGTTCAC 
GCTTGCCAAAGTATTTGCTATCTACATAATAGGGACTTCTCTCTCTCAGCTCTTCTAGGGCTACTAAAAT 
CAAAATTTACCCCTGTGGATATGGGTACAGAATTTTGAGAGGCCAAATTTAACCAAATTCTAAGGACAAA 
TTGTCAGTATGTAAAAGCGTTCTTTTATTTCTGCTTCATTTTACCTTCATGCTCTGAAATTCCTTTCCCG 
TAGAGAGAT GTAGAGAAATAT GAAAGGTC TACCCTATT TATTT TCT GGAAC AAAATTG AGGATT AAGT AT 
AATGTGAGAGAGAAATGGGAACTACTGCTACCTTTAGACAAATAAAATAGTCATTGTTTTCGAC 

>GBEQ2325 | Acc | CD470382 | Ver | CD470382 . 1 GI : 31391650 | LeukoS4_4_E08 ,bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_4__E08_A02 6 3\ mRNA 
. sequence . : Start : 1 : Stop : 623 

TTGGCAAGTTCCAGCTGCACCATGTAGAGCTTCTAGATGTTCACTACCTTGATAGCTGTCAGTGCCACTG 
AACTGGGAAGAGGAATATAGGGGCAGAGCCCTTATTCTGTTCTTCCTTTTCCTGGGAGAGCAGTGGCCTA 
AGCCAAGGGGTGATGAGCCTCCTCTCCTTGCTCCTGCAGAAAGGGGCAGTCAGGGCCCCTATTAAGCAGG 
CTTCTATTTCTTACCACTAAATTGATTGCCTTTTTCATCTAAAAATTGGAACTCCTCATATATTCATACT 
ACAGAAGCCAAATCTGAATTCTGAGATTCTAAGATATCTTAAACGACAAGAGAGAAAATCTAGTTCTGTC 
CCATCTCCGATCGGCAGGCCCTCTGTCCCTTCCTCTCCTCTCGTCAGATAGCTCCAGCAAGCAAGGCTCC 
TTGGCTAGTTCCTAATGCACTGACAGGAGCCACCCCATTAAGGACGACTTCTACTCAAAACGTGACCCTC 
TGGACTTCAGATGCCT CAT T T GGC AGGAAGAGGCATTGATTGGATTGGATATAT T TATGTGACT GCGGGC 
ATTCGTGGCTGTAGAGTCCTTGACCATAATGTTGTATGTAATGGGAACTATCTTATAAACTTG 

>GBEQ2326 | Acc | CD470381 1 Ver | CD470381 . 1 GI : 31391649 | LeukoS 4__4_E1 1 .bl__A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_Ell_A02 6 3 ? , mRNA 
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sequence . : Start: 1: Stop: 581 

G AAT T C C G TAT G T C C C T GAG T TAT T T T TAT C AT AAAG CC AC AAAT G T AT TAT AAC AAGGC AAAT T GT AAT 
ATATATAATCCTGAACTCATGACCATGTCTCAGTTTATTTTTTTTTCTTGGATTGAAAAGTACTGAAATT 
CAATGTGATATTAAAATGAAAAATTTCCTATTTATTTGAGTAGAAAATCACTTACCAGTGAGTCATATAC 
TATTTTAAAACACTTTCTTTGGATATTGTGATTCTTAACTAGTTGTAAATTAGAAAAGCTGGGAGTACAT 
ATGGTGTGCAGTTACAGTCTAAATTTTTCCATCTGCCTGTGCATCGTAAGCATGTTTGTAATATTTTAAA 
AAAGACATTTACTGATGCTACAGGAATTTCAAGCCTGTGGTGAACGTTAGTATTTACTGTAGGGAGTGGG 
GTAAATTTATGGTTTCATTCAATCGAGTATTGCTTATTATACTCCAGTGGAATCCTTTCCTCACAGACTC 
CTGCAGATGTCTGGGCCTGGAAATGTTTTTTTAAAAACACCACTTTTATTATGTACAATAAAATATTTCA 
TTAGCTTGAATTGTATAGATT 

>GBEQ2327 | Ace 1 CD470352 1 Ver 1 CD470352 .1 GI : 31391620 | LeukoS4_4_H12 . bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__4__H12__A02 6 3 % , mRNA 
sequence . : Start : 1 : Stop: 589 

C T T AAAG T AAT C TAT AG AT T C AAT GC AAT C T C TAT CAAAGT T C C AAC AAC AC T T T T C ACAGAAAT AGAAC 
AAAGTTCCTAGAATTTATATGGAACAACAGAAGACCCTGAATAGCCAAAGGATTCCTGAGAAAGAAGAAC 
AAAGCTGGAGATATCACACT CCCT GACT T CAAAATATAC TACAGAGCCAGAGTAATCAAAACAGCATGAT 
ACT GG C AGAAAAAC AGAC AC AC AGAT C AAT GGAAGAGAAGGGAAAG C C C GG AAAT AAACC C ACAC AT T T A 
TGGACAGCTAATATTCGACAAGGGAGCCAAAAGCATACAATGGAGAAAGGAGAGTCTCTTCAGTAAATAG 
TGGTGGGAAAACCGGACAGCCACATGCAAAAGAATGAAAGTAGCTCATTTTCTTACAGCATGCACAAAAT 
CAACT CAAAATGGATT AAAGACT TGAAT GTAGGACCCGAAAT TGTGAAACT TCTAGAAGAAAACATAGGC 
AGTACGCTCTTTGACATCAGTCTTAGCCTCATATTTTCAAATATCGTGTCTGACCAGGCAAGGGAAACAA 
AAGAAAAAATGAACAAATGGTACTACATC 

>GBEQ2328 )Acc ) CD470216 I Ver | CD4 70216 1 GI : 313914 84 | LeukoS4_3_H12 . bl__A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3_H12_A02 6 3 1 , mRNA 
sequence .: Start : 1 : Stop: 588 

AAATAGAGCAAAGAATCTTAAAATTCATATGGGGCAACCAAAGACCCCGAATTGCTAAGGCCATCCTGAG 
AAAAAAGAACAAAGCTGGAGGTATCACAATCCCTGACTTCAAATTGTACTACAAAACCATAGTGATCAAA 
ACAGCAT GATACT GGTACAAAAACAGGCACACAGATAATGGAACAAAACT GAAAGCCCAGAAAT AAAACT 
ACACAAATACGGACAGC TAATCT TCGACAAAGGTGCCAAGAACATACAATGGAGAAAAGATAGTCT C T TC 
AGTAAATGGTGTTGTGAAAACTGGACAGCCACATCCAAAAAAATGAAGGTAGACCACTATCTCACGCCGT 
ACGCAAAAATGAACT CAAAATGGAT CAAAGAC TTGAAGAT ACGT CCT GAAACT GT AAAACT ACT GGGAGA 
TAATATTGGTAGTACACTCTTTGACATTGAACTAAAAAGGATCTTTTCAAATACCACATCCTCTCAGACA 
AGGGAAACAAAAAATAAACAAGTGGGAAT TCAT C AG ACT AAAGAGCT T CTGT AAGGC AAAAGGAACTAGA 
ATCAAAACAAAGAGACAAGTCCCCAAAA 

>GBEQ2329 | Acc | CD470200 | Ver | CD470200 . 1 GI : 313914 68 | LeukoS4_3_F04 ,bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3_F04_A02 6 3 T , mRNA 
sequence. : St art: 1: Stop: 4 38 

TTGAAGGATGTCACTTTAAAGAAGCAGTGCGTGCGGTTCCGTCGATACAATGGCGGCGTTGGTAGGTGTG 
CCCAGGCCAAACAGTGGGGTTGGACACAGGGTCGGTGGCCCAAAAAGAGTGTTGAATTTTTACTGCACAG 
GCTTAAGAATGCAGAG AGT AAT GCT GAACT T AAGGGTTTGGATGTAGATT C TGGGG T CAT TGAGCATATC 
CAGGTGAACAAAGCTCCCAAGATGCGGCGCAGGACATACAGAGCCCATGGTCGGATCAACCCCTACATGA 
GCTCTCCCCGCCACATCGAGATGATCCTTACTGAAAAAGAGCAAATCGTTCCTAAACCAGAAGAGGAGGT 
TGCACAG AAGAAAAAGAT AT CCCAGAAGAAACTGAAGAAACAAAAACT TATGGCCCGGGAATAAAT TCAG 
CATAAAATAAATGCAAAT 

. >GBEQ2330 I Acc | CD470192 | Ver | CD470192 . 1 GI : 313914 60 | LeukoS4_3_G02 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__3_G02_A02 6 3', mRNA 
sequence, :Start:l: Stop: 5 07 

AAAGAAGAACGAGTAT GGAT TACCAGGGCACCAGGCATGGAGCCAACAATGAAAACCAAT ACAT ATGAG A 
GGGGAACATATTACTTCTTTGACTGTCTTAACTGGAGGAAAGTAGCTAAGGAGTTCCATCTGGAATACGA 
CAAACTGGAAGAGCGGCCTCACCTGCCATCCGCCTTCAACTACAACCCTGCTCAGCAGGCCTTCTGAGCG 
GCCCTCGGGCGCAGCCACCCCGGCACCATGCTCCGCGGACTGCAGGGTAGAGGGGCTCGGGCGCCCCGGC 
TTTAGCTCCTTGAGGATCTGGCAATTGGCTTACACAAAGGGTCACCATTTGAGGTCCTGCCTTACTGATT 
ATGTGCTGCCCAACAACTAAATTTGTCATTTGTTTTTCTCTAAAAAGTTCGAGCAGGGTCTGGATTTTTT 
CAT TTATT T TCTT TT T T T TGCCAGCAGACAGACTT GGGTC TGTAAAGAC AAGCAAGT AC ACT GACAGAAG 
TTTACCATTTAGTTTCT 

>GBEQ2331 | Acc | CD47 0074 | Ver | CD470074 . 1 GI : 31391342 I LeukoS4_JL_D01 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l_D01_A026 3', mRNA 
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sequence . : Start : 1 : Stop : 4 7 6 

TGCCAAAGGGCCCTTGCCAGGCCCAGGAAACATGACCCTCTTGATGTAAGATCTCAGGGGCACCCAGGAT 
AGGGAGGTAATGAGGCCCGAATCCTGGACCAGTCTGTCCCGCCACAAGCTGTTGAAGGATATGTCTTCAC 
TTCCTTTCCAAGTAGGAGTGAAAGTCCAGCACTTTCTGTATTTGAGAGTTAGACTGCTACCCTA1TTTTGC 
TGCAGCTTTTACATTCACTGACTCTGGGAACAAGCTTGGCCCGGACACCTCTGTGTGTGATGAGGGCTTG 
GGAGTGGGGCTGAGCTGGCCAGAGTTCCTGGGCACGGAGCCTAGTCATAAGCTTGGGGGATGGGAGGGAA 
CAAGGGCAATCTCCTCGAGTTGTGTGTGTCACCGCACCTCCCAGCAGCTTTGCATAGCTTACTGTCTGCC 
TTGCGGCTTTGCTGGGGCCTAGGGCTGTGCCATTAAAAGTCAGGTTGTCTCCCCTC 

>GBEQ2332 | Acc ) CD470071 | Ver | CD470071 . 1 GI : 31391339 | LeukoS4_lj307 . bl_A026 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 1 G07 A026 3', mRNA 

sequence. : Start :l:Stop: 47 9 "~ 

GATTATAGCTATGAAAAGTCCCCTTTTTTCAGAGCAAACATCCTGAAGTACCCCAACAGGAAGCAACAGC 

TCCATTTT ATT TCCAGT TACT TGGCTGCATTCCATAACGAATTTGAAAACTTCAGTAATGAAGAAAAGTC 

CATTATAGAAGAAGAAATGTTGGTGGAAGTCAACAGGTTCGCCCTGGCGTCCCATTTTTTCTGGGGACTT 

TGGTCCGTCGTGCAGGCCAGGATTTCGTCCATTGAATTTGGGTACATGGACTACGCCCAGGCGCGGTTTG 

ATGCTTATTTCGACCAGAAGAGGAAGCTGGGGGTGTGACTGCGGGAGGACGTCGTGCGCTGCATCCCTGG 

ACGGCGCGGGGCGGCCGAGCCAGCGGCCCCTGTGCTCCGACGACTGCACCCGCGGGGAGAAGGCCCCTCC 

TGCCGCACGCAGATGCGTATGATACGAAAGACTGTATTAAATGGAGTAGCATTTCTTTC 

>GBEQ2333 | Acc [ CD470031 1 Ver | CD470031 . 1 GI : 313912 99 | LeukoS4_l_E05 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 1 EOS A026 3 1 , mRNA 
sequence. : Start : 1 : Stop : 64 8 " 

CCCAATTGGAAATGCAGCTTGAGAAACCTAAACGTGTAAAACCAGTGACGTTTTCTACAGGTATCAAAAT 
GGGACAACATATTTCATTAGCACCTATTCAAAAGCTTGAAGAAGCTCTCTATGAATACCAACCACTGCAA 
ATAGAGACATGTGGACCACAAGTTCCTGAGCTTGAGATGCTAGGACGACTTGGGTACTTAAGCCATGTCA 
GAGCCGCCTCTCCACAGGACCTTGCTGGAGGCTATACTTCTTCTCTGGCTTGTCACCGAGCACTACAGGA 
TGCATTCAGTGGGCTTTTCTGGCAGCCCAGTTAACCTTTATTTCTCCTGTGTAAGATTTGGACCTTGGAG 
ACGAACCAAGGAGCTAGCAAAGTAAAGCAGACTTGTAAAATGATAGCCAGATGCAGCTGCACAACAACAG 
TACT ATGACTAGAAGCT GTGT TAAAGTAT TTATAAAGAGAAAAT T TCAGAAC TAAGCTGAGTAATAT AGT 
GGATAAATTTTGCGAAAAAGATTTATTTTTTACTTATATTTTTCTGAGAGGGATTGAAGCTGTAAGCCTC 

ATCTGTTAGAAGATATGAATAATTCACCTATGTATGTTTGAGGTTGACAGACTTGTAAAATCTTTTTAAA 
AATAAAGCTAGACTTTAT 

>GBEQ2334 | Acc j CD470013 | Ver | CD470013 .1 GI : 31391281 1 LeukoS4_l_G08 .bl_A02 6 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 1 G08 A026 3', mRNA 

sequence. : Start :l:Stop: 551 " 

GGAGGGCAAGCCTTTGTGAGCCCCCTCCAGCCCCCTGCCTGGAGCATCTGGCAGCCCCAGACCTGCCCAC 

AGGGGTTGCAGGCTGCCCCCTTCTTGCCAGACCGGAGGGGCTTGGGGGATCCCAGCAGGGGGAGGGCAAT 

CCCTTCACCCCAGTTGCCAAACAGCCCCCCCGCCCCCTGGACCTTCTTCCTCCTCCATTCCTGACGGTTC 

TGGCCTTCCCAAGCTGCTTTTGATCTTCTGATTCCTCTTGGGTTGAAGCAGACCAAGTTCCCCCCGGGCA 

CCCCAGTTTGGGGGGGGCCTGTATTTTTTTTTAACGACACCCCAGTTTCCCACCTGTTCCTCCCCATTCC 

CATGCTGCCAACTTCTAACCGCAATAGTGACTCTGTGCTTGTCTGTTTAGTTCTGTGTATAAATGGAATG 

TTGTGGAGATGACCCCTCCCTGCGCCGCCTGGTTCCCCTCCCCTTTTCCCCTGGTCGTGGCCGCTCATGG 

AAGCAGGACCAGTAAGGGACCTTCAATTAAAAAAAAGAAAAACACACCCACCCATAAAAAA 

>GBEQ2335 | Acc | CD469929 | Ver | CD4 69929 . 1 GI : 31391197 | LeukoS4_2_H06 . bl_A026 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 2 H06 A026 3 f , mRNA 

sequence. : Start: l:Stop: 350 ~ 

AGGACCCCTTCGACCAGGATGACTGGGAAGCGTGGCAGAAGTTCACCGCCAGCGCAGGAATCCAGGTGGT 

GGGAGATGATTTCACTGTGACCAACCCAAAGCGGATTGCCAAGGCCGTGGGCGAGAAGTTGTGCAACTGC 

CTCCTGCTCAAAGTGAACCAGATCGGCTTTGTGACCGAGTCCCTCCAGGGGTGCAAGCTGGCCCAGTCCA 

ATGGGTGGGGGGTGATGGTGTTTCACCTCGCTTCCCACCAAGTGTTTGGAGCCGTGTGTTGTATTTACAT 

TGTCATTTTTGAGGTGTCCACAGCCAAGGTCCCCAGAGGTTTTGTGTGCAAAAATAAAAAGGCTTCAGTG 

>GBEQ2336 j Acc | CD4 69901 1 Ver | CD4 69901 . 1 GI : 31391169 | LeukoS4_2_A09 . bl_A026 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 2 A09 A026 3 f , mRNA 

sequence. : Start : 1 : Stop: 513 — 

GCAATGTTAGAAGCAGACAAAGATGGGAAATTTCACCTGGTAGATGGCAATGTCTCTGGGGAATTCACTG 

ATCTGGTCCCTGAGAAACACATCGTGATGAAGTGGAGGTTTAAATCTTGGCCAGGAGGACATTTTGCCAC 

CATCACCTTGACCTTCGTTGACAAGAATGGAGAGACTGAGCTGTGCATGGAGGGCCGAGGCATCCCTGCC 

CCTGAGGAGGAGAGGACGCGGCAGGGCTGGCAGCGGTACTACTTTGAGGGCATCAAACAGACCTTTGGCT 
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ATGGCGCTCGCTTATTTTAGGGCCAGCGGCGGGGGCTACAACGGCCTGCCCAACCTTCAGTCCAGCCTCT 
CCTGACCAGGGCTTGTGACTCAACAGGATTGCACCATCCCAACCACTAACTTGGGGCCGGGGCCCCTTCC 
CTCCGTGTATACCTTGGGTTTGTGCATGTTTTCTGCTGGGTGGGATCAGAGGGCGATTTCTTTTATGTGT 

AC AT AAGC T AAAT AAAC G TAAT T 

>GBEQ2337 I Acc | CD4 698 93 | Ver | CD4 698 93 . 1 GI : 31391161 1 LeukoS4_2JB07 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_B07_A026 3', mRNA 
sequence- : Start : 1 : Stop: 558 

TTTGGCAAGACCAGGAACGGGGGTGGTGACGTGGAGACTCGGGAACTGCTGCAAGGGGGTGTCGTGCTGG 
GCTTCACTAGGGATGGAGTGGCCCAGCGCCTGTGCCAGATTGGCCAGTTCACAGTGCCACTGGGTCGGCA 
ACAGTTCCCTCTGAGAGTCTCTCCCTACGTGAGTGGGGAGATCCAGAAGGCTGAGGTCCCAGCCAGTGCC 
CCAGTCGGTGCTGGTGCTCAACATTCCTGATGCCCTGGATGGCCCGGAGCTGCATGATATCCTGGAGATT 
CACTTCCAGAAGCCCACCCGCGGGGGTGGAGAGGTAGAGGCCCTGACAGTTGTGCCCCAGGGACAGCGGG 
GCCTGGCGGTCTTCACTGCTGAGTCGGGCTAGGGGCCTACCCTTCTCAACACCCCCACCCCTCTGCCAAG 
GTTCTCAAACTGGGCTGGGGTTGGGTGCACGTGTACGAGAGAGACTGTGCTGGTCAACAGCGGGCAGGGA 
TAATGAATTGTGAAACGCTGCCCAGGAACAGTAAAAGTGCCTGCTTGGCATGATCTTCTTCCTCAAAA 

>GBEQ2338 | Acc | CD4 69787 | Ver | CD4 69787.1 GI : 31391055 I LeukoS2__5 JH03 .bl_A024 Stimulated 
peripheral- blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_H03_A024 3', mRNA 
sequence. : Start : 1 : Stop: 627 

CCTGCAGGATGGGATTCAGAACATGAAGGAAGAAATGGCGCGTCACCTTCGGGAATACCAAGACCTGCTC 
AATGTTAAGATGGCTCTTGACATTGAGATTGCCACCTATAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGA 
TTTCTCTGCCTCTTCCAAACTTTTCTTCCCTG2\ACCTGAGGGAAACCAATCTGGAATCACTCCCTCTGGT 
• TGACACT CACT CGAAAAGGACCCT T CT GATTAAGACGGT TGAAACTAG AG AT GGACAGGT T AT CAACGAA 
ACT TC TCAGCAT CAT GATGATCT T GAGTGAAAAT TGCACACAC T TGGTGCAGCAATATAT TACCAGCAAG 
AGTAAAAAAGAAATCCATATCTTTAAGAAACAGCTTTCAAGTGCCTTTCTGCAGTTTTTCAGGAGCGCAA 
GATAGATTTGGAATTAGGAATAAGCTCTAGTCCTTAAGAACCAACACTCCTAAAAGATTTAGAAAAAAGT 
T TACAACATAATCTAGT T TACGAAGAAGCCTT GT GCTAGAATACT TTT TAAAAAGTAT T TT TGAAT ACCA 
TTAAAACTGCTTTTTTTCCAAAAAGGATCTGACCAACTTGTTTCTGCTTCAATAAATCTTGGAAAAC 

>GBEQ2339 | Acc \ CD469591 | Ver | CD469591 . 1 GI : 31390859 | LeukoS2 J7__H02 .b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7_H02_A024 3', mRNA 
sequence . : Start : 1 : Stop : 4 4 5 

AGAAATTCCCAAAGAATAGTAAATTATCCAAGATGCCAGCTTCCAGGCTGGTGTCTGGATTTTGTGCTCC 
CTTCCCCCACTCATGTTGCCCTGTCCTTTCTCAGGATGGTCACATGAGTGCTGCTTCAGTGGCCCAATAC 
AGATGTAAAATTCCTAATAGCATAATGTGAGGAGGTAGGGAGACTGGTCTCTCCCACAATCCCCTCCCCT 
CACTGACCTGTGTTCTCTTTCCTGATTGACTTGCCTGTTCCAGCAGAGGCGGGGCTGGTTCCTTCCCTGT 
CATAACTTCGTGTTGCCCTGAGCTGCAACTTCTTACTTCCTTATTGAAAATAAGAATCTGGATACCAATT 
TGTTTTTTCAAATTCTTGCCATGAGGGATCAATGGGTTAATTAAAGGAGAAGATTCCfAAAATTGAGAGA 
GGAAATAAATGGAAGCACTGAGAAC 

>GBEQ234 0 | Acc 1 CD4 694 92 | Ver I CD4694 92 . 1 GI : 313907 60 | LeukoS2_4_D12 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_D12_A024 3 f , mRNA 
sequence. : Start : 1 : Stop : 5 62 

AGAGAAGACCAGGAAGGAGCAGGTCCCAGGGGCCAGACTTGGCCCTCGGTGAGGTCTGGGGTGCTGGGAG 
GAGACTCCAGTCCAGTGACATCCCCGCACTGGGACCACAGAACCCCATCACCACAAGTAAGAGGAGCCCT 
CTCTGCCCTTGGCCTGCAGATTGTCAGTGTGCTTTGTGTTCCTGTCGTCCTTGTTCTGGAACAAAAAGGA 
GGGAAACACATTGTCCCCAGAGGCGAAGGCCACCCCCATCGGGTCTGGACAGGGTCCTGAATGTGTGCCA 
TCTGCCACTCGCAGCCTTCCTGCCTGACCTGACATGCTTCCTCCTGGAGTCCATCTCCCTGACATTCTTT 
GTAATTTCTTTTGGAAGATCCCAAATAAAATCCAGCATTTTCTCTAGTTCTTTTAAATATGATATTTTAA 
TATTTTGTGTGTATTGATATTTTCATTCTTAATGTGAAAAACTGGAATTATTTATACTTATTATAGAAAA 
CATTTGAAATTTGCACATTTAGTTGTTCTTAATAAACTGCTATGTACTCTGTTTCTTGGTTTCTCCAACA 

TT 

>GBEQ2341 ) Acc 1 CD 4 69472 ] Ver | CD469472 .1 GI : 31390740 | LeukoS2_4_B12 ,bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Bl2__A024 3', mRNA 
sequence. : Start : 1 : Stop: 516 

CTCAGAAGCCCTGGAGGCTGCTCGTATTTGTGCCAACAAGTACATGGTGAAAAGCTGTGGCAAAGATGGC 
TTTCACATCCGAGTGCGGCTCCATCCCTTCCATGTCATCCGCATCAACAAGATGTTGTCCTGTGCTGGGG 
CTGACAGGCTCCAMCCGGTATGCGGGGTGCCTTTGGAAAGCCCCAAGGCACAGTGGCTAGGGTCCACAT 
TGGCCAAGTCATCATGTCTATCCGCACCAAGCTGCAGAGCAAGGAGCACTNTGATTGAAGCCCTACGCAG 
GGCCAAGTTCAAGTTCCCTGGCCGCCAGAAGATTCACATCTCGAAGAAGTGGGGCTTTACTAAGTTTAAT 
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GCAGATGAATTTGAAGACATGGTGGCTGAAAAGCGGCTCATCCCAGATGGCTGTGGAGTTAAATACATCC 
CTAATCGTGGCCCCCTGGACAAATGGCGAGCCCTGCACTCATGAGAGCCTCAGCACTGCTCTTTTTTTAC 
TCATGCCCATCAATAAATCCTACTTA 

>GBEQ2342 | Acc | CD4 69451 | Ver | CD469451 . 1 GI : 31390719 | LeukoS2__4_G0 8 .bl_A02 4 Stimulated 
• peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__4__G08_A024 3* , mRNA 
sequence .: Start : 1 : Stop : 52 6 

CTGGGATGGGGAGGCGGCGTCCTTGGGGAGCAGCTGTTCACAGACCGCACCAGGGGCTCTGGGTCCCCTG 
GTTGTCCGAACTCTCTGTGGGGTCCCTGCCATTGTGTGAGGTCATGTCGTACCCGAGACTCATGTTGAAC 
AGGACAGCTTCCTACTGACCCACATGGAAAAGGAGGGAAACACATTGTCCCCAGAGGCGAAGGCCACCCC 
CATCGGGTCTGGACAGGGTCCTGAATGTGTGCCATCTGCCACTCGCAGCCTTCCTGCCTGCACTGACATG 
CTTCCTCCTGGAGTCCATCTCCCTGACATTCTTTGTAATTTCTTTTGGAAGATCCCAAATAAAATCCAGC 
ATTTTCTCTAGTTCTTTTAAATATGATATTTTAATATTTTGTGTGTATTGATATTTTCATTCTTAATGTG 
AAAAACTGGAATTAT T TATACTTAT TATAGAAAACAT T T GAAAT T TGCACAT T TAGTTGTT CT TAATAAA 
CTGCTATGTACTCTGTTTCTTGGTTTCTCCACCATT 

>GBEQ2343 j Acc | CD469445 | Ver | CD469445 . 1 GI : 31390713 | LeukoS2_4_G09 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_G09__A024 3', mRNA 
sequence. : Start: l:Stop: 45 6 

CATGTCAGAGACATCTGGTTTGGAACCCCAGAGGGAGAGTTTGTGTCCATGGGTGTTGTCTCTGATGGCA 
ACTCCTATGGCGTTCCCGATGATCTGCTCTACTCATTCCCTGTTACAGTCAAGGACAAAACCTGGAAGGT- 
TGTTGAAGGTCTCCCTATTAATGATTTCTCACGTGAGAAGATGGGATCTTACTGCAAAGGAACTGGCAGA 
AGAAAAAGAAACTGCTTTTGAATTTCTTTCCTCTGCCTGACTAGACAGTCATTTTCATGTTACTAAATGT 
CCCAAAGCTGAAGAATCTAAATGTCGTCTTTGACTCTCGTACCAAATAATAATAATGCTATACTTAAATT 
AACTCGTGGAAAACAACACATTTCAAAGATTGTGTGCTTCTTGGTATAAATTTGTGACAGTTTATCATCA 
TGTTGCTAGTGCTGCATTCTAAATAAAATATATATT 

>GBEQ2344 | Acc | C*D4 69335 | Ver 1 CD4 69335 .1 GI : 31390603 | LeukoS2_3__H05 . bi_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_H05_A024 3', mRNA 
sequence .: Start : 1 : St op : 67 6 

ACAGGGTTCAGTTTTGTAATATTTTTTCCAGCAAATTTTTATACAGTGTCATTTAATTTGGGAGAGGATA 
CTGTCCAGAAAATTAACGCATACTTTTGTCACAATTTGCCTTTTTTGTGGGTGTGTGTGTTTTTTCTTTC 
TTTTTTTTTTTCCTTGCTTCAATACCTCTGCCACTTTGGAAATTGTAATAGTTAATTACTTTGAATGTTG 
CTAAAAGGACATTTTGTGTAGGGTCAAGTTATTTTTATATGAGTTAATGTGAAGTTGTAAATGGAAATCC 
TTCCTTAAAGTATAACACGATGATGTCTGTATAAATCTGTGTCTCTCCTAGAGCCTGTGCTGTGTACGGG 
CATCCTACTCGTGCTGTTCTCTTAGACTCGCGCACCATTCAGACTTGTTAGAGTAGATGTGGGTGTATGA 
CTGCCAAGTTTGCCCAGTACAGTAGTTTTATCACTAAAAGTTGGACTTGTTGATGGAGTCCTCTAGTAGT 
TTCAGTGTTAGATACAGTTTTTTCCACCATACATCTGTGCATTTTCTCTTTAGGTGACTGAATGTTTAAG 
AAATTTGTGTGCATAGTTACTCAGTTTTTATGAACTGTTGTATCCTGTTAATGCCTATTGCTCTGTGACT 
CCAGTATATCTTACCTGTACTGACCAAACCTAAATAAAGATTTTTA 

>GBEQ2345 [ Acc | CD4 69330 | Ver | CD469330 . 1 GI : 31390598 | LeukoS2_3_C04 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_C04__A024 3', mRNA 
sequence Start : 1 : Stop : 528 

CAGGAAGGTGGCTGCTGTGTGTGTCTGGGTGTGGTGAAGACGTGGCCCAGAAGCCATCCCTGGAGCTGCT 
GGTCCAGGCAAAGCCAAGCGCCTCTGAGCACGTCTCCGACTTCCCAGTGGCAGCAGGTTGCTCGGAGTTT 
GAATTTAGTGAAACAGGGTGTAGTTCTTCTCCACACTCTGTGTGGTCTGGCCGTGCAGGTAGGGAGAAGT 
CAGTGTAATTGAAGATTGTGCAGTTCCTAGTGACAGGTGCCAAGGGGTTATGATACGGGTTTCTTGGGTC 
TGATGTACAGTGTGAATAAATGCTTGCAGCTCTTAGCCCTTTTTTGATCAATGAAGCACTTTTTTATTAA 
TATTTTTCTTTGTATGTAAAGGAGGAACCGTAACTCTCCGTAGCTGTACATATAACCCTTTTCTCCTAAA 
GAGGAGTCAGTCAGTGCTCCTATATTTTTCATTTTTTGTCAAAGCAAGAAGTAAATACTTTAGATCTGTT 
AAATATATAAATAAAGTGAATAAAGTTTAGTGTTCCGC 

>GBEQ2346 | Acc | CD469326 | Ver | CD469326. 1 GI : 31390594 | LeukoS2_3_E12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_E12_A024 3', mRNA 
sequence Start : 1 : Stop : 68 4 

ATGACTTCATCGTCACCAAGGCACGAGGGAAGAGTGGGCCACTCTTTAATTTTGACGTTCACGATGATGT 
GAGGCTGCTCAGTGATGCCACCGTGGAGAAGGACGAGTCGCATGCGGGCAAGGTGGTGCTGCGGAGCTGG 
TACGAGAAGAACAAGCACATCTTCCCTGCCAGCCGCTGGGAGCCGTAGGACCCCGAGAAGAAATGGGACA 
AGTACACGATCCGGTGAACGCGGAGGTGGCCCAGCCTTGGCTCCTGCGACTCCCTGCAGTCTCCCTAGCT 
CCCTGTGTCCAGGACTCCAGGCACCCCAGCTCCCCGCTCCGGTGACTTGGTGGCCTGAGGGAGGACGGAG 
CTGATTATTTACTGTTTTTTTTTCTTTTATGATAAAGAAATGTACATGTTAGAGTTGAAACACCTGCACT 
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TTGTTTTGTGAA.GAAAAATGTTTTTATTGAGGAAAAATTCACATAACATAAAATCTACCATTTTGACCTT 
TTTAAAGTATACATTCCAGGGGTATTTAGTATGTTCATAATGTTGTGCAACCATCACTGCTATCTAGTTC 
CAGAGCATTTCTCTCACCCCAGAAAGAAACCCCATCCCTATTAGCAGTTTCTCCCCCAGCCCCTGGCACC 
CACTAGTCTACTTTCTGTCTGTGTGGATTTACCTGTTCTAGAAGATGCATATAA 

>GBEQ2347 [ Acc | CD4 6918 9 | Ver | CD4 6918 9.1 GI : 313 904 57 | LeukoS2_2__G02 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G02__A024 3 1 , mRNA 
sequence. : Start : 1: Stop: 377 

AGGAGAGGGATCGGTAGGTTGTATGGTCAGTCTACATTTAGCTTTACAAGAAACTGCTGAATATCTTCCA 
TAGTGGCTGTGCTATTTTGTATTCTTGCCCACGATGAATGAGGGTTCTTGTTGCTCCACGTCCTGGGCAG 
TATTTGGCATCACCAGCTTATGGATTTAGGCCATTCTAATAGGTGATTACTGGGATATCACTGTTATTTT 
CTTTTGCAATTCCCTAATGACATATGAAGTTGAGCATCTTTTCATATGCTTATTAACCAACCATAAATCT 
TCTTTTTCAGGTGTCTGTTCAGGATTTCGCTCATTTTTAATTGAATATTTGTCTTCTTATTACTGAGTTT 
TAAGAGT T CTAAAT AT AT T TTAAAATA 

>GBEQ2348 | Acc | CD469040 | Ver | CD4 69040 . 1 GI : 31390308 | LeukoS2_l_F05 .bl_A02 4 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_F05_A024 3 1 , mRNA • 
sequence Start : 1 : Stop : 699 

AAGTCATTGGAGGCAATGTGGTCACAGCTGCACAGGCGAAGAACCTCATTGATGCTGGTGTAGATGCCCT 
TCGAGTGGGCATGGGCAGTGGTTCCATCTGCATCACCCAGGAAGTGCTGGCCTGTGGGCGGCCTCAAGCA 
ACAGCAGTATACAAGGTGTCAGAATACGCGAGGCGCTTTGGTGTTCCTGTCATCGCTGACGGAGGAATCC 
AAAATGTGGGCCATATCGCCAAAGCCTCAGCCCTTGGAGCCTCCACAGTCATGATGGGCTCCCTCCTCGC 
TGCTACCACTGAGGCCCCTGGCGAGTACTTCTTCTCTGATGGGATCCGGCTAAAGAAATATCGTGGTATG 
GGT T CCCTT GACGCCAT GGACAAGCAT CTCAGC AGCCAGAACCGATAT T T CAGT GAAGC T GACAAAATCA 
AAGTGGCCCAGGGGGTGTCTGGGGCTGTGCAGGACAAAGGGTCCATCCACAAATTTGTCCCCTACCTGAT 
CGCTGGCATCCAGCACTCCTGCCAAGACATTGGTGCCAAGAGTTTGACCCAAGTCCGAGCCATGATGTAT 
TCTGGGGCTCTCAAGTTTGAGAAGAGAACATCCTCAGCTCAGGTGGAAGGTGGCGTCCACAGCCTCCATT 
CATATGAGAAACGGCTTTTCTGAAAATGGATACAGCACACCCCCTCGGTTTTTCAATAAAAGTTGAAAA 

>GBEQ2349 | Acc | CD4 68990 | Ver | CD468 990 .1 GI : 31390258 | LeukoS2_l_H12 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_lJH12_A024 3*, mRNA 
sequence . : Start : 1 : Stop : 537 

GAGGGGCAGCAGGGCCTGGCAGGATGGGCCACCGCTGACTCTGCTCCCCCCAGCCCCTGAGGAAGATGTG 
GGCAAGAGGACTACGCTCCCCACCTTTCCCCCCTTGGCCGCTTTTCCCCTCTTTCCTCTCTCTGTTNTTG 
GCTCCCCCATCNCCCTCCCTCACCTCCAGAGACTTGGGGGAGGGGCTGCCACAGCCATACCTGTTTGAAG 
CCTGCCCTTGTCCAGGTGCCAGGAATGGCTGGGGTACCCCCTCCTGGGCATCTGTTCTGGTTTTAACTGT 
TGTCTTGTTCTCTCATGGGGGAGGGGAGCACATGCTGAGTCTCCCAAGGCCTGCGTCTGGAGGGGCACCC 
ACTTCTCCAGCCTGGGACCCCTGGCTTCACCCAACACCAGCCCCTGACCCAGCCCGAGTCCAAATGTTTA 
CAGGGAGCCTCCTGCCCACCCCACCTCCCCAGCCGCTTGGAGGCCCCAAAGGAAAAAGCACAAGAAGCGT 
GAGACGCCACCATTCCTGGAGACCACAGTCCATTCTAGTAGCTTTTT 

>GBEQ2350 | Acc | CD4 68 907 | Ver j CD4 68 907 .1 GI : 3139017.5 | LeukoS3_8_H02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8__H02 A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 64 5 

GCTGTGTGCTGTGCCCTTTTCCTGTCGATCCTGCTCACTGGGGTTCTGTGTCACCATTTCCATGGACTGT 

GGAGAACCTCATGGTGCAGGAGCTGGAGCACTTCAACCCTCCCTTTAAGTTGTGTCTTCATAAGCGGGAC 

TTTATTCCTGGCAAATGGATTATTGACAATATCATTGACTCGATTGAAAAGAGCCACAAAACCATCTTTG 

TGCTTTCTGAAAACTTTGTGAAGAGTGAGTGGTGTAAGTACGAACTGGACTTCTCCCATTTTCGTCTCTT ' 

TGATGAGAACAATGATGCTGCCATTCTCATTCTTCTGGAGCCCATTGACAAAAAGGCCATTCCCCAGCGT 

TTCTGTAAGCTGCGGAAGATAATGAACACCAAGACCTACCTGGAGTGGCCCACTGATGAAGCTCAGCAGG 

AGGGGTTTTGGTTAAATTTGAGAGCCGCCATAAAGTCCTAGGTTCCTTCATTAAAGGCCAGTCTTGGTTT 

GCTGGTGGTCTTTATATCACTAGTTGTAACTAGGTCCATTTTGACACACTTATATGTAACCCACATGAAT 

GTACTGTCATTTGAGGCCTTGCTTACTAAAACGACTAAAACTCAGATTTTATGTAGAGTGCTGTTTTATA 

AAAACTGCTACCAGA 

>GBEQ2351 | Acc 1 CD4 68887 | Ver | CD468887 . 1 GI : 31390155 | LeukoS3_8_G05 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_G05_A025 3\ mRNA 
sequence. : Start :l:Stop: 7 57 

AGAAGAATGTGGATTCCATTCTAGAGGATTATGCAAATTATAAGAAATCTCGAGGAAACACAGACAATAA 
GGAGTATGCTGTTAATGAAGTTGTGGCAGGGATAAAGGAATACTTCAATGTAATGTTGGGCACTCAGCTA 
CTCTACAAATTTGAGAGACCACAGTATGCCGAAATCCTTGCAGATCACCCTGATGCTCCCATGTCTCAGG 
TGTATGGAGCGCCACATCTACTGAGATTATTTGTACGAATTGGAGCAATGTTGGCCTATACACCTCTGGA 



949 



WO 2005/067649 



PCT/US2005/000517 



TGAGAAGAGCCTTGCTTTATTACTGAATTATCTTCATGATTTCCTCAAATACCTGGCAAAGAATTCTGCA 
ACTTTGTTTATTGCCTAGTTGACAAAGCTGCTTTTGAATGCTGGTGGTTCTATTCCTTTGACACTACGCA 
CTTTTATAATATGTGTTAATGCTATATGACAAAATGCTCTGATTCCTAGTGCCAAAGGTTCAATTCAGTG 
TATATAACTGAACACACTCACCCATTTGTGCTTTTTTTTTAAAATGGTGCTTAGTAAAGAGCCCATCCTT 
TGCAAGTCATCCATGTCGTTTCTTAGGCATTCTATCTTTGCTAAGATTGTTGAAGAATGGTGGCTTGTTT 
CATGGTTTTTGTATTTGTGTCTAATGCACGTTTTAACATGATAGACGCAATGCATTGTGTAGCTGCAGTT 
TTCTGGAAAAGTCAATCTTCAAGGAATTGTTTTTCAGATCTTCAATAAATTTTTTCT 

>GBEQ2352 ) Acc i CD4 68800 | Ver | CD468800 . 1 GI : 31390068 1 LeukoS3J7_A05 . bl__A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leuko S 3_7__A0 5_A0 2 5 3\ mRNA 
sequence. : Start :l:Stop: 696 

GAGGACGGACAGGAATGGCCTTGATGAAGATGACGGGCATGGCTGGCGTCAGCTCTTTTAGCCGAGCTTC 
AGCGATGACTCCGGTCTGGGTGTCCCAGCGGGCTCCTGTGGGGACAGCACGGCTGAGGGTCAGGGTGGCC 
TGTGGTGAGGTGACTGGTTCCTGTCTGGTGTGCTGGCTGTGATGGAAGGGAGGGGCTGGAAGGGAGAGGT 
CTGGCCTTGCACTCCCACCCCTGCAGAGATAGGCTAGTGCCCCTGCGACACCGGCTTTGGCCCCCCTCCT 
CCAGAGAGCTCAGGCCAGGTGCTGGACTGGCACGGGAATTGCTAAAGATGGAGTTGCAAAGAGGACTCCG 
TAGATGACTGTGCACGCTGTGACTGCCCAGGTGTCTCGCCATGCTCCGAGGAGCAGCTCTGCGTAAGGCT 
CTTGGTCCTGTCGTTTACACGGGCTGTGTTCAGAGCCTCATCTCTCAGCCTTCTTAGTTTCAGTGGCAGG 
AATCGTAATTCAGCTGACAATTACAGGAGAGTCCCTTCATATGGAATGTCTAAACTATGTGTACATACAC 
AGTATAAATAATTACATGTACGCACATATAATTGTTACGTGTCTTTAGCCAGACTGCTATTATTTCTACT 
CACCCTATTTAATGATATTTATATTTCCTGTCTGTAGTTCCAAAATAAACATGGAGAATGTCTGCT 

>GBEQ2353 ] Acc 1 CD4 68570 | Ver- 1 CD4 68570 . 1 GI : 31389838 | LeukoS3_4_Cl0 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_C10_A025 3', mRNA 
sequence . : Start : 1 : Stop : 34 4 

TCCCTTTTTGGGGTTCCCCCCCCCCCAGGATCCATTTGGGTAGTTTTTGAACAGTCAGGGATTCCAGGTT 
TTAAATAGTTTGTAAATTTTCAGTTTTTACCCCCTTTATCATCCCCTGGGGATTTTTTAATTAAAGGGTT 
TTAATTCCTTTTTTTGTTCAGCGGTTAATGGGGGGATCCATATTTAGTTTTATAAGCTTTTCCCCGTTTT 
TTTTTTTTTTTTTTTTTGGGCTCAAGAAATTTTTTTTTTTGTTTGTCAGGGAAATGTAAGAGGGGAATAT 
TAATCCATTTCAGTTTAGTTTTGTAATGTCAGGAATTTTTCAAfiAAAATTAAAAGATGGGCTGG 

>GBEQ2354 I Acc | CD4 685 61 [Ver I CD4 685 61 „ 1 GI : 3138 9829 I Leuko S3__4_F 12 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_F12_A025 3', mRNA 
sequence. : Start : 1 : Stop: 774 

AAAAAT TCCCCTT CT AGAAC ATGT AG ACACT TG AGAAATGT T TCTGT T TGAAGAAAAT AGAGGGAGAAAC 
ACAAGTCTTAAGTCTGTGGCACACTGTGTCTTCAGACAGTTTGGAGGAATGAAAACCTAGAGATTTAAGA 
TCATGAGTTGAACATGTAAAATTCCAGTAAAATGTAAACATGGAATATGCATCGCTCTTGCCCTTGAGCA 
TAGTGACTTAGAGACACTGTATAGCAGTTTTGCCAATAAGACTGTGGACTTCGTGCTTGTTGTTGAACTT 
CTGGGTCAAAACTCCAATGAGGTGAATTTTGCGTTTAAAGGGTTTATTTGGTAAGAACCAACTTAATAGT 
CCTGAGAGAATCAAATAATAGATGTCAGTACAAGTAGTTCATATATTTACCATTTAGTTTGGGGCTCTGT 
TACTCACTTGAGCCTTCAGTCAATGTGGTTTTAATCAATGGTTTGTTCTTTGAATGGTTGCTAATGCTGT 
GGATGCTCTCACTGAGGACTGTACAACTGGAAGGTGTGCTATCAAACTTTAGGTTAAACTGTTTGAGCGT 
TCTAACATTCATTTCACAATTAGACTGTATAAGGATATTGGCTGTGATGAGACTCACTGCGATATTTTTT 
CAGTAGTGAAATTTGCTAAATCCCCATTCCATTAACAGGCACATGTGGAAAGAGCATTGTCGTTGGTGTT 
AATGGGGGAATGTGTTCCTTCATTGTATTTGGGCCTTTTGTATTGCACTCTTGATATTAAATTAAATGTG 

CCTG 

>GBEQ2355 | Acc | CD4 68548 1 Ver ] CD4 68548 .1 GI : 3138 9816 | LeukoS3_4_G05 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3__4_G0 5_A0 2 5 3', mRNA 
sequence. : Start : 1 : Stop : 736 

GAATTTGCATCAGTTTTTTAATCTAAAAGTTTTAAGATATACTGAGATCCATATCCGGTGAAATAAATCA 
TAT AGATT AT AGCT AAAATCT AGAT T AATGCT CGT GT T T T T AT AATGGAATT T CATAGTAATATACAAAG 
CAGATCCCCTTCCTTGTTTCCACTGCTCCCACAAAAGAGATTTAAACAATTAAAATCAGTTTTCCACAGT 
GCACGTATATGTGTGTGTGTAAGAAAGGAATAATATATGCACACACACACACCTTTTTTGGTCTCACTCG 
ACAACACACTTATTGACCACTTT'GGCAAAGACACTGTGGTGGACACTGTGGAAACTACAAAGGAGAAATC 
AAGCACTGGCCTGGCCTTGAGAGAACTGAAGTCTTTCTCATTCACCATTCTAGAATGTTGCCAAATGAGA 
GGGAGAAAGAAATGTAT GATAATTCTGTCAAACAAAT T T T CATTCTGTAT TAAGAAAAGCAGAGGAATAT 
ATTTG2\AATTGAACATTATGGGTAGAATGTGTTGCTTTTTTTTTTTTTTTTCCTGGTAGATAGAAATGGA 
ATTAAGTGAAAGTAACTTGTCTCTACTGTTTTGTCTTCAAATTTTATATTGACTTTTATTTTTAATTTAA 
TCCCATTCAATTATTTAATTGTTACATTGACATTAACTGCTGTATTTGATGACCTTGTTCAATAATTTTG 
TTCTTTCAGGGCTAGAAATAAACTTTTTTTTATTTC 
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>GBEQ2356 ) Acc 1 CD4 68 420 1 Ver | CD4 68 420 . 1 GI: 3138 968 8 | LeukoS3_J3_F01 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_F01_A025 3' , mRNA 
sequence. : Start: 1 : Stop: 559 

TAAATAAAGAT G ACT TCT T CCCAGAC T T GTCT TAAGAAT TAAAT GAGATGT AGAT TAAGACATAGT T T CA 
TAGGCACAGACACACAGAATGAACTCTGCAAACATTAACAGGCTTCCCTTTCTGCTTCTCTCTCTCCACT 
TCTCTTACCAACCCTCTGAATCTGTGGGCTTTCGTCCTATGGATTTAATCAAGGATTCATAGTAAATTGT 
AACTGCAAAAAAAAATCTTTCCTAATGGACAGCCTTCTTCTACTTTATAGAGGAAATTACTTTACTTGGC 
CATATAAGGAAGGATCCACTTGCAGTGCCTGCCCCAATAATGACGTCTGTTTGGATAATCTCTGTGCTAA 
CCCACAGCGAGACAAAGTCACACATTACTACTCTACCGTGTATCCAGACTGGCCGCTATATTCACGTAAC 
AGATACCTCTCTCTCTTTCTCATCGTTAGTCCGCCAATTCTATTACTCAGTGTTATAATTACCATTTGGG 
TCAAGCACAGAT ACCCT CAT ATT TAGTT GTTGAACTCATACAATCCAGAAAAAAAAAATAAACAT T CAT 

>GBEQ2357 | Acc 1 CD4 68394 { Ver 1 CD4 68 3 94 . 1 GI: 31389662 | LeukoS3_3_A03 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leu koS 3_3_A0 3_A0 2 5 3', mRNA 
sequence. : Start : 1 : Stop : 376 

GCTTTTCAGAAGAAATTTAATCAATGTGATAAAAAAAAAAAGACATTTTATGGTAGCTTTTACTTTTTTA 
TGAGAAAAGTATTATTGGCCTTTTAAATTTTTTTTTTGTCCCAAAAAAGACTACTATCCAAAGTCTCGAT 
AGTAAGCATTATTTTGGGGGTAGAAATAGAAAAATCTCTAGCCTCTTTGTGTGTTTTTGTTGTTGTTGTT 
GTTGTTTTATATAATGCATGTATTCACTAAAATAAAGTTTGAAAAACTAATGTCTTGCTAGACAAGGTTT 
GCTGTTGTGCAGTGTGCCTGTCACTACTGGTCTGTACTCTTTGGATTTGCATTTTTGTATTTTGTACAAA 
GTAAAAATAAAGTGTTATGAGTGGTT 

>GBEQ2358 1 Acc 1 CD 4 68301 1 Ver } CD4 68301 .1 GI : 31389569 ] LeukoS3_2_D09 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_2_D0 9_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 622 

CAGAGAGCGAGGATGAGGAGAGCTATGACACGGAGTCAGAGTTCACGGAGGACGAGCTGCCCTATGATGA 
CTGTGTGCTTGGAGGACAGCGCCTGACGCTATGAGCTTCGGAAAGTGTCTCAAAGAACATGGACTTGTAG 
ATTTGTACAAAAAGAGAGTTTTATTTTTCTAAAAAAAAAAGCAAAAAGAAAAAAAAGGGTGTACTCCTTA 
GAACCACACTGCCTGGGCTGAAACGTTTGACTGGGGATCAGCCCTCCTTTTGTCATTTTTGTGAACTTTG 
GAAGGGGGGACAAGAAAGATCCTTGGAATTCAAAGAAAACTCCTTTTACACTTCACTTTGGTGAGGCTTT 
TCGAGAAGGTGACCCAAAATCCGATGAAAGGACTACGTTTTATTTATTGTGCTTCTTGATCAAACCTCCA 
TGGATTCAGTGGCCGAGCCCAGTTGTGTCCTGTGACATGTAATGATCAGGTGTACTGTTGAACCTTTTGG 
TGGTGTGGGGTTAAAAGTTGCTACCTGTCAAGGTTTGTGTCACCCTCCTGTAAATGGTGTACATAGTGTA 
T T T T GT T GGT AAT TAT T T T GGTAC T T TGAAGATGTATAT T TAT TAAACAGAT TT TACAAAAA 

>GBEQ2359 | Acc | CD4 68245 | Ver | CD4 68245 . 1 GI : 3138 9513 | LeukoS3_2_C0 6. bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_2_C0 6_A02 5 3\ mRNA 
sequence . : Start : 1 : Stop: 602 

ATGCTCTTAGCTGAGTGTCCCGCGGGGCCCGAAGCGTTTACTTTGAAAAAATTAGAGTGTTCAAAGCAGG 
CCCGAGCCGCCTGGATACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATTTTGTTGGTTTTCGG 
AACTGAGGCCATGATTAAGAGGGACGGCCGGGGGCATTCGTATTGCGCCGCTAGAGGTGAAATTCTTGGA 
CCGGCGCAAGACGGACCAGAGCGAAAGCATTTGCCAAGAATGTTTTCATTAATCAAGAACTATATCACGA 
TGGACGAGCTGCGCCGGGAGCTGCCGCCCGACCAGGCCGAGTACTGCATCGCGCGGATGGCCCCCTACGC 
CGGCCCCGACGCTGTGCCTGGTGCTCTGGACTACATGTCCTTCTCCACGGCGCTCTACGGCGAGAGTGAC 
CTCTGACCCGCCCCGGCCGGTCCAGCGCCCTCGCCCCCGACGCCTGAGCGCCCGCCCTGCACCTCCGCTG 
CCCCCTCCCCGCCCGGGTGTGGTTTCCGCTCAGCCTCGGCCAGGGCGAGCTGGGCCCCACGTGGCATCGA 
GCCTCCCTGCCCGTGAAGTGACAGTTTACAAATTATTTCTGC 

>GBEQ23'60 | Acc | CD4 68135 I Ver 1 CD4 68135 .1 GI : 31389403 | LeukoS 3__1_G10 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_G10__A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 673 

ATCAAGACCATTCTCAGTCTACTTTTTTAAGCCACCATATCTTAAATTATTGAAAATTTATTAATTGCTG 
AAT AT AT AAT AAC C T T T GC T T GT AT G T AAC C G AAAAT G G T T T AAG AG CC AAC AT T TAG AG TAT GAC AAT G 
GAGCTGAACAGTTTTTAATGCGCAAGCAGTTCTGTTCTTGTGTATGACTTGTAACCTTAATTTACTGTGT 
AAAGAT GGT TACAT TATT TCCT TAGCT T TGT T TGT TGGAG ACAAAT AGAGAATGCT T GTTAAGT AT GT CA 
AAACATAATCTTATCTTGTGAATTTTTGTTAATGTATTATACGAGCTATATTTTTCATTTGCCCAGAAAG 
ACAGCTTGTATAACGCTTTGGGAAGTTCCTGCTCTGTGATGTCTTTAGAGCTGACAGTCTGTTAGGTTTG 
GTTTTTCTTCATGCTAAAGTGTCCGTTGGTGGTTTTGTGAACTGGTCAGAAATTCACAGGTCTTAAATGT 
TTTGGGGAAATTTATATTGGACACTGCTCTTTGTCTAGCAAATAAAAGATGTTAATATATTCCTGTTACT 
GGCATGTGCACGACTATGTTATTAGAAGCCACTTTATCATTTTCCTGCTTTAAATAGAAATGTCTATTTA 
TGAATTCTGCTTGTAGTTTTTTCACAAAT AAAAT AGTAAAATT 
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>GBEQ2361 | Acc 1 CD4 67 971 1 Ver | CD4 67971 . 1 GI : 31389239 | LeukoSl_8_G08 . bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_G08_A023 3 1 , mRNA 
sequence Start : 1 : Stop : 657 

CCATCAAGAAGAAGCTGACGGGGATCAAGCATGAATTACAAGCAAACTGCTACGAGGAGGTCAAGGACCG 
TTGCACTCTGGCAGAGAAGCTGGGGGGCAGCGCCGTCATCTCCCTGGAGGGCAAGCCTTTGTGAGCCCCC 
TCCAGCCCCCTGCCTGGAGCATCTGGCAGCCCCAGACCTGCCCACAGGGGTTGCAGGCTGCCCCCTTCCT 
GCCAGACCGGAGGGGCTTGGGGGATCCCAGCAGGGGGAGGGCAATCCCTTCACCCCAGTTGCCAAACAGC 
CCCCCCGCCCCCTGGACCTTCTTCCTCCTCCATTCCTGACGGTTCTGGCCTTCCCAAACTGCTTTTGATC 
TTCTGATTCCTCTTGGGTTGAAGCAGACCAAGTTCCCCCCGGGCACCCCAGTTTGGGGGGGGCCTGTATT 
TTTTTTAACGACACCCCAGTTTCCCACCTGTTCCTCCCCATTCCCATGCTGCCAACTTCTAACCGCAATA 
GTGACTCTGTGCTTGTCTGTTTAGTTCTGTGTATAAATGGAATGTTGTGGAGATGACCCCTCCCTGCGCC 
GCCTGGTTCCCCTCCCCTTTTCCCCTGGTCGTGGCCGCTCATGGAAGCAGGACCAGTAAGGGACCTTCAA 
TTAAAAAAAAGAAAAACACACACAACC 

>GBEQ2362 | Acc | CD4 67 963 | Ver | CD4 679 63 . 1 GI : 31389231 1 LeukoSl_8_H02 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8__H02_A023 3 1 , mRNA 
sequence. : Startrl: Stop: 436 

CTTTCTGCGCTCGCGCTCGGCGTGGTGGCACCAGACGCGCCCTCGACATGCAGAACGACGCCGGCGAGTT 
CGTGGACCTGTACGTGCCGCGGAAATGCTCCGCCAGCAACCGCATCATCGGCGCCAAGGACCACGCGTCC 
ATCCAGATGAACGTGGCCGAGGTTGACAAGGTGACAGGCAGGTTCAACGGTCAGTTTAAGACCTACGCCA 
TCTGCGGGGCCATCCGCAGGATGGGCGAGTCAGATGACTCCATTCTCCGACTGGCCAAGGCCGACGGCAT 
CGTCTCAAAGTAAGAAGAGGGCTCCCCGTGTGGACACAGAGGCCTAGGGCTTTCCAGAGGGAAGGGTTTC 
CCATTGTCTTTCCTTTTGTTCTAGGAACTTCTGACTGGAGAGGATCACGCATGTGGAATACTTGTCATAA 
ATAAACAGTAAAACCC 

>GBEQ2363 | Acc| CD4 67 961 | Ver | CD4 67961 .1 GI : 31389229 | LeukoSl_8_C03 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_C03_A023 3', mRNA 
sequence . : Start : 1 : Stop : 510 

AGGGCAGCAGCTCTGGGCCCAAAGGCTGGGGCATAGCCACGTGTACTGGGCCATGGGCGAGGAGCTGCTC 
CCCGACAGTCACGGGCCCAGTGGTGAGGTGCCCAAGGACAAGGAAGGAGGTGTGTTTGACCTGGGGCCCT 
TCGTGGCAGATCTGATTGCCTTCCTTGGAGGAAGCAGACGCTCGCCACACTACACCCTCTGGTTCTGCTT 
GGGGGAGTCGTGGCCCCAGGACCAGCCGTGGACCAAGAGGCTTGTGATGGTCAAGGTTGTTCCCACATGC 
CTCAAGGCCCTGCTAGAGATGGCGCGGATACAGGGTGCCTCCTCAATGGAGAACACTGTGGACCTGCACA 
TTTCCAACAGCCACCCCCTCTCCCTCACCTCAGACCAGTACAAGGCCTACCTCGAGGACCTGGTGGAGGA 
CATGGATATCTAGGTTCCTGGGGAGGCCTGGCCTTGTCCTCATGGGTGCAGGCCCCTCACCCCCGACCTC 
AGCCAATAAACTGGTTCTTG 

>GBEQ2364 | Acc | CD4 67 839 | Ver | CD4 678 39 . 1 GI : 31389107 | LeukoSl_7_B06 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_7_B0 6_A0 2 3 3 1 , mRNA 
sequence. : Start : 1 : Stop: 668 

AAACTAATCAATCTCTAGTAGCGTTGAGGTTGTACTTACATGTTAAGTTGAATGGATTGTTCTATTTAAA 
AAAT AAACAACT AGGT TATTAACAAC TAGT T TAT TAACTATCAGAAT TGAT TGAAC TAT TT T T T T T TAAT 
TTTAAGTCTTAACACATTTTAAAAAATGTATAAAAGTAATACATTGTAGTAGTAGGATTATATACTTCTT 
GGCTGAGAATCCCAAGTACTGTGGTTCTACTGTTTAGTGGAAAACTCTGGAAGTTAAAATATAGAATATG 
AGAAAAGGCTTTTTTATAGTGGGCATCACTGTGTGGGAAATGACCCATGTGAATACAAATATTTTATAAT 
TCCAGAGATTCTGGTTACATCTGGTGCTTGGATCAAATTAAGAGTGGAAGGTGAGATTTGCATGAGCCTG 
TTTAAAAGCATAGTAATACATGCAAGGCCAGGTGGTGGAGAAGTGAGGAAGAATGGAGCTTGTTTATAGA 
T T T TCTGATAAT TATAAGAAATGT GCT TTATAGATTAAGATT TAT TGAAGTATAAATACGTAGTAAT GAT 
ATGTATTTTAAGTTATACAAGAAAATGTAGGGACTTCTGTTTGGGTCTTTTTCTCTGTGGCTGAGGAAAC 
AAATCAGTGTCCAATAAAACTATAAACTCCTCTGCTCT 

>GBEQ2365 (Acc | CD4 67832 | Ver | CD4 67832 . 1 GI : 31389100 | LeukoSl_7_D02 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_D02_A023 3 f f mRNA 
sequence. : Start :l:Stop: 629 

ATTTTTACCAAGCTTAATTTCTGGCTTTTGGTTTATATCCATTATTCAAATTTAAAATACCTCTAATTTT 
AATGCCAACAAAATTGGTTGTAATCAAATTTTTAAATAATAATAATAATTTGGCCCCCCCCTTTTAAACT 
AGTCTTGACTCTTTGTGTGTGACTTTTTCATGTTTGAATGTGTGACATGGAGATGGATTTTAACTCCATT 
TTACTAGCTAAATGTCTTTGGCTTTCTACTAATCGTCCATCTTCCCTCTGAAATTTAGAGGGTCCAATAA 
TTTAACACTACTACCTCTAATGGGAGGAATTCCCTATCTTACAAATGGAAATGGTTATGGTCTAAAGTAA 
AGCTCATTAGT T TATAGCTTAGAGTATAT T TTTATATAT GGACCATTTCATAAAGT ACCAT TTGACT TAT 
ACCAT ATGT T T TCAGCAAAAAAAAAAACACTTGT TT TACTAAATT TATAT TGATACT GAATGGCAGTAT T 
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TGAACCAAAGCAAGGGTAATTGATGTTAAAATAGTGGATGGAGATTTTAGATATGACAGCTTATGTATTT 
TTGCTTTGAAATTCAAACTTTGTTCTATTTAATAGTATATTTATGTGGTCTATTCCAATAAGAAATACT 

>GBEQ23 66 | Acc | CD4 67828 | Ver | CD4 67828 . 1 GI : 3138 9096 | LeukoSl_7__F02 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone IieukoSl_7_F02_A023 3 ' , mRNA 
sequence. : Start :l:Stop:734 

GGGGTCCCTCAACATCAGATGATTCAAGACGCCCAAGGATAAAGAAAAGCGCATATTTCAGTGATGAGGA 
AG AAC T G AGT GAT T AAAAT TAT AT T TAT T AT AT AAAT AT CAT T AAAAAAAT T T T T T T C AAT C T T G GAG T A 
CCAAGTTCAGTTGAAACTAAAGATTACTTTTAGAATTTGAGCATAAGAACACTTAGTCCCAGATAGTTTT 
TTACTATAAAATAGTTCATAGGAAATTGAGAAATAATTTAAAAGTATCAAGTTTCTATCTTGCCTTAGCA 
GAGT AAAAAT TAAGAT T T GCTAATAACCAT T AAT C T T GAAAACAGT T CAT T TGAAT AAAAAAGAAAAC TT 
AATACTATCATAGTAATGCTGTTGTCATCCCAGGAAAAAAGATAGATATTAAAAAAATTTGTTTGAGAAG 
TTCGTTATAAAAGTTTATTTGTGTCTGATTGGTTTACATGAGGACTTTTTAAATAAATTTCGTCTTTAAA 
ACAGTAACTTCATAAAGAAACTTCATAAAAAAAACTTCATGATTTATTGTTATTAAATGTTAATAAAGGG 
CTGGCCCCATGACCCAGTGGTTGGGTTCGTGCTCTCTGCTTCGGTGGCCCAGGGTTTCGCCAGTTCGGAT 
GCTGGGTACAGACATGGCACCACTCATCAGGCCATGCTGAGGTGGTGTCCTACATAGCACAACCAGAGGC 
ACT CACAAC TAGAATAT GCAACTAGTACGGGGGA 

>GBEQ2367 | Acc | CD4 67819 | Ver | CD4 678 19 . 1 GI : 3138 9087 |LeukoSlJ7JF09 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_7_F0 9_A0 2 3 3 f , mRNA 
; sequence Start : 1 : Stop: 574 

i ACTCATCGGGCGCCAACGACTCCGCAACCTTGGAAAAGATCTCCTCCTCCCAGTTCAGCCGGCCTGGACC 
ACTAGCGCGGCAGCGACACAGTACAGACCGTTGCGTGGTCCCTGCCAACGCCTATATCTACAGTGAGGGA 
TGCGAGCGGAGCCTCGAAAAGTGGTTGCACAACAACCTTATCTCCATAGTGGGCGTCTGTCTGGGCGTCG 
, GTCTACTCGAGCTCAGCTTCATGACGCTCTCCATATTCCTGTGCAGAAACCTGGACCACGTCTACGACCG 
GCTCGCTCGGTACCGTTAGGCCCCGCCCTTCCCCCTTCCAGTGCCCTGGGCATTTCCCTGTCCCTGTAAA 
TATTTGTTTAATCCCCAGTTAGCCCCAGCGAGTGAGCTCTCCGCCTCCTCATTCCCCCTGGGGACGCAGG 
TGTCTGCCTGCCCCGCTGCTGTTACCTCTCCCGGGGGACCTGGGGCTTCCGCCACCAGCTTCCTGCCCCC 
AAAGATACCTCATTTCCTTAGCTCATCTGTCGGCCTACCACTTCCCACAAGAGATTTTTCACCCAAACCC 
CAAATAAATCCCCT 

>GBEQ2368 | Acc | CD4 67700 j Ver | CD4 67700 .1 GI : 31388968 | LeukoSl_6_A04 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_A04_A023 3', mRNA 
sequence. : Start :l:Stop: 601 

ATGAAATTAAGAATGAAGCTGATAGGACCTTGATATATATAACTCTCTACATTTCTGAGTGTCTGAAGAA 
ACTCCAAAAGTGCAATTCCAAAAGCCAAGGCGAGAAAGAAATGTATACACTGGGAATCACTT^TTTTCCC 
ATTCCTGGAGAGCCTGGTTTTCCACTTAACGCAATTTATGCCAAACCTGCAAACAAACAGGAAGATGAAG 
TCATGAGGGCCTACTTACAGCAACTGAGGCAGGAGACTGGACTGAGGCTTTGTGAGAAAGTGTTTGATCC 
TCAGAATGATAAACCCAGCAAGTGGTGGACTTGCTTTGTGAAGAGACAGTTCATGAACAAGAGTCTTTCA 
GGACCTGGACAGTAAAGGGAGCCTGGGCAGACACCGTCCACAGCCGTGGGCAGCATTTCACAGCAAGATG 
TACACGGTTCTTTGCCTTTATTTCATAAAGTTTTATACAGAAGAAGGAAGAGAGCATGTCTTTACTTGAA 
GAGCTCTTTATCAAGAATTTGGGTGGGGGAGGGAAAAATGGGCTGTTGATGGGTGATTTGAAATATTCTC 
CACTATTAAGTTGGTGCTTAATAAGTAATAATAATATAGAA 

>GBEQ2369 | Acc | CD4 67 64 6 | Ver | CD4 67 64 6 . 1 GI : 31388 914 | LeukoSl_6_G02 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_G02_A023 3 T , mRNA 
sequence .: Start : 1 : Stop : 308 

GTCCTTCGTGGGCTGGTTCCTCGGCTGGGATGACAGCTACTGGTCTGTGGATCCCTTGGACAGGGCCTTG 
GCTGAGCTGGCTGCCTGAGGAAGGGCAGGCCCCACCCCTGTCACTGGTCAGTGCCTTCTAGAACTGTCCA 
TCCCTCAAACAGACCTTAACGGTGAGCAGGGCCACTCTGGTCTGTGTGTGTGGTTTTTTCTTACAGTAGC 
CAAAAACAACCCTGCAAAAATTCAGGGTCCTTGCAAAATTGTCTCAAGTCTCTGTGCTTTTGGAAATTGA 
ATTCAATAAAAGCTTTTTGAAGTGTGTC 

>GBEQ2370 | Acc | CD4 67522 | Ver | CD4 67522 . 1 GI : 313887 90 | LeukoSl_5J308 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1__5__B 0 8_A0 2 3 3* , mRNA 
sequence . : Start : 1 : Stop : 606 

CTGGCTCCGTGGAGCGAAGTGATTAGCTTTAGCTGGCCTGCCCACAAGGCGGTGCTCGGGAGGTCTCAGC 
AGCCCAGCACCGGGCCAGCCTCCCTAGCTTCCTGACTGCTATCAAGGCTGGACAGGTTTGCAGGCAGGAA 
GATGCTGGCTGGCCCTTTGCCCCTGCCATCTGTCCCACCTCCAGGCAATGAACCTTCACACTTGCCCTCT 
CCCTGGAGTCACAAGGGCCAAAGGCCTGAGTTCCCAACCCCACCCCAGCAAAGTGGCATGACAGGGTTCA 
GAGCCTGGCTCCCCTACTTGGTCTCTGACCTAAGGCGGGGTCCTTAACCTCGGGCCTCCGTTTATTCATG 
TGTAAAATGGATATATCTTCCTAATGGTTTAATAATCAACAACGTGCCCCCAAACAGTGCTGGCTTCTAC 
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AAATAAACCC^CACCCCTGCAGCTCCAGGCCACTCTCAAGTCGACAGCCTGAGCAAGAAAAAGGAGCCTG 
CACACTGATGGCACGACACCAGCTCCACCAATCGTTAATGCAAGTTTTTATTTGGCTGTATATACAATTT 
AAGCTATTAAAATTTGTACAATATTTACAAATTAAATAATCATCTC 

>GBEQ2371 | Acc | CD4 67519 | Ver | CD4 67519 . 1 GI : 31388 787 | LeukoSl_5_G03 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__5_G03_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 392 

CTGTTGATAGCAGCAAGAGAAGGGCAGCAATCGTTCCATCTTTCCTGATCACAACGAGAAATGCAGTGTC 
TGCCTGTTACAGCAAAAGAAAAAAATCATGATTTCTTTTCTAAATGTATCACCTGAGTCAAGGAAACGTT 
ACGCCTTCTTGTTGTAGGAAAAACGGCTTGCAGATTATAAAAGAGACACTTGGTTGATATTCATTAATGG 
CCCCGTGGACTTAAAGTGATCAGGCCCTGAAACATTGTTGTGATGAGGTTTCTTTAGCAAGTTCTTGTTT 
AAGTTATCATTTGTTTGATGAGTGAAGTTTTTAACTTGCTTTGCTGTGTGAAATTTAAAAAAAGGGATGT 
TTTTCCCAGGCTAAAACAATAAAGTCGCTGTGCAGTTAAAAA 

>GBEQ2372 | Acc | CD4 67500 | Ver | CD4 67500 .1 GI : 3138 87 68 | LeukoSl_5_B0 6 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_B06_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 693 

GCTGCCCTGTTGTTGGCTTTCGTTTTCTGGAGCTGCTCATCCTGCCTCGCATACCACTCTTCTAGCTCCT 
TTATTGCTTTTTCTTTCCACTCTCTCTTCCTGTTCCTCGCCATGGCGGATCAAGGTGAAAAGGAGAACCC 
CATGCGGGAGCTGCGTATCCGCAAGCTCTGCCTCAACATCTGCGTCGGGGAGAGCGGGGACAGGCTGACC 
CGGGCCGCCAAGGTGCTGGAGCAGCTCACTGGCCAGACCCCGGTGTTCTCCAAAGCTAGATACACCGTCA 
GGTCCTTCGGCATCAGGAGAAATGAGAAGATTGCCGTGCACTGCACAGTCCGTGGGGCCAAGGCAGAAGA 
AATCT T GGAGAAAGGT CTAAAGGT GCGAGAATACGAGTTAAGAAAAAATAACT TC TCAGAT ACT GGAAAC 
TTTGGTTTTGGGATTCAGGAACACATCGACCTGGGGATCAAATATGACCCAAGCATTGGTATCTACGGCC 
TGGACTTCTACGTGGTGCTGGGTAGGCCAGGTTTCAGCACCGCAGACAAGAAGCGCAGGACAGGCTGCAT 
TGGGGCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGTTCCAGCAGAAGTATGATGGGATCATC 
CTTCCTGGCAAGTAAATTCCCGTTTCT^TCCAAAAGGCCAATAAACAGTTTTCAGTGAAATGT 

>GBEQ2373 | Acc | CD4674 09 } Ver | CD4 674 09 . 1 GI : 31388 677 | LeukoSl_4_H01 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_H01_A023 3 T , mRNA 
sequence. : S tart :1 -.Stop: 485 

CTCAAGATCCAGACACTCAAGTCTAACAACTCAATGGCACAAGCCATGAAGGGCGTCACCAAGGCCATGG 
GCACCATGAACAGACAGCTGAAGCTGCCCCAGATCCAGAAGATCATGATGGAGTTTGAACGGCAGGCAGA 
GATCATGGACATG AAGGAGGAGATGATGAACGAT GCCATTGAT GAT GCTAT GGGT GATGAGGAAGATGAA 
GAGGAGAGTGATGCTGTCGTGTCCCAGGTCCTGGATGAGCTAGGACTGAGCCTGACAGATGAGCTGTCAA 
ACCTCCCTTCCACTGGAGGCTCACTTAGTGTGGCTGCCAGTGGGAAGAAAGCAGAGGCCGCAGCATCAGC 
CCTAGTCGATGCTGATGCAGACCTGGAGGAGCGGCTGAAGAACTTGCGGAGGGACTGACCACTCCATGCC 
ACCCCAGGAGACCAGTGGATGCCCACCCAGCATTTTCACTGTCTCCTTCCTGTAATAAAAAGAGA 

>GBEQ2374 J Acc J CD4 674 07 I Ver | CD4 674 07 . 1 GI : 3138 8 675 | LeukoSl_4_C06.bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_C06_A023 3", mRNA 
sequence. : Start: 1: Stop: 269 

CTTATTTAACTTATCGAAACGTATTTATTGCCAAACTATGCTTTTTTTTTGTTAATTTTGTTCATATTTA 
TCGGGATGACTAATCCATAGAATATATTCTTTTATGTTAAATTATGATCTTCATATTAATCTTAAAATTT 
TGTGACGTGTCTTTTTCCTTTTTTTCCACAGGTTTAATATATTATTCTTCAACGACATTTTTTGTAACTT 
TACACTTTTTTTGGTTATTTTATTTTAAAAAAATGAAAAATTAATTTAAAAAAATGCAA 

>GBEQ2375 1 Acc | CD467397 | Ver j CD4 67397 .1 GI : 3138 8 665 I LeukoSl_4_H12 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4__Hl2_A023 3", mRNA 
sequence . : Start : 1 : Stop: 660 

GAAAGTTTTTTTAGATCTAAGTAGTTGCAAAAATGCTAAAATCAATCACATTAGGGGAAACATTGTGTCT 
TT AAT TCAT TT AGCACCATT TAAAATAAGCACACAAAGTTATATGACTAATATAACT TGAAATTTT T T TA 
TACTAAGGGGGTGGTGATAACTCCTGAGTGTTTAATGCATTAATAAAAATCAACTTATGTTCTACTTGTT 
TTCAGTGTGTTAGAAATTTTTAAATGAAACTGTAGACATTTCCTCCTACTTTGAAAACTGAGTGTCAGGG 
CTGAATGAACCGAAGCCTCTAGAAGTACCTGCATAGAGGCCAAGGTACTTTCTTAAGCCTAACAGCTACT 
TACCCATTACCACCACCTTTTCCTTTTGCTGTATATGGTTGTGGCCTACAGTATTGTATTTGTTATTTAT 
CAGGTTGTGATTGTTTTATTATTGTTTATGCCAAATGTTAATTGCCAAGCTTGGAGTGACCTAAAGCATT 
TTTTAAAAGCAT GACTAGAT T TACT TCAG GAT AACT TAT GAAAACCAAAT T TGAAAAGCCACAGGTGTTG 
ATTGTTATAACATGC TGCCAT TGTTGAT TGCT AGAGCT T CT GT T AGCACTTTAGATACAAGTGAAACTAC 
G C T C TAT TAG AT G T GAAAAGC T T AAT AAAT 

>GBEQ2376 | Acc | CD4 67395 j Ver j CD4 67395 .1 GI : 31388663 | LeukoSl__4_G03 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_G03_A023 3', mRNA 
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sequence. : Start : 1 : Stop : 414 

AGAT T T CAAAAGCT T TTT T TCAAGAT T TT TAAT ACTACAGT GT TACGTATGAAT T TAAT T CAT C AGCTAA 
AGTAACATGTCTTTGGACTTTGCTTACTAAATTTCAGTATCCTTAAGGGTTTTATGTTGTGATCAAAGCA 
AAAAGAAAATGCTGTATAAAGATTCCAAACTTCAGCAACTGTTAATACTCAGATCATATACCTCTTAATA 
AAGAGCATCTTATGCTAATTAGCCCTGCTAAACTATGTACAGAGGAAACCATTCAAGTATTGGATTTGAA 
AATAATTGCTTATGTTTACCAGACAGAACTAATGATGTATTTAAACAACGTATTATGAAAAGCTAAATTA 
TATTATCCGTCCCTGTAACTATGTAGAAATATAGACTCATGTATAATCAAAATGCTAAGAATTT 

>GBEQ2377 | Acc | CD4 67382 | Ver | CD4 67382 . 1 GI : 31388 650 | LeukoSl_4_G07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_G07_A023 3 1 , mRNA 
sequence. : Start: 1: Stop: 604 

tagcagcaaggtgaagaccttgctgctaaatgctgctcaggacaccatggcgccccccctgactccaccc 
agccctgcaggaccagagctgccactcgaggatacagtcctgcagaacctggagcatctgctagatgggc 
caggagcccagggcagctgggcagagctggcagaacggctggggctacgcagtctggtggacacgtatcg 
aaagacagcctcacccagtggcagcctcctgcgcagctacaagctggctggtggggacttggcaggcctg 
ctggatgccctgtctgacatgggcctagaggagggagtgaggctgctgcggggtcctgaggcccgagaca 
agctgcccagcacagaggcgaaggaggacagtgcatatgggagccagtcggtggaacaggaggcagagaa 
gctgggcccaccccctgagcca:ccaggagggctctgccatgggcacccacagcctcaggtgcactgaact 
gtcacccactcagcagcccccttcctgggcccctctgtacagcatccccccattccagttcttatttaac 
accccatgcccacccctcagctggggcaaataaaagattctcat 

>GBEQ2378 | Acc | CD4 67238 1 Ver | CD467238 .1 GI : 31388506 | LeukoSl_3_F05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_3_F0 5_A0 2 3 3', mRNA 
sequence .: St art : 1 : St op : 5 93 

GCACGTACCAGCAGGACCCGTGGGCAATGACGGATGCCGAGAAGGCAAAGGCGGTGCCGGTCATCCACCA 
GGAGGGCAACCGCTTGTACCGCGAGGGCCACGTGAAGGAGGCCGCCGCCAAGTACTACGACGCCATCGCC 
TGCCTCAAGAACCTGCAGATGAAGGAACAGCCTGGGTCCCCTGACTGGATCCAGCTGGACCAGCAGATCA 
CACCGCTGCTGCTCAACTACTGTCAGTGCAAGCTGGTGGCCCAGGAGTATTACGAAGTGCTGGACCACTG 
CTCCTCCATTCTCAACAAGTATGATGACAACGTCAAGGCCTACTTCAAGAGGGGCAAGGCGCACGCAGCC 
GTGTGGAATGCCCAGGAGGCCCAGGCTGACTTTGCCAAGGTGCTGGAGCTGGACCCCGCCCTGGCGCCTG 
TTGTGAGCCGGGAGCTGCGGGCCCTGGAGGCACGGATCCGGCAGAAGGACGAAGAGGACAAGGCTCGCTT 
CCGGGGCATCTTCTCCCACTGACAGGGCCACCCAGCCTTGCCCACCCTGCCAAGCCCACTGCTGCCACTG 
CCAGCCCAGCTGCCCCCGCTCTATCATGCTTCT 

>GBEQ2379 | Acc | CD4 67209 | Ver | CD4 67209 . 1 GI : 31388477 | LeukoSl_3_G05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3_G05_A023 3 1 , mRNA 
sequence. :Start: l:Stop: 614 

CCTCACCCCCAGGGCCTGTTGCCATGCCAGCCTCAGGAGCATGCCGTGTCCAGCCGTGAGCCCGTTCTCT 

GCTCAGACGTGACCATGGCAGAAGAGAGCTGCCTGATCCAGCCGGTGGGAGGGTTCCCTCAGGGCACTTG 

GGTCAGTGAAGACATGTTCCCACCCTTGATGCCGCCCAGTGAACAGGACCTCACCAAGCTTCTCCTGGAA 

GGGCAAGGGGAGTCAGGGGGAGGGTCCTTAGGAGCCCAGCCCCTCCTGCAGCATTCTCCGTATGGGCAGT 

CTGGGATCTCAATGTCCCACCTGGACGTAAGGGCCAACCCCAGTTGGTGATCCCAGCTGGAGAGGGAGCC 

CAGAGAGACAGCTCTTCTACCCCCACGGACCTGCTCTGGACACCTGCCCATGCTCCTGCCAAGCAGCAGA 

TGGGGAGCGTGTCCTCCTATCCCCACCTACTCCCTGGTCAGGAGGAAGAGACTTTGCCAGGAGAATGCAG 

7GGGTGGAGCCTATCCACTCCCCCATCCCATGCCACTCTTTCTCCCTCTTGGGGGGTCATAGATCCTAAG • 

CCATAAAATAAATTTTATTCCAAAATAACAAAATAAATAATCTACTGTACACAA 

>GBEQ2380 | Acc 1 CD4 67114 | Ver 1 CD4 67114 .1 GI : 31388382 | LeukoSl_2_C05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_C05_A023 3 1 , mRNA 
sequence .: Start : 1 : Stop : 433 

TAAAGAGCAAATAAT AAACCACCAAAGCATCTGGGGAAGGT T T TGAAGATGACT T GAAGGAACT GACTAA 
TAGAAAGGGTCAATTAAATAAATATTTCCTGTTCCATAATAGTAGTTAGATGATCTTTGTTCGAATGTAA 
TTAAAT T T TGAAAAGT TT TAGCATGT CC TTAGAGGCAAGTATATGCTTCAACACC TAACAGAAGTAAAAA 
TTCTAATGCATAGAGATGAACTGTATAGTTTAATGGTCCCTTCTTTGCTGAATGTGACAGAATCCATACC 
AGGTCATGTATCAACACAGCTAATTTTAAGCAGGATGTTTTCATCTTTACATATGGCACATATAAAAAGG 
TGCTTTTCTATTATAAATATTTAATTAAAACTTTTAATTTTGTATAATAAATTAAAACTCATAGAATAAA 
ACTGACTACGTAT 

• >GBEQ2381 | Acc | CD4 67107 | Ver | CD467107 . 1 GI : 31388375 ! LeukoSl_2_F10 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_F10_A023 3 1 , mRNA 
sequence Start : 1 : Stop : 663 

AGATAGAAGAAGTAAATG AGCAAATTAGAAAAGAGAAAGAGGAAGCT GAGGCTCGTAT GCGACAAGCGTC 
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T AAGAAT GC GGAGAAGT CAACTGGT GGAGGT GGAAACAGCAGTAAAAACT GGTCAGAAGAT GAT C TACAG 
TTACTAATTAAAGCTGTGAACCTCTTCCCTGCGGGGACAAACTCAAGATGGGAAGTTATTGCTAATTACA 
TGAACATACATTCTTCTTCTGGAGTCAAGAGAACCGCCAAAGACGTTATTAGCAAAGCAAAGAGTCTTCA 
AAGACTTGACCCTCATCAAAAAGATGACATAAACAGAAAAGCTTTTGATAAGTTTAAGAAAGAACATGGA 
GTGGTGCCTCAGGCAGACAACGCAACACCGTCAG2\ACGATTCGAAGGTCCAGGCACAGATTTCACCCCCT 
GG AC AACAGAAGAACAGAAGCT T TT GGAACAAGCT T TGAAAACG TACCCAGT AAAT ACACCCGAGAGAT G 
GGAGAAAATAGCAGAAGCCGTGCCTGGCAGGACAAAGAAGGACTGCATGAAACGATATAAGGAACTTGTC 
GAGATGGTAAAAGCCAAGAAAGCTGCTCAAGAGCAAGTGCTGAACGCAAGTAGAGCCAAGAAATGACGTA 
TGACAATCTTTGTTGTGTGTGCATTTTTATAAT 

>GBEQ2382 | Acc | CD4 67068 | Ver | CD4 670 68 .1 GI : 31388336 | LeukoSl_2_D10 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone Leuko S 1_2_D 1 0_A0 2 3 3', mRNA 
sequence. : Start : 1 : Stop : 339 

TTTTTTCAGATGTGCTTAATTTTATGGTGTAACTAAAGATTTTGTTTGTGTAATGCATGATTAAGACAAT 

AAAGTATTTTTTCTAGTCTTCCAAAAAACTTTTCTGATCAGTTTGCGAGTTTTGATGAGTTTTGTAAGGT 

TTTTGTTT TACAAACTAT GAAT CAGCAAAT TTT TAAGAT T GTACCACATAGCAAACATACAGCT GT TGAA 

AAATAATGTATATAAAATGCATATAATAAATATTAAATTATGTACCTGTAAGTTACTGTTGGCTACATTA 

TTT TATGT TGAATAATAATGT GCAAT AC T T TACT CTCCAT CAT TAAACTAGGAAAGGAA ; 

>GBEQ2383 | Acc |CD4 66929 | Ver | CD4 66929 - 1 GI : 31388197 | LeukoSl_l_E0 8 .bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_E08_A023 3', mRNA 

sequence. : St art: l:St op: 628 

AATGTAAAATGGTAAAGCTGCTTTGGAAAACAGTTTGGCAGCTCCTCAAAGGTTAGGCATAAGAGTTCCC 
GT AAGAACCAGCAAT TCCAT TCCTAGGTATAGAC T CAGCAAATAGAAAAAT ATAT GT T CACGCAAGAAC T 
TGTACACAAATGTTCATAGCAGCATTATTCATAATAGCCAAAAGGTAGAAATAATCCAAATGTCCATCAA 
CTGATGAATGGATAAGCAAAATTTGGTATATCCATACAATGGAATATTACTCAACTGTAAAAGGGAATGA 
AATACTGATTTGTGCTACAGCATGGATGAATCTTAAACCCATTTTACTAAGTGCCAAGCCAGACCCAAAA 
GGCCCCATATATGATTTCTGTTTCCATGAAATGTCAAGAATAGGCAACCCTGTAGAGACAGAAAGTAAAT 
TGGTGGTTCCCGAAGGCTGAGGGGATGGGAGGTTTGGGGGTGAGGGCTGAAGGATTTGAGAGTTTCTTTT 
TGGGGTGATTAAATTGGTAGTGGTGATGGTTGCCCCCAACTCTGAATCCCCTAAAAACAACTGAATTGTG 
CCCTTTAAATGAGTGAATTGTATGGTATGTAATTATATCTCAATAAAGCCCATTATTATTTTTTTTTT 

>GBEQ2384 | Acc | CD4 66820 1 Ver | CD4 66820 . 1 GI : 31388088 | LeukoN2_8_F04 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_F04__A024 3", mRNA 
sequence . : Start : 1 : Stop : 503 

GGATGGATTGAGAACATCCTTTTTGTGCAGCCCTACAGCCAAGAGTGGGAGCTGGTGAATGATGCCCAAC 
ACCCAGAGGCCATTTATGAAGATGAAGAGTCCAGAGGCTCTGATGAATACAGCACCCTCAGTGAAGAGGA 
AAGCGGCAGCAGCAGCCCACAGATGTGGCGCAAATACCCTTTGGATGTGCAGAAGGAGTTTGGCTACGAC 
AACCCACATGACCTGGATTCAGACTGATGCTCCTGTGATACCTATGAGGTTTTATTTCAGGCCCCTGAGG 
GCTTTAAGACTACAGTACCAGCTGCCCTGATAACATCCACTCAGGTTTCCTAGCTTAACATATGGAAGGA 
AAAAGCATGTTTAACAGCACTATCCTACCAGTGACAACTGGTGCTAATGGAGTGTGTTTTTTCCACTAAC 
ATTAGGGCCCCTTTGCTTCAATCAAAAGTGATTTTACAGTTTGGAAAAAAAAATGTTGTAAAAATGAAGC 
TTCCTGGCCCGGG 

>GBEQ2385 | Acc | CD4 66696 j Ver | CD4 66696 . 1 GI: 31387 964 | LeukoN2__5__D03 ,bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__5_D03_A024 3', mRNA 
sequence. : Start :1: Stop: 183 

TTCATGAAATCCAAATGGACTCCAGACATCATAGACTGATTAAATCTTGTGTTTCCTACATGTATGTTTT 
CAAATGTGTGTAGATGCTATTGTTATTGATAAAGTTACCAATTAATTTAAAAAGTTGGCTGGATTCTTTT 
ATCT GCTATATAT T T TCTAAT TAAATCAAAT TACCAGATACAA 

>GBEQ238 6 | Acc | CD4 66594 | Ver | CD4 66594 .1 GI : 31387 862 | LeukoN2_7_E12 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_El2_A024 3', mRNA 
sequence. : Start : 1 : Stop: 597 

TAGCACAAGGAAATGTTTTTGCATTTTAAAGTGAACTGCAGCTGTGCTGTGAAGAGAGTTCTTTATTAAG 
ACCTGTAGCTTCCTAAACTCTGATTTAAAATGTAAGGTAGAAAGATGTTGGATATTTGAGGCAATTGTTA 
ATATATTTCTATTGCAGTGTCCTTAAAAAAGCAAAAATAATAATAACGATGATGCATTTCTATGACAGTT 
TTCCTCTGTGAAAGTCTTATTTGTGTGATACAAGCACTATTGAGTCCTTAACCTCTTACGAGGTGTGGCA 
TCATAGTACGTGGGGGAAGGAGTATGTGTGCGAGATTTTCCCCAGAAGAGGGGTTGCTGATATAGCTACT 
GCTTTTACATCTTGAGTTTTTTCATTTACTTTCTTTACAGTACAGCATTGATGCTGCTTAATTCAAGTCT 
GTGGCTTTGCCAAAAATGTTAATTTCCATAAATGCTTTGTAGGTTTGGTTAAAAAGAAGATTCACTTGGG 
AAAACAGTGCACCTTTAGTCTATGTCATTATCTTGTTATGAGTATGTAAAAGTAAAATGCATGTGAATTT 
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ATTAT ATTT GCACTATAAAGGTAT TT GAT TAAAAT GG 

>GBEQ2387 | Acc | CD46658 1 1 Ver 1 CD466581 . 1 GI: 3138784 9 1 LeukoN2_7__B08 ,b2__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7__B0 8_A0 2 4 3 1 , mRNA 
sequence. : Start : 1 : Stop: 683 

GGCCTGGAGGACGGGTCCTGCAGTTACAAAGACTTCAGCGAGTCCCGGAACAATCGGTTCTCCACTCCGG 
AGCAGGCCGCCAAGAACCGCATCCAGCACCCTAGCAACGTGCTGCACTTCTTCAACGCCCCTCTGGAGGT 
GACCGAGGAGAACTTCTTCGAGATCTGCGATGAGCTGGGAGTGAAGCGGCCATCTTCTGTGAAAGTGTTC 
TCAGGCAGAAGTGAGCGCAGCTCCTCTGGGCTGCTGGAGTGGGAATCCAAGAGCGACGCCCTGGAGACTT 
TGGGCTTCCTGAACCATTACCAGATGAAGAACCCGAATGGTCCGTACCCTTACACCCTGAAGTTGTGTTT 
CTCCACTGCTCAGCATGCCTCCTAATGAGGTGCCGAAGAAGAGGCCCTTCTGAGCAGGAAAACGTTTCTC 
TTTCCTTTATGCTGTTGGTTTGTTTGTTTTGGCACAAGTTCCTGTATTCCTTTTTTTTAATGCTAGGTTA 
GTAGAGGCTTAACCATAATGAAAATGCTCGAGGTCTGGAGGGGGAGGGGAAGGGAAACATCTCCCAAGAT 
TAACGTTCACTTTTTAAAAATTATTGTACATGTGATTTTTTTTCCCTGTTCATATGTTTGTGCTGCCCAT 
GTACTCTGCACATTTCAATAAAATTGTTGGAAAATAAACATAGCACTTTCTTG 

>GBEQ2388 | Acc 1 CD4 66560 | Ver | CD466560 .1 GI : 31387828 | LeukoN2_7_D02 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_D02_A024 3', mRNA 
sequence. : Start : 1 : Stop: 598 

CCAGAT T TT AAAAAAGATCATAGT CTT AGGAGT T CAT TT AAACCAT AGGAACTTTTCACT TATCTCAT GT 
TAGCTGTACCAGTCAGTGATTAAGTAGAGCTACAAGTTGTATAGGCTTTATTGTTTATTGCTGGTTTATG 
ACCTTAATAAAGTGTAATTATGTATTACCAGCAGGGTGTTTTTAACTGTGACTATTGTATAAAAACAAAT 
CTTGATAACCAGAAGCACATGAAGTTTGCAACTCTCCACCCTGCCCATTTTTGTAAAACTGCAGTCATCT 
TGGACCTTTTAAACACAAAT T TTAAAC TCAACCAAGC TGT GATAAGT GGAATGGT TAG T GT T TAT ACT GT 
GGTATGTTTTTGATTACAGCAGACAATGCTTTCTTTTCCAGTCGTCTTTGAGAATAAAGGAAAAAATCTT 
CAGATGCAATGGTTTTGTGTAGCATCTTGTCTATCATGTTTTGTAAATACTGGAGAAGCTTTGACCAATT 
TGACTTAGAGATGGAATGTAACTTTGCTTACAAAAATTGCTATTAAACTCCTGCTTAAGGTGTTCTAATT 
T T CTGT GAGCACACTAAAAGCGAAAAATAAAT GTGAAT 

>GBEQ2389 I Acc 1 CD4 66551 1 Ver ) CD4 66551 .1 GI : 31387819 ! LeukoN2_7_H08 . b2__A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_H08__A024 3', mRNA 
sequence. : Start :l:Stop:54 6 t 

CCAACAAGATTGGACGTTTTGTGATCGAAGAGGTCCCTGGCGAGTTCATGCAGGAAGACCTGGCCACTGA 
TGACGTCATGCTCCTGGACACCTGGGACCAGGTCTTTGTTTGGGTCGGAAAGGATTCTCAAGACGAGGAA 
AAGACGGAAGCCTTGACCTTTGCTAAGCGGTATATCGACACAGACCCAGCTCATCGCGATAGGCGTACCC 
CCATCACCGTCGTGAAGCAAGGCTTTGAGCCTCCGTCCTTCGTGGGCTGGTTCCTCGGCTGGGATGACAG 
CTACTGGTCTGTGGATCCCTTGGACAGGGCCTTGGCTGAGCTGGCTGCCTGAGGAAGGGCAGGCCCCACC 
CCTGTCACTGGTCAGTGCCTTTTAGAACTGTCCATCCCTCAAACAGACCTTAACGGTGAGCAGGGCCACT 
TTGGTCTGTGTGTGTGGTTTTTTTTTTATAGTAGCCAAAAACAACCCTGCAAAAATTCAGGGTCCTTGCA 
AAATTGTCTCAAGTCTTTGTGCTTTTGGAAATTGAATTCAATAAAAGCTTTTTGAA 

>GBEQ2390 | Acc | CD4 664 4 6 1 Ver 1 CD4 6644 6 . 1 GI:313877141 LeukoN2_4_F0 5 . bl_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_F05_A024 3", mRNA 
sequence . : Start : 1 : Stop : 551 

GAGGAACTTAAGCCCCAGCCCATCATGAAAAAGGCACGGAAGATCCAGGTGCCAGAAGAGCAGAAGGATG 
AGAAGTATTGGAGCCGGCGGTACAAGAATAACGAGGCAGCCAAGCGGTCCCGAGACGCCCGGCGGCTCAA 
GGAGAACCAGATATCTGTGCGGGCGGCCTTCCTGGAGAAGGAGAACGCCCTGCTGCGGCAGGAGGTGGTG 
GCTGTGCGCCAGGAGCTGTCCCACTACCGTGCCGTGCTGTCCCGCTACCAGGCTCAGCACGGAGCCCTGT 
GAGGGCGCCCCCCACCCTCACGGCGGAGCTCTCCTCCGCCCCACTCAGACTTGCGCCCTGACGCCCTCTT 
CCCTCCCCGCCCTGTGGTCCACGGGCCGGCCAGCTGGGTGCCCCAGGGACGTGATGATGCAGAGAAATAC 
ATTTATATTTTTAAGAAAAAGCGAGCCTCCCCCCTCCCTCGCGGGGGCGGGGAGGGTCCTCAGTGTGTGC 
CCCCGGCACCTCGGGGACCCCATCTTCCCACCGCCTCCGTTAACACGATCCTGAATAAATC 

>GBEQ2391 | Acc ) CD4 66277 | Ver | CD4 66277 . 1 GI : 31387545 | LeukoN2_3_E06 .bl_A0 24 Unstimulated 
peripheral biood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_E06_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 520 

CAATGAGGATTTCCAAGTTGGACAAGCCAAGGTGATCCTGAAGAGCAAGGATGACCAGGTCACTGTGATT 
GGAGCCGGAGTGACCCTACACGAGGCCTTGGCTGCTGCCGATCTGCTAAAGAAAGAGAAGATCAACATTC 
GAGTGTTGGACCCCTTCACCATCAAGCCCCTGGACAGGAAACTCATTCTCGACAGCGCCCGTGCCACCAA 
GGGCAGGATCCTCACGGTGGAGGACCACTACTACGAAGGTGGCATAGGTGAGGCAGTGTCCTCTGCAGTA 
GTGGGCGAACCTGGTGTCACTGTCACCCGCCTGGCTGTTGGCAAGGTACCAAGAAGTGGGAAGCCAGCTG 
AGCTGCTGAAGATGTTTGGCATTGACAAGGACGCCATTGCGCAAGCTGTGAGGGGCCTCGTCACTAGGGC 
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CTAGGGAAGGGTATGGGATACAGGTGGGGTTCTACACGTTCCAGAGAGATTCTGGCAGAGGTGCTCCAAG 
ATGTACTGAGAGGAGTAGTAAATATGTTTT 

>GBEQ2392 | Acc I CD4 66237 | Ver | CD4 66237 .1 GI : 31387505 | LeukoN2_3_F01 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_F0 1_A0 2 4 3', mRNA 
sequence .: Start : 1 : Stop : 525 

CAGACAGCTGTCCTCTGGACAGAGGTAGGTATAGTACAGTGCAATAGATATTCTTCTGGCACCAGGTATA 
GGAATTTATTCACATTAGGTGATGGTTCTCATTGAAATTCTCTCTCTTTTCAGGTACGGCTATAGTTGTG 
TCATGCAGGGTAGCAGAGGGAGGAGAGAGGCTTTTTTGTGAGAGGCACACTCCATGTATAAAATAGTCTT 
TCTGTCTAGCTTCATGGTTGAAAGCATACTCTCCCAGTACTGGTAAAATGGACTCTTCTTAGAATTTGCG 
AGGTCCAGAGAATAATAT AT ATC TATATAAGAGT TAT GAT TAGAAAAAAT TAT AT TACTGC TGGT TGC T A 
TATTTGCAAACTTACATGCTTATCATTCCAGTCTGTTATTTTGGGATAATGTGATTCTAAGAATGTTCTA 
GACTTTGAGTGGCAAAACCTAAGGAGATGACTTTATATTTTTAAATATTAAAGAGTGCCTTGGATGTTAA 
GAAATGCAT TAAGAAATACAATAAATAT T CCAAAT 

>GBEQ2393 | Acc | CD4 6607 8 | Ver ) CD4 66078 . 1 GI : 31387346 | LeukoN2_2_H01 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_H01_A024 3', mRNA 
sequence .: Start : 1 : Stop : 333 

CCCACACATGCCCTCCTCCCCTTCCCCAGTGCCCCCCCCAACCCCCTGGGAGAGTTGTTGCCAGACTTGG 
GTTTTTGGGGAAGCCTATCTTGACATTCAAAACCTTTTTCTTCCCGACCCGAACTTCTGTTGACTAACCT 
GGCCTGGGTTTGCATAGGTCTGCAGGAGGAAGACAAAAAGTGGACGAAGATTGTGACATAGTGGGACTTT 
ATGATTTAACTTTTTTTCTTTTTTTTTTTTTTTAAGTGGGGAGGAAGGGGAAGCTAGATGGACTATGAGA 
GACTTGATTTTGGTGCTAAAGTTCCCCAGTTCATATGTGACATCTTAAAAAAG 

>GBEQ2394 | Acc | CD4 65 959 | Ver j CD4 65959 . 1 GI:31387227| LeukoN2_l__Al 0 . bl_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_ 1_A10 A024 3*, mRNA 
sequence. :Start:l: Stop: 399 

AGTAAACTTTTTAGAGAAAANCTATTTAAANCTGTCAGATCCTGACCAGCACCCACCCAACCCCCTTCCA 
GTGATTCCGTGCCTTCAGTGTGTCTGCGTGTTTACACCCATCCCTCCGCTGGCTGCCCCCTGTGCGGGTG 
GCACCCCTGCCCTGCCCTCCACAGAATTGGGCTCCAAGGNCTGTTCCAGACAACTGCCAACATCACTGAG 
GGCCCCGCCCCAGCGGCCCTGGGCCCTGGCTCCATTAACCCACATGTAGCTCCTTAGCGCTAACCTAGGA 
ACCGCTGCTGCCTGCTGAGGGGCCATGCCCCTCATGCCCTCGCCCCAGGCCCGGGTCCTTCAGCGTTGAA 
CACTTCCTTGCTTTTTTCACATGTTTTATGGAATTGTTCACCTGGTTTG 

>GBEQ2395 | Acc | CD465944 | Ver | CD465944 . 1 GI : 31387212 I LeukoN2_l_H08 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_H08_A024 3 1 , mRNA 
sequence .: Start : 1 : Stop : 690 

TGCTGCCAGTTGCCCCATGCCGTTTGCTGTGAGGACCGCCAGCACTGTTGCCCAGCTGGGTACACCTGCA 
ATGTGAAGGCCAGATCCTGTGAGAAGGAGGTGGACTCTGCCCAGCCTGCTGCCCGCCTGCCTGTTGGCCC 
TCACGTGGGTGTAGGGGACGTGCAGTGTGGGGAGGGGCACTTCTGCCACGACAACCAGACCTGCTGCCGA 
GCTAGCCAAGGGGGCTGGGCCTGCTGTCCCTACAGCCAGGGTGTGTGTTGTGCGGATCAGCGTCACTGCT 
GTCCTGTTGGCTTCCGCTGCGCGGCCAAGGGCACCAAGTGTCTGCGCAGGGCAGCCCTGCGCTGGGACAC 
TCCTGTGAGGGCTCCAGCCCCGAGACAGCTGCTGTGAGGAGGGACTGAGGACTGAAGATACTGCAGCCCT 
CGGGACTCTGCTCAGAGGGTGCCCACTGCTCAGGCCTCCCCAGCACCTCTCCCCTACCAGATTCTCCTGG 
ACCCCTCCATTCTGAGTCTCCCCTTCACTGTGGGAGGTGCGGCCTCAATCTAAGGCCTTCCCTATCAGAA 
GGGGGGCTGTGGTGAAAGCCACGTAACAAGCTGCCATCACCTCCCCCAATTTCTGTGGACCCTGTGGCCA 
GGTGCTCTCCCCTATCCACAGGAGTGTGTGTGTATGTGTATGTATGTGCTGCAATAAAGT 

>GBEQ2396 | Acc | CD465 942 | Ver ) CD4 65942 .1 GI : 31387210 | Le u koN 2_1 JH 0 1 . b 1_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_H01_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 667 

CAGGAACTGTGGGGAGTCCTGGGGTATGCAGATGATCTACAAGTCTGTGAAGCTGCCAGTGATCAAAGTC 
CGCAGCATGCTGCTGGAGACCCCGCGAGGGCGGGTCCAGGCCAAGAAGTGGTCCCACGTGCCCTTCCCGG 
TACCTGACTTCAACTACCTGCAGCACTGTGCCCAGAGCCTGTCGGACCTCTCCCTGGACTGACCACCTTG 
TCGCTGCAGTGCTCAGCTCAGGCTGCAGGGGGCGGGAGAGTCCGCAGCAGCCACCATCTTCCCCTGGGCA 
AAGCCTGGGTCCAGGCCCCTCCTGCCTGAGTCACCAGCTGGGGGCACCATGCTGACCAGGTACAGAGGAA 
CCCTGGGCGCCCAGGCGGGCTTGGGCCCCCACCCTGGTGAAGCACATCTCAGCCCCAGACCCCACTCACA 
CCACACAGACCCTTTCCTACGCACTGGATGGAGGGGAGACTGAGGCAGGAGAATGGCCACACTGTACTAG 
GAATCACCAGTTTCTCTCGGCCCCTCGATATTCCTTCCCTGCGAAGGCCACTTCTATTTTTTGAGGCTCC 
CCATAAAT TAAAAGTAAAGAAATGGGAAATTGGTGTAGACAACAT GTGGTATT TGAAAAACAGATT TGT T 
GAGGTATAATT GACATAAAATAAACTGTACATAAATA 

>GBEQ2397 | Acc | CD4 65932 | Ver | CD4 65932 .1 GI : 31387200 | LeukoN2_l_F12 .bl_A024 Unstimulated 
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peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_F12_A024 3 1 , inRNA 
sequence. : Start : 1 : Stop: 718 

ATAAGGAAAT TGT TC T T GTAGCTAAT AC ATT T T TCACCT TACAGT CAGAAT CCAT T T T T T T TAG AG AAAG 
ACTTTTACTAGATAACTTTATCTGTATTGCCATTTTTAAAATTTGGAGAGTGTAAGTGTTATCTGTCAGC 
CTTTTCTGCAACAGACTATTTACTCAGTTTCATTAACTTTCTCTTGGTTCTCAATGTTTAATTATATAGT 
CATTTTAATGGCTTCCTTTGTAATCTTTGCAAATTTTCCATATCCCTTCAGCTTGTGAAAGTAAGGATTA 
GGTAAAGTCTGCTTATTGCTGGGTTCACTGGTAGGATTACCTCATGATTCCTACTTGTACAGAATGACTA 
GATTTGCCTCTTCATATTTTGAAGATTCAATATTAAGATTACACACACCTAGTCTTGTTGCTGTGCATTT 
TATTCCTTTGTAAGAAAATTACTCCGTACTTGAGTGAAACTCATTCTGTTGTTTTTTTACCACTTCTGCA 
GATTTTTATCTTAGCCACATATAATCCCCCTAGTTTGTTGTCATCTAAACTTAATGAACATGTTCTCTAT 
TCCATAAGCCAGGTGATTGGTGAAAACACTAAACAACCCTGAGCCCAGGGCCAACCCCTCGGAACACCAC 
TACTTTACCCAGGCACCACAGGTCATCTTCTGGATCATCCCATTCTGGTTCCCGTTCAAGTTCAAAAAAG 
AAATAAT GTATT AAAAT T 

>GBEQ2398 ) Acc j CD4 65869 j Ver | CD4 658 69 . 1 GI : 31387137 | LeukoNl_8_D05 .bl_A023' Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8__D05_A023 3 f , mRNA 
sequence. : Start : 1 : Stop: 587 

ATTGAGAGAATTGTGCTCAGAATTCCAGAGGTCCAGTATGTAAATAGGCCCTTTCCAGAGTCGGAGCATG 
AAGCCCGTCACTCCTTCCAGTATGTGGCCTGGTTCCTGGGCACAGAACCACACCACTCCTCTGTCAGTAG 
CCATGGTGTGGCTGCAGGTCACATAGAAGAATAGAAGACCCTATATCAAGGATATACAACTATGTACTGG 
GGCTTTGGGGAGGGGGAGAAAAAAGGGAAAGATTGGCAACAGATGTTAGCTCAGGGTGAATCTTTCCCAG 
CAAAAAAAAAAAGGGATCAAAAAAAAAAATT TGTTTTTAATGT T TAAT AGCT T T ATTAACAT CTAAT T TA 
CATACTATTAATTCATCCACTTTATATGTACAGTTCAATGAGTTTTAGTAAATTTATAGAGTTGTGCAAA 
CAACTCACAATCCAGATTTGGAATATTTCTATCACTCCAAAAACTCCCTTATGCAGCTTGTAATCAATCC 
TTACTCCCACCCCAGCCTTCAGCAACCTGTGATCCATTTTCTGTCTCTATAGTCTTACTTTTCCAGACAT 
T T CAT AT AAAT GG AAT CAT AC G AC AT G 

>GBEQ2399 ! Acc | CD4 65851 1 Ver | CD465851 .1 GI : 31387119 | LeukoNl_8_H03 . bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_H03_A023 3', mRNA 
sequence . : Start : 1 : Stop : 67 6 

CCTGTGAGCAGGGCTGCCTGGCCAGCGTGGGAGTCCTGACTCAGTCCTACGGAACCCCGCACCTCCATTC 
CATCCTGCAGGCCACTAACTACAACGGCCACACGTGTCTGCACCTAGCCTCTATCCACGGCTACCTGGGC 
ATCGTGGAGCTTCTGGTGTCCTTGGGTGCTGATGTCAATGCTCAGGTGAGCGCTTCATGCCTCCAGGTGG 
AGTGCATCCGGCTCCTCAATAAGACTTCACGTGCTCTCGTTGCAAGCAGAAATTCCAAACTCATCCGTAA 
ACATCCCAAATGCCTTTCGTTTTCAGGAGCCCTGTAATGGCCGAACTGCCCTCCATCTCGCTGTGGACCT 
GCAGAATCCTGACCTGGTGTCGCTCTTGTTGAAATGTGGGGCTGACGTCAACAGAGTCACCTACCAGGGC 
TACTCCCCGTACCAGCTTACCTGGGGCCGCCCGAGCACCCGGATACAGCAGCAGCTGGGCCAGCTGACCC 
TAGAAAACCTTCAGATGCTGCCAGAGAGCGAGGATGAGGAGAGCTATGACACGGAGTCAGAGTTCACGGA 
GGACGAGCTGCCCTATGATGACTGTGTGCTTGGAGGACAGCGCCTGACGCTATGAGCTTCGpAAAGTGTC 
TCAAAGAACAT GGACTTGTAGATTT T ACAAAAAGAGAGT T T T ATTT 

>GBEQ24 00 | Acc | CD4 65845 | Ver | CD4 65845 . 1 GI : 31387113 | LeukoNl_8_B12 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_B12_A023 3', mRNA 
sequence. : Start : 1 : Stop: 564 

AAAAAAT GTAAT TT T TTC TGATAGCGT TT TGAGGATTATATAAGATACAT TT TAAATGCTT TATAT GAAG 
ACTTGTTAAGCCACTTAACCTGGGGTGCTGGTGTTAGAATATTCTTAAGTAGGTTCTACTGAGGGAAGCT 
ACAT ATGGGCATGTGCT GCCAGCAACTT CCT CTGT T TAATGGTATGAAAAAAGTAGGAT GACT GGGAAAA 
GCCAGACACACACACACACACACACGCACGCAGAGGCTGGCAGTATACATTATTCTCTAGGGGTGGGAGA 
AAGTAGTTTTCTTTTAAGGGACTGTATGTAATAAAAAGAAAATCTACAATTTACAATAATGAGAAATTAC 
ACATAAAATAAAAACTTACGTACTACATTTTCTGGAGAACACACGGATTTAATATGCAGAGATATGAGAT 
ATGGTTGCTGGCTTGTGCATTATCAAAAGTAATTCTTTCTCTGCTATTAACTGGCTAGAAGTCAGTCAGC 
TCAGCTTTCCAACGCGCTCAAACATTTTTGTAAGTCATGTTTATACATATTTCATGCTTTACTGTATATG 
TAAC 

>GBEQ24 01 1 Acc | CD4 657491 Ver (CD465749.1 GI : 31387017 1 LeukoNl_7 Jft07 ,bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_H07_A023 3 f , mRNA 
sequence. : Start :1: Stop: 547 

AGTGCAGGAAGTTGAACAGAACTAGGTAGCTATGGAATTGGTTGATAAATGTTGATCTAGTAGCATATTT 
TAGCTCATTTTCTTATATTAAAAAAAGTCTGCATGACTGTGTTTTATTTCCTTTGTAATTCACATTTCAA 
AGATAAT GTTAT TAGTATATGAGT GCCAAGATTGAATAT GGAGTAAAAAAAAAAAAAACTAAGTGTAGT G 
TTACAGTTTTAAGTATATCTGTGTGGTGGTACAGCCATAATAATAAGATTTATAGACTCTGTACACATGA 
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GAT T T TGTGCAGAGAATT T TTAAC T T TATAAAC TGTAT AT GAAAATGTAAATC T T TAAAAAGT GT ACATA 
AAAATACTGTATTTTTTTACCGTGTGTGATAGTCTAGTCATTGCATGTAAATATAATTTATTGTGTATTC 
TGTATTATAAATCATATATTGATGACTTACTTTTTTCTACTGGTAAGTCAACATCCATTGGATGTTTTCT 
GAAGTGGAT CT T T TTGAAGTAATAATAGAT TACAACTCAAAATAAAAAT T T TGATGA 

>GBEQ24 02 1 Acc | CD4 65744 | Ver | CD465744 .1 GI : 31387012 | LeukoNl J7_F02 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F02_A023 3', mRNA 
sequence . : Start : 1 : Stop: 545 

GGGGCAGAATGGAACAGTCCCAAGAATGTAGATATTGATTCATTCTCCTTAAATGTTTATCTACTTATAG 
TATGTTCATCCTAGTTATTTTTTGTTTTCTTTTTTCCCTTTGGATCTTGATTGATGACTACCATTATATT 
TTGCTTCGATGTGTTTCTAAATATAGTTGCACACGGTTCTGTAAAAAATGCTGCTATCAAGTATGCAAAT 
ATTGAAGTATGATGGTTTGACTGTATGGCAGTGTTGTAGCAGCCTCTTGGTTTCTCCCTCCCTCTTTTTT 
TTAATCTTAAAAAGTCACTTTTTATTTTTCTTCAGTCTTCAATGATGAGAGCAATATGAAGAAGACATTG 
CTATCTAATTTTTAATCTTTTTAAATAAAAAATTCCTATGTTCAGTAGCATGGTTGATGCTATTGTTTAG 
CCTTCCCCTCCAAACTGTATACATTGGCTTGGAATGTTCACAACTTGCGTGTGTGGCAGCAGAAGATAAT 
TCCCGTATTCTACATTGCTACTGTTTTGTATAAAATAAATTGGTAAAGATTGACA 

>GBEQ24 03 | Acc | CD4 65736 | Ver | CD4 6573 6. 1 GI : 31387004 | LeukoNl_7_H05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_H05_A023 3", mRNA 
sequence . : Start : 1 : Stop : 4 8 9 

CTTTCGTTTCTGTTTTTCATCTTCTATCGGGAAACTCTGGGCTTTGTGTCAGCCTAAGGGAGTGTTTACA 
GAAGGTTAGTCGTGAATGGGGAGTGGGGCCACGGGGTCAGGGGCCCATTGAGCCCAGACTGAGAGGCAAT 
GATTCTCCTCAAGAGGAACAGAATTCCTGCCTGGCCCGCCCGCATCCCTGCAGCCTCCAGAGAGGGGAGC 
AGCGCTGTGGTCCCCGGGCCGTTTGAGGCTCGCCCCTTTGCTGTCCACCCAGCTTCACTGGTGCGGCTGC 
CATAGTGCCCCGAGAGGACAGATCAGGAGGGAGCCTGAGTCTCCGCGGGCTCCCTGGGTCCTGGGGGAGG 
GTCTGCGTCCTGCCCGTTTGTCTCTCCCAGTGTCTACTAACGACCCACATTTGCTAGTGTAAATAATAGT 
AAATTATTGAGAATCCTAATTCTTTTACACAGCCGGTTTTTTAATCTATTTTAATTAAATAAAATATAT 

>GBEQ24 04 | Acc | CD4 65725 | Ver j CD465725. 1 GI : 3138 6993 | LeukoNl_7__D03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNlJ7_D03_A023 3 T , mRNA 
sequence. : Start : 1 : Stop: 581 

ATTTATATTCACTGCCCCAATTCAAGAAATGTTGGCGCCTTGCTATAATGTGAAATCTTAGAGCCATGGA 
CCTCTTCCAACCAGATTTCTGAAACCACCAGAGGAACCATGGTTCTGGCTCATGTATAACGTGGTCCTGT 
GACGTGGATATCAAGACCACAAATTATATATAGTGAGGCTACAATTGTATTGATCTGTCTTGGCTTTGCA 
ATGTAATTTAGAAAGCAGGTATAGTAGTTTGTCTGTTTGTTTGTTTGTTAACTACATACAATCTCTTATG 
TGTTGATTTGAGACTTAACAGTTTTGGGAGGGGGCATAGAGATAGGAGTGCCCGCAGCTGAGGCATGGCT 
TCCTCATTCTGACCTCTACCTGTTGCCTGACTCGACAGATGTGCCCTGATTTCTGGCCTCTTGGCCATAG 
TACTGTGCCTAATCAACGTCATGGGTTTATTTTCCCATTCCACGAACTAAAAATGTTCATAACAAGATGA 
ATTGTAGACTCGTAACATTTGATGCTTTTAAATGTTTGCTTCTTTTTAAACAAAAACTAAAACCCAAAAG 
TGAATTTTGAGGTGGATTTTT 

>GBEQ2405 | Acc 1 CD4 65651 1 Ver | CD465651 .1 GI : 31386919 | LeukoNl_6_Hll . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_Hll__A023 3 f , mRNA 
sequence. : Start : 1 : Stop: 524 

T.CCAGAAAGAACT CCATCT GGGTCAAGAAGAAGTC TAGCCGCAACATAT T CAGCATCATGT T TGTAT T TG 
TTGTCTGTTTTGTGCCTTAGCACATTGCCAGAATCCCCTACACGCAGAGCCAAACAGAAGCTCATTACAG 
CTGCTGGTCGAAAGAAATCTTGCACCACGTGAAAGAATTCACTCTGCTCCTGTCGGCTGCAAACGTCTGC 
CTGGACCCCGTTATTTACTTCTTTCTCTGCCAGCCATTTAGAGAAATCTTATGTAAGAAACTGCACGTCC 
CATTAAAAGCTCAGCAGGACTCAGACGCTTGCAAAACCAAAACGGGAAACACAACGCAGGAAAGCACAGA 
TATTCTGTGACCTCCCACCTCCTTGCAAATGAAGCCTGCAGATGCATACTGTAATCTGTAACTACAGGCT 
AAGAGGGAGGAGTGAGCAACGTGCCCACGATGAGCAGTGTCATCTGTAAGCATTACTGTCCAATTTAGTA 
CAAAAATAAAAGGTACGTTTCCAGTTTTTTCAGT 

>GBEQ2406 | Acc | CD4 65650 | Ver | CD4 65 650 .1 GI : 31386918 | LeukoNl_6_D03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_D03_A023 3 1 , mRNA 
sequence .: Start : 1 : Stop : 505 

CTTTCAGTTTCTAGAGTTTGGAAACAAAATTGGTTTCATTTTTGTTTATCTTAAAGTGGAGCTTAAAAGT 
AGTAT GTAAT TAGGACACACT CAGAT TTGTTGAAAGCAT T T T TGACATT TGTAT AAAAGAATT T GTGATA 
AAGTT AATATAT CCAGGTGCT CACCAAAGAAACAT GTAACAACTAAAAT TAGATT T TTT T T TGTAACTAA 
TCTGTTTTCACTCATTCACTCATTTGTAATCGGTAGAAGAGACTGTCTAGATGTTGGAGCAGCTCTGTGA 
TTTGAGTCTGTAACATGTAATAACTGAATTCAGTACCCTAGTTTTATGTTAAGCTATTAGGATTTTCTCG 
ATAAAAGTTCCTCCTACCTCCCCAGCCTACCTATATTCTCTTCATGACTTCTGGATCCCGGGCTCCCTGT 
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GCAGTCTGAAGAAGGTATTGCAGGTCAGAACCATGTACTGATGATGAAAGCCTCTGGTAGCAATAAACGT 
TGTCCTTAACCTTTT 

>GBEQ2407 j Acc | CD4 65428 I Ver | CD4 65428 .1 GI : 3138 6696 | LeukoNl_4_E07 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_E07__A023 3 1 , mRNA 
sequence. : Start : 1: Stop: 571 

AAGCACGCCATCAACCGTGGCATCGGCATTGAGGGCCTTGGCTGCCTGCTGGCAGGGGCGTGGGGGTCAG 

GGAACGGCACCACCTCATACAGCGAGAATGTCGGGGCTCTGGGGATCACCAAGGTGGGGAGCAGGATGGT - 

GATTGTCGCTGCAGGCTGCGTACTGCTCGTGATGGGAGTATTTGGGAAGATTGGGGCTGCATTTGCAACC 

ATCCCAACACCTGTGATTGGAGGCATGTTCCTGGTGATGTTCGGGGTCGTCGCTGCTGTGGGGATTTCCA 

GTCTGCAGTACGTGGACATGGAATCAAATCCATGAGGAGTCTGAGGAGACTGCGAAGGTGTCAGAGGTCT 

ACGGCCTCCCCTGTGGGAT.TGGCACAAAGTTCTGCACTTCCTCCTATACCCGGTACCTCCCCTTCTGGCC 

CAGACCGGAACATCATGGGAAAGGCTTCAAGACTGCAGTATCAGCTCCCGTTTGAATTTGCAGCCTGCTG 

ATCTGTCCTACAAATTTCACATTTGCAGTCTCCACAATTGTGTGAACCAATTCCTTAAAATAAATCTCTA 

TACCTACACCT 

>GBEQ24 08 | Acc I CD4 65392 | Ver | CD4 65392 . 1 GI : 3138 6660 | LeukoNl_4_E10 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_E10_A023 3 f , mRNA 
sequence .: Start : 1 : Stop : 4 66 

CCAGAGAGAAGCCCCAGCTATGGCTACTCACGGTTTCGGTTTGGGTCAAGGGGCCGTGACTTTCCATACC 
AAAGCAGGGGTTCCCCACACTATTTTTTTCCTTTCAGGCCCTACTGAGACAGGTGATGGGAATTTTTTCT 
TTATTTTTTAGGTGAACTGAGCTGCTTTGTGCTCAGACTTTCCATTCCAGATTGATGATTTAGCGTCTTA 
GGAAATTT T T T TAAT T T T T TTT TT T T TAAGGAAATAAAAC TACAT AAT TTT TACCAGGGCCAT AT TAGCA 
GTGAAACATTTTTTAACTGCGGAAATTGTGGTTTTGGTTCAGAAACAAGTTGTATATTTTTCCCCCCTGA 
TTATGGGAAAAAAAAATCAGTGCTCTGTCTTTGTGGGTTGCTCTGCAATGGAGATCAGCCAGTTAACTGT 
GACTGAGTCGGGCCCATTCTGTTTAGAATATATATTTTAACCATTT 

>GBEQ2409 | Acc 1 CD4 65277 | Ver | CD4 65277 .1 GI : 31386545 | LeukoNl_3_BlO . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3_B10_A023 3 T , mRNA 
sequence. : Start : 1 : Stop : 4 42 

ATTATTGAAATCAATGGAGCAACTAGTTTCTCATTCAGAAATGTGCACACTAATGTTTAGTTTTACTTTA 
TTGTGGATAATATTAAGCACTTACTCTGCAGTGTTCTGAAAGTCGTTTCAACTGAAGTGAATACTATTCA 
GGATGGTGGAATATCCCCAAAATATATATGTGTGTGAGTTTGCGTAGATTACTATGTTTCATAGTTAATC 
TTCTGTCTTTTGCGGTGCTCATGACGTGTGGGGCGCACGGAAGGCATTGCTGTGGTCAATCATTTTGGTT 
TTCTTCTGTAGCCATTTTATTATTTTAGTGTTGGTTATGAAAATACTATTATCTATTTGTAAATCGCTAC 
TTTGTATTTTATGCATGCTCTGTAACTTGATTTCTTTTTTTTTTTAGTTATTGATTTGGAATATATTCCC 
ATT CTAAT AACCAGTT ATAGGG 

>GBEQ2410 | Acc | CD4 65157 | Ver | CD4 65157 . 1 GI : 3138 6425 I LeukoNl_2_E02 .bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1_2_E 0 2_A0 2 3 3 1 , mRNA 
sequence . : Start : 1 : Stop : 527 

ACATTTCCAGGTGTGCCCACGTCCTCCTGCTGCTTTTAAAAAGGAAGCCCAGTCATCCCACTACTCATTT 
GACATCTTCTCATGCTTCTAGTGTTTTAGCCATCCATCAATAAAGGGTTTTAATTTTCCAGTGCTCACAT 
GTTCAGGAGGGGCTGGGTCAAATTTTGAGTGGGGTATGGGAAGGCGAGGGGGAGAAGAAATTGACATTTA 
TTT TAT TATTTAT TT TAAATGT T TACATCTTT GTGT T GTACCAAGACCGAATAGAAACAGATAGCAT TAA 
AATATCCAGTTCCTCTCTCCCTCTCTTTCTTCTTTATTATATTTTTTTTAATTTAGGCTAATGATGCTTT 
TTTGTTTCTAAAATGATTTGTGACTTGTGCTGTATAAACTGTATGAAATGGTTGTTTTTAGAGATGGATT 
GTCATTCCTCTGGGGACAGTGGTCACCAAGAAGTCTACATTGTAAGAGAACACAACGAAAGATCCTACAC- 
TGTTCCTCAAAAACTATTTCTCTGTGTGATTAAAAGT 

>GBEQ2411 ) Acc | CD4 64874 | Ver 1 CD4 64874 . 1 GI : 3138 6142 [ LeukoN4_5_F05 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5__F05__A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 58 0 

AGAGACT AACGGCACGGACAGCAAT GGCAGC AAT AGCAGCAATATCCAGT GACC ACAT CCTC T TC AT TT T 
TTTTTTNTGAGCTGCAGGGCGTGCTGGGGATTGCTGCATATCAGCAGTTGGATGTTCTTGCCTCTGACGG 
TAGCTTGTTTGCTCTGGGGCCAGGAATCGGATTCAGTTTACACTATCATTAAAAAAGAGGGAGAGAGAGA 
ATAAACTATATTTTGGTGGGAGTGGTGATTAAACACCTCTTTGGGGTATGCCTTTTAAAAATGCTTATAG 
GAAAAAAATTTTAAAAAGAAAGCTAATGCTAGTATATACTGCAATGTTAGGGGAATGAACATGTTTTCCT 
ACTGCATTGGGGACTTCTAGATAGGTTAATGAAAGGTCTTTTATTATGTTACTGGACACGAAAACTTTGT 
CTAATTTCTTACTCTATTGTACGTTTACAGTCGCAGCACTAAAAATGGATGACAGCAAACATTTTTAACA 
AAACGATGTACAAACTACATAAGGACTATT TAT TGATAATGT T T T GCTACT CTTGTCAGACAATGGCTAT 
AAAATGAAT TAGGCAGTCT T 
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>GBEQ2412 | Acc | CD4 64201 1 Ver | CD4 64201 .1 GI : 313854 69 I LeukoN4_2__H08 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__2_H08_A026 3', mRNA 
sequence. :Start:l: Stop: 590 

CAGGGCAGCCCCCCGGCCCTGACTCAGGTGGGCTCCCATGTTGTACACGCTTACACGAGCCTGCACTTGT 
CTCTCATCGCACAGATCATACTTGTTCATCATCAGATGATTTACTTAATATCCATCTCTCAAATTAAACA 
GTGAACTCCATGAGGGTAGGGACCATACCTGTCTTGTTCACCTTGGGATCCCTGGTGATACCACAGAGCC 
AGACACTAGTAGGT GCTGGAACAATTGCAT TGAAT TAGT GAGGGAGCC TGCAGGAAGACAGAGAAAAGAG 
TTTGGCTGGGCCGTGGCATCCCCATCCTTCAAGGCTCAGTCTTTCCCAGGCTCCTGGCCCCCTCCTGCCA 
CAGCCCCACCAGGACTGCATCACAGCCCCCCGTGGTTCCCACTGTGAGACTGTGAGCTCAAAGCTGAGGA 
CCATGTCTGTTCAGCTGGCTCCCCAGTGCCAAGCACAGTGCCTGCGTATATTCATCCCATAAGTGTGAAA 
TTCAGTCCAATTTTGTGATGTTTTCATGCTTGGTGTAACATTCCAGCCTGGCTCAATTAAATCAGCATTT 
CCT T CTCAACCCT TCAAAAAT AGGAAT AGG 

>GBEQ2413 I Acc | BM78 138 9 | Ver | BM78138 9 . 1 GI : 19129621 [ MLN1_8_G0 6 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 599 

ACGAGGCCTCATCCCCTACGACCAGAGCGGCTTCGTCAATGCCATCCGGCAGGTCATCACCACCCGCAAA 

CAGGCAGTGGGAC'CTGGTGGCGTTGCCGGCCCGGTCCAGATCGTGAACAACAAGTTCCTGGCTTGGAGTG 

GAGTCATGGAGTGGCAGGAGCCCAGACCTGAGCCCAACAGTCGGTCGAAGAGGTGGCTGCCGTCGCACGT 

CTACGTGAACCAAGGGGAGATCCTGAGGACTGAGCAGTGGCCGAGGAAGCTGTACATGCAGCTCATCCCA 

CAGCAGCTGCTGACCACCCTGGTGCCGCTGTTCCGGAACTCGCGCCTGGTGCAGTTCCACTTCACCAAGG 

ACCTGGAGACACTCAAGAGCCTGTGCCGCATCATGGACAACGGCTTTGCGGGCTGCGTGCACTTCTCCTA 

CAAGGCGGCGTGCGAGGTGCGCGTGCTCATGCTGCTCTACTCGTCCGAGAAGAAGATCTTCATCGGCCTC 

ATCCCCCACGACCAGGGCACCTTCGTCAGCGGCATCCGGCGTGTCATCGCCAACCAGCAGCAGGTCCTGC 

AGCGGAACCTGGAGCAGGAGCAGCAGCAGCGAGGGA 

>GBEQ2414 | Acc | BM781385 | Ver | BM78 1385 . 1 GI : 19129617 | MLN1_8_H07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 9 : Stop : 647 

CAAAAATTCAACACAAAGTCAAACTAGGAGGAACAT T T TGAGCGCAAAC ATGAAAATCAGCAGAAGC AGT 

ATGTATGCAGTTTTGAAGGTTGTGAGAAGACCTTTAGGAAGCATCAGCAGCTGAAAATCCATCAGTGCCA 

GCACACCAACGAACCGCTGTTTAAGTGTACCCATGAAGGATGTGGAAAGCACTTCGCTTCTCCCAGCGGG 

CTCAAACGGCACGGGAAGGTCCATGAGGGTTATATATGTCAAAAAGAATGTTCCTTTGTGGCAAAAACAT 

GGACAGACC T T CT GAAACAT GTGAGAGAAGCCCATCAAGAGGAGATAAGATGTGAAGTATGCCAGAAAAC 

ATTTAAACGCAAAGATTATCTGAAGCAACATATGAAAACTCATGCCCCAGAGAGGGATGTGTGTCGATGT 

CCAAGAGAAGGCTGTGATAGAACCTACACAACTGTGTTTAATCTCCAGAGCCATATTCTCTCTTTTCATG 

AGGAAAGGCGCCCGTTTACATGTGAACATGCTGGCTGTGGCAAGACGTTTGCAATGAAGCAAAGTCTCAC 

TAGGCATGCCGTTGTGCATGACCCTGACAAGAAGAAAATGAAGCTCAAAGTAAAACCTTCTCGTGAAAAG 

CGGAGTTTG 

>GBEQ2415 | Acc | BM781212 | Ver | BM7 812-12 . 1 GI : 19129444 ) MLNl_5__G09 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 588 

ACGAGCTAAAAACGTAGGTCAGCCCGTCACTATACTCTTCTCTCCACACGTTCTGCCTTTGGGGTTATGG 

TTGGGGTTATTTTTTGTTGTTGTTGTTGTTTATTTGTTATTTTAAAAGTAAATTGCACTTTTAAAAAATA 

ATTGGTTAACTTAATATATTTGCTTTTTTTTTTTTCTCACCTGCACTTCAAGGAAATTTGAACAAGTTGG 

AAAAAAAAATTTTTTGTTTCAATTCTAAGAAACACTTGCAGCTCCTCAGGATTCACTTGAGTCTTCCTGT 

TTTTCCTGTACTGGTCATGGTCATTTCGGTTTTTGGATTGTTCTCTTAACACAACTTAAAAGCTGAAGAT 

TTCCGCAGGCTGTGTAAGCATGTTTCCCTGTGGGCTTGCTCTGTGTGTCTGTTCAATGAATGTCATATGT 

2\AATGCTAAAATAAATTGACAGTGTCTCAGAACTGAGTAACTGCAGTGACTTGATGCTCTCAAACAGCGT 

AGGATTCAATAATAGATGGTTTTTAATCCTTGGAATTGTGATTGTGACCCATGAGTGGAGGAACTTTCAG 

TGCAAAAGCTGATAATGTGTGTAGC 

>GBEQ2416 | Accj BM781026 | Ver | BM781026. 1 GI : 19129258 | MLN1_3_B08 . gl_A0 05 Mesenteric lymph 

node (MIiNl) Equus caballus cDNA , mRNA sequence .: Start : 58 : Stop: 664 

GGGAAATGCAAATGAAAACCACAGTGAGAGGCCACCACCCACGAGGACGGCTGTGATCAAAAGGATAATA 

ACAAGTGTTGACAAGAACGTGGAGAAATTGGAAACCTCACACACTGCTGGTGGGAATGTAAAATGGAGCA 

GCCACTTTGAAAATCAGTTTGGCAGTTTCTTAAACACTTACAGTTACCATATGACCCAGCAATTCCACTT 

ACAGGTATATACTCGAGAGAAATGAAAACATATGTGCACACAAAAACTTGTACACAGATGCTCATAAGTA 

TTATTCATAGTAGCCAAAAAGTGGAAACAACCCAAATATCCATCAACTGATGAGTGGATAGACAAAATGT 

GGTATATCCATGCAATGGAATACTATTCAGTCATGAAAAGGAATGAAGTCCTGGCACGTTCTACAACATG 

GATGAACACTGAAAACATTACGCTAAGGGAAAGAAGCCAGATGCAGAGGACCACATTTTAGGATTCCATT 

TATATGAAACGTCCAGAATAGATAACCATAGGGACAGAAAGTAGATTCATGGTTTCCAGAAGCTAGGAGG 

AGGGAAGAATGGAAAATGGCTGCTTGTGGGTCCAGGACTTATTTGGG 
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>GBEQ2417 ] Acc ) BM7 8 1022 | Ver | BM7 8 1022 . 1 GI : 19129254 | MLN1_3_C07 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence. : Start : 74 : Stop: 666 

GAAGGAGTCCGTGTGGAAGGAGACTGAAAGGCCCCCAGGTCTCATGGCGGTCCGAGCGTCGTTCGAGAAC 

AACTGTGAGATCGGCTGCTTTGCGAAACTCACCAACACCTACTGCCTGGTGGCCATTGGAGGGTCCGAGA 

ACTTCTACAGTGTGTTCGAGGGCGAACTCGCCGATACCATCCCCGTGGTGCACGCGTCGATCGCTGGCTG 

CCGCATCATCGGGCGCATGTGTGTGGGGAACAGGCATGGTCTCCTGGTGCCCAACAACACCACTGACCAG 

GAGCTACAACACATTCGCAACTGCCTCCCAGACTCAGTGCAGATTCGGCGAGTGGAGGAGCGGCTCTCCG 

CCCTGGGCAATGTCACCACCTGCAACGACTATGTGGCCTTGGTCCACCCAGACCTAGACAGGGAGACAGA 

GGAAATCCTGGCTGATGTGCTCAAGGTGGAAGTCTTCAGACAGACAGTGGCTGACCAGGTGCTAGTAGGG 

AGCTACTGTGTCTTCAGCAATCAGGGAGGGCTGGTACATCCCAAGACTTCAATTGAAGACCAGGATGAGC 

TGTCTTCTCTTCTTCAGGTCCCACTTGTGGCGG 

>GBEQ2418 lAcc | BM781007 1 Ver | BM781007 , 1 GI : 19129239 |MLN1_3__D08 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA f mRNA sequence .: Start : 8 : Stop : 641 

GTGATAATTGGAGCACCTGATATAGCTTTCCCCCGAATAAACAACATAAGCTTCTGATTACTTCCCCCAT 

CATTCCTACTTCTTCTCGCTTCCTCAATAATTGAAGCAGGTGCCGGAACAGGCTGAACCGTATATCCTCC ■ 

TCTAGCTGGAAATCTGGCGCATGCAGGAGCGTCTGTTGACTTAACCATTTTCTCTCTCCACCTAGCTGGG 

GTGTCTTCGATTTTAGGTGCCATCAACTTTATTACCACAATCATTAACATAAAACCACCAGCTCTATCCC 

AATATCAAACCCCCCTATTCGTTTGATCTGTCCTTATTACGGCAGTACTCCTTCTCCTAGCCCTCCCGGT 

CCTAGCAGCAGGCATTACCATGCTTCTCACAGACCGTAACCTAAACACTACTTTCTTCGACCCCGCAGGA 

GGAGGGGATCCAATCCTTTATCAACACCTATTCTGATTCTTCGGGCACCCCGAAGTCTATATTCTTATCC 

T ACCAGGCTTCGGT AT AATCT CACACAT CGTCACAT ACTACT CAGGTAAAAAGGAACCT TT T GGC TACAT 

GGGTATAGTGTGAGCTATAATATCCATTGGCTTTCTAGGCTTCATCGTATGGGCTCACCACATGTTTACA 

GTAN , , 

>GBEQ2419 | Acc 1 BM78098 6 ) Ver | BM7 8098 6 . 1 GI : 19129218 ) MLN1_2_C04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 37 : Stop : 639 

GTGTTTTTTTCCCCCTTGATAAGCTTCGCTAATATTTTAAACAGTCCTGTAAAAAACCAAAAAGGACTTT 

TTGTATAGAAAGCACTACCCTAAGCCATGAAGAACTCCGTGCTTTGCTAACCAAGATAACTGTTTTCTCT 

TTGTAGAAGTTTTGTTTTTGAAATGTGTATTTCTAATTATATAAAATATTAAGAATCTTTTAAAAAATCT 

GTGAAATTAACATGCTTGTGTATAGCTTTCTAATATATATAATATTATGGTAATAGCAGAAGTTTTGTTA 

TCTTAATAGTGGGAGGGGGGTATATTTGTGCAGTTGCACATTTGAGTAACTATTTTCTTTCTGTTTTCTT 

TT ACTCTGCAT AC AT T T T AT AAGT TCAAGGTCAGCTCT CAAAAGGAT AACGT GT GGGAT T AGAACATAT C 

ACATTGCGACACCCTAAATTGTTTTTAATACATTCGTAATCTATTGGGTCAACTGACATCCATTGTATAT 

ACTGATTAGTTTCTTTCACGTTCCTTTTTGTTTTTGTTTTTGCATTCTTATCAAATGCAGGGCCCCTTTC 

T GAT CTCACCAT T TCACCATGCATCTT GGAAT TCAGT AAGTGC 

>GBEQ2420 | Acc | BM780935 | Ver | BM780935 . 1 GI : 191291 67 | MLN1_1_B05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 84 : Stop: 454 

ACACAGGAT T T GAGAAAGAAAGAAAAGGAAAATCGAAAGCTACAACT GGAACTCAACCAAGAAAGAGAGA 

AATT CAACCAGATGGTGGT GAAACAT CAGAAGGAACT GAACGACAT GC AAGCGCAATTGT T AGAAG AATG 

TACACACAGGAATGAGCTTCAGATGCAGTTGGCTAGCAAAGAGAGTGACATTGAGCAATTGCGTGCTAAA 

CTCTTGGACCTTTCGGATTCTACAAGTGTTGCAAGTTTTCCTAGTGCTGATGANACTGATGGAAACCTTC 

CAGAGTCAAGAATCGAAGGTTGGCTCTCAATACCAAATAGAGGAAATATCANACGATATGGCTGGAAGAA 

ACAGTATGTTGTGGTGAGCAG 

>GBEQ2421 ] Acc \ BM78 0911 | Ver | BM780911 . 1 GI : 19129143 ) MLNl_l_Dll . gl__A005 Mesenteric lymph 

node (MLNlj Equus caballus cDNA , mRNA sequence . : Start : 42 : Stop : 363 

GAAGAAATCAGAGAATCGCTTTTCTAGACCTCTGCCTATACTTATATAAAAATGATTTCATCTGTTGCAT 

GAAATAGAGGCATGAATAAAAATCAGCTTATTATGTTCTACTTATTTAAGACTACTCTGCCTCTGAAAAG 

CAGTAGCAAAAAGTAGAGGGAGGATAAATTTAGAAAAATAAACACGGGTTTAGAAATATTATTCAAAATG 

ATCT T TGTGGGAGATTCAATAT TAGGAAT T CACAGACAGATAAGAAATT T GGAAT AT GGAAAT T ACT AAG 

AACACTGGAGAGAGGTCCTCATCGCTCTCTCGTGTCTTGTGT 

>GBEQ2422 | Acc ] BM7 80883 ) Ver ) BM78 08 83 . 1 GI : 19129115 | MLN1_1_H0 2 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 38 : Stop: 4 99 

TGCAGCTGAAATTAAGCTGACCATGGCACAGCTGAAAATTTCCCAAGGTAATATTTCCAAAGCATGTCTA 

ATATTGAGAAGCATAGAGGAGTTAAAGCATAAACCAGGCATGGTGTCTGCGTTAGTGACCATGTACAGCC 

AT GAGGAAGATATTGATAGTGCCAT T GAGGTCTT CACACAAGCT ATCCAGT GGT AT CAAAACCAT CAGCC 

TAAATCTCCTGCTCATTTGTCCTTGGTAAGAGAAGCTGCAAACTTCAAACTCAAATATGGACGGAAGAAG 

GAGGCAATTAGTGACCTAGAGCAGCTATGGAAACAAAATCCAAAAGATATTCACACCCTGGCGCAGCTTA 

TTTCTGCATACTCGCTTGTGGATCCTGAGAAAGCAAAAGCTCTTAGTAAACACTTGCCCTCGTCAGATAG 
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CATGTCCCTAAAAGTAGATGTTGAGGCTCTTGAAAATCTGCT 

>GBEQ2423 | Acc | BM780854 j Ver | BM780854 . 1 GI : 1912908 6 | APL1_9_G03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 18 : Stop : 600 

GACCTGGTATGAAAGTCTTGGACTCGGGGGCTGGGATCAGTGGAAAGCAGCCTGGGGTCTGGAAGAGGCT 
AGAGGGAGGGAGGGGGTTCCTGGAGGGATTTTCACAAGCCCTCTCCTTTCCCAGCTGAGCAGTGGCGTGG 
ACAGATATATCTCTAAGTATGAGTTGAACAAGGCCTTCTCCAACAAGAACACCCTCATCATCTACCTGGA 
CAAGGTAAGGCTTCCATTAGGACCTTGACCCCTATCTGGCTGGTCTTCCCTTCTACACTGGGCTTTGTCT 
GTGGGTGAAGCCGGCCCCAAGCTAGAAGACAGGGTCAGTGCTTCTGGGTGGTAGAGGAAGGAACATATAA 
AACAAGATGGTCACCCAGGTCAGGAAGATGGTCAACCCAAGTCAATGAGATGGTCAACCTAGGTCAATAA 
GGTGGTCAACCCAGATCAATAAGGTGGTCAACCCAGGTCAACACACCTCCTCTAAGCATCTCACCTTCTG 
ACCACTGATGTTCAACCTCATTTTCACACCTGCTTCCTCCAACTTATTCTCATCACAGGCTTAAACAACC 
AC T GAAAAGAGCCAC TTTGGTTC 

>GBEQ2424 | Acc j BM780841 | Ver ! BM780841 . 1 GI : 19129073 | APL1_9_H05 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 19 : Stop : 532 

TTACAGAGTGAATTTGTATTTAAACAAAAATTTAAATTTTGGAATCCTCTAAACGTTTTTGTATCTTTAA 
TTGGTTTATTATTAAATAAATCATGTAAAAATTCTCAAAAAAAAAAAAAAAAAAACTCGCCTCGTGCCGA 
ATTCGGCACGAGGGCCATCTCGAAGCCAGTTGAGAAGAAGCCTGGGAACTGTCCAGTGCCTCCTGGCCAA 
TGTCTGATGCTTGACCCCCCCAATCACTGTGAGACAGATGGCCAGTGCCAGGGTCACCTCAAGTGCTGCA 
CAGGCATGTGTGGGAAAGCCTGCATTTCCCCTGTGAAAGCCTGATTTCCGCAGTTTGGAAAAGGCTCTGG 
ATCCTCTGTGTGGTCTTGGAATTCCCTTTCTGCTCCCAGGCTTGGATCCCTGGGGGACTTCATGGTGAAG 
ATGTGGTTCTACCATCAATACCTCCTTTGGGGAAAGCTTGGCACACAGCAGGCTTTCAGGAAATGCCTGT 
TGAT TGGT GAAT AAAT AAGTGAGC 

>GBEQ2425 | Acc | BM780813 1 Ver | BM780813 . 1 GI : 19129045 | APL1_9_B10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 108 : Stop: 602 

TGAGCTGCACATCCTCTGTTCCAGTGTTTCTCATGATCTCCCACGGGTCCTTTGTGAAAATGCCAAATGG 
AAGCCTTGGTGGCCTGCTCCCCAATTAATTCCAGCTTGGGCTCCCTTTCTTTGTGGTTCCAGTATAACAA 
TTTGAAATGCAGCTTCCATGACTGTAAGACGGCTGAGGAGAGAAACCTACCAGCCCGTTTAAGATGTGGG 
GACTCGTGTAAAAGGTACCCATGTCTCGCTTTTAGTCGTTTCAGATCAGTGAGTTCTTTGGAAGAAAAGC 
CAAGCCCAGAATTTGGTGCAGAATCTTAACGTCTTGGGATTTGATGGGTGGATGCCTTTGGCCTGGGCCC 
TGGGCTCGTGCAGCGGGAGCCCCGACTGCCGAGCTGGGTCTGTGAGGGCCATGGACTATTCGTCTGTGGT 
TTGGCTTTTTGATATGATTAAAATTATTTTTTATTCTTTTTTCTACTATGTCTTAAACACTGATTATTGG 
TAATC 

>GBEQ2426 | Acc | BM7807 84 | Ver | BM780784 . 1 GI : 19129016 |APL1_9_D12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 52 : Stop : 64 4 

CGTGCTGCTGACTTACCCACCAGAAAGAGACAGGCACCCTGCTGCCGAGCCTGCCGGGGTGCTGGTTCTT 
CAGGCGCTGGCTTCCTGGTCAGGGATGGTCTTGGTGGGGCTATTGGGGCAGCGCAGAGTGTGAGCTCTCC 
TCATGTCAGAAGTGTAAGTGGGAAGGGAGGTTTGGTTTGGTTTTGCTCTCAGAGACATTAAACACTAGTT 
CAGTTTTGAGATTTATTTTAAAAATTGTAAGTAGTTCTGCCTGGGGTCTGCCCTTCTTCCCTTCCTGTCA 
AGGGGAGTGGCTGAGGTAGCATCATCTCCTGGCCCTCACTTCTCTGTGGTTGCTGGGAAAGTGACCCCAT 
TCACGGCTACTCTAGTCCTGGGGGTGTCATAGGACACAGCTCCCATTTGGAGGTGAAGTCAAGGCCCAGT 
GATGGCTCAGGTTGAGGACCCAACGCCGTAAACTGGTTTGCCAGCATGTCTGCCTTCAGGATAAGAGTGA 
GCCAGGACCAGATGGGCCACCACCTTACTCAGATATCAAGCAAATCAAGGGACAGGCATTCCTGGAACCC 
ATTTGTTGGTTCAGTAAATCCCAATACAACCCC 

>GBEQ2427 | Acc | BM780769 | Ver | BM780769 . 1 GI : 19129001 jAPLl_8_B03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence, : Start : 1 : Stop : 536 

GCACGAGGGGGAATTCAATCTTGCTGGCTGCTGTCTCTCTCCTCTCTGCCTGTCAGCAAAGTTATTTTGC 
TTTTCAAGTAGGAAGGGCAAGATTAAAATACAAAATTATGCCCCCGGCAGTCTCTGGGTCACCAGAATTT 
GACAGAATATTTCGTGCACAACAAAACAGTGTGGAGTTTTACCCCGCATTCATGATTACATTGTGGATGG 
CTGGGTGGTATTTCAACCAAGTTTTTGCTACTTGTCTGGGTCTGTTGTACATCTATGCCCGTCACCAGTA 
TTTCTGGGGATATTCAGAAGCTGCTAACAAAAGGATGACTGGTTTCCGGTTGGGTCTGGGGATTTTGGCC 
TTGTTGGCCATCCTGGGCGCCCTGGGGATTGCAAACAGCTTTCTGGATGAATACCTAGACCTCAATGTTG 
CCAAGAZ^ACTGAGGCACTTCTAACTTTTCCCCTCCCTTTGCTCAAATGCTTGCAGAAGATGTTTCCACTC 
TGAAGCTTATATGGTGTCACTTGTTCAATTAAAAAAAATGAAAGTC 

>GBEQ2428 I Acc | BM780750 | Ver [ BM780750 . 1 GI : 19128982 |APL1_8_D02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 12 

CTTAACCGTTTCAAAGAAATAATTAAAGTATTTTCCTACATTTTGCTTCTTGCCCAGGAGGGACAGGCTG 
TAGGGCCGGGGAATAAGGGTTTGGCCCCCCACAGCTGGGGACAGAGGCCCTGGCCTGTTGTTGGCATCTC 



964 



WO 2005/067649 



PCT/US2005/000517 



AGGAGCAAGGGATCTGTGCCTGGAGCTGAGCCGAGGCCCGCCACTGCACTGGGCGGGCGCTGGAGGACTC 
GAGCAGTGATTTTGTCCTGTGCGTGCGGCAGAAGAGGAGGCCGACTCGGGGACCTGGGCCTTCCCGTTCA 
CCTGGGAACTGGAAGGTGACCTTCTTCCTGAGGCAGACCCTCGAGTGAGGCTGGAGGAGCAGCTTGGAGG 
GGCCCAGAGTGTGGCCGTTTGCTAAATAAAGTGGAATGACCCCCCTTAGTGGGGTAACTGTC 

>GBEQ2429 1 Acc ) BM780728 ] Ver 1 BM780728 . 1 GI : 19128960 | APL1_8_F05 . gl_A005 Liver (APLl) Equus 
caballus cDNA,' mRNA sequence Start : 1 : Stop : 586 

AAGAAGAATCTTCAGTACTATGACATTTCTGCCAAAAGTAACTACAACTTCGAAAAGCCCTTCCTCTGGC 
TTGCTAGAAAGCTCATTGGAGACCCCAACTTGGAGTTTGTCGCCATGCCTGCGCTTGCCCCACCAGAGGT 
TGTCATGGACCCAGCTTTGGCAGCACAGTATGAGCATGATCTAGAGGTTGCTCAAACAACTGCGCTCCCG 
GACGAGGACGATGACCTGTGAGCAGGGGAAGCTGGAGCCCAGCGTCAGAAGTCTAGTTTTATAGGCAGCT 
GTCCTGTGATGTCAGTGGTGCAGCGCGTTTGCCACTTTATTGTAGAGCTGAGCAGAACATGTGCTTAATC 
TTTGGGATGCTGAAGGAGATGAATGGGCTTCGGAGTGAATGTGCCAGTTAAAAAAATACCTTCATTTTTT 
TGGACCTGCATATTTAGCTGTTTGGAACGCAGTTGTTTCCTTCTTGAGTTTCAAATATAAGACTGCTGCA 
•GTCACATCACAATATTCAGTGGTGAAGTCTTGTTTGTTACTGTCATTCCCATTCCTTTTCGTTTAGAATC 
AGAATAAAGTTGTATTTCAAATATCT 

>GBEQ2430 | Acc | BM780696 I Ver [BM780696. 1 GI : 19128928 [APLljS_A03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 88 : Stop : 633 

ACTGGACAGCCCCAGTTCATCAGCCAGGACTGGCCTGGTGTGCCCACGCAAGTGGATGCGGCCATGGCTG 
GCCACATCTACATCTCAGGCTCAGCTTCCCGCTCCTCCTGGGTCAAGAAGCCCAAGTCAGCACGTCGCAA 
CCGTAAACGCTATCGGTCACGCGGTGGCCGTGGCCGCAGCCGCAGCCGCAGCCAGAGCCCCCGCCGGCAA 
TCCCGTTCAGCCTGGCTGTCCTGGTTCTCCAGTGAGGAGAGCGGCGTGGGAGCCTACAACTATGACTATA 
ACTATGAGATGGACTTGTTTATGCCTGCCACCTGCGAGCCCATCCAGAGCGTCTACTTCTTCTCAGGAGA 
CCAGTATTACCGAGTCAACCTTCGCACACGGCAAGTGGACACTGTGAGACCTCCCTACCCACGCTCTATC 
GCCCAGTACTGGCTGGGCTGCCCAGCCCCTGACGAGAAGTAGGAGTCTGAGCCCACACAGCTGGGCCCTC 
CGCTGCTCCCTCCTCTGACCTCCTCCTCCCAGCCCAATAAAGATCGCTTGGCCCTG 

>GBEQ2431 | Acc | BM780664 | Ver | BM780664 . 1 GI : 19128 8 96 | APL1__6_D01 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 37 : Stop: 606 

CCCTGTGCTGGTGCTGGATGCCACTGCCCTGAAGGCCTGCAAGATCTCACGTTTTGAGAAGCACCTATAC 
AACGCTGCCGCCTTCAAAGCCCGGACCAAGGTGCGCAGCCGCTTGCGGGACAAGCGGGCAGACATCCTGT 
GAGGCAGGACCAGCTGAAGAGGAGAAT GT CCGCACCC T TGCCCGCAT T T T T AACAGAAGACAGTGCAACA 
GCTGGTCCCCGCCAAGAGTTGTTGCTTTATTTTTTTAATGACAAAACCAAAAACAGACATGGGGGTGGGT 
GGCTGGAAGCCAGGCGCTTTGCCCCTGCAGTCAGCCCTGTGGCCTCTTCCTGCCCTGTCTCAGGCCAGGC 
CAGGTGTGTGCCTGTCCCAGGGCTGTGGGGCAGCCAGTAGGAGGCCTATCCCTTCCTTTCTCTCCTTTCT 
CAGGCCTTGCTCCCCTTCCTTGGGGTGGGGGTGGAATGGCATCTGGACAGATGCCACCTCATCAGGTGGG 
GAGGTAAGGCT ACC T GGAATGGATT T ATGT GCTGACTT T T AAAGATT AT T AGAG AT AAT T AAACT GAAT G 
CTCAGCCCTC 

>GBEQ2432 J Acc | BM780639 | Ver I BM780639. 1 GI : 19128871 | APLl_6_F07 . gf_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 8 : Stop: 647 

GACAGTGGTGGCTTGATAATCCTTAAGCAACTGAAGTTAAAATTGTTGAATTTGGAGGAAAAGGCACTTG 
AAATGGTTACTCTTTCTGTCCAGCTGTATATAAGTCCAATGTGTTAATTAATCTAGATGATGCAAAGAAG 
AATCTCCTGGTAGAGAAGCAACGTACAAAATCGGTGAAAAAGGTTATGGTTTTTTTTCAGTGGGGTGGGG 
GGAGGGCAAGCTGGATTTACAAGTCACGACTGGACTGAACTGGCCTTTTTATCTTTCCGCTGTATCATGT 
AAGTAGCTGCTTTCTCGTCCTGCCTGTCCTTCAGGCACCCCTAAAGCTCACTCTGAAGATGATAGAAACA 
AAT ACAAAATCTTCGAGTTAGAAGTT GATCCTGACACT GACGTGAAGGCAAGCATTGAT T TCAGATGAAC 
GT TGCAGAGGTGGTCAT TGGAGAAGACAGTTCCCCAGAT TGT AAGAGT T AACTGAAGAT AT TG ACACAGT 
TTTAAAAAATCAGTAAAGGAATGTATATAATATTGCTCTTGTGTTTTACAGTAAGATTTGTTGCTCAGAC 
TGTGTAAAACAAAATTTATTCATGTTTTCTGCATATTAAAAAATCTTATTGTACCAATTGGTAAACTATT 

AAAT GCC TAT 

>GBEQ2433 1 Acc I BM780625 | Ver | BM780625. 1 GI : 19128857 | APL1_6_G09 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 54 9 

GCACGAGGGCGCGGTGAGGAGCAGTCGTCCACGCCACCAGCCATGCCGTCCAAGGGTCCTCTGCAGTCGG 
TGCAGGTCTTCGGACGCAAGAAGACGGCCACAGCCGTGGCGCACTGCAAACGGGGCAACGGCCTCATCAA 
GGTGAACGGGCGGCCCCTGGAGATGATCGAGCCGCGCACGCTGCAGTACAAGCTGCTGGAACCTGTTCTG 
CTTCTGGGCAAGGAGCGGTTTGCCGGCGTGGACATCCGAGTCCGTGTGAAGGGTGGTGGTCACGTTGCCC 
AGATTTATGCAATCCGCCAGTCCATCTCCAAAGCACTGGTGGCCTACTACCAGAAATACGTGGATGAGGC 
TTCCAAGAAGGAGATCAAAGACATCCTCATCCAGTATGATCGGACCCTGCTGGTAGCTGATCCCCGTCGC 
TGCGAGTCCAAAAAGTTCGGAGGTCCTGGTGCCCGTGCCCGCTACCAGAAATCCTACCGATAAGCCCATC 
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CAGAGGATCGGGGTTCACCTTTATAATAAACTGGTTGTGGGGTGTGAGGTTTCAAGGCC 

>GBEQ2434 | Acc | BM780 623 | Ver 1 BM780623 . 1 GI : 19128855 | APL1_6_H04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 35 : Stop: 652 

CCAACCTGCCCCATGTAGCAACNCAGGACACAGCGTTCAGAGGATATGTCATCCCTAAGGGCACAGTCGT 
AATTCCGACACTGGATTCACTCTTGTATGACAACCAAGAGTTCCCTGATGCAGAGAAGTTTAAGCCAGAG 
CACTTTCTGAACGAAAACGGAAAGTTCAAGTACAGCGACCATTTCAAGGCATTTTCCGCAGGAAAGCGCG 
TGTGCGTCGGAGAAGGCCTGGCTCGCATGGAGCTGTTTCTGTTCCTGACTGCCATTCTGCAGCACTTTAA 
CTTGAAGTCTCTGGTTGACCCCAAGGATATTGACCTCAGCCCCGTCACGATTGGGTTTGGCAACATCCCA 
CCCAATTACAAGCTCTGCATCATTCCCCGCTCGTGAGCGCGAGGGACAGGTGCTCAGAAGACCCCTGGGC 
CCCTTGATGCCCTAGGGTTCCTGCCAGCGCCCACTCAGTGCCACCAGGAAGACCCTCCCCTCACGGCTCA 
GTGAGTCAGGGCTCCACGGGGATCACTCGGCCGGAGAGGCTGCTTCCCAGAATCATTCTTCAGATAGAAT 
TTGAAAGCAAAGTCCAAAAAAGATTGTGTAAAACCAATTAAACTAACTAAAGAAACTG 

>GBEQ2435 j Acc | BM780622 I Ver | BM780622 . 1 GI : 19128854 1 APL1_6_G12 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence. : Start : 86: Stop: 5 63 

AGATAAT CCCAT TCAACAGAATCGCCAT TGGAGAAGGACAGCAGTT CCACCTTGGGGCAGCCAAACAGGT 
TGGACCAGAACACCGT GGCAAAATAGAACAT GAATATGACACAGAATATGACGAGT GATT T TAC ACT GAG 
AATTAAATGCTCATTTCTATTAACCCACAAAGTTTCAGAAACTTTTCTGAAAGTTTCTTCTCGGTTTCTC 
TTACTATACTTATTAATTTTAAGTCTTTTATTAAGGATATTTAGCCTTAAATGGAAATTAAAACTCACTT 
TGGACTGTTGACGCAAATTACTGAGCTCAGAGTTATTTAAAATTTGTTTATTTGATGAGATAACATTTTA 
GCTTATCTCCTAGATATAAAATAAAGTTATTGCCATATCTTTTATTTTAACATGTCATTTTATCTTGGTG 
AT T T T T AAAGT TAT T TCT T AAAT AT TT CAGT ATAT ACT AATAAAATAGGAGTAAATTC 

>GBEQ2436 | Acc | BM780616 | Ver | BM780616. 1 GI : 19128848 | APL1_6__H08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 27 : Stop : 631 

GAGAAGGAAGCGGCTCAAAATGCCGGCCCGGGGAGTTCCCCATCCGTTCTCGGGGGAGGAAGGGACTTTA 
CACACACCCCTTACATGAAAGCTGGAGCCTCACCCGGGCCAGGAGTGGCGTTTCCTCCCAGGATTTCCTA 
AACCTGGAGGGATTTAGTCTGGAGTAGAGACTTGTATTATTTCTCTCCTTCCCCATCTTCCTCTCTCAGT 
GAAGAAACGTCTATAGCCTGTGATTATTCTGGGAAAGGGGGATACTAGCGGCCAGTGGCTTCCCCACGGG 
GAGAAAAGCT TGATGAACT TCACGGAAGACT TCGAGCT TGGAAATAACGGAGT T T ATAGAGAAAAGATAT 
ATTTTTAAAAGCTCTAGATCAGAACTACTACACAGTGCTTTTAAAAAGTGATTATGAAACAAAGTTTACA 
GACAGACGCCGTAAGTGGAAAGACCTTATGGTTTTGGTAGATATGGTGACTCCAGTCTTTGTTGTATAAA 
GGTTGGGGGAGCTGACAAGGTTTTTGTACAGTATTTTCTCCTTCGTTGTATTGATTTTTGTATAAAAATG 
TAACTTTACGTGTCTAACACGTATTAAATATTTTGAAGCATCTGC 

>GBEQ2437 ) Acc ) BM780596 | Ver | BM780596 . 1 GI : 19128 828 | APL1_4JB02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 172 

GATTTGTGCACATGTGAGAGGGTGTCCAGTTTGTCTAGTGATTGTTATTTAGAGAGTTGGACCACTATTG 
TGTGTTGCTAATCATTGACTGTAGTCCCAAAAAAGCCTTGTGAAAATGTTATGCCCTATGTAACAGCAGA 
GTAACGT AAAATAAAAT T ACATT T TATAACCC 

>GBEQ2438 | Acc | BM780571 1 Ver | BM780571 . 1 GI : 19128803 1 APL1_4_D06 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 72 : Stop: 4 67 

ATCTACATTGATGGACGACCTGTGCTATGTGGCTCCAAGTGGCGCCTCAGCAACAACTCTGTGGTGGAGA 
TTGCCAGCCTGAGATTTGTCTTCCTCATCAACCAGGACCTCATTGCCCTTATCCGGGCCGAGGCTGCCAA 
GATCACGCCACAGTGAGGAGTGGTGGCAGGACCATGGGCTCTCTCCAGCCTCAGTTTCCCCTGCCATTCC 
AGCCCTCTGGAGCTGGGAACTCAGGCTCCTGGAAAAACCAGAGTGGGCAGCAGGAGACCCAACTGCTGGC 
CCATTGATCTGAGCCTCTGCGGGAGGGTGGGGCTGGCCCTTGGGAAGTCCCTGAGGCTGGGACCCTCCGG 
CTTCCTTAGAGCCAGAGCCCCTCCCCCTCTCCTCTCTGCAGAACCA 

>GBEQ2439 I Acc | BM780557 | Ver | BM780557 . 1 GI : 19128789 ] APL1__4_E11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 16 : Stop : 612 

GGCTTATGGGGGCTTGGAAACAATCAGACTCCCTGGCCTAGACCCTCAGGTCTGATGGCCTGAGTGTGGG 
GCTGCAGACGGAGCGGAAGCTGCTATAGGAGGCAGGGAGAACAAATTACCACAGAGTTTGGCCCAGCTCT 
GCCTCTCTGGCGGGCTTTGGGATTGCATTGGGCCATCGGCTCTTGCCATTTAGGGGGGCAGCCAATTGGC 
ATTGCCTCCCAGACTGAACAAAAACCCAGCAGCCGGATGGGACTTCTTCGGCAGACTTGACTGTGTAGCT 
GCAGCAAAGTCATTGCCCTAGATGACCCAGGGGATCTGGCACTGTGAGGATTACGGACCTTGGACTCTTA 
TTGTCATTTTGACAGCTGTTTGCCCATTTGGATTATAAAACAAGTTGAAAGCCTTGTTTAGAGCTGTGCA 
CGGCCCCTGTGCCAAGGGGTGCTGTGCACTCTAGGCATCCCTCACCCAGGGACTTTTTTTAGTAGATGTG 
GGGACAGGGTGAGCTGGCTGTGTCCATCTTTAAGTCACTGAGTGAAATTTCTGTTTTCTATTCTCTGAGA 
AGATGAGT T TGTATGTTCTGAGAATAAATACATGAAT 

>GBEQ2440 I Acc | BM780539 I Ver { BM780539 . 1 GI : 19128771 1 APL1_4_G12 . gl_A00 5 Liver (APLl) Equus 
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caballus cDNA, mRNA sequence .: Start : 1 : Stop : 610 

CCGGGAGCAGGCCCACAAGGTCTATGTGCAGCACTTACTGAAAAGGGACAAGGAGCACCTGTGGAAGCTG 
ATCCATGAGGGAGGCGCCCACATCTACGTCTGCGGGGATGCTCGGAACATGGCGAGGGATGTGCAGAACA 
CGTTCTACGACATCGTGGCCGAGCTGGGGACCATGGAGCATGCCCAGGCTGTGGACTACATCAAGAAGCT 
GATGACCAAGGGCCGCTACTCGCTGGACGTGTGGAGCTAGGAGTGACCCAGCCCAGTCTTGCTCTACCCT 
CTCACTCTATAGACTCGCCTGCCCATGTAATCACTTTCCTTACTCCCTTCTGCTGGTCTCCCGGGCAGTT 
CCTGCTGGGCCTTGCCACCAGAGGCAGGCCCAGTGACAGACTGTTCTGGGCCCACGATGTGCCCTCCAGA 
GCCCCCCAGCCCCAGGGCACGTGGCCAGGGGTGACCGGGCCCGCACTTTGTGAACACCTCAGGCCCAGTG 
GCTATACAAAAGGGGCTCCTCTCTCAGCTGAGCTGGGGCCTGCCCCTTCCACGTGATTTTCAATGAGTGT 
AAATAATTTTAAATAACTTCTGGCCCTTAGAATAAAGTTCTGTTTTCTGT 

>GBEQ2441 | Acc | BM780523 | Ver | BM780523. 1 GI : 19128755 |APL1_3_A11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 50 : Stop: 657 

GGCGCCTGGACACCAGCAAGGATGGGTGGCATAGCTGGCCCATTGACCATCAGTGGCCCAAGGGTCCTTC 
AACAGTGGATGCTGCCTTTTCCTGGGATGATAAACTCTATCTGATCCAGGGCACTCAGGTATATATCTTC 
CTGACGAAGGGAGGCCATACCCTAGTAGA'tGGTTATCCAAAGCGGCTGGAGAAGGAACTCGGGAGCCCTC 
ATGGGATCAGCCTTGAGACTGTGGACGCAGCCTTTATGTGTCCTGGGTCTTCTCGGCTCCACGTTATGGC 
AGGACGGCGGCTGTGGTGGCTGGACCTGAAGTCAGGAGCTGCAGCCACGTGGACAGAGCTTCCTTGGCCC 
CACGAGAAAGTTGACGGGGCCCTGTGTGTGGAAAAGTCCCTCGGCCCTCACTCATGTTCTGCCAACGGTC 
TCGGCTTGTACCTCATCCAAGGCCCCAATTTGTACTGCTACAGTGATGTGGAGAAACTGAATGCAGCCAA 
AGCCCTTCCCAAGCCCCAGAGAATGAACAGCCTCCTGGGCTGCCATAATTGAGAGGGCTTGGCCCGGCCC 
TTTCTCCCCATTTTCCTTACAATAAAGCCNAGAGTGCTTCTTTGCTTG 

>GBEQ24 42 | Acc [ BM780514 I Ver | BM780514 . 1 GI : 1912874 6 | APL1_3__B05 . gl__A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop : 265 

GCGCGCGCGGCCCCCCGCGTCGGCGCGGCGCGCCCCCGCCGCGCGTCGGGACCGGGGTCCGGTGCGGAGA 
GCCCCTCGTCCCGGGACACGGGGCGCGGCCGGAAAGGCGGCCGCCCCCTCGCCCGTCACGCAGCGCACGT 
TCGTGGGGAACCTGGCGCTA2\ACCATTCGTAGACGACCTGCTTCTGGGTCAGGGTTTCGTACGTAGCAGA 
GCAGCTCCCTCGCTGCGATCTATTGAAAGTCAGCCCTCGACACAAGGGTTTGAT 

>GBEQ2443 | Acc | BM7 80507 ] Ver (BM78 0507 . 1 GI : 19128739 | APL1_3_C02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 3 : Stop : 58 8 

GTGTACAGATATCAAGCCAGAATGGTTGGTGAAAATTGCCCCTCAATATTATGACATGAGCAATTTCCCA 
CAGTGTGAAGCAAAGAGACAGTTGGACCGCATCAT TGCCAAACT T CAAT CCAAGGAATAT TCACAGTACT 
GAAT T CAATGCT T AGAACTGAAGT TAT TCAGAGGACAGC T TT AAAAGAT GAATGAACT CAAAAGT T C AAG 
TTGTGCTCTTCACGTTGGTTCAATAATGGCCTTTATTTGAAAGCTTTTTAATTTTTCTTTACAGTAAATA 
TTCCATTCTGATTTCATAAATTAAACATTTATGCCTCCCTTTTGTGTTGACACTGTAGCTCATACTGGAA 
AAGTCGATCAATGTTTTGCAGTTTATTGAAAGTAGTTCTATATATAACAATGTTATAAGCATTTCTTTAG 
AAATGGTTGAAAATGCTTCT2\AAATGTGATTATCGACGATGGTATGCATGATCGTTGTAATTGTTGACAT 
TCCTTTTAGAAGTTGTGAAATGTTACAACTTGTGCTTATGTAGACACAATCTTCTGTCTCAGTACAGAGG 
CACTGACTTCAATAAAGTCTATTTAT 

>GBEQ2444 | Acc| BM780467 | Ver | BM780467 . 1 GI : 19128714 1 APL1_3_D11 . gl__A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 17 : Stop: 58 6 

GCTCTGCTCTGAGCCCCTGGGAGGCCAGGGAGAGAGGTCCCTGGGTGAGGAGGGGTTGTGAGGCCTCATT 
CACACATTCAACAATATTTATGGAGTGTTCGCTGGCCACTCACCGGCTGTCTTGGTCACAGGGAGGACCA 
AGGAGCTGACCCCTGAACTGAGGGAGAAATTCATCAGCTTCGCGAAATCCCTGGGCCTCACCGATGATCA 
TATCATCTTCCCGGTCCCTATTGATCAATGCATCGATGAAGAGTGAGCGCGCAGTGAGTACAGCTCGGGG 
GGCTAGTGGGAGCTGGGGTACAGCGGGGCAGGGTCTCGGGCCTGCCTTTGCTCCCCACCAAGCTTGCTGC 
CATCTTGATTTCCTTGTCTCCCTCTCAGGTGCCTTCTGTCTCTCTGCCCCCGTCACCCTCATGTCAGCCC 
CTGCCCAGGGCACTGCCTCAGCTGCCCCAACCAGCCCGGACACCAGTGAGAGAGCCAAGGGACCCTTCCC 
GAAGCACAGCCCACCAGCTGCTCCCCAGGCCACCCTACTGCTGGAGCCCCTCCTTTCCTGCTAAATAAAC 
ACAAGCCCCC 

>GBEQ2445 | Acc | BM7 80427 | Ver | BM7 80427 . 1 GI : 19128659 |APL1_2_A11 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 3 : Stop : 669 

CAGCACTGCAGACTATTCCACGTTCAGGGTGGGACCTGAAAATGACAAATACCGCTTGACATATGCCTAC 
TTCATGGGTGGAGAGGCCGGAGATGCCTTTGATGGCTTTGATTTTGGTGATGATCCTAGTGACAAGGTTT 
TCACATCCCACAATGGCATGCAGTTCAGTACCTGGGACAATGACAACGATAGATTTGAAGGCAACTGTGC 
TGAACAGGATGGATCGGGTTGGTGGATGAACAAGTGTCATGCTGGCCACCTCAATGGAGTTTATTACCAA 
GGTGGCACTTACTCAAAATCATCTACGCTTAATGGTTATGATAATGGCATAATTTGGGCCACTTGGAAAA 
GCCGGTGGTATTCCATGAAGAAAACCACCATGAAGATAATCCCATTCAACAGAATCGCCATTGGAGAAGG 
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ACAGCAGTTCCACCTTGGGGCAGCCAAACAGGCTGGAGACGTTTAGAAGACAACTTCAAATGGTAGACCT 
TTTTAAAAGGACTTTATCTGAGCAGAGAAATATAATGTTTTCCTATGGGACAATGGACTTGCAAAGCCTC 
ACTTCATTTTAAGAGTAAAAAGAACCCTTATCGAAAACTCCACTAACAGTTTTATGCTGGTAATAATTTA 
TCTACATGCCATTTCAATAAACATTTTGTTTCCTAAG 

>GBEQ2446 | Acc | BM7 8 0 4 2 0 | Ver j BM7 80420.1 GI : 19128652 | APL1_2_B07 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 92 : Stop : 677 

CAAGGAGCAGTGGTTTTCTGTTCTTTTTGGCTATGCATTTGAAAACTTTGCTGTTTAAGGATGCTTGTAC 
ATAATGCGTGCATACCACTTTTGTTCTTGGTTTGTAAATTAACTTTTAT7VAACTTTACCTTTTTATACAT 
AAACAAAACAAGTTTCTTAAGGCTACCTTTGTATTCTCTCCTGTACCTCTTGAGCCTTGAACTTTGACCT 
CT GCAGCAATAAAGCAGCATT TC TAT GACACACACAAGGTCAT T T T TT T T AAGGAAAAGAATGCACAGAA 
TTGTTACATTTTTAAGTGCTGCATTTAAAAGATACAGTTACTCAGAATTCTCTAGTTTGATTAAATTCTT 
GCAAAGTATCCCTACTGTAATTTGTGATACAATGCTGTGCCCTAAAGTGTATTTTTTTACTAATAGACAA 
T TTAT TAT GGCACATCAGCACGAT T T C TGT T TAGATAATACACCACTAAACAT T TCTGT T TAGAT AAT AC 
ACCACATTCTGTTAATCAATCATTAGGTGTGACTGAATTTCTTTTGCAGTTATTAAAAAATCTCAAATTT 
CT AAATCT GCACGAATAAAACT T T T T 

>GBEQ2447 | Acc | BM780419 | Ver I BM7804 19 . 1 GI : 19128651 1APL1_2_B0 6 .gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 99 : Stop: 616 

GGACGGAGGCACTGTCTGTGAGGCGGGAACCCACCAGCAGCTCATGAAGAATAAGGGACGCTACTGGGCC 
ATGGTGCAGGCTCCTGGCGGGTCTGGTGCTCCGGAATGAATGACTTCTCAGACCTGCACACTTCATCACC 
CTCCCTTTTTTTCCTCCTCTCTATAATGGAGAATTGGGGGACAGAGATCTTACAGAGCTTCAGAGTAGGC 
AGCTGCTTCTAGGAGGAGTTCCATCCTAACTGTAACCCCCTATATGGTGCCTGAAATTCTCTCATGAGCG 
TTATCTCCTCTCCAAGCTCCTCTTGATAACACAGACTTTCTAGAAGAAAACATAGACTTTAGAACTCCTT 
AGTGTAACTGGGT T TAGGGTCAGGT T TGGACAGCAGCCTGAAAAT CAGGAGAAAT ATT TAGAATATACAG 
AAAGGGAAAATCAGCTACCTTCCAATAAGACCAAAGGCATATGCTGGCCATAAATACCCTGTGGATTCTT 
GATATTTATAATAAAATTGGTGTTTTGT 

>GBEQ2448 | Acc | BM780418 | Ver | BM780418 . 1 GI : 19128 650 |APL1_2_B05 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 10 : Stop : 520 

GATTATTATATTATTCAATTCTCAGGAATGCTGCGGAGTGGTTGTCCAGTCCATGAGAACTTACGTCCTT 
GTTAGGCGGAATATTTGGGTAAGAACCAGCCATTGCTAATCTAACATAGAAACCCTCTCCCCACGCCTTA 
AT T TGCAGAAAGAATCAAGCAGGACCAATAGAAATAAT TCGGCAAATGACGAACCT GCAGGAAAGT GAAT 
GATGGTTTGTTCTTCTTTCCTCAACTCTAGTGATCCCTTCAAAGGGGCTGGTCTGGCCAAAGTATTAAAT 
AAAACATAAGATTTCTTCATTATTGATATCGTGGTCATGTATATTTAAAACTGATATCTAGTGGCCCTCA 
TGGAGGGTTGGAAATTGATTTGGATTTAACTTTTACCTCATCTGGGAGCTCTTTATGCTCAGAAGGACCT 
AATTTTCTAACTTTGCCCAACACATAGCGAAATTGTGCCCATCATGTTTTCCGCCCACCCCCTGTTCTCT 
GTTCGATCGGCTTGCTTTTCT 

>GBEQ2449 [Acc j BM780411 1 Ver j BM780411 . 1 GI : 19128643 | APL1_2_B12 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 112 : Stop : 217 

TCTCTCTCTTCAAAGACTCAACCTCACAACAAGAGTTGACACTGGGTCCTTGCCCCAGACCTAGAAACCG 
TGGGACGTGGAAATGTTCCTTTTTAAAAGTGGATTC 

>GBEQ2450 | Acc 1 BM7804 10 1 Ver ) BM7804 10 . 1 GI : 19128642 1 APL1_2_D02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 6 : Stop: 571 

AAATTTTATAACATAATTTACTATAGCTTAATGTTTAACCAGTTTTAAATAAGGAATTAAATATATTTGA 
TGCAGAAGACGATACAGGT TGCATGTGGACACT GAGCCACATCAACAAC T TGGAAAAAAAATCAAACAAA 
TGGCAATTTTATAATGAATTCTCAGGTGAACTTTTTTCAGTTATAAAACATCTATTTTGAATTTGTAAAT 
ATTTTAAGTGTTTTATTAAGGCATGTAATAAACTATTCTTTGAAACCTGTTGGGAAAAATGAAAATTTAA 
AGCCATAATAATAAAAGATGGCATACTGAT TGTAAATAAACAGAAATAATAACATC TAT TGAT T TTT T TT 
GTATCTTTCATAATATAATTTTCTAACAATGCAATAAAACCACTAAATTTTTTATCCATATCCTATTAAG 
ATCATGTTTCATTAAAAGTAAACTTTTGTAATATTTAATTTACATTTTCTTCCTTATGTGCTTATCCAAC 
TGTAGCAAGCTATAAATGTTAGATGTTGGTGATAAATTGACAGTTGAATAAAATTCTCTAAAATTACTTC 
TAATTG 

>GBEQ2451 | Acc 1 BM780405 | Ver | BM780405 . 1 GI: 19128637 | APL1_2_C08 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 302 

GCACGAGGGGAGGGGTGAATCCCTACGCTGACCCCAACACCTGCAGAGGTGACTCTGGTGGCCCCCTGAT 
TATTCACAAGAGGAGTCGCTTCATTCAGGTTGGCGTGATCAGCTGGGGCGTAGTGGATGTCTGTAAAGAC 
CAGAGGCGGCAGCTGCAGGTGCCTGCTCACGCTCGAGACTTTCACATCAACCTCTTCCAAGTGCTACCCT 
GGCTCAAGGAGAAACTCAAAGACGAGGGTCTGGGATTTCTATAAGGAGTTTCCTGCTGGCAAGGGACATG 
AGACCAAATT AAAACAGCT GCG 



968 



WO 2005/067649 



PCT/US2005/000517 



>GBEQ2452 ) Acc ) BM7804 02 | Ver ) BM780402 . 1 GI : 19128 634 | APL1_2_D09 . gl_A005 Liver (APL1 ) Equus 
caballus cDNA, mRNA sequence Start : 26 : Stop: 247 

AACCTCCACGCCATGAGAGCCAAGTGGAGGAAGAAGCGAATGCGGAGGCTGAAGCGCAAAAGAAGAAAGA 
TGAGACAGAGGTCCAAGTAACCCGTTAGTTTGTGCACCCGTGGAAGCCCCAGGAGCAGAAAAAAGGAAGC 
CAGAGGCCAGGGACGCTGGTACAAATTGTTGGACTGCATGCCCACTGTCAAGAACTTGTCTCAGTGGATG 
TAGAACATCCAT 

>GBEQ2453 j Acc | BM780399 I Ver | BM780399 . 1 GI : 19128 631 | APL1_2__D0 5 . gl_A00 5 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 451 

GGACGAGGCGTGCCGGAAGTGGGCCGGGACGCCTGCAGCGGCGCGGGGCTGGAGATGAAGCCGGCGGTGG 
ACGAGATGTTCCCCGAGGGCGCCGGGCCCTACGTGGACCTGGACGAGGCGGGAGGCAGCACCGGGCTCCT 
GATGGACTTGGCCGCCAATGAAAAGGCAGTTCATGCCGACTTCTTTAATGATTTTGAAGATCTCTTTGAT 
GACGACGATATCCAGTGAGATCCTGCCCGGCGGTGCGTGCTCGAGCCTTTGTCTCGTAGTGGTGTGGTGG 
ATCTCCTCAACGGACAATTTCAGATGGTTCTAAAGAACTTGTGGAAATCACTTGAAATTAGGAGATGGTT 
AACTGGGAAAGAGAAGGGTGGTTTTAACCATCTGGATGAGGCCTATTGATGTCTGAGTGTGACCAGCTTT 
TGTTCTGACTTCAATTAAAAAAAGCGATGTC 

>GBEQ2454 | Acc | BM780382 | Ver ] BM780382 . 1 GI : 19128614 I APL1_2JT10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 543 

GCACGAGGTGCCTACCCAGTTACTCCCAAGAAGCAGCTGCTCCAGGAACGAAGGTGCCATGCAGCCCCGG 
GTCCTCCTCATCGCTGCCCTCCTGGCGCTCCTGGCCACTGCCCGAGCTGCAGAGGACAAGGATGCCTCCC 
TTCTGGACGTGGTGCAGGGCTACATGCAGCAGGCCTCCAAGACAGCAAAGGATACGCTGACCAGCATGCA 
GGAGTCCCAGGTGGCCCAGCAGGCCAGGGACTGGGTGAACGACGGCCTTAGCTCCCTGAAAGACTACTGG 
GGCAAGTTAAAGGGCAAGTTCTCCAGCTTCTGGGATTCCACCTTTGAGGACACAACTCCAAGCCCTGCAG 
TTGCCTGAGACCTCGACACCACAAGTCCACCTGCCCATCCATCCTGCTGGCTCTTTGGGTTCTGTGGCCT 
CCGGGGCTGCCCCTGAAGGTCGCTTAAAAAGGACGGCATCCCCAGTGCCCTCTCACCCTACCCCAGACCC 
GATCCCCCCCAGGCAGGCCGACCTCCCAATAAAGCTGGATGAGAAGCTGCCGC 

>GBEQ2455 | Acc | BM780361 | Ver | BM780361 . 1 GI : 19128593 j APL1_2JK03 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence. : Start : 9:Stop: 310 

TTTGGAAAATAATGTGCAGAAACGAGCTGTGCTTGCAAGGACTTCATAGTTCCCAAGAATTAAAAAAAGA 
AAAAGAAGAATTCCCCTTGATCAACTTACTTCCTTTTCTTTGTCTTCCCTCCCTCACCCCCCTTCCCTTC 
CACCCTCTTTTCACAAGCTGTTTCGCTTTGCAATATGTTACTGGTAATGAGTTGCAGGATAATGCAATCT 
TAACTTGTTTTTTTCCGCAAGTATTTGAGTTTAAAACTCCTGTATCTA2\AGAATACGGTTGGGGTCATTA 
ATAAAGAAAATCTTTCTATCTT 

>GBEQ2456 | Acc | BM780340 ( Ver 1 BM780340 . 1 GI : 19128572 |APL1_1_A11 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence . : Start : 34 : Stop : 569 

CTATGACCTACGCCACGCCTTTGCGGGTGTGGGCTCAGGGGAGTCCGCCTCAGGAGAAGCATTCCACGTG 
GAGAAGCCACCCAAGGTGGCACATCCTAACACTGCTGCTGCCGCCGGTCCAGTGGTCCGCCCTTGCCCGG 
GGAGAATCAGATACTTCAAGATCTAGGTGAAGGTCAGAGATGAGAAGGTTTGGCACAGAGAACACAGCCA 
CCGTTTTGTCCACGTCTGGGTGTGGCGGGGGCCCTGTCTGCTGACAAAGCAAGTTCTCCACGTGGTCTTG 
ATTAATAGCAAGTCTTGACTCCCAAGTTCTTTTCGTTTTTCAGAGGACGGAAGCAGAGCGGGTGATGGTT 
ATGTTTGCCAGCGACTTGATTGTCCTTGTTTTGATGCTAAGCAGCCACCACTGTATTTTCTGCCTTCTTT 
TGACCTCACGAAAACAATTAGAACTATGACTTTCAGAGGTGCTCTTGCC21AGCTTATATGTGCTTGTTAA 
TCAAAGTGCCTGAAGGACCTTCCTTAATAAAGAAGGTTCTGAGCTG 

>GBEQ2457 ) Acc 1 BM7 8 0331 ) Ver ) BM7 80331 . 1 GI : 19128563 | APL1_1_A02 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence - : Start : 11 : Stop: 281 

CATTGGGGGTGGGATGGGAATAGCAATGTGTGTTCAGAGAGGATGAAATTGCTTAAATGTCATGCTTAAA 
CTACCCTT GACCCTTATT T GTT T TTAAACAAGATATTAAGCTATAATATGT GAAGTCAGAGG ACCAAAGT 
GAGGAGGGAAACCTTTTCCCCCCTCACAAGAACCCAGGCTTGACAGCTTGTTGTACTTTAATTATGTAAT 
ACT GGAGGTACAAGACAAT TGCAT TTAACAT TGT TATAAATAAAAGAGAAT CAGAT CAGCC 

>GBEQ2458 | Acc | BM780320 | Ver 1 BM780320 . 1 GI : 19128552 | APL1_1_C05 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 123 : Stop: 626 

TCTCTGCCCATCACCGCTGGAATTTTGACGACCTGTTGGAAAAGATCTGGGACTATCTGAAACTAGTGAG 
GATTTACACCAAACCCAAAGGCCAGTTGCCTGATTACACATCCCCTGTGGTGCTGCCTTTCTCCAGGACC 
ACGGTGGAGGATTTPTGCATGAAGATTCACAAAAATCTCATCAAAGAATTTAAATATGCTCTGGTCTGGG 
GTCTCTCTGTGAAACACAATCCTCAAAAAGTGGGTAAAGACCATACGTTGGAGGACGAGGATGTCATTCA 
GATTGTGAAGAAGTGAAACCTTCCCTTTTCCCCATCTGCCGGACGAACCACAGCGGCTTTCCCCATGACC 
AAGCACCCTACCCCAAACCCTTCTGGCTTTGGCAGCCACTGGATCAGGATTCAGGGGAGGGAGGTGAAGG 
TCCCCAAACTTCACTTGTATTAAGTTGGTGTCACCTTGTGTGTTGAACTGCATAAAGGACCTTGTGGGCG 



969 



WO 2005/067649 



PCT/US2005/000517 



AGTTGGCTATGTGC 

>GBEQ2459 1 Acc | BM735487 } Ver | BM735487 . 1 GI : 19056820 | MONOl_19_E01 . gl_A005 Monocytes (MONOl) 
Eguus caballus cDNA, mRNA sequence .: Start : 7 : Stop: 37 5 

ATAGCATTAACCCCTCGCCCGGCCCGGACACAAGGAGGAAGCTCCTAGGGGCCAGGGGCAGGACTGTGGA 
GGGACAGGCTTCCCCTCACNCCACCCACTCCCTCCTTCTGCCCCCTCCCACATGCCCGCCTCGCCTCCCA 
CCAGGACTCTAGCCCCAGAGTGGCTCCAGAAGGTCCCCCGGGCGTCTGACCCCAGCGAAGGGCCAGCCTT 
GCTTGGTTCAGCTGGGGGTGCTTGCTTGGGAGTTCGAAGTCACCCTAATCACGTAAATGGAACTCTCCTT 
TTCGAGCATCTCTCCCTTCCCACACCTTCCTCCGTTAGCTTCCCCAAAAGAATTGTGTTATTAAACTTAT 
TCTCAATGAGTCCTCCTGC 

>GBEQ2460 | Acc | BM735455 | Ver | BM735455 . 1 GI : 19056788 | MONOl_19_H03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 60 : Stop : 614 

TAAGAGGGCTTTTCAAGGGGCACTGGCTCCATATCATTTGGCTTTCTAAGATTCTGGTGTTTGGTCTCTT 
CACTCTTGATTCAGATCTAAGCCTTACAAAGGGAGAGTCTCTGATCTTAACACTTAGGACTGATGAAAGC 
TGGCTAATATTAGGCTGATGTGCTTAAGGGATTAGTAGAGAAAGAAAATTGCAAAACAGAAGTACTCCAA 
AAGACGGAAATGTGGAACGCTTAAATTAAGCTTTAGAAGCCAGGACAGGCCCCGCCCCCATGGGCTGCAC 
ACCTCAGCCATCAAGTATCAGAGCTACTGCTGGGGTCTGCCATGCAAGAGCTGGCACTTTTTTAAATAGC 
AAACTGGGTGTTATTTTTATTTACTTCTTTGTAAAGTGGTTTTCGGTCTTCTGTTTGAGGTTCAGGTGGT 
CCTGCGTCTGCACTTGTTTGTGTACAGTGATCGCTCTCACTCTGATTTACTGCTTGCAGCTCAGCGGCCT 
GGGCACTGAGGACCCTCCTGTGTGCAATGCCGTAACAATGCTAATAAAGTGTCTCTTTCTCTTTT 

>GBEQ24 61 | Acc ) BM735439 | Ver | BM735439 . 1 GI : 19056772 | MON01_20JE12 . gl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 105 : Stop: 678 

CGGAGCTCGCCTGCATCTACTCGGCCCTCATCCTGCACGACGATGAGGTGACGGTCACGGAGGATAAGAT 
CAATGCCCTCATTAAAGCAGCCGGTGTAAATGTCGAACCTTTCTGGCCAGGCTTGTTTGCAAAGGCCCTG 
GCCAATGTCAGCATCGGGAGCCTCATCTGCAATGTGGGGGCTGGTGGACCTCCGCCACCTGCTGGTGCTG 
CCCCAGCTGGAGGTCCTGCCCCCTCCACTGCTGCTGCCCCAGCTGAGGAGAAGAAAGTGGAAGCAAAGAA 
AGAAGAATCTGAGGAGTCTGATGATGACATGGGCTTCGGTCTTTTTGACTAAATCTCTTGTAACATGGTG 
AATAAAAAACTGAACTCTTTGCTGCAAAAAAAACGGCACGAGCTCGTGCCGCAGCTGACCCGAGCTCGGG 
CCATTTTGGAGAAGTCTCGCCTGAAGAACCCGAAGAACCCTGGCCTGTGGTTGGAGTCAGTGAGGCTGGA 
GTACCGTGCGGGCCTGAAGAACATTGCCAACACACTCATGGCCAAGGCGCTGCAGGAGTGCCCCAGCTCT 
GGTGTCCTGTGGTC 

>GBEQ2462 | Acc 1 BM735336 } Ver ) BM735336 . 1 GI : 19056669 | MONO 1_JL8_B05 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 10 : Stop : 598 

TTCCCTCCAGATAAAGGCCTTGACTGGCTGCAGAGGCCACCACCCCTTAGAGTTCCCCGGCAGGCAGGAG 
CGAACCACGTGGTCACCACAGCCACTGACTTGTCACTCTGACCTGACAACTGAAGAGCTGGAAACGCCCC 
TGCCTGTCAGCCAGGTCCTCCCCCTGCGTTTCCCAGCTTCCACCTCCAAGTCAGCGTGAGCCCTGCCCTG 
AGGGGCCTGCGCTGGGCCTGTGGGGTGAAACCCAGATCAGTCTTGCCGATGGAGGAGGAAGAGCTGCTGG 
GCTGCAGGCCTGAGAGGAGGCGGGTGGCGAGAATCGGTATTCGTCTTTACTGGAGAGCAAAACTGTCGCC 
AACTGTCTTTATTTACACTGCATGGAGAAGAGTTCAAACACTGAAGTGCTGCACCGGCATGTGCCACCAC 
AGACACCTGGAGTTTACAGTCCGGGGGTCCCGGGTTGGCTCCCCACTGCTCACCCCGGCCTTTGCCCCAC 
TGTGi^AGGGATGCACGAGAGACTGTCTGTGTTGCGTGTTGGGCTCCTTGAATGACATGTACAATTTAAGT 
GCAAAGACAGGGAGCGTCAATAAAGATGT 

>GBEQ2463 | Acc | BM735331 | Ver | BM735331 . 1 GI : 19056664 | MONO 1JL8_C03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 99 : Stop : 595 

CCTGTCAGCTGCTTGTCCCTCCTAGTGATGTGCCTCTGAACTTCCTCTCTCCACCCAGTCCCCTTCCCAC 
AACGAAAATGGGGCTGCCCGGAGCTGGTGACTGCCTTTGGGTTCTGAAGCGGTCCGTTGAGTCTCCCCTG 
GCCTCTGGTTATGGAGACAGACAGCCTGGAGCGCTCGGAGGCCCAGGAGGCGGCTGCTCTTCTGGATGGA 
GCATTCCACTCTCCTCGCTCCCTCTCTGACAGCTTCTCCCTTCCTGACAGCTTCTCCCTTCCTCGCTGAG 
GATAAGAGGAATCTGGCATTCTACACCTGGACCATTTGATTGTTTTATTTTGGAATTGGTGTATATCATG 
AAGCCTTGCTGAACTAAGTTTTGTGTGTATATATTTAAAAAATCAGTGTTTAAATAAAAAGACCTATGTA 
CTTAATCCTTTAACTCTGCGGATAGCATTTGGTAGGTAGTGATTAACTGTGAATAATAAACATACAGTGA 
ATTCTTC 

>GBEQ24 64 | Acc | BM735329 j Ver | BM735329 . 1 GI : 1905 6662 | MONO 1_18_D0 4 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 28 : Stop: 508 

TGTGTCGGCTCCTGGGGGCACTGTGGGCAGCAGGCACCCCGGGGCTGGTGAGAACTTTGAGGTTTGAGAC 
AATAGCAGAGAAAGCTGAGCTCTTCCACAGATGTGCCAGCCTCCCCGGCTGAAGGTGCTCAGAGCCCGTG 
CAGGCTCCCGGGTCTGCACTGCCCCTCTCTGCACAGGTGGCCAGCACCTCTCCCTGCTCTGTGAGCATTG 
CCCAGTGGGCCACCCCATCCCTGAGTCCACAGGGGCTGTCAAGGGGAGACCCAGTGAGAATGTAGCATTT 
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TGTTGATCCCAGGTTAGTTGTCCTGGGTCCTAGGCACTCTGCCTCTGGGAGAGAGACAGAGAAAGAGGGA 
GGGGAATGGGGACCCATCGTTTTTAACCTGTACAGAGTATTCAGCTTTATGTTCTTCACATGCATATATG 
TGTGTGTGTGCGTGTATCTTCCCCCCCCATTAATTGGTACAATTTTTAATAAAAACCATTT 

>GBEQ24 65 | Acc | BM735323 | Ver | BM735323 . 1 GI : 1905 6656 | MONOl_18_C10 . gl_A005 Monocytes (MONOl) 
Equus cab alius cDNA, mRNA sequence . : Start : 1 : Stop : 2 63 

GCACGAGCTCGTGCCGCACCTGCCCTACTGCTGCCCCTAGTCACCTTACCCCTCCCTGGGTCTGGCCTGG 
GGTTCCCTGCTCCTCTCCCTTCCCACACTGTTCTCTGCAGTCTGCCTCCGAGTGGAGGCACCTTCCCCTC 
TGTTGCTGAGGAAGTGGGAGAAAGTTGCCCACCACCTCTGACACAATCCCAGTGGCCAGGGTGGCCTGCA 
GACCCACCCACCAGGTTTTTGAACAATCAGGTTTCTAAATAAAGAACTGGACC 

>GBEQ2466 ) Acc | BM735282 | Ver | BM735282 . 1 GI : 1905 6615 | MONOl_18_G06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 7 : Stop: 657 

TCGTTCCTATTACTTTCCTGTTAAGAATGTGATTGATGGAGACCTCTGTGAGCAATTCAACTCCATGGAG 
C CCAAC AAACAAAAGAAC G T C T C T G AAGAAC T AGAC C G AAC CC CAC C T G AGG T GT C CAAGAAG C T T GAGG 
ACATCCGGACCCGCTATGCCTTCTGAGCTCTTCCTTTTCCTGTGGGGCTTGTCGGAGACTCTATGTTTTG 
TTTCCACCACCACCTGGCTTTGAACCCATATGGCAGAAGAAGGTTGGCTGGATAATTAAGACTTTGCAAT 
ATTAAAGTTACTAGCTCTTTCCCATCCAGTCTTCCCCTGGAGTGATTGGTTTCCCCTAAAATTAGCATTG 
AGATTTGCTATGTTTCTCCTTGCCTGGTACATAATACTTTGCCCCCAGGTTCTGGTGTGGAATGTGGTCC 
CCCACTAATCCTCAAAGCTTTCCCTGCATTGATATTTCCGGCTTTCTTGTCTACTTTTGTACACACCCTT 
AATTTTTAACTGGTTTTCTTGTAAATATAGTTTTGTACAATGTTATCTTTGTGGGAGGGAGGGAGGCAAG 
CTGAGGTGGGGACCAGGTTGGATATAGTATAACTCCTGAGTTCTGCCCCTCTGGAACCTAACCAGANAAT 
AT AAACGT AGT T TTTAAAGTG 

>GBEQ24 67 J Acc | BM735202 | Ver | BM735202 .1 GI : 1905 6535 | MON01JL7J312 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 68 5 

CAGTGAGTGGCTGTTATGGGGCTGGCTACAGCGGCCAGAACAGCATGGGTGGATATGACTAGTTTTGTAG 
GAGCATNTGAGTTGT TTCAAT CAAAT T T T CACAGGCAGCC AACAAGCAGTGAAAAGCAGT TAACT CTAGA 
GGGAGCTGTGGGACCCATTTTGCACCATGAGTTTGTGAAATCTGGATTAAAAGAATTACCTCTTCAGTGT 
TTTCTCATGCAAACTTTCTTCTAGCATGTGATATTGAGTAAACTAAAACTATTTTCAGCTTTTCTCAATT 
AACATTTTGGTAGTGTACTTCAGAGTGATGTTATCTGAGTTAAAGTAGTTTTAAGTACATTAAATGTGGA 
TCTTTTACACCACATCACCGTGAACACATTGGGGAGACGTGCTTTTTTGGAAAACTCAAGGTGCTAGATC 
CCTCTCTTCGAAGAGGAACATTTCTCATGTTTGTTCATTCTAGTTTATTTTCATTCCCAATCTTTTAGGT 
TAAGT T TAAGCT T T T TAAAAGT T AGT TTTGAAAATT GAGACACAT T ACT AAT ACT GTAGGAATTGGTGAG 
GCCTTGACTTAAAACTTTCTTTGTACTGTGATTTCTTTTTGGGTGTATTTTGCTAAGTGAAACTTGTTAA 
AATTTTTGTTAACTAAATTTTTTTCTTAAAATAAAGACTTTTTCACAAAAAAAAA 

>GBEQ2468 1 Acc | BM735162 | Ver 1 BM735162 . 1 GI : 19056495 ] MONO 1_16_B10 . gl_A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop: 627 

CAAGTAGGAGGACCCACTAGGGCAACTGTCACGATTTCAGTGTTGTGTTCAGCCAAGGTGATGGGGGCCA 
GGGCAGGCAGCT CAGT T ATGAiGT TTAGT CACAACACACAAGAGATGTGT TGTCC TGCTGCC T GACAAGT T 
AAGTGCCAAGACAACATACCAAATGCTTCTGAAGTTGCCTCATGCCGTTCCCCACTTAAAGTGCCCTGCC 
TTCTAACCCTCTCAGGTTCACATGGCGTGCTCTGATGTTCCCAGAACATCAGGAAATACGGCCCTTTTGC 
CCCTTCATCCTTqACCCCTTGTTCACGAGATGAGTCTGTTGCTCTGCCTCCCTTTTACCCTCCTGAGCCT 
TCAT.GGAGTGTATGCTGCCTCCTCCCCCCTATTTTTGTGCCTGTTGGAAGCTGCTGCTGCCTCTGTTTCT 
GGGAAAGATCTTTTGGAGCCTGGCTCAGGCCTCTCTTTAAGTGCTGTTTAGTACCAGTGTTGTGTCTTTA 
GCTTTTATACACGATTGTGCTGTCATTCTGTTTTAAGCTAATGAATCAATGGACTTGTTTACAATGTGAT 
ATTTTCTATTAAATCTAATATTTTGAAATAAAATGTGTCATTTGTGGACTTCCACGCCCAAAGGTC 

>GBEQ2469 | Acc I BM735109 I Ver | BM735109 . 1 GI : 19056442 | MONOl_16_H05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 96 

GCACGAGCCGGCCGCCGCGCTGAGAGGAGTTGCCGCCATGTCCGCGCATCTGCAATGGATGGTCGTGCGG 
AACTGCTCCAGCTTCCTGATCAAGAGGAACAAGCAGACGTACAGCACCGAGCCCAATAACCTGAAGGCCC 
GCAACTCCTTCCGCTACAACGGGCTGATTCACCGCAAGACTGTGGGTGTGGAGCCCGCGGCCGACGGCAA 
AGGGGTCGTGGTGGTGATGAAGCGGAGATCCGGCCAGAGAAAGCCAGCCACGTCCTATGTTCGGACCACC 
ATCAACAAGAACGCCCGGGCCACCCTCAGCAGCATCCGGCACATGATCCGCAGGAACAAGTACCGCCCCG 
ATCTGCGCATGGCCGCCATCCGCAGAGCCAGCGCCATCCTGCGCAGCCAGAAGCCTGTGATGGTGAAGAG 
GAAGCGGACCCGCCCCACCAAGAGTTCCTGAACATTGCCACCCTCAAAGCAATAAAGACATCAGTCGCCT 
TTGTTC 

>GBEQ2470 | Acc | BM735100 | Ver | BM735100 . 1 GI : 19056433 | M0N01_16_H11. gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 24 8 

GCACGAGACTATGTTACTGTACCCTGCAGCATTAATTTTTAGAGTTTTCTGCAGTATGCTTTTAGTCTAA 
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GAAAAGCACAGATGGAAGCAATACTTTTCTTCTTTGAAGAGGATCCTGGAAGTTAGTTCATCTTCAAGTG 
CAATATTGTTTAATCTTAAAACTGGGGCAGCTCTGCTGGAAAATCTTTTAACAGAGGCCTTGATGATGGT 
CACTTTGAATTGCTTGTGATTTCAAAAATAAAGCTGTG 

>GBEQ2471 | Acc | BM735096 j Ver | BM7350 96 . 1 GI : 19056429 | MONOl_16_H07 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 9 : Stop : 64 3 

GCTCCCCAGACCCTTCCTGGACATGGGGGAGGGCACCAAGAACAACATCATCACAGCCGAGGGGATCATC 
CTGCTGTTCTGCGCAGTGGTGCCTGGGACGCTGCTGCTGTTCAGG7\AACGATGGCAGAACTTGAAGTTCG 
GGCCAGACATCCAGGATGACTACGAAGATGAGAATCTTTATGAGGGCCTGAACCTCGATGACTGTTCCAT 
GTACGAGGACATCTCCCGGGGCCTCCAGGGCACCTACCAGGACGTGGGCAGCCTCCACATCGGAGACGTC 
CAGCTGGAGAAGCCGTGACCCGGCCGGGCTGCCCCCATCTGCTGTGCTTCCAATTTGTGTCTCTCCCCAC 
TTCCCTGGAACGCGGTCTTTTCACAATCTTTCCTGGGAGTGTCCTGACTCAACTTCCCGCTGAGGAGTGT 
CCACTCTTCTTCCCTCTAGACTGTCCTCATCTCTGCCCCACACCCGAACTCAATCCTCCCCCTGCGCCTT 
TCCCAGCCTCCCCCCCCACCCCCAGCGGGTAATGAGCCCTTAATCGCTGCCTCTAGGGGAGCTGATTGTA 
GCAGCCTCGTTAGTGCCACCTCCCCCTCCCTGCTCTGTCATGGCCACTTAGTGATAATAAATCCTTCCCA 
ACTGC 

>GBEQ2472 | Acc | BM735094 j Ver j BM735094 . 1 GI : 19056427 | MONOl_23_A01 ..gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 21 : Stop: 569 

CCGTGTGATGCAGCGAGCCCTCGAGTGCCTGCCCGTTAAAGAGCACGTGGATGTGATTGCCAAGTTTGCC 
CAGCTTGAGTTCCAGCTGGGGGATGCAGAGCGGGCCAAAGCCATTTTTGAGAACACGCTAAGCACCTACC 
CAAAGCGCACGGATGTCTGGTCGGTCTACATCGACATGATCATCAAGCATGGCAGCCAGAAGGAAGTCCG 
GGACATCTTCGAGCGGGTCATTCACCTGAGCCTGGCCCCCAAGCGAATGAAATTCTTCTTCAAGCGCTAC 
CTGGACTACGAGAAGCAGCACGGCACTGAGAAGGATGTGCAGGCAGTCAAGGCGAAGGCCCTGGAGTACG 
TGGAGGCCAAGAGCTCCGTGTTGGAGGACTAGTGGCAGGCGGGCTCCGGACGGCCACCGTCAGCAGCGGG 
CCCGCCCGGCGGAACCTCAGGCGCCGGGGCAGTTGAAAAACTGTGGTGCCTGAGGACTCTATTTAAGTGC 
TGCTTTTTCTGCAGCACCCTTGGGGTAATCCTGTTAGGATAAAAAAGAACTTGAGATTT 

>GBEQ2473 | Acc | BM735089 | Ver | BM735089. 1 GI : 19056422 | MONO 1_23_A0 6 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 327 

GCACGAGGGCGAAGCTACCATCTGTGGGATTATGACTGAACGCCTCTAAGTCAGAATCCCGCCCAGGCGG 
AACGATACGGCAGCGCCGCGGGAGCCTCGGTTGGCCTCGGATAGCCGGGTCCCCGCCGTCCCCGCCGGCG 
GGCCGCCGCGCGCGCGGCCCCCCGCGTCGGCGCGGCGCGCCCCCGCCGCGCGTCGGGACCGGGGTCCGGT 
GCGGAGAGCCCCTCGTCCCGGGACACGGGGCGCGGCCGGAAAGGCGGCCGCCCCCTCGCCCGTCACGCAG 
CGCACGTTCGCGGCACGAGAGAGAGAGAACTAGTCTCGAGGGGGGCC 

>GBEQ2474 | Acc | BM735081 | Ver I BM735081 . 1 GI : 19056414 | MONOl__23_B04 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 270 

GCACGAGGACAAATAGAAATGGT CCAAT TAGT T TCCTT T T TAATAT GCT TAAAATAAGCAGGT GGATCTA 
TTTCATGTTTTTGATCAAAAACTTTATTTGGGATATGTATGGGTAGGGTAAATCAGTAAGAGGTGTTATT 
TGGAACCTTGTTTTGGACAGTTTACCAGTTGCCTTTTATCCCAAAGTTGTTGTAACCTGCTGTGATACGA 
TGCTTCAAGAGAAAATGCAGTTATAAAAATGGTTCAGAAATTAAACTTTTAATTCATTCG 

>GBEQ2475 | Acc | BM735056 | Ver | BM735056. 1 GI : 19056389 | MONO 1_23__E0 8 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 57 : Stop : 641 

CCTCTATGCCCAGCTGCCTGGAGAGGGTCTCACTGTCACTGAGCTGGCCCAAGGGAATGGACCAGTGACC 
TCAGAAAAGCACAGCACCGACCCCAGGGCTGGCTCTGCACTAAGAGACAATTGCACTAAGTGAATCCTGT 
TCCCAAAGAACCACCTCCCTTCCCAGCTGAGCCCTGGGGACTGTTCCAAAGCCAGTGAAATGTGAAGGAA 
AAGTGGGGTCCTGCGGGACAGTACTCCCTCAGCCTCGGAGGAGCTCTGCCCTGCTCCCTGCTCGGGCTGA 
GGGGCTCGGGAAAAAACATGGCACTTTTTCTTGTGGAACTTGCCACATTTCTGATCAGAGGTGTACACTA 
ACGTCTCCGCTAAGCTCTTGGACTTTGCATTTATTTATACAGTGCCTTGCCCTGCGCCCACCTGCCCCCT 
CAGGCAGGCCCCAGCAGCCCTCAGGAGGCCCAGGGAGGGAAGTGTGAGCGCCTTGGAAAATTTTTAAAAT 
TGGAAAACGCCATCTGACCACTAAGTCATGTGTGATCACATATGTACATGTCTGTAAATTTGTACATTTG 
TCTTTTTATAAAAAGTTAATTGTTT 

>GBEQ2476 | Acc | BM735024 | Ver | BM735024 . 1 GI : 19056357 | MONOl_23_H0 6 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 24 : Stop : 635 

TCCTTTTCCCCATGGGGGCCCGGTGTGCACTGGCTGCAAACAGCAGCCTCCTTGGTAGTGTATGCAGCCT • 

GTTGCTTGTATGGGTTGCCCTAAGGGACCTTGGAGACAGCCCTTTCCAGTGGACATTTCATGTCGGATGC 

TATCCTCAATCTAGGCTCCAAACCGGTATGCGGGGTGCCTTTGGAAAGCCCCAAGGCACAGTGGCTAGGG 

TCCACATTGGCCAAGTCATCATGTCTATCCGCACCAAGCTGCAGAACAAGGAGCATGTGATTGAAGCCCT 

ACGCAGGGCCAAGTTCAAGTTCCCTGGCCGCCAGAAGGTAAGTAGTGCTGCAGCTTTGGTCGCATCTTTT 

CTTGCTCTAGTCCTCGGGCCTCCTGACTCACCTCTGTGTCTCTCTCCCTAGATTCACATCTCGAAGAAGT 
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GGGGCTTTACTAAGTTTAATGCAGATGAATTTGAAGACATGGTGGCTGAAAAGCGGCTCATCCCAGATGG 
CTGTGGAGTTAAATACATCCCTAATCGTGGCCCCCTGGACAAATGGCGAGCCCTGCACTCATGAGAGCCT 
CAGCACTGCCCTCTTCTTACTCATGCCCATCAATAAATCCTACTTACTGTTC 

>GBEQ2477 1 Acc | BM735019 1 Ver | BM735019 . 1 GI : 19056352 | MONO 1_23_H02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 34 : Stop : 565 

ATGGGGCCGCGCGGGGGACTAGGGCTGGCGCTCAGGGGGTCTCGGGCAGACCAGCTGAGGTTAGGCGCAC 
ACACGCGGGGACGCAAGCTCGTGCCGAATTCGGCACGAGTGACGGAGGAGCTGAAGCACCTGAGTGAGGC 
GCTGAAGGAGCACGAGAAGATGTGCCCGCTGCTGCTGTGCCCTATGAACTTTGTGCCCGTGCCTCGGCCG 
GACCCCGTGGCCGGCTGCCTGCCCCGATGAAGCCCAAGGACCGTCCTCCTCCGCCCAGCAAGGAACCTTG 
GTCTTTTCCACACCCTTACATCTATGTATAGGGGGACCTGTGGCAGGGCCACCTCCTCGGAGCTCCGGCC 
GTGTCCTCAGCTGACTGGGCTCAGCCGGACGCTCCCGCAGGCGCCTGACTCTCAGAGCCTTGAGCGGATC 
CAGGGAGGGTGACCACCCTCAGGAGTCGCTTCTCATCCACTTTGGCAGCTAGTAGGTTCCGCTGTTATGC 
AGAATCACTTCCTGTAGAATTTGGATAATAAAGATGGTTGTT 

>GBEQ2478 | Acc | BM734 928 | Ver | BM734 928 .1 GI : 19056261 1 MONOl_14_C02 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 475 

GAT GAAGGCT TT GTGAT ACCGGAT GAAGGGGGCCCACAGGAGGAACAAGAAGAGTAT TAACAGCCCGGAC 
CAGCAGAGCAACATCCGAATTCTTCACTCCAAATCATGTGCTTAACTGTAAAATACTCCCTTTTATTATT 
CT TAGAGGAC T CACT GGT T TCT T T TCATAAGCAAAAAGTACCTCTT CTTAAAGT GCACTT TGCAGAAGTT 
TCACTCCTTTTCCGATAAGTTTGAGTTAGGAGCTTTTCCCTTGTAGCAGAGCAGTATTAACATCTAGTTG 
GTTCCCCTAGGAACAAAGAGGCTGACCATGGGGCTCACCGTGTGGATGCTGGTAACGATTGCTGGAGAAG 
GTGT T T TTGT GTAAT ACGC TGAGAGGGAGCCCTCAGCAGAGAAATGT AAAGACT GAT T T GAAT T T TAAGC 
TAATGTGAAAT CT TGGCAGAGAACATT TTAATAAATAAATGCC T TAAGAGTATT T 

>GBEQ247 9 | Acc | BM734 870 | Ver j BM734 870 . 1 GI : 19056203 I MONO 1_14_H06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence-. : Start : 1 : Stop : 516 

GCACGAGCTCGTGCCGAATTCGGCACGAGCGGCACGAGGAAATTGCACTCCTGGGTATTCACCTTAGAGA 
AATGAAAATTTATGTGTACACAAAAAACTCTACAAAATTTGTAATCGCTAAAAAGTGGAAACAACCCAAA 
TGTCCTTCAACAGGTGAATGAATAAAGTGGCACCTCCACATAATGGAATACTACTCAGCAATAAAGAAGC 
CACCAGAT T T TCACAGAATACCCCAGCAGTT ACACACT GATGAT T T TGCT TGAAAGGCAGTATGC TAGAA 
GGACATTCCAGGGCAGAACGCATCTACCCTGAAACTCCCTTGGCCAAATGTCCTAGAAAATCCTGAAAGA 
CCAAAGACTTTCAAATGTATTCCCCAGGTCCCCAGGGTTCCATAAACAGGTAGGGGGTGGTCCCTCCTTG 
CCTCAACAGCAATTCCATAGTATCTATTTTCCATTCTACAGTTGCATGTAAAGTTTTTTTTGAAAAGATT 
TAT AT TAGAAAGAT CTGAAAAC TATC 

>GBEQ2480 1 Acc | BM734864 | Ver | BM734864 . 1 GI : 1905 6197 j MONOl_14_H10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop: 641 

CAGTATGTATGCAGTTTTGAAGGTTGTGAGAAGACCTTTAGGAAGCATCAGCAGCTGAAAATCCATCAGT 
GCCAGCACACCAACGAACCGCTGTTTAAGTGTACCCATGAAGGATGTGGAAAGCACTTCGCTTCTCCCAG 
CGGGCTCAAACGGCACGGGAAGGTCCATGAGGGTTATATATGTCAAAAAGAATGTTCCTTTGTGGCAAAA 
ACATGGACAGACCTTCTGAAACATGTGAGAGAAGCCCATCAAGAGGAAAGGCGCCCGTTTACATGTGAAC 
ATGCTGGCTGTGGCAAGACGTTTGCAATGAAGCAAAGTCTCACTAGGCATGCCGTTGTGCATGACCCTGA 
CAAGAAGAAAATGAAGCTCAAAGTAAAACCTTCTCGTGAAAAGCGGAGTTTGGCCTCTCGTCTCAGTGGA 
TATATCCCTCCTAAAAAGAAACAAGAACAAGGCGTCTCTCTGCCGACAAACGGAGAGTCACTGCGCTGCC 
CTCCAGACCAGGTGCCCCTGACTGCCGCAGTGCTCACCCTCAGCCAGAGAGCAGCTTGCTTTGTTTAAAA 
GGACTACACATCAGCCAGCTCNAGT TAT TTTTTCTTGGCAGCACATTTTTCTT TAT TAAAAT TACT GATG 
CAGAACATCT 

>GBEQ2 481 | Acc | BM7 3 4 8 3 6 | Ver | BM7 34836.1 GI:19056169| MON01_l 3__C0 9 . g 1_A0 0 5 Monocy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 96 

GCACGAGCCGCTCTGCGCAGTCTGTCCGGTGCCGTCATGTCCGCGCTGACGCCGCTGCTGCTGAGGGGCC 
TGACCGGCCCGGCCCGGCGGCTCCCGGTGCAGCGCGCCCAGGTCCACTCCAAGCCGCCGCAGGAGCAGCT 
CGGGACCATGGATGTCACCATTGGGCTCACCTCCTGCTTCCTGTGTTTCCTCCTGCCGGCGGGCTGGATC 
CTGTCACACCTGGATGACTACAAGAAGCGGGAGTGAAGGAAGCCGACCTCTCCCTCCCCCTCTGACCTGA 
CCGCCCTCGGCCTGTCCTCATCCTGTCTGCTGCATTCCTGGCCGGCCTCCCCTGGATCATGTCCTTCAGT 
TACAGTGACCACGTCTGCAATCATGACCTTGATTTCTCCACGGAGACATCCTGGGACCACAGAGACATCC 
TGGGACCACATGTATCGGCTTATAAGGCCCTGCTCGGTAGGGTCCCCCTGTAACAATAAAGTCTATTTAA 
ACCTTG 

>GBEQ2482 | Acc | BM734 814 | Ver 1 BM734 814 . 1 GI : 19056147 | MONO 1_13_E12 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop: 657 

CTCTTTATTTCTTCCTTTTTTCAAAGCTTGGCAAGTTTAGAATTTTCAAGAATCTGGACATGACTGCATT 
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TTTTTTTCCAGTGTCAAAAGTTTTCATTATATATTATTACTTACTCTCTATCAACAGGTTGATTCGCAAA 
AGGCTGCAACAAAGGAAGTCAATCAGATGCAAAATAGGTTAATAGGAAAAAAAGCCGACAGAGAGAGAAG 
TGCTGAGTCCTGTGCAACATGGAGAAAAGTGCAAAAAGAGGAGAAGCTGATTGGATTGCTTAACAATGAA 
ACAGCTCAGGAAAACACAAGGAGAAGACAAAAATATTGTAAGTCTCAAGAATTTCTGAATGAACGAAAAA 
GTTCTCCACAZ^AAATCTAGTGGCATACAATTCCCAAATTCATTTTATGAAACCCATCCAGATTTTACCAG 
TGAAGATATATTGAACAAGTCAAGATCTCCAACTTGGTATACATATGCTTCTACGCCTGGTATGGAGGTC 
ACAGAC T TAGAAAGT T CTACAGGAT TTTGGC T TAC TCAGTT TGCT CT TAGT GAAG AGAC AAAGGC AGATG 
TGTATTATTATGGCTTCATCATTCTTTTTCTTTTGGTATTAGTATGTCTTGCTTTATATTTTCTCTGAAG 
AAATCAAAT AAAAT CCT T TTGAC 

>GBEQ24 83 | Acc | BM734754 1 Ver | BM734754 .1 GI : 19056087 1 MONO 1_12_C12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 51 

GCACGAGCCGTGCCGCCACAATGGTGCGCATGAATGTCCTGGCCGATGCTCTCAAGAGCATCAACAATGC 
CGAGAAGAGGGGCAAACGCCAGGTGCTCATTAGGCCGTGCTCCAAAGTCATCGTCCGGTTTCTGACTGTG 
ATGATGAAGCATGGTTACATTGGCGAATTTGAAATCATCGATGACCACAGAGCTGGGAAGATTGTTGTGA 
ACCTCACGGGCAGGTTAAACAAGTGTGGAGTGATCAGCCCCAGATTTGACGTGCAACTGAAAGATCTAGA 
AAAATGGCAAAATAACTTGCTCCCGTCCCGTCAGTTTGGTTTCATTGTATTGAC2y\CCTCAGCTGGCATC 
ATGGACCATGAAGAAGCAAGACGAAAACACACAGGAGGGAAAATCCT GGGAT TCT T T T T CTAGGGATGTA 
ATGCGTACGTGCAAATAAAATGCCTCAGTGG 

>GBEQ2484 | Acc | BM7 34 677 1 Ver. | BM7 34 677 . 1 GI : 19056010 ] MONOl_ll_F07 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 7 : Stop: 653 

GTTCCAAAGAGAGCAGT AGGAGAAGTAGTNT TAGCT CAGATGACGG TGATGAAT TATAAAAAATAAACAG 
GCTCAATTCATCAACTGGGAAGCAATTCTATGTCGGTGCTATACATTTATGACCTGCGTTTTATATATGT 
CTT TGGCTTAAGT T T TCTGGAAGGAATACAT TGTT CAT AAAAAAC T GAT TAG AAACAACAGAAGAATTCA 
CAGGAGGAAGAAAGAT GGTAT TGAAGAACAAT TGAGAGC T AAAAGAGAT TTCTCCCTCTTT GACT CCAGA 
GTCCAAATCTACTTATATTTTGTTTTCCTGGAAGGAGGTACAACAGAAGAAATAGCTCTTTACTGATGTT 
TTAAAAGTAGTGACTTGGTGATGTACTGTTGGAGCTAAGAGACTGTGAAGAGTAAACCCACTGAAATATA 
CAAACCTTTTCTAAGTTGTTCACTTCCATCTCTTTCTTATTCAACTCTTACAACATTAGTTTTCAAGAAT 
GAAGATCAACAGATCTGGTGGTCCATTGCCTTTCTCCACTGTCTGGTGGACATGCTGTCTAAAGCTCAAG 
CCT T ATAGG G GAAAT AAT C AG AAG AC AG AT T C T G T GACT T G T AAT T G AAAAGT GAAT CT ACAAT AAAT AG 
T AG AAT T T T T C AC AG T C 

>GBEQ2485 | Acc ) BM734 615 ] Ver | BM734 615 . 1 GI : 1905594 8 | MONOl_JL0_H03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 393 

GCACGAGATCGTGTGTCTCTCCTGCCTCCACTCCAGGTGCTTCTCAATCATGAATGTGTCCATGGCCCCG 

GGCCCCCTAGCTGCTGTGGGCTCCCTGCCTGGGCAGGAGTGTTGGTGAGGGGGCGGAGTCCTTCGAGGGG , 

GCCTTCCCTCAGCCATTTCTGACTTGGGGCTGGGCCCTGCCTCCCCATTCCCCTCCTCCCCTGTGGGCCT 

GGAGCCTGCAGGGCTGCACTGAGGCTCAAGGTCTCCCCCGGCTGTCTCACCCCCACGCTGTCCCCACTCG 

AGGGCCAGGGGGTGGTGGGGGAGGAGTTGTGTCTCGTCTTCTGTCTCACATGTGGTTTTGGGTGTTTTTC 

TTGTTGTGTCCTGGATTCCGAATAAAATTAAAGAAATTGCTTC 

>GBEQ24 86 | Acc | BM734528 1 Ver I BM734528 . 1 GI : 19055861 |MON01_9_GO 3 -gl__A00 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 57 6 

AAGCAGAAAATGACCAAATCAGTATTTTTTCTTAGTGGAACATTACAGCTGAAGGCGCCCCTGGCAAGCC 
TGGGTGTAGCCCAGTGTGGTCTTCAAGGGGGCTTGTCGGGGGTCTCCAGATGGCATCTCTGGGCCTCGGT 
GCCCCCTCTACCCAATAGGGGTGCGGCAGGTGGGTGCCTCCCTGAATCGAGAACCTGCCCCCACCTCCCC 
AGGGAGCCCCCGTCCCTCTGCCCACCCCGGTCCCAGGCCTGTGTGCCCCCTGGTGGTGCTGGGCCCCCCG 
CCGCCTCAGCCGGAGCCCCCGGTGTGATCGGTGCTCCTCGTCTGACTGGACTTCTCTGACTGGACTCCTG 
GGGTGGGATGAAGCCGGGCCTCACCCTCTGGGCCCCCCCCGGGCCCCCAGTCCTGCCCCCGCCAGCTCCT 
CCTCCTCCCCGCCACCGCCAGGTCGTCTCTGCCATGCATCTCACTCTGGGTGTCCTGGTCTTTTATTTTT 
TGTAAGTGTCATTTGTATAACTCTAAACGCCCATGATAGTAGCTTCAGACTGGAAAGAGCAAAATAAAAT 
AACGCAAGTCTGC 

>GBEQ2487 I Acc I BM734516 | Ver | BM734 516 . 1 GI : 1905584 9 | MONO 1_9JE12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 121 : Stop : 657 

AAGTCTTGGCAGCACTGTGCAAAGGGCTTATTTATAGACTCATTTTTCAGGCTAGCCTGTGGGGTCCGCA 
GCGTCGCTCGCCTCAGGTTCCGAGGCCGCAGTTCGGCTTCTGGGCGCCGAAACGTCTGCATCAAGGTGCG 
CGAGGCGTCACGCCCCCTGGCCTGGCGGGAAACGCGCCGCTGCCTCCGTTCGTGCCGAATTCGGCACGAG 
TAGGATTGTCACAGGGGTTCACGGGATGAGACTCTGACCCAGAGGTCTTACTGTATTTTACATGTGCCTG 
TAAATTATTTGCAAAAACCTCTCCAAAAAAAAGAGGTAATAAAAAGAAAAGAAAAAAAGTGGTATCTTAC 
TCTGGCAGTTACCAGACTACCTTAAAAACAAATATTGGTGACATAGCCAGTTAAGTATCAGTGAGCCTTC 
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TGTGTATGATCTGTCTGTTCCTGTTTCAAAACCATTTCACATACACTACTGAGGTGAGTTTATAACTTGA 
AATGTGAACTTTTTTTTTTAGGGTTAAGAACAAACTATATAAATGTT 

>GBEQ2 4 88 ] Acc | BM7 3 4 4 6 1 j Ver | BM7 34461.1 GI:19055808| MONOl_9_B 0 5 . gl_A0 0 5 Monocy t e s ( MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 64 

GCACGAGCTGGGGGGACCACGGCCGGAGGCTAGAGGATGACCGTGCGTGGCAGGGCGCCGCCGACGGAGG 
CATGATGGACAGGGACCACAAGAGGTGGCAAGGTGGCGAGAGAAGTATGTCTGGTCACTCGGGCCCGGGC 
CACATGATGACCCGCGGCGGGATGTCAGGGCGCGGCAGCTTCGCCCCCGGCGGGGCCTCGCGGGGCCACG 
TGATCCCGCGCGGCGGGATGCAGGGCGGCTTCGGAGGCCAGAACCGGGGCAGCCGGCCCAGCGATGCCCG 
CTTCAGCCGCCGCTACTGAGCACCTGGCCCGCGGCCGCCGGGGCGCGTCCCGTTAGGAGCCCCTTCAACT 
GTGTACAATACGTTTTTTTATCTGCTGCCATATTGTAGCTCAATACAATGTGAATTTGTTTTCTGTTTTT 
TTTTGGTTTTTTGTAATAAACGTGTTTCTGTTCACATACCCTTT 

>GBEQ248 9 | Acc | BI96194 9 | Ver | BI96194 9 . 1 GI : 16320152 | MONOl_8_H03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 5 : Stop: 5 68 

GGCTTCTATTTCGACCGCGACGATGTGGCTCTGGAGGGCGTATGCCACTTCTTCCGCGAGTTGGCGGAGG 
AGAAGCGCGAGGGTGCCGAGCGTCTCTTGAAGATGCAAAACCAGCGCGGCGGCCGCGCCCTCTTCCAGGA 
CTTGCAGCCGTCCCAGGATGAGTGGGGTACAACCCTGGATGCCATGAAAGCCGCCATTGTCCTGGAGAAG 
AGCCTGAACCAGGCCCTTTTGGATCTGCATGCCCTGGGTTCTGCCCAGGCAGACCCCCATCTCTGTGACT 
TCTTGGAGAGCCACTTCCTAGACGAGGAGGTGAAACTCATCAAGAAGATGGGCGACCATCTGACCAACAT 
CCAGAGGCTCGTTGGCTCCCAAGCTGGGCTGGGCGAGTATCTCTTTGAAAGGCTCACCCTCAAGCACGAC 
TAGGAGCCTCCGGAGTCCAGCGGCCTTTGAGGGGGCCCCTTTGGTATCCCCCTGGCGTCAGAGCTTCTGC 
CTGAGCCTCTCCCTGCAGCCACTAGAGATAGCTTTTTAACTAGCCTGGAGCCTTCTGCCCAAGCCTGACC 
AAAG 

>GBEQ24 90 1 Acc | BI 9618 97 | Ver j BI 961897 . 1 GI : 16320100 | MONO 1_8_A12 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 42 : Stop : 64 6 

GGAACCCGAGTCAACTGTAGATGCCTCCAGAGCATCCCACCCACCCAGTGCCCTTGCCACAGAACTGTCC 
ACCTCATCAACTGCCCAGCCCATTCTGTCAGCTCCTCTGCCTGTGGCTTCCCAGTACACCTGTGAGAAGA 
TTCCAGGGACTGGGCCAAATCAGCAAAGGTTGGGCGAGACCCAGAAAGCTATGCTAGATGCCCCCCGGGC 
CACTCGAGGCCCCTGGAGACAGCCCGAACGGAGGCACCTAAAGGGAAGGGAGTGCAATGGCCCCAAAGGT 
GCCACTGATACCCAGGAACTGCCACTTCCTGAGGGGCCCCTCAAGGAGCCCATGGACCTAAAGCCAGAAC 
CCCGTAACCAAGGGGTTGAAGGTCCACCCCAAGAGAAGGGGCCTGGCAACTGGCAGGGTCCCCCACCCCG 
CAGGACTCGGGACTGTACCCGCTGGGAGCGCTCCAAGGGTCGAACACCGGGTTCTTCCTACCCCCGCCTG 
CCTCGGGGTCGGGGAGCCTACCGACCTGGTGCTCGAAGGGAGCCCCTGAGCCTGGAATCTGAGGACGGTT 
CCTAGCAGTACTGTCGGGGGACAGGGAATTTGGGGTGGGAGGGGG 

>GBEQ2491 \ Acc | BI961737 | Ver | BI961737 . 1 GI : 1631994 0 ) MONO 1_4_A01 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 14 : Stop: 54 4 

GAATGAGTAGCTTTCTGATGCTCTGTATGTCAAACCCACCCCTGGCCCAAGAAATTGCAGTCATGTGAAA 
CAAACTGCCCT T TGTCC TCAAAGAAGT TGTT TAAAAAGGAAACT T T TT TAAAAGAT T T T T T TCATAT T AT 
CTGCCTTGTTCTTATCAACTTGAAATGTTAGCATTTTCTAACCGTGTTTTGTTGGCTACAGTAATTCAGT 
ATTCCTGTCAAAATTGAAAAGTGCCCTAATTGAATGTGTTTGAATGTTATCCTTGCACAATTCTTTAAAT 
TGAAAGACAAAATGTTTTACCTCACTGTTGGACATACATTCCAAGCTTTTCAACTCTAGGAGAAAAAAAA 
AAATAGTCATATGTTTTCCTGTATTGTAAATTTTAGACTATTTCATATACATTGTATTAAAACTGCCATA 
TCGATTTTAATGTATAGATTTTGCAAATACTATGCTATATGTAATACCTAACTGTATCTGTAGTGTATAT 
GTAATATATTTATGCCCAACTAAATGTTTTAATTCCTTCTG 

>GBEQ2492 | Acc | BI96168 9 | Ver | BI961689 . 1 GI : 16319892 | MONO 1_3_C0 6 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 509 

GCACGAGCTAGCTTTTAATTTAGCACAGCTGGTGTTCCTGTAGATGCTTTCTCCAAATTTAAGAGAAAAT 
T GGAGAGC TGCACCATCCAATAT GGTAACCACT AGCCACATGT GGCTAT TT AAAT CAATTAAAAT TACAT 
AAAGTTAAAAATTCCCTCCTCACTTACACCACCCACATTTCAAGTGCTGAGTTGCCACATGTGGCTAGTG 
GCTGCTGTACCGAACACGCAGGCAGAGACCATGTCTATCTCTTGGACAGCACTGCTGGAGAACTAAACTG 
ACTTAACACGTCACAGTCCCAGCTTTGCTGGGATGGCCTTTGTCTCCCTGGGTAAAGAGGGGGATGGCGG 
CAGGGGCTGATTAGGCCTTAGCTCCAGAGCCTGTTGTCTGCGACCCCTCCTCTCCAGAGACGAGAGGCTG 
GTGGCTTAGCCTGGGCAGGCCAGGTCATCTCCTGACCCCACTGGCTGGGTGGAGGGAATGATCCTCGCTT 
CTGCACCCCTCACCACAGG 

>GBEQ2493 | Acc | BI961670 | Ver | BI961670 . 1 GI -.16319873 | MONOl_3_A05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 33 : Stop : 614 

AATGAGACCAATGAAATCGCCAATGCCAACTCCCGTCAGCAGATCCGGAAGCTGATCAAAGATGGCCTGA 
TCATCCGGAAGCCTGTGACTGTCCATTCCCGGGCTCGATGCCGGAAAAACACCTTGGCCCGCCGGAAGGG 
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CAGGCATATGGGCATCGGTAAGCGAAAGGGTACTGCCAATGCTCGAATGCCAGAGAAGGTAACCTGGATG 
AGGAGGATGAGAATCCTGCGCCGGCTGCTTAGAAGATACCGTGAATCTAAGAAGATTGACCGCCACATGT 
ATCACAGCCTGTACCTGAAAGTGAAGGGTAATGTGTTCAAAAACAAGCGGATTCTCATGGAACACATCCA 
CAAGCTGAAGGCAGACAAGGCTCGCAAGAAGCTTCTGGCGGACCAGGCTGAGGCCCGCAGGTCTAAGACC 
AAGGAAGCACGCAAGCGCCGCGAAGAGCGGCTCCAGGCCAAGAAAGAGGAAATCATCAAGACTCTCTCCA 
AGGAGGAAGAGACCAAGAAATAAAGCCTCCCCCTTTCTTGTCTGTACATAGTGGCCTCGACAGTTCGGTA 
GAT C AAC CAT T C AAT AAAAC AA 

>GBEQ2494 | Acc | BI961665 | Ver | BI961665 . 1 GI : 16319868 | MONO 1_2_H0 8 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 38 : Stop: 581 

TGGAGCCTAGAAGTTCAAAGCAAGGTGTCAGCAGGCCTCTTCTAGCTTCCGGTGATCGCCGGCCATCCCT 
GGTCATCCTTGGCCTGTGCATATCACTCCAACTACACGGCCTACGTGTCGGCACATCTTCTTCCCCCTGT 
GCGCGTCTCTGGGTCCAAATTCCCCTTTTATAAAGACACCAGTCATACTGGATCAGGGCCCACCCTAATG 
ACCTCGTTCTACCTGATTGCTTCTGTAAAGACTGTATTTCCAAGTGAGGTCACATTCTCAAGTACGGGGT 
GTTAGGAATTCAATGTGTCTTTCTTGAGGGGCACGATTGGACCCCGTAATAGCGGGTGTCAGAGCAGGGA 
AGCAGCCCAGCAGGGAGGCAGGCTGCAGGTGGGCGGGGGAGCAATGAAGCACGAATGCCGGGGACCGTGG 
T C T GGTT T C TCACGGCCAAGAAGGGAAGT GCAGATACATCAGGGAGAAAGCCAGAATGAACCCTGCGGTG 
TGGGACTGGAATTGGGGAGTGTCAGTGTGAACTTATGTTTTCAAAATGATAGAT 

>GBEQ2495 | Acc I BI961658 | Ver | BI961658 . 1 GI : 163198 61 1 MONOl_2__G08 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 601 

GCACGAGCTCGTGCNGTAGAGGCTNTCAGCTGGGCACCAGTGTCCTGCCGCCTCCAAGCCTGGCTCTCTC 
AGAGCCCCTGGACTTCTGGAGAACAGTGTCCATTTTACTNTGATGGAAAGTTGGCAGGGCATTTAAAGAC 
AGACAGGAACTTATTATTATTTAAGATTCATTAGTACCCTCTGATTCCATGGATTTGCCCCTTCCCTTAA 
ATGCTCAGTTCCTCTGGAGATCTCTTCTGAAGGTGTGTGTGTACCCTGAGCAGGTTTGTGCATTTCCACT 
GGGGCCTAAATAGTTGTCAGCCTGCACGAGGGGGTTTGGTCCCATCCTAGTTTTATTACCTGAGAATCGG 
CCAGCGTGGGATTGGGGAGAGGGTGGGTTCTAAGCACCAACATCAACTTTGGTTTTGGACGAGGAAGGGT 
AGTTTGTAATTTTGTTTAAATTCTTCTCTTCAACAGCTGGAAATATTGCACTATCTAAAACACTGACTGT 
TCTTTTATAGCTGGTGTTCACTGACACCTTGACGGCTCTTGATGGCTCTAAAAAATTGTGGGTTTTTTTG 
TTTTCATAGATAACTTATGGATTAAAACTTGCTAAAGGCTT 

>GBEQ2496 | Acc [ BI961652 | Ver | BI961652 . 1 GI : 16319855 | MONOl_2_F10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 170 

GCACGAGTGGTAATCCTGCTCAGTACGAGAGGAACCGCAGGTTCAGTCATTTGGTGTATGTGCTCGGCTG 
AGGAGCCAATGGGGCGAAGCTACCATCGGTGGGATTATGACTGAACGCCTCTAAGTCAGAATCCCGCCCA 
GGCGGAAGGATACGGCAGCGCCGCGGGAGC 

>GBEQ24 97 | Acc | BI961649 | Ver | BI961649 . 1 GI : 16319852 | MONOl_2_F0 6 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 65 : Stop: 541 

TGCAACAGGACATCAGAATGGAGAGCATGCAGGGTTCCCGGTGATGTGCTGTGAAGACGTCTTTCTTTCC 
GACCCTCTGCTGCCGCGAGGGCAGCGTGTTCCCCTGTACCTGTCTGAGGCCTCTCAGCAGGTGCTGGGCT 
CTCTGAAGCTGCTGCTCCCACCCCCTATTATGTCCCCCTGGGTCCTCCCCACCTCATCCCCTGGCTGCTC 
CACCGCCTGGCTCAGTGGGCCTGAGCTGATCGCCCTCACTGGCCTCCTGCAGATGAGCCAGGGGGAGCCA 
AGACCCAGCTCCTCCATCTCAGGGGCTCCCACGCCCCCTGCTGGCCCCCCTGACCCTCTCTCTGACCACC 
CAGGCCTCAGTGGTGGCGGGAGCTGTTCTCACTGTGCTGATCCATCGCTCCCAGGGACCCCAGACAGTCA 
TTGTCTATAGCTCCTCTGGGGGCAGAGTGGGCCCCCGTTCCCCCAGGCAGATCTTGA . 

>GBEQ24 98 | Acc | BI961647 | Ver | BI961647 . 1 GI : 16319850 | MONO 1_2_F04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 573 

GCACGAGCGGCACGAGCGGCACGAGCTCGTGCCGCGAGCAGTGTCTGGACAGACATTTGTGTAGGCGAAG 
CAGGAAGCAACCCACTGCGTTCCCGCATTTCCCGAGTAGCTGGTTGCTTATGTAACTTGACAATTTACAT 
ATATTGATTTGGCGAGCTGAGAACATCCTGATTAATGTTTAAGGAACACAAAGGGACTTTGTTTGATATC 
TTTATCAAAGTAGGGAACAGAGTGAGGTCACTTTTCTCTCATGCCCCCAATCTTGTTTTTCCAGAACCTT 
TCCACTTCACCTCTGGCCGAGCCCCCCCACTTTGTTGAACATATTAGATCTACCTTGATGTTTTTAAAAA 
AATACCCATCTCCAACCAACACACTGTTTCCTGGAAATAAGGCCCTACTCTACAAAAAAAATGAAGATGG 
CTTATGGGAGAAGATCTCTCCAGGAAGCTT^AAAATAGGAATGACCAAAGAAAGCAACCTTTTGGCAGGAC 
AGAGACCACTGGTGGGGTTGGAAAGAACATGAATTTGAAATCTACAGCCGCTGAGTCTTAGGTCTCCCTC 
ACTCAGGTCTTCA 

>GBEQ2499 | Acc | BI961621 | Ver | BI961621. 1 GI : 16319824 | M0N01_2_B11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop: 658 

TGTAAGAACAAGCCATACCCAAAGTCTCGCTTCTGCCGAGGTGTCCCTGACGCCAAGATTCGCATTTTCG 
ATCTGGGGCGGAAGAAGGCAAAAGTTGATGAGTTCCCACTTTGTGGCCACATGGTGTCTGATGAATATGA- 
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GCAGCTCTCCTCAGAAGCCCTGGAGGCTGCTCGTATTTGTGCCAACAAGTACATGGTGAAAAGCTGTGGC 
AAAGATGGCTTTCACATCCGAGTGCGGCTCCATCCCTTCCATGTCATCCGCATCAACAAGATGTTGTCCT 
GTGCTGGGGCTGACAGGCTCCAAACCGGTATGCGGGGTGCCTTTGGAAAGCCCCAAGGCACAGTGGCTAG 
GGTCCACATTGGCCAAGTCATCATGTCTATCCGCACCAAGCTGCAGAACAAGGAGCATGTGATTGAAGCC 
CTACGCAGGGCCAAGTTCAAGTTCCCTGGCCGCCAGAAGATTCACATCTCGAAGAAGTGGGGCTTTACTA 
AGTTTAATGCAGATGAATTTGAAGACATGGTGGCTGAAAAGCGGCTCATCCCAGATGGCTGTGGAGTTAA 
ATACATCCCTAATCGTGGCCCCCTGGACAAATGGCGAGCCCTGCACTCATGAGAGCCTCAGCACTGCCCT 
CTTCTTACTCATGCCCATCAAA 

>GBEQ2500 | Acc | BI961616 | Ver | BI961616 . 1 GI : 16319819 1 MONOl_2_B03 . gl_A005 Monocytes (MONOl) 
Equus caballus. cDNA, mRNA sequence Start : 34 : Stop : 4 95 

GT TCCTATGGTATATCTACCACAAT CT TAAAT TACATGGAAAGCAT CAAGAT T T T T TACT AT AT GAT T GA 
ATTCCTAGAATGCATCATGCGTAAGCTCAACAGACGGCTGAAGAGCCACAATCTCAAACTGCTCCTTAGA 
AACATTTCCATCTAAATCATTAAAACAATTTTACATTTTTATTAGTTTAATACCTGGATGAATTTATTTC 
T GAT AT GAATAACGAAGTCAGAGAGT GAGCAT ATCAGAGAGGCAAATCCT TAAAAAATGAGT T AAAAAAA 
TCAAATCTAGGAAGAGATCAGCACCAATGGGTC TTAGCATGGGATTCAACACC TAGAAATATGACT GC T T 
CATAGTCAGAGATGACAATATGACAATATAATCTAAATTATACTGTCAAATGAGCAAGCATTCATTGGAT 
AAAACATAACAATAATT T T T T TAAGACATCCAGGTTGCTGAA 

>GBEQ2501 |Acc]BI961587 jVer|BI961587.1 GI : 163197 90 | MONOl_l_G02 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 59 : Stop : 628 

TGGGCTTGGGTTCCAGCCCGGGGGGATGGGGAAGCGGTTCAGGAGACCCTGGGTGGGAGGAGACAAGAGG 
TCTGTACGTTCTGTTTCTTCCCGTATAGCTGTGTGAAAGTGTGTGTACCTGAGACATGTTAATCTATAGA 
TGTCACGTGTTAATTGTGTGGCCACACAGAAGATGTATCTGATTTGCCTGTGTGACAACCCAAGTTTGGA 
AGAGTGAGACACTGCACAAAAGACAGCAGCGAGTGTGCTGGCCTCTCTGATGTATGTTAACCCAAATGTA 
CTCAGCTTTGAGTATGACTGAGCACAGGAGGGTCTATGTGGCTGTGACATCTGCATATGGCTGTAACTTC 
GGTGGCTCAACACTGCCCATCCTGCCCAGAAGCAGGGGGTGAGAGTCTGGGTCCCAGGCCCACATGTGTG 
GTTCTCTCCGTGTATTAAGGGGACCGACCCCCTGCTTTTCTACTTTCCCACCCACTGCCAGCTGCCCTCC 
ACTCCCCCATCCCATGCCACTCTTTCTCCCTCTTGGGGGGTCATAGATCCTAAGCCATAAAATAAATTTT 
ATTCCAAACA 

>GBEQ2502 j Acc | BI961580 j Ver | BI96158.0 . 1 GI : 16319783 | MONOl_l_F0 3 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop: 57 6 

GTAGCAGCAAGGTGAAGACCTTGCTGCTAAATGCTGCTCAGGACACCATGGCGCCCCCCCTGACTCCACC 
CAGCCCTGCAGGACCAGAGCTGCCACTCGAGGATACAGTCCTGCAGAACCTGGAGCATCTGCTAGATGGG 
CCAGGAGCCCAGGGCAGCTGGGCAGAGCTGGCAGAACGGCTGGGGCTACGCAGTCTGGTGGACACGTATC 
GAAAGACAGCCTCACCCAGTGGCAGCCTCCTGCGCAGCTACAAGCTGGCTGGTGGGGACTTGGCAGGCCT 
GCTGGATGCCCTGTCTGACATGGGCCTAGAGGAGGGAGTGAGGCTGCTGCGGGGTCCTGAGGCCCGAGAC 
AAGCTGCCCAGCACAGCAGAGGCGAAGGAGGACAGTGCATATGGGAGCCAGTCGGTGGAACAGGAGGCAG 
AGAAGCTGGGCCCACCCCCTGAGCCACCAGGAGGGCTCTGCCATGGGCACCCACAGCCTCAGGTGCACTG 
AACTGTCACCCACTCAGCAGCCCCCTTCCTGGGCCCCTCTGTACAGCATCCCCCCATTCCAGTTCTTATT 
TAACACCCCATGC 

>GBEQ2503 | Acc | BI96157 8 | Ver j BI961578 . 1 GI : 1631978 1 | MONO 1_1_F01 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 16 : Stop : 536 

GCTTCAGGTCGGGGGACAGAGGGGCTGCCTGGTGACAGCAAGTGCAGCTCCCTTGACTAATGAAGGGGGA 
GTCTGCCCGCCTGATGGGATCGTGGCCCCTCGGCTGGCACAGCCGGAGGGTCCCAAGTTCAGGGTAGGTG 
GTCCTCCCGTCTGAGCTGGCAGGAGTGGCCTTCTGCGGAGAAAATGCCCCGCCCCQCCCCCCCGCAGCCA 
GGTGGGTGCCACACGGCAGCCTTCCCGAAACGCAGTATGAATTTTTAAAATTTGTTTATTTTTGTTTCTC 
AACCACTTTATAATGTATTTTTTAATTTATTTTGTAATGTCTTGTTTTCAAGTATTGCTGCTATCCCTGT 
TAGCCTTCCCACTGTTTTTATTGCTGATTTATTTTGTGAAAGTTGTACACTAATGTTCTGTTTTGTCAAA 
ATCAAAAGTAT T TAAAGAAATACTAGT T CTAT TTAATGTGGT TATGGAACCAGCTGGAAACACAAAACAA 
ACAGTGATTGCACAGCAGGCTGGACCCGGGA 
• >GBEQ2504 | Acc | BI961526 | Ver | BI 96152 6. 1 GI : 16319743 | MONOl_l_A07 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 7 : Stop : 569 

GATACAGGTACAAAAAGAGTCTAAAGAAACTGCCAAGGAGGAGGCAGCTGAGCAAACAGCTGCNCAGGAC 
CAGGCGAAGGAAGAGTACAGAGCAGCAGCGGAACAGGCCGTGTCTGTCCGACAGCAGGCTGCCCTAGAAA 
ACGCTGCCAAGAAGAGAGAACGAACAAGTGACTCAAGGACCACAGAACAGAAACAAGAGAAGAAACGACT 
CAAAATTGCCAAGAAACCAAAAGACCCAGATCCACCAGAAAAAGACTTTACCCCTTATGACTACAGCCAG 
TCGGATTTCAAGGCTTTTGCTGGAAACAGCAAATCCAAACCTTCTTCCCAGTTTGATCCAAATAAGCAGA 
CCCAGTCTGGCAAGAAATGCATTGCAGCCAAAAAGCTTAAACAGTCAATGGGAAACAAAAGCATGTCCTT 
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TCCAGCCGGAAAGTCAGACAGAGGTTTAAGGCACAACTGGCCAAAGAGATAGTGTTAGAAGAGAGCCTTG 
GGATCCGTCGGTGGACTGGACGCACCACATGCCGGTGCTGCTTTTGTACAGATTCATTTTTAAACCATAA 
AAA 

>GBEQ2505 | Acc | BI961520 | Ver | BI961520. 1 GI : 16319737 | MONOl_6_H07 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 75 : Stop : 600 

CGACCCAAAGCGCACCATTGCTCAGGACTATGGGGTCTTAAAGGCTGATGAAGGCATCTCATTCAGGGGC 
CTCTTTATCATTGATGATAAAGGTATCCTTCGGCAGATCACTGTGAATGACCTTCCTGTTGGCCGCTCTG 
TGGATGAGACTCTGAGACTCGTTCAGGCCTTCCAGTTCACTGACAAACATGGGGAAGTGTGCCCAGCTGG 
CTGGAAGCCTGGCAGTGATACCATCAAGCCTGATGTCCAGAAGAGCAAAGAATATTTCTCGAAGCAGAAA. 
TGAGTGCTGGGCCATTTTAGGGCCAGGCTGCAGTGGGCAGCCATGAAAACAAAACTTCTTTTATTGTACT 
ATTGTCATGCTTAAAATAACAA.GGCCTTAGACTCAGCCCAGATGTGATATGGGACAGGACAGGCCTTTCC 
TGCAGGGGTTGGGGAGGCCAGCCTGCTTTCCTCTGGAGGGAATGGCCCGAGTTGTGCTGTGGGGCAGGCC 
AACTGATGTGTACAGTACTGGGGCATCACTTTTGTA 

>GBEQ2506 | Acc | BI961406 | Ver | BI961406 . 1 GI : 16319609 | MONOl_5_B0 5 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 507 

GCACGAGCCTCGCCGCTCCCCGGTCACAGCTTCGGTGCCTCGTTCCACTCCGAAGCGGCAAAAATGTCCA 
GCCCTACAGAGACTGAGCGGTGCATCGAGTCTCTGATTGCTGTTTTCCAGAGATATGCTGGCAAGGACGG 
GAACAGCAGCAAACTCTCCAAGACCGAGTTCCTAACCTTCATGAACAGAGAACTGGCTGCCTTCACAAAG 
AACCAGAAGGACCCTGGTGTCCTTGACCGCATGATGAAGAAACTGGACCTCAACGCTGATGGGCAGCTAG 
ATTTCCAAGAATTTCTTAACCTTATTGGGGGCCTGGCCATAGCTTGCCATGAGTCCTTTCTACAAGXCTG 
CTCATTCCCAGAAGTAAATCTTAGAAGCCCTTGGGCCTGGTCTCCAAACCCACTTCCTTTCCTTCCAGCC 
TCCCAACCATCATCTACTCTTCACGGCCCACACATACCCTGAGCCCAGGGCACCCACCACCCCATGCTGG 
CCACTCCTGCTACTATA 

>GBEQ2507 1 Acc | BI961341 1 Ver | BI961341 . 1 GI : 16319544 | MONOl_4_C07 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 283 

GCACGAGACTAAATGAATTCCGGGAAAAGCACAACATTCGTCTCATGGGGGAAGACGAGAAGCCAGCAGC 
CAAGGAAAACTGAGAAGGGGCTGGGGCTAAGGCCAGCTCAGCTGGAGTGTTGGTCTCCTAGGGACCAAGG 
CCTTTGCATTTTTTTTACCCCGACTCCCATTTCTTCTAATTTCTCTTTATTGTTATTATTATTATTTTCT 
CTGCTATTGTAATATTTTTTTGTTAATTAAATGTTTTGGTCAGAAAAAAAAAAAAAAAAAAACCTCGTGC 
CGA 

>GBEQ2508 | Acc | BI961319 | Ver | BI961319 . 1 GI : 16319522 | MON01_8_H08 . bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 507 

GCACGAGCGGCACGAGCCGGCCCAGGAGACCGCTCGAGTTCTGACGTCGCCTGCGCTCCGAGGGTGGCGA 
GACCGCGGAATCGCAGCCATGACTGAGGCTGATGTAAATCCAAAGGCCTACCCCCTTGCAGACGCCCACC 
TCACCAAGAAACTATTGGACCTTGTTCAGCAGTCGTGTAACTACAAGCAGCTTCGGAAAGGAGCCAATGA 
GGCCACCAAAACCCTCAACAGAGGTATCTCTGAGTTCATTGTGATGGCTGCAGACGCCGAGCCCCTGGAG 
ATCATCTTGCACCTCCCGCTGCTGTGTGAAGACAAGAATGTGCCCTATGTGTTTGTGCGCTCCAAGCAGG 
CCCTGGGGCGGGCCTGTGGGGTCTCCAGGCCTGTGATTGCCTGTTCTGTCACCATCAAAGAAGGCTCACA 
GCTGAAGCAGCAGATCCAGTCAATTCAGCAGTCCATTGAAAGGCTCTTAGTCTAAACTTGAGGCCTCTGC 
TACACTTTTCCCACTGA 

>GBEQ2509 j Acc [ BI 9 61271 1 Ver 1BI961271.1 GI : 16319474 | MON01_8__C08 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 512 

GCACGAGTAGGCGTCCCACGGCTCTGTGTCTTGCTTCAACAGTGTTTGGACGGAACAGACCCCTGGGACT 
CCTCTTTTTCCAGCCTCCGACCACCCTCCAACCTCTTTTCCAGTCTCAGCCTTCGGACCAACTTCTCAAC 
CATCCTCTACCTCCGGCGGGATCCACTAATACCGTTCTTTTGAGCTCAGCTCCTTACTGCCGATCAACCA 
TGAGCTCCCAGATTCGTCAGAATTATTCTACTGAAGTGGAGGCCGCCGTCAACCGCCTGGTCAACCTGTA 
CCTGCGGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGACCGCGACGATGTGGCTCTGGAGGGC 
GTATGCCACTTCTTCCGCGAGTTGGCGGAGGAGAAGCGCGAGGGTGCCGAGCGTCTCTTGAAGATGCAAA 
ACCAGCGCGGCGGCCGCGCCCTCTTCCAGGACTTGCAGAAGCCGTCCCAGGATGAGTGGGGTACAACCCT 
GNATGCCATGAAAGCCGCCATT 

>GBEQ2510 |Acc|BI961270|Ver|BI961270.1 GI : 16319473 | MONO 1_8_C07 .bl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 594 

GCACGAGGTCTCTGGAAGATTCTGCCCCTCGCTGGCTGTGTGACTGATCAAGAACCTTGACCTCTCTGAG 
GCTCTGCGTCCCTGACCATAATAAAGAAAACAGTGAATAAATTTGGGTTTTGGGGGCACTTGGTGTGTGC 
CAGGCATCCAGGCATCGTGCTAAGTGCCCTCTGTGGATTAGCTCATTTAATCCCCACGGCGACTCCGTGG 
AATAGAAGCTGATATCCTCTTTTCACAGATGAGGAGGGCCCTTCCAGGCTGGACGGTGGCAATTCCGGGG 
AGTCCCACAGTGGCCTGAGCAGACTCAGCCTTCTCTCTCCACACCCAGGAGGCCCCGCTGAGTGACTTCT 
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CTTTGCCCCTTTCATGTTCACATGCCTGATCCAGTCTCTCCTTCCCCAGGATGCCCAGGAGCACAAGATC 
TGCCTGTTTGAAGGCGCCAACTTCAAGGGCAACACCATGGAGATCCAAGAGGATGACGTGCCCAGCCTCT 
GGGTGTACGGCTTCTCTGACCGCGTGGGCAGCGTGAAGGTCTCCAGCGGAACGTAAGCATCCGTCCTGCC 
AGGCCCTTGGCTCCTGCCTCAAGCACAGGCAAGC 

>GBEQ2511 |Acc|BI961120|VerlBI961120.1 GI : 1 6319323 | MONOl_6_C07 . bl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 522 - 

GCACGAGCGCTGCTGCAGCTGCGTCGTGGTCTGCCCGCTCCTGCTCCTGGCTCACCGCTGTTCGCTCTCG 

CAGAGGGACAAGTCGGTCAGGAAGCCGCGCCGCAGCCATGGCTTTTAAAGACACCGGAAAGACACCCGTG 

GAGCCGGAGGTGGCGATTCACCGGATTAGAATTACTCTAACCAGCCGCAACGTCAAATCTTTGGAGAAGG 

TGTGTGCTGACTTGATCAGAGGCGCGAAGGAAAAGAATCTGAAAGTGAAAGGACCAGTTCGGATGCCCAC 

CAAGACTCTGAGAATCACAACAAGAAAAACTCCTTGCGGTGAAGGTTCCAAGACGTGGGACCGCTTTCAG 

ATGAGGATCCACAAGCGACTCATTGACTTGCACAGTCCTTCTGAGATTGTTAAGCAGATTACTTCCATCA 

GTATTGAGCCAGGAGTCGAGGTTGAAGTCACCATTGCAGATGCTTAAATCAACCTTTTTAATAAATTGAT 

ACCAGTTGTTAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ2512 | Acc | BI961111 | Ver | BI961111 . 1 GI : 16319314 | MONOl_6_B10 .bl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 314 ~~ 

GCACGAGGTGTCCCACAGCAGTGGATCAGCGACCTGAAGACGAACCAGCGAGGGCTTGGCCAGTGTGGTG • 

TTGGGTCTGAAGAGTAGCGTCAGTAGATTAGAAGTCTCTCCCAGTTTTCTTTACCCTTCTTGTCGTCCCG 

CTGGGGAAAGCACAACCTGAATACCCTTTTCTGACTAAGTTCAATCTACAAAGTCAAAATAGTGCCACTA 

ACAATTGGATTTTGCCTGCTTGAAACTGTAACCCTTTCAGCCAGGCTTTTCTTTGCCTCAAATAAAAAGT 

AC G T T T G T G AG C T T G AAAAAAAAAAAAAAAAAAA 

>GBEQ2513 | Acc | Bl 9 61023 j Ver | BI961023 . 1 GI : 16319226 | MONOl_5_B05 .bl A005 Monocytes (MONOl) 
Equus .caballus cDNA, mRNA sequence .: Start : 1 : Stop : 553 

GCACGAGCCTCGCCGCTCCCCGGTCACAGCTTCGGTGCCTCGTTCCACTCCGAAGCGGCAAAAATGTCCA 
GCCCTACAGAGACTGAGCGGTGCATCGAGTCTCTGATTGCTGTTTTCCAGAGATATGCTGGCAAGGACGG 
GAACAGCAGCAAACTCTCCAAGACCGAGTTCCTAACCTTCATGAACAGAGAACTGGCTGCCTTCACAAAG 
.AACCAGAAGGACCCTGQTGTCCTTGACCGCATGATGAAGAAACTGGACCTCAACGCTGATGGGCAGCTAG 
ATTTCCAAGAATTTCTTAACCTTATTGGGGGCCTGGCCATAGCTTGCCATGAGTCCTTTCTCAAGTCTGC 
TCATTCCCAGAAGTAAATCTTAGAAGCCCTTGGGCCTGGTCTCCAAACCCACTTCCTTTCCTTCCAGCCT 
CCCAACCATCATCTACTCTTCACGGCCCACACATACCCTGAGCCCAGGGCACCCACCACCCCATGCTGGC 
CACTCC TGCTAC TAT TAATAAAACAATAT TGT T T T T TAAAACACAAAAAAAAAAAAAAAAAAA 

>GBEQ2514 | Acc | BI960956 | Ver | BI960956 . 1 GI : 16319159 | MONO 1_3__B04 . bl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 4 65 ~ 

GCACGAGGGAGGCCGCACGATGCCTGGAGTTACTGTAAAAGACGTGAACCAGCAGGAGTTCGTCCGAGCC 

CTGGCAGCCTTCCTCAAAAAGTCCGGGAAGCTGAAAGTCCCTGAATGGGTGGACACTGTCAAGCTGGCCA 

AACATAAAGAGCTTGCTCCCTACGATGAGAACTGGTTCTACACGCGAGCTGCTTCTACAGCGCGGCACCT 

GTACCTCCGGGGTGGTGCTGGAGTCGGCTCCATGACCAAGATCTATGGGGGACGTCAGAGAAACGGTGTC 

ATGCCCAGCCATTTTAGCAGAGGCTCCAAGAGCGTGGCCCGCAGGGTCCTCCAAGCCCTGGAGGGGCTGA 

AAATGGTGGAAAAGGACCAAGATGGAGGCCGCAAACTGACACCTCAGGGACAGAGAGATCTAGACAGAAT 

CGCT'GGACAGGTGGCTGCTGCCAACAAGAAGCATTAGAACAAATG 

>GBEQ2515 | Acc | BI960945 | Ver | BI960945 . 1 GI : 16319148 | MONOl_3_A03 .bl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 480 ~ 

TGGCCTTGATCTCCTGACCTCGTGATCTGCCTGCCTTGGCCTCCCGAAGTGCTGGGATTACAGGTGTGAG 

CCACCACGCCCGGCCTATTCTACTTAATCTTTAGAGCAATGCTTTGAAATATAATAAATGCTATTACAAT 

TACCCTATTTTTTTATATAAGAACCCAGGTTAAGTAATTTACCTGAGCAACTCATCTGGGACTGAAGCCC 

AAGTATGTTGCATCCCAGCCCAAGAGCTGAATCTTCTCAAGGAAGAGGAGAGGGACAGGGAGGATATTCT 

ACACCAGAAAGCTAACATGGACCCAGGCATGAAGGAAGGGATGTGTGTGCATCTGTGTGCGAGATTTCCA 

GGGGAGGAGATGGAGGGAAAGTCAGAGTCCAGTTATAGAGCCTGACAGAGGAGCCAAGACTATGAAGTAT 

TAGGAAAGCAGTGGGAAAAAAAGAATGAGATAACCTTCTTATACCGATGTTGGGAGTTTG 

>GBEQ2516 I Acc | BI960903 | Ver | BI960903 . 1 GI : 16319106 j MON01_2_C12 . bl A005 Monocytes (MONOl) 
Equus caballus cDNA/ mRNA sequence .: Start : 1 : Stop : 58 8 

GCACGAGCGTGCTTCTCGCCCTCCCTTAATTTCATGATGAAAATGGACCTAGAAACTGGCACTTTACTCT 
GTTTCACTTCATGAATTGAGAATGTTACTATGCAGAGCTGCCAAGAATCATAAGATAACTGGTAGGTGGC 
TGTGCGGCATGAGGGCTCCCCCTTGGGGCAGTTTCTTGTTCCCACGTACAGTGTTCAGCAGTTCAGGGCT 
AGGGGCTGGGCACCTATGTGAGAACAGATGAAAGTTTTTAGCACCGAGTCCAGTCTGTCCCATTGGGAGC 
AATTTGGAGTGGGCCGGCCGCTTAGAGCCCTCCCCCGCGTGCGTGGAGGCCGAGGGCAGCCTGCCCGCGG 
CGCAGTGTGCTCCGGTTGTAATTTGTCACCAGCTGGCACCCTTGGCTTCTCTTACTTTGTCTATGTTATG 
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AGGTCTCAGCAATTCACAGAACTCTCCCTCCTTTCCTGCTTCCACCTGTCACCTTTGCTTCTGAAATAAG 
AACCATTTGTGTAACACCAGTACTTAACTTAAGAAAGACATGCATTCTGTGGTCGTAATCAGACGATGCT 
CTCAGATGACCTACTCACATCTTCAGTG 

>GBEQ2517 | Acc | BI960801 1 Ver | BI960801 . 1 GI : 16319004 ] MONOl_l_A06 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 164 

GCACGAGCGGCACGAGGTTTGTAAGCTATTAAAAGACAAAGGTTACTAATTGTGTAATAGTGTATTTATG 
TAGAAGAATGTACAGCTTTATGGACAAATGTATACTTTTTTGTTTCTTTAATAAAAATGTAGTGGATGAA 
AAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ2518 | RC | Acc | CD536611 1 Ver ) CD536611 .1 GI : 31579026 | LeukoN6_5_E01 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_5_E01_A028 3 1 , mRNA 
s e quence . : S t art : 1 : S t op : 1 1 2 

AGTTCAATTTTCCATTCATTGAGACTTACACTGTTGAAGGAGTAAAAGTTCACCCGAGGAATAATAGCAG 
TGCACATAATCCAGAGGAGGAGGAGCGACCGCATGAAACTGC 

>GBEQ2519 | RC | Acc j CD536093 | Ver | CD536093 . 1 GI : 3157 8508 | LeukoN6_3_B12 ,bl__A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_B12_A028 3 1 , mRNA 
sequence .: Start : 1 : Stop: 645 

AGGGAGTCGTGAATCGGATCTGCAAGAACATGAGGCCCCTGTGGTTCTTCCTCTTTCTGGTGGCCGCTCC 
CTCATGTGTCCGGTCCCAGGTTGTCCTAAAGGAGTCAGGACCTACACTTGTGAGGCCCTCGCAGACTTTC 
TCCCTCACTTGTTCGACATCTGGATTAGAGTATGATATCGGTCAATATGGTGTGGAATGGGTCCGCCTCT 
CTCCGGAAAAGGGACTGGAATTTGTGGGAAGATTAGATCCGAGAAAAGGTACTCGTTACAATCCAGTATT 
CGGATCCCGGGTCACAGTCACAGTGGACGCGGTCCGAGATTCGATCACTCTGACAATGGACCACGCAACG 
GAGGACGACTCGGCCGTCTATTACTGTGCCGTCGATGAGTCTGCCAGGCGTCTCGAACATTGGGGCCCGG 
GCACCCGGGTCACGGTCTCCTCAGCCTCTGTGACCAGCCCCAGCATCTTCCCGCTGAGCCTCCGGAAAGC 
TGACTCAGGTGACCCTGTGGTCATCGCCTGCCTGATCAAGGGCTTCTTCCCGCTGGGCTTCCCAGAGCCC 
GTGAAGGTGACCTGGGGCCAGAGTGGGGAGGTCACGAACTACCTCCCATCGGAGGCCGGGGGCCTGTACA 
CCGTGATCAGCCAGC 

>GBEQ2520 | RC | Acc ] CD535984 | Ver | CD535984 .1 GI : 31578399 | LeukoN6_2_Hll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_Hll_A028 3", mRNA 
sequence. : Start : 1: Stop: 527 

ACATCGGGGGAGAGAGAATACTCGAAGCTGGTTTGTATTTTGTAAAAGTTCCACAAGTGATTCTGATATA 
GAAATTTTAAAAAAAATCTAATTTGTTTTAACAAAGGAATTTGTGTAATTTTTGGATGACTTGGTTATTT 
ATCTTGCTGTTCTGTTTTTACAGAACACCTTTTCTTGTAAACATGTTTAATGAATAAACCAGTTTTAATT 
TCGATTGTAGTATTAGTTGTGATTTCTTTTTCTCACAGGTGTCATCTTTGAGAAATGAAAAGCGAGGCTC 
ATCGTATCTCATCTCTTCCCCAGAAGGTGGCTCAGTGGAGTTTGTCGACCAGCATTCTCAGGGCACAGGA 
GTGTATTACATGGAAACCTACTTAAAAAAGAAGCGAGTGTACTGAGTTACGTTCTCTCCTTACAACCTCA 
GAAGGTTCTCTGCAGAATCTCTGCTGGTCTTCGCTGCCTTAACGACATTCAGACTAGCCATATCCTTTAA 
ATACGGGTTTCTAATTTCCCAGAAGGAACTGTTGTGC 

>GBEQ2521 | RC | Acc | CD535936 | Ver j CD535936 . 1 GI : 31578351 1 LeukoN6_2__F01 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_F01__A028 3 1 , mRNA 
sequence. : Start: 1: Stop: 524 

AACCGTTTTTTTTGGGCTGATAATGTATGAGCTTTTAACTTTGCACTGAATGATGTTCTCTCCGTCTAAT 
CGGCAATATGGGGGGGCAGCTGTTCCAGTGTAAATGTTTACTCAAGGATGTTCTTAAAAGGTGTGCGCTC 
TCTACTATGCCTTGATGTTTGCCTACCTTATTGTGGTATCGTGGCGATTAAAAGATCAAGTTATGATACT 
GACTTGGGACTATAAATGAAAGTATTGCACCAGTTTTTTCATGTTATAAAACTAAAGAATTTTCGCTCTG • 
CAGTTTGAGAAACTGTGGCCACAGCTGTGACTTGCAGCCCCCCTGCCACCAGGACGGGCCCTGCACTTTG 
AACAGGCTTTCCATTTTGTTTGAAGGTTCCCACGTTGAACCTTCTTGTTTACAGATTTTTTTGTTTGTTT 
T TT GAGAAAAAGAAATGTTTACTCT TCCATCAT T TAAAAAAAAT TTAAAAGACAAAAAAAAAATGGAGGA 
TGATTTAAAAGATGCTTTCTATCTCTGGGAAAAA 

>GBEQ2522 | RC | Acc | CD535875 ) Ver | CD535875 . 1 GI : 31578290 1 LeukoN5_5_H03 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5JH03__A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 4 0 

AAAAGTATCACGTCAGGGTTTACTGTTCAGAGATACCAATTATTAACATTTCCTTCCGGGCTTTTTTTTT 
TTTTTTTTACATACTTGAGATCGTACAGTATAATATATACAATTTTATGCCCAGCTTTTTTCATTTCGAA 
GTATCATATGATCACTTTCTCATACTAAAAATACCTCATGAACAGCTTTAAAAGTAGCACTTCTCATTAT 
GCAGTGCGAATGGACTGCCTCTTCCTGGCTGCTAACCCTTTCTCCCTTCCTCTTTGGGGGTTTTGATTTG 
GCTCTCCCCCCAAAACTGATTTTAATTTTTGTTTTCCTGGAACTGGAACGGCTTTGGGTCTTGGGGGTGT 
AAACATCCTCCACACTATGAATCCTTCCCTCGGGATCCTCTCTGGAGTCCTAGCCAGTCACTATATCCAC 
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ATCGTCAAAAACGTCATCCG 

>GBEQ2523 | RC | Acc | CD535857 i Ver | CD535857 .1 GI : 31578272 | LeukoN5_5_Ell . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_Ell_A027 3', mRNA 
sequence .: Start : 1 : Stop : 533 

GGCAAAAAT TAGT T TAT TAT AG TAT T T ATACAGAATAT T TACAAAAAT TAT T T TAACAAT TGAAT T C TAT 
ATATAT GT ACTGCAT ATACATATAAAT GTAATAAATAATAT TT CTAGAGAAGAGTAAC ATCACATAAAGG 
TGTACT CAAAATAT GT AAAAAAAAGTCAT CAATGAGT GGATGGAGAAGAAT ATAAGAAAAAATAGAAAAA 
CAAAAAT ACAGAT T TGGGCTAAACGAAAAGGAT AAAAAAAAAACAGGTT GAAAGGAAGGGACAGACAATG 
AAGAGAAAACGAT T TCAGAGGT AGAACCATCCT T T GATGT GGGAGTAGAGAAAAAGAGGATCATCGGAAG 
GGAGGAGGTGCAAAT GAAAATT T CT TACAGATCACAACT T AAGAGCAGT GCTACAAGAACCTGGAAAT GA 
GAAATGTTCCTATATCATGTGTTTTTCAAAAGGTGTTCCAGGAAGCCAAGAAGCAAGAACTGAGAATAAT 
CAACCATCTGACATGATGGGTAAGGCTGCCCATGGGCCTTTGG 

>GBEQ2524 | RC | Acc | CD535695 | Ver | CD535695 .1 GI : 3157 8110 ] LeukoN5_7_H01 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_H01_A027 3\ mRNA 
sequence .: Start : 1 : Stop : 572 

GAGGAAGATTAGCCCTGAGCCAACATCTGCTGCCAATCCTCC.TCTTTTTGCTGAGGAAGACTGGCCCTGA 
GCTAACATCCGTGCCCATCTTCCTCTATTTTATGTGGGACGCCTGCCACAGCATGGCTTGACAAGTGGTG 
CCTAGGTCTGCACCTGGGAGCCGAACCAGCAAACCCCAGGCTGCTGAAGTGGAACATGTGCACTTAACCC 
CTGCACCACCAGGCTGGCCCCTGTTAATGGCTCTATTCTTGAAGCCTCAGCTTAAACTCAGCTGTGATGT 
GGCCTCTTAGATCACACTGTCCTGTGCTTGTCCAGCCTTGGGCAAACACACTCCTGGCTTTGTGCTAAAG 
TACCTGGACCTTTCTGCCATTACTATTCTCCTGCCACACGCTTTTTTCCAGACTTGAAAGGCCAAGTGCT 
CTTCTCGGTATCCTCTTTACAGGCCACTCTGCCCTTCCACTGTAGTGCCATCCTGGCTACAGCCCTGGAT 
ACAGTTACTGTTCCTTACCGCCTACGGTCCTCACCAGTTTCCATGGTTCATCTGGCTGATATGCTGAACT 
TCTCTGGGAAAA 

>GBEQ2525 | RC | Acc | CD535674 | Ver | CD535674 .1 GI : 31578089 | LeukoN5 J7JB08 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_B08__A027 3', mRNA 
sequence. : Start : l:Stop: 542 

CTATTT T CCT TT T TGCAAACAAAACAAAAAACAGCAT AGAAGAAAGAGCAAGATAAAGAAATCAGTAGAA 
GAAGGAAAGATAGATGACATCAT T GATAAGACAATTATAGGAGAT T TTCAGAAGGAGCAGAAAAAAATTT 
GT T GAGGAACAGCATACCAAAAAATCAGAAGCAGCAGT GCCACCAT GGGTT GATAGTAATGATG AAGAAA 
CAATTCAACAACAAATCTTGGCCTTATCTGCTGACAAGAGGAATTTCCTTCGTGACCCTCCAGCTGGCGT 
GCTGTTTAACTTTGCAACGGCTGCTACAAAAAAGATAACCGAATCAGTTGCTGAAACAGCACAAACGATA 
AAGAAATCAGTAGAAGAAGGAAAGATAGAT GACAT C AT TGATAAGACAAT TATAGGAGAT T TTC AGAAGG 
AGCAGAAAAAATTTGTTGAGGAACAGCATACCAAAAAATCAGAAGCAGCAGTGCCACCATGGGTTGATAG 
TAATGATGAAGAAACAATTCAACAACAAATCTTGGCCTTATCTGCTGACAAG 

>GBEQ2526 | RC | Acc | CD535456 | Ver | CD535456 . 1 GI : 31577871 | LeukoN5_4 JF02 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_F02_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 57 3 

CCGGCGGCCGGGATGATGGCGGACATTCAGACCGAGCGCGCCTACCAGAAGCAGCCGACTATCTTTCAAA 
ATAAGAAGAGGGTCCTGCTGGGAGAGACTGCCAAGGAGAAGCTCCCGCGATACTACAAGAACATCGGGCT 
GGGCTTCAAGACGCCCAAGGAGGCCATTGAGGGCACCTACATTGACAAGAAATGCCCGTTTACCGGTAAT 
GTCTCCATCCGAGGGCGGATCCTGTCTGGCGTGGTGACCAAGATGAAGATGCAGAGGACCATTGTCATCC 
GTCGAGACTACCTCCACTACATCCGGAAGTACAACCGCTTTGAGAAGCGCCACAAGAACATGTCCGTGCA 
CCTGTCCCCCTGCTTCAGGGACGTCCAGATTGGCGACATTGTCACAGTGGGCGAGTGCCGGCCCCTAAGC 
AAGACCGTGCGCTTCAATGTGCTCAAGGTCACCAAGGCCGCCGGCACCAAGAAGCAGTTCCAGAAGTTCT 
GAGACGATGCCTGCCTGCTCCCCCAAACAAAATAAAGTTATTTTCTCAGCCACNAAAAAAAAAAAAAAAA 
AGGCCACAGTGCT 

. >GBEQ2527 | RC [Acc | CDS 3 5 33 6 | Ver | CD535336 . 1 GI : 31577751 1 LeukoN5_2_A10 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_Al 0_A0 2 7 3 1 , mRNA 
sequence. : Start : 1 : Stop : 643 

CGTTTTTGAAAAGAAAGAAAAAATAGAATTACAACACATTGTTGTTTTTAACCTTTATAAAAAGCAGCTT 
TTTGTTATTTCTGGGGAAAAAAAAGACTAGGCACTTATGAAACTTTCCTGTGCCCTTCGGCGGCGTGAGC 
AGATCCACCGTTTCTGTTTGATCTCCCAGGGAAAGACTCCGCACTCGCGCTCACGCGAATGTCACTCCTT 
CGGAGGGGAGGCTCCGGGGGTTTAGGACGCCGTCTTGCTCAGTCCCTTCCTCCGCTGTGCGCACGCACAC 
TGAGCGCGCACGGTGCCTGTGAGCTTTCCCGTTTTAGGAAGAAAAAAGGCCATCTCTAGAAAACAAACCC 
GGCTTCTGCTTTTGCTCAGGGTGTCCCGCTGGTTTTCTCTCGTCACTTCCCCGCCCGTCCCTTCTTGTTG 
TGGCCATCCTCTCGTGTTCGGCCCGCCTCACTCCATGCCCCAGACCGAGCTTCCTCGAGGCCCGGCCTCA 
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GGGTCCGAGCTCACCACAGGCTGACCACCGGCCACTGGCTTTTCACCCTGCCGTCAAGGTCCGGAAGGAG 
CAGCCTCCACTTCATTTGGAATATAAATTCCGTATTAGTAGAAATCCACGTGTTAGACGTGTGTTGCTGT 
T G AAG T AAC GAGA 

>GBEQ2528 | RC | Acc | CD535330 | Ver | CD535330 . 1 GI : 31577745 | LeukoN5_2__B05 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone • LeukoN5_2_B05_A027 3', mRNA 
sequence . : Start : 1 : Stop : 684 

GAGCATGGGAAGTGCGTACATTTATTTGGGATAGGGAATGAATATTCAAAGGGGAAACTTTCATCATCTC 
ATGTAGAGGCTGGCAGAAGCTTGCACATGCGTGGTTTGAAATCTACATGCATCACATAATCTAACAATGG 
CTGCCTTGCTCCTCCCAGAGGAGAATTTACGATGTTAATGAGGGCAGATTACTTCCGTGCAACTCCCCGC 
CTGTCTGCGTAGGCATCATTTTTGTCACTCTGGTCAGGTTCAGAGCTAGTAGGTCCAGGGTGGTTGTCAC 
TTTGAGCTTCTTCCTCGTGCATAGCTGAAACCGCATCTACGAGATCCTCCCCCAGCGCATCCAGCAGTGG 
CAGCAGAGCCCCTGCATTGCTGAGGAGCATGGCAAGAAGCTGCTCGAACGCATTCGCCGTGAGCAACAGA 
GCGCCCGAACCCGCCTTCAGGAAATGGAGCGCCGATTCCATGAGCTTGAGGCCATCATTCTGCGTGCCAA 
GCAGCAGGCAG T GCGTGAGGACGAGGAGAGCAAT GAGGGTGACAGTGAT GACACGGACCTGCAGATCT TC 
TGCGTCTCCTGTGGACACCCCATCAACCCACGTGTTGCCTTGCGTCACATGGAGCGCTGCTACGCCAAGT 
ATGAGAGCCAGACGTCCTTTGGGTCCATGTACCCCACGCGCATTGAGGGGGCTA 

>GBEQ252 9 | RC | Acc | CD528 911 1 Ver | CD528 911 .1 GI:315 67533| LeukoN3__8_Dl2 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_8_JD12_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 717 

AATAACGCGTATACTGCCATGTCAGATTCCTACTTACCCAGCTACTACAGTCCCTCCATCGGCTTCCCCT 
ATTCTTTGGGCGAAGCTGCTTGGTCTACTGGGGGTGACACAGCCATGCCCTATCTAACTTCTTATGGACA 
GCTGAGCAACGGAGAGCCTCACTTCCTACCAGATGCAATGTTTGGACAGCCAGGAGCCCTAGGTAGCACT 
CCATTTCTTGGTCAGCATGGTTTTAATTTCTTTCCCAGTGGGATTGACTTCTCAGCTTGGGGAAATAACA 
GTTCTCAGGGACAGTCTACTCAGAGCTCTGGATATAGTAGCAATTATGCTTATGCACCTAGCTCCTTAGG 
TGGAGCCATGATTGATGGACAGTCAGCTTTTGCTAGTGAGACCCTCAATAAGGCTCCTGGCATGAATACC 
ATAGACCAAGGGATGGCAGCACTGAAGT TGGGTAGCACAGAAGT TGCAAGCAATGT TCC AAAAGT T GT AG 
GCTCTGCTGTTGGTAGTGGGTCCATTACTAGTAACATCGTGGCTTCCAATAGTTTGCCTCCAGCTACCAT 
TGCTCCTCCAAAACC AGCAT CTT GGGCTGATATT GCTAGCAAGCCT GCAAAACAGCAACC TAAGT T GAAG 
AC C AAGAAT G GC AT CG C AG GG T CAAG T C T T C C AC C AC C CC C AAT AAAAC AT AACAT GG AT AT T GG AACT T 
GGGATAACAAGGGTCCT 

>GBEQ2530^ | RC | Acc ) CD5287 63 ] Ver 1 CD5287 63 . 1 GI : 31567385 | LeukoN3_7_All . b2_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_All_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 587 

GCAGCTACCATCATTCCTAATAAATGCCACAGCACAAACCAACATAGGCAGCACCGCTCCAAAGAAGCCT 
CGTCCTAAACTGACAGTGTGGCTGTGGAAGGCTCTCCCTGGTAGATCCACGTTGCAGTGGGTCGCAGGCT 
CTCTGTTGTTAAAACCAGCATGAGTTGCAAAATGGTCCAAAAGCGGCTTCCCTGAGCAACTTTGCTGAAA 
GTACTGGTGGTGCTGAATTTAAACATCAGTTCAGACCTGCTTGGTGGCATTAATCTGTCTGAATGCAAAT 
TAGATTTCAGATTGAACTTGTTGTGGGAGTAATGAGGACTGAGTTCAGCAAATGCTAAAGTGTTCATTTC 
AGATGTGCAAATTTGGTCCTGCAGTTCAGTTTGTTATGCAATGTTATCCCACCAAATCCCAGATTCAAAA 
ACTCAGAGAAGACATCAAGCAGACCTGGAGGGTGCGTCTCAGCCCTGGACTTTTTGGGAATCGATACAGC 
GTGCGTAACATGACGGTCATCGGTCAGTACAACCTCAGTCCTTAGAACCCCCGAACACTTCCACTCTGCA 
CCCACTTCCCTGTCACTCATTTATTTA 

>GBEQ2531 | RC | Acc | CD52874 9 j Ver | CD528749 . 1 GI : 31567371 1 LeukoN3_7_H01 . b2_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7__H01__A025 3', mRNA 
sequence. : Start: 1: Stop: 398 

TCTTTGGAGAGGACTTGAGAACTCAACTCATTCAAAAGAAGCCTTCCTAACCTCCAGGTCTTGTGGGTCC 
CTAAGTCCCAGATCCTCTGAACATGGCTGCTGCTCAGGACAACACTCTGAGGATTGTTCTGGTAGGGAAA 
ACTGGAAGTGGGAAAAGTGCGACAGCAAACACCATCCTTGGGAAAAACGTGTTTGTTTCTCGAATTTCTG 
CTCAAGCTGTTACCCCGACCTGTCAAAAAGCATCCCGGGAATGCAAAGGGAGGGACCTTCTTGTTGTTNG 
ACACCCCAGGGCTCTTTGACACCAAGGAGAAGCTGGCGAACACCTGTAGGGAAATCAGCCGGTGTGTTCT 
CTCCTCCTGCCCTGGGCCTCACGCCCATCATCATGGTTCTGAGGCTGG 

>GBEQ2532 | RC | Acc | CD5284 79 | Ver | CD528479 . 1 GI : 31567101 1 LeukoN3_2_F10 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F10_A025 3 f , mRNA 
sequence . : Start : 1 : St op : 68 9 

GAACTTGCCTAAATGCATGTGCTGTAAAAATAGTTAACAGGGAAATAACTTGAGATGATGGCTAGCTTTG 
TT TAATGTCTTATGAAATTT TCATGAACAATCCAAGCATAAT TGT TAAGAACACGTGTATTAAGT TCATG 
TAAGTGGAATAAAAGTTTTATGAATGGACTTTTCAACTACTTTCTCTACAGCTTTTCATGTAAATTAATC 
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TTTTGGTTCTGAAGCTTCTCTAAAGGAAATTGTACATTTTGGGAAATTTATTCCTATTCCCTCTTGGCAG 
CTAATGGGCTTTTACCAAGTTTAAATACGAAGTTTATCATAACAACAAAATACTACTAATAGAACTACTG 
TTCCCAACCATGTCCCATACTCCCTCCTCCCCCTGAAATAAAAGTTTTAGTTGTTTTTTCTTTCAGAGGC 
AGGGGGGATTGATTGGAGAAAAGTAATTGTTCCATTTAAAATTTTGGTATATGGCATTTTCTAACTTAGG 
CAGCCACAATGTTCTTGACCCATCATGACATTGGGTAGCATTAACTGTAAGTTTTGTGCTTCCAAATCAC 
TTTTGTTTTTAAGAATTTCTTGATACTCTTATACCCCGTCTTCAATTTTAATCCTTTATTCTATGTGTCA 
GGTGCACAGGATTACCTTTTTTAGCCTTCTGTCTTGTCCCAACCATTTCTTCTTGGTGG 

>GBEQ2533 | RC | Acc | CD5284 69 | Ver | CD5284 69 . 1 GI : 31567091 1 LeukoN3__2_A07 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_A0 7_A0 2 5 3 T , mRNA 
sequence Start : 1 : Stop : 5 60 

AAGTATTTCAGCAGGATCTGCTGCAGGGGTTTTGTTTATTTGTTTATTTGTTTGCTTACTTTAAATTAAC 
TGTTTCAAGCTTTGAATACTTAAGGCTTTAGAGGGAGAACTCAATCTTCAATTATGTTGGCTTTTTATAA 
AGC T T GAGT TATGT AAGAT T TCAATAAAAGTT T GCTACCAAGATGAT TGCC T TAT T GAGTAGGTCAC TAT 
TAAATTCCTTTATATACTGAAAATCTGCTGTTTGTGGAAGCAGTATAAGTTCTCCTTATGTGTAAAACAA 
GGCAGGCCTCAGACCAGCAATAAATTACTCAGTTTGGATAATATTTTGTGCTGTTCATCAAATTTGCCAA 
AGT TATATCTGT T CCT T TAACAAGT TAAGT TAAAAATAAAAGATT T T GTAGTCAAT CTGT TATACAAT T T 
TGCCTAAATTGCTAGATTTTAAATAGTGAAACTTTTTTCAAATTTAAATTTGATTGAACTCTTCAAGAAA 
TAGTTCCTAATACTGGGGATCTAGTTTAGCTTGGTAATCCCAGTTTCTGGAAGTGATTGCTGTAATTAGT 

>GBEQ2534 j RC ) Acc | CD528317 | Ver j CD528317 .1 GI : 31566939 \ LeukoN3__l_Bll . b2_A025 Unstimulated 

peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_l Bll A025 3 f , mRNA 

sequence . : Start : 1 : Stop : 509 * 

ACTGGTGTTGTGTATCTGATTCTCCTTCAGGCCTCACCTGGGGGCTTGCATCTTTCTTGATTAACACCTT 

TATCTTCCTCTGTCTTCTTCCATCCCCAGATCCCTTAGTTCCCCTCGAATTTGGGGGCAGAGGGGTGTGG 

AGGAGAAGCCCCAGGCGTGAGATTCCATCTCTCTCTGTCCTGGATCCCAGAGGGGGCAGGAGAAGAGGTG 

GCATCGCCAGCCCCCCAGCACCAAGAAGGGTCATGTCATCTTCAACTACAAGGGCAAGAACGTGCTGATC 

AACAAGGACATCCGTTGCAAGGACGATGAGTTCACACACCTGTACACGCTGATTGTGCGTCCGGATAACA 

CCTATGAGGTGAAGATTGACAACAGCCAGGTGGAGTCGGGCTCCCTGGAGGATGATTGGGACTTCCTGCC 

TCCCAAGAAGATCAAGGATCCCAATGCTGCAAAGCCCGAAGACTGGGACGAGCGGGCCAAGATCGACGAC 

CCCACAGACTCCAAGCCTG 

>GBEQ2535 ] RC | Acc | CD528279 | Ver | CD52827 9 . 1 GI : 315 66901 1 LeukoN3_JL_B03 . b2_A025 Unstimulated 

peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_lJB03 A025 3 T , mRNA 

sequence. : Start: l:Stop: 609 — 

ACTTTATTGGAGACGTGTTTGCCTCGCGCTTCAGCGACGCCCTCACGGTCGTGGAGAGGTTGGTCAAAGT 

CACTCTGTATGGATCTCAGATAAAATTGTACAACATTGAAACTGCTGTGCCATCAGTATTGAAACCTGAT 

CTCATTGATGTGCATGCTCAGGCGCTGGCTGCTCTGCAGGCTTACTCTCACTGGTTAGCACAGTACTGCA 

GCGAAGCTCATCGGCAGAGCACACAGCAGTTTGTTACGCTCATCTCCACTACCATGGATGCAGTCACACC 

TCTTATCAGCACCGAGGTCCAAGACAAGTTGCTGCTATCTGCGTGCCACTTACTGGTCTCACTGGCCACA 

ACTGTGCGGCCTGTCTTTCTGGTCAGCATCCCTGCAGTGCAGAAAGTGTTCAACAGAATCACCGATGCCT 

CTGCCCAGCGACTTGTCAATAAGGCTCAGGTGTTGGTGTGCCGAGCCCTCTCTAACATCCTGCTGCTTCC 

ATGGCCAAACCTCCCAGAGAATGAACAGCAGTGGCCTGTGCGCTCCATAAACCATGCCAGCCTCATCTCT 

GCGCTCTCTCGAGACTATCGCAACCTGAAACCCAATGCTGTCGGCCCAC 

>GBEQ2536 | RC | Acc | CD472120 \ Ver | CD472120 . 1 GI : 31393388 | LeukoS 6_1_E0 9 . bl_A02 8 Stimulated 

peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_l E09 A028 3 f , mRNA 

sequence. : Start : 1 : Stop : 247 "~ 

GCCGGCCTCCGCCCAGGTCTTGGGCATGTGGGGACTGAACCTTGGAAAGATTGCGGACCTGGGGCCCCCG 

CTCACTACGCTCAAACCTGAACTGAGCCCAGCAGGCTGGTGGGCCTCTTTCCTCTGTCCCAGCCTGCACC 

CCCTCTGGGCCCCCAGGGACCCCGCCTAGACCTGGCACCTTCTCTCATGGACCCACTTGTGTGGCTTCAG 

GAGCCCCAACAAAGGGCCAAAAAGGAAGGGTGAGGGG 

>GBEQ2537 }RC | Acc | CD471073 | Ver | CD471073 . 1 GI : 313 92341 1 LeukoS5_4_D03 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_D03_A027 3', mRNA 
sequence .: Start : 1 : Stop : 643 

TTGCCCTTGTCTTTTCTCCTTGACTAATGCATCACCACAAAGAGGGAAACGGCAAACAGAAGCTAAAGCA 
GACCAATAAGGCTAGCAGTGAGCCCGTGAGAAAGCCCATGGAGCCCCCCAGAGCCTCAGAGGGCCAGCCC 
AGACCCCGGCCCCAGACTGAGTCAAAGACTAAAGTACTTGACCTCACTTCCTTGGCAGAGCAGAAAAGAG 
AGGAGAGGAAAGTCAACAGTAATAACAATAACAAAAAGCAGCTGAACCATGTCAAGGAAGAAAAGTCGAA 
CCCAGTCCCCATGGAGCCCGCGTCCCCCAGCGAGCATCCGCAGAACAGCAAGCTGGTGCTGGCAGATTCT 
CCT C AG CCC AAGGG CAAGAAC AAG AAGAAT AAGAAGAAGAAAG G AGAC C GAG T C AAC AAT T C AAT T GAT G 
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ATGTCTTTCTGCCTAAAGATATAGACCTGGACAGTGTGGATATGGATGAGACAGAGAGGGAGGTGGAATA 
TTTCAAAAGGTAAATGTCAGGACTGCATGTCTGAAATAATGATGGTTTTGTGGTTAGCATACATGACCCT 
CATAGCTCTGCCAGTTGTCTTAGACACAAGTTCTGTCAGCCAGCTAGCCAGCCAGCCTGGCTTAGTAGCA 
TTCTAGCATGTGA 

>GBEQ2538 } RC } Acc | CD470032 | Ver I CD470032 .1 GI : 31391300 | LeukoS4_l_D03 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_1_D0 3_A02 6 3 ! , mRNA 
sequence .: Start : 1 : Stop : 64 9 

GTAATCCCTGATGTAGGAATGCTGTTTCTTTTTCTTTTTTTGGTGAGGAGAGAGTGGCCCTGAGCTAACA 
TCTGTTGCCAATCTTCCTCTTTTTTTTCTCCTCCAAGCCCCCGTACATAGTTGTATATCCTACTTGTAGG 
TCATTCTAGCTCTTCCATGTGTGGCGCCACCACAGCATGGCTTGATGAGCAGTGTGTAGGTCCACACCTG 
GGATTCGAACCAAACCGGTGAACCCTGGGCCGCTGAAGTGGAGGGTGAACTTAACCACTTAACCACTTGG 
CCATGGGGCTGGCACCAGGAATGCTGTTTCTTAAATTTAAGCACGGAGAAGGTCCCCCTCCCCTGCAAGC 
TTTGTGATTTTAAGTATGATTTXAACTGAAAATCAAACAACTCTTATCTTTAGGAGGTTGCTCAAAGAAG 
TACAGTCTTTAAAACAACTATACCTGAAGAGGAGGAGGAGGAGGAAGCCGCGCCTGAGGTGGTCGTGGAG 
GAAGAACTTTTCCACCAGCAGGTATTCCTTTAATATGTTTGTTTTAAGTTTTATTGTCAGAATTCCATGA 
AAACCAAAACCAGTAGTGGTGTTTGACTTTTTTCCCCTGTTACTTGATGAACCAGATCACTGATCTACCA 
AGTGGGGCTTGTTTTCCTG 

>GBEQ2539 1 RC | Acc | CD4 67 67 9 ] Ver ) CD467 67 9 . 1 GI : 3138 8947 ) LeukoSl__6_C07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_C07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 661 

GTGGGCAAGAGATTTGAAGTGTTGGCTTTTGCTATGTGCATATTGAGTTGAAGAGTGAGTAGGTGAAGGT 
GGTGCTGGTGGGTTCACTTTCCAAGGCCAGATTAAAACAGTTAATTCCTATAAAAAATCTGGAAGCAAAG 
AATGAAGAAACAGCTGTCTGTTAGTATGTTTTTATTAATAGAATAATGCAATAAAAAATGTAATGTCTTT 
TTAAAGAAATAAAAAGACGATAATTGTGTTTTATGAGCTCCACAGGATTTGTTCTTATCGTAGCCATTGA 
CTAT ACAT T T GCC ACTGGTGAT TCAAT T TT T TT AAT T TT T T AGT CACAGGAAGTT T T T AACTCTATGGAG 
TAAATGCATGTCCCTGCATTTTCTGTGATCTGGAAATCCCTTGATTTTTTGCAAATGGTAGTACTTGCAA 
TCTGTTTTTATAATTAGTACTCCATTTTAATCTTAATTTATAATTTTTATCTTAAGCAGCAAATTAAAGT 
GGCCAGTTTTAAGACGGTGTTGCTGTAACACAAAATGTAAGAAAATTTAGGAAAGCCTCTTGATTTTGTT 
TGGCCTCACATTGCCTTGGTAAAGTAAAAGGAAACAGTACGCATGGAGCTAGGAAACCAAAGCAAGTTTG 
T GAAAC T G G C ACAGT GATAGAGAAT T GC T GT 

>GBEQ2540 \ RC | Acc | CD4 67211 1 Ver ) CD4 67211 . 1 GI : 31388479 1 LeukoSl_3_C05 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_3j305_A023 3', mRNA 
sequence. : Start : 1 : Stop : 563 

CAGTGTAAAAATCAAACATGATAAAGAAACCTTGAAAACTATCAGCAGGGTTGTTTTTGACGCGAGGATG 
CACTCAT TAT T GC TACAT TT CAGAAGCTGAC T TT T T AAACAGTCTT TACAGATGAGT AGGGT ACCT T ACA 
GTGCTCCAAATGATTGGACTCCAGGTAAAACTCAGAGAATTCAGGAGGGAAGGTCATTGCTGGGCAGGGA 
GGGCATTTCTGGGAAATCCAGATGAGAGTGCTGTGAGCACAGGCTGTGTCAAAACCGCTCGGCAAGGGCT 
CCCTCCCTCTCTCCTGGTGGGAAGGCCACCCTGAGCCCCAAACCACGTTCCCCTCCTCCCCCCGCCCCAT 
CATTCTGCAGACAAGGGTCATCCACAGACCACACGTGTGGTGGCTTTGGCAACCAGAAATTAAAAATAAG 
CTAT GGT TT TTCCAGTAGCCAAAATGATCCT T CAAAGC TCACAGACT GAGAACT TGAGCATACAAAACCA 
CAGTCTGGGTGAAGGGATGTCTGCTTTTCAAATGACCTGCTAATTCTTTGCAACCCACAGTAATTTGGTT 
TCT 

>GBEQ2541 | RC | Acc j CD4 66937 | Ver | CD4 66937 .1 GI : 31388205 | LeukoSl_l_C02 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l__C02_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 703 

CGGGTTTGCCGCCAGAACACAGGTGTCGTGAAAACCACCGCAAAATCTAAGCCAAAATGGGGAAGGAAAA 
GACTCATATCAACATCGTCGTCATTGGGCACGTCGATTCGGGCAAGTCCACCACGACTGGCCACCTGATC 
TACAAGTGCGGTGGGATCGACAAAAGAACCATCGAGAAATTCGAGAAGGAGGCTGCTGAGATGGGAAAGG 
GCTCCTTCAAGTATGCCTGGGTCTTGGATAAACTGAAAGCTGAACGTGAGCGTGGTATCACCATTGATAT 
CTCCCTGTGGAAATTCGAGACCAGCAAGTATTATGTGACCATCATTGATGCCCCCGGACACAGAGACTTC 
ATCAAAAACATGATTACAGGCACGTCTCAGGCTGACTGTGCTGTCCTCATTGTCGCTGCTGGTGTTGGTG 
AATTTGAAGCAGGTATCTCCAAGAATGGGCAGACCCGTGAGCATGCCCTTCTGGCTTACACACTGGGTGT 
GAAACAACTAATTGTTGGTGTTAACAAAATGGATTCCACTGAGCCACCTTACAGCCAGAAGAGATATGAG 
GAAATCGTTAAGGAAGTCAGCACCTACATTAAGAAAATTGGTTACAACCCAGACACAGTTGCATTTGTGC 
CAATTTCTGGTTGGAATGGTGACAACATGCTGGAGCCAAGTGCTAATATGCCTTGGTTCAAGGGATGGAA 
AGT 

>GBEQ2542 | RC (Acc | CD4 66601 | Ver | CD4 66601 . 1 GI : 31387869 1 LeukoN2__7_D07 ,b2_A02 4 Unstimulated 
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peripheral blood leukocytes N2 Equus caballus cDNA clone I»eukoN2 7_D07 A024 3', mRNA 
sequence. : Start: 1: Stop: 553 

C T G CAG T CAT CG G C T G C C AAC AT AAT C T G C AC C AAC T GG AG AT CAG AAAC C AAAAAAAAAAC T T AAACCA 
CAACAAAAAAAAAAACCAAAAAACCAAAACAGGCCTAAAACCAGACAGCCTAACAGCTCAAAGGTACACA 
GTTACCTGCTGGCGGGTAACCGGGCGTGCTCCCAAGGCCAAAAGCGCGGGCATAGTGGGGCCACTGGCAC 
ACTTCACAACCAGGAGACACGCACACGGAGCGCTACACAGCCAGAAGCACCGCACTGCAGCACACAATGT 
GAGGAGTGACAACACGGAGGGACACTACCCACTGCATACACCTTTATTTTCCACTTTCTGGTATCTTCTG 
AGGACAG AACATCT GTGAGCCATTTTT GATTTAAT CAGAACAT TGACT T TTAAAAAACAAT TCTTTAAAA 
AAAATTGTAGCGGATGTGTGCCGTAACTTGTATTTATGACTGTAAAACCATGTGATGCAGGGTCGCAGTG 
TATGTTTGATGGGACGCCATCTTTCAGAACTGTGCTAACTCACTGTTGAAGCGTCCAATGGTA 

>GBEQ2543 | RC 1 Acc j CD4 6564 8 ) Ver | CD4 65 648 . 1 GI : 31386916 | LeukoNl__6_G0 9 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__6_G09__A023 3', mRNA 
sequence. : Start :1: Stop: 551 

C GT T C AC AAT T GT C C AAAAAAG AAAAG AAG G C C AC AG AAG AT GC T G AAGG AG GAG AT G G C C C T CAT T T AC 
CTCAGAGAAGTAAATTTGATAGTGATGAGGAAGATGAAGACACTGAAAATGTTGAGGCTGCAAGCAGTGG 
AAAAG T C AC CAG AAG T C CAT C T C CAG T T C C T C AAG AAG AG CAG AG T G AAC C T GAG AT G AC T G AAGAAG AG 
AAAGAGTACCAAATGATGTTGCTGACAAAAATGCTTCTGACTGAAATTCTACTGGATGTCACAGATGAAG 
AAATTTATTACGTAGCCAAAGATGCACATCGGAAAGCAACAAAAGGTATATATTGTGGGTGTTCTTGGTT 
TTGTTTTTCTGGGGGTGTTTTGGTTTTGGTGGCTATTCTGGACTTTTTATTGTCCTTGTTGAATTACTAG 
CAGATATTTGAATATTCTCTTCTTGCATGTTTTAACTCTTTGGGAAAAGTTAGGTTTGTAGACACCATAT 
TAAAACT ATAAAAATAT TT TT GT TT T ATCCAACATACCTGAGTACAAATGAGCAGT T AT TG 

>GBEQ2544 | RC I Acc | CD4 65526 | Ver 1 CD4 65526 . 1 GI : 313867 94 | LeukoNl_5_C05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_C05_A023 3', mRNA 
sequence .: St art : 1 : St op : 67 2 

TTCCTCGTGCCCAGTTAATCTCTTGCTTTTTTTGGCCAGGATAGAAGGGGTCACGTTCTTAATCTCTTCA 
CACACCCTCACCCCCTTTTTTCCTATCACTGAGGCTTTCTAGTGCGTTAGTGGGGTGGCGGGGGGGAGAC 
ATAACCACTGCTTCCATTTAATCAGGTGTATTTGTCCAATAGGTGTAGCTATCCGGACAGAGAGCGTAGC 
ATTTGTGACGGAGAGGAAGGACTTTTTCTTCAAGGTAGCTGAATGGGGAGAGGCCTGGCTTACTCTCTGA 
TTAGGTTAGGATTTCCCCTCTTAGTGGGAAGTTCCATTTTTCTGTTAAAAGTGAGGATTGGGGGAGAAAG 
AAGGATGGGCATCACAAAGGAAAACGCCCTGTCCTCCTAGCGTGGTGCCTCCCTTGCCTGGGGCTGAATG 
CCCTCACCTGAGGCCGAGAGAGCTCAGCCTAAACGGATGGACAGCCCTACCTTAGAAGAAAAAGCTCTTA 
TTGCTTGGTCCTCCATTTATAACACAAAGCAGAGTAGTATTTTTATATTTAAATGGAAAAACAAAAAAAT 
TATATATACAGGTGTGCAGAAATGTGTGTTTTTTTCCCTGAAAGAAAAACCATTCTGGTCACCGGGAGCC 
AAATCTGGGGCGAGTAGTCTGGTTAGGCATGGGGATGTCATA 

>GBEQ2545 | RC | Acc | CD4 65427 | Ver | CD4 65427 . 1 GI : 31386695 | LeukoNl_4_F09 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl 4JF09 A023 3 1 , mRNA 
sequence . : Start : 1 : St op : 5 8 4 

CAGGTTTTATTGTAAAACAGGCCATGTGCTTGGCCCCGGCGGAGAAGCTGAGGTCATCATCGCATTTGAA 
ATATTTAAAGTGGATACAAAACTGTTTCAGCAATGCAGACAATTAAGTGTGTTGTTGTGGGCGATGGTGC 
CGTTGGTAAAACATGTCTCCTGATATCCTACACAACAAATAAGTTTCCATCTGAGTATGTACCAACTGTT 
TTTGACAACTATGCAGTCACAGTTATGATTGGTGGAGAGCCATATACTCTTGGACTTTTTGATACTGCAG 
GGCAAGAGGATTATGACAGATTACGACCGCTGAGTTATCCACAAACAGATGTGTTTCTAGTCTGTTTTTC 
AGTGGTCTCTCCATCCTCATTTGAAAATGTGAAAGAAAAGTGGGTGCC'TGAGATAACTCACCACTGTCCA 
AAGACTCCTTTCTTGCTTGTTGGGACCCAAATTGATCTCAGAGATGACCCCTCTACTATTGAGAAACTTG 
CCAAGAACAAACAGAAGCCCATCACTCCAGAGACTGCTGAAAAGCTGGCCCGTGACCTGAAGGCTGTCAA 
GTATGTGGAGTGTTCTGCACTCAC 

>GBEQ254 6 | RC | Acc | CD4 65397 | Ver | CD4 65397 . 1 GI : 3138 6665 | LeukoNl_4_C01 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_C01_A023 3\ mRNA 
sequence Start : 1 : Stop : 510 

TAGCTTTGTCAAGGATCGAAATGACTGCACGTCTCTAGTTTCAATTTTAACTTGGGAACTCAGGACATAT 
CTAAATATTCCAGTTGTATAGGAAGCTTTCATCCACAAGAAGCAGGACCTTCTTTCTCTGATCAGGAGTC 
CTTTGTAAAATTAATGACTTCGGATTTATCTCCGGAGTGGACGAGCAATCATAATTATATGATGGGGTCG 
GTCCGAGATCGGTGGGCTCATCACAGCACAGAGATGAGTGAATGCCATAATTATAACTTTGAGCTGGCAA 
AGCCTAGTAC TTCTACACAATGGGAAAAGAGAAGACT T ACAT T AACCGCAAGCAAATGTGGAGAAAAT TC 
ATCTCCATTTTTCTTCGCCCGTTCCATTGCTGTAGCTATGGCGATCCGTTTCATTGTAATGGTAATGATA 
TGCAGTGCCGTAATCATAAATTGTAAGTCATAACCGAGAAGTAGATAGCAGCATTGTTGGTCTAATGATT 
GTAATGCATTACTTTGATTA 
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>GBEQ2547 | RC | Acc j CD4 64 982 | Ver j CD4 64 982.1 GI : 31386250 | LeukoNl_JL_A04 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l__A0 4_A02 3 3', mRNA 
sequence .: Start : 1 : Stop : 4 64 

TTTGCTACACGTCAAAAAAATCTTTATTATTTCTATAACAGCCCCTTATGCTCTTCTCGCCGAACGCCGC 
CAACATGGTGTTCAGGCGCTTCGTGGAGGTTGGCCGGGTGGCCTACGTCTCCTTTGGACCTCATGCCGGG 
AAGCTGGTCGCGATTGTAGATGTTATTGATCAGAACAGGGCTTTGGTTGATGGACCTTGCACTCAGGTAA 
GGAGACAGGCTATGCCTTTCAAATGCATGCAGCTCACTGACTTCATCCTCAAGTTCCCACACAGTGCCCG 
CCAGAAGTATGTTCGACAAGCCTGGCAGAAAGCAGATATCAATACAAAATGGGCAGCCACCAGATGGGCC 
AAGAAGATTGAAGCCAGGGAAAGGAAAGCCAAGATGACAGATTTTGATCGTTATAAAGTCATGAAGGCAA 
AGAAAATGAGGAACAGAATAATCAAGCTTGAAGTTAGGAAGCTT 

>GBEQ2548 | RC | Acc | CD4 64 8 42 1 Ver | CD4 64 8 42 . 1 GI : 31386110 | LeukoN4_5_F10 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__5_F10_A026 3", mRNA 
sequence . : Start : 1 : Stop : 541 

AGAATTCATGGATTAGTCTGATCTATTCTTATTAATAATGGAACATGTAAATATACTGAAAACTGTTTTT 
CAGGAGATGAGTGAGGTGTGGAGGGAAGGAAA&GTGGCTCTACTTATGTTCCAAAATCCTCATCAGAGAA 
GGTATTATGTTCCTCAGGTAATACCTGACGCTGTGGAAATATTTCTTAGCTGATTCAGAGGTTTAGCAGG 
TTTAACAGAAAAAATAAAGAAGGGGCATAACAATCACCAGTTTTCCAGACTGGATTTTTATGTTACAACG 
TAAGGTTCTCAGAGTTCTCAGAGTTGATGAAGGACCACCTTTGTGTATCGAATGGTCATTTTAAACCTTG 
CAGTGGTAACAAAATGACCTACTTTAATCCAGGTAGAATTCAAGATGGTTGTGTCTGCAGTTGTATGATA 
AAGTTAATGGTTCTCATGACGGCGTGGCATCTAAAAATAATACCTGTTTTTACAGCATCTCTCTGCCACT 
AAATTGTTGACTTGAATTTTGAAAAACAAGTTGGTGTTGATATGTATATGT 

>GBEQ2549 | RC | Acc ) CD4 64 699 | Ver | CD464 699.1 GI : 31385967 | LeukoN4_6__G12 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_G12_A02 6 3', mRNA 
sequence. : Start : 1: Stop: 625 

GC T AAC AG AAAC G G G C T G T AAAAGC AG AAAAT C AC G T TAT G AAAC T G AAAC AAG AAG T AAGC T T G C T C C A 
GGCGCAGGTCACTAACTTCAAGCGGGAGAACGAAGCCCTGCGGTCGGGCCAGGGCGCCAGCCTGACGGTG 
GTGAAGCAGAACACTGAGGTGGCCTTGCAGAACCTCCACGTGGTCATGAACAACGCGCACACCTCCATAA 
AGCAGCTGGTTTCTGGAGCTGAGACCTTGAATCTCGTTGCTGAAATCCTTAAATCTATAGACAGGATTTC 
T GAAATTAAAGAGGAGGAGGAGT TGT CTTGAGAACCGCGGAGACACCCCAGCTAGCAGCCT GT T T ACAGC 
CTGAGATCACTACTTACCGGATTTTAAAATGCCACTGTGTCTTTAAATGTGCAGCCTTCGCCCATAGTAA 
AT GTAT TTAT CATGAGATACTAATTT CAT GACCT GAGACAGTAT TAC TAGCCACCTGCCCTGAGGAGCAG 
CTCCCGGGCGTGCACGCTGCACCTGTGCTGTCTGTGCAGCCCCCTCTTGTGAACGAACGCCCGCTGCTGT 
AGAGAT TAATGATCTATCGGAAGACAT T T T TATAAAAGCT GGCGAT T T T T T TAAGGTAC TAAACA 

>GBEQ2550 | RC | Acc | CD4 64 61 6 | Ver | CD464 61 6 . 1 GI : 31385884 | LeukoN4_l_D04 .bl_A0 2 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_D04_A026 3', mRNA 
s equence . : St art : 1 : St op : 6 6 0 

TGCGGCTACAAATCTGGGATTTTTTTTATTACTTCTTTTTTTTAAAAAACTACACTTGGGCTCCTTTTTT 
TGTGCTCGACTTTTCCACCCTTTTTCCCTCCCTCCTGCGCTGCTGCTTTTTGATCTCTTCGACTAAAATT 
TTTTTATCCGGAGTGTATTTAATCGGTTCTGTTCTGTCCTCTTCACCACCCCCACTCCCCCCTCCCTCCG 
GTGTGTGTGCTGCTGCTGCTGCTGCCGCCGCTGCTGCTGCCGCTGCTGCTGCTCGCCCCGTCGTTACACC 
AAGCCGAAGCTCTTTGTTCCTCCCTTGGATCTGTTGAGTTTCTTTGTTGAAGAAGCCAGCATGGGTGCCC 
AGTTCTCCAAGACCGCTGCGAAGGGAGAAGCCGCCTCACAGGAGGCCCAGCCCGAGTGCAGTCCAGAAGC 
CCCCCCAGCGGAGGCGGCCGAGTAAGAGGGCAAGAGTTGTTGAGATAATCGAAGAACTTTTCTCCCCCCG 
TTTGTTTGTTGGAGTGGTGCCAGGTACTGGTTTTGGAGAACTTGTCTACAACCAGGGATTGATTTTAAAG 
ATGTCTTTTTTATTTTCCTTTTTTTAAGCAGCAAATTTTGGTTTTTTTCCCCCCCCTCCCCACAGATCCC 
ATCTCAAATCATTCTGTTACCACCATTCCA 

>GBEQ2551 j RC | Acc | CD4 64475 ) Ver | CD464475 . 1 GI : 31385743 | LeukoN4_4_G03 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_G03_A02 6 3 ? f mRNA 
sequence . : Start : 1 : Stop : 65 6 

AATCACTTTTTATTCTGACTTGTTATCACCAGTATCTGGCCATAGTTTCAGATATGCAGGTAAAACATAC 
ATATCTGAAAATACCAGGACTAGATTAGAGTACCAGGACTCTGATCTTACTTGAGTACTCTTGGGCCTCT 
AAAGAGAAT GCAGGC T TAAAT T ACCT TTACCTT GGACAAGTATATGAGAGAGAGGAAAT TCTGACTGACT 
TGACTAATTGGTCCAAGGACCAGCATAGTTAAGTACTCCTTAATTTACAGTCGGAAGTATAATATGTTTC 
CTTGCCAGCAGATTCATGAGGCCTAATAl'ATAAAAATTTGTTTCATTTTACAGTATGGTTTATTCAAGTA 
CT T T TACTAAGCACT CACAGAGTTAAT T TCT TAGATT T TGAACATCCTT TT T AGAATT TTGGT TT GATGA 
AAAGTAGGCCACGAACATTTGCTGGGTACTTACCTGTATAGAGTTCCAAGTTATTGTAATCATTAATTGA 
AATTAAATGTATTTAACTTCCAGGGTGAAAAGGAACAACCTGTGTTTGCCATGACTGGCCTTCGATGGGG 
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ATCCTTCACAGATGCTGGCGTCAAAGTTAGCAA.GTAAAGGATTATTGTATTGATGTGTGATGATTATTTA 
AAAAAAAAAAAAAACCTTCTTATTCT 

>GBEQ2552 i RC | Acc | CD464469 | Ver 1 CD464469 . 1 GI : 31385737 | LeukoN4_4__H01 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_H01_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 603 

AATCAGTACACACCTCTGTCTTTCTGATCGTGATTTTGAAAAGGATGGTCTCGCTGGTGCTTCCAGCCAC 
ATAACCACAAAATCAATGGCTGCTCCTCCAAGCTGCGGTCTGAGCCCACTGCTGGTTCTGGTGGTAACCG 
CCCTGTCCACCCTATTATCTTTATCTTTGGCAGAAACATCGTAGCTGCATTTAAAAAACGATATGGACAT 
GTAAAAAGACAAAAACCAAGTTATCCGTTTCCTGTCCTCTTGTATATCTGAAATTCCAGTTTTAGGAGCT 
CAGCTGAGACACTACTAAAACAGTTTTATCCAACTGGAACTTTTTTCTTTTTTTTTTTTCTTTTTTTTAA 
GAAAGCTTCTTGTGATCCTTAGGGCTTCTGTGGAATACCCAATGCAGTGCTACATTCCAAACTCAAAAGG 
CTTTGGGGCATGCTGTATTGTAAAGGGACAGTTTGTAAATTTAGCTGTAAAGCAAACTGGGGCCGGGTTT 
TTCATGATGATGATGATAATTTTAACAACTTAACTCTGGCCTTCACTATCTAGAGGAGTTAGTATTTCTC 
AAAGATCTTGCATATCTCATGTAATGGCTTTGATTTCTGATGA 

>GBEQ2553 1 RC | Acc 1 CD464340 | Ver | CD4 64340 . 1 GI : 31385608 1 LeukoN4_3_H0 4 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_H04__A026 3 r , mRNA 
sequence. : Start: 1: Stop: 572 

GTTAGACCATATTTAACCAGCTAGAACTTTTGTCCATCAACCCCTAAAGCACAGAACTTTTCTTAGCTTC 
ATAATTCCTTAAAAGGAGGAAAAAACAAGAAACAACAAGAAAACAACAACAAAAAGGAAATCAGCTGAGA 
GTCCCTTGAACTGGTTCCAGAGCAGAGGGCCTCCTCAGATGATCCCCACCGCGCCCGCACGGCTGGGCCA 
GAAGTCCCCATATGCAACCCAGTGTCCGCACCGCCCTTCCCCCACTCTCCAAACGAAAAACAAAATGACA 
GCTAGGGAAACATGAAGGGTCGTTTCCGGTGCTCCAGGCACCCCAGGGGGCCTGCAGAGAGAGACTTCAG 
GGTGAGGGGGCACTGTGCAGGTCCCCTCCACGAGGGCGCCTGCTCTTTGGGAAGCCATGAGGAGACCCCC 
ACAGCTCTGCACAGATAACTCACTCCATGGGAGCGTTCCCGCTCTCCCTGCCTCACTACCGCTGGCAGCA 
GCGATGCCCCTGTCATCTCTGCTGAGAAAGCCTACCATGAGCAGCXTTCCGTAGCAGAGATCACCAATGC 
TTGCTTTGAGCC 

>GBEQ2554 ] RC ) Acc \ CD4 64307 | Ver | CD4 64307 .1 GI : 31385575 ) LeukoN4__3_A03 .bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__3_A03_A02 6 3", mRNA 
sequence. :Start:l: Stop: 384 

GAAAGGATGCGGATGCGGCCATGGTCTGGAGGAACAGATAAACTCAAATACGATACCAGGGCTAAAGTGG 
CTTAACAAGGAGAAGAAG AT TT T TCAGAT CCCCT GGAT GCAT GCAGCTAGACATGGGTGGGATGTGGAGA 
AGGATGCCCCACTCTTTAGAAACTGGGCAATCCATACAGGAAAGCATCAACCGGGAGTAGATAAACCTGA 
CCCAAAAACATGGAAGGCGAATTTTCGATGTGCCATGAACTCCTTGCCTGATATTGAAGAAGTCAAGGAC 
AGAAGTATAAAGAAGGGAAACAATGCCTTCAGGGTGTACCGGATGCTGCCCTTATCTGAGCGACCTTCTA 
AGAAAGGAAAGAAACCAAAGACAGAAAAAGAAGA 

>GBEQ2555 | RC | Acc | BM781439 | Ver | BM781439 . 1 GI : 19129671 | MLN1_8JB02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start: 10: Stop: 641 

TNATAGCTGAATTATTTCTCGGTTAGAGATTTGGGCATATAACCAGATTAAAATGAAGGAACTTCCCCTT 

GTTTTTGTAGCACCGCTCAGCTGTCCTTGTAAAACACTGCGCACACGCTTTCCAGTTCTAGTAATCCTGG 

GTGTTCATTATGTTAAGAGAAACTCAAGCTATTGCATGCCCAGCCCCCTGCTTGGCAAGAGAATCCCGTG 

CAAAGGGGACAACAAGCCTGCGCCGCCTCTTCGTCCTGGGTAGTCTGTGGTTGTAACTCAGCATGTTTCG 

CAGAGTAAATCTGTCGTGGCTTCACTTTTGGGTCCTATGTCTTGGTTTCTGATGCTTATGTAAACATGCA 

CACGAGTGGATAAACCAGCCCCGCTGGCTGCTGCATTGCCATAGACTAGAACATATGCCGACTTTTCTCG 

AAGGCTTGATCTCTGGTTTCTCTTAGTTCCTCTCTAACATAGTGCTTTCTTTCCAGCAGAAGCAAAATGC 

GTTTTCAGATTTGTTACTTGAGTAAATTATCCATACCAATAAAAAAGTACAACGCAGATCCTTTTCTGTT 

AAATTATTATTGGATTTCCATTGTAATTTTGTGTTTTTATCCGGCATGCATTTATTAATTAATTAAATTT 

GG 

>GBEQ2556- | RC | Acc | BM781438 j Ver | BM781438 . 1 GI ; 19129670 | MLN1__8_B01 . gl__A005 Mesenteric lymph 

node (MLN1 ) Equus caballus cDNA , mRNA sequence .: Start : 29: Stop: 652 

GTGCATTGATTTTTCTTTTAAAAATGCTTGTTGTGAAAGACACAGATACCCAGTATGCTTAATGTGAAAG 

AAAATGTGTTCTGTTTTGTAAAGGAACTTTCAAGTATTGTTGTAAATACTTGGACAGAGGTTGCTGAACT 

T TAAAAAAAATTAAT T TAT TAT TATAATGACCTAAT T TAT TAAT CTGAAGATTAACCATT TTTTTTGTC T 

TAGAATATCAAAAAAAAGGAAAAGAAAAAGGTGTTCTAGCTGTTTGCATCAAAGAAAAAAAAGATTTATT 

ATCAAGGGGCAATAT TT T TATC TATT TCCAAAATAAAT TTGTT AATGATATGATGTTACCAAAATAGAGT 

TACATCAGCCTGATTAGTATAAAATTTTGTTGACAATTAATCCATTCCTGGCATAAAAAGTCTTTATCGA 

AAAAGTTGTAAATGCTTGCTTTTTGTTTTTTCAATCATGGCCATATTATGAAAATACTAACAGGATATAG 

GACAAGGTGTAAATTTTTTTATTATTATTTTAAAGATATGATTTATCCTGAGTGCTGTATCTATCACTCT 
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TTTACTTTGGTTCCTGTTGTGCTCTTGTAAAAGAAAAACAAATATAATTTCCTGAAGAATAAAA 

>GBEQ2557 | RC | Acc | BM781436 | Ver | BM781436 . 1 GI : 19129668 | MLNl_8_B12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 5 65 

GGCACGAGATCCAGTACCAGCTAGTGGACATCTCTCAGGACAACGCCCTGCGGGATGAGATGCGAGCCTT 

GGCAGGCAACCCTAAGGCCACCCCACCCCAGATTGTCAACGGGGACCAGTACTGTGGGGACTATGAGCTC 

TTCGTGGAGGCTGTGGAGCAAAACACGCTGCAGGAGTTCCTGAAACTGGCCTAAGCCAAGCTGGCCCCCT 

CGACTCCATCACCACATTCCCCCCAGGCATCGCCCGCCCAGCCACGAAAGACCCTGTGACCAATTCCCTG 

TTATTCCTAACCTTCTGGCCTTGGAGCCCCTCCCCTAACCCAAGCCCCTTCTCCTCCCCTGTTGCCCCCT 

CTCCCCATTCAAAGGCCACATTCCTTACCCACTAGTCTCAGAAATTGTCTTAAGCAACAGCCCAAGTGCT 

GGCTGTCCTCAGCCAGGCCCTGGGGCTGCCACCCTGCCTGACACTGGCTGATGGGCACCTATGTTGGTTC 

CATTAGCCAGGGCTCTGCCAAAGGCCCCGCAATCCCCAACCTGGGACCACCCTAGAGACAATTAAATCTC 

GTGC 

>GBEQ2558 | RC | Acc | BM781435 | Ver | BM781435 . 1 GI : 19129667 | MLN1_8_B0 4 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop: 517 

TTGTCTTATGCAGAAGGTCACAGTGATTTAAGGGCTTTGTGATGTTATTAATTATGACCATAACTTATAT 

TCTTTGTTTACCTGATGAAACTTTGTTGTTCTTTGTATATAATAAAATATGTATATATATTTTTTTCTCT 

ATTGAAATCTTAACCCATAGAAGGGCCCTGACAATTTTGATCTAGCAGTCAAATTTCTGGAAGTTGAGAC 

T T T TCAGCATGAAGAACCAGAACACT T AGAAGGAATTATATGCAAAGAATAAAT T T TGT GCCC AAAT CAA 

GTTACATGTATAAATT T AGAGAGAT T T GACT T T GATAGCTAAGTAGAACCAAACCC TAT TGAAGAGT T CG 

AAAAGGCGCTACTT CGAGGAACTAAAT TT ACT T T GCGGAAGTATTAAT TATCTTAATAAAAATAATGATA 

TAATTTCTCTGCAAAATCAGTTGTCAACATAAGCTGTGGATAATACCTAATAAAATAAACTGCCCTCAGT 

AACT CCAT GAT TAATAAAT C TCG 

>GBEQ2559 | RC | Acc | BM781429 | Ver | BM7 81429 . 1 GI : 19129661 | MLN1_8_B05 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop : 645 

TCCATCTAAAAATACAGTTGCAAACAGTCCTCAAACCCTTTTGGCTGGCATGAATAAATTTTTATCTCAG 

C T T GAAAT T AC T T T C AGAAGAG AT CC AAAC AAC T AT AGGC C AAGAAT AAAC AAAC T CAAT T C AAT T AAG G 

ATGTAGAACAAAAGAAGAGTGGAAACTACT T T T TC TTGGATGATTAGACTGAATCT GAGAATAT T GAT AA 

GCCACT TAT TAAAAGAAACAT T TAT TAGGATT T TGTCATAGAAAACT TTAATCAGGTT T TATGCCT CACA 

TACTCTGGAGCTTGAAGTATAGTTTACTTAATGTAACATCAAAAGCCAGTTGTGTTGTAAATTGTAGTCT 

GAAT ACAGAAAAT GCCCCATTTCT GT T CTAGATAAGCCCCTTT TT GTGCATAACAT TCTAAAAT GAAGAC 

ATTTCAAGCTAAACAAATTACCTCCAAGTTTTCATGATGTATGGGAAGATTTTTAATGGGTGTATAATAT 

TCATGTACC2^AATGCTCACCAGTTTTGCCCCCTTTTAAAAATCTTGAAAAAAGATTTCTGTACTTACATG 

GTTTGCCAAGTATGACAATATAATGAAACTGCCCTTATTTTAAAAGCCGGTCGAAGACTCCACTGATGAA 

ATTTGATCTCG 

>GBEQ2560 | RC | Acc | BM7 81422 | Ver | BM781422 . 1 GI : 19129654 1 MLN1_8_C02 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop: 64 1 

CACTGCCCAAAAATATGGTGTCTCGTCTTTGTGAATCTAAAAAGGTTTGTGCTGCAGCTGATATGCAGCT 

TCAGGTCTTTTATGCCACTCTGGATCAAATCTACCATGGGAAGCATCCCCTGAGGAAGTCAACCACTGAC 

ATTCTCAAGGAAACACAGGAGAAGTTTTATGGCTTACCATACGTTCCAAATACCGCCTGGCAGCTGCGGT 

TCAGCCACCTCGTGGGCTACGGTGCCAAATACTACTCCTACCTGATGTCCAGGGCAGTAGCTTCCATGGT 

TTGGAAGGAATGTTTTCTACAGGATCCTTTTAACAGGGCGGCAGGAGAGCGCTACCGCAGGGAGATGCTG 

GCGCACGGCGGGGGCAAGGAGCCCATGCTCATGGTTCAAGGTATGCTTCAGAAGTGTCCTTCTGTTGATG 

ACTTTGTAAGTGCCCTCGTTTCTGACTTGGATCTGGACTTCGAAACTTTCCTCATGGATTCCGAATGATG 

GAAACACCTCGAAT CT T T TAAAF CAAGGTCAT GTGGATAT T AACT T TGTT GTAAATACAGC TGT GAACAC 

TCGTTCCTGATTTCAATATTCACTTCTGTAATAACTTCTGAAAAACCTTAAACTGATAG2\ACTTGGAATA 

AATCTC 

>GBEQ2561 | RC | Acc 1 BM781418 | Ver | BM781418 . 1 GI : 1912 9650 | MLN1_8_D02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 57 0 

GCACGAGT T T TACT T TAGTGACAGCTGTGCAAGAAAAAT TAAATGAAATAGTAGAT CAGATAAAAACCAG 

AAGAGAAGAAGAAAAGAAACAGAAAGAAAAAGAAGCAGAAGAAGCTGAAAAGCAAT TAT TTCATGGCACT 

CCTGTTACAATTGAGAATTTCTTAAGTTGGAAGGCCAAGTTTGATGCAGAACTCTTGGAAATTAAAAAGA 

AACGAATGAAAGAAGAAGAACAAGCAGGAAAAAATAAAT TAAGTGGGAAACAGCT GTT TGAAACAGAT CA 

TAATCTTGACACATCAGATATCCAGTTCTTGGAGGATGCTGGAAACAATGTGGAGGTAGATGAGTCTTTG 

TTCCAGGAAATGGATGACTTGGAGCTGGAAGATGATGAGGATGATCCAGACTACAATCCTGCCGACCCAG 

AGAGTGACTTGACTGACTAACGGACCATCCCCATCTGCAGAGGCTTGACTGCCACAGCATCTGTGGCTAT 

GCTGAGAGGGTGTGGATTTTCCTTTCTTTTTTTCTAAGAAAAAATAATTTTCAGGAGAATATTCTTCTGA 

TACTCGTGCC 
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>GBEQ2562 1 RC) Acc | BM781413 | Ver | BM781413 . 1 GI : 1 9129645 ] MLN1_8_D12 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 7 : Stop: 634 

TCTCTAAGAGTAATGTGCTAGACTGGCCTGTCAACCTGCATATTATTCCTCAACTTCCCAAAAGTTGCAT 

AGACATTACAGCTTTCATTCATCAGCTCTCAATCTCAATGATTCACAAATGAAAGCATCCTGGCATGAAA 

CCTCTTGCTCGACTCCATCTTCGCGGTAGCGGCTGCGGTGGCAGCGATTCAGTCGCCGACATGCAGCTCT 

TTGTCCGCGCCCAGGAGCTACACACCCTCGAGGTGACCGGCCAGGAGACGGTCGCCCAGATCAAGGCTCA 

TGTGGCCTCGTTGGAGGGCATCGCTGCAGAAGATCAAGTCGTGCTCTTGGCAGGCACGCCCCTGGAGGAT 

GAGGCTACTCTGGGCCAGTGTGGGGTGGAGGCTCTGACCACTCTGGAAGTAGCCGGCCGCATGCTTGGAG 

GTAAAGTCCATGGCTCCCTAGCCCGTGCTGGGAAAGTCAGAGGTCAGACTCCCAAGGTGGCCAAGCAGGA 

GAAAAAGAAGAAGAAGACAGGCCGGGCCAAGCGGCGGATGCAGTACAACCGGCGCTTTGTCAATGTCGTG 

CCCACCTTTGGCAAGAAGAAGGGCCCCAATGCCAACTCTTAAGTCCTTTGTAATCCTGGCTTTTGCCT 

>GBEQ2563 | RC | Acc 1 BM781409 | Ver | BM781409 . 1 GI : 19129641 ] MLN1__8_JE02 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 24 : Stop : 618 

GCACGAGCTGACCTGGAGTACTACAACAAATTCTGAACAACTCTCTGCAACTGTTGCTCGTTTTTCCTTC 

CAAT CCAT TCT CCACAAGAC AAG ACAAT ATT ACAACAGT AATATTTTTAATATAAATCAGATCCT TCGCT 

TGTCTGCTTAAAACGCTGCAAGACTTCCCAGTGCACTCAGAATGAAACTGAGTCTCCCTGGCCCTGGATG 

GTCTGACCCATCTCAAGCCTCAGCTATCATCACTCTCCCCGCACTATCTCTATTTAGCCTCCCTGAGCTT 

CTTTCAGCTCCTCTGTTAGAGGAAAGAGTTCTCTATGTCACAGTTTTTACATCTGCCTCAAGGCCTTTCC 

TCTGCCTGCCTGGTTCCTCCTTTTCTTTAGGTCTCAGCTTACATATGTCACCTTCGAAGACAGACCTTCT 

CAGACCATTCCATCTAAAATGGATCCCCTTATTATTCTTTCACAACCTCCATGTCATTTGTGATTAAATA 

TTTATTTTTATTTTTTTAATTCTGTTTATCCTACTATACCATAAGATCTCCAGGAGCAGGAACCATGATA 

ATTTTGTTTATCACTGTATCCCTAGCACCTGGCAC 

>GBEQ2564 ! RC j Acc | BM7814 08 | Ver | BM7814 08 . 1 GI :1912964 0 | MLN1_8_E09 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 641 

CAAACTTGAGCTTTTTGCGAATACAGGACCCTATACACTTGGAGTTTACATTGTTATTCATCAAGGAGGA 

AAGTTTCTTTGAGGATACTTACTTAGTTATAAATCATATGCATTTCTTCTGATAATATACCTATTGTTTA 

ATGCTAAATTTTCCTGGAAAATAAGGGAATGAGAAGTTAAACCTCAACTCTGAACACGTGGCTTGAATTA 

AGAAGGAAATAATGGTATGAT T TCAATCAATCATT T T ACAT GCTAAGAAAACQAGGCT TCCATAAGAGCC 

TGGAAAAGCTGCCTGGGAAACTCATGGAACTTTGACATGACAGCAGACAGAGGGCTTCGTATAGTAGAGT 

CTTCTGTTTAAAAGCTCACTATTGAGAGGAATGAGGTCCTTCAATTTTAAAGAGTTCCTTTATAAGATTT 

AT T G T CACAC AT AAAAAC T AAT AACAT T CAAAGAT C C C C AG AC T TAAAT C C ATAGAATAT CCAGG AAAAG 

CATTTGAAGGGTGATATTCAGGTATACTCCTTTATACATTTGCTTTGATGGACTTTTTACTCACATTTTT 

TGCAAAGACTTTTTTTTTTTGGTCTCTGGTATCCAATTCTTTAATGCTTCTTGTTAATCTAATGCTGTTC 
AATCTCGTG 

>GBEQ2565 | RC | Acc | BM781404 | Ver | BM7814 04 . 1 GI : 19129636 1 MLN1_8_F0 6 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 654 

ACCAGTACACTCATACAAAAGATCTCATATTTCAAAGGCTCAAGATAAAAGTTTGGAGGAAGCATCTAAC 

ATCTCCACCAGTGATTTATCTTCACCACACTGGACTGAGGAGAAAGAAAACCAAATAGACCACAATAGTA 

T GC AT AAT T C TAAAC T T G CAAAG AG GG G T CAAGAC AT C T C T G T T AAACGT AAAACAAGAAC T GAT T GC AA 

TTCTTTAGAGAAAAGCCAGTCACCTCGGACATCTCAAGTGAGTTCTTATCTGCCATCTAATTTATCAGAA 

CTAGAACTTAATGTCTTGGATAGGAGTACTTCAGATCACTCTGAAGAAGACAGTGATGAAGTTGGTTCAC 

TAAATATT TCTAAGCAATGCAGAGATAT TTGTGAAT TAGTAATAAATAAACT TCCAGGAT AT ACAGT GT A 

AAAATATGTGCTTTTAAAAAACTTTTAATGTTTTTATAGCCTATATGTACTGTTAGTGAAACAATTTTTA 

ATACCTACGTTATTTTTAGTATGTAAATTATGTGAATTCTTTTTAAGAAATATAAATGTTTGTCATTCCT 

TTGATGTTTAAATAGTGTTTGTCGTTAAATCTGACAAGATTGATCCTGAGATCCCTTTATAACCTGGGTA 

AGGTTTAAGTTGTTTCTCGTG 

>GBEQ2566 | RC I Acc | BM781400 | Ver | BM7814 00 . 1 GI : 1912 9632 | MLN1_8_F03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 73 : Stop: 616 

ATTTCAACTATATTTACTTTTAAAATGTGTGACTTTCAATTTTTAAACCAAACTAGACACCTTACTTGTG 

AAAGTTGCTTAAGCTACTTGTTGATAGACACATCCTGTCAAGTGAAGTAGTTTTATGGGTGTTGGGGTTT 

TTTTCCCCTCTGACAGGGTGGGTGGAACAAGTTGATTTGGCTAATGCGTAATATTTAAACTGCTCTGTAA 

AATAAGTGTCTGGCCACTCAGTATAAGTTGTATGTGTGAAAGGTTTCAACTCAAAATTGTACATCCGTAA 

TCAACAACCCTTAACCTTCCTTGTTCTAAAGAAACCAAAGGGCACTGGTTAGTATGGTAAGATGGGGGAG 

TATGTTAATTTTTGGAATTTGGAAAGCAGACAGCTTTACTTTATAAGGTTGGAACAGCAGCACCATCCAT 

GAAGT'GTAAACCAAAAACCTTACTGTTTCTGAAAATCCTATATTACTATTAATTTTGGTCTTAAGTTGAT 

AGATGACTGTTCCACAGAAGGTGATAAATCTTTTACCTCTTTTTCCATTAGAAA 

>GBEQ2567 | RC | Acc | BM7 81396 1 Ver | BM7 81396 . 1 GI : 19129628 I MLN1_8 G02.gl A005 Mesenteric lymph 
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node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 12 : Stop: 299 

C AAAAC AC T G T GGAAC C AC AAGC C AT T ACC AAGC AAAAC T C T C T CAC T AG AAACAAG AG GAT G G T C T G GA 

AGTAAAAGTGACCTTAAGAAGACTCTTTCCAGGCAACAAATGAAGCTTTTCTAAGGGATTTTTGCATCAG 

TTCAATCATAAGAATACTTTTTTTCCAGGATAATTAGGCAACAGCTTCACTGAAAATGACAGCTTTTCAT 

TTGCATTATTTAATCCTTATATTTGGAATTGAAGTTGTTAACTTCTTTTAAAGAATGTACTATTAGAAAA 

ATTAAAAA 

>GBEQ2568 ) RC | Acc | BM781391 | Ver | BM781391 . 1 GI : 19129623 | MLN1_8_G0 8 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. :St art: 1: Stop: 64 8 

CGCAATTGGCGAGTCATGCTCAGTTGCGCAAAATGCTGGGAGTTTTTTTTTTTTCTTTACCTNTTCTGTC 

TTGATGAAAATGTTGCACATTCTAAAGTTGCCAAACCAATATAATGGGACATAACATTTCACATTGCATC 

TTACCTTGCAGCTGATGCAAGGGTTGCTTTTCTCTGGGGACCTCCCCATCACCCAGATTCCTATTCTGGG 

CTCTCAATTTCCCTGCCTGCCCTGTGGTTTGGGTGAAGGAGCCCATTAGCTCACTCCATTGTGTTTCTGC 

AGCCCTGGCCTAAGAAGGGTTATAGAGAGGTCTTACATCCCCATATGGGATTTATCCAACAGCCACATGA 

AAATAAACAGTGCCTTCTGCCCTCCACCCAGGCATTTACAGCATGTTCCCAAGCTGGCACTCCCCGGGGA 

CTCTGGAAGCCCCTCAGTTTATTCTCTGGCTAAAGCCCCCCCTTTCTTGTGTCTCCTATGTCCAAGTTGG - 

GACTTTTAGAGAGGGCTGTCTCCAGACAGCTCCAGCTGGAACCAAGCAAAGGCCAGACAGCCTGGCAGGC 

AGGCTAGTGGTATTGTCTATATGGGTGGGACGTGTGTGTCATTGTTATTTGAATTGTGCTGTTGTTTAGG 

GGAAAATAACCTCGTGCC 

>GBEQ2569 f RC j Acc | BM7 81388 | Ver ) BM7 81388.1 GI : 19129620 | MLN1_8_G0 5 . gl__A0 05 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 63 6 
• AT GAAAATACCATAGGAAGAGAT AAAACTT TAAAAGGCAAC TCAAAGAT GATGGAAACGCACT TAGAAGT 
GGTGACCAAAAAT T T TAGGTGAAGT TGAGCACTC TAAT TTGAGAACTGGAGGAACCACAT ACAACACT TA 
ACTTCCCCTATCCTGGCCTCCCCCCCCCCAAAAAAAAACCCCACCATGACAAACCTAGCTTTTTAAAAAT 
ATT T TAAGAAAGAGAATGAACTGT GGAATT TAT T GGCAGCCAAGGAAT GTGT CCAAGACACATGCT GAGG 
TTTTGAATAAAAAGTGAACTTTTGTAATTTGAATTGGGTCCCGCTTAGTTCTTGAATTGTTATGAAAATC 
CTATATCTGTTTGTATATTTGCAAACCCTTTGTATTATAATTGTTGATATTTTCCCTTTTTAAAAAATAC 
CAT TGAAATCAGCATGACAAAATAACACT GTTGGCACT TATAGATAACGT GAT TGAT TCAGT ATCT TAGA 
GTTTACAGTTTGTGTTTTAAAAAAAACTGAAGGTTTTTTTTTAAGTGCAACATTTCTGTATACTGTAAAA 

GTTATAATAACTGAACTGTTTGGTCGAGTCTTTGTGTGTTATATTCCAAGGAAAATTGAAAGTATTCACT 
CGTGC 

>GBEQ2570 | RC | Acc | BM781387 | Ver j BM781387 . 1 GI : 19129619 | MLN1_8_G0 4 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 574 

GCAGCCTGAAGAATGCGCAGTAACCCCCAGAGCGTTCGTGTTTAAGAAAAGTGCAGAGGGCTCTTCTTCC 

AGCCTGTGTCCCAAACTTCAGACTGAATTTTTCTCATCGCTAGTACTTCAGCTAATGGCATAAAGCAAAG 

CAGACTCTGCAAACCGTCAGCTTTGAATCTGAACACGTGCCGCCACGCCGACCTTGCTCCTGCAGACGCC 

GTCCACCCTCCACCGTGGCCTTACGACAGTCTCTCCAACTGCTCTCATTTTTATGACCTAGGAATTATAG 

AAAATGGAAAATTTGGGCCAGCATAAATAAACTGAAACCAAAAAATTAGTAGAAGAGGAAATCAAATGAA 

GATGAATATGAGAACTTCTTGTTCTTAATATCACGGGTTTTTGTTAATGTTTTATAAGTAATTTTCCCTA 

CTTGATTTTCCTTTTATAAAATCTCATAGAACAGTGTTTATGATACAGCCATTTAATATATGTACAAATT 

GTAAAGAATAT GTACAAATGT T T TACACAAATGTAAGAGCATGTAGAAGCCGACATATAAATAAAT TGT T 

AAAAACCTCGTGC 

>GBEQ2571 | RC | Acc | BM7 8138 6 | Ver | BM78138 6 . 1 GI : 19129618 | MLN1_8_G12 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 292 

GCACGAGACTGATGTGACCTACCAGAT T TCAGAACATGTGTTAATAGCATATATAT GCCACTGAAAAC T T 

AGGTCCTGTATCATATTTTTTTCTTTAAGACTTTTTAAGAAATATTACTTAACATGTGGCTTGCTCAGTG 

TTTAATTGCAAGTTTTCATTCTTGGACTTTGAAAACGGGATTAAACGTTGGTATTTGTGTGAATCAGACT 

AAGTGGGATTCCATTTTTACAACTCTGCTATACCTAGCCTTTGGATTTAGAAGTGAAAATAAAGTATCTC 

TGACCTCGTGCC 

>GBEQ2572 | RC [ Acc j BM781378 | Ver | BM781378 . 1 GI : 19129610 | MLN1__8_H11 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 150 : Stop: 614 

GCCCATCTTGGTGGGCCCTTTTTTTTTAAAATTGTGATGTACTTTCTCGTACACAGTTTTGTCCAGAGTA 

CTTGCTGAAGTGTTTTGGAATCTCATGATGGCAATGTCTCCTTCCCGTATCACTGTAAAAAAAATTCTAT 

CTGTGGGATTGTTAGACATTTTTGGACGTCAGGGTGTCTGTTCCACCTTGGCTGGGCCTCCCAGGAGACT 

CGTGTCCCCTGCTGGGGAGGGACCAAGCCAGGCTGGATGGGTCACTCTCAGCTCGCGCCAGTGTTGCCTT 

GACTGAGCGTGGCTCTTGCATAGTTCGGTTAAACGGAGACTTGAGGTCTCTGTTCTGGGGGGCACCCCAC 

CACGACTGGAGGTGGGTGGTGGGTGCCGGCTGAGCCCAGGACAGGCCTGGGCAGCCCCCCTCCCTCCCCA 

AGCCAGGCTTCTCGTTGCTCTGTGACGTCCAGGGTGGCCTGAGGC 
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>GBEQ2573 | RC | Acc | BM781376 | Ver | BM781376. 1 GI : 19129608 j MLN1_8_H09 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop : 542 

TTGAATCTGACGCTGCTACCGTCAATGAAATCGTGCTCAAGGTTAACTACATCCTGGAATCCCGAGCAAG 

CACTGCCCGCGCGGACTATTTTGCTCAAAAACAAAGAAAACTGAATAGACGTACAAGCTTCAGCTTCCAG 

AAGGAGAAGAAGTCCGGGCAGCAATGACACTGGCCTCCAGCCTCAATCTGTTGCCGTAGCTCAGAGCCTG 

CCTGCCAGGGCCAGGTGGCCCTCGAGCCCACCCTGTGCCCTGCAGTCCTCCAGGGGAGGCCAGCCCCGGC 

TCACAGCACAGGGCTGGTGGGCTCTTGGGGAAGGGGAGCACCCCTAGAACGGAGCTGGGGACATTTCCAC 

GGGACCGGAGCCTGGGCGGCAGTGGCTTAGATTAGCAGTGCCCGGGGGGCCAGATGACAGCAGAGGAGCC 

CGTGCTGCCCCGCCCTCTTCACTGCCTGAGGATGTACATAGCCGTGCCAGCCGTCTCCCTGCTACTTGAT 

CAAATTTCTTAAAACAAATGAAGAACAAAAATGTCATTCTTTTTCTCG 

>GBEQ2574 1 RC | Acc | BM781372 ] Ver | BM781372 . 1 GI : 19129604 | MLN1J7__A0 9 . gl__A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 578 

CGAATGGCGACTGGATGTACAGCTTGCAAGCAGAAGCCTCAGACAACAGATTAAACCATCAGTGACTATA 

AAACTGCGCCTTAACCAGAATGGAGCTCACACCACCCAGGTTTTGCAGACGGACCCAGCCACCCTGGTCC 

GTTTGGTGCAGCAGCTGGAACAAGCACTGGAGGAGATGAAAACAAACCACTGTAGGAGAGTCGTGCGCAA 

CGTCAAGTAGTCCCAGGTTTAAGGTTTTGTTCCCTTTGAATCACTTGTGAATTGATGATATACAGCAGTT 

ACTTCTCAAAATTGATTTTTTTAAGTTGATGGTGATGAGTATCCTGTGACAAGGTATTGAGGCCACGATG 

AAAAGCTAAAGTAAAGTTCCTCTCCCAGGGCTAAATGGTCAGCTTCTTGACAAATTAAGATGTACTTTGT 

TTTTTAAATGTGTAAATAGGACTGAATCAACTGGAAGTGAATCTATACTGTTCGTATCTTCTGTATATAT 

GAATGACTGTCCTTTTTTTGGTACTTCTTTTGACTGTTTAACTTTATTATTTTCTTTCTTATTGACCAAA 

ATTTGAAAATCTCGTG 

>GBEQ2575 | RC | Acc | BM781369 | Ver | BM781369 . 1 GI : 19129601 | MLN1_7_B01 . gl__A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop: 614 

CTCTGCCGGTGTTCGCGCTGCTGACCGGGCCAGGCTCCGAGCTGCCCGCCGTGTGCATCGGCGTGAGCCC 

CGGGCGGCCGGCGAAGTCGGTGCTCTTCCACACCGTGCGCTTCGGCGCGCTCTCCTGCTGGCTCGGCGAG 

ATGAGCACGGAGCACAAGGGACCTGTACAGGTGACCCAGGTAGAGGAAGACAAGGTGATGGTGTTGATGG 

ACGGGACTCTGAAGCTGGTGACCCCGGAGGGAGCCCCGGTCCGGGGGCTTCGAACTCCGGAGATCCCCAT 

GACCGAAGCAGTGGAGGCCGTGGCCATGGTCGGGGGGCGGCTCCAGGCCTTCTGGAAGCACGGCGTGCAG 

GTGTGGGCTCTCGGCTCCGACCAGCTACTGCAGGAGCTGAGAGACCCCAGCCTCACCTTCCGTCTGCTTG 

GCTCCCCCAGGCCTGTGGTGGTGGAGACACGCCCAGCAGATGATCCTACTGCCCCCAGCAATCTCTACAT 

CCAGGAATGAGTTCCTAGGGGGGGTGTCAGGAACCAGTGCCTGCACCTCCCTCCCCAAGGGACACAATTT 

ACTGGTCCTGACATGCCCCTGTCTCCCAAATAAACATGACTTCAGCCTC 

>GBEQ2576 j RC | Acc | BM781365 | Ver | BM781365 * 1 GI : 19129597 | MLN1J7_B10 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop: 57 9 

AAAAAAAAATTGGCTTAACTGTTTCATCTTTAAGTAGCAATTTGCTGCCATTTGTATTGGGCTGAAGAAA 

TCACTATTGTGTATATACTCAAGTCTTTTTATTTTTTCCTCTTTTCATAAATGCTCTTGGACATTATTGG 

GCTTGCAGAGTTCCCTTATTCTGGGGGTTACAATGCTTTTATCGTTTCAGGCTTCATTTTAGCTTCAAAA 

CAAGCTGAGCACACTGTTAAATCATGATTTTGCAGAACCTTTGGTTTTGGACAGTGTCATTTTTTGGATT 

TGGGATAGATCACATAGGAGTATGGAGTATGCTGTAAATAAAAATACAAGCTAGTACTTTGTCTTAGTAG 

TTTTAAGAAATTAAAGCAAACAAATTTAAGTTTTCTTGTATTGAAAATAACCTATGATTGTATGTTTTGC 

ATTCCTAGAAGTAGGTTAACTGTGTTTTTAAATTGTTATAACTTCACACCTTTTTGAAATCTGCCCTACA 

AAATTTGTTTGGCTTAAACGTCAAAGCCGTGACAATTTGTTCTTTGATGTGATTGTATTTCCAATTTCTT 

GTTCATGTAAGCTCGT 

>GBEQ2577 | RC | Acc | BM781363 ) Ver 1 BM7 81363 . 1 GI : 19129595 | MLN1J7JB08 . gl_A005 Mesenteric lympt 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop: 557 

ACTTTAAAATATTAAAAAAAGGGCTTCTGCAAAATGGACAACTTAGTTTGTGAATTGATTTTGAGGAGTG 

GTTTTTCTTTTCTTAGACACTTAATTCTGTTCCAATATGAATTTATCAGATCGCTTTCGTGCATCAGATA 

ACACCACCAT TCACAAGTT TGGAT TC T TGGT TT T T GG ACGTCTGTT AGATGCT ACT AAGAAAATAGAGAT 

GAGCTTCCTTTTTTAAAGCTTTTGATGTGGTGTCATAGAGTAGCATGTTGTAGATACAATCAGCTGCTTC 

GTTACCTTACAACTAAGCGTTTGTAAATATTAAAACTTAGGAAGATGGCCAGCGATGTCTCTTAAAACAC 

TCAGCTGTTCAGATTGGACATAATTGACATAGTTCTTCTTTCTCTCTTTAAAAATTATAGGAGACCCGTA 

GCTCAGTGTTGTTTTTCTCTTTCTGATTTGCTGCTGATAATGTACATGAATTTACCCTGCTGTGTAAGCT 

GTGTCCTAGCTACTG2\ACAGTTTATGCAGTGCTGCTTTGCCAAATAAAGTTGAAAGTACCTC 

>GBEQ2578 |RC| Acc|BM781362 1 Ver | BM781362. 1 GI : 19129594 | MLN1_7_B07 . gl_A005 Mesenteric lympl 
node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 17 : Stop : 659 
CCAGATCTGACTTCTTTGGAAATTGACTGAGTTTTCTAACTGGCGATATGCAGCTGTTGAGGGTAAATGG 
CCGTGTCTAGTGTTACCCTGAATTATGTGGCAAATGTAACTAAGGGACAAATGGGTTCCACTCAGAAAAT 
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TTCATTCTCCTTTTGAGTTAGGGATTCTTTAGCCTGGTCTCCAAAAAGATGCAGAGCTTTTCATCACGGT 
CTTTATAAACTAACCTTATCATTCCTTTGTAAACCTGCATACCTGAAGTTTTATAGGGGAAAATAAAATG 
AGGAAGGAACAAGTGACTCCTAAGGATGTTTATTGGATAAGAAGCTGAGACAAAGCTGAGCCATGTCTTG 
GGGGATCTTTCTCGTTTTCTCTGTACCTAAAGTCTCACTTTAGTATCGAAGTATTTGCATCTGTTCCCAT 
CCTATTAGCTCTTAGGGAAGGGTTTCGATTCCGCTCACACTTTACCACGATGGAAGACGTTTCCTCTTGA 
AAAATGCCAATACAGACTTCTAAAAATCTATTCCAAATGCACTTTCTAATTTTTTGCTTTTAAAATGGCT 
TCTTGGAACCAGTTTTATTGTATTTGTACTTAATTTTTGTTCTCATCTAAATGTGCATTTTCTGACTGTA 
TAGAAGAAGCTTT 

>GBEQ2579 ) RC | Acc | BM781351 1 Ver | BM781351 . 1 GI : 19129583 | MLN1J7JD07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 577 

CAGATGGCNCAGGAGGGGGACCAGGAGGCTCTCATATGGGTGGTAACTATGGAGATGATCGTCGTGGTGG 

CAGAGGAGGCTATGATCGGGGCGGCTACCGAGGCCGAGGCGGGGACCGTGGGGGCTTCCGAGGGGGCCGG 

GGTGGTGGGGACAGAGGTGNCTTTGGCCCTGGCAAGATGGACTCCAGGGGTGAGCACAGACAGGATCGCA 

GGGAGAGGCCGTATTAACCTGGCTCCTGAGGTTCTGGAACAGCTTTTCTTCCTGTACCCAGTGTTACCCT 

CATTATTTTGTAACCTTCCAACTCCTGATCTACCCACGGGTTTTTTGTGTCGGACTATGTAATTGTAACC 

ATACTTCTGGTTCCCATTAAAAACCATCGTTTTAGTTAAATTTTCTTCCTCTTCTTCCTCTTCACTCTCC 

TGGAGGATTGATGTCCGGGTCAGGAATGTGGGCAGTCTTCCTTTTTCATATCATCCTGCCTAGCAGGAAC 

TGGTGTAATTTGTTCCTGCTTAGCAGGAACTGGAATAAAATGTTTGATATTTGGTCCAGGGGAGAAAAGG 

TCAAATGGTATCTTT 

>GBEQ2580 ! RC | Acc | BM781347 | Ver | BM781347 . 1 GI : 19129579 | MLN1J7JD04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 28 : Stop : 651 

TGTCACNCAGGGAAATGTGGTGGTTCCTTTGGCTGAAGCACAGTGGTTACGTGGTAGGTGCTTGCTGACT 

T GT CATGAT T TAATAGGTAGAGACT GCAGATGCAT TGACCTAACCATC TCT CGTT CAGAAACCAGACCAG 

GATGACTGGGAGAATGGGCTGAAGGCAATGGAGTGTGCATTACACTTGGAAAAAAATGTGAATGAGTCAC 

TATTGGAACTGCACAAACTGGCCACTGACAAAAATGACCCCCACGTGAGTATTGGCAACTTGGGAGTAAC 

TGGAGGAGATGGTTTCCCAGCCTTGGGCTGAGAAAGCTTCCCCATTAACTTGCTTCCCCATTCTGTTCTC 

TAGTTGTGTGACTTCCTCGAGACTCATTACCTGAATGAGCAGGTGAAAGCCATCAAAGAATTGGGTGACC 

ACGTAACCAACCTGCGCAGGATGGGGGCCCCCGAATCTGGCATGGCAGAGTATCTCTTTGACAAGCACAC 

CCTGGGAGAGTGTGACGAGAGCTAAGTCTCAGGCCAGCTTCCCTCAGCCACCGGGTGACCTCCCTGATCC 

ACCGAGGCAGTGCATGCATGTTGGGGTTACCTTTACCTTTTCTATAAGTTGTACCAAAACATCT 

>GBEQ2581 | RC | Acc | BM781335 | Ver | BM781335 . 1 GI : 191295 67 | MLN1J7JE10 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 1 : Stop: 395 

GCACGAGCGCAGATGCCGCCCAAAGGAAAAAGTGGTTCTGGAAAAGCGGGGAAAGGGGCAGCAGCCTCTG 

GGAGTGACAGTTCTGACAAGAAGGCTCAGGGTCCCAAAGGTGGTGGCAATGCAGTAAAGGTCAGACATAT 

CCTGTGTGAAAAACATGGAAGAATCATGGAAGCCATGGAAAAGTTAAAGTCTGGAATGAGATTCAATGAA 

GTGGCTGCACAATATAGTGAAGATAAAGCCCGGCAAGGGGGCGACTTGGGTTGGATGACCAGAGGGTCCA 

TGGTGGGACCATTTCAAGAAGCAGCATTTGCCTTGCCTATCAGTGGGCTGGATAAGCCTGTGTTTACAGA 

CCCTCCAGTTAAGACAAAATTTGGGTATCATATTATTATGGTGGA 

>GBEQ2582 | RC | Acc | BM781334 | Ver | BM781334 . 1 GI : 19129566 |MLN1_7_E0 9 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 3 : Stop : 553 

TCACNAGATGTGGCTGTGATTGGAGTTCCGGACATGACGTGGGGCCAGCGGGTCACTGCAGTAGTGACCC 

TTCAAGAGGGACACTCGCTGTCCCACAGGGAGCTCAAAGAGTGGGCAAGAGACGTCATGGCCCCGTACGT 

GGTGCCCTCGGAGCTTCTGCTGGTGGAAGAGATCCCGCGGAACCAGATGGGGAAGGTCAACAAGAGGGAC 

CTCGTCAGGCACTTCTACCCATGCAACCAGGGCGCCCCCAAGGCCGGGCGCCAGTGAGCCAACGTCCCCT 

TCAGACCCGAAGCCCCTAGCTCAGGCAGAACAGAGTCAAGTCTGACTGAATGAGGCCACAGCGCGAGGCC 

TCTGCAGCCACTGGCTGATTTCAAGTCATCAGGTGACTGCATGTCACCTCTGCCCCGTATTTGGGCCACA 

CCCGCGCCTGCACGTGGCCCCACATGCTCAGGGCCCCCTGCCCCCAGGTGCCCTCAGGCTGCCAGGCAGG 

TCCTGGAAAGTCCAGAGGTGTCACCAGGGAAACAGGTCTCCAAAAGGAATGCAATCTCGTG 

>GBEQ2583 | RC | Acc | BM7 8 1332 | Ver | BM7 81332 . 1 GI : 19129564 | MLN1_7_E07 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 13 : Stop: 647 

tggtatttgatttgggtggtatcataatagttctcctgcttttagtatttgaaaataatgtgtacgattc 
cataatggccaactgaagattgaactgaccctggcaaccttactgtgttttatgatttttcaatgtggac 
caggaaagcgtaggtaacttttgaacttcaagtgAagctgcagaccttttcatgtgatttatcagtttaa 
•aattccatgattctattcctgccgtattttcacatgttgcttatacaaaatgactcttctgactagtgac 
tgcttccctgtctcggtgtagaagtgcctgtgcgtttatttattgttcagatcaaagaccaaaacatttt 

CTTAAATATATTTTGTGTAATATTTTATTTGTATACAGCGTTGTTGATGATATATTTAACTAGAGCATGA 
TATTTTTAAGTGTTAAGGTATAATGTGTTAAATAAAGCTAACTGTTATTTTGGAATTTTAAAAATTCATT 
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TTGGGGGGGCTATGAACTACTAGAGTGATAAAATTCTGCCAAACTGTTGCTTATATATACTATCTTATAA 
CATGCTTTCTTGAAATATTTTTGTGTTTGTCGAGATGAGAATTCTTACCAGATGTGATGCTGGGGACTGT 
AAAGA 

>GBEQ2584 | RC | Acc | BM781329 | Ver | BM781329 . 1 GI : 191295 61 1 MLN1J7_F08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 619 

NAATGTTCTTGGTGAGAAGGGCCGGCGGATCCGGGAGTTGACCGCTGTGGTTCAGAAGAGATTTGGCTTC 

CCTGAGGGCAGTGTAGAGCTGTATGCTGAAAAGGTGGCCACGAGGGGTCTGTGTGCCATTGCCCAGGCAG 

AGTCTCTGCGCTACAAACTCCTGGGAGGCCTTGCTGTGCGGAGGGCCTGCTATGGCGTGCTGCGCTTCAT \ 

CATGGAGAGCGGGGCCAAGGGCTGCGAGGTCGTGGTGTCTGGGAAACTCCGAGGACAGAGGGCTAAATCC 

ATGAAGTTTGTGGACGGCCTGATGATCCACAGTGGGGACCCTGTCAACTACTATGTGGACACTGCTGTGC 

GCCATGTGCTGCTCAGACAGGGTGTGCTGGGCATCAAAGTGAAGATCATGCTGCCTTGGGACCCAAGTGG 

TAAGATTGGGCCTAAGAAGCCGCTGCCTGACCACGTGAGCATTGTGGAACCCAAAGATGAGATACTGCCC 

ACCACCCCCATCTCAGAACAGAAGGGTGGGAAGCCAGAGCCGCCTGCCATGCCCCAGCCAGTACCCACGG 

CATAACAGGGTCTCCTTGGCAGCTGGATCTGGAGTCTGGATGTTGCTCTATCTCGT 

>GBEQ2585 | RC 1 Acc | BM7 81326 | Ver | BM78132 6 . 1 GI : 19129558 | MLN1__7_F0 5 .gl__A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop: 47 3 

GGGGCCTCCTGGAGAAAACAGTT'CCCCCGTCCGTGACTGTGACCCACAGTAAAAACCTGGTGGGCAGGAT 

CATCCTGAGGTGCCGGGCTTTTGGCTTCTATCCTCGAGATGCCACTCTGACCTGGCTTCTGGATGGGGAG 

CCCATGCACCAGGGCACCTTTGGGCCTAGGGCCATCCTGCCCAGTGGGGACGGGACCTACCAGACCTGGG 

TGGCCACTCGGATCTCCCCCAGAGAGGAGCAGAATTTCGCCTCCCATGTGGGACACCACAAGCTGAACAT 

CACGGTCCCTGTAGTCATTGGGCCTCAAGGTCGGAGGGCTGTCCATGATGCTGCTTCTGCTGCTGCTCCT 

CTCACTGTGTCCGCTGTCGTTGCTGCATTGTGTTTGGTGGTGCTCGAAGCCTAGACAAGGAAGGACACGG 

AGGATGTGAGAGCCCAGGATGAAGGGACCGGGTGTGCATTATGAAAACTGGC 

>GBEQ2586 1 RC | Acc I BM781319 | Ver | BM781319 . 1 GI : 19129551 | MLN1_7_G02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop: 603 

AAGTGCCTTACTGACTGTAGCCATTACAGTATCCAATGTATTTTGACAGGTGCCTGTCCTTAAAAAAATT 

TTTTTGTTTCTTATTTTTAATTGGTTTTAGTTCTTACTGGCCAACTCTTAAATCCCCAGCAAATCACTGG 

GCCATTGGATTTTTTCCATTATGTTCATTACCCTTGTACCATGTACCTCAGATCTCTCTCTCTCAGTTAC 

AGTTTCTCATCTTGGACTTCTTTTATTATTATTATAATTTTTTTTTTTTTTTGCTTTAAAACAAGTGTGA 

TGCCATATCGAGTCAATGTTATTCTCTCACAATGTACTCTATAAGAGGTGTGGGTGTTTATTTGGTCGGG 

AT GCTAGCAAGTGCTAAAGTAGCAT GATCAGTATAAACAAAAGGT T TT TAGGAAGTATGGAAAAAATGTT 

TTATTGGCTATGATGGTGACATGGTATAGTCAGCTACCTTTTAAGAGGTCCTATCTGTTCAGTGTTAAGT 

GATTTAAAAAAAATAATAACCTGTTATTCTGACTAGCTTAAAGATGGATTTGAAAATGGTTTTGGATGCA 

ATTAGGTTATGCTATTTGGACAATAAACTCACCTTCTCG 

>GBEQ2587 | RC] Accl BM781318 | Ver 1BM781318 . 1 GI : 19129550 J MLN1J7_G01 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 7 : Stop : 611 

GATCTGGCTCCTTTTTGTACCCTTAAA.TGTAAGAATGTTGCTGAAG2\AAATACAAAGGTACTGTATTCCT 

TATATGGAGTCGTTGAACACAGTGGTACCATGAGGTCAGGACATTATACTGCCTACGCCAAGGCACGAAC 

TGCAAATAGTCATCTCTCTAATCTTGTTCTCCATGGTGATATTCCACAAGATTTTGAAATGCAATCAACC 

AAAGGGCAGTGGTTTCACATCAGTGATACGCATGTGCAAGCTGTGCCTACAACTAAAGTACTAAACTCAC 

AAGCGTACCTCCTATTTTATGAGAGAGTACTCTAACAGTTTCAGAAGGCGCTTTCTCTGGAAACATGTTT 

ATGGCTTTTATAATGGCTGTAATAATAATAAAGACTAACTGTAAATCATGTTCACTTAAAATGAAATACA 

TGCCAGAAGGAAGCAAGTTTATTGAAATACTGAAGGGAAAATACCTAAAGTTTACAATGGTTTTGTATTG 

TCATGGTGGTTTTTATTCCTGCTTCATTTCTGGAAAGGATTCAGAATTAAGTCCTCTGCGCTTAAGTGTG 

TCTGGGTGGTGGGCTGCAACACATCAATAAACTGACTCACCCCCT 

>GBEQ2588 | RC | Acc | BM781314 | Ver | BM781314 . 1 GI : 1912954 6 | MLNl J7_G0 6 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 38 : Stop: 649 

CTAGTGTTTGATTTTAAATGGCATGTGGCCCTTCTGTGTTGTAGGGACTCAGTCAGAAAGTGAAAGCCAT 

TAACAAAAGTTAGCAAGAGTTATTTTCATCAGCTTCCTAACTGGGTCCACAGCCTTGTTGACTAAAGTCA 

AATCGTTTCTGATTGGGCGCAAAATCCTGCATTTCTTTGGACTTCTGAATCCGTGTTCATATTTTCTCTG 

GCCACTGAACACCTTGGCGGTTCCATTAGGGATTGGATGGAGTGGAAGCCCCTTGGGGAAGGGGAACGTG 

ACAGCCTTCAGGTGTGCGGGTTCTCCGCTCGCCTGAGGAAGGGCCAGGACTCTTAATCCAGCAAATACTT 

GTCTTGGCTGTGGGCTTGGGAAGAAATGGCCATTATTTACTGATTGTATTTGGTACATATTGTGTGATAC 

TTGAAGAGATAAAAGGGACGTACCAGCCCTTAATTGAAATCTAAGCTTTTTATCACTTATTTTTTCCTCG 

CCCTATCTCCTCCCTTCCACCTTTTTCCTTGCATTGTGATGATCTAATGGGCACTTCTGTCAACAGGACA 

AATGCCTCTGACTATAACCTCTTAATAGCTGTGTATAATGAAAACTGTAAAC 

>GBEQ2589 | RC ] Acc I BM781311 | Ver | BM781311 . 1 GI : 19129543 i MLN1_7_G11 . gl_A005 Mesenteric lymph 
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node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop : 514 

AGGCGGTCCTGCTCCCTTGCCCCACCGCGTTGATGAGGCCATTCCACATCGTTTTTA?\ACTAATGTTTTC 

TATCTTAACATTGTTATGGATATTTGGCTTTCCTGGGCCACGCACAGGTGTGCTGAGCGGGAAGCCCCAA 

GCTCCAATCAAAGGGATTCTAGTCGCGCCTCCCCAGGCACTGCCAAGCCAGTCCACGTCTTTTCTGTTTG 

TCAGTATTATTTGGGAAGGAGAATGCTGAGATGTACCATCGTGCAGCAAATCACGTTTCCTCTTGGCACG 

CGGTTGCACAGAAGTAAACATACGCATGTTTTAACAGGTTTTCCTTTTCATTTTTTACGTATTATTTATT 

TAACCCTCCATTGTGTGTTTTAAGTCTTTCTTTTCTTTTTTCTTTTTTTAAGGAAAGGAAAAGCTTGTCA 

CAGTCTAACTGGCTATGTTATTACTGTTAAATTTATGTTGTTTTGCAACTTAGAAACCAGCTACAGTATG 

GCCCACTTAATAAAACCTCG 

>GBEQ2590 | RC | Acc | BM781303 | Ver | BM781303 . 1 GI : 19129535 | MLN1_6_A02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 58 : Stop : 609 

TAGGGATTGATGAATGGGAAGAGTTGAGTCAGACCAGTAAGCCCGTTCTGGGTTTCTTGAATATGTTCCC 

ATGTAGGAGGTAAAACCAATTCTGGAAGTGTCTTTGAGCTTCCATAAATAACTTTAATTTTAGCTTAATG 

ATGGCCTTGGATTGTCTGACCTCAGTAGCTATTAAATAACATCAAGTAACATCTGTATCAGGCCCTACAT 

AGAACGTACAGTTGAGTGGGAGTAAACAAAATAAAAAGACAAATGTGCGTGTTAATGGCTATGTGAGAAA 

AAT CGGGATAAAAGCCTAAACAGGAACAACT T CAT CAC AGCGT TGATGCT GGATATACAGATGGTGAT GG 

C AAAG G T TT AG AAC AC AT T T T T T C AAAG AC T AAAT CT AAAAC C C AGAGT AAAC AT C TAT G C T C AGAG T T A 

GCATAATTTGGAGCTATTCAGGAATTGCAGAGAAATGCATTTTCACAGAAATCAAGATGTTATTTTTGTA 

TACTATATCACTTAGACAACTGTGTTTCATTTGCTGTAATCAGTTTTTAAAAGTCAGATGGA 

>GBEQ2591 j RC | Acc | BM781297 [ Ver | BM781297 . 1 GI : 19129529 | MLN1_6_B05 . gl_A005 Mesenteric lymph 

node (MLN1 ) Equus caballus cDNA , mRNA sequence .: Start : 78 : Stop: 670 

ATGACGAAGATGATGAT GAAGATGAT GAT GAT GATGAT T T T GATGAGGAGGAAGCTGAAGAAAAAGC T CC 

AGTAAAGAAAT CTATACGAGATACTCCAGCCAAAAAT GCACAAAAGT CAAACCAGAAT GGAAAAGACT CC 

AAACCGTCAACGCCAAGATCAAAAGGTCAAGAATCCTTCAAAAAACAGGAAAAAACTCCTAAAACACCAA 

AAGGACCTAGTTCTGTAGAAGACATTAAAGCAAAAATGCAAGCAAGTATAGAAAAAGGTGGTTCTCTTCC 

CAAAGTGGAAGCCAAGTTCATCAATTATGTGAAGAATTGCTTCCGGATGACTGACCAGGAGGCTATTCAA 

GATCTCTGGCAGTGGAGGAAGTCTCTTTAAGAAAATAGTTTAAACAGTTTGTTAAAATTTTCCGTCTTAT 

TTCATTTCTGTAACAGTTGATATCTGGCTGTCCTTTTTATAATGCAGAGTGAGAACTTTCCCTACCGTGT 

CTGATAAATGTTGTCCAGGTTCCATTGCCAAGAATGTGTTGTCCAAAATGCCTGTTTAGTTTTTAAAGAT 

GGAACTCCACCCTTTGCTTGGTTTTAAGTATGT 

>GBEQ2592 |RC I Acc | BM781295 | Ver | BM781295. 1 GI : 19129527 | MLN1_6_B03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 73 : Stop: 571 

CTTCTCTNGTACAAATGATGTACTTTGAAAATGTCAGTGTATAACAGAATTGATGTTTGTTTGTNTTCTG 

TTTGATTNTAAACAGAGAAAATAAAAGGGGTTACAGCTCCTTTTTTCCTTTTTTTTTCATTTCAAAGTTA 

CTACCAGTGTATTCATGATGGACAATGGAGAGACATACTGTAGAGTGTTTTATTGCCTAGTTGACAAAGC 

TGCTTTTGAATGCTGGTGGTTCTATTCCTTTGACACTACGCACTTTTATAATATGTGTTAATGCTATATG 

ACAAAATGCTCTGATTCCTAGTGCCAAAGGTTCAATTCAGTGTATATAACTGAACACACTCACCCATTTG 

TGCTTTTTTTTTAAAATGGTGCTTAGTAAAGAGCCCATCCTTTGCAAGTCATCCATGTCGTTTCTTAGGC 

ATTCTATCTTTGCTAAGATTGTTGAAGAATGGTGGCTTGTTTCATGGTTTTTGTATTTGTGTCTAATGCA 

CGTTTTAAC 

>GBEQ2593 | RC 1 Acc | BM781293 | Ver | BM781293 . 1 GI : 19129525 | MLN1_6_A11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 7 : Stop : 653 

AAATGTTATAAAGTATAGCATACGTTATGTACATTATAAGGAGGAATGTTTATTTACTAATGATGAAAAT 

TCTTAAGCATTGTGGTTGCTCACCTAGGAAAATTTAGCAACTTTTCTTCCTTCTCTGGAAGTATGACGCT 

TAT TTTCATGATAATAAGAATAGT TCTGTCCAAAGACAGAGGAGATAGACCACATGAGCT TGCGAAGT T T 

CTTCTAAGTCTTAAGATACTATAATTTAGTATTTTTATGATTTCAAGTGTGTTCTTACTTATTTCCTTTT 

TCTCAAGGTGGATGATATAAAAGCAGCTGTGATGGATTTGAAGGAAAAGAAGATCCGTAGTCTAAGTGAA 

GAGGCCAAAATAGGAGCACATGGAAAACCAGTGATTTTTCTCCATCCTAAAGACTGTGGTGGTGTCCTTG 

TGGAATTGGAGCAAGCTTGATATATATTTGCAAGAAACTAATTGGGCTGAAAAAGCCTCATCAAAATGTA 

CTTTGGCATTGAGTCCTTTACTGCTTCTATCACTTTTCAAAGCTAAAAAGTAAATTGCACAAAGAGATTT 

TTTAAATTATTCATATATATGTTCGTTAATTACTTTGGATTTTTTTTTCCTGATTTGGAGAAAACCTTGA 

TTACTGAATACTTGGGG 

>GBEQ2594 | RC j Acc | BM781287 | Ver | BM781287 . 1 GI : 19129519 I MLN1J5JB09 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 5 : Stop: 535 
GTCCATGCACGGGGACATGCCTCAGAAGGAGCGAGAGTCCATCATGAAGGAGTTCCGGTCCGGCGCCAGT 
CGAGTGCTCATTTCTACAGACGTCTGGGCCAGGGGGTTGGACGTCCCTCAGGTGTCCCTCATCATCAACT 
ACGACCTGCCCAACAACAGAGAGTTGTATATACACAGAATCGGGAGATCAGGTCGATATGGCCGAAAGGG 
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TGTGGCCATTAATTTTGTGAAGAATGACGACATCCGCATCCTGCGAGACATTGAGCAGTACTACTCCACT 
CAGATCGACGAGATGCCGATGAACGTTGCTGATCTGATCTGAAGAGTCTGCTTTGCTGGAGATGGTTGGG 
AAACGTCTGCCTGTGTTGGACTCCCGTTTGGACCTGTTGAGGAGCAGTTCCTGTTTCATGGGGTGCGTGT 
GAACTCTGTCACAGCTCCACAAGACGCGCACTGTGGATTCTGCTTCCTTTTCTTACCTGTATGTAAATAT 
TGCACGGCTTTACATCTTTTTCATTAAACATTTAGAAGTTT 

>GBEQ2595 | RC | Acc | BM781285 | Ver | BM781285 . 1 GI : 13129517 1 MLN1_6_B07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 109 : Stop : 510 

CATCCATCTAGCCAAAGCTTGCTGCGATGTCAAAGGAGGAAAGAATGAGCTGAGCTTCAAGCAAGGAGAG 

CAAATTGAAATAATCCGCATCACAGACAACCCTGAAGGAAAATGGCTGGGCAGAACAACAAGGGGGTCAT 

ATGGCTATATTAAGACAACCGCTGTAGAGATTGACTATGATTCCTTGAAACGGAAAAAAACCTCTCTTGG 

TGCTCTTTCAAGACCTCTTGAAGAGGACCAAGAAGTGTATGACGACGTTGCAGAGCAGGATGACGTCAGC 

AGCCACAGTCACAGTGGAAGTGGAGGGATGTTCCCCCCTCCACCAGATGATGATATTTATGATGGGATCG 

AAGAGGAAGATGCTGATGATGGTTTCCCTTCTCCTCCTAAACAATTGGACAT 

>GBEQ2596 ) RC } Acc ) BM781284 | Ver | BM781284 . 1 GI : 1912 9516 | MLN1_6_C09 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 655 

TGAGANATATGCTGTAGAAGCTGTGCATAGTTCTAAGTCGGACTGTATATTCAAATTGTAATTATGAGGT 

TTAAATAGTAGAGAAGTAT GTAAGGTAGTATAATT GCCACTAT TT TAAAACAGT TCAAT TAAATACTGCT 

ACAATATTGGTGTTGTGCTTGAAAATATGTACAGTTTTTTTCGATAGTAATACCATATGTTGTCCTTAAA 

TATCTCTAAAAGCGCCTTTATTTCAACATTACCGTTTTTTCAACATTATCTTTTATAAACAATAAGAGTT 

GTTGCTTTTAGAAACTTCAAACGAAATAATAGATGAAAAACCCTCTGTAGCTTAAAACCAGTCATTAAAA 

CTCACAATAGGGTAAGTAATTAGAACTACCTGTTCTTAACATGTAAATAAGGATAATTTGTTCCAAAGAT 

GAAATAT T GAAACT TAGT T CAT GTCTGCTGTATTGT AT T ACTCAGATGCT ACT GGGCATTTCACATTAAG 

AACTTATTTCAACAACTACAACAAAGACCAAATCTGAACTGCTGATGCGGCTGCTTTGCAGTGAATGGAC 

TAATGTTGTATGTTAGATCTTAAAGTATCAATATTTCAGACCCTGCAATGATTTTATTTCTGAATTCATG 

TACTGTACATTCATAAGCTCGTG 

>GBEQ2597 | RC | Acc | BM78 1282 | Ver | BM781282 . 1 GI : 19129514 \ MLN1_6_C08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop: 64 0 

CATC TAT GCTGTTACGGAGGAGGAGTCCGAT GAGGAAGGCATCCAGGAGAAAGGAGGGGAAGACGGGCAG 

CAGAAGTTCATCGCTCACGTCCCAGTGCCATCTCAGCAAGAGATCGAGGAGGCACTTGTTCGAAGGAAGA' 

AGATGGAACTCCTCCAGAAGTATGCAAGTGAGACCCTGCAGGCCCAGAGTGAAGAGGCCAAAAGACTCCT 

GGGATATTAGGGCCAAGCTGGGACCCTCCTTGGGGTCTGGAAATCTGCGGGAGTTCTTCATCCCCTGCTG 

GCCCTTGCGTTCACCCACAGGGCTCTGCCATCCTAGGACTGCAGACGGGCTGATCAGCGATATGAGGCTT 

CCTGCTGCTTCTCACCATTCATCCTCCACTGACCTTTTCTCACCTCATCTGAACTGAGGGAAGGGTCTGC 

CCTGCATCTCCCCAGCAGACCATCTGCCTGCTGCACACTCGGCCATCGCCTTGATACAAATGTTTGCCTA 

CTGGATCAACTCACTTATGTTTATCTTGCGTGTGTAAAACAGGCTGCTAACTGGCTGCCTTTAAGTGTTT 

TAT TTAGCCTTCTACTGT CAT TTGGTGGGCAGGATGATAAT TAGT GACCACCATTAAAAATTTGCAGTTT 

TTCTC 

>GBEQ2598 I RC | Acc I BM781280 1 Ver 1 BM781280 . 1 GI : 19129512 | MLN1__6__C0 6 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 107 : Stop: 647 

CAGGCGGCTATCGTGAGGATTATGAAAATGAGGAAGGTTCTGAAACACCAGCAGCTGCTGGGAGAAGTGC 

TGACTCAGCTGTCGTCCAGATTCAAGCCTCGGGTCCCCGTCATTAAGAAATGCATTGACATTCTGATCGA 

GAAAGAATAT TTGGAGCGAGT TGATGGTGAAAAGGACACCTACAGT TACT TGGCT TAACCCT TCT AGAAG 

GGTCTGACTGTGCGACCCACTGCAAATACTTCCTGGTGGAAAAAATGAAATCAACTCAAGTTCATAGCAG 

CCAGCCTGCCGCCATTTGGACCTCCCTTTTTAAACCTGGGACCAAGACTCCATCAGCCGGTCTCAGATGT 

ACATCAGAACTGCTCAGGATTGATACATTTCAAGTCTGTAAATATGGACACCAACGCCATTTAACCTAAT 

TTAAGAACAGAGGGGACTGGAACCTTCCATGCTGAGGGCTGCATGCTACTGCATTTAAATCAATACATTG 

GCTACTTGGTTAACCGCTGTCGTCTTAGGCAGCACTTAGAATGTTGGCAGC 

>GBEQ2599 I RC j Acc | BM781278 | Ver j BM781278 . 1 GI : 19129510 | MLN1_6_C04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 66 : Stop: 595 

ACTTTTGATGCACAGCCACATGCATTCTTCCTCAGTGGACCAGCTTCGCCAGGGGCTTCATCTGCAACAT 

CCTCACCATTAAAAAAAGAACAGCCCTTATTCACTCTACGGCAGGTTGGGATGATCTGTGAACGTTTGTT 

GAAAGAACGTGAAG AGAAGGT TCGAGAAGAGTAT GAAGAAATAT TAAACACAAAACTTGCAGAACAATAT 

GATGCATTTGTGAAGTTTACGCATGATCAAATAATGCGACGATATGGAGAACAGCCTGCTAGTTATGTTT 

CATGAATCACGTTTTCTGCATTTGTGGGCTGCCTTGTTCTTTGTTGAATTGTTGCAAGAGGTCCCAATTA 

TGACATGCAGCAATGCCAATACCCCCCTATGAATACAGGTTATTTCAAGCTTTCGTCAGTGGCAACCACT 

TTAGGCAGCAACTGGTTTTGGAAATTTCCCTGATGTCAATACCACCCGGATGTGGACCTTTGCTACCTGT 

AT TAATACCAGTGGCCTCAT T TGCTGT ATCAT TACAATTT 
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>GBEQ2600 | RC | Acc ! BM781277 1 Ver | BM781277 . 1 GI : 19129509 | MLN1_6_C03 . gl_A005 Mesenteric lympl 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 42 : Stop: 607 

ATCCGTCACAATGATTGTCCTCCACTCCATATTTTTTTAATCCCTTAAGCATTTGATGAAACACTCTTTA 

ATGCTATATGCATTTTCTTACTTTCATTAAAAATGTGACAATTGTCAAAAAATGCACTAAAATATAAATG 

GAGATTGAACATGTTCACTTTCCAGCTTATAGGCAACTTTATATAGACTTGAAAATTTTCTCCAGTTGTT 

TAGTAAAAGT GAAAGAGAGT TT TCC T GCCACAGGATATGAC T T T T T T T TAT ATAAACAAGCATAAC T T AC 

ACCACTGCTTTTGGTGGAAAAGTGCAGAATAGTATGTACCTTTTATGAAGAAAAGTGTAATTTACGATAT 

TCAGTGAGAATGTTACTGCTGATTTTCTTTTCCAAAGTGTAGAATATTCTTTGATTTATAAAATTCCTTT 

T T GAC CCAGAT GAT GGTTCTTT T AC AG AC C AAT AAAAT GG C T G AAC AT T T T C AC AAAT AAAG T G T AAC T A 

AATCTGGATTTCTGATACCTTGTTATTTGGGGGATTTTATTTTACTTTGTTGCTTTAAAATTCAATGCAG 

AGAAGT 

>GBEQ2601 |RC|Acc)BM781275|Ver|BM781275.1 GI : 19129507 | MLN1_6_D04 . gl_A005 Mesenteric lympi 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 47 : Stop : 555 

GAAGTCCAGAGAACTTCAAAGCCTTTGCATTGATCCGATTTGACCTTCCTTTCTGACCGCTGCCTGGTGT 

TATCACCCTGGGCTCCCTCGCTGGGAGTTCACCACCCTTCTCAGGTGGAGCGCCCTTTTGCAGCTGGATG 

AGAATTGTGGGGTCCTTATCCCTCTACACATTTTCCCTGACCCATTCCAAGGGAACCCCATCCTTGGGAA 

ATGCTCCCTAGAAAACTTCAAGTCCTAAGCAGACCACTGACACGGCCAAGTTGAAAAAAATCTCACAGGA 

AACTTGTTATTCTGCAGCCTCGCTGGACTCTCAGTCCCTGAGCAGTGATGGGTCAGTGTTAAATGTGATA 

AATACTGTATTTTGTATTGTTTAAAATGCATCTCCCAGATAATGTGAAGGTGGCCCAGGAGAAGCTTCCT 

GTATGCATTGTGCTTTTTTTTTTTTTAACAAGTAACAACTCCTTTTGAGAAACAATTTCTACTTTGAAGT 

CATATCAATGAAAAGATGT 

>GBEQ2 602 | RC | Acc | BM781274 | Ver | BM78 127 4 . 1 GI : 19129506 | MLN1_6__C10 . gl_A005 Mesenteric lympl: 

node (MLN1). Equus caballus cDNA , mRNA sequence Start : 2 : Stop : 612 

ATCAGACTTTTTGGGGTTTTTTTTTCCTATCTCAAATGTAAGCTACAACTGGTCTACTATGTCTCTAGGG 

GTAAGCACAATGACGAAAGTAAGTATTACTCTGTTTTTGAGACTTCATCCCAGTGTGCAAAATTCTGTCA 

TTGTGATACTCTAATTATGTGAGAAGGGTTGCTGCTATCAGCCTTGCCCACTGTGATTTCTGCAAATGCA 

AGGAGGAACTCTGGATCAAGATGGTCCAGCACTACGATCAGAGCCTCCAGACGCTGCCATGAGAAACTAG 

GGGGCAGGTGTCCACGAAGGCTCCCAGGGCTCCCTTCCTGCCCATTGTTAGGAGACAGGGATGTTGACAG 

CTCCTCTCACTGCAGCCGCTAGCACTTGGTCAGTCACCCTCAGCCTTAGCACTTTGTTCACTGTCCTGTG 

TCAGAGCACTGAGCTCGCCACCCTTTTCTGAGAAAGTATGTGGGCTGAAGGTGGTTTTATTTTTTGTTTT 

TTAATTGTATATCTTTTTGTATAATAAAAGCTATATTTTGTACTTAACCAGATATATTTTCACCCCAGGT 

GGGGATATTCTTTGTAAAAAAAATAAAAATAAAATTAAAGTTTTCTCGTGC 

>GBEQ2603 | RC | Acc | BM781272 | Ver | BM781272 . 1 GI : 19129504 | MLN1_6_D02 . gl_A005 Mesenteric lympl- 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 42 : Stop : 630 

CTCTTAAATTTCATCACTGTTGATGTGGTTCTTTTGTGTTAAAAAAAAGTGCAACTATCA2\AAGTAAAAA 

ATTATAGAGTAATATTGCCGTTCTGCTGATTTTAAATATACAGTACATCATACATACTTTACAAGCAAGT 

TAAAT GGAG AT AAAGT T GAAATCATAGAAGATGCAAATGACCTT TCAAAATCAACACAAT GT GT TC TGAA 

AC TT T TCGTGAC T TAAT TACCAT GCATCT GTGAT CAATGAAC TATGT GGT TTGAATCAGACGTAGACCAT 

TAGTGCTACTACTTGAGCTAAACTTCTGCATGGTTCATGATTTTTCAAGTGTGTAGTTAATATTATGCAT 

GTTATTGTCCTCTCTTCCATTCTTACCAGTATGTGCCCATTTGCAAAACAAAAATGCTAATAATCAGTAA 

TAGTCCTATAAACGATGTTAACTCTGTTTAGTCATGGGCTGATCTTGCTCTAACCTTAAAATTTTGTGAT 

TATTGACCTCTGTTGCATTTATTCTAAAACCCCCCAAAATTATCTAGCTGTTTCGAATATCAGCATTACC 

CTGGTGTATTCACTGCTGTATGCATTATT 

>GBEQ2604 | RC | Acc | BM781265 | Ver ! BM781265 . 1 GI : 19129497 ! MLN1_6_E0 9 . gl_A005 Mesenteric lympl: 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop : 651 

GTAAGCCTAAAAGTGAT T CTTTGAAAGT T TAAAGAAACT TGACCAAAAGACAGTACAAAAACAC TGGCAC 

TTGAATGTTGGATGTCACCGTATGCGTGAAATTATATATTTCGGGGTAGTGTGAGCTTTTAATGTTAAGT 

CATATTAAACTCTTAAGTCAAATTAAGCAGACCCGGCATTGGCAGTGTAGCCATAACTTTCTGATGTTAG 

TAAAAACAAAATTGGCGACTT TAAAT TAAATCATGCCAAGGTTTTGATACACTTGTCTTAAG AT AT TAAT 

GAAACACTTCAAAACACTGATATGAAGTGTCCAGATTCTCAGATGTTTGTTGCGTGAGTTTTGTTTAGTT 

GTGTGTATTTTTTTTTTCAGTGAATGTCTGGCACATTGCAATCCTCAAACATGTGGTTATCTTTGTTGTA 

TTGGCATAATCAGTGACTTGTACATTCAGCGATAGCATTTGAGCAAGTTTTATCAGCAAGCAATATTTTC 

AGT TAATAATTAAGGT T TCAAAAATCACATAAGAATGGAT TTAAACT TGCTGAAT GTAAAGATTGAACCT 

CAAGTCACT GTAGCT T TAGTAAT T GCTT ATTGTATTAGT T TAGATGCTAGCACT GCATGTGCTGT GCATA 

TTCTGATTTTATTC 

>GBEQ2605 | RC | Acc 1 BM781263 | Ver | BM781263 . 1 GI : 19129495 | MLN1_6_E08 • gl_A005 Mesenteric lympl: 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 297 
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TTCGGCACGAGCTGAGGTTTCAGAAGAGGAACTGAAAAACTCTTCAGGACTAGTTCCTGACTTACCCGAA 
GGAAT CACAGTGGCATATACAAT TCCCAAAAAGCAAGAAGAT T CT GTACCT GAGTTAACAGT GGAAGAT T 
CTGGTGAAAGCTTGGAGGACCTCATGGCCAAGATGAAAAATATGTAGATATAATGGACTGCCCTATATTT 
TATTTCCTGTGTTTAAACCTATTCCCTTGAAATTTAAAAAAATTTTAAAACTGAAAAACTTAGGGCAATA 
TCAGTTGATCTCGTGCC 

>GBEQ2606 | RC | Acc | BM781260 | Ver | BM781260 . 1 GI : 19129492 | MLN1_6_E03 . gl_A0 05 Mesenteric lympt 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 66 : Stop : 62 6 

TAAGAACAATTAATGCAGTTTTGCACAAATGTTTTTACATTCTGATCATTCAGTCCTGTCATNGTAATCT 

NTGCTGTTAGGGAGAATGATGAAAAGAGAAATTCTGTAAACTTTTGTAATGCTGTCAATTCTGTTTAAAT 

TGCAAACTGTTTATTTTCTGCTGAGACCATTGCAAATTTGAACTGTGGCAGGGGGAGGGGGTTATATTCA 

TGAGTCCT T TAAT T TGTACAGAACACAAAACTTAT T TAAAACAAT TAGTCAT T AAAAGATCTGTT GTGAT 

ATTTGGTAGATATTTTTTTTTAGTTTCAGACATGAACTCTGAAATGTGTAGCTTTCTTTTTTATCTTACC 

AGTATTTTCAAATCTAGTGGATTGATTTTTCAACATCGTGCCTGCCAGTATGCCTACAAAATCCTCTATA 

AGTGTTCACATGAACCCAATTATTGTTCATAATTTTGATTATGCCTTTATTTCTCCTTTCTTGCCAAAAA 

GGAGGTGTTATTTTGACGATTAGGCTTAACGTATTGTGTTGTAGATTATCCTTCAATGAACTATTTTAAA 

T 

>GBEQ2607 | RC ) Acc | BM7 8125 6 | Ver 1 BM78 125 6 . 1 GI : 191294 88 | MLN1_6_F03 . gl_A005 Mesenteric lympt 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 61 : Stop : 582 

TAGACTTCTAGTTCAAATACAGCACCTGCGGATACTCAAGGAGTTCTCCTATGCGGAGCTCACCTTCTAA 

ACGCAGTGGGGCAAGAAGGAGAGGTAGGTGGGTGCAACGTGTGGAAGCTGCAAGGAAGTAGGCCCTTTAT 

TCATTGATTTCTTTCCCCCAAATAATGGATTTTAAATCTATATGTACCTGTTTGATTTTTTTTTCCTGAA 

ACTTCATCTGAGCTGCTGTTTTCTTCCATGCAATATTGTATACTCGATTGTGTATAGAAGAAGCTGGTGA 

GAGTGCCCTCCTACATAAGCAATTGCAGTGTTTTTGCATGCAAAATTTAAAAAATTTAAATTGTCCTGAT 

TCTATTTTGTAAATGGAGAAACAATCCTATCTTTCTAAGCAGTAATGGAAGAAGACTAGTGCTTTGTGCA 

TTTTGATATATTTGAGTTCATTTTTTCCACAATGTAATACTTTTGACACAATTGAGTTTCTCATATTATC 

CTGGT T CAT GT ACAT CAGAATGCTAAATAATA 

>GBEQ2608 j RC | Acc | BM7 81252 | Ver | BM7 81252 . 1 GI : 19129484 | MLN1_6_F0 6 . gl_A005 Mesenteric lympt 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 38 : Stop : 648 

TATGATCATTCTATGGATAAATGATTCTGTGGATCTATCTATGGGTAAGGAGTGTTAGAAAATTTAATTT 

AATAGTAGAAATTCTATTATGAATCATGTTAAAGCATGACATCCTTTTACAATAGCATTATTTTAAATAA 

AT TATAAACTC TAAGGTACGAAGTAT T TAATAGAACTAATCAGATATGCTGT TGATT CAT GGCTAT AATA 

AAGCAGGAGCAAT TATAATATCTTCAATCAACTGAGCT GTCATAAAACCAC T T TAGAAT T TCATGAGCAC 

TTTAAGTCTAAAATCTGAAACTTCGAAGCTTGCTATTAATATAATTTAGAATGTTTACATTTTGTAAGGT 

GTGCTGGATCATGTCTCTGTTGACACTAATATTTTCAAAGAAATTGGCCTGGAGAAAGGAAGGAAGAAAA 

GGTTTTCTTAGATAAATGCAAAAAAGTTAGTGTGGTATCTGTGAGTTATCATCCCAGCTGTGTTAAAAAA 

ATAAATTTTTACTGTGGAAGAGATGGTATGGATGGTAAAATTTTAAACATTTAAAATTTTTTCATAACCT 

TTCATAATAAAGTTTAATATAGCTTTATTAACTGAATTTCATTAGTTTTTC 

>GBEQ2609 | RC | Acc | BM781244 | Ver | BM781244 . 1 GI : 19129476 | MLN1_6_G07 . gl_A005 Mesenteric lymph 

node (MLN1)- Equus caballus cDNA , mRNA sequence Start : 1 : Stop : 669 

AATTTTAGCACGCTCACTGACTGCCTGTAGCTCCAGCGACAGCTAGGATGTGTTTCTCCAGCCATCACGG 

GGCTGAGTCAAGCCCCGAGGCAGGACAGCAGATTCAGCTCTGACATTCTGATTCGAATGACAGCGTTCGG 

GAATCAGAATCCTGTCTATTAGACTGGACAGCTTGTGGCAAGCTAATTTGCCTGTAACAAGCCAGATTTT 

TTTTATTGATATTGTAAATATTGTGTGTATATATATATATTTGTACAGTTACCTAAGTTAATTTAAAGTT 

GTTTGTGCCTATGTTTATGTTTTTAATGCTTTGATATTTCAAATGTTAGCCTCAGTTCTGAACACCATAG 

GTAGGACGTAAAGCT T GT CT GAT AAT T CAAAGCAT GAAATGGAGATCCTGCT CAGGTGGAGGGACAGTCC 

ATCAAAACAGAGTGTTGGCTGAAGGTGAGGCAGCAGTGTCCTTGGAAGTCTGATTTGTAGGCTGGCAATA 

TGGGAGCCTCACTTTGAGTAAACAAATGGCCTTTATTAAAAAATGAGTGGCTCTATATAGCTGATCAGTT 

TTTCCACCTGGAAGCATTTGTTTCTATTTTGACTACGACTGTTTTTTGGACAGTTTATTTGTTGAGAGTG 

TGACCAAAAGTTACGTGTTTGCACCTTTCTACTCGTGCC 

>GBEQ2610 lRC[Acc|BM781240|Ver|BM781240.1 GI : 19129472 | MLN1_6_G10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 656 

CTTGTACCGATGCTGAGAGTATATAACAACACAGCTCGATATGTGGATCAAGGTGGAAACAAGCGACCTG 

GGGCATNTGCTATTTACCTGGAGCCTTGGCATTTAGACATCTTTGAGTTCCTCGATTTAAAGAAGAACAC 

AGGAAAGGAAGAGCAGCGTGCCAGGGACCTTTTCTTTGCCCTTTGGATTCCGGATCTCTTCATGAAACGA 

GTGGAGTCTAATCAGGACTGGTCTTTGATGTGTCCAAATGAGTGTCCTGGTCTGGATGAGGTTTGGGGAG 

AGGAGTTTGAGAAGCTATATGAAAGTTATGAGAAACAGGGTCGTGTCCGCAAAGTTGTAZ^AGGCTCAGCA 

GCTGTGGTATGCCATCATTGAGTCCCAGACAGAGACAGGTACCCCGTACATGCTCTACAAAGATTCCTGT 
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AATCGGAAGAGTAACCAGCAGAACCTGGGAACGATCAAATGCAGCAATCTATGCACAGAAATAGTAGAAT 
ATACCAGCAAAGATGAGGTTGCAGTCTGTAACTTGGCTTCCCTGGCCTTGAATATGTTTGTCACATCAGA 
AC AC AC AT AT GAC T T T C AG AAG T T GG CT G AAGT C AC C AAAG T CAT T GT C C GAAAC T T GAAT AAAAT TAT T 
TGATAAGCATGCCTCTGGCTCGT 

>GBEQ2611 lRC|Acc|BM781236|Ver|BM781236.1 GI : 1912 94 68 | MLN1_6_G11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 11 : Stop : 658 

C T T AC T GAT G T GAAT T T T G C TAG T GAAT GC AAAT AC AT T GCT T C AAAT AAG GT C AT GT AT GAAT AAAC T T 

AAAAGAAAGTTCTTTTTTTTTTTTTTTTTTTTGCATATAATCAGTTCTAAAGTTCTTAAAAATAATI^TTA 

GGGGCTCCCTGAAATCTTATTCAATACTTTGCTAACTTATACCCTTATTCTATCTCTAAAGGTACATTTT 

AGGT TAGCCCAT AT T GAATT ACCAT AT T TCCAT AAGGAGAGCCTGAAT T AATGGTTT T TAT T GT GAAT TA 

GCTTAGTTACTTTAGGCACTGCTTCCATTTTATTTTTAATTATTAAGTACCAAATTAAATACTGGTTTGT 

TGGTTGTTGCTTTTTAAGTGATTGTTACTTTAACAGTGTCCCATTTTAACACGTGGGGTTACAAATAAAA 

TAATATGCATAGTTTACTATCTATGTAAAGCACTGAACTTCTTACCGTAGTAGTTTTTATTTAATACCTA 

TGTGAACATTCGGGGTGATACTCTTTCCTCTGTTTCTCATGCTGAGTCTACTCATCACTGGCCACCTGTG 

AGCACCTGCACTTTGTTAAAGAGCACATTGTCAAAGTGTAGGAGAATAATAATCCCTCGGGAATCCCAGC 

C AAAT CCCAAAT T GGGT T 

>GBEQ2612 | RC | Acc | BM7 81232 | Ver | BM781232 . 1 GI: 191294 64 1 MLN1_6_H10 . gl_A005 Mesenteric lymph 

node (MLN1 ) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop: 627 

GAGCAACAGCCCTGGAGTCAGCAGGAAGCGGACCCGGTCCAGCCCCCATGAGAAGAAGAAGAAGCGGCGC 

TCGCGGTCCCGGACCAAGGCCAAGGCGGGGTCTCAGTCGGCGTCCCCAAGCAAGCAAGCCACACGCAGGC 

ACTCGGCCCACTCGGCCAGCATCTCTCCCGTGGAGAGTCGAGGCTCCAGCCAGGAGCGCTCCAGGGGGGT 

TTCTCAGGAAAAAGACGGTCAGATCTCTTCAGCGATTGTTTCTTCTGTGCAGAGCAAAATAACTCAGGAC 

CTCATGGCCAAAGTAAGAGCGATGCTCGCAGCTTCCAAAAACATGCAGACCAGTGCCTCCTGAGGCACAG 

GCGGCTGGGCGGGACGGCCCGTGCCGCTGACTGTGGGCGACAGTGGGCGCTGCTCCCTGGTGGCTGCGGT 

TACAGAAGCCGGAAGGGCTGCGAAGCCCCCTTCTGCACAGACCCATCACAGAACACTGTCCAGATTCTCC 

CCTGGGGACTCCCTTGGACAGTTGGTGGTTTTTGTAAATTAATTTTTGATGACATTCTCAGTTTAAGATT 

TTTGACCAGCAGTCTCTTACCTGTATATTTGTAAATAATATCATGTTTCTGTGAAAATGCTCGTGCC 

>GBEQ2 613 | RC | Acc | BM781226 1 Ver | BM781226 . 1 GI : 19129458 | MLN1_5_F10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 581 

AGCACCAGGACTGGCTGTCTGGAAAGGAGTTCAAGTGTAGCGTCACCAGCAAAGCCCTCCCAGCCNCCGT 

CGAGAGGACCACCTCCAAGGCCAAAGGGCAGCTCCGGGTGCCGCAGGTGTACGTCCTGGCCCCACACCCA 

GACGAGCTGGCCAAGAACACGGTCAGCGTGACCTGCCTGGTCAAGGACTTCTACCCACCTGAAATCGATG 

T CGAGTGGCAGAGCAAT GAGCATCCAGAGCCAGAGGGCAAGT AC AGC ACCACCCCAGCCCAGCT GAACAG 

CGACGGGTCCTACTTTCTGTACAGCAAGCTCTCCGTGGAGACAAGCAGGTGGAAGCAGGGAGAGTCATTC 

ACGTGTGGGGTGATGCACGAGGCTGTAGAAAATCACTACACACAGAAGAACGTCTCCCACTCTCCGGGTA 

AATGAGCCACACGCCCGGCACCCGGCGAGCCGTCCCTCCTTCCCCGCGGGCTCTCAGGGTCCAGCGAGGA 

CACCTGAGCCCCCACCCCTGTGTACATACCTCCTGGGCACCCAGCATGAAATAAAGCACCCAGCATGGCC 

CTGGGACCCTGCGCTCGTGCC 

>GBEQ2614 ( RC | Acc | BM7 81224 j Ver | BM7 81224 . 1 GI : 19129456 | MLN1_5_F08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 35 : Stop : 634 

GGCCCTGAATGAAGCCTTGAAGCTCTTCAAGACGCATTCCCCTCAGACGTCTGCCATGCTCTTCACAGTG 

GATAATGAAGCTGGCAAAATCACGTGCTTGTGTCAAGTCCCCCAGAATGCAGCCAACCGGGGCCTGAAAG 

CCAGCGAGTGGGTGCAGCAGGTGTCAGGCCTGATGGATGGCAAGGGTGGTGGCAAAGATGTGTCTGCTCA 

GGCCACAGGCAAGAACGTGGGCTGCCTGCAGGAGGCGCTGCAGCTGGCTACTTCCTTTGCCCAGCTCCGC 

CTGGGAGATGTGAAGAACTGAGGGCAGGGATGGCTTCCACTGGGAAGCGTTTCCCCACCACCTGGATACA 

TCCGTCCAGCCAGGAGCTCTCCATCCACCACAAGGACGTTTGACTCTTGGGATCTTTACAGCACCATCTG 

T T CT TCTAACCCAGCAGT AACAGGAACT TACCTAGGAGCCAGCC TGTGAC TCAATGCCCACAT TACAT TT 

CTGCCCTGAGCCCTCCATGGCAGCGCCATCTGTCTAGAACCACTACTCCAGGATTGCTATTTATCATTGT 

CATGCTTGTGTCTATAGTTTTCTGCAGACCTAAGGCTCTG 

>GBEQ2615 \ RC j Acc I BM781221 | Ver I BM781221 . 1 GI : 19129453 |MLN1_5_F05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 15 : Stop : 614 

CTTGGT T T GAAT AT AAAAGGT AGACAGCT GAT AT GT T T TCAT GAGT AAAT ATT GTCAGCCAGAAAACAGT 

TGGTGTCAGGTAATACGTATTTTTTTTAAGCTTTGTTTTATATTTATTTTTCATTTAGTTTTTATTGGGA 

ATGGTTTTCAATAGAACTCTTATTTCTGCATAGGTGTTTTTTGGGGGAGCCCTCTTTTCCATAGTGTAAT 

TCCAT T T AAGAGGT TGT CTAAAAGT CTTTT T AATTCATAGGAAGATTTTAATATCTGAGAATAGTCAAAT 

TAAGGATAAAAACTTCCCATTCCTTCCTGTTATGACAGATAAAAGCACAGAAAAGACAACCCGTGAAATC 

ATGTAATAATGTGTTGGTCATTTCAATTTTTTGTACCTATTTTAAATTCTGTTAGTGTATTTACTTCATT 
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GTAAATATTTTTGAGGGTACCTTTGTGTTTTGCTTTTGACCTTGGTTCTGTGATTTGGATGTCAACAACT 
TCCCTAAAAAGCACCGCTATGTTAAGTTCTAATGTTGTGATCCCAATATGGGTTATTCATCTTTAATCCT 
GTTTTCAGTCTCTATGTGTACAGCAGTATTTTTAATAAAG 

>GBEQ2616 | RC | Accj BM781219 | Ver | BM781219. 1 GI : 19129451 | MLN1__5_G07 . gl_A0 05 Mesenteric lymph 

node (MI*N1) Equus caballus cDNA , mRNA sequence .: Start : 61 : Stop: 665 

TCAGATAATATAAAAATAAGTTCTCCCCCCAAATAATTTGAAGTAGCAACATTGTTATTTTTATTGGGTA 

ATTACTTCTCAACTGTATGTTCATATGTTCACACTCAGTATTGAATCTCTCACTGGCCTGATGGGGTATG 

CATCCTTAAGAATATAAT TTC TAGCAT T TAAAAAAATAGACAAGGGCAGAAAATAAAACT CAAAGAGTAA 

AAATCAGGAGAGAGAATTAAATTTTGCCTTTTGTTTTTGCTATGCCTTGGAGAGCCAGAGCTTTTGCACT 

TTCCATACTATTTTCTTTTAATAAAATATCACTGTGCAGAGAAAATTTATATGTAAACGTAAGTCAATTA 

TATGTTTTCATTAGAAAAATAATAATTGGAAAACATGTTTTGGAAATATTTATAAAAATCATTTAAAATG 

GGTCTCTAATATTTATCAAACCAGTTAGCCAAAAGTGACATAATTAAATGCATAATTAAAATATATATTT 

TGACATAGAGATTTGGTAGCAGATGGTAAAGATTTTTCTTTTTAATGGGTAAAATTTTTTTTGTTAATCA 

GGATAGTGTAAGAAATTACCATTGGAAATCATCTGTGTTGTAACT 

>GBEQ2617 | RC} Acc| BM781216 } Ver | BM781216. 1 GI : 19129448 |MLN1_5_G0 3 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 25 : Stop: 538 

AGTGGTTTGTTTGCTGGGCCCCGATATCTATCCCAAGTGGTGGGATGGGAGCAAGTTAACTCTGGTTTCA 

GGTCAAGAGTGGGGGTTCTTTGCTTAGACTCCTTATCACGGAAGGATTGGAGTTCTCTATACAGGGTCTT 

GGGGAGAAGGAC GAC TGAT TCTGAGAAGACCCT GAT CGG AGAGATT AGGAT TAGAT TTTGACCTGGGATT 

TGGAGTCCATCTAAACGTTGAAGTTCCCTGAGACAGATCAGCTCTCCAGCTGCCAAGCCTTTGCCGGGGC 

TGAGCAGCCCCTAGAGAGAGGCTCTGCTCCCTTTCCTCCCTCCCCAATGTTGGTATTGTTGCTGCCTTTT 

TGATTTGTATCCTCTGTTATTGACTTTTTTTTTTTTTTTTAAGATTCCTTCTTTCATTGTGCACAAGTGC 

TGAGAGCCTGAGGCCCCATTTCTGCTGTGTATATATCCTGACTCGGGGCTTTTATTCAGCAAACTATTCA 
TTCTTCTGTCAGACAATGTCATAT 

>GBEQ2618 | RC | Acc | BM7 81207 | Ver | BM7 8 1207 . 1 GI : 19129439 |MLN1_5_H05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop: 503 

GCACGAGGATTCTCCTCTAATTTGTCTTTCGTTGTTAAGAAACGGTGCAGGAAACATGTGCCTTCTGGAA 

ACAAGTAGAAGCAAATTGCCTGGCACGCGTTGTCTTGCTGTTTGATGTGCCCATGTCCCTGCAAACCACT 

TGC T TCAT TGCAGCCAGTAAT TCAGC TTCT TACAGGTAAC ATAGACAT TCCGTTCCT T AGT TAGAT GAT T 

TCGCCCCCTTCTTACTCGTGCTTCTCTAGTCACCTGAAGTGTTTGTACTATAACAAGAGAAGGAAAATCT 

CATTTATCTTTATACACCCTTTGCAGCTCCGTTTTTGTAGTTGGGATATAAATACTTGAGGGGAGAGGCG 

TATCTTAAGAGTATAAAAACAGTACGGGCTGCTTTAGAAGATCACCAGGTCTGCATTAAGATGTGAAGCC 

CCTCCCTAATGGTAGTGGGGGTATGAGTGTGTTTGGACGTTTTATAAAAATGTATAATAAAGTAATAAAC 

CAT GC T AAAAAAA 

>GBEQ2619 | RC [Acc | BM781203 j Ver | BM781203 . 1 ' GI : 19129435 | MLN1__5_H09 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 59: Stop: 547 

TTCCTCTGAAGATAAGGAGACCATGGAAAAAGCCGTAGAGGAAAAGATTGAATGGCTGGAAAGTCACCAG 

GAT GCT GAC AT TGAAGAT T TCAAAGCT AAAAAGAAGGAACTAGAAGAAATTGTTCAGCCAAT TATCAGCA 

AACTCTATGGAAGTGCAGGCCCTCCTCCAACTGGTGATGAGGAAGCAGCAGACAAAGATGAGTTGTAGGC 

ACTGTTCTGCTAGTGCTGTAATATTGTAAATACTGGACTCAGGAACTTTCGTTAGGAGAAAATTGAGAGA 

ACTTAAGGCTGGAATGTAATTGGAATCTTCACCTTGGAGTGGAGTTGAAAATGCTATAGCCCAAGTGGCT 

GTTTACTGCTTTTCATTAGCAGTTGCTCACATGTCTCGGGGTTGGGGGGAGAAGAGGAATTGGCTATCTT 

AAAAAGTGGGTAAAAATGTGGTTAGGGCGTGTGTTCACCTTGAAGATGTTCTATTTAACAATTGGGTCA 

>GBEQ2620 | RC | Acc | BM781201 | Ver | BM781201 . 1 GI : 19129433 | MLN1_5_H07 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start: 6: Stop: 628 

CTCCTGTGTGCGTTGCTTCTGTAAATGCAGGCGCGGTTTGTCGTGTTTCCAAACCAGTTGTGCCGTCCAC 

TCTCCTCTCCAGAATAGAAGTCTCCTCTCGCTTGTCTGGCCTCGCGAGGTTGTGGACAACTGGAAGATTC 

TGACTCAGGAATCCAGAACTAGGTCTACCTTAACCATTTACGCAGTCAGGGCAGGGATGTTTATATCTTT 

CTTAAGGGCTGTTGCAACCCTACGAACTGGAAAAAGTATTTTCTAATCCAAACACGAAAATCCTTGACAC 

CTCCTTTTTCTGAATAGCGTTCAGAGTGTTTGAATGTCCACCGGGAAGGCAGGCACCAGTGCGTGGGGCA 

TGAGGTGACAGCTTTGCTCTCAGTAAATACTGAGATGCCTTCCATCAAGCACTTAGTAGAGACTTGTCCA 

GGGAAAGAAAACAAGTTTCCGGTGGGTGTGTTTTTTGGCACAGAAATCGCCCATCCGCTCCGCCCCCTTC 

CACCCACCCCAGTTTGTAGGGTTGCGACAATGTTCCTTTCCTTGGTTTTCATTTCTGAGCAGATGGCTGT 

GCTGTGGGAACAGCACGCAGTGAGGGTGCCTAGCAGTGCCTGGCACAAAGTAGGTGCTTACTC 

>GBEQ2621 I RC | Acc | BM781197 [ Ver 1 BM781197 . 1 GI : 19129429 j MLNl_5_A02 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 547 
ATCAGT TTCATT AAAGT CCAAAGATAGCAAGTCT T TAGGTTAT T T T GTACCCAAT TAAAT TAGAAGACAA 
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AAAATTGTTCTTTCATAGTTGTTACAAAGATAAATAGTGGAGAGATTTGGTGCAAAACAACAAAATACAA 
AAAAAATTGTGTATATATAGCATATTAGCTATATATATAGCTAATTAAATTACCTGAGGAGTGTAATGCT 
TGT TTAT T T T T TGTGTATAT CT TTGCAAT CTAT T T T AT ATATGT T GACAAAAGAGACT GTGAAATAT T TA 
GCCATGCAGAATATAT GACCAGACCAGAGCATGT GTAGGAAGGCAT T T T GGTAAT CAT TAAC T C T ACCCT 
GAAATGATTGACTACAAGTTATGATGTGTGTTATCTACACTTCAACCAGTAATATTAGCAAATCTCCAAA 
TGTTAGCCACATTGGTTTGTTTCTCTTGTACATTCTTTATTCATGATATTACAGTGCTGTAACTGGGTGG 
TCC T T TT TAAACAAAACAT TAT TTGCAAAACAGAGGG TAT T T T T T T T AACT CGTGC 

>GBEQ2622 i RC | Acc | BM781193 | Ver j BM781193 . 1 GI : 19129425 | MLN1_5_B01 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence Start : 4 : Stop : 556 

AGAATTTGTGGCTTTAAGTACTAACACATTTGATTTAATGTGTATTGGAATCATCCTTTCTAAATTCAGT 

ATTAGAATTCTTAGCTAATGATTTCCTTTTAAAGAAATGGATTTATTTAAAGGCAAGGTGGCATGGGCTG 

GGGGTAATATACATCATCAGCCCTCCATTCAGTGTGACTCCTAAGATGTGCAGGGTAGGGCAGTTTAGAG 

TGAGTGCCTTGATGCCTGATATGGCTGCATTCGGTACCTCAGTGAGGAAATGGAAAGATACTGACATACA 

GTCAGGATGAGGCTGTTCCTGAGAAACTTTTGCAACAGTGAATTTAGCATGTGGTTGGTTCTGGTTTTAT 

T T TAAGGTAAAC ATTAAAACAAATT ACAAGT TAACAGCTCATACAACTCAGAT T TAGTAT TGAGT AT CGT 

AAAACAT AT TATGT T CCTAGT T T TAAAAAGACCCAAACTATGAT T TATATAAT T T ATTGGCAT T TT TGCT 

GAAT AGGTT TAAGTCAGATAGTAGAT T T TTAAAAAGCAAAT GAAGCAATGTGTCAAAAT TTAA 

>GBEQ2 623 I RC j Acc | BM781189 | Ver | BM781189 . 1 GI : 19129421 1 MLN1J5_A09 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 365 

GCACGAGCAGGTGTTCGAGAAATCCCCGCTGCGGGTGAAGAACTTTGGCATCTGGCTGCGCTATGACTCC 

CGCAGCGGCACCCACAACATGTACCGCGAGTACCGGGACCTGACCACCGCAGGCGCCGTCACCCAGTGCT 

ACCGAGACATGGGCGCCCGGCACCGCGCCCGGGCCCACTCCATCCAGGTGATGAAAGTGGAGGAGATCGC 

AGCCAGCAAATGCCGCCGACCAGCCGTCAAGCAGTTCCACGACTCCAAGATCAAGTTCCCGCTGCCCCAC 

CGGGTCCTGCGTCGCCAGCACAAGCCCCGCTTCACCACCAAGAGGCCCAACACCTTTTTCTAGTTGGGTC 

TCCTCGGCTCGTGCC 

>GBEQ2624 | RC I Acc | BM781181 | Ver | BM781181 . 1 GI : 19129413 | MLN1_5_B12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 13 : Stop : 625 

TGTTACCTTTTAACAGACTTTTTAAAAATTAGAAATGTATGTACAGGTTTTGAAACTTTTTTAAAAAGAG 

GAAAAAAGACTGT TAAGAGGAGGCTATT T GCTGACATATAACACTTGAATAT T TTAT GCCT CAT CCT GT T 

TGTCAGTTCTAGCGATCTGTATAAATGCATTTTAGAACTGATGGACAGTAAACTTGAATTTATCTTTGAT 

AAGAATACATGCCACTGTACATT CAGATGT TAT T TAAAT T TTCACACACACTGT T CTATATGT AAGGT AC 

TGTATGTAAAACTCTTTATTAAAATGATTCCACATATCCTAAAATTTCAGCTTGCCTCTTTGCGGCCTTA 

TAT T T TGAT GTAAAGAT GATTAAAAGAT T GTGCAAAACAGT CATT AGAGAT T TTTATT GCT T T T TGAGAT 

TCTCCAACTTGACAAATGTGCCAAAGATCAGCAGACATAAAAATACAGTCCTGTATATTTACTTGTAATA 

CATTAACTTTGTCAGACATCTTACTGAGAAATGAAAAGCTTTAGTAGAGGTGATATTATGGGGTAGTTGC 

TTAAATTTGCATATTAAAGTTAAAAAATGGTGCCTATATTCCATGTGTGGAGT 

>GBEQ2625 ) RC | Acc [ BM78 1168 | Ver | BM781168 . 1 GI : 19129400 | MLN1__5_C10 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 641 

GGGAGGGTTGTGTGGGTGCTGAGGGACAATCATGATTTTCTAGGGCCCTGCAGAAATTGGGTCTTGGGCT 

GGTCAGCATCTGACAGTTATGGATAATGCCAGCCTTTCCAGTCAATGTGGCCATGGAATCCCAAGTGTCT 

TGTTGCTTTCTGGCAGGATTTTTGTGTGACTTGTTTTTTTAAAAATGGAAACTTTCTGGGCTGCAGTAAA 

CTTTCTGAAGCCTCAGCGTTGTGTTTGTATTAGCCATAAGGAGGGTCTCCAACTAGAAATACTTGTTCCT 

GCTTGCTCCTTCTTCCTGTGATCGTTCGGCCTTCTTGTCAAGTTGCCAAGCTTGAAGTTGTCTGTCATGC 

AGTAGAGTCTCATGGTTATAGCTAGAAGAGCAGGAATCTCCTGATGTTGCTTAAGAGCTTGAGGAGAAAG 

TCTTTTTTCCTGCTGCCTAGGTAAGCAGTCTGGGGAGAGCATGGGCATCATTTCTGTGTTTGTGGGTATC 

CTGGTCGTGGTAAGATTGGGACTTAGGTAAGATTCCTGTTGGGACATCCTTAATGTTTATTAGCTTCTAA 

CTAGTGTTGTAAGCCCAATGCCAGAATTTGGAGATCTCAGTTCTTCTGTTTATGGCTTTTTATTCACTGT 

GACCTCGTG 

>GBEQ262 6 | RC | Acc ) BM781166 | Ver | BM781166 . 1 GI : 19129398 | MLN1_5_D04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop : 517 

AACAAGGCAGAAAGTAGAT GACGACAGAAAACAT GAGATAGAAGCTGCTATAGTGCGGATAAT GAAATCT 

AGAAAGAAGAT GCAGCACAACGTGT TAGT AGCAGAGGTAACTCAACAGTTGAAGGCT CGAT TCT TACCAA 

GTCCAGTTGTTATTAAGAAACGTATTGAAGGACTTATTGAGAGAGAATATTTGGCACGAACACCTGAGGA 

TCGCAAAGTATACACATATGTAGCATAAAATGCGCTCAGAAAT T TGAT T TAT TCT TGGAC TGTACTCT T C 

GCATGGACTGGGAAGTTCTTTTAAATCATTCAATATTAAGACGACCATCTCTTCTATTAAATTACAGTAC 

ATGTTCTAGACCATTCAGATCCAGCCTTTACTCCCTTTGAGAGTTTTCACCATCAGTTGATTGAGCTTCA 

GGCTTTACAACGTTTAACCCTGTAGAGATCATCTTTACAGCTCCTCGGAAAAATGTGAATGTGCCGCGTT 
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TTGTTTTCAATACTGTATGAAAA 

>GBEQ2627 | RC | Acc | BM781165 ) Ver 1 BM781165 . 1 GI: 19129397 | MLN1_5_D11 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop : 617 

TCAGCCTTCAGTGTACCTGTGTCAATCTTATATTTCTTCTTTTTAATTGTGAATTATACTGGTATATCCA 

ACTGGGAGCACTTTGTAGGCACTGCATCAGCCATGGAATGATGATTCTGTGGAAGTATTGCCTTGTGAAT 

TTGCTGCTATNTTAGTTTTGTCTTTGCTGTAAAATTGTAGCATTAAACAATCATCGTTGTTAATAGGCTT 

TCTTTTGAAAACAATTATGTGAAATATGTTGCTGCTCTTGATGAAAAGCAGCTATCTGCCCTTTTTTTCT 

TTGAACTTTGAAGCTAGTGCATTGGAGAAATGCACCCTTTTTTCCCTTTGGAATGCTGTATTAATGTAGT 

ATAATTATTACCGGTTTTGTAATTTTTCCTGATAATGCCCTTCCCTGACTCTTTTTTAAAATGTTTCCTC 

CCTCTGCCCAAGTTTTGTACTTGATTGTATTATTAGTCTGTTTTTAAATGTTTTGCCTGGTTTCTCTTCA 

ACATCTGTGTATATAAACTAATCTTGGTGTTACTGTACATAGCTGTTTGAAATGCCAGAATGACTTCTGA 

CTATTCCAAGCTTTTCACAAAATACATTTTATCTGTGATTAGCCATTTGCTCG 

>GBEQ2628 | RC | Acc | BM781164 | Ver ) BM781164 . 1 GI : 19129396 | MLN1_5_D10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 1 : Stop : 619 

GCACGAGCCCAAATGTTACAAATTAACAGACAAAACAGTCATTGGATGCAGCGGTTTCCATGGAGACTGT 

CTTACCCT GACAAAGAT TAT T GAAGC AAGAC TAAAGATGTATAAGCAT TCCAATAACAAGGCCAT GACTA 

CGGGGGCGATTGCTGCGATGCTGTCTACAATCCTCTATTCAAGGCGCTTCTTTCCCTACTACGTTTACAA 

CATCATCGGGGGACTTGATGAAGAAGGGAAGGGAGCCGTGTACAGCTTTGACCCAGTGGGCTCCTACCAG 

CGAGACTCCTTCAAGGCTGGAGGCTCAGCCAGCGCCATGCTGCAGCCCCTGCTTGACAACCAGGTTGGCT 

TTAAGAACATGCAGAATGTGGAGCACGTCCCGCTGTCCTTGGACAGAGCCATGGGCCTCGTGAAAGACGT 

CTTTATCTCTGCTGCCGAGAGGGACGTGTACACTGGGGACGCACTCAGGATCTGCATCGTGACCAAGGAG 

GGCATCAGGGAGGAGACCGTTCCCCTGAGGAAGGATTGATCCATGTGCTGTTAGCCTTAATCGGTTCAAA 

ACTGGTTAACTTTGTCCTTTGGAACTGTTCACTCACTCGTTT.TATTAAAAACTCGTGCC 

>GBEQ2629 | RC | Acc | BM781158 | Ver | BM781158 . 1 GI : 19129390 | MLN1_5__D12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 7 : Stop : 658 

TAT TAT TCCATCAGCAACAAGAAATAAAGGAAGT TCAGCGAAAT GAAGC TCTC CAAC TGCCAGAAGACCT 

AGATTATTTGACTCTCAGGGATGTGTCTCTGTCCTATGAAGTTCGAGAAAAGCTACAGTTCAGTCGCCCA 

CTGACGATTGGGGCTGCGAGTCGTATTCCAGGAGTGACACCTGCTGCTCTCATCAATCTGCTCAGATTTG 

TGAAGACCACTCAGCAAAAACAGGCAGCTGTGAATGAATTGTCCAGAACTGATCAGTGCTTATGTGATAC 

AGACAAACTTGAAGAGAGACAGTAATAGCTTTCTATTCATAGAAGACTTTTAGTCAATACAAGAGTATAG 

ATAGGAGATAAGTATTTATATTTAGCACCCATTAAAATAACCTTATTAGGTTACTGTGGGTTTGTCATGA 

AT T TATGAAGAGGACAGAGAT TATAAT TGT GCTT TT T TGTGTATCTGAAAAAATAGTTATAAAC T CT TAG 

TTCATACTCTTTCTCAGGTGCTCTAATACAGCGAGCCTATTTATATGACTTTGTAAAGTGTTCATCAAAG 

AGAGATATAGTGGCCGTAAAACTAAACCTGAAAAAAAAAATCTCAGCTTGCAGATTTGCCTGTTCATAAG 

GACTTTGTCCACTAAATGTACT 

>GBEQ2630 | RC | Acc | BM781157 | Ver j BM781157 . 1 GI : 19129389 | MLN1___5_E0 6 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 50 : Stop: 652 
GAT GAGCCAACGACAAAT C T TGACCGAGAAAACATTGAATCT CT T GCACAT GC TC T GGT TGAGATAATAA 
AAAGTCGCTCACAACAGCGCAACTTCCAGCTTCTGGTAATCACTCATGATGAAGATTTCGTGGAGCTCTT 
AGGGCGT TCTGAATATGT GGAGAAATT CTACAGGATTAAGAAGAACATT GATCAGTGCT CAGAGAT TGTA 
AAATGCAGTGTTAGCTCCCTGGGATCTTATGTTCATTAAAAATATTCAAGATTTAAATGCCTTACAAACA 
TAGGTCT TCAGGCAACTGCT TATT TCTGGT GT CAACTGAGTCAATAAGAAAATAGATTT TT T TTGAGGAG 
' GAGGAGGATTAGCCCTGAGCTAACATCTGCTGCCACTCCTCCTCTTTTTTCTTTTTTCTTTTTGCTGAGG 
AAGACTGGCCCTGAGCTGACATCATGCCCATATTCCTCTACTTTATATGTGGGATACCTACCACAACACG 
GCTGGACAAGTGGTGCATAGGTCCGCACCTGGGATCCGAACCGGCAAACCCCAGGCTGCTGAGGTGGAAT 
ATGTGAACTTAACCACTGTGCCACTGGGCCAGCCCCAAAAATA 

>GBEQ2631 | RC | Acc | BM781145 | Ver j BM781145 . 1 GI:19129377| MLN1_4_A0 6 . gl_A0 0 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 26 : Stop : 622 

CCCTTGAGTGGGAACGACCCTGTCCTGCAGGAACCCAAGCTTGAACCCAGCGGCTGCTACAGCGTGTCCA 

GCGTGCTGCCAGGCTGCGCCGAGCCGTGGAGCAAAAAGGAGACCTTCTCCTGCACCGCCAGCCACCCTGA 

GCTCAAAGAGTCACAAACTGTCTCCATCACCAAACCCAGAGAACCCTTGTTCCAGCCCCAGGTCCACGTG 

CTGCCGCCGCCGTCGGAGGAGCTGGCCCTCAACGAGCTGGTGACGCTCACGTGCCTGGTGCGGGGCTTCA 

GCCCTAAGGAGGTGTTGGTGCTCTGGCTGCAAGGGCACGAGAAGCTGCCCCGCGAGAAGTACCTGGTCTT 

TAAGCCCCTGCGGGAGCCCGGCCAGAGCGTGCCCACCTTTGCCGTGACCAGCCTGCTGCGCGTGGAGGCT 

GAGGCCTGGAAGAGGGGAGACGTCTTCTCCTGCATGGTGGGCCACGAGGCTCTGTCCCTGAGCTTCACCC 

AGAAGTCTATCGACCGCCTGTCGGGTAAACCCACCCATGTCAACGTGTCCGTGGTCATGGCGGAGGCGGA 

CGGCACCTGCTACTGAGCTGCCCCCGCCTGCCCCTTG 



1001 



WO 2005/067649 



PCT/US2005/000517 



>GBEQ2632 | RC | Acc | BM781143 | Ver | BM781143 . 1 GI : 19129375 | MLN1_4_A04 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 499 

GCACGAGTTAAAAAAATCTTTTCTTCTTTCTAAGTGTGGTGTCTTTTATCTTGAATTAGTAGTTGTATGA 

AGTCCTAAATAATAGTACACT T CACCATAGAT C T TAGGTAT TAGGAAGAACT TAAAT T T C T TTAAATCAT 

TTAACCAGATTTTTACGTTTTAATTATGCAT TT T C TAGAGAAGGGGT TACTAAAGAAT AAT CACATATAT 

GCATACGTAAAAATGGACCACAGTGACTTATTTGTAGTTGTTAGTTGCCCTGCTACTTAGTTTGTTAGAG 

CATTTGAGCACACATTTTAATTTTCCTCTAATTAAAATGTGCGGCATTTTCAGTGTCATATTTAACTATT 

TAGAGTATGATTTCCACCTTGATGTTTTAATAACCTTGGCATCTGCTGTAATAATATTTTAGAAAATGTT 

TGGAAT T T AAGAAATAACTTGT GT T ACT AAT T TGT AT AACCCAT ATCTGTGCAATGGAATATAAATGCCA 

CCTCGTGCC 

>GBEQ2633 ) RC | Acc | BM781142 | Ver | BM781142 . 1 GI : 1912937 4 | MLN1__4_A03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 557 

TGATAAAATGCATTCTCTTGAAGTAAATACATTGTCAAAACCTATTTGCAATTCTATTAAATCTAAGTAA 

TTGTTAGTGTTTCACCATGATCTTTAGGTTGTGAAAGGCCATTGCTTTCACTGATTCTACCATATACGAG 

AAGCACATAAAGCAGAGTGAAAAACTGAGTGTGCTGGGGCGCTGGTGACCCGTGCCTGGTGGGAGAGCTC 

TCTGTAGAAGTGTCGCTCGTTACATGCTGTGTTTTCATGACGTAATAGAAAGGAACTTCTGAAAGTACAA 

CTTTCATGAAAAAAATAAGCTGTTAAAAAAAGGAAATTGTAGATTAATTTAATTGGGAAAATGGGCGATT 

GACAGAGACCGGTTCCCTAACACACTACATCGTTTATGTGCTCAGACTTTAACTTGTAAAAACTTTCTTC 

TCCATTTTGTAATATGACCTACATGTGTTTATTTTTAACTTAGCTGTGTGTATGGAAAGTACGCAGCCAA 

GTCGATCAGATCAAACCATTTTGCCTGGAGTTTGGTACTGGTTTTACTTCTCTGATTCTCTCGTGCC 

>GBEQ2634 | RC 1 Acc | BM7 81139] Ver ) BM7 81139.1 GI: 19129371 |MLN1_4_A08 ,gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 12 : Stop : 671 

GAATGAAGAACTGTTGCCTAATTGGGAAGTGCCAGCATTCCAGACTTCAAAAAATAAATCTGAAGAGGCT 

TCTCCTGTTTTATATATTATGTGAAGAATTTAGATCTTATATTGGTTTGCACAATTTCCCTGGAGAAAAA 

AATTACTCTGTGTATATCTCTTGGAAAATAAGACAATAGTATTTCTCCTTTGCAATAGCAGTTATAACAG 

ATGTGAAAATAAATATACT TGACT CTAATATGATTATACAAAAGAGCATGGAT GCAT T TCAAATGT TAG A 

TATTGCTACTATAATCAAATGATTTCATATTGACCTTTTTATCATGATTCCTCCCTGTCAAGCACTAAAA 

AGTGGAACCATTATACTTTATATCTGTAATGATATAGATTATGAAATTTCCCCTCAAACTCATTGCAGCA 

GATAACTTTTTTGAGTCATTGACTTCATTTTATATTTAAAAAATTATGAAATATCATTCTGTCATTATAT 

TCTAATTAAAATTGTTTGTGCATAATGCTTTGGAAAAATGGGTCTTTTATAGGAAAAAAACTGGGATAAC 

TGATTTCTATGGCTTTCAAAGCTAAAATATATAATATACTAAACCAACTCTAATATTGCTTCTTGTGTTT 

TACTGTCAGAT TAAAT TACAGCT T T TAT GG 

>GBEQ2635 1 RC | Acc | BM781131 j Ver | BM781131 . 1 GI : 19129363 | MLN1_4JB07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 604 

CTGCAGTGCAGTGCGCTGCGCTAGGCCACAGCTCCAAAGCACCGTCATTTGTAGGTCTGGTAGAAATTGC 

ATTCTGTTGACGGGAGATTTGTTTGTCAAGGTGTACAGCAGCAGCCTTTTATCTGGGAGCCCCTGTGTCA 

TTCAAATGTGTATCTCTGCAGTTGTGCAAAGTGTCAGATTCTACTATCTGTGGGTTGTGCTTGCCAGACA 

GATCTTAAATTTTGTACTTTTTGGAAAAGTTTATATAATTTCTTGGAGATTATTGTGAAAGGATCAAGAA 

ATCAGGATAGCCATTTCTTTAATATCCACTTAAAATCTGTTCTTTTCATGTTAGTGGGACCGTTAACTTG 

TCACCAAGCAGGAGTCTATTTAAAACAAAATTTAAAACTGTTGTGGCCTATATGTGTTTAATCCTGGTTA 

AAGAT AAAGCTTCT AATGCT GTT T TT ATTCAACACATTAACCAGCT GTAAAACATAGACCT T T ATCACAG 

CAGGCAAAGAAT T TCAGGATTCAT ATACAGATAGAC TAT AAAGTCATGT AAT T TG AAAAGCAGT GT T T CA 

TTATGAAAGAGCTCTCAACTTGCTTGTAAAGCTAATCTCGTGCC 

>GBEQ2636 ] RCJ Acc} BM7 81127 ) Ver | BM7 8 1127 . 1 GI : 19129359 | MLN1_4_C07 . gl_A0 05 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 63 : Stop: 666 

AGCAGCTGGCCGCGGCCAAGGAGGACTACGTGCTGGTGGCTGGCCACTACCCAATATGGTCCATCGCGGA 

GCACGGGCCCACCCACTGCCTCGTCAAGCAGCTGCTGCCACTGCTGGCCATGCACAAGGTCACCGCCTAC 

CTGTGTGGCCACGACCACAACCTGCAGTACCTTCAAGACGAGAACGGCATAGGCTTTGTGCTAAGCGGCG 

CTGGGAACTTCATGGACCCCTCGACGAAGCACGCACGCAAGGTCCCCAATGGCTACCTGCGCTTCCACCA 

CGGGACCAACACCTCCATGGGTGGCTTTGCCTACGTGGAGATCAGCCCCAAAGAGATGACCGTCACTTAC 

ATCGAAGCTTCGGGCAAGTCCCTGTTCAAGACCAGGCTGCCCAGGAGAGCAAGGCATGCACACCCACGAA 

GGCTCCATCCTGCAGCCTGAGCCGGAGGGGCCTCCCTGCCAGCGGGTGGGCAGGCTTTCTCAGGGGCCAC 

GTGGCCCTTGTGGCAAGGATGCCCACGGATGTGAAAGCAGCATGGACACCGGCCAGAGTGCCATGCCCTG 

TGGCCCAGCTCGCCCAGGCTGACATCTGGGCAATGGGGGGCAGG 

>GBEQ2637' | RC | Acc | BM781126 | Ver 1 BM781126 . 1 GI : 19129358 | MLN1_4__C06 . gl_AG05 Mesenteric lymph 
node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 24 : Stop : 58 4 
TAGTG2VACTGATTTTTATTAACTGCTTTTGCCCATATAAAATGCTGATATTTACAGGAAACCTGGCCATC 
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TTTATAATTATGGTAAAAGTACCAGGTACAATGACCGAAGAAGATAACATGTAGGCAATAGTGGATATCT 
TGACAAAGTAT T TCT CAAAAGT GATAATAGACT T AT T TT T AACAT T AA&GAAATGT AAT GT AT TTGTGGA 
ATCAGGGCTGTGGGGTTTTAAATTTTGTCCAATCAAGATTGTAGGTGATCAACATATGGATCCCTCCTGA 
AAAAGAATAATTTTGTCTTTTAAATTGACTGTCTTAATCAGTTATTAAATCTCTGAATTTTAAAATAAAA 
CATGCTGCTTATGAGAGAATTAGGCCTTTAACAAACGAATTGAGTGTTTAAGATAAAAATATCTTTGCAT 
CATAGAAATGATCTATGTTGACTATTAGGTATTTTCACAGGTTTGATTGTCTCTTGGTAAAGTTGCTAAG 
ACAT TGGAGAATGGTATAG T TAAT ACAAAT GAAT GGAATGAAAAAC AGAC T TAAGAAT T GGCCT T TGAT T 
T 

>GBEQ2638 | RC | Acc | BM781108 | Ver | BM781108 . 1 GI : 19129340 1 MLN1__4_E05 . gl_AO0 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 66 : Stop : 632 

TCCTTATGATGGATTGTTTATCGCACTTCTTGTGGAAAACAAACATAAATATGATATTCTTCGAGGTGGT 

TNTGATGGAATTTATACGTATTTTGCCACAAATGGCTTTACTTATGGCTCATCTTATGAGAATTGGGGTA 

GGCTAAAATTCTTTTGTGATCAATTCAACCTAATGTTTATCCCAAGTGTGGGTCCAGGATACATAGATAC 

CAGCATCCGTCCGTGGAACGCTCAAAACACTCGGAACCGAGTCAACGGGAAGTACTATGAAACCGCTCTG 

AGTGCCGCGCTCCAAGCCCAGCCCTCTGTGATTTCTATCACCTCCTTTAATGAGTGGCATGAAGGAACTC 

AGATTGAAAAAGCTGTTCCCAAAAGAACCAGTAATACAGTGTACCTGGATTACCGGCCTCATAAACCAAG 

TCTCTATCTGGAACTAACTCGCAAGTGGTCTGAAAAATACAGTAAAGAAAGAGCAACTTACGAGTTAGAT 

CACCAGCTGCCTGTTTCTTAATGCGTTGAGTAAAGTTTATTAATTATAGAAATGACCTAATTTCATAAAT 

GCCTTTT 

>GBEQ2639 | RC | Accl BM781102 ] Ver j BM781102 . 1 GI : 19129334 | MLN1_4_F01 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 27 : Stop : 654 

GATGGCTTAAGTCCAACGTCTCTGATGCAGTGGCTCAGAGCACCCGCATCATTTATGGAGGGTCTGTGAC 

TGGGGCAACCTGCAAAGAGCTGGCAAGCCAGCCTGATGTGGATGGCTTCCTTGTGGGTGGTGCTTCTCTC 

AAGCCCGAATTCGTGGACATCATCAATGCCAAACAATAAGCTCCATCCATTTCCCCTGCCCTTCCTGCGA 

AGCCAGGGACTAGATAGCTCAGAAGCCCAATAATTGCACCCCCCCACACACATGCTTCTGGTGGTGTCAC 

CTGCCCCCTCTCCTGGCCTAATCCAAACTGTACCTCTTCCTTTACCGTTTACACCTTAACCTGTAATGGT 

TGGGACCAGGCTAATCCCTTCTCCACTTACTGTAATGGTTGGAACTAAATATGTCACCAAGGTGGCTTCT 

CTTTGGCTGAGAGGTAGAAGGGGTGGAGTTTGCTTGTGGGTCCCCTTAGTCCCCAGTGAGGGCAGGAGAG 

AGAAGCTATCCTCCTCTCCCATCCCGCACCATGAGGCCAAGGGCTGAGAGACAGCCTGGTCCTCCCCTCC 

AAGGCCAGGGGTGCTGCTCTCTCCTGTGGTGCCAATGCTTGTGTGTGTTGTGTATGTGAGCAGTCCTA 

>GBEQ2640 | RC | Acc | BM781097 | Ver | BM781097 . 1 GI : 19129329 | MLN1_4__E08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop: 570 

CTCCAAAGCCCCCACCGTGCCTGTCAGAGGCGTGCATTTTTATATCGGATTATTCAAGGACTTCTGTTTA 

AAAGATGTTTCTAATGTCTGGGAGAGAGGATGGGATGGGGGTGCTGCCCTCAAAGGAAGGGCTGGGGGAA 

GGTGTTTATACAAGGTTCCAATTAACCACTTCTAAGGGTGCACCCCCTCAAAACTACTGCATTTTTTATG 

G AT AAAAAAG AAT T AAG C C C T T T AAAAG G AAG TAG AG AG AT AAC G AAGC C AAT T GG AG C T C C C T C C ACC C 

AC TAAAAAAATCCACCT T T T ACAT T GT T T GGAGGAAGGAGGTGAGTT TCAGGAAAGGGGAT TCAGGT T CT 

GGGGAGAGGTCTGGGGATAGACTAGGTGCAGAGTCTGTCTCCTGCCGCCCCTTGTTAGTGACTGAGTCAA 

CTCCCGACCCTCGGCCACCTCACCCCCAGTTTATTCCTACTGCTCTCTCCTGCTGCTTCCTCAGTGTCGC 

TGTTGTAGACCACCCAGCTCAGCCAATGACCCCTTTCCCCCTGAATGTCAGTTTCGTGTTTTTAAAAGTC 

^ACCTCGTGC 

>GBEQ2641 | RC | Acc | BM781095 | Ver | BM781095 . 1 GI : 19129327 | MLN1_4_F10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 7 : Stop: 433 

TCTCGAGCCTGCGGAGGAGCAAAGCGCTGGTGCTTGCTGCAGGCCGCTGAGCGGTGCCCGTGTTCTCCGT 

TCCCTCTGGGCCTGTGCAGCCGTGGGCCATGCGCAGGCCAGCCCTGGCGGCACCGCCTGCCCACAGCGCC 

CCTTCCCATGCAGACGGCCAGGGGCCTTGCTTCTGCTAGTCCTTGCCTTTTCCTCCTGCGTGGGGTTTGC 

CGTGTCATCTGGAATAATACTTGAAATTTTATTCTTTGTAAAAAGGAAAT^AAGTTTTTATCTTCTGTTGA 

AATCACCTGTTAAGCTTGTTTGCAAAATTGTAACTTTTGCTTCTCCTCAGGAATACAATTTTCCACTGTT 

GACTTGCTCTTGATCAGACTCTGAGAAGCAGCGCTGTTTGTGGAAGAAGCCCCCTTCCGCGTCCTAATAA 

ACAAGCT 

>GBEQ2642 | RC | Acc | BM781094 i Ver | BM781094 . 1 GI : 19129326 | MLN1_4_F09 . gl_A005 Mesenteric lymph- 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop: 660 

TGCTACAACAGCAACGTGTTACGAGTTCATCAGGTGCTCTGCATCCCCAGCTGGATGGCAAAGTTCTTTT 

CTTGGACACTTGAGCCCATCTTCGCATCTTCAGAACCGGCCACCGAAGCCAGAATTGGGATGGGGGCCAC 

AGTAGACATTCAGAGACAGCAAAGAATGGAGCTGCTTGATCGGCAGCTGATGCTCTCTCAGTTTGCACAA 

GCGAGGCGACAAAGACAGCAGCAGGGAGGAATGATCAATTGGAATCGTCTTTTCCCTCCTTTACGTCAGC 

GACGAAATATAAACTATCAAGATGGTCGGCGGTCTGAACAACAAGCATCCCCGCCTCTAGAGGTTTCTGA 
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GGAACAGGTTGCCCGGCTCATGGAGATGGGATTTTCCAGAGGTGATGCTTTGGAAGCCCTGAGAGCTTCA 
AATAATGACCTTAATGTGGCTACCAACTTCCTGCTACAGCACTGATGGGCCCGGCGGACGACACGGGGAC 
GGGCTGAGCTGCTGACCACAGCGGGCATGGTCCCCGCTGCTGACTCAGCCCGAGGACCCCACACTCTCTG 
GCATTGATGTTCTTGATGAGCAAAGGGTTGGTTGTCCCTGCTAGTCCCCACCCTTAATTTCAAGATCAAA 
ACTGTTAGAGTATCAAAATAAGCTCGTGC 

>GBEQ2643 | RC | Acc j BM7 81092 | Ver | BM7 81092 . 1 GI : 19129324 | MLN1_4JF07 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop : 64 6 

ATTGGCCTCAAAGCAGAAGAAGAGGCCTGAGTAATTTATAAATTACTGTTCAATCCCTTAATGATGTAAG . 

C AG AG G AAT T G C T C C T C AAAAG AC T T G T C AAAAAG AG AAG AAT C T CAT C T CAT T G AAG AAT G CC T C T C AC 

T T T AAGTAT T TT T TAAGAGGT T AATAAAAC TT T AAAGT T AGCT T TAAC T TAAATAGT AT T T GCCAT T T AG 

CTCAGACCTTTTTAGGAAACAAGCTTAATGGTTGGTAATTTCAAATTCCCTCTTTCTTGCAGG2^AGGACA 

GTGAAAAGCTAGAATTGGGTGTTGAAAGTTCAACATGTTACTTTGTAATAGATGTTTAGTAGATTTTCTG 

CTACCTTGCTGCTATGGTTTTCTCTAAGAGCTACATAATTTAGTTTCATATACAATTTCATCAATGTAGA 

ACC TAAT TCAACTTAAAACT GT GT GT T T GGGAAAACT CT CTTACT ATT TCACAATAGGCTGACAACAT T T 

CTATAGCCAAAAATAGCTAAATACCTCAATCAGTCTCCGAATGTCATTTT.GGTACTTTGCTGGCCACACA 

AGCCATTATTCACTAGTATGACTAGTTGTGTCCTGCAGTTTATATTTAACTTTCTTTATGTCTGTGGATT 

TTTTTCCCT 

>GBEQ2644 | RC | Acc | BM781091 j Ver | BM781091 . 1 GI : 1912 9323 [ MLN1__4_F0 6 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 624 

ACCTAGCCCCATCAAGAAAATTAGTCTTTATTGTATTTGTAACTCAAAGTAAATTAACATCCCTCTTAAA 

ACTTGCCGATTTAACACTCCAGAAGTTTTTACTAAGGACTAAGGACTGTTTTTATAAAACTGTCATTGCT 

TCTAATTTCGAATTTTGTTTAAAAGGAAGTGAATATATTTTCACAAATTGCCCCTACTGTGCCAAAAGAA 

AGTTACTAAGTAAGTAGGCATCTGTGTAATTGTGAGATTACTGATGGTAGAGTTCAGGATTTTCTATTAA 

GTCAGTGAATCTAAGGAGATCTACAGCGTTAAAAGTGTTGTAAACGGTTACTCAGTACAGCGTGTAGCCT 

GAGTCCAT CCAGGAT GGCTGTACCCAATT T TGATATCATATT GTGGGTAAATAAGCAC T GGAAAAGTAAA 

CCAAAGAACCACAATGTATCTTATACTTTTGTACACCATGTTTTGTGGGTAATTTTTCAGTTTTCCCAAA 

AGGCT GATAGAT TT CAGTAT T T TGAATACAT CAGT GTTAAT TTT GAGTTGGCAGAGT TAACCTAACCAAC 

TACCATTATGTTCTGGTACCAAGGGATATACCTTTCAATAAAGTTATTGAAATGCAAAAAAAA 

>GBEQ2 64 5 1 RC | Acc I BM78 108 9 | Ver | BM78108 9 . 1 GI : 1912 9321 1 MLN1_4_F12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 653 

AGGAGGTTTAGGAATGTATGAAACACCCCTCTTCCTAGCTCATGAAGAAGAGTCTGGTGGCCGAAGTGTT 

CCCACTACTCCTCTGCAAGTAGCAGCCCCAGTAACCGTATTTACTGAGAGTACCACCTCTGATGCTTCAG 

AGCATGCCTCTCAGTCTGTTCCAATGGTGACAACGTCCACTGGCACTTTATCCACAACAAATGAAACAGC 

AACAGGTGATGATGGAGATGAAGTATTTGTGGAGGCAGAATCTGAAGGTATTAGTTCAGAAGCAGGCCTA 

GAAATTGATAGCCAGCAGGAAGAAG/^ACCTGTTCAGGCATCTGATGAGTCAGACCTTCCTTCCACCAGCC 

AGGATCCTCCTTCTAGTTCTTCTGTAGATACTAGCAGTAGTCAACCAAAGCCTTTCAGACGAGTAAGACT 

TCAGACAACATTGAGACAAGGTGTCCGTGGTCGTCAATTTAACAGACAGAGAGGTGTGAGCCATGCAATG 

GGAGGGAGAGGAGGAATAAATAGAGGAAACATTAATTAAATGTCTACAAACTGTAATAAATGTGAATAAG 

ATTGTCACATCTGTTTTAGTGTAATGATTGTCGAGTTTAAAAACATTTTTGTATTTAAATTGGTATGCTT 

ATCTCAACATTCTTTCTCGTGCC 

>GBEQ2646 \ RC | Acc | BM7 8108 5 | Ver | BM7 81085.1 GI : 19129317 | MLN1_4_G03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 62 : Stop: 627 

ATTAGGAGTAACTTCCAACTTGCCAGCATCACTGGTATGATGTATATTTATTAAAGCACACTTTCCCCTA . 

CTGTATACTAAAAATGACGATTAAAGCCATTATTTTAAATGTTTGTGACTCTTTTCCTAAAGCCAAAGTT 

TCTGTTGAAGTATGTATTGACACACCCCTAAGTACGAAGTGGCGTGGTTATGTACGCAGGCCGCCTTCTT 

GGGGAATCAAAAACAGGTTTTTTTGATTTTGAATAGCAGTTAGTAACATAGTGCTGTTTAAGCTATTAAT 

GGTTAAAGTTAATAACATTTTGTACAATTTCCATATAGTCTATTCATTAAGTAATCTTTTTACAGTTACA 

TCAGGCCTGAACTCGACCATTCAGAAAGCTTCAAATTATAGAAACAATACTGTTCTATACGAGTGACCGA 

TTGTGCTTTCTTTGGCCTACATTCTTTATTCTGCGTGAAGTTGAGGCTTATAAGTCAAAACAAAGGAACT 

AACTTACTATCCACCAGTTTATACAGAGCTCACAGTATCTATGACTTTTTTAAACTAAGATCTGTTAAAA 

AGAAAT 

>GBEQ2647 | RC | Acc | BM781082 | Ver | BM781082 . 1 GI : 19129314 | MLN1_4_G08 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop: 638 

TGAGATTTTGGTAAATGTAGAACTGTTGTATAAGCTTTGTAATTCAAAAGCCGTTGTACTTAGTAATGCT 

TGTTTCGTGTAACTGATAAATAGTTTTTTTGTGTGTTGTTCGTTTTGATCAAATGTCAGCGGTTTCAAGC 

CTGATATCCATGACTTCATATTAGGAATTTGGAGACAAAAACACATCAAGGAATTAGGTTGACATGATCC 

TGAGGAGTCTTGTTTGTATTTTAGAATAAAATTAGAAAATAAAATTATTCTCTGCACTTTTTTCCCGATT 
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G T T AAAG AC C CT AACC T T T G AAAT AAAT T T C C AGT G AT T T T T C C T AGAAAG AGG AC T T C AG T T AG GG AAA 
TATTTCTCAGCTGATTAGCTTGGTGCTTGTGAGCCACAGACGCTGTTTTCAGAATTGCTTCTCTCATCCT 
GTGTCTCAGTACAGACGTACTTATTTATTATACTGTGCAAATGGTTGTCTTCGGTTAAATTTAATGGGTC 
CTGTCTGTGCTACTGAGAATGTGAATGTGATTTTCTTTTGAAGGCTGTCTTACTGCACGGACTCACCCAC 
CCTTGGGTCATATCATCGCTGTGATTGGTGACAGAAGGTCTGGTTACTGAAATAAATGACCTGTTCTCGC 
CTCGTGC 

>GBEQ2648 | RC | Acc | BM781069 | Ver | BM781069 . 1 GI : 19129301 | MLN1_3_F01 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 5 : Stop : 643 

CCTGCAATGAAAGCCCTCATACCCAGCAGAAATCCGGTTTCATCCACAAAGGAAAATTCCAGCAAAATGG 

CTCTAACATGAGTCCAGATGTGGGGCTGGCAAAGCCTCCTCTGTGTGAAAGGTTAACGGAGCAATGGGCT 

GGCCCTGGAGTTGGCCTCTTGTGCTGTTGTAGACTTGAGAAAACTCCTGGCCAGTTGTTGCTTGACTTTG 

CTTCTGATCGCCAGAATTTTTGCTTGAGCTTCTTTCCCAATCTGTGCTCCTGGATGGAGAATGGACAAGC 

AGACAAACGCATCAGCTGATGAACTTTGCCATCGAATTCCTATTCTAGGCTTTGAAGCTCTGGAAAATTT 

GCTTCTACCTAATTTGGTAACACATTGCATTAAGGTTCCAGTTATAAATGTTTTGCTAATATTTATTAAA 

TGGATACAGAATGCAGTTCCATTCACCAATAACTTATTTTAAATATGCCAAGTAACACATATGTAGCATA 

AT T T C TAG AAAT AAAC G T AT AACAAAT C TAT AAT AT AAAG AT AC AG T T GC AG C AAAAT AT CT T CCC AT T A 

.AAAT ACCAGGATT TAT AATAT TATGTTGT CATGATAAAGCATGC TAT AAAATGTAATAGAATAAAT AAAT 

AATAACT C G 

>GBEQ2649 1 RC | Acc I BM78 1067 | Ver I BM781067 . 1 GI : 191292 99 | MLN1_3JE10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 1: Stop: 5 62 

T T T CAGAAGTGGAGAACAGTGGT TACTATAT C T GC TAG CAAGAAAACTCAAAGAAGACCC AT TATCT CTA 

CCTGAAAGCCAGAGTGTGTGAGAACTGCATGGAGGTGGATCTGACGGCAGTGGCCACAATCATCGTAGTC 

GACCTCTGCATCACTCTGGGCTTACTGCTGCTGGTGTATTACTGGAGCAAGTCTAAAAAGGCCAGGGCCA 

AGCCTGTGACGAGGGGAGCAGATGTTGGCGGCAGGCCCCGGGGACAAAACAAGGAGAGACCCCCGCCTGT 

TCCCAAT CCAGATTAT GAGCCCAT CCGGAAAGGCCAGCGGGACCTGTACGCTGGCCT GAATCAGAGAGCC 

GTCTGACAGTTCCTGAGGACACTGCCTCCTGCTGGCCCAGCTCTCCCTTTGGCAACCGTCTGTGGGAATG 

GACTAGGTAAATGAGACAGCCCTTCGCTCCCTCCCCCTGTCTCCACTGTAGGCCCCTGGATGTTCGTTTG 

CATCTCCATGAATGTGCTAGGCTCCTTGTCAGCTGAGAGAGAAAAGAAATAAAGTGTATTTGGCCTCGTG 

CC 

>GBEQ2650 i RC | Acc | BM781066 j Ver | BM781066. 1 GI : 19129298 | MLN1_3_F11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 602 

TTACTGCCCAGTGCCTAGGAGATGCTGCATGGGCAAAGTGTGGCACAGTGCAAATTGGCTTTTCTTCACA 

TAGAACAAAGTAATCCCCACATTGCTCACTTGGTAATAGTGCCATGGCCTCAGATTTCTTCTAGTATTTG 

CTTCTAATGAATAATTATGGTCTATATATAAACACATAAGATTACGTATTGCTGAATTTGCAGTTACGTT 

TTTGTGTAAAAGAGCTACTTCAAAGTAGCAAATGAAGCCCGTGGACAGATGACTTCATGCTCTTCTCATG 

GACTCGTGCGGCGCCGCCTTCCAAGTAGGTATGGAGTTTATGCGTTAGTATGTGATTTCAGTTCTGTGAA 

ACATTTTGGGATCTGTACCAATTAAACTTTGATAGTTCTGCTGTTCTTCTGTATGGACCCACTGCTGCCT 

GATGGCCTTCTCTGCCTTGTGTAGTCACCTGGACAGTGTGACCACGACCGTCACCTCTTGCTTGCCTGAA 

ATTTTGCTGAAGATGTTCTCATTTCGTTTGTGTTTTGCTGTTGGGGTGTGGGCAGGTCGTCTGCTGGCTC 

TGTTGTGTTTATTCACCAATTTATACATTATTTGCTCGTGC 

>GBEQ2651 | RC ) Acc 1 BM7 81061 1 Ver ] BM781061 . 1 GI : 19129293 | MLN1_3_G07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 49 : Stop: 670 

CTGCGTGCTTTCTAAGGTGAAATATACATCTGTGTATATCGACAGCCTTTNAATCAAGACCTTCAGTATC 

ATTTACATACGTTTGTAT2\ACTTCCTTGCTGGTATAAATGTTTTGTATTTCAAAAAGTTATATGTGGTAT 

TATATAGAAGACT T GCTTAACCT TAT AAAGT T AAAT CAT AATC AT TGAAT T T T AGGAAAGAT T AAT GGT T 

AGC T TATAT AAAAT AC TAGAT TTAAGTAAACT TCATATTGGCCCAGACCAGGATATAT TCTAT GAAGGTC 

ATTATTTTGAATTAAGAATTCATGTTTAATATTTCCGAATTAGTTTTAAGTCTTTGATTAATTTGTAAAA 

GGTTTATTTTCAGTTTTTCTTTAAATTTAAAATAAAGCTTATATTTACAATGTCTATTTTGTGATCAGTA 

TACCATTACTGCAGTATTATCAATGACCTAATGTTTTAAAGCTCTTTGAGAATGTTCTTACCTTTCTTTG 

TTTCATCTGTTTTCTAAGGGCATTCAGATTCTTTGATAATCTCTGGAAAAACAGAAATTATAAAAAGAAA 

GTCTCTTATAATAATACTGCCTTCTCCCATTTCAAAATAATTGCTTTTTTCCCCTTGTGTAT 

>GBEQ2652 j RC | Acc | BM781049 | Ver | BM781049 . 1 GI : 19129281 |MLN1_3_H07 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence. : Start :3: Stop: 640 
AATATTTAAAGCAGAAGCACGTCAGTTAGGATTTCCTTCTGCATAAGGTTTTTTTGTAGTGTAATGTCTT 
AATCATAGTCTACCATCAAATAT TTTAGGAGTAT CTT T AATGT TT AGAT AGTATAT T AGCAGCATGCAAT 
AATTACATCATAAGTTCTCAAGCAGAGGCAGTCTATTGCAAGGACCTTCTTTGCTGCCAGTTATCATAGG 
CTGTTTTAAGTTAGAAAACTGAATAGCAACACTGAATACTGTAGAAATGCACTTTGCTCAGTAATACTTG 
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AGTTGTTGCAATATTTGATTATCCATTTGGTTGTTACAGAAAAATTCTTAACTGTAATTGATGGTTGTTG 
CCGTAATAGTATATTGCCTGTATTTCTACCTCTAGTAATGGGCTTTATGTGCTAGATTTTAATATCCTTG 
AGCCTGGGCAAGTGCACAAGTCTTTTTAAAAGAAACATGGTTTACTTGCACAAAACTGATCAGTTTTGAG 
AGATCGTTAATGCCCTTGAAGTGGTTTTTGTGGGTGTGAAACAAATGGTGAGAATTTGAATTGGTCCCTC 
TTATTATAGTATTGAAATTAAGTCTACTTAATTTATCAAGTCATGTTCATGCCCTGATTTTATATACTTG 
TACTCGTG 

>GBEQ2653 | RC I Acc 1 BM781048 \ Ver | BM781048 . 1 GI : 19129280 | MLN1__3_H05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 13 : Stop : 663 

AATAGTAAAGTAAACAAAGCACAGGAAGATGATNT GAAGT GGGT AGAAG AGAACGT T CCT T CT TC TGT GA 

CAGATGT AGCACT TCCAGCCCT T CT GGAT T CAGATGAGGAACGAATGATCACACAC TNTGAAAGGTCCAA 

AATGGAGTAAAGAATGGGAAGATGTGCAGTTGAAGATGGCTAGTATCTGGGAAGAGATCAGCTTCTGTGT 

CAGTCTTTACACTACCCCATGGGATTAAAGGAGGCAGCGACATCCTGATCTGTTCCTTGATCTTTGTGCA 

TTGGAGCTGGCCAGAGGTGTCAGAGCAAGGAGGACTTCTCATTGAAAACAAGTTCATAGGATGAGAAAAA 

TCTACAAGTTTCTTATTTACAACATTGATGCCCCTTTCCCTGCCATACTCTGACATGGATGTTTATGCAA 

CTTATGTATGTTGTTCCTGAGCCTTCTGTAATGTTTAAATTGTTTAATCTGTCAGACTAAAAAGTTTAAC 

ATCTTCTAAAGAACTGTGACATCAACACCGTAATATGTAATCTCCAGGAGCAACTGCCTGTAATTTTTAT 

TTATTTAGGGAGTTACATAGGTGATGGGGGAAATTGTAAATTATCTTTCCATTTCCTGGGAAGCCAAGGT 

AACATCT TGCAGAGGTAGTTT 

>GBEQ2654 | RC ! Acc | BM781041 1 Ver | BM781041 . 1 GI : 19129273 | MLN1_3_A0 6 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 630 

GATTGCTCCATCGCGGCCACCGGCAAACGGCCGTCTGCCCGCTTCCCCCACCAGCGGAGGAAGAAGAGGA 

GGGAGATGGATGATGGGCTGGCTGAGGGAGGGCCACAGCGATCCAACACGTATGTGATCAAGCTGTTTGA 

CCGGAGCGTGGACTTGGCTCAGTTCAGTGAGAACACACCGCTGTACCCGATCTGCCGGGCCTGGATGCGC 

AACAGCCCCTCAGTGCGCGAGCGTGAACGCTCGCCCAGCTCACCACTGCCCCCGCTGCCTGAGGATGAGG 

AGGGTCCAGAGGTCACTAACAGCAAGAGTCGGGATGTGTACAAGCTGCCTCCGCCTACAGCCCCTGGGCC 

ACCTGGAGACGCCTGCAGATCCCGAATTCCATCCCCACTGCAGCCTGAGACCCAGGGTACCACCGATGAT 

GAGCCCTCCGAGCCGGAGCCCTCACCCTCCACACTCATCTACCGCAACATGCAGCGCTGGAAACGCATCC 

GCCAGAGGTGGAAGGAGGCATCTCATCGGAACCAGCTTCGTTACTCAGAAAGCATGAAGATCCTACGGGA 

GATGTACGAGCGACAGTGATGTTCCCCTGTCCCCCCAACCCCAATAAACATCTCCTCCTCCAAAAAA 

>GBEQ2655 | RC | Acc | BM781037 | Ver | BM781037 . 1 GI : 191292 69 | MLN1_3_B05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 3 : Stop: 599 

CCC T CC TCGCCAAAGACAGCCTAGAGAGGATGGCAAT GAAGAAGATAAGGAAAAT CAAGGAGAT GAGACC 

CAAGGTCAGCAGCCACCTCAACGTCGGTACCGCCGCAACTTCAATTACCGACGCAGACGCCCAGAAAACC 

CTAAACCACAAGATGGCAAAGAGACAAAAGCAGCCGATCCACCAGCTGAGAATTCGTCCGCTCCCGAGGC 

TGAGCAGGGCGGGGCTGAGTAAATGCCGGCTTACCATCTCTACCATCATCCGGTTTAGTCATCCAACAAG 

AAGAAAT GAATAT GAAAT TCCAGCAATAAGAAATGAACAAAAGAT T GGAGCTGAAGACC T TAAGTGCTTG 

CTTTTTGCCTGTTGACCAGATAACTAGAACTATCTGCATTATCTATGCAGCATGGGGTTTTTATTATTTT 

TACCTAAAGATGTCTCTTTTTGGTAATGACAAACGTGTTTTTTAAAAAAAAAAAAAGCCTGGTTTTTCTC 

AATACACCTTTAAAGGTTTTTAAATTGTTTCATATCTGGTCAAGTTGAGATTTTTAAGAACCTCATTTTT 

AATTTGTAATAAAAGTTTACAACTTGATTTTTCAAAA 

>GBEQ2656 | RC | Acc | BM781033 | Ver | BM781033 . 1 GI : 191292 65 | MLN1_3_A12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 12 : Stop: 655 

AGTCCCTCCCTCTGTCTTCAGGCTTTTGTCAGTTTTATTAAGATTTCATTATCTTCAAGCAGGAATTATG 

TTGCAAGTAAATTGACCCTAAATCTGCAGACAGTGAAATAAATTATGTAACTAGGTTTCTGCTCCATTGG 

TGACATTTCTGCAACTTGGGTTCCTTCTCGGGAGGGAGAGCCGACAAGTGGTTGTGCTGAACCTGGGTGT 

TTTAGTAAGCGCGTCTTCCTAGAATTCAAAGGCGCTCTCTTTCTAGAGGTGCCACATAGTTGTTAATGCT 

CAGAATGGCAATAGGGTAGAAT TAT TAATCAAAGAC ATAT CT TT TATATCTGAAGATAGCC TTCCTTCAG 

GGTTTAATAGACTGAGTCAGATGGGTCTGATATTAATCAAAATTGTCTCTTCTGAGGAAGGCTGATAAGC 

ATTGACTTGCTGTCCCCCAGGGACATCCACGCAACTACAAAGCCTTGCTTTAGTTTCACTTCAATTAATG 

TTGCATTTTGGTTGGTGAATGCACACTTTTTCTACCTGTACATATTTCTTGCGTTTGTATGTTTCATTTC 

TTGATTAAAGCTGTTAAAAATAGAAGGGATTTTGAAGGAAGAAGCCCTTTGTTTCTCTTGCTTTGTTTTA 

ATAAACAGTATATT 

>GBEQ2657 | RC | Acc | BM781032 | Ver | BM781032 . 1 GI : 19129264 J MLN1_3_B07 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop: 538 
GCACGAGGCGCTGGCGGCCTCCACCTCTGGAAGTACGAATACCCTATCCAGCGGTCAAAGAAAGATTCCG 
AGGGAGTGGAGATGGGGGTCGCGGGCTCGGTCAGCCTCCTGCAGAACGTGACGTTGTCTACTCAGCCCGT 
TTCCAGTTTGGACTGGAGTCCAGATAAAAGGGGTCTCTGCATCTGTAGTTCATTTGATCAAATGGTAAGA 
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GTACTGATTGTTACAAAACTCCATAAAATTTGATCTGAAGATTTGGGACTTGCAACCTTCCAGAGGAGCA 
CTCATGGGACTTAGAGTGTGCTCTGGGATCCTCTGAGCCTCAGTGAACGAAGCTGGATTTGGCTGATGAA 
AAAAGGACCCAGAGGCAAACCTCCAGCTGGCCTGTCTGTGGCTGTGATACGCCGAGCGGGGTGTCCGGGC 
GACGTGGCTGGACGCTGGTTTGCTCCTGCGTGTGGGGCCACCACTGTCTCTGGCTCCTGCTCTGTTCTTT 
TCCTGGCCACTTCTAATAAAAAGTTGATACTTGCCTATATTTAAAAAA 

>GBEQ2658 | RC | Acc | BM781025 ] Ver ] BM781025 . 1 GI : 19129257 1 MLN1__3_C03 . gl_A005 Mesenteric lymph 

node (MLNl) Equus caballus cDNA , mRNA sequence .: Start : 12 : Stop: 519 

TGAGCTCCGAAGGAAAACCTTACGTGACCAAGGAGGAGCTGTACCAGAACCTGACTCGGGAACAAGCCGA 

CTACTGCGTCTCCCACATGAAGCCCTACGTGGACAGCAAGGGCCGCGAGCTCCCCACCGCTTTCGACTAC 

GTCGAGTTCACCCGCTCGCTCTTCGTGAACTGAGCTCCACTCCTAGGTTAGCTGGCCCACCACTGCTTGC 

CCTGCCGTCACCTTGCTGCATGTCACCTCATCTCTGTGCTCTTAAGTATTCCACACAGTGTTACTTTCCA 

GTGTAACCTTAAACCTGCTTAGCTTGAGAAAAGAGAGTAGAAAATGGTGCTTCAAGAAACCGCTCTGGTC 

CAGTCGCAGTTGCCGTGTTGCTGTGGGGACCCAGATTCCTGTCTCGCAGCCAGCTGCCCCATTCCGACTT 

CAGAAAAGTTTAAGCAGCTGGCTAGCTCCCCTCTTGTTCTCCACTCCCCCACCCCCCAATTTTCTGTTTT 

CAT G T AAAAG AC AAAT AA 

>GBEQ2659 1 RC 1 Acc | BM781014 \ Ver I BM781014 . 1 GI : 19129246 } MLN1_3_D01 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop: 565 

CACCTTGGAAAATATGCTCGTACGGGTTCTTTTAGTAANAGATATTTATGATAAAGACACTTATGAACTG 

GATGAAGACACAGACT AAAAAGGAACGT T TCAGAAGCAATCGGGATAAAACAGCATTAGATAGTCAT GCT 

GCTAGATCTTTATTATGGAAAACATTTCAAGTTTACTCCTTCTGTTTTGAGTTCTGTAGCAGTGTACCCA 

CACTGGGTATTACCATGTAAATAATCTGTGAGTGAAAGTTGCCATTATTCTATGTAGTGGTTTTAGGATA 

CTTAACAAATACATTCAAATTCTTTTTTTATTATTATTTATTTGATTAGGTATGTTTGTAACTTTTTACA 

T TACAAAATAT GAAT GAGAAT GT GCCATGTATAAT T T T T TT T CTT GT AGT AAGAG ACATCCAT AT TGCAC 

AGCTGTACTGTTGGAAAGCTTCCTTGAAAAGGGGACTCTTACTGGGTTCTTGACCAGATGGTTGTGTATG 

GGTAGCACTACTAAAAGTTTAGAACTTGCAGTGTCTTTCAGAATTTTTAAAATAAACTGTAAACTAATAA 

>GBEQ2660 { RC | Acc I BM781013 | Ver 1 BM781013 . 1 GI : 1912924 5 1 MLN1_3_C12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 7 : Stop: 671 

GATCAAGCTACACATCCGTTTTATGATATAAATACTTGTACTACCTTAACGATAAGGAAGCACTTGGTGG 

ACTCCTTGCAGTTCCATTTGCTAATGAGTAATACACTGTTTGGGCTGGCCAGTTTTTCATGCATGCAGCT 

TGACAAT TGAGCACAGTCAGGCAT T TGTAT TAAAAATGAAAAACGAAAAAACAAATTCAAAACCTAT TCA 

AATGGGTTCTAGTTCAGTTTGTTAGTATAAATCGTCATAGCTGGTTTACTGAAAACAAACACATTTAAAA 

TTGGTTTACCTCAGGATGCTGTGCAGAAAAGCGAGTGAAGGATAAACTGTCTAGATACAGCCCCACTAGC 

AGGATGGTCCTCTTGTACTTCCATGTGCCCCGACCCATGGTGACAATGACACCCTGGTGGCAGGCCTGTG 

TGTGCTGGTTTAGCATTGTCTGCGTTGTACTAGAGCAAAGCGGGTGTCAGGCTGTCACTGTTCACACAAA 

TTTTTAAAAAGAAACTTTTCCAGGGGAGCATCTTTGGACTCTCTGTTTTTAAAACCTTCTGAACCATGAC 

TTGGAGCCAGCAGAGTAGGCTGTGGCTGTGGACTTCAGCACAACCATCAACATTGCTGTTCAAGAGATTA 

CAATTTACGTCCATTCCAAGTTGTAAATGCTAGCT 

>GBEQ2 661 | RC | Acc 1 BM781005 ] Ver ) BM781005 . 1 GI : 19129237 | MLN1_3__E0 6. gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 46: Stop; 654 

AT GCCACATCCAGCT TATAGATGCT GACAGGAACCCAT GGAGT TGCAT CT TC TGCAGCATGGAGATTAT T 

CAGGAAAGGTGCTCAGAAAACCAACAACGTCATCAGGAATCTGAGGTCCTGAAGAGGCAGATGCTGCATG 

AGGAGAAGTTGAAATGTGAGTTCCTCCTCTTGAAGATCTACTCCTGTTCAGAAAGCCCCTTTTTTGCCTC 

AAAACCATACTATAGTAAACAGGCATTCTGGAGCCAGAGGAAGCCCATGTGGTTGAACAAAGTCAAGAAA 

AAGCTGAATAAGAAGATGTATGCCCGAGTGGAGGGGTTTGTGCGGGACATGCGCCTCATCTTTCAGAACC • 

ACAGGGCATTTTACAAGAGAGCAGTAGACTGCAGACCTACTCCATTCAACAAGAAATAG2^AGTGCATTTT 

AAAGGCAACCAGTGTTTCTCTTCTCTAAAGGAAGATACGAAATTGAATTTCTCAAATTTCAAAATCTTGG 

ACTTCTTTAGATCTGAATTTCCTAGTGCTGTGTCAAAAAATTAACAGAGATTACCTCAAGGGGTGAGAAT 

GAAGGGAAAAAGAAGACACCATGAATTTACCTTAGACATTTCTGTGCTA 

>GBEQ2662 | RC | Acc I BM781004 1 Ver | BM781004 . 1 GI : 19129236 | MLN1_3J£0 5 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 93 : Stop: 659 

CGGCATAAAGCAAAAGTT CATGTT GCAATTATGATCTTAGAAGAAT TAAGCAT TT CACTAGCCAGCCAAG 

TAAT T TGT TAT TC T TGAAAT AAT ATT T AT TNTG AGT TGTGACCCCAGAGTTCCGAT TT CT CAAT TGTAGA 

CTCAGTAACTTACTATGTAACAGTGCTACTCATTCAAACCACCTGCTCTCCAGTGTGATTCTGAATAGAA 

GATATATTTTTATTGCAGCATGTAAGGCAACCCCTGTAGAAAGAGACAAAACAGAAAAATGAAAGGGAAA 

GAGAAC AAAGCGTGCAGGTCAGG AGGCAT ACAAATTCACAT T T T AACCACACCCAGAGCCATACACGCAG 

CATTCTTCTTCTTAAGTCTATTCCAACCAACAAAAATTATCTCTTCTTCAAGGATTCTATCTGTAATAGC 

ACTTTGGGACTGTGGGTAAAACCAAAAGACTTCAGTCTTTCTATTTATCCCAACTTGGTGTATGGGGTTG 
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AACTGGAAAAT T CCC T GAGGCAGAACT CGGCCAAAT T TTGAGAT GGAGTATAGGAGAT GACTCCAGAAAT 
TAGTAAT 

>GBEQ2663 | RC | Acc 1 BM780987 | Ver | BM780987 . 1 GI : 19129219 | MLN1_2J310 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 144 : Stop : 435 
CACATGCTAGAGTCCCGTGAGTCGCTCCGCTCCAAGGTGGATGAAGCTGTGGCGGTTCTCCAGGCTCATC 
ACGCCAAGAAGGAAGCTGCCCAGAAGGTGGGCGCTGTCGCTGCTGCTACCTCCTAGACAAGGAAAAACCG 
ATTTCAAAGCCAAATAACCCCTTAATGGAATTCAGCTCAAGGTTTGAAGACTTCCTAGCTTGTCCTATGG 

ACCTCAACACCACGAACCACAAATTGCAAATTTAATAGGTCATTTTGTATCAAAAGGTCAATTATGAAGC 
ACCTAGAATTTT 

>GBEQ2664 j RC | Acc | BM780984 | Ver | BM780984 . 1 GI : 19129216 | MLN1_2_C08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 21 : Stop: 635 

TTTGTGCTTTCTGTTTCCGTAGTTGGTTCTGAGGTGAATATGCCCTATTCTGTTGGAAGAATGGCCTNTT 

AGTTGTATAGCCAAAGACATTTAGTATTTTTTGGTTCCTTAAGGTGTACCATTTTGTAAAAGGAATATTA 

TTATTATTTCTTTTAATTGTTTGGTAAATATTTTGACAAATTACCTTCTGAATCAGCTACAACTTAGAAA 

GATAATGTCAAAACTGAGGTGATTTTTTTGTGTTTTTGAAAAGACCCAGCCAAAATAAGGTGTGAGTTTG 

TCATGCTGTTAAATTGAAATTGGTAACAAAATGTATCCCCTTCCAGAGTACCGTTTTTGAGTTTCAGAGT 

AAT TGAAAGT T T TAT T TTAT TAT ATT T TAAAATAAT T T T TAAATGT GAGTAGCAAGACTGACTATAATTC 

CAGTTTTTATTTTCTATGGACAAATTTGATAAACTGGAGACCCTGAGCAGGATTACCCAAATTGTAGTGT 

CAGGATTTTAGCTGTACCAGAGGCCTTTATGTGCTACACATAATTTGTATAAAGTTTTATATGTGCAAAT 

TGGATACATAAAAAGTTCTCCATTTTTCTAAGGGAATGCAATAAATGTAGCATCG 

>GBEQ2665 | RC | Acc j BM780978 | Ver | BM780978 . 1 GI : 19129210 | MLN1_2_E01 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 4 : Stop : 573 

CTTTATCCACAATTCCTAGCCCCACGTCCACAAGACTACACAGTGGAGAATCTCATCCGGATGGGTGGAG 

CTGCCTTGATCCTGGTGGTCCTTGGGATACTGCTATTTCAGGCTCGTGACAGCCCAGGAAGATTAGAAGA 

TGCACCCAGGAGGTAAATACAAGAGAGGACGATGCATCACTCATAGTGATAGAATCTTGGGAATAAATCT 

TCTGTTCCCAGGAAGTTTGGGATGAGCATCTGGGGCATATGCTATGTGAACTCTCTGCAGCTCATTGTGC 

AGTGGAGGAATAATTTTTCATGTGCAGGGACAATGTCTGGACTCTTCTGCCATTAAACTGTGGAACTTTC 

CTTCATGACCACTTCATGACATCTTGACTGGCTCCTATCTTTCCCCCTTTCTGTGAAATCAGCATGTATC 

CCACATGGCAGATTTGGGTTCACACCTCCTCACACTTTCTTGCTCTGGTACAACTTCACGTAATATATTT 

CTCTCTATTTTTAATTACCACATAAGTGATGTGTTTGAAGGAGTCTCTTCATTCATATCATGCAGCTATT 

TTAATCTCGT 

>GBEQ2666 | RC | Acc | BM7 80977 | Ver | BM780977 . 1 GI : 19129209 | MLN1_2_D11 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence Start : 24 : Stop : 645 
CCTGCCACCGGCCACTCCCTCAGGCCCCTGGACATCGAGTTCATGAAGCGCTTGAGCAAAGTGGTCAACA 
TCGTTCCGGTCATCGCCAAGGCCGACACGCTGACCCTGGACGAGAGGGTCTACTTCAAGCAGCGGATCAC 
GGCGGACCTGCTGTCCAACGGCATCGACGTGTACCCGCAGAAGGAGTTTGACGAGGACTCAGAGGACCGG 
CTGGTGAACGAGAAGTTCCGAGAGATGATCCCGTTCGCCGTGGTGGGCAGTGACCATGAGTACCAAGTGA 
ATGGGAAGAGGATCCTTGGAAGGAAAACCAAGTGGGGCACCATCGAAGTCGAGAACACCGCACACTGTGA 
GTTTGCTTACCTGCGCGACCTCCTCATCAGGACGCACATGCAGAACATCAAGGACATCACCAGCAGCATC 
CACTTCGAAGCC'TACCGCGTGAAGCGCCTGCATGAGAGCAGCAGCGCCATGTCCAACGGCGTCGAGGAGA 
AGGAGCCTGAAGCCGAGGAGATGTAGGCCCCGCCTGCCCCAGGACCCTGCCCCGTCTTTTCCGCCCCCCC 
GACCCGCCCACAGCCCCCTTTTATTTTATATAATTTTCTCCATGTGTTCGTGGTTCTCCGCC 
. >GBEQ2667 | RC | Acc | BM780971 1 Ver | BM780971 . 1 GI : 19129203 | MLN1_2_E07 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 6 : Stop : 604 
GGGGTGCTTGTTACAGATCCATTTATTTTGCTCTGCTGTTGATTCTCTCCACTTGTAAGTGCTGCAAACT 
TTAGGGCAGCTTCCTTCCCTTCCATGGCACTGCTTAGTTATCAGAAGTCTTAGAGAAAGACACTACCTTT 
CACAGGAAAGCGAGAGTTGAATGAAGTAAAGTGGCGTTAGTGGGCCCTAGATTTTTGGAAGCTCTACAGT 
TGTTTCAGTGTCACTTTTGTACATACTTCTAGGTATGTAAACATGTCTTCACAGCTTACACTTTCATTTG 
TATGTGCTGGGATGGACTAAGTGTTGTTGTGATTGTGACCAACATTCAGGTCACGTGAGCACTGTCTTAT 
CATATCGCCAATTAGTTGTAATAAATGTTCAACGTACACCACTGTAGTGTGTTTTTATCTATCTCTTTCC 
AAAAGTTTGTCAAACTGGAGAGCTGCTGGAGGAATTTTTTTTTCAGTAAAATGTTGAAAGTTCATCTCCA 
TTTGAATGTGGT T GT TAAAAGCACACACACAAGATAAATGGCGGAAG AT TTAAGGAGT C T T CATGTACT 

>GBEQ2668 j RC (Acc | BM780968 | Ver j BM780968 . 1 GI : 19129200 | MLN1_2_E03 . gl_A00 5 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 29 : Stop : 58 6 
GCCTTTCTCCCGTTCATAAGATCTGGCGGTNTGGGCTGTGGATGGCATCATGACTTTAATTTTATTTTGG 
CCTTTGTCACATCCCCATTCCTTTAGCTTTTAAGTCCAGCTTCTTTGGGCTTTTTTCCATATGTTCATCA 
AGCTCAAATTTAAAATGATAAGACCAGGTTTCTCCCTCTGTAAATTATGGACATTTTCACCAAATCATAG 
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CTATAATCCCACTTTCAGGACTGACTTCATGGAAGTTTGTTGTTAGAAGAGGGTGTCCCTGGATTCCATT 
CTCTTAGAATGTTCGGAAGTCTGAGAGAAGATGAATTCATGTGAAATAACACCATTTTCTCTTCTGGTGT 
GTGCATCAGTATCTGATTGTCTTCCCTACCTAATGAATCATCTTAGTTTTATGATTTGTTCCGCATGTAT 
TAT GT T TAT TGT AGAAATGT T TATAT AACAT GCT T TCCATAT CAGGGAAAAT CATATC T GT TTAATAAAT 
TGGCTATAACTTTAATATCTGTGGACAACTTGTAAAATTTGGAATGTATCATATGTAAAAAATTTAAA 

>GBEQ2669 1 RC \ Acc | BM780 950 | Ver I BM7 80950 . 1 GI : 19129182 | MLN1_2_H01 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop: 551 

CTCCTGTTTATTCATGGAGGACACACCGCCAAGATATCAGATTTTAGTTGGAACCCCAATGAGCCTTGGG 

TCAT T TGCT CCGTGT CT GAGGACAAC ATC AT GCAGAT AT GGCAAATGGCT GAAAAT ATTTACAATGATGA 

AGAGTCAGATGTCACAACATCGGAACTGGAGGGGCAAGGATCTTAAACCCACAGTACGAGACATGTTTCT 

GTTGAATGTACTGCTCCATGAACGCTTGGTTCATCAAGCGCCACAAAGGCAGTGGATAGTAGGGAGTAGA 

AGTGGGAGGGCATATGGCGTTCTCTATCTTTGATTCTAGCACTTTCAAGTGAGCTATTGCGTACTGTATC 

ATAT TGTAGCT T T TAGGGAAGAAAGGAATGT T GCT TAAGAAAGAACATCATGTT T T AAAAT ACAAG T AGC 

AGGGTACTGCCTTTGATTGAACTGTTTTAAGTCCTTGTTTTCTCAAACTAAGTGCTTGCTGTTCCCAAAT 

ATGCAAGAATAACTTTTACACTTTTTCCCTCCAACACTTCTTGATTGGCTTTGCTCGTG 

>GBEQ2670 | RC | Acc 1 BM78094 9 | Ver | BM780949 . 1 GI : 19129181 1 MLN1_2_G12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop : 554 

TTCTTTGCCTAATTGCAGAAATAATTGCTCATNTTCTAGCCTGGCGAGATATTTTCACAAGAGAGGAATA 

ATAAT ATT GAC TAT CACT TAAAAAAT ATCTT AGGTGAAGACACGGCACGAAAATGCCAACAT T T AAGCAT 

CACTCGTGCAGCTAATTTCGACTGTGTGCAGATTACAAAAACCTCAAACTTGTAAGCTTCCTGAAATAGT 

T T AAAG AG C T C C C AAAG TAG T T AC C TAG T G AAT T G TAT T T C C G T AAT TAG AAG AC CAT T T C AAAAAC T AA 

GTACAAATAACCTCTAGTGGCATAAAAATGTAGCCATGTTTTTCTTTTAGCAATCTTGATTTTCACTCCA 

GTTATTTAGAATTGTATTTGTACATGTGCAGAAAAAATTAGGCAGCTGAGAATCTTGTGTTCCCCAAGCA 

GAGTTTTCTAGACTGAATATTGCAAATGTGTTCTCTGTCCTGTTCTATGTATATCAGGAATGCCAAGATG 

TG AAAT AAAACTGTAAAT T T GCGCAACTGGAT GT ACTTAGATAATGTGAAATAAACC 

>GBEQ2671 | RC | Acc | BM780947 j Ver | BM780947 . 1 GI : 1912917 9 1 MLN1_2_H0 9 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 9 : Stop: 54 8 

CTGCTAGATTTTGTATTCTAGTAGTCAATGTATNTTCAGTGAAATGTAAAAATATTCCCGTTCTCTTTCA 

CCAGTATTAATTTCTTGAGATCTTATTGCTTGTCACTTGAATCCTGTAGCTGTCATACATCTGGTATAAG 

CAACATTTGATTTTTGAAGTGTGTAGACCATCTCTTAATATTTCCAAGATGTAATTTTACATTTCTGQAT 

TTTAAAAACAGTTTGGCCATAATCTAGACGCACGCTTCTAATTCATATACCTGCACATGTGACCTTTGTG 

AACAGAAATTTGCATGTATGATCTGTGTTTACTTGTAACTTTCTGGTTATATACTGCTTATATCTGTGGA 

TTCAAGTTTCTGAAGTGAATATCAATAAAAAAAAACTTAGGCCATGTTCATTGGTTATACATGTTTGGAA 

TGTTAACCAATATATTTGTCAGTTGTGATTATTATTCACTGTTACACTTTTTTGCATGCTTTAACAAATT 

ACTACATTTTTAATCTGAAGTATTCTAAAGACTGCTACTAAAGATCTGAG 

>GBEQ2672 j RC | Acc | BM780946 j Ver | BM78094 6. 1 GI : 19129178 j MLN1_1__A03 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 515 

TAATCAAAGGAAGATTCCAACAGAAACAGATAGAAAATGTTTTGAGAAGATATATCAAGGAATATGTCAC 

CTGTCACACTTGCCGATCACCAGACACAATCCTGCAAAAGGACACCCGACTCTATTTCTTACAGTGTGAA 

ACTTGTCATTCTCGATGCTCAGTTGCCAGCATCAAAACCGGCTTCCAGGCTGTCACGGGCAAGCGAGCAC ■ 

AGCTCCGTGCCAAAGCTAACTAATTTGCTAATCACCACTGATTTTTCAAAGTGTGTTGTGGAGATTTCGC 

TGGACAGGTTTACCATCAGAGTGGATATACCATTGTATTAAAATCAAGATAGCAAAGCTGCCAAGTTCTT 

TGGTGTGTGGCTGGTTGGTCTGAAATCCTTGCAAGATGCCGATGCTCAAGCTGTTGACATACTCATTGCC 

TACTTTAACAACT GTCAGAGAAACAT GATGGGGTAAGGCAGTGCT T T T T TAAAAT CGT TCATAGAC T T CT 

GTAAAATGCAAGATAAACTCGTGC 

>GBEQ2673 | RC | Acc | BM780940 | Ver | BM780940 . 1 GI : 19129172 | MLN1_1__A07 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 345 

GGCCTAAATAAAGAGAAAGCAGTTTCCCATATTTGGTTGTCCTACCTTTATCCTCATTATCTAAAAATGA 

GGAGTAGGCTTTTTGAACAAGAAGTTGAAACAAGTTCTCTTCATTTTATCCCAGTGCTGTTATCTTGATT 

ATCTAATTACTAAAGAGTAGTAGTGCTTTATGATTTTATTGCTGCTTCTGTTGGAGTGAGATTAGAATCA 

TCTGACTGCCGTTTTGGGTTGATTGTACAGCAGATTAACACAAACTGCATTATGGCCTAGTCAAGGAGCT 

TTGAGTAAATGGGTCCAAAATAATGTTCTAAGTAACATGTTCAAAGGCTTGAGTCAACTCGTGC 

>GBEQ2674 | RC | Acc | BM7 80932 | Ver j BM7 80932 . 1 GI : 19129164 | MLN1_1_C01 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence. : Start : 31 : Stop: 418 
CTCGTCNCAGGACGGGCGCGCTCCGACTTTCAGGGTCTCCTTTTTCCTGCAAATTTTGGACCAAAGTTTT 
CTGTTTTGTCTGCCTCTGACACTGGGACCCAGACGGTGGGGCCGCGGCCCTCGAGTCTTAACGTCTCCTT 
CGCGCCTCACCTGCTCCCGCGGGTCCAAGGGGCTCCCTGCGCGCGGACCCCGTGCTGGCCGCCCCGCCCG 
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GGGACCTGGGCCCCGTTTCCAGATGGGGTGGAACAAGGGTGTAGATATTTATAATTTTTTATACCTGTTG 
T CAGAGACGAGGGGCAGCAATCGCGGT T TT TATGGTGACAGAT GT ATAT T T TGATAACAGCAAT TACAGG 
TCAGTATTGTGACGGGGGCTCGGCGCGCTCCACCGCCC 

>GBEQ2675 j RC | Acc | BM780928 1 Ver | BM780928 . 1 GI : 19129160 | MLN1_1__B0 9 . gl_A00 5 Mesenteric lymph 

node (MLN1) 1 Equus caballus cDNA , mRNA sequence .: Start : 33 : Stop : 4 64 

CT ATTGCT AAAAG AGAACAAAT T GCCAT GT GGCCT CCT GT CAGATAAGCAATT ATTTTATTCTACTGACA 

TTCCACACAAGTTTAAATGAATGCTATAAAATCTTAAATCTAGCTGGGTGTGCTTTCACCCAAGTTCTCC 

TATTGAGAACCCTTGATTAAGAGCATATTGGCAGTTTAACCTTAATCTGCTTGTTAAATAATGTGTTGGT 

GTGAGAT ATCAGGAAT GT GTCATAAT GAT CACATT T AC CAT T TAT GCCAT T TGCAACCATATGCTAT TAA 

CAAAATGGTCATTTGCGTATAGTTTACTCTTACCTAGTTTAGTCCATGATATTATACTTGTGAGAGAATA 

TCCAGATGCTGTGTTCTCTATTTACAACAGTATTGTCCAATCAGAAATGTGTGGCCCTTCATTTATGGAT 

AT TGAGTAT ATG 

>GBEQ2676 | RC (Acc | BM7 80921 1 Ver I BM78 0921 . 1 GI : 19129153 | MLN1_1_C04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1': Stop: 473 

TCAAGCCTTCAGGAAAAGTATTGGGAAATTTTCTGCAAAAAAGTCCTTGATTTAGCATTATTTACATAAA 

GGCCT TAATTTCC AT AGTACTTGCTGAATT GGGGACCTTT GGGTGAATTTGTTTTATTCATTTTATTTTG- 

TTTGAAGCCTGGTGCTTTTTACCACCTCTTCTAATCATTTAATGTATTTGTTTGCAATTTGGGGGTAAGG 

CTTTTTTTAATCACTTTTTTCCTTTGATGTTTTTTCTGTAAATTCGCCTCTTAGTGAACGTGTGAAGTTG 

TACTGTGGCTTACGCAACAGCTCTCACTTAAGCGACTCTTACTTTCAGGCAGTGCCGTAATAGACCGCTG 

TATAGTTACTTCTCACTGTCAGAGCTGCCCATTTTGTTTCATACCAGTCACATCCTTGTTTTAAGTGCCT 

TTTAATTTTAACAGTTCACTTTTTACAATGCTGTTTACTGAAGTTCTCGTGCC 

>GBEQ2677 1 RC | Acc I BM780917 | Ver 1 BM78 0917 . 1 GI : 1912914 9 1 MLN1_1_D03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop: 476 

ACTGATAGAAGGATATATATGGAATGTTGGAAAGCTGGAACCAAGTGTATGTTTTCAAGGGCTGAGGTGA 

AGGGAAGATTTGTACAAGATAGTGTTTAAAACAGCTTAATGTCATTTGATTTTCTCTTTACGTTTTGTAC 

ACTAATGGACAATTCTGGCATTTTATCTGGAAAATTTCAGGGTCAACCTCCTATGGAATCAGGATTTTTA 

GCAAGTTTGCTTGTGACTTTATCTTGGCTTTTAGTAATCACTTTAGCTGGTCCTCTGGTCACAGATACTA 

TGCTGTCCAGGCTATACCTTCATCACTCTAGGATCTTAAAGTGCTATGTTACCTTCTGGTTATGAATATT 

TAT TAAGGT T GGAATTACATT TCAT T GATTGT T T AGATCACAGT TCAGCTCCT GT AGAAAACAACT GTAA 

AGCTGTCTGAAGACCATGCAAGAGGCAAAATAAAACTCGTGCCGAATCGGCACGA 

>GBEQ2678 1 RC | Acc ) BM780915 | Ver | BM780915 . 1 GI : 19129147 | MLNl_lJD01 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 14 : Stop : 454 

CTGGGGCCTCATGGGCTATGTCAGTGGCTTTGGGATAATGGAGGACAGGCTTTCTCACGATCTCAGGTTT 

GTCCGTCTGCCCGTAGCTAAGCGAGAGGCATGTGAGAGATGGCTCCGGGGAAAAAGGAGGAACGACGTGT 

TTTCTCAGAACATGTTCTGTGCTGGGGACCCGTCTTTAAAGCAGGATGCCTGTCAGGGGGATAGCGGAGG 

GGTCTTTGCAGTGAGGGATCAAAATAACGATCGGTGGGTGGCCACTGGCATAGTATCCTGGGGCATCGGG 

TGCAGCAGGGGGTATGGCTTCTACACCAACGTACTCAACTACGTGGACTGGATCAAGAAAGAGATGGGGG 

AAGAGGACTGAGCCCAGAATTCACTAGGTCAGAATCCAGAGAGCAGTGTGTAAAAAGAAAAATCATCTGA 

CCAACTCTTGATAACCACGAA 

>GBEQ2679 | RC | Acc | BM780912 | Ver | BM780912 . 1 GI : 19129144 | MLN1_1_D12 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 65 : Stop: 401 

GCTAGATTGCAGTTTAATAATTAAACTGTATATACTGTGCATATAATGAATTTTTATCTTATGTAAATTA 

TTTTTAGAACACAAGTTGGGAAATGTGGCTTCTGTTCATTTCGTTTAATTAAAGCTACCTCCTAAACTGT 

AGTGGCTGCCAGTAGCAGAATGTTAAATTGTGGTTTATGTACTTTTCTGCATTGTAAATAGTCTTGGTTG 

T AC AT T GTC AGT GT AAT AAAAACAGAATCTT TGT AT AT CAAAATCATGTAGTTTGTATAAAATGTGGGAG 

GGATTTATTTACAGTGTGTTGTAATTTTGTAAGGCCAACTATTCACAAGTTTTAAAA 

>GBEQ2680 | RC | Acc | BM780905 | Ver | BM780905 . 1 . GI : 19129137 ( MLN1__1__E0 4 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 65 : Stop : 494 

TGTAAAATGTGAACAAAAAACTTGTCTCAAAGCGGTTGTGAGTTGGGTGATGCCCTAAAACCCCCCCGAG 

CAGCACGGGAGTCCACAGGATCAGGAATGCCCCTTGGCGGCGCTCAAGTCACTGCAGCTGTAGTACCAGC 

CGTACCAGCCATACCAGCTGCAAAGCACAAGTGAAGAGTAGAGTGGGGTCTCGTCTTGGCGTGGGGTCCT 

GTTTCCTCCAGTCCCCTTCACCTGCCACCCCCCGCCCCCCAGGGTCCGCAAGCAGGTGGTGAACATCCCA 

TCATTCATCGTCCGCCTGGATTCCCAGAAGCACATCGACTTCTCTCTGCGCTCTCCATATGGGGGTGGCC 

GCCCAGGCCGCGTGAAGAGGAAGAATGCCAAGAAGGGCCAGGGCGGGGCCGGAGCTGGTGATGATGAGGA 

GGAGGAT TAA 

>GBEQ2681 | RC | Acc | BM780904 | Ver | BM780904 . 1 GI : 19129136 |MLN1_1_E03 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop : 4 8 6 
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TCATGATGCTGTGGTTTACTCTCTTAAGACAGCTATGTTGATAATTATATTTTTGTTACTGTGCTTCTGC 
ACCTGTTGTATGGATTTTGTTGACATTTGTGTTAATGATGCATAATTAGTAAGTTTTCTACCTTGTCCAG 
T T CAT C T AG T AGC GGAGT T T AC AT C TAT T T GC AT AGC T GC C AT AG C AC T GAAC T GAAG C TAT G T T ACAG C 
AACGTGGAATTCTTGACTTAGAGAGTTCGTGTGTTACATATCCAAACAGCGGTGTTTCCCCTTGCTGGGA 
ACGCACACTTAGACAGATAGTACCTCAAATACGCATACACTGGTGTCACAGTTTCTCTCAGATGTTTCTG 
TATTCTAAAAGCTAAAGTATTAAATACTATTTTTCCACTCAAATATTCATTTAGACTTTCCTTTGGAAGA 
TGATAATGATTGTAATATCAATGTGATTCAGGTTGTTCCAGTGTCTAGATGAAAATCACTCGT 

>GBEQ2682 ) RC | Acc | BM7 8 0902 | Ver | BM7 80902 . 1 GI : 19129134 | MLN1_1__F01 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 27 : Stop: 48 8 

TACATACCAATC ACAT GGAACT T T TCTGTCATGGATACAAT AAAGACAT T TCTAGANACACACAGCACAG 

CAGTCTAAGATATAGCACAGCAGGCTAAGAACTTGGTAAGCCTGGCGGGACTTACTGCCAAAAACAAATC 

AAAATTTAAATTTCAAAAGAAATCTAAGTTATATGAGAAATTAGCTGGTCACTGTGTTGCCCAAGTCATC 

CTTGAGCACCACAGCTTTGCCCCAACTTGGCGGCAGAACTTGAAGGGTTACCGACACGTAAATGCCAGTG 

TTTGATTTCCTGTGTGTG.TTGCCTCAGCATTAAGGGCATTTTACCCTTGCATTTTACTAAAACACTCTGA 

AAAATATTCCAAGCTTCGTATTAACCTTACCTGTCAATGTAACGACTTCATGAACATTATTATATTGTCA 

AATTCCTACTGACAACGTTATTACTATACGGGAGCTTAACTT 

>(3BEQ2683 I RC | Acc | BM780898 | Ver | BM780898 . 1 GI : 19129130 | MLN1_1__F11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 102 : Stop : 399 

TNTGCTGTAAAAAATGTTTCAAACTCTGCTGAAATGTTGCTGAAAAGCATGGTGCTGGTAACAGTTCAAC 

AATCCGTGGCTGCTCATTCTTGCCTACTTTTACTCTCCCTCTGAAGCAGGTTAGCATTGAAGGTGGTATG 

GAAAAGCCTGCATGCGTGTTCAATTCTTTGTTTCTTCTCCTTCCCTCTCCCCCTGGGCCCCCCCTCCCCT 

CCTTCGCTCGCTCAACCTCTTTTGTTCAGTATGTGTAACTTGAAGCTAATTTGTACTACTGGATATCTGA 

CT GGAGCCACAGAT ACAG 

>GBEQ2684 | RC | Acc | BM7808 97 | Ver j BM7808 97 . 1 GI:19129129| MLN1_1_F10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 65 : Stop : 402 

GAAAATGCTGAGCCCGTGAGCAAACTGCGGATCCCGACCCCCAGTGGCGAGTTCCTCGAGCGGCGTTTCC 

TGGCCAGCAATAAGCTCCAGATTGTCTTTGATTTTGTAGCTTCCAAAGGATTTCCATGGGATGAGTTCAA 

GTTACTGAGTACCTTTCCTAGGAGAGACGTAACCCAGCTGGACCCAAATAAGTCATTATTGGAGGTAAAG 

TTGTTCCCTCAAGAAACCCTTTTCCTTGAAGCAAAAGAGTAAACATGGCCCAGCAGTGGAACCAGCCCTT 

CCTGGACAAGCCGGAGGCTGCGTCAAGAGAAGGCTCCTCACCAACCCACCTACGCTCT 

>GBEQ2685 | RC J Acc | BM7808 8 6 ) Ver | BM78 088 6 . 1 GI : 19129118 | MLN1_1_H06. gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 4 : Stop: 421 

AACAGTCACAGACGGTGGATGGGAAGGACCTGTCCTGGCTGATTAGTTGAGGCTGGGACAGCTGGAAGGA 

TGACATGACATCTTGAGAGTGGGGGCACCCGCTGCGTGAGGCCTCACGCCCCTGCCCTCTCTACACAGCG 

CATTTTGGAGGACAAGGAGGAAAACCCGCTCCCCGCCGCCCTGGTCCAGCCCCACACTGGGAAACTCTGC 

TGGTTCCTGGACGAGGCAGCGGCCCGACTCCTGACCGTGCCCTTCGAGAAGCATTCGGCCTTGTAGCCAG 

CCCGAGGGGCGAAGAAAGCCGTGGCTGGGCCTTCTGGGGCTGGGCCCCACCCGGCGTTTGGCTTCCTTTC 

AGAAGAGCTGCCACCCCGCCTGCCTGCCCGCGGGGCTCAGCCCCTGGCCGGGCTCTGGGTGACCTCGT 

>GBEQ2686 | RC | Acc | BM780882 | Ver | BM78 0882 . 1 GI : 19129114 | MLN1JLJH07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 116 : Stop : 431 

ATGGGCAGGGATAGGGGGCCTGGGGGGTGAGGAAGTTGGAGAGCACTGTGGTGAGCAGCCTCGCTTCCCA 

GAGTCGAGTAGAGCTTCCAGCACCACAGCTCGGTCTTCCTCCCGTTCTCAGCACAGTTGTTGCTCTTCGG 

TCATACCAAGATCTGGATCAAAAACGTGTTTTTAAATATCCATGACTTCTCCCTGTATCGCAGCCAGCCC 

CGACAATGCTTGTTAGTACCTGTCGCCCGATCTCCCAAGTGTCCTCATCCAGCCAAGTTTGCAGCCATGT 

TTAAACAAGACTGTAACGCAGGGAAGGTGCGTGAGC 

>GBEQ2687 | RC | Acc | BM7355 92 | Ver | BM735592 . 1 GI : 19056925 | MONO 1_21_C0 8 . gl A005 Monocytes 
(M0N01) Equus caballus cDNA, mRNA sequence .: Start : 25 : Stop : 696 
GGGCCCCCCCTCGAGAAGTCCGGTGTTTGCAATATTGTGTGGGCTCGCGAGCGCGTCTCTGGGCTCCGGC 
AGGATCCGAACCCGCGGCGCCTAATTGCTGCGCGTTGAGTTTGCATGAAACTTCCCCCGGCGCTGCAGAC 
ACGGGTGCCGCGCTCCCGACTCCAGACCGCACACGTCCCTGTTTTCCCAACAGCAGTGACTGTCTTTTCC 
AACCCGACATGGATGTACTCCCAATGTGCAGCATCTTCCAGGAACTCCAGATTGTGCACGAGACTGGTTA 
CTTCTCGGCGCTGCCCTCCCTGGAGGAATACTGGCAACAGTGGCTAGAAAGTTTGAGATGGTGGGGAGAG 
GGGATGCTGGTCTCTCGGCAGTTGTAGCTTCTTGAAAGACCTGCCTGGAGCTGGAACGTTACCTCCAGAG 
CGAACCCTGCTATGTGTCGGCCTCCGAAATCAAATTCGACAGCCAGGAAGATCTGTGGACCAAGATCATC 
CTGGCTCGGGAGAAAAAAGAGGACTCAGACCTGAAGATTTCCCCCAGCCCCCCGGAGGAGGCTCTGAACA 
GCCCCGGCTTTGGTTACAACCTGGAGACCAACAGCTTGAACTCGGACGTGAGCAGCGAGTCGTCCGACAG 
CTCCGAGGAACTCTCACCCACCACCAAGTTTACCTCCGACCC 
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>GBEQ2688 | RC | Acc | BM73557 0 | Ver | BM73557 0 . 1 GI : 1905 6903 | MONOl_21_E07 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 535 
TCCTGTTACGACGTAGTTTATCCCCTGCTCGCCCTGCTTCGGGCATTTCCACAGCTGATAAAGCGAACTC 
CAGCCTGAAACGGAGGGTCCACCGCACGGAAGAAGATGCGCGCGCCCATCCCGGAGCCCAAGCCTGGAGA 
CCTGATTGAAATTTTCCGCCCTTTCTACAGACACTGGGCCATCTACGTTGGCGATGGATATGTGATCCAC 
CTGGCCCCCCCAAGTCAGAGACGCCATCATGGCAGCTGGCATCGCAGGAGTGGGCCTGGCAGCTGTGGGC 
CTCATCGGAGTCTTGTTCTCAAGAAACAAGCGACAAAAGCAATAAGTTGAAGGGACTGTCCTGTCTGCAA 
TGACTTTATATATTAAGGGGGGTGTCTTGTTTGGCTAGAAGCTTTGAGGTTTGGTTTGTGGATTTCATTC 
TGTTT TATAATAAGGCTTATT T TCACAGAATAAAAT AAAGCCCAAGAAGGCAAGAT T T TACT GGAGAAAA 
•AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ2689 | RC | Acc | BM735528 | Ver | BM735528 .1 GI : 19056861 | MON01_19_A05 . gl_A005 Monocytes 
(MON01) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 536 
GGGCCCCCCCTCGAGCTGGTATCATTGACAAGTGGAAGAAGTTGCAGGGAATGAGCCAGGAACAGGCCAT 
GGCCAAGTACATGGCCGTGATCAAGGAGTGGCCTGGTTACGGGTCGACGCTCTTTGATGTGGAGTGCAAG 
GAAGGCGGCTTCCCCCAGGAACTCTGGTTGGGTGTCAGCGCGGACGCTGTCTCTGTCTACAAGCGTGGCG 
AGGGAAGACCATTAGAAGTCTTCCAGTATGAACACATCCTCTCTTTCGGGGCGCCCCTGGCGAACACGTA 
CAAGATTGTGGTTGATGAGAGGGAGCTGCTCTTTGAAACAAGTGAGGTGGTGGACGTGGCCAAGCTCATG 
AAAGCCTACATCAGCATGATCGTGAAGAAGCGCTACAGCGCCTCACGCTCCGTGAGCAGCCAGGGCAGCT 
CCTGCTGGGGAGCCCAAAGCAGAGCTGTCCAAGCTTTCTGGAAGCCCCTCGTGGAAGGAGGTGTCTCCGA 
GGGACCTTTCGCCCCGTCAGCTTAATACATGATCACTGACTCGTGC 

>GBEQ2 690 |RC|Acc|BM735474|Verj BM7 35474.1 GI:19056807| MONO 1_1 9_F0 8 . gl_A0 05 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence. : Start : 1 : Stop: 4 83 
AGAGATTGTGGAGCTGTTTAGAAACTTAATGAAAAGTGCCTTTGTGGTTGAGCGGCAGCCCTGCATGCCC 
ATGCATCCCGACCGGCCCTTAGTCATCAAGACCGGTGTCCAGTTTACTACTAAAAGCAGATTGCTGGTCA 
AATTTCCGGAATTAAATTATCAGCTTAAAATTAAAGTGTGCATTGACAAAGACTCCGGGGACGTTGCAGC 
TCTCAGAGGATCCCGGAAATTTAACATTCTGGGCACAAACACAAAAGTGATGAACATGGAAGAjGTCCAAC 
AACGGCAGCCTCTCTGCAGAGTTCAAACACTTGACCCTGAGAGAGCAAAGATGCGGTAACGGGGGCCGAG 
CCAATTGTGACGCCTCCCTGATTGTGACCGAGGAGCTGCACCTGATCACCTTTGAGACTGAAGTGTATCA 
CCAAGGCCTCAAGATTGACCTTGAGACCCACTCCCTGCCAGTTGTGGTGATCTCCAACATCTG 

>GBEQ2691 | RC | Acc | BM735394 | Ver | BM735394 .1 GI : 1905 6727 | MONOl_20_B09 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence Start : 2 : Stop: 685 
GGCCCCCCCTCGAGACTAGTTCTCTCCCTATGGCTCGCGTCGTGGCGCTCGTCCTGCTCGGGCTACTCTC 
CCTGACTGGCCTGGAGGCCGTCCCGCGTGTTCCGAAGGTTCAGGTTTACTCACGTCACCCAGCAGAGAAT 
GGAAAGCCAAATTTCCTGAACTGCTATGTCTCTGGGTTCCATCCGCCTGAGATTGAAATTGATTTGCTAA 
AGAATGGAGAGAAGATGAAAGTCGACCGGTCAGACCTGTCTTTCAGCAAGGACTGGTCTTTCTATCTTCT 
GGTCCATACTGACTTTACTCCCAATGGTGTGGATGAGTATAGTTGCCGTGTACAGCACTCTACTCTCAAA 
GACCCCCTGATAGTTAAGTGGGATCGAGACCTCTAACCAGCATCATGAAGGCTTGAAGATTCCTCATTTG 
GATTTGACTAGTTCCAAATTGTGCTTACTCTTTAATACTTACATACTTTCATGCTTTATGCACATAAATC 
AGGAAGCTGTACTGATCTTAATACAAATATTAGCTTCTTTATAACTCTACTTTGGCCGCTATGTCTCCTT 
GTTTGACCTGTGTGGGCAGGTAGCTAGAGGGAGATCCTGGCAGCTTAGAAGTGGGTGGGAAAGAATTCAC 
ATGTTAAACATGAACATTTTGGTCAGATATGAACTCTTCAGTTTCTTGTGCACA 

>GBEQ2692 | RC | Acc | BM735373 j Ver | BM735373 . 1 GI : 1905 670 6 1 MONOl_20_C08 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 533 
GGCCCCCCTCGAGACTAGTTCGGAGCATGGCCAGCCTACAGACCCCGCTCCTGGCTGCCCTCATCCTCCT 
CGCTATGGTAATTCCAGCAACCCAGGCAGGCCCTTACGGCGCCAATGTGGAGGACAGCGTCTGCTGCCGC 
GACCACATCCGTCACCCCGTGCCCGGGCGAATGGTGAAATACTACTATTGGACTTCAGACTCCTGCCGGA 
GACCTGGCGTCGTCCTGCTAACCCTCAGGGGCCGGGAGATCTGCGCTGACCCCAGACAGCCCTGGGTGAA 
GAAGATTCTCCAGAAGCTGGACAAGTGAGGAAGGGCCCTGCCTGACCACACGGCCTTGGACCCCCCAGGA 
AGACTAACGGTCCTGCCTCCCTGCCGTCGCAGCCGCTCCGCAGCACGAGCCCGTGCCAGGGCCTCTCCCT 
GCAGCCCCTGCTCTCCGTCCCGGCAACTGTCACCTCAGCCCAGCCTCCACACTGTCCCTTGCATCTCCCC 
TTCCCCTCCAGCCCATCCTCTGTCCCAGGTAGTCCGCTCGTGC 

>GBEQ2693 1 RC 1 Acc | BM735295 | Ver | BM735295 . 1 GI : 19056628' j MON01_18_GO 3 . gl_A0 05 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 653 
CTGGTCCGAGTGGGGCTCTGCGCAGGTGCACCCCTGGCCTGAGTGTCTGACATCAGTCCGAACATGAACA 
AGGCTTTGCCTAACACAGACCTCTAGATTGCAAGGGCCTACATGACGAGATGGAACAGAAAGATGGCCGA 
GGAGGGAAGACCCCGGAGAGAGCAGAAAGCTGCCTGATTGAAAGCTAGCGAGCTGACCGCCGAGGCGTGT 
TGGACAGAGTGTGTGTCTGAGCTGCAGTCCCGGAGCCTCTGCTGCCCTGTCTGTTGACTCTCACCCCCTG 
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AAAATATGTGGGACCAATTTTTTTTAACTCTGCCTATTTGTGTTTGGGTGGGCTTACTCTCTTGTTATTC 
TGTCCTGAGACAGTGGGCGAAGCTCTTCATTTGGGGGGAGAAGAAAAAACTGTTAGAACCACGCCAATGA 
CGTTTTCGTTTGTAATACTTGAAATTTATTTTTTTATTATTTTGATAGCAGATGTGCTATTTATTTATTT 
AATATGTATAAGGGAGCCTGAAAATAGAAAGCTGTATAGATTGGGTGTAGTCGTTCGTTGGTTTGGGGGC 
CTCTTACGTGTGACACATGACTTCTCTGTGTTCTGTACATTTGTCTGAATTAATTATCCGGGATGAAGCT 
GTGCCAGCTTTCCA 

>GBEQ2 694 | RC | Acc | BM735209 | Ver ] BM735209 . 1 GI : 19056542 | MONOl_17_G06 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 64 5 
GCTGGGGAGACCGGTCTGGCTGGGCACCCCTGTTCCCAGCATCTCTGCTTCCCCCACCACATTCCTGTCA 
CCCACCTCATTGATTCACTGACCAAATCCTTAACCTTAGCGATGGTTTGGGAGACGGGGGGTTGGATAGC 
ATCCTCTTTCTTGGCCCTTCCTTATCCTGGGAAAAGAGGTTCCTTTCCTTGTGTGTGTCTCTTCCTCCCA 
CTCCTAATTCTTCTGCTGTTTGGGAAGAACGTGGAGGAAAAGCTGATTTCTGCCCCCACTGCTCTTACGC 
CCCACTGTAGTGGCCTTTGGAGATGCCCCCTGCCTCCCCCACCAACCTTCTTGTGTGTTGGAGAGAAGGG 
GCCCTCCTAGCACAAAGTTGCATTCCTCCCCTCCCCCAGCCCATAATTTATTCTAATTTATTAACTTCGG 
CCCACCCCATCTGAGAAGGGAGTGCTGTGCCCCTCACGGCAGCCCTCTGGTGCGGCCTGGGGCTGTGGAG 
CAGCTACCCTGGCCCGCCCAGCCCTGTCACAGCCTGAGAGGGGAGAGGGCTTGGGTCTGGCCCCATTGGA 
GGTTGATTTTGTTGTTTTTATTTCTTGTCTTTGTGTTTGTGTCCTCTGGTACTTGCTGAGAGAGAAAAGA 
AATGTGAGCAAAGCA 

>GBEQ2695 j RC | Acc ) BM735195 | Ver | BM735195 .1 GI : 19056528 | MONOl_17_Hl0 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence Start : 8 : Stop : 621 
GGATTCAAAGTGTTTTATTAACAAAGCCTCCGATTTACCAAGTTTGGTGTAACCTCCAAATTAGCAACCA 
AACCAATCTCCCCTGGATTTTCCACCCTTAAAACTGTCTGCTTCCCACTCTTTGGAGGGTGTGGATAGGA 
GTCTTAAATTTATCTTAGTGAAGAAACAGGCTGCCGACCAAGTATTTCTCGGATAGTGTGCCGTGGCACA 
GCCTGGCTCAAGCCTTGCAGATGCTCGATGAGAGAGAAAGTATCAATGAGACGTGAACGAATAGCATCAG 
CTCGGGGCAGTTGCATGTGTCCCGCTTGGTGATAAGTGGCCATGTCTCGCCGCCATGCACCTCCGCCGCC 
TAGCGCTGCTCCCGGGCGTGGCGCTGCTCCTCGCCGCCGCCCGCCTCGCCGCTGCCTCCGACGTGCTGGA 
ACTCACGGACGACAACTTCGAGAGTCGCATCTCTGACACGGGCTCTGCGGGCCTCATGCTCGTCGAGTTC 
TTCGCCCCCTGGTGAGGCCACTAAGCCCGGGCGGGGGAGGAAGGGCCAGGCTGGGGCGAAGGCGCGGGAA 
CTGTTGGGCCTACGCAGCGCGGGTGCCTTCCACCATTCCTGCGGGCCCGGCTGC 

>GBEQ2 696 | RC | Acc | BM7 3 5 1 1 1 1 Ver | BM7 3 5 1 1 1 . 1 GI : 190564 4 4 | MONO 1_1 6_G02 . gl_A0 0 5 Monocy t e s 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 64 6 
TCACCTCAGGAGGATAAACAGCTTGTGCAGAAAAAGATGGAAGCTCTGAAAGCCGCCCTTCCCTGCTCTG 
GCCTGGGCATCTCAGAGGAAGAGCGAGTGCAGATCGTCAGCGCCATGGGTTATCCTCGTGGCCACTGGTT 
CAAGTGCCCCAATGGCCACATCTATGTGATTGGCGATTGTGGGGGAGCCATGCAGAGGGGCACATGTCCT 
GAGTGTAAGGAAGTGATTGGGGGCGTAAATCATACTCTGGAAAGGAGCAACCAGCTTGCTTCTGAAATGG 
ATGGAGCCCAGCATGCTGCCTGGTCTGACGTAGCCAATAACCTGATGAACTTTGAGGAGATCCAGAGGAT 
GTTGTAGGAAGATGGCATACCGCTGCCTTTTGCCCTGGCCACCATATGGCTGGGGTCGGCTCCCTTATGA 
AGGAACCGAAGTTTTTCATTATCGTCCTTGAGTCTTAGTACCTATTTAAAGGTCCACTTTTAGGGCTTAC 
CCACATTTGTTTCTAGATTTACCCCTGCGCTAGACTAAGCACTTTACTTCCAGAACTGAGAGGAAAGTTA 
» ACAGATTTCTCCTCTTTTTCTCTCCTGCAAGTTAGTGGACAGATTCCCCAGAGCATGCTTTGGGCTTCCA 
CCGAGGG 

>GBEQ2697 | RC | Acc | BM734994 | Ver | BM734 994 .1 GI : 19056327 | MONOl_15_C02 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop: 601 
GCCCCCCCTCGAGACTCATTACCTGAATGAGCAGGTGAAAGCCATCAAAGAATTGGGTGACCACGTAACC 
AACCTGCGCAGGATGGGGGCCCCCGAATCTGGCATGGCAGAGTATCTCTTTGACAAGCACACCCTGGGAG 
AGTGTGACGAGAGCTAAGTCTCAGGCCAGCTTCCCTCAGCCACCGGGTGACCTCCCTGATCCACCGAGGC 
AGTGCATGCATGTTGGGGTTACCTTTACCTTTTCTATAAGTTGTACCAAAACATCTACTTAAGTTCTTGG 
ATTTGTACCATTCCTTCAAATAAAGTAATTTGGTACCCAAAAAAAAAAAAAAAAACTCGACTCGTGCCGA 
ATTCGGCACGAGGGAAATCTAGGGGTTTTTTTTAATGGATTTGTTTTCATCAAAATGAAGGATTGAAATA 
GATTAACATTTTCTTATTACAAAAGCAAATTATGAGGCCGGCCCTGTGGCCGAGTGGTTAAGTTCGCGTG 
CTCCGCTTCAGCGGCCCAGGGTTTCACCGGTTCCGATCCTGGGCAAGGACATGGCACCGCTCGCTCATCA 
GGCCATGCTGAGGCAGCATCCCACATGCCACAACT 

>GBEQ2698 | RC | Acc | BM734 971 1 Ver | BM734971 . 1 GI : 19056304 j MONOl_15__E06 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 661 
TTTTTTTTTCTCGGCGGGGCCGCGGCGGCAGCGGCCGTGGTGCTGGTGTCTGACTATCCGGTTCCATCCT 
CGTCGCTGCGGCGACACCCGCACTCGCCGCCGCCATGACCGAACAGATGACCCTTCGTGGCACCCTCAAG 
GGCCACAACGGCTGGGTAACCCAGATCGCTACCACCCCGCAGTTCCCAGACATGATACTGTCGGCCTCGC 
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GAGACAAGACCATCATCATGTGGAAGCTGACCAGGGATGAGACCAACTACGGCATCCCACAGCGTGCTCT 
TCGAGGTCACTCCCACTTTGTTAGTGACGTGGTGATCTCTTCAGATGGCCAGTTTGCCCTCTCAGGCTCC 
TGGGATGGAACGCTTCGCCTCTGGGATCTCACAACGGGCACCACCACACGCCGATTTGTGGGCCATACCA 
AGGATGTGCTGAGTGTGGCATTCTCCTCTGACAACCGGCAGATTGTCTCTGGCTCCCGAGATAAAACCAT 
CAAGCTATGGAATACTCTGGGTGTATGCAAATACACTGTCCAGGATGAGAGCCACTCGGAGTGGGTGTCT 
TGTGTCCGCTTCTCACCCAACAGTAGCAATCCCATCATTGTCTCCTGTGGCTGGGACAAGCTAGTCAAGG 
T GT GGAAT TT GGCAAACTGCAAGC TGAAGAC 

>GBEQ2699 | RC | Acc | BM734968 | Ver | BM734 968 .1 GI:19056301| MONOl_15_F05 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop: 154 
AGGCCAGCTTCCCTCAGCCACCGGGTGACCTCCCTGATCCACCGAGGCAGTGCATGCATGTTGGGGTTAC 
CTTTACCTTTTCATATAAGTTGTACCAAAACATCTACTTAAGTTCTTGGATTTGTACCATTCCTTCAAAT 
AAAGTAATTT 

>GBEQ2700 | RC | Acc | BM734902 j Ver | BM734 902 . 1 GI : 1905 6235 | MONOl_14_E04 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 33 : Stop : 686 
AGGGCAAGGAGATCCTGGTAGGTGATGTGGGCCAGACCGTAGACGACCCCTACGCCACCTTTGTCAAGAT 
GCTGCCAGATAAGGACTGCCGCTACGCCCTCTATGACGCAACCTACGAGACCAAGGAGAGCAAGAAGGAG 
GACCTGGTGTTTATCTTCTGGGCCCCTGAGTCTGCACCCCTTAAGAGCAAAATGATCTACGCCAGCTCCA 
AGGACGCCATCAAGAAGAAGCTGACGGGGATCAAGCATGAATTACAAGCAAACTGCTACGAGGAGGTCAA 
GGACCGTTGCACTCTGGCAGAGAAGCTGGGGGGCAGCGCCGTCATCTCCCTGGAGGGCAAGCCTTTGTGA 
GCCCCCTCCAGCCCCCTGCCTGGAGCATCTGGCAGCCCCAGACCTGCCCACAGGGGTTGCAGGCTGCCCC 
CTTCCTGCCAGACCGGAGGGGCTTGGGGGATCCCAGCAGGGGGAGGGCAATCCCTTCACCCCAGTTGCCA 
AACAGCCCCCCCGCCCCCTGGACCTTCTTCCTCCTCCATTCCTGACGGTTCTGGCCTTCCCAAACTGCTT 
TTGATCTTCTGATTCCTCTTGGGTTGAAGCAGACCAAGTTCCCCCCGGGCACCCCAGTTTGGGGGGGGCC 
TGTATTTTTTTTAACGACACCCCA 

>GBEQ2701 |RC|Acc|BM73487 6| Ver IBM734876. 1 GI : 1905 6209 | MONOl_14_G10 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 673 
AGCTGGTTACACCTTTGGGCAAGAATTTCTGAGACATTTAATCATGCCAATGGCCTCACGTTGGTGTCTA 
GAGCTCACCAGCTGGTGATGGAGGGATATAACTGGTGCCATGACCGGAATGTAGTAACAATTTTCAGTGC 
TCCAAACTATTGTTATCGCTGTGGTAACCAAGCTGCAATCATGGAACTTGATGATACTCTAAAATACTCT 
TTCTTGCAGTTTGACCCAGCACCTCGCAGAGGCGAGCCACATGTTACTCGTCGTACCCCAGACTACTTCC 
T G T AAT GAAAT T T T AAAC T T GT AC AG TAT T GC C AT G AAC CAT AT AT T G AC C T AAT GG AAAT GGGAAG AGC 
AACAGTAACT CCAGAGTGTCAGAGAATAGT TAACAT T CAAAAAACT TGT TT TCACACGGACCAAAAGATG 
TGCCATATAAAAATACAAAGCCTCTTGTCATCAACAGCCGTGACCACTTTAGAATGAACCAGTTCATTGC 
ATGCTGAAGCGACATTGTTGGTCAAGAAACCAGTTTCTGGCATAGCGCTATTTGTAGTTACTTTTGCTTT 
CTC TGAGAGACTGCAGATAATAAGATGTAAACAT TAACACCTCGT GAATACAATT TAAC T TCCAT T T AGC 
TATAGCT T T ACTCAGCATGACTGTAGATAAGGAT 

>GBEQ2702 | RC ) Acc | BM734868 | Ver | BM734868 . 1 GI : 1905 6201 ) MONOl_14_H04 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 585 
CCGGGCCCCCCCCGAGCTCTGAGTTACCCAGTACCCCCTCCCCAGAATGGACATCTTGGTCTTTTTCTCA 
GGTCTGAGGGGAGCCATTTTTGGTGTGATAAAGACCCCAAACTGCCTTTTTTTGTGTGTATGGGGAGGAG 
GTATGTTGGAATTCTTCTCCTAACCTCCTTGGACTGTATTTTCCCTCCTCAAATTGCTCCTCGTGTCTGG 
GCTCATATCTGTCCACCTTTCCACATGGTCCCAGGCCTTGGCAGAAAGGAAGGAAGTGCATGTTTGGGAA 
CTGGTATTACTGAAAACTAATGTTTTAACCTCCTCGACCACCAGCGTCCCTCCTCTCCCCAAGGTGAAGT 
GGAGGGTGCTGCCGTGAGCTGGCCCACTCCAGAGCTGCATTGCCACTAGAGGAGTCAGACTACCATGACA 
TTGCAGGGAAGGAGGGCAGAATTTTTTTCTAGTTTTTAATTAGGGTGTGTGGGGGGCAGGGAGGTTTTCT 
ATAAACTGTATCATTTTCTGCTGAGGATGGCATGACCCATCCTTTTAATCAAGGTGATTGTGATTTTGAC 
TAATAAAAAGGACT T TATAAAAAAA 

>GBEQ2703 | RC | Acc | BM734851 | Ver [ BM734851 . 1 GI : 1905 6184 | MONOl_13JB05 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence. : Start : 40: Stop: 682 
GAAGAGATGCTGCCGATGGGATCCAGCACTCCCATCGCATGCTCAGCTTCAGCGACGCGCTGCTGTCCAT 
CATCGCCACTGTGATGATCCTGCCTGTGACCCACACCGAGATCTCCCCGGAACAGCCATTTGACAAAGGT 
GTACAGAAACTTCTAGCAACCAGGATTGCCGTCTACCTGATGACGTTCCTCATCGTGACCGTGGCCTGGG 
CAGCGCACACGAGATTGTTCCAGGTTGTTGCAAAAATAGACGACACGCTTGCCCTGCTCAACCTGGCCTG 
GATGATGACCATCACCTTCCTGCCATTCACGTTTTCCTTAATGGTGACCTTCCCAGAGGTGCCCCTGGGC 
ATCTTCCTGTTCTGTGTGTGCGTGATCACCATCGGGGCCGTGCAGGCGCTGATCGTGGTGTATGCGTTCC 
ACTTCCCCCACCTCCTGAACCCCCAGATAGAGCACTGCGCCCACAGGGCCCTCTACCGGCAGCACATCCT 
GGGCATCATCCTTCGGGGCCCGGCACTATGCTTTGCAGCGGCCGGATTCTCCCTGTTCTTCTACCCAGCG 
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GCCCCCCGGAACTCCCAGCTCCCAGCGTGGAGTTCTTCACTTTCGACCTGCACGAGCCTCTCAGCAAGGA 
GCGGGTGGAGGCC 

>GBEQ2704 j RC | Acc | BM734 84 4 j Ver | BM734 844 . 1 GI : 19056177 I MONO 1_13_B07 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop: 697 
GGGCCCCCCCCTCGTGCCGTTCTTCTGCTGGGAGCGATGATGTTTATAAGCACATCAAAGAAGCAGGCAT 
GT T TGCTCCAACACAGAGGACAGAAGG TAT CT C CACATC AGACAT C ATCACCCGAAT T GTCCGGGACT AT 
GATGTGTACGCGAGACGGAACCTACAGAGGGGCTACACAGCCAAGGAGCTCAATGTCAGCTTTATCAACG 
AGAAGAAAT ACCACT T GCAGGAGCGAGTT GACAAAGTAAAGAAGAAAGT GAAAGATGTGGAGGAAAAAT C 
AAAAGAAT T TG TT CAGAAGGTAGAGGAAAAAAGCAT TG ACCTCAT TCAG AAGTGGGAAGAGAAATCC CGA 
GAATTCATTGGAAGTTTCCTGGAAATGTTTGGTCCAGAAGGAGCACTGAAACATATGCTGAAAGAGGGGA 
AAGGCCGGATGCTGCAGGCCATCAGTCCAAAGCAGAGTCCCAGCAGCAGCCCCACTCGTGAACGCTCCCC 
TTCCCCCTCTTTCCGATGGCCTTTCTCTGGCAAGACTTCCCCGCCTTCCTCCCCAGCAAACCTCTCCAGG 
CACAAGGCTGCAGCCTATGATATCAGTGAGGATGAAGAAGACTAATTTTTCATCCCTCCTTTCCTCTCCC 
CTCCCTCTGTCCCATCACCTCCAGAAGCTCTTTGTTGAATTCCAAATTGTGATCCCAACACTAAA 

>GBEQ2 705 | RC 1 Ac c I BM7 3 4 8 0 7 | Ver | BM7 34807.1 GI:19056140| MONO!_l 3__F1 1 . g 1__A0 0 5 Mono cy t e s 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 700 
CGGGCCCCCCTCGAGATCGAGACCATCAGAAGAACGTGAATGGGATAGAGAAAAAGAGAGAGAGAGAGAG ' 
AATCCAGATCGTGATGAGAATGACAAGGACCTGGAAAGAGATAGAGACAGAGACAGAGAGAGAGAAAGGG 
ACAGAGAGAGAGATGGGGATCGAGAGGATCGCTTCAGACGACCCAGGGATGAAGGTGGCTGGAGAAGAGG 
ACCAGCTGAAGAATCTTCTAGCTGGAGAGATTCGAGTCGCCGTGACGATAGGGATCGGGATGACCGTCGT 
CGTGAGCGAGAT GATCGCCGT GATCTGAGAGAAAGACGAGAT GACAGAGACCGAAGAGGACC TCC T T T GA 
GATCAGAACGTGAAGAAGCAAGT T CT TGGAGAC GTGCTG ATG ACAGGAAAGAT GAGCGGGCGGAAGAGCG 
GGACGCCCCTCGTCGTGTTCCTCCCCCAGCTCTTTCAAGAGACCGAGAAAGAGACCGAGACCGAGACCGA 
GAAAGAGAT GGCGAGAAAGAGAAGGC CTCATGGAGAGCT GAGAAAGATAGGGAAT C TCT TCGTCGTACTA 
AAAATGAGACTGATGAAGATGGATGGACCACGGTACGACGTTAAGTCTCAAGATAATGGGTTCGAACTCA 
TGTGTCACATAGGTTTGATCACATTCGCGGATTATTAGACTTGTGCTTCAACCAGTCTAAATTGGATTCT 

>GBEQ2706 ) RC 1 Acc 1 BM734803 ] Ver | BM734803 . 1 GI ; 1905 6136 | MONOl_13_G01 . gl_A005 Monocytes. 
(MONOl) Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 2 66 
ACTAGGGGCGAAACAGAACCGGCCATGGCAGCAGCGGAGGAGGAGGACGGGGTACCTGAAGGGCCAAACC 
GCGAGCGGGGCGGGGCGGGCGCGACCTTCGAATGTAATATATGTCTGGAGACTGCTCGGGAAGCTGTGGT 
CAGTGTGTGTGGCCACCTGTACTGTTGGCCCTGTCTTCATCAGTGGCTGGAGACACGGCCAGAGCGGCAG 
GAGTGCCCGGTGTGTAAAGCTGGGATCAGCAGGGAAAAGGTTGTCCCCCCTCGTGC 

>GBEQ2707 | RC | Acc | BM734736 | Ver 1 BM734736 . 1 GI : 1905 6069 j MONOl_12JE05 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 686 
GGGCCCCCCTCGAGATATGATGGAAACATTCGACAAGCAACGGTTAAGTGGGCAATGCTAGAACAAATTA 
GAAACCCTTCACCATGCTTTAAAGAGGTTATACACAAACATTTTTACTTGAAAAGAGTTGAGATCATGGC 
CCAGTGTGAGGAGTGGATTGCAGACATCCAGCAGTACAGCAGTGATAAGCGGGTCGGCAGAACTATGTCT 
CACCACGCAGCAGCTCTCAAGCGTCACACTGCTCAGCTCCGGGAAGAGCTACTAAAACTTCCCTGTCCTG 
ACGGCTTGGACCCTGACGCGGAAGATGCCTCGGAGATGTGCAGTGCCACAGCAGGAGCTGAGGAGACTCT 
GATGCACGATCAGGTCAAACCCAGCAGCAGTAAAGAACTTGCCAGTGACTTCAAATTATGAGCTGCGTTG 
AC C T GGAC T T C AT AG AC AC AAAGG C T T T G AAG C AC AAGCCAAAT AT GT C AAT ATT T GT AT GT AAGAAACT 
AAT T AT GT AAT AG G T AAT G AAAC T G AAAC TAT AC T AT GC C C T T AAGG AG AT C CAG T T T AAT T C AAG G T G A 
TCTTTTATTTACCTGTACAAGAGTGTAACTTTTTTGTGCTTTTATTTTTCAATTGTGAGAACCACTGATT 
GGTATGTTCAACAAATTTGTGTATACAAAGAAATGGATAAATCACTGATATATAAG 

>GBEQ2708 | RC | Acc | BM734729 | Ver | BM73472 9 . 1 GI : 1905 6062 | MONO 1_12_F0 3 . gl_A0 05 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 617 
GGGCCCCCCCTCGAGACTAGTTCTCTCCCGAGACGGAACTGGACACCAGACTCCAGCCCTTTGTGGGCCC 
GGCTCCTGTGTGTCCACATCGTCTCCTGCCTGGTCAGAGCTACACCTCTACCTCAGGCCACCACAGCTAC 
CACTGTCTCAGCTGCGATCACGAAGGACCCCTACCCCTCTTCGCCCTCAACGCTCCTAACAGCTAAGCGG 
TGTCCAGCATTGGAGGTGACCTTGCCAGAAGTGGAAGTCCCACTGAATGGAACGCTGACCTTGTCCTGTA 
CTGCCTGCAGCCGCTTCCATCACTTCAGCATCCTCTACTGGCTGGGCAATGGTTCCTTCATTGAGCACCT 
CCCAGGCCGGCTGCGGGAGGGCAGCATGAGCCGGGAGCACAGGGGCAGAAGCACCCAGCTGTGGAGAGCC 
TTGGTGCTGGAGGAGCTGAGTCCCGCCCTGCGCAGCACCAGCTTCTCCTGTGTTTTCACGGATCCTGAGC 
AAACTGTCCAGCGTCACGTTGTCCTGGCCCAGCTCTGGGCTGGGCTGAGGACAGTCATGTCCCCGACTCA 
AGAAGCCCCACCTTCCAGCGGGTCCCCTCTTCCTCACCATCCTGACAGGTGAACT 

>GBEQ2709 1 RC | Acc 1 BM7 34708 j Ver 1 BM7 34708.1 GI : 19056041 (MONO 1_12_H01 . gl_A0 05 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 607 
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GGCCCCCCCTCGAGGGGCGCACAGCCCGCCGCTGCTGGTCTGAGAGTCCTGGTGCCCTGGGGCCCCGACC 
CCCCCGAGGAACTTGGGCACCAAGCGGCAGGTGTACTTCCAGAGCGCGAGGAGATCGAAGAGATCCGGAG 
GCTGGGAGCGTGAGGTCCGCCCGGAGCCGGGCAGCCCAACCCGGTTCCTGGCGTTCTTTCTCCAGGAGGA 
T GAT CATGACAAATAT AATCAAGAAAT GTT TGAT GAAT GTAGAGCAGCT TT C T T T CT CAT CAAT CACAT T 
TCCCATGATTGGAACCGGAAACTTGAGGTTTCCCAAAGCTATTTTTGCTGAACTAATGCTTTCAGAAGTG 
TTCAAATTTAGTAGCAGTGAGTGGCTGAAAACCTTACAGGAAGTTCAACTTCTGGTACATCCAGATGATG 
AGGAAAGCCAACAGAT AT T T T TAGATGAATTCAC T AGACGGT CGAACGGAAAT CTCAACAAGGATGGGAT 
TCTCGAGGCTGGAGATATGCAAGATATCTTCGGGGCTGTCTCTAACCCTGAGTTTGGAACATATGACATG 
AAAATTGGTGCGATTACTTTCCAGATTGCTTCTGGAGA 

>GBEQ2710 j RC 1 Acc | BM734702 | Ver 1 BM7 34702 ,1 GI : 1905 6035 | MON01_12_H07 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 673 
AAGACAGGACTGGCGGCCAGCCATCACGATTAAGCAGATCTTACTAGGAATACAGGAACTTCTAAATGAA 
CCAAATATCCAAGATCCAGCTCAAGCAGAGGCCTACACAATTTACTGCCAAAACAGAGTGGAATACGAGA 
AGAGAGTTCGAGCACAGGCCAAGAAGTTTGCACCCTCATAAGCAGCGACCTCGCGGCATCTAAAAGGAAG 
GGATTGGTTTGGCAAGAACTTGTTTACAACCTTTTTGCAAATCTAACGTTGCTCTGTACAATTACTAGTC 
ACCGGGGGAGGGTTGGACGGGCGCCATTTTCCATTTCCGCCACTGGTACACAGTTCTCGACTCGCTGAAT 
TGCCCAGATTTTCATACAGGGTCTCTTCCTTCAGTCTTTTGTATTTTTGATTGTTATGTAAAACTTGCTT 
TTATTTTAATATTGATGTCAGTATTTCAACTGCTGTAAAATTATAAACTTTTATACTTCGACGAGCCGCC 
AGCGCTCGGTGCCCGCTCGCGGACGCGGCATGCTTCTCCCGGTCAGCTGGGCGGCCCCAGCTGGCTGCAT 
GAGGAAGGACCCCGCCTGGCCCTCCCGCCGCACCGTTCTCTCTGCAGAACCCGGGTTGTGTTGCTTACGA 
GCCCCAGATCCAAAGTCAGCCAGCGCCTCGTCTCCGCATCACT 

>GBEQ2711 | RC | Acc 1 BM734701 1 Ver | BM734701 .1 GI : 19056034 | MON01_12_H10 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 651 
AC T AGG C T GC AAGAAT GGCAC AT G AT AAGG C AT C T C CAG T G GAAAG T T C T T GGAAAAT T GAT GAAGAAT A 
CCACATAGATGAAGATGTGGGCTTTGCTCTGCCAAATCCACTGGAGGAACTACCTCACCCTTATGATGAC 
T GGAT T TCCAT T GCTAAAAAT CT GCCAGCACTGAT TGAGAAGGACCAGTTACGTGCAGAAGT TGAGAAGT 
TAAAGATGCTCAGCATTGATGACCTCCAAGGGCACAAGTCGCAGCGCCTGGCACATCTGGCCCTGGGGTA 
TATCACCATGGCATATGTATGGAATAAAGGTGATGGAGATATCTGTAAGGTCCTGCCAAGCAATATTGCT 
ATTCCTTACTGCAGACTCTCTGAGAAGCTGGGACTGCCTCCTATTCTGGTTTATGCAGACTGTGTCTTGG 
CCAACTGGAAGAAAAAGGATCCCAGCGGGCCCATGACTTATGAGAACATGGACATTCTGTTCTCATTTCC 
TGGTGGGGACTGCGGTAAAGGATTCTTCCTGATTTCTTTACTGGTGGAACTAGCAGCTGCTTCTGCAATC 
AAAGAAATTCCGATTATATTCAAAGCAGTACAACATCAGGACCAGGACACTTTGCAAAAGGCACTGATTG 
AT AT AAC T T C T T GT C T AC 

>GBEQ2712 | RC | Acc | BM734543 | Ver | BM734543 . 1 GI : 1905587 6 1 MONOl_9_H08 . gl_A0 05 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 28 : Stop : 647 
GAAGAGACGAAGCGGTTGTGGCCGCGTTGCCGACCTCTAGCAGCCCTCGGCTTCTTCACGTAGAACCCGG 
GAGTGGGAGATTCAGAATCGAATCTCTTCTCCCTCACCCTTCCTGTTTTTCGGCTTTGTGAGAAACCTTA 
TCATCAAAAACAATGGCCAGCAATGTTACCAACAAGACAGATCCTCGCTCCATGAACTCCCGTGTATTCA 
TTGGGAATCTCAATACTCTTGTGGTCAAGAAATCTGATGTGGAGGCAATCTTCTCGAAATATGGCAAAAT 
CGTGGGTTGCTCTGTTCATAAGGGCTTTGCCTTCGTTCAGTACGTTAATGAGAGAAATGCCCGTGCTGCT 
GTGGCAGGAGAGGATGGCAGAATGATCGCTGGCCAGGTTTTAGATATTAATCTGGCTGCAGAGCCAAAAG 
TGAACCGAGGAAAAGCAGGTGTGAAACGATCTGCAGCGGAGATGTACGGGTCAGTACCAGAACACCCTTC 
TCCGTCCCCTCTACTCAGCTCCTCTTTTGACTTGGACTATGACTTTCAACGGGATTATTATGACAGGATG 
TACAGTTACCCAGCACGTGTTCCTCCTCCTCCTCCTATTGCTCGGGCTGTAGTGCCCTCA 

>GBEQ2713 | RC | Acc | BM734 4 65 | Ver 1BM734465 . 1 GI : 19055812 | MONOl_9__B09 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 650 
AGAGGGGCCGGTTGACCCCCAGCGACATGCCTCTCCTGGAATAAAGGACATCGTTCTCTACCTTTGTGAT 
ACCTGTACTACACTCTGGGCCTTTCTGGAAATCTTCCCTTTGGCTTGCCAAACCTTCCAGAAACACGACT 
TCTGTTACAGACTAGCTTCATTTTACGAAATAGCAGTTCCCGAACTGGAGTCTGCAATTAAGAAGAGGAG 
GCTTGAAGATAGCAAGCTGCTAGGTGACTTGTGGCAGAGGCTCTCCCATTCCAGGAAGAAGCTACTGGAA 
ATTTTTCACATCCTCATAAACCAGATCTGCCTTCTCCCCGTCTTGGAAAGCAGCTGTGACAACATTCAGG 
GCTTCATCGAAGAGTTCCTTCAGATCTTCAGCTCCTTGCTTCAGGAGAAGAGGTTCCTCCGGGACTATGA 
CGCGCTCTTCCCTGTGGCCGATGATGTCAGCTTGCTGCAGCAGGCCTCATCAGTCTTGGATGAGACACGG 
ACCACCTACATCCTCCAGGCGGTCGAGAGTGCATGGGAAGGGGTGGACCGAAGGAAAGCTGCAGATGCTA 
AAGACCCACCGGTGGCCGGGGATCCTAACGGGGTTGTGGTGACGGCGGAACCAGTTAGTGGAATGGCTTC 
AC AT CC AG AGAAC T C 

>GBEQ2714 1 RC | Acc | BM734474 | Ver | BM734474 . 1 GI : 190557 92 | MONOl_8_A04 • gl_A005 Monocytes 
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(MONOl) Equus caballus cDNA, mRNA sequence Start : 5 : Stop : 4 67 
ATTTTTTATCTGCCTCTTCATTCACGTAGGACGCGGCCTCTACTACGGCTCTTACACATTCCTAGAGACA 
TGAAACATTGGAATCATCCTACTTTTCACAGTTATAGCTACAGCATTCATGGGCTATGTCCTACCATGAG 
GCCAAATATCCTTTTGAGGAGCAACAGTCATCACGAACCTCCTATCAGCAATTCCCTACATCGGTACTAC 
CCTCGTCGAGTGAATCTGAGGTGGATTCTCAGTAGACAAAGCCACCCTTACCCGATTTTTTGCTTTCCAC 
TTCATCCTACCCTTCATCATCACAGCCCTGGTAGTCGGGTGAGGCAGAGGTTCTGGAAAGGGTCTCTGCT 
TCTGGGCTGTTCCTGTGGCCACAGGCACATGGGGCAGAATACCCAAGCCTGGCCCCCAAATGCCCCTGCA 
T AC ACACAACACACT CTCAGT GAT TCTC AT GT AAGCTGCACCC 

>GBEQ2715 | RC | Acc | BI961888 | Ver | BI961888 . 1 GI : 16320091 ! MONOl_7_H09 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 539 
GCCATCACAGGAGCAGCACTGGCAGGGTGGGAACAGAGAGGAGAAATGCACTGGGTACAGGCCACAGTGG 
TCCAACTAGAGGTTTCTTTCCTGATGGACGGTGAATCACATTAATTGATTTTTGAGTGTTGAACCCCCTT 
TTCATAGCTGGAATCAATCTCACTTGGTTGTGGTGTATAATTCTTTGTATACTTTCTTGGATTCAATCTG 
TCAAATCTTGTTGATGATTTTTGCACCTATGTTCGTGAAACTTATTGGCCTGGAGTGTTCCTTTTTGTAA 
CATCTTTGTCTGGTTTTTGTATTAGGAGAATGTTGCTCGTGCCGAATTCGGCACGAGCGGCACGAGAGAA 
GTTGGTGTTTTGCCGGGCCCTGGTCCTGAAGACGTGGTCCGGGTGGCCCCTGGCCCCTTCCTACCCATCC 
CTCCACCCGCCTTTTCCCTCCCTCTTCTGGCAGGATGAGGCGTGCAGGCCTGGGTGAAGGAGTACCTCCT 
GGCAACTATGGGAACTATGGCTACACTAATAGCGGGTATAGTGCCTGTG 

>GBEQ2716 | RC I Acc j BI961814 | Ver | BI961814 . 1 GI : 16320017 | MONO 1_4_H0 9 . gl_A0G5 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 75 
GACCGGCCAGGAGACGGTCGCCCAGATCAAGGCTTATGTGGCCTCGTTGGAGGGCATCGCTGCAGAAGAT 
GAAGTCGTGCTCTTGGCAGGCACGCCCCTGGAGGATGAGGCTACTCTGGGCCAGTGTGGGGTGGAGGCTC 
TGACGACTCTGGAAGTAGCCGGCCGCATGCTTGGAGGTAAAGTCCATGGCTCCCTAGCCCGTGCTGGGAA 
AGTCAGAGGTCAGACTCCCAAGGTGGCCTCGTTGGAGGGCATCGCTGCAGAAGATCAAGTCGTGCTCTTG 
GCAGGCACGCCCCTGGAGGATGAGGCTACTCTGGGCCAGTGTGGGGTGGAGGCTCTGACCACTCTGGAAG 
TAGCCGGCCGCATGCTTGGAGGTAAAGTCCATGGCTCCCTAGCCCGTGCTGGGAAAGTCAGAGGTCAGAC 
TCCCAAGGTGGCCAAGCAGGAGAAAAAAAAAAAAAAAAAACTCGAGACCTCGTGC 

>GBEQ2717 | RC i Acc [ BI961810 1 Ver | BI961810 ,1 GI : 16320013 ] MONOl_4__H05 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 316 
CACATCTTCTTCCAGTGGTGGAGTTCAAGAAACTGAACCAGGAACATGATGTTGATACAAGTGAAACGGC 
ATTCCAGAATAATTTCTGAGGACCATGCCTCTTGAAGCATTTTCTGCCTCCTTATTCTCTCTTTGTAAAC 
TATTTTTTAATTGTTCCCCATTGCTTATCAAAATTTTCTATACACTCTTTCCTCTGTGAGCTCTGGAAGG 
CCTATGCATCTTCTGTAGTGCCCAGATAGGTACAACATTTCTAACTTACAAGATCTTTATGTAAGATACA 
TTCCATTTTTTAAAATTAAATCTGATTGAATCT 

>GBEQ2718 | RC | Acc | BI961723 | Ver | BI961723 . 1 GI : 16319926 | MONO 1_3_G0 3 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 127 : Stop : 643 
CATATTATTGAGGCTTACAAGTCCCAAGATCTGAGCAAACTAGAGACCCAGGAACGCTGATGGTGCAGGT 
CCAATTAAAGTCAAAAGGCAGGAGAAACCAAATGTCCCAGCTTGAAGGCAGCCAGGCAGGAGGACTTCCC 
CCATGCTTGTGAAGGGTGAGCCTTTTTGTTCTCTTCAGGCCTTCAACTGATTGGATGAGGCTCACCCATA 
TTGGAGAGGGTAATCTGCTTTACTCAGTCTACTGAT.TTAAATGTTAATCTCACCCAGAAACACCCTCAGA 
GACAGACCCAGAACAGCGT T T GACCAAAGGCTTGGGCACCTGTGTGGCCCAGTCACAT TGATACACAAAA 
TTAACCCAGGAGAAATCACGTCCCAGGAGGAAAATGAAAGGGTTTGATTAACACATGGCATTGTGTCTGC 
TTCAGAAGTGATGAGGGGAGAGGGAGCAGAGGGCTGGACGTGGGGAAGGCTGGTTTGCTGTAAAAAAAGA 
ATGTGGTCTGTGGTGAGGCGGTTTTGT 

>GBEQ2719 | RC | Acc | BI961326 | Ver | BI961326 . 1 GI : 16319529 | MONO 1_4_A12 . bl_A00 5 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 454 
CGGCCTGTCCGTCATTATCCCACATGTGGCCCGCTTCCAGCATCTGGCCAGCCTGCGGCTGCACTACGTC 
CATGGGGACTCACGGCAGCCCTCCGTGGATGCACCCTGCAGAGTCCCCTGGAGAGCCTGGAGTTGGCCTT 
CTGCGCCCTGCTGCCTGAGGACCTGCGCTCCCTGGCACGGAGTCCCCATGCTGTCCACCTCAAGAAGTTG 
GACCTAAGTGGCAATGACCTGTCTGGCAGCCAGCTGGAGCCCTTTCAGGGTCTGCTGCAGGCAGCAGCAG 
CCACACTGCTGCACCTTGAGCTGACCGAGTGCCAGCTTGCCGATACCCAGCTACTGGCCACACTCCCTGT 
GCTGACCCGCTGTGCCAGCCTCCGCTACCTCGGTCTCTATGGCAACCCATTGTCCATGGCAGGCCTTAAG 
GAGCTCCTGCGGGACTCGGCGGCACAGCTCGTGC 

>GBEQ2720 | RC | Acc | BI961248 | Ver | BI961248 . 1 GI : 16319451 ] MON01_7_H 0 9 . bl_A0 0 5 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 426 
CCTACCCATCCCTCCACCCGCCTTTTCCCTCCCTCTTCTGGCAGGATGAGGCGTGCAGGCCTGGGTGAAG 
GAGTACCTCCTGGCAACTATGGGAACTATGGCTACACTAATAGCGGGTATAGTGCCTGTGAAGAAGAGAA 
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CGAGAGGCTCACTGAGAGTCTGAGAAGCAAAGTAACTGCTATAAAATCTCTTTCCATTGAAA.TAGGCCAT 
GAAGT TAAACAGCAGAATAAATTAT TAGCT GAAATGGAT T CAGAGT T T GAT TCT ACAACTGGAT T T CT AG 
GTAAAACTATGGGAAAACTGAAGACTTTATCCAGAGGGAGCCAAACAAAACTGCTGTGCTATTTAATGCT 
ATTTTCATTGTTTGTCTTTTTTGTCATTTATTGGATTATTAAACTGAGGTGATGCAAAAACGGCACGAGC 
TCGTGC 

>GBEQ2721 | RC 1 Acc | AW735739 | Ver 1 AW735739 . 1 GI : 12000951 1 HEST007 Horse INRA cDNA Library 
Equus caballus' cDNA, mRNA sequence Start : 1 : Stop : 573 

TGTCGCCGTTGCTGTCGGACATCACCTGGTACTCATCCTGCCCAAGCCTGAGAAGAGCTTGGCCAAGGTG 
GAGCAGCAACTCACCCCAGAAGTGCTTCAGGAGTGGCTGGATGAGCTGACAGAGACGCTGCTGGTGGTCC 
ACATGCCCCGCTTCCGCATTGAGGACAGCTTCAGTGTGAAGGAGCATCTGCAAGACATGGGCCTTGTGGA 
CCTATTCAACCCTGAAAAGTCCAAGCTTCCAGGTATTGTTGCAGAAGGCCGGAGCGACCTGTACGTCTCA 
GATGCATTCCATAAGGCATTTCTCGANNNAAATGAGGAAGGCAGTGAAGCTGCAGCAAGTACCGCCGTTG 
TGATCGCTGGCCGTTCGCTGAACCCCAACAGAGTGACCTTCAAGGCCAACAGGCCCTTCCTGGTTCTTAT 
AAGGGAAGTTGCTCTGAACACTATTATCTTCATGGGCAGAGTAGCCAACCCCTGCTAAACACTAAAGTGT 
TCCTATTCTTTGCACCTCTTCCTATTTTGGTTTGTGAACAGAAGCAAAAATAAATACTACGCCCATCTCA 
CAAAAAAAAAAAA 

>GBEQ2722 | RC ) Acc | AW735736 | Ver | AW735736 . 1 GI : 12000948 | HESTG05 Horse INRA cDNA Library 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 516 

ACCAGCCCTCCCTGGGAAAACGAACCATAAAACTTAATAGGTTTTCCCATTTTATCCAACTGGAATGCTT 
TATATTAGTTTNTTTTTCCACTGCCACATTCCTCATTTTNTCATTCATTTAACCGGCCAATATTTAAGTN 
TTTTATTGTAAAGTAGTTTTTAGTATTTGCTTTTATTNTTTTACTTTGATGCCTTTTCAAATTGGCATGT 
CTTTAAAGTATTTTTCTTTCTTGATTAAAAATGTGTGTGTATGTGTGTGTGTGTGTGTATATATATAAAA 
TTTTTTTGATCATATTAACTTTACCAAGTGAAACCAAGCCATACTGTTTTTGAGCCAATTAAGAAAATTA 
CAATT T T TAACGT GTAGCATT TNCAGGGTGGTGAACACACATGAAAT GACT CAGT ATAT TCTGGACTACT 
GCAAGAAAACCACCTTAAGGATTTTGTTGACAGTTTTAGTGTTGTCTGAAAAGCAAAAGGGAAGGCAATT 
GAC TGGTAGTAAGAAAAAGAAAAAAA 

>GBEQ2723 | RC I Acc 1 AW735735 | Ver [ AW735735 . 1 GI : 12000947 | HESTG03 Horse INRA cDNA Library 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 4 91 

CCTCTTGGTGTTTTGATAAATGAGCAGACCCTGCCTTTGGATTGGGNGCTGATANCGACTATTTTCTAGT 
AATGGGTTTNATCAATGAAATTGTTGGTTTGATGATNCATTTAGGCTTATTCATTGAAATTTTGTACTGA 
TACTGCTTTAAAAGAGGGTTTATTTTGTGTGTGTGTGTGTGTGTGTGTTTAGAATGCTCTGATTTTGGTG 
AAT TAT AT G GG AAT G AG AAAC AG AAG AAC T G G TAT T T AC T GG T G AAT TCT T AAAT AG G T G AAG T AC C CN G 
TGATAACACCAACCAGACCACCGCTATCTGCATGATTCTGAACATCTAGATGCCTGTTGTTTTATTGTGT 
ATATTCCCATTTTTAATATATTAACTTTTGTAGATTCATTTGAACTCTGCTCAAAAGTAACACTGTCAAA 
ACCACTAAAATATATGTAAAAAAT T GTGC TGTAGACTAGAATAAAAT T GT T ACT TGGAAAAAAAAAAAAA 
A 

>GBEQ2724 | RC I Acc | CD536500 | Ver | CD536500 .1 GI : 31578915 | LeukoN6_8_D07 ,bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8_D07_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop : 590 

GACTTGTAAGAAT TCT T TATATAT TCT CGGACGT TAACCCCTTATAAGACACATGAT TGGCAAATAT T TT 
CTCCCATTCTGTGGTTTGCCTTTTCACTCTGTTAATAGTGTCCATTCATGCACAGAAGTTTTTAACTTTG 
ATGAAGTCCAATTTATCTATTTTTCCTTTTGTTGCCTATGCCTTTGTGTCATATCCAAGAAATCATTGCC 
AAATTCAATGTCATGAAGATTTCTCCCTATGTTTTCTTCTAAGAGATTCATAGTTTTAGCTCACATGTTT 
AGGTGTTTGATCCATTTTGAGTTAATTTTGTATATGGTGTAAAGAAAGGGACCAATTTCATTCTTTTGCA 
TATGAGCATCTACTTTTCCCAGCACCATTTGTTGCAAGACTATCCTTTCCCCATTGAATAATCTTGGCAC 
CCTTATTGAAAATCATTTGACCCTTTATGCTTAGGTTTAGTTCCAGGCTCTTTCTTCTCAGGTTCTTTTG 
ATCCTCTGGCTCCATCAGTCTAAGGATGTTGGGCTTTTTGCCCCATTGTCACAAAGTGGCTGCCTCAGCT 
CCACATAT CATACTCTAT AACCATAT T CAA 

>GBEQ2725 | RC | Acc 1 CD536392 ) Ver | CD536392 .1 GI : 3157 8 807 | Leu koN 6__7 _D 1 2 . b 1_AQ 2 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__7__Dl2__A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 62 9 

ACCATCTTGTGAAAGGTTTCTGAAACTCGATAATAAAAAGCAGTTGGGGTAAATTATTCTTTGTGTCACA 
TTTTTAGAAGAAGGCATATTTTGAACTGTAAAATGTATCCTTAAGCAGAAGAATGTATCCTTAGTTCTGG 
TTCTTGAACAGCCCTTAAAAACCCATTGGCCTGAAGCTTATGCTGCAGGCACATGCCCGTTCTGTAGTTT 
TAAAAGGCAAAAGAAAGTTTGATATGTTGGTAGAAACAGGCTTTATTGGCTTCAATTGATGCTTGTAGAG 
TCAAGGACATGTGAGTTATATACTCGTAAGTTAGGATCCTGAGCGTTTGGGCCAGGTTAATCTAGCCTCT 
GTATCT CCCCACCACCC T T TAAAAATAAGGTAACAGCAAATCAACAT GAGAACCATGTCTGCAT AGAACC 
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TGTTAAAATGCTCTGTTTTCATTAAATGTTAAGTTAAAGATTCTCTGTCTCCATTAAGTTCAATATTTGA 
GAT T GGGGGAAGCATTGAT TAT T ACT T ATGT T T TGT AGAAAAGTAAGACAGGCT GATAGGAAAAAAATCA 
GGTAAAACTACTATGAAAAGGATGTTGTGTTGCACTTCTTTCCATCTTCTATTATCTTCTTTTCATTCC 

>GBEQ2726 | RC | Acc | CD535466 I Ver | CD535466. 1 GI : 31577881 | LeukoN5_4_H07 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_H07_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 621 

AAGTGCCCAGGTGGGCTTAAGGCACTAGTGAGACAAGTTAAAAGTGTAGGTAGCTTCCACTTTTGTTTAC 
TTGATGCTTAATTTTACTGGAGTCATTAAAAGAAATATGCTTGCAATAAAAAAAAAGCCAACTATTTCTG 
AGGCCAGTCTCGGTGTCCAGACTACAGCAGGACCCAGAGGGGGCAGAGAATCCACTGGGCGTGGATGAGT 
CTCTTTTCAGCTACGGCCTTCGGGAAAGCATCGCCTCCTACCTCTCTCTGACCAGTGACGACAGCACCTC 
CTTTGACCGAAAGAAGAAAAGCCTCTCCTTGATGTACAGCGGAAGCAAGAGGAAGAGTTTCTTCTCGCCT 
CCACCGTACTTTGAAGACTAGCCCGACAGCAGACACCATGGTGTGTGCCCAAAAGGAACAGAGGCTAGAA 
CTGTCACCTGGGGTCTTACAGAGAGGCAGGTCCCCTGGTCCCTGGGGAACCTCACGTCTCCCAGAAGCCA 
AGAGAAGCCACGTGGAGACTTGACCTTGCATCTTCTCTATCCACACCATGACAAAGGGTACCCATCCCTG 
GTGTCTGATCAGTACAGGACATCACGCAATGTTGACTCATGATGCGATCAGGCAACATTTC 

>GBEQ2727 | RC | Acc | CD535454 j Ver | CD535454 . 1 GI : 31577 869 | LeukoN5__4j304 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G04_A027 3', mRNA 
s e quence,. : S t a r t : 1 : S t op : 5 0 6 

TTCACCTACGGAAACCTTGTTACGACTTTTACTTCCTCTAGATAGTCAAGTTCGACCGTCTTCTCAGCGC 
TCCGCCAGGGCCGTGGGCCGACCCCGGCGGGGCCGATCCGAGGGCCTCACTAAACCATCCAATCGGTAGT 
AGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAACGCAAGCTTATGACCCGCACTTACTGGGAA 
TTCCTCGTTCATGGGGAATAATTGCAATCCCCGATCCCCATCACGAATGGGGTTCAACGGGTTACCCGCG 
CCTGCCGGCGTAGGGTAGGCACACGCTGAGCCAGTCAGTGTAGCGCGCGTGCAGCCCCGGACATCTAAGG 
GCATCACAGACCTGTTATTTGCTCAATCTCGGGTGGCTGAACGCCACTTGTCCCTCTAAGAAGTTGGGGG 
ACGCCGACCGCTCGGGGGTCGCGTAACTAGTTAGCATGCCAGAGTCTCGTTCGTTATCGGAATTAACCAG 
ACAAATCGCTCCACCA 

>GBEQ2728 1 RC | Acc ) CD535333 | Ver | CD535333 . 1 GI : 31577748 | LeukoN5_2_G04 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_G04_A027 3', mRNA 
sequence .: Start : 1 : Stop : 7 3 6 

GGAATGGGACATTTAATTGTCTCTAGGGTGGTCCCAGGTTGGGGATTGCGGGGCCTTTGGCAGAGCCCTG 
GCTAATGGAACC2\ACATAGGTGCCCATCAGCCAGTGTCAGGCAGGGTGGCAGCCCCAGGGCCTGGCTGAG 
GACAGCCAGCACTTGGGCTGTTGCTTAAGACAATTTCTGAGACTAGTGGGTAAGGAATGTGGCCTTTGAA 
TGGGGTTCAACGGGTTACCCGCGCCTGCCGGCGTAGGGTAGGCACACGCTGAGCCAGTCAGTGTAGCGCG 
CGTGCAGCCCCGGACATCTAAGGGCATCACAGACCTGTTATTGCTCAATCTCGGGTGGCTGAACGCCACT 
TGTCCCTCTAAGAAGTTGGGGGACGCCGACCGCTCGGGGGTCGCGTAACTAGTTAGCATGCCAGAGTCTC 
GTTCGTTATCGGAATTAACCAGACAAATCGCTCCACCAACTAAGAACGGCCATGCACCACCACCCACGGA 
ATCGAGAAAGAGCTATCAATCTGTCAATCCTGTCCGTGTCCGGGCCGGGTGAGGTTTCCCGTGTTGCGTC 
AAATTAAGCCGCAGGCTCCACTCCTGGTGGTGCCCTTCCGTCAATTCCTTTAAGTTTCAGCTTTGCAACC 
ATACTCCCCCCGGAACCCAAAGACTTTGGTTTCCCGGAAGCTGCCCGGCGGGTCATGGGAATAACGCCGC 
CGCATCGCCAGTCGGCATCGTTTATGGTCGGAACTA 

>GBEQ2729 | RC [Acc j CD535173 | Ver | CD53517 3.1 GI : 31577588 | LeukoN5_l_A01 . bl__A027 Unstimulated 
peripheral blood leukocytes N5 'Equus caballus cDNA clone LeukoN5_l_A0 1_A027 3', mRNA 
sequence. : Start :l:Stop: 408 

TCAAAATTCTGTGACAAATTTTTGGTCAAGTTGTTTCCATTAAAAAGTACTGATTTTAAAAACTAATAAC 
TTAAAACTGCCACACAAAAAACCAAATGGTCCACAAAACATTCTCCTTTCCTTCTGAAGGTTTTACCATG 
CATTGTTATCATTAACCAGACAAATCGCTCCACCAACTAAAAACGGCCATGCACCACCACCCACGGAATC 
GAAAAAGAGCTATCAATCTGTCAATCCTGTCCCTGTCCGGGCCGGGTGAGGTTTCCCCTGTTGGGCCAAA 
TTAAGCCGCAGGCTCCACTCCTGGGGGGGCCCTTCCGTCAATTCCTTTAAGTTTCAGCTTTGCAACCATA 
CTCCCCCCGGAACCCAAAAACTTTGGTTTCCCGGAAACTGCCCGGCGGGTCATGGGAA 

>GBEQ2730 j RC | Acc | CDS 3 5 17 0 ) Ver ) CD535170 . 1 GI : 31577585 | LeukoN5_JL_D07 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l__D07__A027 3\ mRNA 
sequence .: Start : 1 : Stop : 602 

ACTTCCAATAAAATGTAGAGATCCTTTCTGGTCTCAAAGACAAAACTTTCAACATTCACTATCAAGAATG 
ACGTTTGCTGGGCCAGTGTGGTGGCATGGTGGTTAAGTTCGTGTGCTCCACTTCAGTGGCCTGGGGTTGG 
CAGGTTCAGATTCTGGGCACGGACCTAGCACTGCTCGTCAAGCCACGCTGTGGCAGCATCCCAGATAAAA 
TAAAGACTGGCACAGATGTTAGCTCAGGGCCAATTTCCTCACACACAAAAAAAATGAATGATGTTTGCCT 
AT TAGAC AT TAT T G AAAG AAATCAACGAT GAC ATAAAGAAATGGAAAGACAT T CCATGCTCATGGAT CAG 
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AAAAAT AT AG T T AAAA.T G T C CAT AC T T C C T AAAGCAAT C T AC AGAT T CAAT GC AAT GCGAAT CAG AAT C C 
CAATAACATT CT TC T TGGAAATAGAACAAAGAATACTAAAAT T CATAT GGGGCAAAAAAAAGACC T TGAA 
TAGCTAAAGCAATCCCGAGAAAAAGGAACAAAGCTGGAGGCATCACAATCCCTGACTTCAAAATATACTA 
TGAAGCTATAGTAATCAAAACAGCATGGTACTGGTACAAAAA 

>GBEQ2731 | RC | Acc | CD472153 1 Ver | CD472153 - 1 GI : 31393421 1 LeukoS6_l_G01 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_JL_G01_A028 3', mRNA 
sequence . : Start : 1 : Stop : 60 9 

GGACTTTTATTCTGGTGAGGGGATGGGGAGCCCAGATTCCTTCTCTGATGAGGCAATTCCTTCTCAAAAG 
AGTCAGGATTCCTGTTCTGGTGAAAGGTAGGGAGTGAGAGCTAGAACTCTTATTCTAAAAAGAAAGTAGA 
GAAGATTTTTTTCCCCTGATAACAGAATGAAAAGTAGAGCTCCTAGTTTGCAAAAAGGGTGGAAGAGGCA 
TGACTTGTACTTCAGTAAGGGGATAGGGAAGGAATCCAGGCTATTACTCTGTAAAAGAAAGTAAGGGCCA 
GGGCTCT TAT T C T AGT GAGGAGATAGAAAATCAGGGCT TATAT T CAATAAGAGTGGGAACAGCCAGGAGA 
ATGCCTGGCAAAAGCCTTGTACCAGTGAGGTGCTGGTGGAGGCTTTTATTCTGGTAAGAGGACATGGACT 
CTCTCTCCCCTCAGGTAACTGCGCCCTGTACCAACGGGGAGGCTGGTGGTACCATGCCTGTGCCCACTCC 
AACCTCAACGGTGCCTGGCACCGGGGTGGCCACTACCGCAGCCGCTACCAGGACGGCGTCTACTGGGCCG 
AGTTTCGTGGTGGCGCTTACTCTCTCAAGAAGGCTGCCATGCTGATCCG 

>GBEQ2732 | RC | Acc | CD4 68996 | Ver | CD4 68996. 1 GI : 313902 64 | LeukoS2_l_D05 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_D05_A024 3\ mRNA 
sequence . : Start : 1 : Stop : 675 

ATTTCAGGTTTTATTGTAAAACAGGCCATGTGCTTGGCCCTGGGGGCAGCTGAGACACATGCCAGTCATG 
TTCCCTGCTTCCAGGAGCTCACAGTTTGGGGCAGGAGACAGACAGAGGCATAACCACCTTTCAAACAAGT 
TTCAGAGCGTCAGAAGTGCTAAAATGGTCAAGGAGCGATTCATTCCTCCCGGGAGATCAGGAAAGGCCTT 
GGAGGAGCCACATTTGTGCTGTGCTGTGGGAGCAGTCCTGTCCGTGTCCGGGCCGGGTGAGGTTTCCCGT 
GTTGCGTCAAATTAAGCCGCAGGCTCCACTCCTGGTGGTGCCCTTCCGTCAATTCCTTTAAGTTTCAGCT 
TTGCAACCATACTCCCCCCGGAACCCAAAGACTTTGGTTTCCCGGAAGCTGCCCGGCGGGTCATGGGAAT 
AACGCCGCCGCATCGCCAGTCGGCATCGTTTATGGTCGGAACTACGACGGTATCTGATCGTCTTCGAACC 
TCCGACTTTCGTTCTTGATTAATGAAAACATTCTTGGCAAATGCTTTCGCTCTGGTCCGTCTTGCGCCGG 
TCCAAGAATTTCACCTCTAGCGGCGCAATACGAATGCCCCCGGCCGTCCCTCTTAATCATGGCCTCAGTT 
CCGAAAACCAACAAAATAGAACCGCGGTCCTATTCCATTATTCCT 

>GBEQ2733 | RC | Acc | CD46828 4 | Ver | CD4 6828 4 . 1 GI : 31389552 | LeukoS3_2_C08 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_C08_A025 3 ! , mRNA 
sequence. : Start: 1 : Stop: 643 

AAATAATGA?IGTCTGT TAT T TAT TAT CTAAAAGCCAAAACATT TACT TCTGTGGTGGCTATTGAAGTAGT 
TGCATTTGCAGAGGGTTTTTAGGCAGTGAAACAACTCTGTATGGAACTTTGGTAGTGGACGCACATCGTT 
ATGCATTTGTCAAAGCTCAGAGAATGTAAAACATCAAGAGGGAACCCTAATGTAAACTATGGACTTTGGG 
TGATGATGGGTCAATGTAGGTTCATTCATTTTAACAAATGCACCACTCTAATGCGAGATGCTGATAGTGG 
GGTAGGCTGTGCTTGGGGGGGTCAGGGATATATGGGAACTCTGTACCTTCCTCTCAATTTTGCTGTGAAT 
CTAAAACTTCTCTAAAAAATAAAGTCTATTTAAAAATAATTTTTTTAATAGTTGCCATTTGTCTCAAAGA 
T TCAAAATAC TACCACACAAGGTGAT T TCT CT T AAAAGT CCAT GT GAGT AATGACCAAT AT GCCAT T T TT 
CACAAATCTAAAAAAAAATTATTTTACAATGCACAGTGTCAGATACCTGTCAACACCACCAGAATACCAT 
ACACTCTAGGCAGTAGAAGCAAGGGGCATGCAAAGTATGTACATTTTGCAGCTTGAGGAGGTGGTACCCA 
GGAAAAGGGGAAT 

>GBEQ2734 [ RC | Acc 1 CD4 67673 | Ver | CD4 67 67 3 . 1 GI : 31388941 | LeukoSl__6_E10 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_E10_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 630 

GAGGTTGCTTTATGGGTGATGTGCTGGTGGGGCTGGGCTGGGCTGGGAGCAGGATGAAGAGTTGGGCTGA 
ACTTTTCAGGGCACTGAGGGCTTGGGATCCTGGCTGTTGCCAGGCCTCCCACAGGGTCAGTTGGGGTCAA 
CTCCACCAGGACTGAGAGGCAATGGAAGATGGGGTACGGAAGAGGGATGCGCCACCACCCACGGAATCGA 
GAAAGAGCTATCAATCTGTCAATCCTGTCCGTGTCCGGGCCGGGTGAGGTTTCCCGGAAGCTGCCCGGCG 
GGTCATGGGAATAACGCCGCCGCATCGCCAGTCGGCATCGTTTATGGTCGGAACTACGACGGTATCTGAT 
CGTCTTCGAACCTCCGACTTTCGTTCTTGATTAATGAAAACATTCTTGGCAAATGCTTTCGCTCTGGTCC 
GTCTTGCGCCGGTCCAAGAATTTCACCTCTAGCGGCGCAATACGAATGCCCCCGGCCGTCCCTCTTAATC 
ATGGCCTCAGTTCCGAAAACCAACAAAATAGAACCGCGGTCCTATTCCATTATTCCTAGCTGCGGTATCC 
AGGCGGCTCGGGCCTGCTTTGAA.CACTCTAATTTTTTCAAAGTAAACGCTTCGGGCCCCGCGGGACACTC 

>GBEQ2735 | RC | Acc I CD4 67536 j Ver | CD467536 . 1 GI : 313888 04 | LeukoSl_5_A10 .bl_A0 2 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_J5_A10_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 633 
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ACAT ATTAAAGATTTTTTAT T T T T TAAA.CACCAACAT GCAG T T T T GC TAAAT T GACAAT T T TGGAAAAT T 
AACCGGGCCTCAAAACTACTCCCAGCCTTTCTGTCAGGTGTATCCGGGTCCACACCTCTGTGCTGCCTGC 
ATTTCTCCCAGGACTTGGGGGTGGGGTGAAGGGGCAGAGAAGATATTCTAAAGGCCTCCTGGGGTCTCAA 
GCCCAGGAGAGTCCTGGGTGAGGCCTGGGGCTCCTTGAATGCTGTGTTTAGTAGCCTCTCTCTACCCTTG 
TCCCCCAAGCTCCCTTCTGCCTTCCTCAGGTTTGATATCTGGGAGGTTTGATTATCCAGAGGAAATTAAA 
TATTTTTATATCGAATTATATTACAATAAATAGTGCTAAATGCTTTCCTTGAGCGTTGTTCCAAGTCTAA 
G T GGT AAGC T CAAGC AAC T GAAAT G T G GACAAT G C AAC GAAC AT GACAAT C T AC T C T GGC CC ACC AG C GC 
TCACTCCCTCCACCCAACACTCTGGTTTATGCCCCTCTCCCAACGGCTCTGGTCAGAGGTGGAAAGCAGC 
AGGAGCAACAAAAAAACCCGACCTAACAAGGCCGCCGGTCCAGGAATCTCTGTTCCCATCGCCCAGGCCT 
GCT 

>GBEQ2736 1 RC | Acc | CD4 67507 | Ver | CD4 67507 .1 GI : 31388775 1 LeukoSl_5_C12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_C12__A023 3", mRNA 
sequence .: Start : 1 : Stop : 603 

GGTCCCTGTTGACTGGTCAGAAGACAGCACTAAAAGGGGAAGTTGTTTGGGTGGGTGCTTAAGTTTTTTT 
CTGACGTCTGTTCCCCAAGCTAGAAGAAATGAGCAGAAAACATAAGGGGTGAGGTGCTTTTTAGAGGGAT 
GTGGATGTTACACAACACCTGTTTCTGGGTACCTCTGCTTCTTCTGGCTTAAAAACTGGGGAGAGCAAAT 
TGAAAATGTGTGAATTGGAAGGCAAGTTCTGAAATTAAACGTTGCTTTTTTTGGCCTGATGTCCTGACCT 
TAAGGAAGTGGAGTTTCTAAACTACAAATATTTCTTATTCTGAACTGCCGTGTAAACCTGACTTATTCCC 
AAGTCAACATACCAGTATATCAATAGGATGTGAATAATGTGTGTGTTTAGTTTAAGACCATAGCAGTTTC 
GCTCTGGCAAGTAATGAACAGCATTCTCGCTTCCTGAGTTTGAGACCCAGCAGATTGCAGAGTGGCCAGT 
CCACAATTTTAGCCTGGCTTCAGCTAGCTCTAATGTGTGCTTTTGGCAAATACCTGTTCTGAGAACAGTG 
AGATCATCCAACAGTGGCCTGGACTGCACTAGCATAAAAGTCA 

>GBEQ2737 | RC | Acc | CD4 673 611 Ver | CD4 67361 . 1 GI : 3138 8 629 | LeukoSl_4_C09 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_C09_A023 3\ mRNA 
sequence. : Start: l:Stop: 609 

TTTTTTCTAACGAGCCCTGTTCTAGGGCGGTAGAAGTTATAAATTAGTTAGATTTAGATTATGTCATCTA 
TTAGTTTGAGGGCGCTTCTTGTAAAGTGGGCCCTACTTTTCTTGTCCTTTCGTACTGGGAAAAGTATAGA 
ATAGATAGAAACCGACCT GGAT T ACT CCGG TCT GAACT CAGATCACGT AAGACTTTAAT CGTTGAACAAA 
CGAACCCTTAATAGCGGTTGCACCATTAGGATGTCTTGATCCAACATCGAGGTCGTAAACCCTAATTGTC 
GATATGGACTCTGGAATAGGATTGCGCTGTTATCCCTAGGGTAACTTGTTCCGTTGATCAATGGTTTGGA 
TCAATAAGTGATTATATATTTTGACTGGTTAGTCTGGATTTAAATCACTCGGAGGTTGTTTTGTTCTCCG 
AGGTCACCCCAACCGAAATTGCTGATTCAATCAAAAGTTTTGTTGTCCCTGAAGGTTAGGTTTGTGTGTT 
GTTTTTTGTGAATCAGTTAATTAAAGCTCCATAGGGTCTTCTCGTCTTATTTAGTCATTCCCGCCTCTTC 
ACGGG AAGGT CAATT TCACTGAT T GGAAGTAAGAGACAGTAAAACCCT C 

>GBEQ2738 | RC | Acc | CD4 65294 | Ver | CD4 65294 .1 GI : 3138 6562 | LeukoNl_3_A06 ,bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3_A06_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 4 67 

ATTGAGATTATGATAGTTTACAACCTTGTGAACTTTCAGTTGCACATTATTGTTTGTCAGTCGTGTTGTA 
GGTGCACCATTTCACCATCTGTGCCCACCCCTACCCCCCTTCCCTGGAAGCCACTAATCTGTCCTCTTTG 
TCTACATGTTTAACTTCCACACATGAGTGGAGTCATACAGAGATTGTCCTTCTCTATCTGGCTTATTTCA 
CTTAACATAATACCCTCAAGGCCCATCCATGTTGTTGTGAATGGGATGATTTTATTCTTTTTTTATGGCT 
GAGTGGTATTCCATTGTATATATATACCATATCTTCTTTATCCAATCATCAGTTGATGGGCACTTAGATT 
GCTTCCATGTCTTGGCTATTGTAAATAATGCTGCGATGAACATAGGGGTGCATGGGACTTCTGGAATTGC 
TGACTTCAAGTTCTTTGGATAGATACCCAGTAGTGGGATGGCTGGGT 

>GBEQ2739 | RC | Acc | BM7814 40 | Ver | BM781440 . 1 GI : 19129672 |MLN1_8_BQ 3 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 452 

TGAAGAAAGTTCGACCAGGTTTGTTGTCTGCTGTTCTGAATTTGCAGTGTACATTCTTACTCCTTTTTAA 

GAATGTTGATGTATGAGTGTGAAGATGCTAGAGAAACTGTGCTCAGATATTCCTTGTCAGTGTCCCTTCA 

CCTGTATGTTGTGGAACTTCAGATTGGTCATTGATCATATTTCTTTAGTAAGAATGTGTTAAAATTACAA 

CAGTCTTTTAAAAAGATGATGCAGTTCTATATTTATTGTGCTGTGCCTGGTCCTAAGTGCAGCCAGTTAA 

ACAAGTTTCATACGTATTTTTCACAGTGTTAAATCTTACACATTGTACCCTTTGGAAATGTCCTTCCATC 

GTGAAGAACGAATAGAAGAGGCCATATATATTGCCTCCCTATCCTTGAGATTTCACTATCTTTACGTTAA 

AAGTGTGTGTATAATTGTTAAAATCTCGTGCC 

>GBEQ2740 1 RC I Acc | BM7 81403 1 Ver | BM781403 . 1 GI : 19129635 | MLN1_8_E11 . gl_A0 05 Mesenteric lymph 
node {MLN1 ) Equus caballus cDNA , mRNA sequence Start : 4 : Stop : 633 
CAGGAAAGGGACGAAGGCTCCTCAAGCTGCAGGAAAGATTCACACAGATTTTGAAAAAGGATTCATTATG 
GCTGAAGTAATGAAATACGAAGATTTTAAAGAGGAAGGTTCTGAGAATGCGGTCAAGGCTGCTGGAAAGT 



1021 



WO 2005/067649 



PCT/US2005/000517 



ACAGACAACAAGGCAGAAAT TATAT TG T TGAAGATGGAGAT AT TATCT TCTT CAAAT T TAATACACCTCA 
GCAACCGAAGAAGAAATAAATTTTAGTTTTTGCTCAGATAAACATACAACTTCCAAAAGGCATATGAGGT 
TTTTTTTAACTAAAATTTCTGAAAACTGAAGGGACAAATAAAGTTGGGGGGATGGGAATCTTCTAGAAAC 
AGAATTATTTTTATTTGTTTTAAAATTAAAATACTGTGTTACTTCCAGTGAAATGCAAGTTCGCTAAATG 
TGAACAGCTTTGCTTTTCACGTGATTAAGACCCTACTCCAAATTGTGGAAGCTTTTCAGGAACCATATTA 
CTCTCATGATACTTCATTAATCTCCATCATGTATGCCAAGCCTGACACATTTGACAGTGAGGACAATGTG 
GCTTGCTCCTTTTTGAATCTACAGATAATGCATGTTTTACAGTACTCCAGATGTCTACACTCAATCTCGT 

>GBEQ2741 | RC | Acc | BM781382 j Ver | BM781382 . 1 GI : 1912 9614 | MLN1_8_H03 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 26 : Stop: 637 

CCTTTCTC C AG AGC T T AAC AAAAG AT N T G GG AG GC AAT G C AAAAT G C T C AG AC T T C AC C G AAG AAAT C T G 

TCGCAGAGTAAAAGATTTAGATTAAGGCTTCAAATGGTGTTTGCATCAGTCACTCCTAATGGACACCACA 

TAAAGTTATATTAGAATACCTCCCATTATGTATGCATTTGCTTTGCTTGTTTCTTGACAGTACATTTTTA 

GATCTGGCCTTTTCTTAAAATATGTACAAAGGATGCAGGTAATGTCCCTAGGTCTGCTTTCAAAGGACTT 

TTTCAAGTGCTTGTTTTATTTATTAAATGTCTGTGTTTACAGTTTATCATTTGCCGTTGTTAACCATTTT 

ACACTAAAGT TAAAACAGT T T T TCCT CAGCTGTAAATATCATGAGACAGAAT TAAT AAGAGAAAACATCT 

AACTT T T T AAAGAAAAACTGT T T TCCT T GT TTAT GAAAAATATAATAGAAATAAAACAGAATAT T GACAT 

AAC AG C AC AAG AC AAC AT T C T T AT AAAAC T AAAT GGGC AC AAG AG AAAT T T CC T AG G AAAG T T C AC AT C A 

AAAAAAGGGAATACAGTATAT T T CT TAGTGATGTAGAAT TAGGACAGATT TT 

>GBEQ2742 | RC | Acc | BM781375 | Ver | BM781375 . 1 GI : 19129607 | MLN1_7_A01 . gl_AG05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 8 : Stop : 620 

CTGCCCAGTGATTCTGCTGTACTGCCCAGCCATAAAGATCTCCAGAAGACGTTTCCACAACATCTCTCTC 

TACTTCATTCTCATATAGGAGTTCTAAAAGTTCATTTTACAAAACCTTTTAGAAATGTATTTTCCCTGTG 

ATTGATAGAGGATCACTGCTCCAAATATCTCCAAAGTAAGTCTGTTTATATCAACGCGCAAAACAGAGTA 

ATTCTGAGTCACTAGGCACCCTATTATGGTTTTACTGCATAAGGTGAAAATTAACTGGAATGATGTTTCT 

TTGCTATACTTAAATAATCAAACTTTACAAGCCATGAAATTAATTGCACTCTTTTTGTTTTTATTGTTGA 

ATGCCTAAGAAGTTTTCTAAAAAAATTTGCAGAGGCACTGTCAGATAATTTGGAGTTGAGTAACTACTCC 

AGATACTGTATAACTCGCATAACCTTTTTTTGTCTTGAAGTCAAGTTGTATTTGTATAAGAAATAATTGT 

TAGAAACAT TTGATAAT GTACAAAGTAGTCTATAATGACACTGT T CAGTACATT T T TAT AT T TT T T GT TA 

CATCCCAC T T TT T GTAAAT ATCCT CAGAGAAGC T TGATAATAAAATGTAT TTC 

>GBEQ2743 | RC | Acc | BM781323 | Ver | BM781323 . 1 GI : 1912 9555 | MLN1_7_G05 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 3 : Stop : 609 

CTGATGACGTCCGTGCTGGTCTGCCCAGATGGGAAGACCATCGAGGCTGAGGCTGCTCATGGGACAGTCA 

CCCGCCACTATCGGGAGCACCAAAAGGGCCGGCCTACCAGCACCAACCCCATTCGCCAGCATCTTTGCCT 

GGACGCGTGGCCTGGAGCACCGGGGGAAGCTGGACGGGAACCAGGACCTCATCAGGTTTGCCCAGACGCT 

GGAGAAGGTGTGCGTGGAGACAGTGGAGAGCGGAGCCATGACCAAGGACCTGGCAGGCTGCATTCACGGC 

CTCAGCAATGTGAAGCTGAACGAGCACTTCCTGAACACCTCGGACTTCCTGGACGCCATCAAGAGCAGCC 

TGGACAGAGCCCTGGGCCAGCAGTAGCGGGCAGGGGCGCCGCGGGCCGCGTATGGACGCCAAGCTGGGCC 

GGGCGGGCGGGCCGCGGCTGCTCCCGGCCCCTCGCAGGAGGCCTTTGTGGGGGACGTTTTTTATAAGCGA 

GATGTTTTTAGAAGTCTCTGTCTGTGTTTGCCCTCACGGTGACGTGAGGCCGCAGCAGCCTGTTTACCTC 

AGCCGGTCAGTATGTTTCACATACTGTAATTTATATCGCCCCTCGTG 

>GBEQ2744 j RC | Acc | BM781288 | Ver | BM781288 . 1 GI : 19129520 | MLN1_6_B10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA F mRNA sequence .: Start : 4 : Stop : 670 

TCTTGAGAATTTGAGATCTTTTGAAAATTTGAGAGCATGAATTGTATAAATTTACAGTATGAAACAAGGG 

AAAATAAATCTTTTTTTATGTAAACTCCTTAAAAGAGTAAGTTCACATAACTGTCTTAAGCTCTTTATGC 

CGTGATATACCTAGCTATATTTTTTCTTTTCACATAACTCTCTTTTGATGGTAGTGTTATTGTACTGAAA 

AGTCACAGGCTCATGACAGAAAGT GAAT GATT T CAGGT TAAAATAATAGC TGTAGAATTCAAACAAAAAA 

GGAATAAGGTATCAATACAAATAATATTAGCAAGAAGATAT T GCGGCAT C TCTAAGT AAAAT AAAAT T AC 

AAGCTTCTTGACATTTTCCAATCAAAGAATGGCTCTGGTCTACTAACCAAGACCAAGTTGTGGGCTGAGC 

AG AT AAC AG C C TAG C T AAAT G T G C T C C AAAG C T AAAAT C AC AAAT GAAT GT G T G T AC G T T T AAAAC AC AG 

AAATGAATAACTTGAGAATTCTTACATAATTGGTCAATTTTGTGTTAGGAAAAAAATCTGTAAATAAGTT 

ACT TGAAT TGAT TT TAT CT T T AGAATT T AT T T T T TAATAT TT TT CCCACT GAAATCAT TATCACT TCTGT 

ACTTTTAACTTCAATGTGGTCATCATTAAATCCTCGT 

>GBEQ2745 | RC | Acc | BM78128 6 | Ver | BM7 81286 . 1 GI : 19129518 | MLN1__6_B0 8 . gl_A005 Mesenteric lymph 
node (MLN1) Equus caballus cDNA , mRNA sequence Start : 22 : Stop : 668 
TGTACTTCTGTACCAACATTGCCTCCTAGCAGAGAAGTGTGTGTGTGACAAGCCAATTCTCCAGGTGTAA 
CCTAGGTGTGAGACTAAAAGCTTTCCTTATTGACTTAAATTTGGATAACGGCAAGGTGAGGGGGTGGTGG 
GTATGGTGTGTGCTTGGATGGGGAAGAAAAGCTCCACTGACATGTTGGAGATTGTTTTTAAGTGGAATCC 
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TTTTAAACTCAACACAGTTACGAAAAGCAAGGTGAAGAACACGAAGCTGTTTCTGTATTCATTTTATTCT 
GAAGAACCTACATCT TAGGTGAAAGT T AAGACCAACCAGAT TAAACT CT ACCCACAT CCTGTATTTTAAG 
GTCTAAGTTTTACTGGTCAACATTTAGATGGATTGGAGCTATTAGTACGTAAAGTGTGATGGGCTTTGTT 
CCCAACTCTTTTACATCTTCCTACCTTTCAACCTTCGTCCTTTCAGCCCCCCCTTCTCTCTTCCATATTC 
TTTGGTTTGTATGTGGTTTCTCAGTTAATACATAGCTAATAGCTCTTATTTTTCTTATGTTTTTAACTGC 
TTAGGTCTATCTGGATGTAAGGGTGAAAATTCATTTGATGGAAATACTTGTGTATATTTAAAGACCCAAT 
TGCTCCTCTGGAGCTTG 

>GBEQ2746 | RC | Acc 1 BM78124 6 | Ver ) BM78124 6 . 1 GI : 19129478 | MLN1_6_F07 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence. : Start: 73: Stop: 4 60 

CTATGCCACCAGGTGGCCCCTGCATTTTTTTTTAAACAGTGTTTTCAATGCATCACAGATTCGTTTTGTT 

TTTGGCCTCATGCAAAGCCCCCGGATGAAAATTTACCAATCCTTCGTGCTTTCTATTTTTATGAAGACAA 

TCAAAGCTGGCCTGAGAAACCCAATTTGTGACTTTTTAAATGATCAATGATGTCCTTAAAAATGTGGTCT 

GCCAATCTGTACAAAGTGGTCCTGTTTTTGTGAAGAGGGACGTGAGATAAAATGATGTTATACATCAATG 

TGTATATATGTATTTCTATATAGACTTGGAGAATACTGCCAAAACGTTTATGACAAGCTGTATCACTGCC 

TTTGTTTATATTTTTTTAACTGTGATATTCCCCTACAG 

>GBEQ2747 j RC | Acc | BM781235 | Ver | BM781235 . 1 GI : 19129467 I MLN1_6_H12 . gl__A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 635 

AGTGTGGCTGCACTTGGAGACAGGGCCTTTAAGGACTTAATTAAGGTTAAAGGAGGTCATAAGGGTGAGG 

CCCTAAT TT GATAGGACTGGTGTT CT TATAAGTAGAGGAAGAGACACAGGGGCACACT TGC ACAGAGGAA 

AGGCCCCGTGAACACACAGAAGGCAGCCGTCTGCAAGCCCAGGAGCAAGGCCTCAGGAGAAACCAGCCCT 

GCCAACAC CT T GATCTCGGACTTCAAGCCT CCAGAACTGTGAGAGAATCAATGT T GT TCAAGCCACAAGT 

CTGTGGTACTTGGTCACGGCAGCCCGAGCTGACTAACACAAGGCTCTTCCTAGCTTTACCCACTCTCCTC 

CCGATTCCCTGTCACTTCTCCAGGGACAACCCTCAACTCCAGCCTGACTGAGCTGTTTGTAGTTTCCTGA 

CTATTCCCTGCTCTGCCTTACCTCTGGGGCTTTGCAATTTCCACTTTCTAGCTAGCAAACCCTTCCTTCC 

CACTCCTCCTGCTCCATGTACATCCCACAGCCCCACACCCACAGCGCTGGCTAACCCTCACTAATCCTGT 

GGGTCAAATACTCCACCTGAGTGTTTAAATCTTTGAAGCTAAAGCATTTGCTACACTGAATTAAAATCTC 

GTGCC 

>GBEQ2748 | RC | Acc | BM781210 I Ver | BM781210 . 1 GI : 19129442 1 MLN1_5__G12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 2 : Stop : 523 

ATGGTNT AAT TACAGATT GAGAAATCAGAAGGAAAT TTCAGTGGAT TAAGT GTATAGCT T TCATACCTAC 

AT T TCAAGAAAT TACCATT GTAACTTGAT AAGATAAT GATT T AT T TTAT GTAAACATCATT GCAAAGCAA 

GGTGTAGAAGCTCAGCTAGACTTATTACTGTGCACGAGAGTAAATACCTATCTCAGTTATTCTTTTTCTT 

TTCCAGTATGAAGTTTGCTGAATGTACAAGAAGAGTTTATCACTTAGGATATAGAGTTTTTTTAGGGGTT 

CGGGGAGGGGCCGTGTCAGGAAATTACCTATAAATAAAGATTGTCTTGATTTGATCCGAAACATAAAACT 

TGAAGCTGTTCTTGAACTAACACGGAAAAATAAATGGCTATTGTTTTAAAAAAATGATAGAAATATATTG 

TTGACAGGATATGAATTATTTTCTACAAACTGTAATTGATGAGGACATGGATAATATCTTCATGTTTCTG 

AAAAGTAATCTGTACATGGGGGGAGCTCGTGC 

>GBEQ2749 j RC | Acc | BM78111 6 1 Ver | BM781116 . 1 GI : 19129348 1 MLN1_4_J310 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop : 606 

TTTGCACTCTGTAGTGTTTAAAGAAAAAAAAAACTCTAATATTGAATCTCTTAAATTTCTTGTATGTAAA 

CAGCT TACAATATGTAT TGTC TAAAT GCATTTAAAT CTCTT T T AT TCAAAGAAAAGCTAAAGCAAAAATA 

TTGGTATGTGACCATGCAAGACTGTCAGTGCTAACAAAGACAACACTAATCAGCATATCCTCATTGGATT 

GCAGTGCTCT CCAAATTATTTGAAAAATGCAT TACAGACAAC TT GCCT GACT TT TAAATGAGCATCAAAG 

GCCCTCTAACCTATGCAGGTTTCCTCATTACGCATATAGAAAATGCTAGTGTGTTTTTGCTCACTTCATA 

TGTAACAGGTGCCCTTATATTGTGCTGTATCCTGTGCTTTTTCTGTGGGACCATTCCATTCAGGAACAAA 

GAGCACCATGATTCCAATCTGTGTGTATTTACTAACCCTTCCCTGAGGTTTGTGTATGTTGGATATTGTG 

GTGTTTTAGATCACTGAGTGTACAGAAGAGAGAATTCAAACAAAATATTGCTGTTCTTCAGTTTTGTTTG 

TGGAAT TTGAAAT TACTCAAAT TTAAAATAAAT TACTGGAC 

>GBEQ2750 j RC | Acc I BM781003 | Ver | BM781003 . 1 GI : 19129235 | MLN1_3__E0 4 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 22 : Stop: 632 

AAGATAAT AGGCTT TTGTGAGATAAT GAACT CAT CTAT T TCAAAT T AAT AATT AGACGGGAGTACAG AAA 

AAATTAGAATTGTCTGCATTGTAGGATAATCAGTCCTGTCTATATATTGAATTTAACGTTTGTGTTTAAT 

TTTATCACGGCCTGGTGTTGTGATGCTTCTGGTAGTGGCCAGAGAAGCCTCAAATTGCTTGTTGTGGATT 

TCAGAAGTCCTAGACAGTGACTTTTCTTGATGGTGGGACTCTGGCTCATCCATTAATTGATTACACAAAA 

CTATTTGCAATAGGTTATTTGACTTTTCAGTTTTTACTCAAATTTAAACTTTTTTGCGTGTAAATACTTG 

TAT T TACC AAAGATTTAAAGCAGTTGATTAAT TAACCCAAACACTGTGAAC TATC TTTAAAACAC TAGAG 

AAAAAGAAAAGTTGGTATCTCAATAACATCAGCTATGTAAATGGAGTTCTGTAAAATAGAAACCGTCTAC 
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ATTGGTATTTGCAAAATCTGTGAAGAGCTTTAGGATTCTAGTGGACAGATACTGAATGTTCAGGCACATT 
TAAATTATTAATGTATAAATTGTGTTTTTATCTCCAAGCTATGTACAAAGA 

>GBEQ2751 | RC | Acc j BM780979 j Ver | BM780979 . 1 GI : 19129211 | MLN1_2_D01 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 37 : Stop : 425 

GCCAATGGCAGCGAGGTGCGTGCGTCCTGCTTGTGTACAGTTGTTTTCAGTGCTTCTAAGAACGAGTCTA 

AAT GGT T C T T G AAAAT T G GC C AGG AT C AAAT GC G AT T GC AGAC AAAGC C AAT AAAAAT T T T G GAC AT C T T 

T T GGGGATAACAAGT TTAGAAGAGAAGTGCAATCCATACAAGCAAACAACCAAGAT T T TGGAAAAG AT GT 

ACATAGTGGTGTGTTTGGTGCATGGTGTTTTGAGGAGGGCTTCTGTCAAAAAAGGAGGTGTAACCTTTCC 

CCCACAGACCTGAGAGCTGTGCCTTTTCATATGCTAATATTACAGAGCGTTACATCGGAACCCAGATGGC 

TGTATTCACGTGTAGGTTTGGGCTGTAATCTAAACAATT 

>GBEQ2752 | RC | Acc | BM780896 I Ver | BM780896. 1 GI : 19129128 | MLN1_1_F0 8 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 29 : Stop; 456 

AAGGAAAAGTAAAGACAGACTGTNNGGATCAGTATTGCAGTTCTGTAGTGTCATTTCTTATAAAAACGAA 

T AAT T T GAT C ACC AAAAT T GGT AT G TN T AAAGCC T AAC AC CAT T C T AAT AAAG G C AC AAAT T T C T T T T T A 

AGACTTGT.TTCAAGCTCTTTAATCTCTTTATAAGTTAACTAATAAATCTATTTTCTTCAAACTTCTGCAA 

TAGTTCTTTAAAATCACAACAGTTGGTTAGCAAGCTGACTTTTTTATGTGCTCTAAACAAATAATTGTGA 

ACTTTTAATATGTTGAGTGCTTTCATTTTGATAACTGGATCTCCAATTGATATTTTCATTTGTATAACTC 

ATTTGCAGTCTGGAAATTTTTTTAGTGCCAGTCCCTGACATATCATGGAAAGTTAATTTTCTTTGCATTT 

TAAAATAT 

>GBEQ2753 | RC | Acc | BM7 80889 | Ver | BM780889 . 1 GI : 19129121 | MLN1_1_G11 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 11 : Stop : 359 

CAGGAGAAACTGATCTCTGAAAATTATGTGTGATTATGAAAGATGTAGTTGAGTAAGAGGAGGTGAGGAA 

TTGGGAGGGTAGTGAGCTCTCACCCTAACTCAATAAGAAGCATGATCTCAGTAGACCAATAATTCGCCTT 

TTTAT ACATCT GTAAATAAATGGAATGT T T T TAAG AAT AAAAT TAT GT CAGAT T TAGCT TT T TCT T T TAT 

ATATTAAATATATATCTTTCCTTTTCTGCTTTTGAAAAAATGACTATTTTTTTTAGAAACCTAAGAACAG 

AAAAAGT T T GGCGAGT.GGAAGGCAGAATGTATAAACT TGAAATAAAT CAGT TATAATAAAGCAAAAAAA 

>GBEQ2754 | RC | Acc | BM780535 | Ver | BM780535 . 1 GI : 191287 67 | APL1_4_H04 . gl A005 Liver (APL1) 
Equus caballus cDNA, mRNA sequence .: Start : 32 : Stop: 569 

GAGATTTTACTCATTTTTAATTTTTGACGTACTGACTAAAAGCGGTGGGTTAACATGATTCGCATGAGTC 
AACAATGACATTTTGGGTTTTTCTAAGAACAAAACATTAATTACAATATCCACATGTGCCACGGTAATGG 
TGTGTGCTTCTTGCCAGTGGCGCTGGGTTGGCAGCCACTGGCCCAAGGGGGTTAAGGGGAGAAAGAGGCC 
ATCCCAGCCACCAGAGGGCAGCATAGAAACTGAGCTTCCAAGGGCCAGAGGCCAGGACTGAGTTGGTGAG 
ACTCTGGGCCTTGGGGCTCACCAATACTCTTCTTCAGACCTCAACTACTCCTTTCTTCCTTTCCTAGCTG 
TCCAGAACAGCCCTAAGGGTTGCCATCGGGACAAGAGGACCCAGATTGTCTACAGTGATGACGTCTACAA 
GGAGAACCTTGTGGATGGCTTCTAGGGAATGGAGCTGGATTCCGTGTGCCTCATCTGCCCCAACGCTGGT 
CTCAGTAAAACACTGAGGTGGAAGCTCACACATCTCCCTCAGCCTCTG 

>GBEQ2755 | RC | Acc | BM780415 ! Ver | BM7 80415 . 1 GI : 19128 647 ]APL1_2_C04 . gl A005 Liver (APL1) 
Equus caballus cDNA, mRNA sequence Start : 68 : Stop : 576 

AGAAAAGCAATTTATTCCATTATAAGCACTTACACAGTTAGTCATGAAGAGTAACAGGCCTGCTGGTGAA 
ACAGGTCACCCAAAATAGAGATGGTATCAAACTAGTGGTCAAGGACTAACTCCTAAAAAAAAAAAAGCAA 
CTCTTATCCAGGATTAATTTAATTTTAAAAACAAATACAAACTATTGATTCACTCTTCTCAACTTAACTG 
GACAGTCTACCTGTGGTACAACTGTCAGGTAAAAACATACATCTTTACAACTTGGTGGTCCCAAGTTTTT 
TT TAAAAAAAACCATT TCACAGAAAGGAAAGAAATAATAT GAAAACAGCTCAAGAAATACACTAACAAGC 
AAAAAT AT ATGGGGAAAGAGGAACACGTAGT TTT GACTTAAT T GGAGAAACTGAGAGGTCTACATAGGAA 
AATGTGCATCCTGGAAAGTCAGGTGTGAAGATTTTAGAGTAGGAATTTGTATGACTTGAATCTCCCCTAT 
T T CCTGAAT AAAAACAACA 

>GBEQ2756 | RC | Acc | BM735505 [ Ver | BM735505 . 1 GI : 19056838 | MONOl_19_D01 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 52 : Stop : 658 
AGCTGTACCTTGGGTCTAACAATATTTGCATTTCAGAAAGGCCTGTTGATGTTCTACAGACGGTCAAGTT 
ATTAGACCTTTCCTCTAATCAATTAATTGATGAAAATCAGCTGTTTCTAATAGCATATTTGCCCAGGGTG 
CAAGACGTCACTGTTTCCTTCCTTGCAGTACCTTGTAGTAAATGACAATCAGATTTCACAATGGTCATTT 
ATCAACGAGCTGGATAAGTTGCAGAGTCTGGACACTTTGTCCTGCGTGAGAAACCCCCTGACTGCAGGAA 
GCAAGGACTCGCAGACCACCCGTCAGTTCATCATCGCCAGAATCGGCCAGTTGAAGACGGGGAACTCAAA 
AC AC AAC AAC CAT T TAT AC T C AAAAAC C AGC T AC T AAC AC T G AAG AT AAG AT AT CC T GAT C AAC T T GAC C 
AGAAAGTCCTAGAGAAACAACTGCCAGACTCCATGACAATCCAGAAGGTGAAAGGATTGCTGTCGCGTCT 
TCTCAAAGTTCCTGTGTCACAGCTTCTCTTGTCCTATGAAAGTCCCAAAATGCCGGGCAGAGAGATTGAA 
CTAGAANATGACCAACAGTCATTGCAGTTTTATTCTGTGGAAAATGG 



1024 



WO 2005/067649 



PCT/US2005/000517 



>GBEQ2757 | RC | Acc | BM73528 9 | Ver I BM73528 9 . 1 GI : 19056622 | MON01JL8 JF09 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 64 9 
ACAGGCTCGAGCAGATCAGAAAGGATACACCAGTGGAGCCCTGCTCACCGGCGACCTCAAGAAGATCCTC 
ATCGAGGTTCTGCAGCCCTTGGTCGCCGAGCACCAGGCCCGGCGCCAGGAGGTCACGGACGAGGTCGTGA 
AGGAGTTCATGAGTCCCCGGAAGCTGTTCTATGACTTTCAGTAACACTCGTTTTATGGCCACATACCCCA 
GCTTAATTGCTTCGCCACGCCCCTTAGGCTCTGCCCCAGGGTGATTGCTGGCCTGCGGTCTGCAGGCCGT 
GTGCATGTCAGTACTGCCTCTTCTGTGAACGTCATCCTTTCTGTCGCTTGTGAGCACAGCCCTGTGGGGG 
GATGGTGCCAGATGACGTCGTGTGGTCAGACAGACTGGTCCAGCTGGAGTCTCTCCCCCAGAGCAGCCCA 
GGGATGTGGCGCCCTCGGCCAGGTGTCCATCGGCCAGCCTGTTCTAGTCCCCAGCCCCACTTCCATTTGA 
AAGCATCCGACAGT.TCCAAATATACTCTCAAAACCTGCTCCCTAAAAGCCTATGTGGTCTGTGCCTGTCA 
TCAAACTAGAAAGTGCTTCGAAAAGTTAATGTGGGGGTGCCAACGAGCACAAGATGTATCTCAGCCCGTG 
CTCCAAAAAATAAACCACA 

>GBEQ2758 | RC | Acc i BM735023 | Ver | BM735023 . 1 GI : 19056356 | MONOl_23_H05 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence Start : 2 : Stop : 672 
CCCCTCGAGCAGATCGAAGGATTACACCAGTGGAGCCCTGCTCACCGGCGACCTCAAGAAGATCCTCATC 
GAGGTTCTGCAGCCCTTGGTCGCCGAGCACCAGGCCCGGCGCCAGGAGGTCACGGACGAGGTCGTGAAGG 
AGTTCATGAGTCCCCGGAAGCTGTTCTATGACTTTCAGTAACACTCGTTTTATGGCCACATACCCCAGCT 
TAATTGCTTCGCCACGCCCCTTAGGCTCTGCCCCAGGGTGATTGCTGGCCTGCGGTCTGCAGGCCGTGTG 
TGCATGTCAGTACTGCCTCTTCTGTGAACGTCATGCTTTCTGTCGCTTGTGAGCACAGCCCTGTGGGGGG 
ATGGTGCCAGATGACGTCGTGTGGTCAGACAGACTGQTCCAGCTGGAGTCTCTCCCCCAGAGCAGCCCAG 
GGATGTGGCGCCCTCGGCCAGGTGTCCATCGGCCAGCCTGTTCTAGTCCCCAGCCCCACTTCCATTTGAA 
AGCATCCGACAGTTCCAAATATACTCTCAAAACCTGCTCCCTAAAAGCCTATGTGGTCTGTGCCTGTCAT 
CANACTAGAAAGTGCTTCGAAAAGTTAATGTGGGGGTGCCAACGAGCACAAGATGTATCTCAGCCCGTGC 
TCCAAAAAATAAACCACATTGCCAACTGAAAAAAAAAAAAA 

>GBEQ2759 j RC | Acc 1 BM734560 | Ver I BM734560 . 1 GI : 19055893 | MONOl_10_B09 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 23 : Stop : 640 
GCAGTGAAATCCAGACAAAAT GAACCAT T TTAAAGTGTACAATT CAGT GACAT TT AGAACAT T CACCATG 
TTACACAGCCATCACCTCTATCTAGTTCCAAAACGTTGCCTCACCCCAAAGGAGACCTTGTCCCCACTAA 
GCAGTCTCTCCCCAAACCCCTCTCACCCCAGTCCCCGGCAGCCTAGTGGTTTACCTGGTGGATTTACCTA 
TTCTGGACATTTCATATAAAGGGCATCATACAATATGTGACCTTTTGTGTCTGACTTCTTTCACTGAGCA 
TAATGTTTTCAAGGTTCATCCCGTTGTGGCATGTGTCAGTTAATTCCTTCTTATGAATGGATGATATTCC 
GTTTTATGGACACAGCACACTTGGTTTACCCACTCATCTGCTGACGACGTCTGGGTTGTTTGCACCTTTG 
GGCCGCTGTGCCTCGTGCTGTGAGCGTGCGTACACAACTACTCATTCACCTGTAACCCGCCCTCTAGTGG 
ATCCTCCACGTCTCTCATGGGGAGCTAGGCTAATCTGTGGTACTAAGGACACTCCAGCTGATACTGCAGA 
GGGACTTACCAAAAATAATTTGTGCCTTTTTGTGTTCATTTCTTGTGTGATAGAGCCA 

>GBEQ27 60 | RC | Acc | BI9614 38 | Ver | BI9614 38 ,1 GI : 16319 641 j MON01_5JE09 . gl_A0Q5 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 4 8 : Stop : 562 
ATGTATAGTACGATTACAGCTACATAGAAGCCACCACTCAGGGGCCTGGCGTTGCTGGATTATGGGTCAT 
TTCTGCATAGACTCCACCCTGGAT TACT CTCCTGAACTTTCCAAAGTGTCTACAAAGCACACCTT GAT TT 
TTTAAAATGAAAAATGCTTTTTTTAAAGCAAACACAAACGCTCATGTCTCTCTTCCAGGTGCCGCCATGA 
AGATCAAATGCAGTGACCTCAAGAAGGCTCCTTGGAAAGCAATGCGCAGGACAGAGGGCCAGAGACTGGA 
GGCCCCTGGCAGGTGAGGCCCTTTTCTGGACTAGGGGAGACTGACCCCCTCCTTGCCCACCTCTCCCCAG 
ACCTCTGCTCCTGGTTCTTCCCCAAGGAACTTCCCTTCTGTTATTTGCTGGATGACAATGATGCCAAGTC 
TCTGCCCACTCTGGGCCTCAGTTTCCTCATCTGTAAAATGAGGGGAGTGAGGATTCTCTGAAGTTCCTTC 
CAGTCCTTCTCCTCTGAGGGCCACA 

>GBEQ27 61 [Acc |.CD536744 | Ver | CD5367 44 .1 GI : 31579159 | LeukoN6_6_F0 6 . bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_6_F06_A028 3 f , mRNA 
sequence . : Start : 1 : Stop : 622 

CATCAAACAGGCATGTAACGTGAGCTTGCTTTCCAAAGGCCAGCAGTCCTGCTGAGAGCCACTGTGGCTC 
CCACAGCTGAACCCCGCAGAGGGAAGAGGCTGGGGGAAAGGAGGAGGGCAAGTGCGTGCGCGTGCGGGAG 
AACTCTGACATACTCTGTGCTAGCTAGATGGGCGTGGCAGCTTCCGGACGCAGGACCACAAACCCCGGGG 
CCTGAGCCCCCTCAGCTCTGTCACCAGCTCAGTGCACTGCTCTCTGCTGCCTTGTCTGGAAACTGCCCCA 
GGTCTCTCACGTCTACCTCGTGGCGCTGAGCAGCCCTGGTCTGGACCAGCGAGCAAAGGGGCTGCCCCAG 
GCCGGCTGTTTTTACAAATCTCTCAAATGTATTATTTTGATGACAAAAATGAAGGAGCTTTGTAAATTTT 
TTAAAAATTATGAATCATATCAAGTAGTTGTTTACATCTCTTGACAAAATAGGAATTATGGCAGCAGAAT 
CAAATTGGCAAAATCCTTAGATTAAATAGGCAATAATTAGTCTGCTGTTCTGGCCTTTGTAGTAAGACAA 
GTGGTTGTAGTGTTTAGTTATGTGTTGGTCTTGCTTCTTGTATTGCATTTTTCAATAAACTT 
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>GBEQ27 62 | Acc | CD536656 | Ver | CD536656 . 1 GI : 31579071 1 LeukoN6_5_H04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__5_H04_A028 3 1 , mRNA 
sequence . : Start: 1 : Stop: 660 

CGGCACTACCCGGACATCTTTGAGGAGTGCGGGTGAGCGGCTCCCGCAGGCCGGGTTGGAGGCTGACCTT 
GGCCCTGAGGACTGACTGGGTCAGGGATTTGGGAAGCAAAATTCACCCTTTGGGCTTCCCTCAAGGACCC 
CTCAAGTATTCAAACTTGTAAAAAGAAAAGTGCCTGTAAAGATTCAAATAGATTAAACTTGACACCCCTG 
TCCCCAGTCTTTCTAAAAAAATGAAGAGAGTAAGATGCTGGACTTTTCTCAAGTGTTATCTCAGTAACAG 
GTGCAACCAACATCTTTCTGTTGTGTCAGACAAAAAAAAATCCCACTGTTGCTTATCTACATCAGAGGTA 
ACTGCTGAGGGTAACTAAGGCTTGGGGAGGGGGCTCCAGATGGAGGGCATGGACAAGCCCCGGATAACTG 
ATGCCAGCAGGAGGCCCAGGAAGTGAAGTGGGTGGAAAGAGTGGAAAGCACTGGGCACAGATCTAGTCTC 
TGCAACTTGCCCCAAGGCACCGCTGGTAAGTCACATGTCCTCCCTGAGCCTCAGCTCCCTCATCTTTAAA 
ATGAGGAGCAATAATATCTACCT CAAAGGGT TAT AGT GAAGACTGACAT T T TAACAAAATAATATGTAT G 
ACATAGTAAATGTGCAATAAACATTTGTTG 

>GBEQ27 63 I Acc 1 CD536388 | Ver 1 CD536388 .1 GI : 31578803 | LeukoN6_7_E07 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6__7_E07_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 52 9 

GATAAACAACTAT GTACT GGGGCT T TGAGGAGAAAAAAAAAACAGGAAGGT T GGCAACAGAT GTT AGC TC 
AGGGCCAATT T T CCT TACCAAAAAGAGAGAGAGAGAGAAAAAAAAGAAACGAT TAACAGACCT AAAGGGA 
GAAATTGAAAGCAACACCATATAGTAGGGGACCTTAACACCCCTGTTATGTCAATGCATAGATCATCCAG 
ACAAAACGTCAACAGGAAGCAGAGTCCTTAAATGAAACACTAGACCAGGTGGACTTAATAGATATATCTA 
GAACATTCCATCCAAAAACAGCAGAATACACAT T CT T CTC AAGT GCACAT GGAACATTC TC AAAGATAGA 
TCATGTGTTGGGAAATAAAGAAAGTCTCAATACATTTAATAAGATTGAAATCATATCAGACATCTTTTCT 
GACCACAAT GCTATGAAACTAGAAAT CAAT TAT G AGAATAAAGC TAGGGAAGT C ACAAATACT TGGAGGC 
TAAACAACATGCTAT T GAACAACT AT T AGATCAATGAAG 

>GBEQ27 64 I Acc | CD536095 | Ver | CD536095 .1 GI : 31578510 | LeukoN6_J3_A10 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_3_A1 0_A0 2 8 3 1 , mRNA 
sequence . : Start : 1 : Stop : 67 8 

TTTGGGGACTACAGGGCGCAGATGGAAAGCGAGTGGCGCGAGGCGCTGCGGGCCCTCAGGACTGCAGCCC 
ACTCAQCCCAGGTGCAGCCCGTGGGTGCTGCCGCCAGAAAGAAGAATGGAAGGGTCTGCAGGCCTCGCCT 
AGCAAGGGGAGTCAAGGCACCCCTGGACACTCCTGATGAAGAGTTTAGGTTCAATTTCTTTTAGTCTTTC 
CCCCATCCTGGAACAGTCTCCCTCCCTGGGTGGCATAGGGGTTTATCTTGAGTGCAGAGCCGTTCCAGGG 
ATGCTCTTTTGGACACACGTGGGGTTGGTCTGTCCCTGGCTGGTCAGTGAATCTGGTGCCATTGCTGTTG 
GGCAGATGTGACACTACCTTGTTGGGTACTGTCAGACAAGCACAAGACCCCATTTGTAGGTTTTCAAATG 
AAATGTCCTTCTTGCCAGAAGTGGGAGGTCCGTTTAGAAAAGCTTCAACAAAAACTGAAGCGAGTGTTCA 
TCAAGTTGTAGAAAGAATATTTTACTCAGCCTCCAGTATTAGGTGTAGTAGCTGTTGGTAATGAGGATTA 
GTGGGAAAGCTGCATAGTTGTGCACTGGTGCTCACTTATAGAAGAATGTCTGGTCATGTGGTGTAGTGCT 
GTCGTTATGTCACATTGCCCCAATAAAACTTTTTATAAAAGTGAATGA 

>GBEQ2765 | Acc | CD535980 1 Ver | CD535980 . 1 GI : 31578395 | LeukoN 6_2_H 04 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_H 0 4_A0 2 8 3 f , mRNA 
sequence .: Start : 1 : Stop : 621 

AAGGGGGACGAGGGGAGGAGAGTCTCATTTCCAGGGTCAGGGACTCGGCAGCAGTTTTCCTAAAGTGACT 
CAGACACACCACAGTGACAACTCTTGCTGGAGTTTTATTTCTGTTTCCCTTGAGAATGAAAGACTTCCTC 
CAAGCCACGTGAGGTTTTTGCCCCCCACCCACCCACCCAGCAGGACCTGCATTTGTAAGCTGAGGGCCCA 
CAGAGCCTGGCTGCAGGGGACCTGCCCGGCATCTCGGCCCCCTCCCCAGGCCCCCCACCGTGGGTTCCGC 
AGGGCAGCTGGGGGGGAGGGGACAACAGTCACCCTGGGAAGTGGAGCCAGAGCTATGGCCTGACCAACAC 
CAAGGCCCTCAGCCCCAGGCCGGCTGTTTTTACAAATCTCTCAAATGTATTATTTTGATGACAAAAATGA 
AGGAGC T T T GTAAATT T T T TAAAAAT TATGAATCATATCAAGTAGT TGT TTACAT CTCT TGACAAAATAG 
GAATTATGGCAGCAGAATCAAATTGGCAAAATCCTTAGATTAAATAGGCAATAATTAGTCTGCTGTTCTG 
GCCTTTGTAGTAAGACAAGTGGTTGTAGTGTTTAGTTATGTGTTGGTCTTGCTTCTTGTAT 

>GBEQ27 66 | Acc | CD535972 | Ver | CD535 972 .1 GI : 31578387 1 LeukoN 6_2_A0 8 ,bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_A0 8_A0 2 8 3 f , mRNA 
sequence . : Start : 1 : Stop : 637 

ATTGTATAT AATAAAT T TAAGAGAT ACATGGAT GAGCAGT ACGCACAACATGTGAAAAT TATCT T TAGGA 
AGGACCTCAAATGTTTGAAGAGAGGATTCCTTGTGTTTTCCTTTGTTTTTTGTTTTAGCATTTCAGGTAT 
GCTAACTGCAAATGCAAAAGCAAAGGCTTGAAAATCCTTCTTCCAATATGGTAAAGTAATCTAGCAAGCC 
AGCACTCCCACAATTATGTCATCTGTAAATCAGGGCAGTTTTGTTTCTTCCTGTTTAATCTGTATGCCTT 
TGATTGCCTTATTGCACTGGCTTGAACTTCTAGCACTATGTTGTATAAGAGTGATGAGAGCTGGCATATT 
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GCCTTTTTTCCCAAAATTAGGAGGAAAGCATTTAGTCTTTCACCCCTAAGTATAATGTTAGCTATAGACT 
TTGAGTAGATGTTCTTTATCAAATTAAAGAAGTTCCCTTCTATTCCTGGTTTGATCATAACTTTATCGTG 
GATAGGAGTTGAATTTTGTCAAATGCTGTTTTCTGCATTGATTGATATGATCATGATCCTGTAACTTTCC 
TTATCCTGTTAATATAATTATGTTGCTTAATTTTTAAATATTAAACCAACCTTGTTATCTCTGGAATAAA 
CTTCACT 

>GBEQ27 67 | Acc | CD535682 1 Ver 1 CD535682 . 1 GI : 31578097 | LeukoN5_7__E0 8 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_E08__A027 3 ■ , mRNA 
sequence . : Start : 1 : Stop ; 612 

CGCCACAGAAAGAAAAATAAAGTAGCCAATTCTAAAAGCAGCCATCTTTCTGCAGGATCATGCGGAATTA 

C T GAG T GAG G G G AAAAG AAAC AG AG AAC T T AAAAT G G AT AAAG T AAG AG AT G T T C AAAAT GTCCCTGTTT 

TGTCTTGAAATTTTAGTCCAATCTGGATAAATAGGATTTTCCAGCTCAGATATGAGAAGTTGTAGCTCTG. 

ATACCTAGCGGTAGCCTCCTTAGTCTGCTGATTGCGTTGTTTTGATTTGCTTTTCTGGGAAAGCATTTTT 

GCTAAAAGCTGTACAGACTTCCTCCTTCGTACCTAGCAGTACTTTATAATAGTATAGCTTTGTGCCATGC 

AGCATTTGAAGACTCAGTTTTTAAAATTAACCTGTTACTGACTTTATTGTGTTAATTCCTGTTTCAACAG 

CTGTTTCCCTTAATTCAGGATACAACTTCTTGTGTACAACTTTACTTCACACACCATTTTTGTGGGTGTG 

TATATATC TGAC T TGGT GAGAAT TGGGAACAAAAAAACACAGCTT T T T AATT TGT TT AAAACAGACCTTC 

TGCCTGTTACATTTTGTGCTCTTAACCAATTAAAGAAGCCAATGACATTTTT 

>GBEQ2768 | Acc | CD535670 1 Ver | CD535670 . 1 ' GI : 31578085 | LeukoN5_7__H05 . bl_A02 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__7_H05__A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 662 

TGTCCACTTACAGATAGTTGCTGTTTTACTCTGATGCTTTTTGCTTTTGCAAATATGTCTTATCTTCAGA 
GACATTCATGGAAAAGACTCTGACACTTACTCTGGATTACAGTTTTCTGATAAACTTTCAGATTGTAAAA 
CTGAACTGGGTAAGAAAT TACAGAAATCTAAAGGAGAAACT GATTACC TCATAAAAC T GC TAACAG AAGA 
T T AAGAT CAAGAACAGATTATAT AGGACT GAAT GAAC TGAGGGTGATAATT T T TGTGACT T TTATT TGAA 
ATATTGTTGATTTTTTGATGTTTTGCTTTGTTTTCTCAGGTTCAAGAAAATATTTTTCTCTTTTCTCTTA 
TGCTAGCTATGACT TATAGCAAT T TAGTGAAAT TGAGT GAAG TTATACCT T T GT G AGG AAAACT GAGACA 
TTTATCTTTTTCTCCCTACCTGATCCCTCGAGAGTTTGGAAACTCTTTGTGAGTATGGTTGTTTCATGGC 
AATATAGTTATTTGCATAAGTTGAATAAGAATCTGTTCTCCTTATAACAGGACATTGGTTATCTTGCCAA 
GC T T TGACTGGAATGTCATAT TTGAGAGAAACATACAGACTCGGATATGGC AAT ACT GCGT T TGAGGAAT 
AAGGTTGACTTTCTGGAAATAAAGCCACTTGG 

>GBEQ2769 I Acc 1 CD535647 J Ver | CD535647 . 1 GI : 31578062 | LeukoN5_7_H0 9 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_7_H09_A027 3', mRNA 
sequence. : Start: l:Stop: 548 

GCATGCTAACTAGTTACGCGACCCCCGAGCGGTCGGCGTCCCCCTAAAATTAAATTTCTACAGCGTCTTT 

NTAGCCTCCCACCTCCCCAGCACCGCAACTTAGGAAAACCAGCCGCCGTGCACGACACACACACAACCCT 

TGGCTCCAGGGCCGGGCCGGGCCGGCTCACCCCCCGGGGCACGTCACACTACAGGGACCTAGGGACACCA 

CACGCGGGCAGTGTAACCGGGACACAAGGGGACCCACGGCGGCTCCCACACCCGGTCACACGCTACACAG 

CTCTCGAGGACCTGTCCCAGACACCAGGCAGGGGAGACCCCCGCCCGAGACACCAGGACTCCCGGCAGGT 

GCCCACCACAGGTACCCCCACACGGACAGGCACACTGCAGGGACACGCTTGCACACTCGGGGGGCCCCCC 

GCCTGCACCCCGGAATGGGGGGGTGGGACTGAGCATCCCGCCCTCACCCAGCCGAGGGACCCTCCTGGAG . 

CGGCCTTTTGCCACCACCTAATCCGGACTTTTAAAATAAAAAGTGGAATTTCAGTTTC 

>GBEQ2770 | Acc | CD535459 | Ver I CD535459 . 1 GI : 31577874 j LeukoN5_4_G08 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G08_A027 3', mRNA 
sequence. -.Start: 1: Stop: 622 

CTCAATGTATTTGTACTCTGGCAATGTCCAACAGGACCTCCAAAACCCTAGAGATTAAAACATGGCCCAA 
ATCATATGACCCAGCAAATCCACTCTTGGGTCTATACCCAAGAGAAATGAAAATAAATGTCTACACAAAA 
CT TGT ACACAAAT GTTCAT AGCAGCATTATTCATAC TAGCCAAAAAGTGAGAATGAC ACACATGT T CATC 
AACT GATGAATGGAT AAACAAAATGTGATAG ATCCATACAAT GGTAT AT T AT TC AAAACGGAAT GGAATA 
CTGAAACATGCTACAACATGGATGAAGCTTGAAACTATTGAAACCACTATGCTAAGTGAAGGAAGCCAGT 
CACAAAGGACCACATATTATAATAACCTATTTATATGCAATGTCCGGAATAGGCGAATCTATAGATACAG 
AAAGTAAATTAATGGTTACCGAGGGCTAGAGTGGGTTGGGGTCTTCAGTCGGCTCTCACTGGCAGCTCTG 
GCTTTAATGTTCTGTCTGCAGAGTGCAGGCGGTTTTGCAAGGAACAGGGGGCCTGACTCCCCTTCCTTAA 
CTTGTGCCTTCGTGCACTCCTGCTGAAAGATGTTAATCTGAATAAATGTTGATCTTCAGGGT 

>GBEQ2771 | Acc | CD535441 1 Ver | CD535441 . 1 GI : 315778561 LeukoN5_4_F05 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4__F05_A027 3', mRNA 
sequence . : Start : 1 : Stop : 602 

CCGGAAAAGGGATCCTGAAAGGAGGGCCAAATCTCCTACACCAGATGCTTCTGAGAGAATTGGGCTTGAA 
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GTGGATAGACGTGCAAGCAGATCCAGCCAATCTTCTAAGGAAGAAGTGAACTCTGAAGAATATGGCTCTG 
ACCGTGAGACTGGCAGCAGTGGTTCTTCTGATGGGCAAGGCAACAACACGGAGAATGAGGAGGAAGGGGT 
GGAAGATGTGGAGGAAGATGAAGAGGTAGAGGAAGATGCAGAGGAAGATGAAGAGGTGGATGAAGATGGA 
GAGGAGGAGGAGGAGGTAGTAGAGGAAGAGGAGGAGGAGGAAGAAGAGGAAGAGGAGGAGGAAGAAGAAG 
AATATGAACAGGATGAGAGAGACCAGAAGGAAGAGGGAAATGAT TAT GACAC TCGAAGT GAGGCTAGCGA 
CTCTGATTCTGAGTCTGTGTCCTTCACAGATGGGTCTGTCAGATCTGGTTCAGGCACAGATGGATCAGGT 
ATTACTTTTTATATGTGAAAGTTTGTCTTTTAAAAAAAAAATTGACCAAGTTGGTTTTATTCTTGAATGA 
TG T T TAAAT TAAATGATAAAACTT TCGAGAAGAT GAGGATAT 

>GBEQ2772 | Acc | CD535082 ) Ver | CD535082 .1 GI : 31577497 | LeukoN5_3__A04 . bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5 3 A04 A027 3 T , mRNA 

sequence. : Start : 1: Stop: 502 ~ 

AAATGGTAAAGGGGAAACACTTCATTATCTTCAATGTATTATATCCTTATACTAAAAATATATATTACAC 

AATATATTTTTACTAATAGAGGGAGGCTTTGATAAGGTTTTGGTGTGTTATCACAGTGTAAAAATTCTAT 

ACTTGGTTATTTTCCTGTAAATAAAATTTTTGTGTACAGTCACAAGTCGCTTAGTGATGGGAACAGGTTC 

TGAGAAATGTGTTGTTAGGTGATTTCATCATTGTGCAAATGTCATAGAGTGCACTCACACAAACCTTGAT 

GGTATAGCCTACTACACATCTAGGCTGTATGGCACTAATCTAATGAGATCACCATTTTATATGCAGTCTG 

TCATTGAAGGAAACATCATTATGTGGCACATGACCGTATATTTGATTGAATTTGAATAAATACTTTGCTT 

AACGGAGTTGATCTGAGTATTTTGAAATGACACCTCTATCAGGCTAAATTTTCATTTGTCTTTTTATAGT 
AAATC AGT TAGC 

>GBEQ2773 | Acc | CD528771 1 Ver | CD528771 . 1 GI : 31567393 | LeukoN3_7_A0 8 . b2_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3 7 A08 A025 3 1 , mRNA 
sequence. : Start: l:Stop: 638 — 

CTGCATGCTTAAGCAAAGAGCGTCCCGTGAAACTGATTGCAGACATCAGTTTCCCTCAGCCTTCATGAGT 

GCCTTGAGTTACAGCCAACACCACCGTCTTAACTCAGTTTGTTTAAAAACAAACTTTTCTGGTGATTGGT 

AAGGCACAAGCAAGTCCCACCGACAGTGAGATGGGGTGTTGGGTGCTGGAAGTAAGGCTCTGCCCTTTGC 

CTTGATGCGTCTGTTGGCAGATGAGAATAAACTCCACCTGCCCAGTTCAGGGTCTGGATGAATTGGTTGC 

TAATGATGTTTCCACTAGAGTGAGTGCTTCCAGCATTCTGATTGGCTGAGCAGGAGGAGGCTGTAGTTGG 

GAGAACCTCAGCATCCTGAGCATCTTGTCAAGAACCTCACTTACCCACGTCGCCTCTACAGCCCTCCAGG 

GGACGAAATGTTGAGAATGTCCTAATTATTCTCCAACAAATAGAAAGAAGTCTCTCCAATGGGGCGGTGC 

TTGAGGGCTTAGGTTTTGGAGTCTGAATACATCACATTCCTATGCAAAACATTTTTAATCTCCAGTTTAA 

TGTAGTTTATTTTTGCTATATGTAAAGTATTTTTATACGGCTTGTATCCTGATAGTTTAGCAATAAAACC 
ATGAAAGC 

>GBEQ2774 | Acc j CD528752 | Ver | CD528752 .1 GI : 31567374 | LeukoN3_7__H03 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3 7 HO 3 A025 3', mRNA 
sequence. : St art: l:St op: 67 8 "" 

TTTTAGGGCAGTGAATCTACTCTGTATGATATAACTCTGTAATGGTAGATACATGTCATTATACGTGTGT 

CCAAATCCATAGAATGCACAGCACCAAGAGT GAACCC T AAT GT TAAC TATGGGCT T TAGGTGATAATGAT 

GTGTCAATGTAGGTTCATTGATTGTAACAAATGTACCACTCTGGTGGAGAATGTTGATAACGGGGGAGGC 

TATGCATGCTGAGGGCAGGGGGATATGGAAAATCTTTTTACCTTCTGCTCAATTTTGCTGTGAACCTAAA 

ACTGTTCTTAAATAAAGTGCATTAAAAAAAGAAAGCGAAAAAACAGCTATTGTGATCCCAAATGTATAAA 

GTAA2U^TTTATGAAAAAAAAATGTAGGTCATCTGAAAATGCACAAATGTGCTGAGAAAAGTTTTCAACA" 

ATAGTATTTCAAATAAGTTTTATGTACATTTCAATGATTAATGGGGTAAGAACCTAGCATTTTGGAGGTG 

GTGTATCTGTACATGTGTGTGTGTTTGTATATGCATGTACGTTATTGTACTATGAGAATTATATTGAATG 

GCATTATGACCAGTGATGAAGAAGTATACAAGTGCTGCCCTACTCAGACTCCTTCCCCATGAAGCACTAA 

GG AAAG AAAAT T T AAT AAT T GT T GAAT T T TAT T AAAG TAT T CAT T TAT 

>GBEQ2775 ) Acc | CD528 633 | Ver | CD528 633 .1 GI : 31567255 j LeukoN3_3_G05 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3 3 G05 A025 3 1 , mRNA 
sequence. : Start : 1 : Stop: 653 ~ 

TGAAGAAGAAATATGAGGAACGAATAAAAAATATAAGGCAAGAAGCTGAGAGTAATATATTCCAAGATGT 
TTTAAATGGGATTATGAAGATGCTTTCAAAAATATGGCATATGTTTTGGAAGTAATGTAAATTTCATTTT 
TTTCTTAATCTGCTATGATTTGTAATGTGGTGGATTATGTTTTCCAAAGATGGTTTCTACAGTGTCTCTT 
ATCCTACTTATTCTTCTGCTATCTGACCTTGTTACTCCTTTCATTGAGTTAACGGATCTGTGCCCCTTAC 
CCTGAAATTGGATGGACTTTGTGACTGCTTTGATAAATAGAGGATAGTTGAAGCAACACCATGTGACTGC 
TCAGGTTCAAGAGGGAATTGACTCATTGCTCTCTTGTCATGCTTGCCTTTGGAACTTGGCCACCATGTTG 
TGAGGGAGCCCAAGTTGCCCATGGGAAGGCCCACATACAAGGATTTCAAGTCATGGGCCCACTTCCCTGG 
ATGATCTTTCATCTGCCAGCCTCGCAAGTGAGGTAACACAGAAGTGGACTGTCCAGCTGCCAACTGAGCC 
ACCTCTGATGAAGATGCAAAGAGCAAAGATGAGCCACTCACACTGAGTCCTGCCCAAATTGCAGATTCAT 
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G AG AAAAAT AAAG GAT T C T T GC T 

>GBEQ2776 j Acc | CD528570 | Ver | CD528570 . 1 GI : 31567192 | LeukoN3_3_JUl .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__3_Hll_A025 3', mRNA 
sequence . : Start : 1 : Stop : 69 9 

GAAGGAGGACTGGAAGACACTGGGGACCCAGTACAGAGAGCTGGAGAGCCAACTCCATGCCCTTCAGTCC 
AAACTGCAGGGAGCAGACAGTAGAGACTTACAGATGAACCAGGCTCTGCGACTTTTGGAGAATGAGCACC 
AGGAACTGCAGGCCAAGATTGAATGCCTGCAGGGGGACAGAGACCTGTGCAGCTCAGACACCCAACACCT 
ACAAGATCAGGCTCTGCCTGTGTGGAGTCCAAAACCCTCCAGTAACGAAGCGGAGCCTGAGGGTACAGGG 
AAGGAGAAAGACTGGGATTCCAGAGACGAGCTGCAAAAGAAGACTTTGCAGCTCCAGGCCAAGGAAAAGG 
AGTGCAGAGAACTGCATTCGGAGTTAGACAACCTCAGTGACGAGTACCTCTCCTGCCTGCGTAAGCTGCA 
GCACTGTCGAGAAGAACTGAACCAGAGCCAGCAGCAGCCTCGAAGAAGGCAATGCAGCCAATGGCTCCCC 
ATGCTGATGATGATGATTGCTATAGCACTGGCAGTGTTCCTGGCCAACAAGGACAGCATCATGATCTAAA 
TAAT T GT GACAGC TGCC AT GGGTGAAAACGG AAGCAAGAAACCCAAT AAAAAACTCAT AAGGT T T GGGT A 
CTTTAAAGTGTGGATCTTCCCAACTCGACTGACATTTCAGACTTTATTTTTTTTACCCTACTGCAAAAT 

>GBEQ2777 1 Acc | CD528302 | Ver | CD528302 .1 GI : 31566924 | LeukoN3_l_E04 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3__1_E 0 4_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop: 509 

AGGGAATGTGTTTTAAAAATGAATTTGCAAAACCAACCAACCCTGCACTCCAAAAAGACAAAAGACCCTG 
GGTTTTTTGTGCCAAAAACTGTGGACTTGCTGGCTCAGCATCCTCAGGACCAAGCTGTTGCTTAATTTTA 
ATTTATTATTTTTTTTAATTAAATAATCCAAATGAAAACTTGTGGGCCTAGGATGGCCTGGGTCCAAAGG 
TTCTGAAGGGCAGTCTCCTAGCAGCCCCAGGCTTGCTGTGGGAAGGGCCGTGCCGCCATTTGCTCATCAT 
TCCATGGGGTATGTCGGCCACGGCCAACCCAACACAGGCCAGGTTTGAGGACAGTCCGCTTTCCACCACC 
TCCTGCCGCTCCCGACCACGCCAGCTCTGTGTCTGTGTCTGAATTGTGGATCGTGCAGAAGAACCTGCAG 
CCATAGTTATTTGACTATATCTTGACCGAGGGCTTGCAGTGCAAAGCCAGGCCAGTGTCGTGCATTACTT 

AC AAT AAAAGG GAT CAT T T 

>GBEQ2778 (Acc \ CDS 2 8 12 9 | Ver | CD528129 . 1 GI : 31566751 | LeukoN3_4_G06 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_G0 6_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 94 

TAT T AG AGT T CAAAACAAGT T TT CACGGAG AAACCCT T TTGGGTT T AGT TTT AAAGGT AACCAAGTTT GT 
TT T TGAGCAT T TGT CAGT TAT T C T TACAT T TCAGACCAGTCAGAATGCAAGCCCAGTGCACT T GAAGACT 
TTGCAGACTAAATGGCTCACTCCCAAACCCGAGTATCCGTTCTCATTCTGGAAGTGAGAATTTTAGGTAG 
AAACTGGTCCCTCCTTGCAGTCCTGTGCTCTGAGCACAAGGCGCTGGGGGCCTCGGCCCGCGCACGCACC 
GAGGACTAGCTGCCCACGCAGCTGTGGCGGACCCGGAAACTTCTTAGCAATCAAATGGATAGAGTGTTTG 
CTTTCTATTTTAAATAGGAAATTGTTTTCTAAAACTAAAATACTTGAATTGTCAGACAATGTAATCTCAC 
TT TGT AT T GGTT T TGGGATGAT CCCAT GGAGGAAGTGTAAAAAT CCAT GAAATGTGAATAAAT GGAAAGT 
AACC 

>GBEQ2779 I Acc | CD472299 | Ver j CD472299 . 1 GI ; 31393567 | LeukoS6_5_E12 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_E 1 2__A0 2 8 3 f , mRNA 
sequence .: Start : 1 : Stop : 4 64 

ATTTGATATCCAGCTGTACCTCTTTATAGCTCTGTACAAACAACAGAAACTAGGTTGTACACACGTGGAC 
ACTAATGTTAAGGATT TCTAGAT TGGCTACCATAATATAATGTAGTAGATGTAAGT AACTAGCAT T TAAG 
GTT TT TTTGAT GT T AAGCAATCTT AACACAGGCAT CT AAT T TGCCTT TT CATGAAT TGGTGAAAACAGGT 
TTTCCAGATATATTTTAGAAGAATATGCTCCTACAGGTTGCCAGAGGCTGGAGGGAGGGAGAAATGGGGA 
GT T TAAT GTT TAATGGGCAT AGT T TCAGTT TT ACAAGATGAAAAGAAT TATGGAGATAGGTGGCGGT GAT 
GGTTGCATAATATTATGAATGAATGTATTTAATACTACTGAACTGTACACTAAAAGATGATTAAAAGGGC 
AAGATT TATGT GTAT T TCACCACAATAAAAT TGGAGGAAAAAAG 

>GBEQ2780 | Acc I CD471234 | Ver | CD471234 .1 GI : 31392502 | LeukoS5_l_A07 -bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_A07_A027 3', mRNA 
sequence. : Start; 1 : Stop: 57 9 

AAACCAGTTACACCCAGTCATCCTACTTTCATCACCTCTCCGTCACTGAAGGAAAGGATTCACTGTGTGG 
CTTATGTCTTAGATATCAACTCTATCAGCAATCTCTCCTCTAACATGGTGGCCAAACTCGAACAAGTTCA 
CAAAGAAGTGTTAAACTGCGGTATAGCACACGTAGCCTTGCTTACTAAAGTGAATAATTACGATGAAGTT 
CTTCAAGACGACCTTTTAAACATGAGTAAATCTATGACTTCTAAAACCCAGGTAATGAATATCCAAAGAA 
TGCTAAACATTCCTATTTCTAATATCTTGATGGTTGAAAATTATGCTTCAGAGTTGACGCTGAACCCTTT 
AAAGGACGT TCTGATCCTCTCTGTGCT GAAGCAGATGT T ACGGGCTGCAGATGACTTCT T ACAAGAT T TG 
CCCTGAGAAAACAGAATGGAAGACTGAGAGAGAATGAAATGCTAGAGAGAAGAAATGGAAATAAAGGAGA 
AGATGTTTCACTTAT CTCT GGATGAAAATATGAAT T TAAGT TAAT TAAAAAGAGCTAATATT CCT TAAGA 
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ACTTATACTTTATTCTGTG 

>GBEQ2781 | Acc | CD471214 ) Ver 1 CD471214 . 1 GI : 313924 82 I LeukoS5_l_A12 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_A12_A027 3', mRNA 
sequence. : Start : 1 : Stop: 405 

TCACACATGTGCACACATGGTAGCCAGAGGCGCCCTCTGCTTCCTCTGGCCTTGTAGCACTCCCTTTCCG 
GGGGTTATTAGTTTGGAGATTTCTTAATTAGATTTTAACCTCCTGGAGGGCAGGGGCCGTCTTATTTGTA 
TTCCTCATCACACCTTACGGCAGAGATTAAGGGATTTAGGGACTCAGAGAATCACAGCTCTGCACAACGG 
GGCCTGAGGAGATGAGAGAGCAGGTGGGTGTGAGATGGATCAGCAGGACTGGTTTCGGGCCCCTCAGTCA 
GGGCCCTCAGCCTTCCCCAGGCTGCTCCTCTCCTCACTGTCACTTCCAACCAGAAGAACTGTGAAGCCAG 
CCAAGGCTTTTCCCAGGGCCAGCCTCAGGGTATCTAATAAAGTCTGAACTTCCTA 

>GBEQ2782 j Acc j CD471191 1 Ver | CD471191 .1 GI : 31392459 I LeukoS5_l__B12 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_Bl2_A027 3', mRNA 
sequence. : Start : l:Stop: 593 

TCAAAACCAGTTGTCCCTGTGATAGGCTTAACCTGCAGGCGCTTCGCCCTGCTGAAATGTCCCTGGGCTA 
GTGCTGCTGTTCTCAGGATGGAGGCAAGGAAAGTGGGTTCCAAAAAACTGAAAAAAATACGTGGAAACTA 
TCTGGTCTTGAAAAGAACCCGGAACCTTAAATATTTCATAAAAATATACTTGGCTACAACACACTTAACA 
TTATTGCCTTTAGTTTTACAGGCATTGAAATTGCATTAAGAAAATACTTTAACTGGTTCTGTAATTTAAT 
AATTTGCCTTTTTGGGTAAATATTAGCATCAGTTGTGTTTGCCTTACCTACTTT.GCAAGGCTTTTGGTAA 
CCTTTTCCTTCAATTTTAACTCATCAAGATGATGCTATCTGAATTAGTGAAGTGACAGCTTCCAAGCTGA 
CGAATTAGCTGTTGACAGCTGAAGTGTGTTGTACAAGATTGCTGTAACTTGATATGTATTTTTGTTGAAT 
GAGGTTTTTGTAAAAAAAAAATTATTTACAATGTTATTTTAATGATTCCTTGTAAATGCTGTGAATCTAT 
ATTTGTTGTTTTGTATCTGTATATTAAAATTAA 

>GBEQ2783 | Acc | CD471180 | Ver | CD471180 . 1 GI : 313924.4 8 | LeukoS5_l_A02 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__l_A02_A027 3', mRNA 
sequence . : Start : 1 : Stop : 638 

CTGCGGGAGCCCAAATCGGAAGTGAATTCGGATTGTTTGCTGGATGGATTGGATGCTTCGGTATATGATT 
TGGATTTTCCTGCCTTAAGAAAAAACAAAAATATTGACAACTTTTTAAGCAGATATAAAGCCACAATAAA 
TAAAATTAGAGATCTGCGAATGAAAGCTGAAGATTATGAAGTAGTGAAGGTGATTGGTAGAGGTGCATTT 
GGAGAAGT TCAATTGGT AGGT TAT TTTAAT G AGAT T AAAAACCAGT AACT TT T T AAAAT TAAAAAAT CCA 
CTTGTATGTTTAACATATATTATTTGGGAAAGTATTGTTTTCATAAAATTGTTGCTTTAAATTGCTCTAC 
ACATTTCTGCCTAAAGATATGAAAGCCTAATGTCAGGTTCAGCAGTGGTGTGAAATATTTTCCCCAAGCA 
TT CAT GGGTAGAGAAG AGGTT T CAAGCATCAG AAGAGAAATCT CT ACTCTT AAT ACT AGACTATCTAAAA 
TCCTATGGAAAAGTAAGTTTTATAAATGGGAAGCAACGTACATAGCAGGGTGGAAGAGAAGGATTGTCCC 
ATGGGGAATAAAGATTTTTTCTAACATTACTTGTGTCTGGTAATTAAAATCTTGACATTATCCAATTGGG 
AT AAT C AG 

>GBEQ27 84 | Acc | CD47088 6 | Ver | CD47088 6 . 1 GI : 31392154 1 LeukoS5_3_Ell .bl_A027 . Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__3_Ell_A027 3', mRNA 
sequence. : Start : 1 : Stop: 654 

TTAAAACAAAACTATTTAGAATGTAGTTTTACTATATTCCTAACATTTCAAAATTTATTCGTTGCTTACA 
AATTGATGTGGCTCTGTAGTTTATAAATGTCTGTGTGCTGTATTACTTAGAAGACCATAGAACATGACAG 
CAAGTTGGCTAATGTTATTGGAGTTTTATTGCAGTTGCTATTGTGGAAGAAATTATTTGTTATGTTAATA 
AAAAAGT TGGCGAAACATGGCT T TATACATCAGT ATCAAGATGTGCAAGAT AAAT T T GCT T T CAGATTAT 
AAATGCATTGTTTACTTCCGGCACTTAGCGTTGTGGCAACAGGAGTTGGTCACCCTTTACCACTCTGAAA 
ACATAACAGAGTCCAAATGATGATTCTTTCTTGTTTTGAATGTTTTTAGTTTGGGACCTCAATTGGTTGG 
• CAT TTTATC ATCGTC AT AAT T T T AAAT AAT TCAG ATT T T T AAAAT AGCCT ACACAAT T TT TAAGCATGAT 
TTGATATCTAATACTAAGGTTTTTTTTAAATCTTTTGAGAGAAATGTGAGGAATTGTAAAGTTTGGGGCT 
TTACCTCCCTAGCATTGTTAAAATAAACTTTTATTAAGCTGATGTGAAAGGATCCCCTCCTTTGTGGAAT 
TAAATCTGTGCTAGAGCACTTTAT 

>GBEQ2785 ) Acc | CD470751 1 Ver J CD470751 . 1 GI : 313 92019 I LeukoS5_2_F03 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2_F03_A027 3 1 , mRNA 
sequence. : Start:!: Stop: 593 

GATAGACATATAGACTAGTGGGAGAGAAGAGAGCCCGGAAACAGACTCTCCTATACAAATAAAATCAAAA 
AATGATTTTTGACAAGGGTGCCATAACCATTCAAAATGGGGAAAGGGTAGGCTTTTCAACAAATGGTGAT 
GGGAAAATGGGATATCCACGTGCAAATGAATTAAGTTGGACCTTTAGCTTATACCACATACAAAATTTAA 
CTCAAAATGGATCAAAGACCTACAATAGGAGCTAAAACTACAAAACTCAAAAGGAAATATAGGAAAAAAG 
CT T TAT GACTGGAT T TAGCAATGAT TT CCTGGAAGTAACACTAAAAGCACAGCTAACAACAAAAAAAAAA 
TAAAGTGGACCCCATGAAAATCAGTAACTTTTGTGCACCAAAGGAAACTATCAGTAGAGTGTAAAGGCAA 
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CCCACAGAATGGGAGAAAAT AC T TGCAAATCAGAAGAGGT TAAC AT CCAGAAT ATATAAAGAAC T CC T AA 
AACTCAACAACAAAACAAACAACCCAATTAAAAAACAGGCAAAGCACCAGAGTAAACATTCTCCAATGAG 
ATACCACTTCACAACCATTAGGATGGCCATGGC 

>GBEQ278 6 | Acc | CD470737 | Ver | CD470737 .1 GI : 31392005 | LeukoS5_2_E07 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_2__E07_A027 3\ mRNA 
sequence . : Start : 1 : Stop : 614 

ACCAAAAAAGAATATGGAAT TT CAAATGAACACAAACAGAAAGGCAAAGT TAAAAGAAAAT TAAAGAACC 
AGAACAAAAATAAAGAAAACCAAGAACTGAAGCAAGAAAAAGAAGGGAAAGAAAATACCAGAGTAACAAA 
CTTGGCGGTTAATACCACACTAGACTGTTCAGAAAAGACCAGAGAGGAGGGGAATTTTAGGAAATCTTTT 
AGCCCAAAAGATGATTCTTCATTACATTTATTTCATATTTCCACTGGTAAATCTCCCAAACATTCTTGTG 
GACTAAGTGAAAAGCAGTCCTCACCACTGAAACAAGAACATACTAAAACATGTTTATCACCAGGAAGTTC ■ 
T GAAACATCAT T ACAACCT GATCTT GTT CGGTACGATAATACAGAAT CT GAAT T C T T GCCAGAAAGT T CA 
AGTGTAAAATC T T GTAAGCAT AAGGAAAAAAGCAAACAT CAGAAAGAT T TCC ACT T AG AAT T TGGTGAAA 
AGT CAAATGCCAAAATAAAGGAT GAAGATCATAG TCCAACATTT GAAAATT CAGAT T GCACACT GAAAAA 
AATGGATAAAGAGGGTAAAACATTAAAAAAGCATAAATGAAACATAAAGAGAGG 

>GBEQ2787 | Acc | CD470227 | Ver | CD470227 .1 GI : 313914 95 | LeukoS4_3_B01 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4__3_B0'l_A026 3 f , mRNA 
sequence . : Start : 1 : Stop : 5 62 

ATTTTGATGAGTTGCCAGGTTCTGGACCCGTGGGCAGGGCATGTTAGGTAATCCGGATTTCCCTGGGAAC 
CAGGATATGTGGCTTTCGTTTCTGTTTTTCATCTTCTATCTGGAAACTCTGGGCTTTGTGTCAGCCTAAG 
GGAGTGTTTACAGAAGGTTAGTCGTGAATGGGGAGTGGGGCACCGGGGTCAGGGGCCCATTGAGCCCAGA 
CTGAGAGGCAATGATTCTCCTCAAGAGGAACAGAATTCCTGCCTGGCCCGCCCGCATCCCTGCAGCCTCC 
AGAGTGGTCCCCGGGCCGTCTGAGGCTCGCCCCTCTGCTGTCCACCCAGCTTCACTGGTGCGGCTGCCAT 
AGTGCCCCGAGAGGACAGATCAGGAGGGAGCCTGAGTCTCCGCGGGCTCCCTGGGTCCTGGGGGAGGGTC 
TGCGTCCTGCCCGTTTGTCTCTCCCAGTGTCTACTAACGACCCACATTTGCTAGTGTAAATAATAGTAAA 
TTATTGAGAATCCTAATTCTTTTACACAGCCTGTTTTTTAATCTATTTTAATTAAATAAAATATATTTCT 
CT 

>GBEQ2788 | Acc | CD4 6945 6 | Ver } CD4 69456 . 1 GI : 31390724 | LeukoS2_4_F10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_F10_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 550 

GATTTTAAGTGTTGATTTCTGGACCCCTGGATTCCACTTCCTTTCTCCGCCCCCACTAGGGGCTAGAAAA 
ATCTTTTGAGGTTTTTATATAATCTTGTCAAATTGTTTCCACTGCAAATGTGAAAAATGGGCTAGGGAGA 
GGGGGTGGTGCCCTTGATTGTTTTACCTGTTGACTCGTTCTTGATCCCCTTCTTGGGCTCCTTGGCCTTT 
CTTTGTTTGTTGTCCTTGGTCTCTTCCCTTTGACCTGGGGGAAGGACTATGGCCAAAAGGGGGNTGTTCC 
CCCCATCTGCTTGCACCCCAGCCCCTGTCCCTCAGGGATGAGGTGGCAGAGAGAAGCTCTCGCCTTCTAT 
CTGACTGATTATCCAGGGCTCCAGCCTTCCTCCTCTCCCTGCCCCACTGCCTGCCTGCCATCCCAGTTCT 
CCAGCCCAATCCTGGCTTCTCGACCCCCTGTGGGGTCATCACTCCACTTTGACAATGACAGCAGAATACC 
AGGGCCTGCCTCCCAAGTGGATTTCAGTATGATAATTAAAAGAGAAAAATCGCAACGACC 

>GBEQ278 9 ] Acc I CD4 68882 | Ver | CD4 68882 .1 GI : 31390150 | LeukoS3_8_E08 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_E08_A025 3», mRNA 
sequence . : Start : 1 : St op : 7 4 2 

AGGGTATTTTTCATTCATAGTAAGTTNATATGACTGACACAGAATGTGGATTTTTCCCCCTTTGGAGTAT 
TTTTATAATGTAGGTGGATAGCTATGCCACAGCATGCATAAATTGCACATTTTGTTTGACTTTCTTTATA 
AAATATTTAATTTGAAAAATATAATTTATGCCAAAAAAGGTATACCTTGTAATTTTGCCACTAAATAGGT 
TGATTTAGCACAAAATGCAAAGTCTTAGGGCAGAGGGGGGGAGATAAAAAGTTTTCATAGAGAATAGTTG 
AAAAATGTTCCATTACTGGTCTGTCAGAAACCCTAAAGCTGCATTGTAAAAAAATGGTGTAAATTAGTTT 
TGAAAAGTGGTAAGGGATTGTGAAAAAAAATCTCAGACTTAATGCTCCCTAACCACATTATTTTCTTCTT 
TTTTTATTTAGTAATACGCTGCTACAGATTTGGAGGTTCTGGTGTTTGTAGGTCACTGAACAGACATTGA 
AAT CTGAT T TATAT TGTATAAC TGTAACATAGAAAGAAAAAGTAT T TAT AT AT T T TCCGTAAGAAT AT T T 
CATTGAGTTGTGTATAATTTAAATAAGATTTGTCCCCAAATGGTTTTGCTCACCCTGATTTTTGTGTGTG 
TGTGGTTTTCTTGTTTTTGTATAATGTGTACAGTTTATGTCAAGGGCATTAAAAAGCCTCCTGAAGTATA 
ATCTTATCAAAGGGATACATTGTTAATAAAATGTACTTAAAA 

>GBEQ2790 I Acc | CD4 68878 | Ver I CD4 68 878 . 1 GI : 3139014 6 | LeukoS3_8_H06 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_H0 6__A025 3', mRNA 
sequence. : Start: 1 : Stop: 701 

AGAATAAAGTGGGAAGAATGAAGTAACGAAGACTGT GTGGTACT GGTAGAGGAATAGACATAT GTT TT TA 
AGAATTTACAAAGATGTGAAAGCAATTCAATGGAGAAAGGATAGGCTTTTCATCATGTGGTGCTGGAGCA 
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AT GG AG CAT C C AC AG G AG AAAAAT AAAG C T C AAT C T AAAT C AC AC AG T T T AC AC AG AAAT T AAC C AAAG T 
AGATCACGAACT TAAT T GT AAAATGTAACACT ATACAATT T TAGGAAAAACATAGGAGAAAATCTT CAAG 
TCCTAGGGCTGGGTGTTCTTTGACTTGATACTGAAAGCAAGATCCGTTGAAGTAAAAATTGATAAAATGG 
ACCTCATCAAAGTTATAAATCTTTACTCTATAAAAGAAGTTTACTTTAAAAACCTTGGCTCTATCCTGTG 
GAAAGGATAAAATGACAAGC T ACAGACT AGGAGAAAAT AT T T GCCAACCACATAT CTGAAAAAGGAC T TG 
TATTTAGAATACATAAAATAAAACTCCCAAACCCAACTCTAAAAAAAGAAAAAATCCTATTAGAAAGTTG 
GCAAAAGACAT GAACTGAAAT TTCACT GAAGAAGATGTAC AGAT GGCAGATAAGTATGTGGAAGATGTTC 
AACATCAT T TGCCGT TAGGAAAT GCAAAT TAAAACACACTGAGATAGCC CTAGACATGTATC AGT ACAGC 
T 

>GBEQ2791 | Acc ) CD4 68782 | Ver | CD4 687 82 . 1 GI : 31390050 | LeukoS3J7JH09 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_H09_A025 3', mRNA 
sequence. : Start : 1 :Stop: 772 

AAAT GATGTTATGAAAACCAAAT TT GAAGATT T T TACAT G TCAAAGAGAAGAGGGT TAAAAT T TAAAAAT 
GCTTCTTGGGAGAGAAATTNGTCTATGTTTCTAGTGCCTTTCTTGTCTTGATTGTATGGTCAGTAGGCAA 
TCTT AAATGT T T T TAT T TAAAAT AAAGTAT TC CAT GAAAATAT AACT GTAT GTATACAC TACT AAAT T TT 
G CAT T T AT AGC T AAAT T AAAT C AG AAG AC T GC T TAT G G T T T T T AAAT T GC T C T G AAT T AAAG AAT GAG AG 
TTAATTAGAAAGTCAGAGCCTGTTCCCATATTGTGAGCAGGTGGCAATGACATGTACCACTTAAATTATT 
T TAT CTATT TGGTAGT TCGAT T T TAT CTATACAATGAAAACAGCCATGAAGACT T T T T TT T TTAAAAGAG 
AGTTTTGAAAATGATCACTTAACTAAAACTTGAAAGCTATAAATTAGTTATCCATACTCTCATGACAATT 
TTGTTGGTGAACAACAAAAAGAGATCTATTTCTTTAAAATATATTTGTGCAGAAACTGCATGTAATTCTA 
AGTTTTACTCCTAACATAAGTATGTTTGGGGAAGTATTCTATTCTATACTTGCCAATGTGGAGAACAAAA 
T AGT T T TT TAAGAAT GAAGAAGTATATATATCCAT TCT GT AT T T TACGTGCAGCAGAAT TATCT T CT GTA 
GGGTTTTTTTGT GTAT T C AC AAGGT GAT AT T T G TAT T G T AC AAC AAT AAT GG T G AAGGAAAT AAAAAGGC 
TT 

>GBEQ2792 | Acc | CD4 68568 | Ver | CD4685 68 . 1 GI : 31389836 |-LeukoS3_4__B01 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4__B01_A025 3\ mRNA 
sequence. : Start :1: Stop: 578 

TGAATGGATAAACAAAATGTGTGTGCTTACAATGGAATAGTATTCACCCTTAAAAAGGACGAAAGTCCTG 
TCACTTGCTACAACGTGGATGAATCTTGAGAACACGCTGAGTGAGATAAGCCAGTCACAAAGCACAAATA 
CTGTATGAATCCACTTAGATGAGGTACCTGGAGTAGTCAAATTCCTAGAGACAAAAGTGGAATGGGGGCA 
CCAGGGGCTGGAGGGAGGGGCATGGGGAATTAGGGTTTAATGGGGACAGGTTTCCATTGGGAATATTGAG 
AAAGTTCTGGAGATGGATAGTGGTGATGGATGCACAACAGTGTGAGTGTACTTAATGCCACCGAACTGTA 
CACTTAAAAATGGTTAAGATGGCGAATTTGTTATATATGTATAAACAGTAAAGAAATGGCCCATAACCCT 
GGCATCCAGTTAACCCCACTAACACATGCATTTGTCATACATATGTGTTATATAGACGTACATGGTGGGA 
AAAAATCAAGGAAAGAAAGGTGTAAAATTAAAAATACATGTATTTCCCAATCTCTACTGAATCCCAGTGT 
TTCTCTGCAAAATAAATG 

>GBEQ27 93 | Acc | CD4 684 41 | Ver | CD468441 . 1 GI : 313897 09 | LeukoS3_3_C04 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_C04__A025 3", mRNA 
sequence. : Start : 1 : Stop : 584 

GATAAGAACAGACTGCCTGTAAAACCCTCCCCTCCTCTAGGGAAATTGAGGTCTACATACACTGTTACGA 
TATAAATTAATACAATCTTTATGGTGGCAATTTAGCAATATCTATTAAAACAAAAAACAATTGTTCCTTT 
ATGTCAGTTCCTTGAAGGATTTCTAAGAATGTATCCTATAGAAACACAAGTTTGCAAAGGTTTGTGTAAA 
AAGGTGTTCATCCCAGCATTGTTTATAATCATGAAAAATAAACAGCTCAAGTATCCACAAAATAAGGATT 
GAT TCAATAAATTATAGTACCT TAATGCAATAGAATAT TACACAGCCAC TAAAAAGAATGAGGTAGT TAT 
ATATTTACTGGTATGAAGAGAATTATATTAATATATTGGTTTATACACTAAAATAAAAGTCTAAAGGAAT 
CCATACCAGTACATTGGCATAGTAACAGTGGCTTGGGTCTGGGAGGTAAGATTATAGGGAGCATTTGGTT 
TCTATGTTGTACATTTCTATGATGTTGGGCGTGCCTAGAATGAATCTGTATTCTTTTGCAAGTAGATAAA 
AC AAT AAAGAT AAT T T T AAAGC C T 

>GBEQ27 94 1 Acc | CD4 68431 1 Ver | CD4 68431. 1 GI : 31389699 | LeukoS 3_3 J30 1 . b 1_A0 2 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_D01_A025 3', mRNA 
sequence .: Start : 1 : Stop: 38 6 

TCCCCCAACTTTTTAGAGGGACAAGTGGCGTTCAGCCCCCCGAGATTGAGCAATAGCAGGTTTGTGATGC 
CCTTAGATGTCCGGGGCTGCACGCGCGCTACACTGACTGGCTCAGGGTGTGCCTACCCTACGCCGGCAGG 
CGCGGGTAACCCGTTGAACCCCATTCGTGATGGGGATCGGGGATTGCAATTATTCCCCATGAACGAGGAA 
TGAATCGfcTCCTTGACCATTTTAGCACTTTTGACGCTTTGAAACTTGTTTGAAAGGTGGTTATGCCTCTG 
TCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGAACATGACTGGCATGTGTTTCAGCTTCCCC 
CAGGGCCAAGCACATGGCCTGTTTTACAATAAACCC 
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>GBEQ27 95 | Acc | CD4 68273 | Ver | CD4 68273 . 1 GI : 3138 9541 ) LeukoS3_2_B02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_B02_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 552 

AT C C AG AC AAC GGAAC AT TAT T C AG C G T T AAAAAG AAAT G AGC T AGC AGGC AAT G AGAAG AC AT GC AGG A 
ACCTTAAATGCACGTTACTAAGTGAAAGAAGCCAGTCTGAAAAGGCTACATACTGTGTGATTCCAAACAG 
AGGACATTCTGGAAAAAGGCAAACTCTGGAGACAGTAAAAAGATGAGTGGTTGCCAGTGTGGGTGGGGAG 
GTCAACAGGTAGAACACAGAGGATTTTTAGGGCAGTGAAACTACTCTGTCTGATACTGTATTCATGGATG 
CATGT T CT TATACAT T T GTCCACACCCATAGAATATAGAGTACCAAGAAT GAACC CTAATGT AAAC TATG 
GACTTTGGGTAACTATGATGTATTCACATAGGTTCATCAATCGTAATAAGTGTACCCCTCTGGCAGGGAT 
GTGGACAGTGGGAGAGGCTTGTGTGTATGAGGGCAGTGCGTATATGAGAACTCTGCAAGTTTCTGAAAAA 
TTTTGGTGCGAACCTAAAACTGCTCCAAAAAATAAAATATATTTTTTTAAAAACTCCAGAAT 

>GBEQ27 96 | Acc ) CD4 680951 Ver | CD4 68095.1 GI : 3138 9363 ) LeukoS3_l_E03 - bl__A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leuko S 3_1 JE0 3_A0 2 5 3', mRNA , 
sequence. : Start : 1 : Stop : 54 8 

GTCCACCCGAATCAAGTAAGTTTTTTGGAGGTTAAAGTAATAGAAAATTCTTTAGGGTTTGAGAGAAGAT 
GAAAGCAG T T T TCAACATAT TTGCCAAACCATAT T T T C T TGTGT AT AAT TCACAGAAT T TCCAAGGTT T A 
TCTTATATGCATCAACCGAAGTAATGTTAAATCTGGCCTGCCTAGAGCAAAGGTATCATTTTTACAAATA 
CAGTTATGCCCTAAATAATTATTTCAGCTTCTTGACTTAGTCATTTAAACTATTTATTTTAACTGTATTC 
T TAAAAT GCAAAGATT T TACTAGCTT T TC AAAGT CTCCT GGCCCACATT T T CTCCAGGAGATACATAGTA 
TTAAAGTAGATGAATTTTTAACTACTCACTCTGGATAGAATTATTGAGGATATATGGTCGCGTGACTGTA 
AAGTCAAGTTTTAACTAGCTTTATGACAGGCTACCTCTGCGCTAAGAGAAATATAATGTGAGCCACATAA 
TGT GATTT T AAATT T TCT AGT AGCCACATT AAAAACAT AAAAAGGAT GAAATTAATTT 

>GBEQ2797 | Acc | CD4 67 641 1 Ver | CD4 67 641 . 1 GI : 31388909 ( LeukoSl_6_DQ7 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__6_D07__A023 3 f , mRNA 
sequence. : Start: 1: Stop: 743 

GATTGATAAACGTGGAGTGCTTTTCCATTTATTTAGGTCTTCTTTAACTGCTCTCAGCAATGGTTTTTAG 
TTTTCAGAGTATACATTTTATACTTCTTTTGCTAAATTTATTCCTATTTTGTTACTTTTGATGCTATTGT 
AAATAGAAATGTTTTCTAAATTTTATTTTCAGATTGTTCATTTCTAGTATATAGAAACACAATTGATCCT 
GATTGATTTTTATATTTTGATTTTGTATTCTGCAACATTGCTGAGTTTGTTTATTACTTCTCATAGGTTT 
TCTTAGTGGATTCCTTAAAATTTCTTTACATACAAAATCCTGCCAACTCCAAAGAGAAAAAAATTTTACT 
TCTTCCTTTCTGATCTGGATGTATTTTGTTTCTTTTTCTTGACTAATTGTCCTGGATAGGACCTCCAGTA 
CAATGT TGAATAGGAT TGT TGAGAGCAG AAAT CT T TGTCT AGATCCTGATT TAGGAGGAGCAT TCAGTCT 
TTTGCCATTAAATATGATATTAATTTTGGGTTCATCAAAGAACTCCTTTATCAGCTTCAGGAAGTTCCCT 
TCTATTTATAGTTTGTAGGGTCTTTATTATGAAACAGTGTTGAATTTTAAATTTTGTCAAATGCTTTTTC 
TGCATTTATTGAGATCATCATATGTTTTCCCTTTATTGTATTAGTATGCTATAGTACATTAATTGATTTT 
CATATGTCAAACCAACCTTGCATTCATTAAATAAGTTCCACTG 

>GBEQ2798 | Acc | CD4 67414 | Ver | CD4 67414 .1 GI : 31388682 | LeukoSl_4_C12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_C12_A023 3 1 , mRNA 
sequence. : Start : 1 :Stop: 717 

CAAAACAGAAGGTTCCCACATCCATGAAGCAGCTTTGTCTCTTTTGATCTCTTTTGATCTTGATGCTTCA 
TGT T ATGCT ACGAT T TGT CT AAGGGAGATAAT GAAGCATGATTTTTAAAACCAATACCC TTGATAGAATC 
GTATATATGTCAT TC T TGAAAGGAAAGGCAAC TAAAAT TT T T TGAACAACT ACCAT GT GCTAGGAGCTCT 
ATAAATGTTACTCCTTTAATTACGCAACATCTTGACGAAGTAGGAATTTGATGCTAACGTTCCAGAGAAC 
ATATAGCCAGTAAGTGGCAGGGTCTGAATTTAAGACTCTGAAGCCTGTGTTCTTTGTATTATCTAATGTT 
TCAGTGACTTTTATTCTGTGCTATAAAAGTTACAGTCATTTTAGACTATTAGCCTATAATACTGCAAGAT 
AACATATAAGAAAAAAATTCTTTGGAGTAATGTTTATATCCTCTAACTCCTCACTTGGAATGTAGATGAA 
ACTTGGTAGTAATGAATGCATATGGTTGGGAGAAAGATAGATGAAGTATTTTGTTAATTATTGTTGTCAT 
TCTTTCCTATTTTTGAAATTATTAATCACAACAATACATCAGGGAAATACAGTTTCTCTGTTTATGATAG 
CTACCCCAGGGTAGTTTACCCCTTTATGAGATAAATAATTGTCCATGAAGATTGAAATAAACTTTTTCAT 
ACAATTTCTTTATCTCG 

>GBEQ27 99 ( Acc | CD467 402 1 Ver 1 CD4 67 402 . 1 GI : 31388670 ] LeukoSl_4_C05 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone Leu ko S 1_4 __C 0 5_A0 2 3 3', mRNA 
sequence. : Start : 1 : Stop : 545 

AATGAAACATGATGTGATATCGGGTAAATTATTGATCTTGCCAGTTTCCTCATCTGCAAATTACAGGATT 
AGGCTAAGTCAGTTCTTCCCAACTTTTTTACTATGAGTTACCTCAAACTCTTATAATCTTCCCCCTACCC 
CAGCCCTGTGTTTCAGAAGCTTCTGTTTATTTTTAAAACTCATTGATTAAATAATAATTAATGCATTATT 
CATGTTTTAATATTGTAAAGGCCCATTGGAACTTCTGAAGAGTGGCCCCACTGAACTGAAGTAATTTCAG 
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AT AM TGTAAAGGAAC TCAAAACT T T TAT AT GAGTAAAGT GGAAT T TC TAT TAGAAGCAT TGAAAT T TGA 
AAATAGATCATCAACTTCTATTGCTGGATTTATAGATTCTGGGAGTCTGAGGTCCCTGAATTAGAAGCCA 
CTCATCTCAAAGACCTCTTCCAATTATGAAATACTTAGACATCTACTTTTTGATAGGGGAAGCCTGTATA 
TGCTCACGTGATGAATTTATTTTAATACTAAATAAAATTACATGGTCCAAAAGTG 

>GBEQ2800 | Acc | CD4 66701 1 Ver ) CD4 66701 . 1 GI : 31387 969 I LeukoN2_5_A02 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_5_A02_A024 3 1 , mRNA 
sequence. : Start : 1 : Stop: 585 

AGGCCAGTACTCCCGGGGGTGGGAGGCTCAGAAAGAGTTGGACCACTGGTCTTTCCTACCCCCCAGCCCC 
ACCCGTTTTGAATGTAGAGAGACTGGTTGGTACTTTTCTTTTGCCGTGGGCTGGGGCGAGGACAGTGTTC 
CTCCCCCTGGCACGGCCACTTGGGGCCGAGCCCTTTGGGCGTCCTGAAGATCACCCCTCCTAGAACAGTG 
ATCGATGATCGATGATCGCATTGCCAACTTTCTCCTCCTCTCCGGCTCGGGGGAGGCACTGTGCTGCCAG 
GAGGTAGTTTTACTTTTGCTCTGTAAGTGGCAGCCTGGCCTCCGGGTCCCAGCACGAGAACGCTTCCTTT 
GCACAGAATGGGCATCGAGTTTTGTTCAGACGAAATGAATGTATTTGGGAGGGTTTGGGGCCGAGTTGAT 
TCCAAGCACATGCCTTTTCTGAGTGAGTGTGTGCTGGGGAGAGCTAGTGTGGATGCAGAGCACGGTTTTA 
T T T TTGT ACTGATAT TGGT AAGAGACT GT AT AGCAT CT ATT TATTTAGATGATTTAT CTGGTAAAT GAGG 
C AAAAAAT TAT T AAAAAT AC AT TAA 

>GBEQ2801 | Acc | CD4 66287 | Ver | CD4 66287 .1 GI : 31387555 I LeukoN2__3__El2 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3__E12_A024 3', mRNA 
sequence. : Start : 1 : Stop: 751 

ACCTGTCAATGCCAGAGTTCAGTGTTTAAACAGACAAAATATAAGTATTGGCTAATAGGTGGTTCGTTTG 
CTGAATTCATTTGGTAGGAATAAGCCACCAGCTTTACAGTGTGGCTGCTGGATTTTAAACGTCCTTGGGG 
GCACCCACT TAAGAGT GCT CT T T T T AT T ACCT TCT GGAGATCCCCAGAGTCAGAGGGT GGCCCCT GGAAT 
TTCTCAGCTGAAGAGGATTGGTGGGATTCCCTCAGTGCAATGGCTCCACCTAGTGGTGGGTGAAGTAGAG 
GACTTCAGTCAGATGGTCCCAGAAGAAAGGTTAGAGGGTCGTGGATAGAAAGACGAATCCCTTGGACTCC 
TTACGAAATGGAGTGAGCCCTGGAGAGCACCACCAGCAAAGGCCTCCCAGGAACCTGTTTGCAAAGCCAG 
GTTGGCCACGTGCCCTTTGATTTTAAACCTTATAGGCCCCCACTCATCCTCCTCCAGGAGCTGGGGCAGG 
AGAGCTGACTTGGGACTGCTGGCCCAGCCCCGACAGGGAGCCCCCTTCCCACTGCCCCTCTGCCAAGGCA 
ATACTCCCTTCTTTTGTGTGTATTTTCTATGTTCTTTGCCTCCACCCCCCGCCTGCCACCTTTGTGGGTT 
AGGACCAGGTCCCAGCCACAGTCAGAAAATGACACCATGTACAGTGACACACCTTGACCAGTCACTGATT 
TTCACTGTTGTGAAAGTGATATGATTTAGAATTAAACAAATGTTTTACATA 

>GBEQ2802 1 Acc \ CD4 66235 1 Ver \ CD4 66235 . 1 GI : 31387503 | LeukoN2_3_F03 .bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_F03_A024 3 ! , mRNA 
sequence. .-Start :1: Stop: 524 

TGAGATAGAATAAAATGGTTGTCTTAAGTGGGGTAATTATTTTGTGGTAATAGGTCCCAGAACACAACGT 
GTCACACATCTGAGAATGGTAGGGATCAGCTCCTTATTTCAATGATAAACTGGTAAGTAAATGAAAGAAT 
CTAGCATTTTATTCAGTCTTTCCTGTATAAACTATTTTTCGGGTTATCTAAATTGTTGATGAAGGGAAAT 
TTCTCCTTGTAGAAATATTCCCGCTCATAAATGAAGGAGGAATGAAAAAGAATATCACCATTTTGCAACC 
CCTAACGAAATAAGGGTCTAGGTCTGTCAGGTGTGGGAGCCGCTGGCCACGGGCTCCTGCGTGCTTCGCT 
GTGCCGCTCCTGCGGGGCTGTGCCGTCCAGTGAAATGCACGCCACGTTTTGAGGACTTAGCATGAAGAAG 
CAAGTGTAAAGTTACACATTACTAACTTCCATATTGATTATATGTTGAAATGATAATATTTTGGACATAT 
T GGATT AAAT AAGCGCT AT T AAAAT T ATT T T C AC 

>GBEQ2803 | Acc | CD466094 | Ver | CD4 66094 .1 GI : 31387362 1 LeukoN2_2_H0 3 . b 1_A0 2 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2JH03_A024 3 f , mRNA 
sequence. : Start : 1 : Stop: 672 

AAAAAT TAAACATAGAGT TACCATATGATCAGCAAT T TCCATT CT AGAT GT GT AAGC AAAAGAACT GAAA 
GCAGAGACTCAAACAGATATTNGTCGGAGTTCACAGCAGCATTATTGACAACAGCCGAGAGGTGGAGACA 
ATCTAAACGTCCATC CACAGAT GAATGGAGAAAC AAAAT GCGGCGT GTCCATACAAT GGAAT ATCAT T CA 
CTCCTAAAGAGGAATGAGATTCTGACGTATGCTACAACTGGATGAACCTTGAAAACGTCATGCTAAGTGA 
AACAAGCCAGT CACTTATAT TGTT TGATTCCACTTACACAGGTAACTAGAACAGT TGGAT TCAAAGAGAA 
GAAAGTGAAACAGTGGTTACCAGAGATTGGGGGGAGGAGAAAATGGGGAGTTGTTGTTTAATGGGTACAC 
AATTCAGTTCAGAGTAGTGAGAATGTTCTCGAGCTGGACAGTGGTGATAGTCGCACAACAATGTGAATGT 
ACTTAATGCCACTAAATGATACACTTTCAAATGGTTAAAATGGTAAATTTTATGTTGTATATATATTTTA 
CCACAATTGGAAGCAAAATCCTAGTTCCAAAAAGGTGAACTTTAACCACTGAATCAACCCTGGAACCACC 
T ACCTGT AACT T CT T GT T AAGAGAGACAAT TAAAT GCTTTTT 

>GBEQ2804 | Acc | CD4 65983 I Ver | CD4 65983 . 1 GI : 31387251 1 LeukoN2_l_All .bl__A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_All_A024 3', mRNA 
sequence . : Start : 1 : Stop : 699 
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TAAAAATGAATTTAAAATATGGGTTAAATATAATGTTAGAAAATTTAAGTTTAGCATAAAATAGTTGAAC 
ATATTTTTTTTCTTTAGGATTTTTTACTCTCATCCTCAAATCCCCAAGCGTTAGAATTTCCCTTAAAAGT 
AACTACCATGACTTGTTTTCTTGGCACCTTCATTTACAGAAATAACATATACCATCTGAGGCAAATTCTG 
TTCTTTTTAGTGTGTATGACATCTTTCTAAGTAGCTGATGAGCAATAACAACCACCAATCTGCCTAGGTC 
ACCCTGGTTTACTAGCGGATTGCTGCCCAAGCTGAAAAAGGTAACCCCAGGGAATGCAGAATTTCCCTCA 
ATTTCTTCATGTTGTAACATTGGAAAAACATTATCACTAGCTAGATGATGAATTGGAAAACAGTCTTGTT 
AGAGTGAAAAAAGTCCATGGTGATGGATCATTATTTCAAAAAGAAGAAAAAAATCATGTGAAAAGGAATA 
GTGGTTCCTCTTGATGTATAGTATGCCTGTATTATAGTTTTTACAAAATTGTGAACTTGTGTAATAGTAT 
AATAGGAGAT AT TGT TGAAT TTCTAACTGT TTATACAT T T AAATT CAT AT ATGTAATGTTTGTTTTAT TG 
AT TACAATCTGAATT TC TAAGAAGCAT GT T GACT T T T GCAATAAAGAT GCAATATGGAATGGT TCAC AA 

>GBEQ2805 | Acc | CD4 65968 | Ver | CD4 65968 . 1 GI : 31387236 | LeukoN2_l_D10 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__l__D10_A024 3 f , mRNA 
sequence. : Start : 1 : Stop : 589 

TTTCGGTAGTTGGTGTTGGCGTCTCCGATCTCCGAGAATTCCTGGCCCGCCCCTCCCCCTCCAGTGACAT 
ACTTGTGCAAGCGGTCACGGTTGCGTCATGGGGCGGACGTGGGCGCTTCCTGTGGCCTTGCGGGGGTGTG 
GGGCCTGGGAGGAGGGTCTGGGGTGTGGCCGGCCCTGGGGGATGGGAGGGGGGCGGCCTGAGTCATGCCG 
CTCCCGCCTGCTGCTGGTTCGGCCCCGCGCCCCTGCGCCTGCGGCGGTGGTGGGGGCTGCTGTAATTGCA 
GGCCAAACTTTTTCTCTTCGGTTGCGTTAGACGTGGGAAGACGGTCACAGTCTCCAGCGTGACCGTCCCT 
CGGACACACCGACACGAT CAACC TAGACGT TCCT GGTCT GAATCACAAAT GGAGAGGGGTGGGT GTT AGG 
GCGCTGTCAGGCCGGACCGGGCCCGGTCTCTTGTGAGCCCGGGCCAGTTTGGGGACGGGAGAGCCTTGTC 
AGCGCGTCTGAGGGTCTGTTTACCCGTTTACTCTGGTGGATTCTAACTCCATCTATCTGGTCTTTTGCTA 
GGAACGC C AG AT AG AC AAAT AAAG ACC AT 

>GBEQ2806 | Acc J CD4 65732 | Ver | CD4 65732 .1 GI : 31387000 | LeukoNl_7_F08 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_F08_A023 3 r , mRNA 
sequence . : Start : 1 : Stop : 571 

AACATGGTGGCCAAACTCAAACAAGTTCACAAAGAAGTGTTAAACTGCGGTATAGCACACGTAGCCTTGC 
T T AC T AAAG T G AAT AAT T AC GAT G AAG T T C T T C AAG AC GAC C T T T T AAAC AT GAG T AAAT C TAT GAC T T C 
TAAAACCCAGGTAATGAATATCCAAAGAATGCTAAACATTCCTATTTCTAATATCTTGATGGTTGAAAAT 
TATGCTTCAGAGTTGACGCTGAACCCTTTAAAGGACGTTCTGATCCTCTCTGTGCTGAAGCAGATGTTAC 
GGGCTGCAGATGACTTCTTACAAGATTTGCCCTGAGAAAACAGATCTTCGCACGGTACCTGGCAGGGAGC 
AAGTATACTCGCCATTAGGCATCCCTCCCACGCTCCCCAGAATGATAACATGTGCTTAAAATTTGCCTTC 
TTATAGAATGGAAGACTGAGAGAGAATGAAATGCTAGAGAGAAGAAATGGAAATAAAGGAGAAGATGTTT 
CACTTATCTCTGGATGAAAATATGAATTTAAGTTAATTAAAAAGAGCTAATATTTCTTAAGAACTTATAC 
■ TTTATTCTGTG 

>GBEQ2807 (Acc 1 CD4 65405 | Ver | CD4 65405 . 1 GI : 3138667 3 j LeukoNl__4_All .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_All__A023 3 1 , mRNA 
sequence .: Start : 1 : Stop : 630 

CCTGGAGGGCAGAACAGCTCCAAAATCAACTATGACTCTCTGGGATAGGAGCTGTGATCAGAGAATGTAC 
AAAAGACTATGGAAAATGACTAGGACGGAAAATGTGGTATATACATACAGTGGAATATTATTCAGCCCTA 
AAAAGGAAGGAAAT T CTGACACAT TACAACATAGGTGAACCT TGAAGACT TTATGT TGAGAGAAATAAGC 
CAGTCACAAAGGACAAATATTGTATGAGTCCACTTACATGAGGTACCTAGAGTGGTCAAATTCATAGAGA 
CAGAAAGTAGAATGGTGCTGCCAGGGGCTGAGGGGAGGGGGGACTGCAGAGTTATTGTTTAATGGGTATA 
GAGCTTCAATTTTGCAAAATAAAGGGTTCTATGAATGGATGGTGTTAATGGTTGCAGAACAACGCAAATA 
TATCAATGCCACTGAACCGTACACTTAAAAATGGTTAAGAGGGTAAATTCTATGTTATGTGTATTTTACC 
ATAATTCTAAAAAAATGACTAGGGCTGCTACTGAAGTGGGTGATAGTGGTGCTAGTAAAAGCTGCCCTTG 
GTCACACTTGGTACATTGTAGATGGCTGATAAATAACTGTTGCTTGAATAAATAAATGAGTTGGCCAAGA 

>GBEQ2Q08 j Acc | CD4 65394 | Ver 1 CD4 65394 . 1 GI: 3138 6662 | LeukoNl_4__F07 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4__F07_A023 3', mRNA 
sequence. : Start : 1 : Stop: 600 

CAAACAAAAA.GGACAGGAATTTTTTGAATGAGATACTCCTTGTTTTTTTCCTTTTCAGTGAGGAAGACTG 
TGGCTGAGCTAACATCTGTGCCAATCCTCCTAAATTTTATATGTGGGATGCCTCCACAGCATGGCTGGAT 
GAGTGTGTAAGTCCACACCTGGGATCTGAACCTGCGAACCCTGGGCCATGGAAGCAGAGCACACTAACTT 
AACCACTATGCCACCAGGCTCGCCCCAAGACACTCCTTTTTTTTTATAGTGTTTTACAAAAAGAAACACC 
CAGTTCTACTCTGT AAAAT AAATGACTATT CAATGGGATTAATACTTATACTAACT TAGGACT TAATT TC 
T GGT CAAGCTAAGTACATAATCATGAAATGTTTGAGT T GGAAGCAATCT TATAAGTCAGT TAT AACAGGG 
CAACTACAACCACACGCCAAATGCAGCCTGCTCCGTTTTTATATGGCCTGTGAGCTAAGAATAGTTTTTA 
CATCTTTAAATGGTTGAAAAAGAAT CAAAAGAAGAACAGTTCATCACACATGAAAAGCATATGAAAT TTA 
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AATTTGTGTCCATAAATAAAGTTTTATTGAACCCAAAAAA 

>GBEQ2809 1 Acc | CD4 64722 | Ver | CD4 64722 . 1 GI : 31385990 | LeukoN4_6_Dll . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__6__Dll_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 209 

CAGGTGAGTGGGAAGAAAAGGCCAGAGAGCTAACGTTTCTTGAGCACCTGCTAAGTGACTGGTTTACTGG 
GGCATTTAACTCACTGGAGTATAAACATTTGAGGCTCTGTTGCAACAACCCAGCTCTGCCTCGGGACCCA 
CAGACAATATGTAAATGAATGGGTGTGGCTGTGTTCCATTAAAACTTTATTTATGATCACCGAAATTTC 

>GBEQ2810 | Acc | CD4 64 606 | Ver ICD464606.1 GI : 3138587 4 ] LeukoN4__l_Hll .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_Hll_A026 3 1 , mRNA 
sequence .: Start : 1 : Stop: 4 88 

GAT G G T T C AGAAT GT C G G GAT AC AAG AAGG AAT AGAAAAC T G AT AAC T G T T T T AAAT AAT C T G T AAT T T C 
AATTT TTTTTTGCT GAAATACAT TAT AT TGTATGT T T GAGATAATTC TAGTACAAAGTAT AATAAAACTA 
GATGTATAATAAACCCTT TAAATCAT T GGTAAGTGTACAAGT GGAAC TGAAGCAT T T ACT GGACAAAGTA 
ATGTTACTCTAATGGTTACTTGCTCGTGCGTTGCCACACTGTGTTATAATTTGCTTCATTACCTTGCTAT 
TTGATACATAGTGTGCATTTCTCTGTCACTGTAACGATTGTAATGACAAATTTTCATCTTACTGCACAAC 
CAAAATGGCATTGATAGGAATGAACTCCGAGGCTGGGCCTGAGCAGGGAGGTGGTCCCTCAGGCCTGGTG 
CTCAGTCGTATGACCTGTACCTCTCCACTTTTGCCCTATGTGTTAAATATATGCTATGTCATTAAATG 

>GBEQ2811 | Acc | CD4 64572 | Ver | CD4 64572 . 1 GI : 31385840 | LeukoN4_l_D09 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__l_D09_A02 6 3 1 , mRNA 
sequence .: Start : 1 : Stop : 664 

CTCCCATTATTGCTTCCATATCAAGGCAGCAAGTCCATTAAATAAAGTACAAAACCACTCAGTAGCTCTT 
AT TAAATAAT T TT TCT T CCT T TTAAGAGTATACAAGGTGGGATAT GCCAAGATAACAAAAT AATATGT AT 
GAGTATAAT T TAAACTGTGGAATATCGACT GTAT TCT GAAT GTGTTT GTATAAAATAT CATT TAGATGCC 
ATTTTAAATATTTACATTTTAGCAAGACCTTTAAAAACAACTCATTTCATTTGCAAGTAAAAATTGTTCG 
CCAGGCTTCCTGGCAAATAGTTCTTTCAACTGTGAAGTTATAATGTATATATATATTTGTATATTTATAA 
ATATTATATATATGCATATATCCT T CAT TT TAAAGGT ACATT GTACAGTCCAT AGT TAGTAT GT AT AGTC 
TATAGTCTCTGTTAAATGGTCAAGATGACTGTTTTTATAGAAAGTCAAATCACCAATGTGACAGAGTTTT 
CTGTTTGGTTTGGTTTTTTATTTTTTGAATATTGCATGAGCAACTAATTCCGTATCTTTTGTATTCACTT 
TGCATTTTATTTTTGGTTGAAGGGGGTGCTTTTAGTTTCGTGGCATTTGTATTCATCACTCTTTCAATCA 
TGTAAGTTAAAATAAAAATTATTTTTGGATTACT 

>GBEQ2812 | Acc | CD4 64 4 35 | Ver | CD4 64 435 .1 GI : 313857 03 | LeukoN4_4_AlO .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4_A10_A02 6 3 1 , mRNA 
sequence. : Start: 1: Stop: 312 

CAGGGCAGGTGAAACGGCACAAAGAAATCAAGCAAGTGGAAGGAAAGTGCCATGGGGCCCACCTCCTGGC 
CCGTTCTGACCACCCAGGGGGCCTCCAGCGGGAGATGTGTGCTCTCCTCCTCTGGTCCCACGGATGACCC 
TGGTCTTTACTGTGTAGCCGCAAAAAACATCCGCCCAAAGGGAGAGAGGAGAAGAGAATGCAGAAAATGT 
GGCATTGACATTCCAGTGACGATTTCACTGATATTTAGTGACTATTTGATTTGCTAACATGACTTTCTTT 
AT GTGATT T TATAT TAAAATAAAATGAC T T TT 

>GBEQ2813 | Acc | CD4 643 60 | Ver | CD4 64360 .1 GI : 31385628 | LeukoN4_3_H12 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__3_H12_A02 6 3 1 , mRNA 
sequence .: Start ; 1 : Stop : 631 

AAAATAAAAAATATAAGGCAAGAAGCTGAGAGT AGTGTAT T CCAAGATGTTT TAAATGC GAT T ATGAAGA 
CACTTTCAAAAATATGGCATATGTTTTGGAAGTAATGTAAATTTGATTTTTTTCTTAATCAGCTATGATT 
TGTAATGTGGTGGATTATGTTTTCCAAAGATGGCCATGCCAGTATCTTCTATCCTACTTATTCTTCTACT 
ATCTGACCTTGTTACTCCTTCCATTGAGTTATGGGATCTGTGCCCTTACCCTGAAATTGGACAGACTTTG 
TGACTGCTTTGATAAATAGTGGATAGTTGGAGCAACACCATGTGACTGCTCAGGTTCAAGAGGGAATTGA 
CTCGTTGCTTTCTTGGGGTGCTTGCCTTTGGAATTTGGCCACCATGTTGTGAGGGAGCCCCAGTTGCCCA 
TGGGAAGGCCCACATACAAGGATTTCAAGTCACAGGCCCATTTCCCTGGCTGATCTTTCATCTGCCAGCC 
TCGCAAGTGAGGCAACACAAAAGTAGATTGTCCAGCTGCCAACTGAGCCACCTCTGAGGAAGGTGCAAAG 
AGCAAAGATGAGCCATTCCCACTGAGTCCTGCCCAAATTGCAGATTCATGAGAAAAATAAATGATTCTTG 
C 

>GBEQ2814 | Acc | CD4 64216 | Ver | CD4 64216. 1 GI: 313854 84 | LeukoN4_2_G03 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_G03_A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop : 616 

CATCCATTCCCGTCATACTGATCCCTTCCAAATCTGTAGCCCAGACTTCTCTCATGAGCTCCAGATCTAA 
AATTCTAAGTGCTTACTGCACATCTCTACCTGGATACCCAAAGGCACCTTAATCACTCTGTGTCCTGAAA 
TGAATTCCTCATCTTTCCCCAAACTCTTTCTCTTGCCTTCCCTAACTCACTTAATATCTTTACTATCCAC 
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CCAGTTTCAATGCTAGAAACCTTGCTATACAAATAACTTATATCCAGAATATATAAAGAACTCCTACAAC 
CCAAAAATAAAAAGACAAAAT CTT AT T TT CAAATGGGCAAAAGACT T GAACAGACAC TTCACAAAAGAAG 
ACATACCAACAGCCAATAAGCTCCT GAAAAGAGTTC TCATT T T ACAGCAATT AGAAT AGCTGAAAT T AAG 
ACTGACAACACCAAATGTTGGCAAGGATGTGGAACTCATATATTGCTTGTGGCAGTGTAAAATGGCACAA 
CTGCTTTGGAAAACTGATTGGTAGCGTCTAATAAAATTAAATATACATCTCCCTCTGACCTAGCAATTCC 
ACT C TGAGATATGTAT CCAAGGT GAATGAAT T T AT AT TCCACACAGAAACAT AT AT 

>GBEQ2815 | Acc | BM780992 | Ver j BM780992 . 1 GI : 19129224 j MLN1_2_B08 . gl__A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 15 : Stop : 615 

TTACTCTCATCCTCAAATCCCCAAGCGTTAGAATTTCCGTTAAAAGTAACTACCATGACTTGTTTTCTTG 

GCACCTTCATTTACAGAAATAACATATACCATCTGAGGCAAATTCTGTTCTTTTTAGTGTGTATGACATC 

TTTCTAAGTAGCTGATGAGCAATAACAACCACCAATCTGCCTAGGTCACCCTGGTTTACTAACGGATTGC 

TGCCCAAGCTGAAAAAGGTAACCCCAGGGAATGCACAATTTCCCTCAATTTCTTCATGTTGTAACATTGG 

AAAAACATTATCAC T AGCTAAGATGATGAAT T GGAAAACAGTC T TGT T AGAGTG AAAAAAGT CCAT GGT G 

ATGGATCATTATTTCAAAAAGAAGAAAAAAATCATGTGAAAAGGAATAGTGGTTCCTCTTGATGTATAGT 

AT GCCT GT AT TATAGTTT T TACAAAAT TGTGAACTT GT GTAATAGTATAATAGGAGATAT TGTTGAAT T T 

CTAACT GTT TATACAT TTAAAT TCATATAT GTAATGTT T GT T T TAT T GAT T ACAAT CTGAAT T T CTAAGA^ 

AGCATGTTGACTTTTGCAATAAAGATGCAATATGGAATGGT 

>GBEQ2816 j Acc S BM780777 | Ver ) BM780777 . 1 GI : 19129009 | APL1_8_A0 4 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop: 352 

GCACGAGGCCTCGTGCCGAATTCGGCACGAGGGCTTGCTGTTAAGCTCACCAGCCATCAGCATGAGGATC 
CTTCATTTTCTCCTTGCCTTCCTCATTGTCTTCCTGTTGCCTGTTCCAGGTTTTACTGCAGGCATAGAAA 
CTTCGTTCAGTTGCTCTCAGAATGGAGGCTTCTGCATATCCCCTAAGTGCCTTCCAGGGTCAAAACAGAT 
CGGCACTTGTATCTTGCCTGGGTCAAAATGCTGCAGAAAGAAGTAATAGAAAGCGGAGAAACTGCTGTGA 
CAGATGTGGAGTCAGAAACTGCTACCT TCACAAAAACATGTAAAATT TAACCCACAT TAAAC TGCTT TG T 
TC 

>GBEQ2817 | Acc | BM780724 | Ver | BM780724 . 1 GI : 19128 956 |APL1_8_F10 .gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence . : Start : 1 : Stop : 391 

GCACGAGGGTGGAAGCAACCTAAGTGCCCATCAACTGATGATTGGATAAAGAAGATGTCGTAAATATATA 
TACAATGGAATACTAC TCAGCCATAAAAAAGGATAAAATCAT CCCATT CACCACAACAT GGATGGACCTC 
GAGGGTACTATGTTACGTAAAATAAGCCAGATATAGAAAGACAATCTCTGTATGACTCCACTCATATGTG 
GAAGTTAAACATGTAGACAAAGAGAACAGATTAGTGGTTACCAGGGGAAAGGGGGTTGGGTGGGTGGGCA 
CAAAGTGTGAACGGGTGCACCTACAACATGGCTAACAAAGAATAATGTACAACTGAAATTTCACAAATTG 
TAAACTAT CATAATCATAT T AAAAAGTAAAAAAAGAAAACC 

>GBEQ2818 1 Acc | BM780543 | Ver 1 BM780543 . 1 GI : 19128775 |APL1_4_G07 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop: 689 

GAGTTAGGAACAGGGCAGACGATTGAGCCTTACTGTGGGGGATGGTAATGTAGGAGGGGGAGATGATCAT 
GAATCCAAGAAGTTTAGAACCTTACTGTAACCTTTGGCTACTGAGAAAAGAGTCCATTAGGGTAGTAGTT 
GGACAT TT TCT T TAGAT AAGAT AG TT TAT ATGAAGAAACTAT GT CAAAGAGGAAGAACAT GTATCCAAAG 
GATAAAAAATCAGTAGGAATCTTGTCTGAGTTTCTGGAATGAGGCTCCTAGGCCTTGAAGACCAGTACTC 
TTTGTCTATATGTGGAGAGAACTCATAGCTGCATTCCCAAGATAGCAAATAGCAGTCAGTTTTGGCATCA 
TGTAGGGTGAACCCCTACATGGTATTTTCGCATCAGATACAGCCCAAAGAGGTTATTTGTGCCCAGCTCT 
TTTGGAGATAATTTATGTTCAATCTCAGGGTCTGTGGACAGTGATGGGAAACTGAACATTCCTGACAAGT 
AGTCACATAATGAGTCAGTTCTTTACCTCTTGGGTATTCCAAGACCATCCATGATTTCAAGATACTTGTC 
TTTGTTAAGTATTCCTGGTTGAAATTACTTAAGTGCCTTCCTGACTTCCTAACCTCCTCCTCTGAGTTGT 
GCAACAGTGAATTAAATGTGCTTTCCAAAAAAAAAAAAAAAAACTCGAGGGGGGGCCCG 

>GBEQ2819 | Acc | BM780451 | Ver | BM780451 . 1 GI : 19128 683 | APL1_3_G07 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 16 : Stop: 585 

CATTTGTTGATGGTATCCTTTGCTGTGCAAAAACTTTTCAGTTTGATGTAGTACCACTTGTTTATTTTTT 
CTTTTGTTTCTCTTGACTGAGGAGACATATTCAAAAAGATACTGCTGAGACAGATGTCGAAGAGCGTACT 
ATGTAGTGTATTTTCTTCCAGGAGTTTTATGGTTTCAGGTCTTACATTCAAGTCTTTAATCCATTTTGAG 
TTAATTCTTGTGTGTGGTGTAAGATAGCGGTCTACTTTCATTCTTTTGCATGTGGCTGTCTAGTTTTCCC 
AGCACCATTTATTGAAGACTTTGCTTTCCCCGTTGTATGTTCTTGGCTGTTTTGTCAAAGATGAGCTAAC 
CAGTACATCACCTTAATTATAATCATTGTTGGGATTTTAGTGCACTTCCTTCCTTGTTATTTTCCTGCAT 
ATGTTTTAACATGGCTGTAACCTTATAGTACGAATCAGTACCTACAATTGTGAAACTTGCTTTCTTCACC 
TAATTATTTTACAACCATTTCCCATATTATTATAAAGTTGTCATTATTAAAAAACAGATGTGCTGATTAA 
ATAAAATTGG 

>GBEQ2820 |'Acc| BM780388 1 Ver ) BM780388 . 1 GI : 19128 620 |APL1_2_F01 . gl_A005 Liver (APLl) Equus 
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caballus cDNA, mRNA sequence .: Start : 1 : Stop: 458 

GCACGAGGCTTTTTCAAAGTCCATTCCGCTGTACTAATAGAGGACGTTCCCTTCACCGAGAAAGATTTTG 
AGCATGGCCCCCAGAACATATACAGCCTGTACGAGCAAGTCAGCTACAACTGTTTCATCGCAGCGGGCCT 
TTACCTCCTCCTCGGAGGCTTCTCTTTCTGCCAAGTTCGGCTCAATAAGCGCAAGGAATACATGGTGCGN 
TAGAGCACTGTCGCGTTTCCCCGCTCCAGTCCCCCCTCTATTTAAAGACTCCCCCCCGCAGCCGTTCCCA 
CCCCCCACCCCATTCTGGAGCCGTCTGCGGGACAGGGCTTCCCTGGCGAGAGGCTGAATTCCTTTTTCTC 
CAATCTCTGACGCCCGGCCCCACTGGAGGGAGGCTGGGGCTGGCCGTTGCCTGTCCCTCCGGCCCCGTCG 
CCTTGTCCCGTACCACAATAAAGAGAAACTGCACTCTT 

>GBEQ2821 | Acc | BM735556 | Ver | BM735556 . 1 GI : 1905688 9 | MON01_21_F11 . gl__A005 Monocytes (MON01) 
Equus caballus cDNA, mRNA sequence . : Start : 4 : Stop : 530 

TCCCACCCCGAGAGAAAGCTTCAAGCTTGCAACCTGTAGGAAGAATCCGTCTGCATGACCGTTTACAAGT 
GTAGAAACACACAGACTCTACAGGGAAAATTGTTTCTTCCATGGCATCTTTGTTCTATCCCCCAGCCCCT 
GCCCATCTCCAGCACTCAAATGAGCCCCTGGCCCCCCACCACACCCCAGTCCAATCCTTTGAACCCATGT 
CCCGAGGGCCTTGCATGGAAGCGGAACTGCTCCATGAAGAGCCGAGGGTCAGAGAGGACCCCTGAAGTGA 
ATCAGGGCCCTGCCCTGCCCTGCCCACCAGCTCTCTTCTGGCAATCGCCTCCTGCCCAAGCTGCAGGGTC 
CTCTGGCCTGTGCTCTCCTCTGTGTGGCTAGCACAAGTGTATATATGTTTTGTACGTCTGCCGATGACTG 
TACATAGTGTATGAAAGTTATTTAAGCCCCATGCTGTACATTTCTGTTCCTAGACTGGATGTGTGTGTGT 
GTTCTAAGAAGTTGTCATAAATAAAACCTGAATGACC 

>GBEQ2822 | Acc j BM73544 5 | Ver j BM7354 45 . 1 GI : 19056778 I MONOl_20_E09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence- :Start: 1: Stop: 544 

GCACGAGCGGCACGAGGCAAGACAGGAGGCAGGGTCATCCTGAGTGAGAGGGGGCGTCGCGCCGAGGGTC 
TGTGCCTTCGTGACGATAACTCTCCCCACGGGCGTGCTGGGTATGGATTTTGTGGCTGCGCCTGGTGTCT 
CATGGCCGTCCAGGTGAGCTGGCATGTGGCGTCGGCTGCTGGACCTCCCCTTCCTCCAGATGAACACTGA 
CAGAGTGGAAGGCAGAGCATGAAGACCTGCAAGAAATCACTTGGTTTGGTTTTGATGTGATTTCCACTCC 
CCTTCCCCACGCCCATCTCTGAGAGGCTTTAGCTGCCTCCCTAAAAGCACATTCTGAGCACACTTACGAT 
GTTTGTATTAGAGGGGAGGCTGCACGAGTTTCCCTCCCCGGGTTAACACTGCTGCTGCAAAGTGGCAAGT 
TGACTTGTAGAATTGGAATGCAGTTTATGCTCTTCTTAGACAAGGTAATCAGAAACGGAATCAGTGCAGG 
CAAAGTCTAGGAT T T GT TGAT CAT TT GAATAAAAGTATGAGTAAGAGAACTC TG 

>GBEQ2823 1 Acc | BM735328 | Ver ! BM735328 .1 GI : 19056661 | MONOl_18_D03 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 18 : Stop : 595 

ACAATTGGAATCATACAATATGTAGCCTTTACAGATGGCTTCTTTCATTTAGTAATATGCATTTAAGTTT 
CTTCTGCGTCTTCATGGCTTGGTAGCTCATTTCCTTTTAGCACTGAATAACATTCCATTGTCTGGATGTA 
CCACAGTTTATTTATTCATTCATCTTCTGAAGGACATCTTGGTTAGTTGCTTCCAAGTTTTGGCAAGTAA 
GCACAAGACCCCCCACTACAAGAAATCCTCAAGAAGGCCTTCATACCTGGGGGGAAAAAAGGGAGAAAGG 
GGTTACAAAGCATGGATAAATAGGTAGATAGAATAAGAGCAGGATAGCAAATACTCAAGTATAGCATTAA 
AGACAAAGGGAAGGAAAACAC CAAAAACGAAGAT AATCTTGT CAT T T T AACCACAAACTCATAGCACAAG 
ATGGAATAAGACGTGAGAAAAACAACTTAGGAGGGGAAGAGAGAAGGTACTGAATCAGTTTAGTCTAAGG 
AAATAAGAGGCCATCAGAAGAGGGGCTATCTTATCCATGAGATTTTGAATACAAACGTCATGGTAACCAC 
TAACAAAAAAAAAAAAAA 

>GBEQ2824 | Acc | BM735063 | Ver | BM7350 63 .1 GI : 1905 6396 | MON01_2 3_D10 . gl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 629 

GAT AAAAAGGAC TGAT GGGAT TGT CCCAAAGGAT CTCAT TGT T T TAAAGATGGACCTGATAATATGAAGC 
ACCTTCTTTATAACTGTCTCTGACCTTTTTCTCTGAGACCAGAATTCGGGATAGATAGTTTCATTTTACC 
TGATACT AATGAGAAAACACGCAGTAGTAT TTATAT T T TAAATGTAT T TAGT TAT AT T TAAT TACCTCAT 
TCCTGAGTTCCTTTCTCATTAAAGTAGCTTTCATTTCTACTACTGCTAGAAGGTTTGTGCCACTAGACAC 
TGTTCCTAAATTACCTACGAATCCTTGGGCCTCTAGCTTTTATTCAGGCTCTTCCAATTTGAGTAGAGTA 
CAATTGTACTGTGAAACAGTGCGGTGAGACTGTGCAGTGAAATGAAAGGTCATTTTGGAGATGATAATGA 
CTTGAAATATAAAGAGAGGATTACTGTCTAACAATGGAGCTGTTTATCTATGAAAATAGTAGTTACTGTT 
TATTGCTCTAGGGAAGACAGGAAAATAGAAACTTTGAAAAGTGGAACACGTTTTGCTCAATTGTCTAATG 
TGTATCTTAAAGTTCTAATCCTTGTTGCATTCCTTCTAATCCTACAAAANTGTATTAAATATTCAGTTT 

>GBEQ2825 | Acc | BM734 930 | Ver | BM734 930 . 1 GI : 1905 6263 | MONOl_14_B06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 64 9 

CTTCATAAAAGAAAAGAAACAGGGAAGGTAAAATAGCCATTTCTTCTGAAAAGAACCAGTATTGTCTATC 
CAAGAAGGACTTTGTGGCCGAATCAGTGGTGCCCGCTCGATTCGGAGATGTGCTTTGAAAACATCCCTGT 
GATCAGTACTGGGGGAACACAGGACCCCAGACGCACGCTGTCCAGGAAATCATATCTGTTGCTTCAACTG 
CTGTGTAATAATTAACCTTTGATGTTGAGAAATTACAACTTCATCGCACACTTCAAGTTCACGATCTAAA 
AATGAGTTTTGAATTTCTGTTGAGTCCCTTTAAAAAAGTAACATCAAAATCACAAAATTAAGATTGATGC 
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GT GT T AAAT CAT AT CT AAAACC AGAT AT AAAT AC AAAT T T TAT TTCCTGTTT T AAT T T C AGGAG AAC T G T 
CTGGGAAATTTATTAGGTAACTTTTATGAATTACTGTCTCATTTTCAGTCGTACCCTGTGATCCCAACAA 
GCTAATGTCCTGTCTTCCAAGATACGCATAGTACATATTAAAAATTCTATAAGGTTCTGTATAGTTTTCA 
TTTAATTATTCATTAAAGAAACATTTATTTTCCTATTGTAAGTGTGAAGCTTTTTGATTGTTAATAAAAG 
AATCTGTCAACTACC 

>GBEQ2826 | Acc | BM734 683 | Ver | BM734 683 . 1 GI : 19056016 I MON01_lljG03 .gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 21 : Stop : 541 

TGGCAGGAGGTCCTGCAGGGAATAGGTGTGCGTATTGTCTTACAGCCAGTTTGGATGCTGAAAGGTCAGG 
ATTTGTTGAAGCTCACTGTATTGCTATATTTTTGTAGCCATTTAAAACTCTTAATAAACTGTTCATCATT 
CTGTTTTCGCTGTAGGCGTTTGCTTATAGCATTCACTTTTTTCTTGACATCGAATAGTTAACATTTAAAT 
GTCCCTCCTGTGCTTGTGTTGTCTTTCACTGCTTATATGGAGTTTGCTTGTCATTGGAGTTTACCTCAGT 
GTACACACACACGTGCACGCACACGCAT T TCCT T CCT ACT TCCAAACT CACCT T T T AAAGTAATAAT GCC 
ACACTTTACCAGCAATTAACTTCTCCCTCCTCAAAATATTTCTCTTCTTCCTGTCTGAAAATGGAACTAA 
TTTGTCTTATTCATTTGAGTATGTTTAATAAATGTAATGAAGTGAGTTTTTCGAAATGTAAAAATTCACG 
TGCAGT T CATAGTAAGCAAT AAAACAAAAT C 

>GBEQ2827 } Acc | BM734649 | Ver j BM734649. 1 GI : 19055982 | MONOl_ll_C09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 470 

GCACGAGC ATC ACTGT CCAAAT ACCCAT TT AT T T ATT T ATTTGAGAGTATTAGGAGAGAGGAAAGAGGAT 
GGGATGTTTTGAAAGCACTTTTCAACTTACCAGTATTTGAAAATCCCCTGCTGCTGTGGGGAAAAGCTTT 
GAATGCACT GAAGAGAGT TCCT T T TGAATGAAATGAGAGGGAAGAAGT GTTCT T TT T TAT AAAT AAAGGG 
AAAAAAAGTTTGCTTACAAGGTGGAGACTAGATTCAAGACATAGCAGAAGAGTGGAAGGTAAGTATTTTC 
CCCT TAAAT GAGGC T G T T T T T GAC T T TCTCTACCAAAG T T T TAGAGCT T T TGT T GAT TTAACAT AAGAGG 
AGCAAGAGTTTAAATAGAGGTGGTGTTTGTGTTTGTACAACTTGTGTTTTGAACTGGATTTCTACTTGTT 
GTAATTCATACATAGCCTAACAGTTCATTGTCATCTTTAATAAACCAAGG 

>GBEQ2828 | Acc | BM734 619 | Ver 1 BM734619 .1 GI : 19055952 | MONOl_10_H07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 2 : Stop : 4 86 

CCTCCCCCCAATAGACCTGCTGCAAACCAAGGGTCATCCAGAGTCAAGACCAGGGACCTGTGGCTGAAAC 
TACAAGAAACACAAGGCCAATGTGGTCCCAAGGCTGATCTTGGTTTAATGGTTCTCACGTTTGGGCGACC 
TGACAAAGGACCCTGTTATGGGCTGAACTGTGTCCCCCCAGAATGCATATGTTGGAGTCCTAACCCCGGT 
AGCTCAGAATGTGACTGCATCTGGAGACAGGGCCTTTAAACAGGTGATTACGTTAAAATGAGGTCATATG 
GGTGGCCCTAAACCAAGAGGACCGGGGTCCTCATAAGAGGAGATCAGGACACAGATACGCAGAGAGGGAC 
GACCATGTGAGGACCACAGGGACACGGTGGCATCAGCGAGCGAGCTGAGAGAAGAAACCCAGCCTGCTGG 
CAGCTTGATCTTGGGCTTCCGGGCTCCAGAACTGTGAGCAAATAAATTTCTGTTGTTTAAGCTCC 

>GBEQ2 829 | Acc | BM7 34550 I Ver | BM7 34550.1 GI:19055883| M0N01_1 0_A0 7 . gl_A0 0 5 Monocy t es ( MONOl ) 
Equus caballus cDNA," mRNA sequence .: Start : 1 : Stop: 4 34 

GCACGAGGTTTTGGGACCCCCAGTAGGGCAGGAGGGGCCTGTTTTGGTCCCTACTTCCAGCGTCATTCCT 
GCCTATCACTTTGGAGCGTGTGGGGTCTTTGCCCCCGAGATTTGGGCATTGCCAGCAGTTGGGGTCGCTC 
CTCCCAGCCCCAGCCCCACTGCTCCCTCGGAAAACAGCCCCCTTGTTTTTCCTGGGCAGCTTCCTTGGGA 
CAGAAACTTGAAAACAAACAAAAACCAAAGTTTTTGGTGACTTGTGGCTAGAGGGGCCTGAGTGTCCTTT 
TTCCCAGGGTGGGCAGGGGTGACAGCCGCCGTGCTGCAGCCTTGTGCCCCTGCCCCTACCCAGGGCCTGC 
CCCTGGCCTCAGGCAGGGTCCCCAGCTTCCCTGATGTAGGAACCAGATTGCAGGCTGTGCCACCATTAAA 
C AAG AGAG CC T G T G 

>GBEQ2830 | Acc ] BM734529 | Ver | BM734529 . 1 GI : 190558 62 | MONOl_9_G04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 99 : Stop : 4 96 

CTGAGCACTTTCCTCTCCCCCATTCATGGATTAGGGAAGACACCAAACGGACCTGTCCCCACAGTCCCAT 
CAGCCTCTCTCCCCCATCACCTTCCACCTAGGCAGAGAAGGGCAACTCCTAACAACCGGTGCACTGTGTA 
AACACTGGTGCAACAGCTAGTTCCGTGCCTCCATTTCCCATCTGTAAAATGGGTACCCATAGCCACTGGT 
GGGATGCACTGGGATGTCAAGGGGCAGAAGCAGAGCATACGTCACACCAGGAACTGCTTTTTATACATTT 
TGTACAAGGACTACTTTGAAAATAAGCATATTTCCTCCAGTTGGTTTCAATGAATGGCAGTACCACATCA 
CATGCTATACTATTCAAGGTGAGACTTTTCTAATAAACCTTTTCTGAT 

>GBEQ2831 |Acc|BM734494|Verl BM7 34494.1 GI : 19055827 \ MON01_9_D 0 1 . gl_A0 0 5 Mono cy t e s ( MONO 1 ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 2 62 

TGGCACGAGGAAGCAAGCAGCCGCCTCTCCATCTGGCTGCAGGGAGCTGGGACAGAGGCCAAGAGGGGCC 
CATCTGTCGCCTGCAGTCCTGCCAGCTCCTTCAAGTAGGCAGGGCTGCGGCGGGGGATGGGGACAGCTGT 
CTGGCCCGGGTCTTCTCAGGCCAAGATGCGAATGGGGGCCACTTTAGGAGGGTGGGAAGTTGGGGTGGTT 
TTTTTTAAAGTTTTTGATTTTTCTTCCACTTCTTAAATAAACATGAATATAT 

>GBEQ2832 1 Acc | BI960967 I Ver j BI 9 60 9 67 . 1 GI : 16319170 ] MONO 1_3_C0 8 .bl_A0 05 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 539 

GCACGAGAGCTGCACCCGGTTCGGCTCCACTTCTTCTTGGCCACAGGCGCCGACTGGACTCGCGGGCTGG 
GCAGGATGGTGGTGGGTACGGGCACCTCGCTGGCGCTCTCCTCCCTCCTGTCCCTGCTGCTCTTCGCTGG 
GATGCAGATGTACAGCCGCCAGCTGGCCTCCACCGAGTGGCTCACCATCCAGGGGGGCCTGCTTGGCTCC 
GGCCTTTTCGTCTTCTCTCTCACTGCCTTCAATAATCTGGAGAATCTTGTCTTTGGCAAAGGCTTCCAAG 
CAAAGATTTTCCCAGAGATTCTCCTTTGCCTCCTGTTGGCTCTGTTTGCATCCGGCCTCATCCACCGAGT 
GTGTGTCACCACGTGCTTCATCTTCTCCATGGTTGGTCTGTACTACATCAACAAGATCTCCTCGACTCTG 
TACCAGGCAACAGCTCCAGTCCTCACACCAGCCAAGGTCACGGGCAAGGGCAAAAAGAGAAACTGACCTG 
ACTGT CCAAT AAAGTTGATT T CT TT GTAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ2833 1 RC | Acc | CD535826 | Ver I CD535826. 1 GI : 31578241 1 LeukoN5_5_A04 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_A04_A027 3', mRNA 
sequence . : Start : 1 : Stop : 67 9 

GCAAAGGTCAAATAATGACTGTTTTATATTGGGACAGTACAGTTCATATTTC2\ACCAAAAGACAAAAATG 
CAGTTTAACTCAAAGGCACAACAATTAAAACACAGAAAATAATGACATCTCTCAGATGCCTTATTTCTAA 
ATTAAACAAACAAATACACAAATTTTGTTCCCTTCCCTCCCCCAATGCAAGCCCACAAGCTTTTCCCAAA 
GTCTTGAGTTTCGATGCCGTACAGCATCCAGCATCATGGACTCGTGAGGCGCTTGAACGGAGCAATTACA . 
CAAAATGCTTGTGAGGTCTAGCGAATGGCATTCGAAAGGGACCTCAAAGTGCAGATATATCTATTCAAAC 
GTGTTACAGGCTGAGCTGGCTCTTTGAACACTATCACTCTGCTTAAATTCAGGAAGCAGGCTTTAAAAAT 
GCAAAAGGC AT AC AAGTT GT ATT TCAGTGCAAAT CT T CAGCT GGT AATT GGAAAAGATTCCAACAAGAAA 
AAAAATCCTTTGTGTCACCTGCCCCTCCCCCTACCCAAAGCTGAAATGAAAAAAAAAAAAACAGAACAAA 
ACAAAAACAGAAGGAAT TACAGATGACTTT GGAAT CAT T TAGGAATCCAC TACTT CCAAC TGAAACT T T T 
T TAAT ACAT T AAAG AAT CATT AAAAAGAAAAAACCCACAAAAGTAAT CT 

>GBEQ2834 | RC I Accl CD528842 | Ver 1 CD528842 .1 GI:31567464{ LeukoN3_5_F06 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5__F06__A025 3 f , mRNA 
sequence .: St art : 1 : St op : 7 8 8 

AAGAAAGAATAAAAC TCTCACTAT T T GCAGATAGCATGAT TT TATAC AT AG AAAGTCAT AAAGACTCCAC 
CAAAAGACTGT TAGAACTAAT CAACAAATT CAGTAAATTTGAAGGATACAAAAT CAACAT ACAAAAATCA 
GTTGCATTTTCAAACAGTAAAAACAAACTATCAGACAGAGAAATTAAGAAAACAATCCCCTTTACAACAG 
CAT CAAAACAATAAAATACT TAGGAAT AAAT T T AACCGTGGAGGTCAAAGATCT AT ACACT GAAAACT AT 
AAGACACTGATGAAAGACATTGAAGATACAAGTAAATGGAAAAATATTCCATGCTCATGGATCGGAAGAA 
TTAATATTATTAAAATGTCCATACTATTCAAAGCAATCTACAGATTCAATGTAATATCTATCAAACTTCC 
AATGGCAT T T TT C ACAGAAAT AG AACAAACAAT CCT AAAGTT TGT AT GGAATCACAAAAGACCGAAAAGA 
TAGCCAAAGCAATCTTGAGAAAGAAAAATACTGGAGGCATCACACTTCCTGATTTCAAAATATATTACAA 
AGCTACAGTAATCAAAACACTACGGTGCTAGCATAAAAACAAGTATATCAACCAGTGGAATAGAATAGAA 
AGCCCAG AAAT AAACTCAT ACAT T T ACAATAAAT T AT CT T CAACGAGGGTGCCAAAAATACGCAATGGAG 
AAAGAACAGTCTCTTCAATAAATGGTGCTGAGAAAACTGGATGGCCACATGCAAAAAGAATGAAATGGGA 

CCTCTAT TTTATAACATA 

>GBEQ2835 | RC j Acc 1 CD470886 ] Ver ] CD47088 6 . 1 GI : 31392154 1 LeukoS5_3_Ell . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3__Ell_A027 3 f , mRNA 
sequence, : Start : 1: Stop: 654 

AT AAAGTGCTCTAGCACAGATTTAATT CCACAAAGGAGGGGAT CCTT T CACAT CAGCT TAAT AAAAGT TT 
ATTTTAACAATGCTAGGGAGGTAAAGCCCCAAACTTTACAATTCCTCACATTTCTCTCAAAAGATTTAAA 
AAAAACCTTAGTATTAGATATCAAATCATGCTTAAAAATTGTGTAGGCTATTTTAAAAATCTGAATTATT 
TAAAATTATGACGATGATAAAATGCCAACCAATTGAGGTCCCAAACTAAAAACATTCAAAACAAGAAAGA 
ATCATCATTTGGACTCTGTTATGTTTTCAGAGTGGTAAAGGGTGACCAACTCCTGTTGCCACAACGCTAA 
GTGCCGGAAGTAAACAATGCATTTATAATCTGAAAGCAAATTTATCTTGCACATCTTGATACTGATGTAT 
AAAGCCATGTTTCGCCAACTTTTTTATTAACATAACAAATAATTTCTTCCACAATAGCAACTGCAATAAA 
ACTCCAAT AACAT T AGCCAACT TGCT GT CAT GT T CTAT GGTCTTCTAAGTAATACAGCACACAGACATT T 
ATAAACTACAGAGCCACAT CAAT T TGT AAGCAACGAAT AAATT T TGAAATGT TAGGAAT AT AGTAAAACT 
ACATTCTAAATAGTTTTGTTTTAA 

>GBEQ2836 } RC 1 Acc | CD468240 ] Ver 1 CD4 68240 . 1 GI : 31389508 1 LeukoS3_2_Fll .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_Fll_A025 3', mRNA 
sequence . : Start : 1 : Stop : 601 

AATGTGGTAAAACTGGTACTTTATCTCTCCCTCCCAAAAACCCATAACCCCAGTCCAATCATGAGAAAAA 
TTCAGTCAATAATTCCAATAGAGGGGCATCCTACAAAATACTTGAATACAAAATCCTACAAAATAAAAAT 
CGAGCAACGTTTGAGAAACCGTCTCATTCAAGAGGACCCTTAGGAGACATGATGAGTAAATGTAATGTGG 
GATCCTGTATGGAATCCATTTCTTTCTCCCATCTTTTGGCGTTGTTTATAAACATAAAACTCTTCAAAAT 
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TAACTTCATTAAAGGAGTGAATCACTTTGATTGGAGAATATAACTGGGATCCAACTGTGGACTCTATG^ 
ATTCGCAGTCCTCAAAGAAAATACATCATTATACCATTCTAAACCAAATATTCTTTGATACTTCAATTTT 
CAAATAGAAATTGTGGGTGAAGAAACTTTCAGAAATGACCACTAGTCCAAACTAATGACAAGTCCCTGCA 
TC TTT AT CAAAT GAATAT T TATAGTCATAT CAGT TCATTGACTATAT CT T T T TAAAAAT AAATACCAAC T 
TCATCTTTTGGTCCATGAATGTACTCTGCGAAATGGGTCAG 

>GBEQ2837 1 RC 1 Acc 1 CD4 67 641 | Ver } CD4 67 641 . 1 GI : 31388 909 ) LeukoSl_6JD07 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__6_D07_A023 3 1 , mRNA 
sequence. : Start : l:Stop: 743 

CAGT GGAACT T ATTTAATGAATGCAAGGTT GGT TT GACAT AT GAAAATCAAT TAAT GTACTATAGCATAC 
T AATAGAAT AAAGGGAAAACATATGATGATCTCAATAAATGC AG AAAAAGCAT TT G ACAAAAT T T AAAAT 
TCAACACTGT T TCAT AATAAAGACCCTACAAACTATAAATAGAAGGGAAC T T CCT GAAGC TGATAAAGGA 
GTTCTTTGATGAACCCAAAATTAATATCATATTTAATGGCAAAAGACTGAATGCTCCTCCTAAATCAGGA 
TCTAGACAAAGATTTCTGCTCTCAACAATGCTATTCAACATTGTACTGGAGGTCCTATCCAGGACAATTA 
G T C AAG AAAAAG AAAC AAAAT AC AT C C AG AT C AG AAAGG AAG AAG T AAAAT TTTTTTCTCTTTG GAG T T G 
GCAGGATTTTGTATGTAAAGAAATTTTAAGGAATCCACTAAGAAAACCTATGAGAAGTAATAAACAAACT 
CAGCAATGTTGCAGAATACAAAATCAAAATATAAAAATCAATCAGGATCAATTGTGTTTCTATATACTAG 
AAATGAACAATCTGAAAAT AAAAT T TAGAAAACAT TTCTAT T TACAATAGCATCAAAAGTAACAAAATAG 
GAATAAATTTAGCAAAAGAAGTATAAAATGTATACTCTGAAAACTAAAAACCATTGCTGAGAGCAGTTAA 
AG AAG ACCT AAAT AAATGGAAAAGCACTCCACGT T TAT CAATC 

>GBEQ2838 | RC | Acc | BM781443 | Ver | BM781443 . 1 GI : 1 9129675 | MLN1_8__A02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 9 : Stop : 596 

CCTAGATGTGATTGCCATATGTGTATATATTAATCTCTCCAACAGCATTAACTGCAAGGTTTATCTGTAT 

TACTGAGAAACATCTGTTCTTACCAAGAAGTAGTCACATTGTCATCTGAGTTATAGGCAGGTTGGGTAAC 

TTTGGTGTTAGATCAAGGGAAATTTCTGGTAAATAGAAAATGAAGAACTGGTAGAGAGGCAAGGATGGTG 

AAAATAAGAAGTGGGCAGAGCATGCAGGAAATGAAAAGCCAGACTAAGAGAGAGGAGCAGCTGAGAGGTA 

GGGTTAATGAATGCTATTCAGCCTGCTCAGCTCCTGTTTCGTGGAAACACTGCCTTGCAATTATCGTATA 

GTCTTTTGTTGGTTAAGCTGTAAAGTTTTGTTCTTTGTGAACATGGTTATTTTGGGGGAGGGTGAAGGGA 

GT GAGGAAAT GCTAT T TCAAGAAGAAT T TT GATGCATAAATGT TGGT TGT T GAGT TTGGAT GATCCAGT A 

AAGTGTTTTAGAGCGTTTTTCTAGCCCATACCCCATCAATAAACATAAAAATCACATTTCCCCTAATGTC 

AT T TGAAAT T T C AAAAT AAATATATCTA 

>GBEQ2839 ] RC | Acc | BM7 8 1 1 4 9 | Ver j BM7 8114 9.1 GI : 19129381 | MLN1_5_E12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 5 : Stop : 613 

TGGGCTGGGCTTCCCATTCTCCACCAGCAGCTCCAGTATCCCAAACCTTCTAGTCCTGCTGATCCTCTCA 

GCACCAGGGGTGGAAACTGGACAGCAGTTTCTGGTCTGTTTTCTAAGAAACTTCTGAATTCTATTATCTT 

TACAAATATAAGATGAAAAAAATAATTTTTTCAATATTTTTTATTAATCTTTTTATAAAATGAAAAGAAA 

CTCCTATGATCGATTAAGGAAGGTGGTTATGGCTGGGTGGTTTGTGGGGTTTTTTGGTTTTGTTTTTTCT 

TTTCCTTTTTTTTTTAACCTTAAGCTTTAAGTTGAAACATTCTCAGATGTTTGGGGGGAAAACATCCTCT 

TAAAATGGGTCCTTGTGCTTGCCTTCTGGGGAGGCGGTCCTGAGCAGGTGAATCATATGGCATCTATGCA 

TATGTAATATGCGGACTGCACCCACCTCTTCCCCCCAGTCTTGCTTCTTGGGTTGTTGTGCTACTTTCCC 

CTTACTTTGCTACATTTCTATAGTTAAGTTGGTTTTACTTGAATGATTCATGTTTAGGGAAAAAAAATGA 

AAACACCCTTAAAATTTGTTTCAACTCCTCCTGCAAATAAAAAAACTCG" 

>GBEQ2840 | RC 1 Acc 1 BM781039 \ Ver I BM781039 . 1 GI : 19129271 | MLN1_3_A04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 7 : Stop: 558 

CCCTGTNTGATGCTGATTAAGGTACAAATCATGACTAAAGGCTTTCCCTTGTTCCTTTGCATACAGTACA 

GTAAGGT GAG AGTCAT GGCTAAAACCCCACAAT AAAAT CACATTCCTACCTTTACAAT CCCACTGCGAAT 

TTTCTGATGTTCATTAAAGTGGGAACTATGTCTAAAGGCATTCTCAGATTCATTTTTAGTGGCGTTTTAA 

AAACCTATAGCTGGTTGACATGCTACTTTTAGATTACTTGTCACTTTTCTCTGTCTACCTTATAGGGCTC 

T TT T TTGGCTCCCAT AAGGAT ATCCCAT CTGCCACAGAATCCAGGATT CTATAGT TCT CTAGTATCAC TT 

CCTAGTAT TAT TT C TTAACACAATGTGAGATATCAT GT TATGAAAGTATT ACGT T AAAAT AC AT T T GATG • 

TATCACAGTTAAGGTATGCGTTATGTATTCATGCTGGTGTTCTTTACTGTTTTTTGTTTTCCTACTTCCA 

GTGAAAATTTTTAAGTAAAATGTTTTGGAGCATATGAATATTTTAAAGAAAATAAAACCACT 

>GBEQ2841 [ RC | Acc I BM780909 I Ver I.BM780909 . 1 GI : 19129141 1 MLN1_1_D08 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 5 : Stop : 384 

TCTCCATCACCGGATAAATGGGTAAACAAAGCGTAGAAGAGCCATACAATAGAATATTTGCCATGAAAAG 

AAATGAAGT ACTGATAC ATGCTACAACATGGT GAACCT TGAAAAGATCGT GCT AAAGGAAAG AAG C CAGT 

CACAAAGGGCCACATATTATGTGAACATTTATATGAAATGTCCAAAATAAGCAAATCTATAGAGTTAGCG 

GATTAGAGGTTGCCTAAGGCTGGAATGATTGCGGGGTGTGGAATGGGGAGTAAATGGGTAAAGGGTTTCT 
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T T C T GG G T GG AT G AAAAT GT T C T GAAAT TAT T GT G AT GAAG AT T AC AT AAC T C T G AAT C TAT TAAAAAT C 
AT TGAGT TGT AT AT TT T AGAT GAGT GCT CG 

>GBEQ2842 j RC I Acc j BM780451 ( Ver 1 BM780451 . 1 GI : 19128 683 | APL1_3_G07 . gl_A005 Liver (APLl) 
Equus caballus cDNA, mRNA sequence .: Start : 16 : Stop: 585 

CCAATTTTATTTAATCAGCACATCTGTTTTTTAATAATGACAACTTTATAATAATATGGGAAATGGTTGT 
AAAATAAT TAGGTGAAGAAAGCAAGT TTCAC AAT T GT AGGT AC TG AT T CGT ACT AT AAGGT T ACAGCCAT 
GT TAAAACATATGCAGGAAAATAACAAGGAAGGAAGTGCACTAAAATCCCAACAATGAT TAT AAT TAAGG 
TGATGTACTGGTTAGCTCATCTTTGACAAAAGAGCCAAGAACATACAACGGGGAAAGCAAAGTCTTCAAT 
AAATGGTGCTGGGAAAACTAGACAGCCACATGCAAAAGAATGAAAGTAGACCGCTATCTTACACCACACA 
C AAG AAT T AAC TC AAAAT G GAT T AAAG AC T T G AAT G T AAG AC C T G AAAC C AT AAAAC T C C T G G AAG AAAA 
TACACTACATAGTACGCTCTTCGACATCTGTCTCAGCAGTATCTTTTTGAATATGTCTCCTCAGTCAAGA 
GAAACAAAAGAAAAAATAAACAAGTGGTACTACATCAAACTGAAAAGTTTTTGCACAGCAAAGGATACCA 
T C AAC AAAT G 

>GBEQ2843 j RC | Acc | BM735557 j Ver | BM735557 .1 GI : 19056890 ) MONOl_21_G01 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 51 
ATCCAGGCACCACGACCACTGAATGGTGTTTGCACTTGAGGTGAACTCCATCTGCCAGATTTGCTTGACT 
TTAGGTTTAAAGACCACCCACCTTCCTTTGCAGCTGGATTTATCCAATGTCACTTGGAGAAAGAAAGAGA 
GAAGGCAAAGAAAGCT T C AG AGG AGAG CAG AG AT GAACAAC AAG T T G AT ACAC T G ACAAAGAC AGAAGAG 
GAGAATGCGATGTGAGAT T GGAGTGGCAGAGGT TAGAG TGGCCACGAGCCAACGAAGCCAAGGAAT GGTA 
ACAGCCACCAGAAACAGGAAGAGGCGCGAAAGGATTCTCCCCTAGAGCTTCCAAAGTGAGTGCAGCCCTC 
CCAACACCTTGATTTTGGGCTTCTGGCCTCCAGAACTGTGAGAGATTAAATTTCTGTGATTTTTAAGCCA 
AAAAAAAAAAAAAAAACTCGAGACCTCGTGC 

>GBEQ2 844 | RC | Acc | BM7 3 5 5 5 5 | Ver | BM7 35555.1 GI : 19056888 | MON01_2 1 JF1 0 . gl_A0 0 5 Monocy t es 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 10 : Stop : 662 
GCAATGCCACGGTTATAGGAGTGTATAGAGGTAACACATCTTTTCCTTAACCATGCTGCTTTTTACCTTC 
TGCATAAAGGTAAAAATTTGTGTTAATCTCATAGTTAATGGTATAAAACAGGTCGGCAAACTTTTTCTCC 
AGAGGTCCAGATAGTAAATACTTTAGGCTTTGCAGGCCACATAAGGTCTCTGTCACGTATCTTTTCTCTT 
ACAACCTTTTAAAAATGTAAAATCCATTGTTAGCTTGCACCATACAAAAACAGACTGGGCCAAATTTGGC 
TTGCGGGCAGCAGTTTGCCGACCCCTGGTATAAAATATCTACTTTCTGTCTTGTCAGAGAAATTGCTCGC 
TTCAGGCAGTCTTCTTGTAGAGAAAGGCCTTATTTACAATTGAATGTGGCTTGTGACAAAAGTAGAAATG 
GAGAGTTCTTGCTCACTTTTGACTCTCCCAAGCAGTTTTTCCATTCACTCACTCATTCACAATCAATTTG 
TTGAACACCTACTATGTACACTCTTAAATATCTTTGTGTTAGCAGAGAATTCCAGTGTTTCTTTCTTAAA 
AGGGCAGTTCCTCCAGTTTCTCTAAACCTGTAATTATCAGGTCTTTATACTCATGTTTTAGGGCAAATCA 
GGAT T AAAAT CTCT ACT CGCAAT 

>GBEQ2845 | RC | Acc | BM735325 | Ver | BM735325 . 1 GI : 19056658 1 MON01_18_C12 . gl_A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 17 : Stop: 654 
CCCCAAAGCCCCCAGTACATAGTTGTATATTCTAGTTGTAGGTCCTTCTGGTTGTGCTATGTGGGACGCC 
GCCTCAGCATGGCTTGATGAGTGGTGCTAGGTCTGCACCCGGGATCCGAACCAGCGAACCCTGGGCAGCT 
GAAGCAGAGAGCGCAAACTTAACCACTCAGCCATGGGGCCGGCCCCGATATATTCTCTTAATAAAATAAT 
ACTCTGTGCATTAAATTTCTCTAAGAAAGTAGGAATTTGTTACTGTGGAGGCAATGCATACCAGGCGGTG 
TCTGGAAT AAT AT T T AT ATCCT ACAT CT GT CACTGATTACACAATAACTACTAAATGAGTCT T CCAAACC 
AGGCCTCCCAATCCCAAAATCACACGCAATATTTTAGTCAGATTTGGTTTGTTTACATATGACCAAAACT 
TAAAAAAAGGTTTAT CAAGTAAAAGT CAGAGATGTAGACAACACTT T CTAAT ACATCT T TCTCCACT T T T 
ATAACAGCTCAAGTCCACAGCTTGAGTGATGGTCCAATTACACTCCACTGAAAGGTAAATTAAACTAAAT 
TAAATTAACCTTTCCATGAAGGCTGGTTAGGCAGCAAGGCAATGGCACTGAAGAAGTTACTGAAATCTGG 
CGGGGGAC 

>GBEQ2 84 6 ) RC I Acc ) BM7 3 4 6 4 9 1 Ver | BM7 34649.1 GI:19055982| MONOl_l 1_C0 9 . gl_A0 0 5 Monocy t e s 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 470 
CCTTGGTTTATTAAAGATGACAATGAACTGTTAGGCTATGTATGAATTACAACAAGTAGAAATCCAGTTC 
AAAACACAAGTTGTACAAACACAAACACCACCTCTATTTAAACTCTTGCTCCTCTTATGTTAAATCAACA 
AAAGCTCTAAAACTTTGGTAGAGAAAGTCAAAAACAGCCTCATTTAAGGGGAAAATACTTACCTTCCACT 
CTTCTGCTATGTCTTGAATCTAGTCTCCACCTTGTAAGCAAACTTTTTTTCCCTTTATTTATAAAAAAGA 
ACACTTCTTCCCTCTCATTTCATTCAAAAGGAACTCTCTTCAGTGCATTCAAAGCTTTTCCCCACAGCAG 
CAGGGGATTTTCAAATACTGGTAAGTTGAAAAGTGCTTTCAAAACATCCCATCCTCTTTCCTCTCTCCTA 
ATACTCTCAAATAAATAAATAAATGGGTATTTGGACAGTGATGCTCGTGC 

>GBEQ2 8 47 | RC | Acc | BM7 3 4 4 4 6 | Ver | BM7 34446.1 GI:19055779| MON01_8_F12 . b 1_A0 0 5 Monocy t e s 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 593 
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TGAATAAATAGGCTGATAGTCTCGATAATTACTAGTATGGGGATGAGGAAAATGGGCGTCCCTTGAGGTA 
GAAAGTGGGCTAGGGCTGCTTTTGTTTTGTGACGAAAGCCTATGAATACTGTCCCTGCCCATAGGGGAAT 
AGCTATGCCTAGGTTTATTGATAGTTGTGTTGTTGGTGTAAATGAGTGAGGTAGTAGGCCTAATAAGTTT 
GTTGAGCCAATGAATAGGATCAGTGATATGAGTATAAGAGTTCAGGTTTGTCCTTTGCTGTTATGGATAG 
CTATTATTTGTTTTGATGTAAGTTGGACTAGCCATTGTTGAATTGAGATTAGGCGATTGTTGATTAGTCG 
GTTGGGTGAGGGGAATAGGATGCTGGGAAATATGATGATCAGAATTACAATAGGGAGGCCTACTATTGTT 
GGGGTAGCGAAAGAGGCGAATAGATTTTCGTTCATTTTGATTCTCAAGGGGCAGAGTGTTTTGTTATTTT 
GGTTGTCTTTACTTCTGGGTGTGTCGGATAGGAGTGCTTTGAGATTTTTAGTTGAAATACAATAAATAGA 
GTTAGGAT T ATTGAGACGATAT TAATCTCGT GC 

>GBEQ2848 | RC | Acc | BI961 660 | Ver | BI9 61660 . 1 GI : 163198 63 | MON01_2_Gll . gl A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 14 : Stop : 724 
TCATACAAAAATTTAAACTTAAAGAAGAAAATGACAATATGCACCTTTTACAAGTCAAAGAAAAGCAAGT 
CTTAGCATTTGAATTGGTCTGCAAAAAAACAAAATACATGAGAGGTACAAACTGTGCTACAGCAGGTCTA 
AAAGAAGTTGTACACAGTCATTTTGAAAAAAGTTAAAACTGTTTTCAAGATTACTTTTCATATTTAAATG 
. T ACAGGAGTTGAT GAAT TTACAAATATTTACATAAACCAAAACAACCT TAATAAACACT GTAGCTCT T T T 
AGCAGCCACCACTACTTCTTCACGTGGGAAGGAGATACTAAAAAGATATCGTTACAAACATTAACACTTT 
ATTTATAATAATTTCGTTATGTCTTACCTAAAACATTTTATAGTGGCTTACTGCCTAAAAGTTCCAGTTT 
AGATTACAATCCTATAATTGTACACAGAAAAAAGTCTGATACTATCAATAGGATATAATCTCAACGTTGA 
TCTTTCAGTTTCTGTTTCATGTCACAGGGAGAGTAAGAGCAGGAGAATGGGAAGTAAAGCCAGAGTGTAC 
ATTGCACTAAGTTATCATAAAGCACAGGAGACTTAATCTTTTCAAAATGTCTACACTGAACTGATCCTTT • 
AAGACAATTCACTAACTGCCGAACAACACAGTCAGTGCTCATATTACTACAGTGCAAAATGTACTGTCGT 
TTCAACAAAAA 

>GBEQ2849- | RC | Acc ] BI961082 | Ver | BI961082 . 1 GI : 16319285 | MONOl_5JH01.bl A005 Monocytes 
(MONOl) Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 431 _ 
CACTACGCCTTCAATTTGTACAAGTTAAAGAATAAGAGACGCCACAAACTGTTTCTTAGTGGAAAAGGCT 
GCAAGGAAAGCAAAGCAGCTGAGGGGTGATAGAGAAAACACAACAAAGAACAGAAAAACTTGTAGTTATG 
AAGATAACCCAGAAATGAT GGTCT TAAT TCCACT GCGAATTTTAAGAAACAGCAAGAAATAACAAAT GAA 
T T AG AAAGAC AGT AAT GTTGGGTCTTTT T AAG T T AT ACAC AAC T AAAAG G T T AAT C T T T AAT T C T T T C G A 
GGTTTAAATCTGACAGGGAACACCAATTTACCTTTGAATTTGTCTCATTTCTTAAAACTTAGCAACAGAT 

TCCCATCTGAATAAGTATTTAAAAATTCTTAATTATTAAAGCAAGCTTCTCAGCTGTACTTTGATAGGGT 
TATACTCGTGC 

>GBEQ2850 | Acc | CD536809 | Ver | CD536809 . 1 GI : 31579224 | LeukoN6_6_A03 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 6 A03 A028 3 1 , mRNA 
sequence. : Start: l:Stop: 424 ~ 

ATGCTTTTCAAGAATGTAGCCCTTGCTTAGAAGCAAGGCATGGCTGTACTATTTACTTTTTTAAAGCCAA 
ACTGAGGCGCT T T T CAACCAAAGATTAGATCACC CAAAAAT AGACT T T T TATAAT ACT T T T GCTT CAAAT 
TTACTGTTTTCAACTTGGTATATTTATATGGGAGATTGATATATTTGTGCAAATATAAATTATGTTGTTT 
GTCAAATTATCGATTACTTAAATATATAGGGAAACCAGTTTCCTTTAGAAAAGTTTGTTTAAATGACAGA 
GAAAGCAGCTTTTTGTACTGAAAAGTTTATTAAAACTGCAAGCAAGTTTTTGAAGTGAAAAGTCCCATGT 

ATAGGGATCTTTACTGTTCACTTTTTGAAAATTGGATTTTCAAATTTGGCATAAAATAAAATGTAGGTTT 
GGGG 

>GBEQ2851 | Acc | CD536796 | Ver 1 CD536796. 1 GI : 31579211 1 LeukoN6_6_E02 . bl__A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 6 E02 A028 3' mRNA 
sequence . : Start : 1 : Stop : 538 " 

CAGAGGTTTCTCTTTGCAGTTGAGAAAGATGTTAGGGTTCACCCTATCCATGCCTTGAAATGTGGGTTCC 
CGGGCAATCTTTCGTCATTTATTTCTTTGGCTCATTCTTTGGTTAGGAATGGAAACATAAGTCAGCGAGT 
TGGAAAGGAATTTTTTAGATCCTAGTAAAACTATTCGGCCGTAAAGTGGACTGCTGAGTTATCCCCAGCT 
GTCCGAGAGCATCTCCAGTGCGGCCGTCCAGCCAGCTCCTGCCGCAGCTTGGACCTTATTTCCATACACT 
CTGCTGGCCGCAGTGCTCACCTTCTGGGTTTGGCTTTTTTATATATGTCATCAACTGTGATTATCTTCTT 
AATAAGCATTTAATGAAACGTCATGCAAATTGTTGCTTATTCAGTGATGTCTGGGAATAACATGAGCAGG 
CTGACATCATGCCGTTTTACATTGACCAGTCCCACGTTCCGTGTGTCCTGACAACTGGCAGTGTCTGGCC 
CTGGCAGGCACACAGCCTTTGTTGATTGAATAAATGTTACCTCTGCTT 

>GBEQ2852 1 Acc | CD536659 | Ver | CD536659 . 1 GI : 31579074 | LeukoN6_5__B07 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6 5 B07 A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 4 96 ~ 
AGAATGGTCCAGGAGGATGGACGGACCCCGCTTTGGATATTTGTCAGAAGCTGCAGTAGGGGTGGTTTGT 
GCCCCATCTCCTGGAGTCCTCCAGTCCATGCAGCTCCCTCTTCCCAATCTCCCAGGGCCTCTGAGCACTT 
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GAGCCCACTTGCCCCTGCAGTTCGGGGCCTGGGGTACTCCAGCCAGGCTGGAGAGATGAGTGACGCTGAC 
ATGTCCAGAGTGACCCCGTGTCCATCAGAACAATGTAGACAAAGCTTGGCCCCAGTCCCGGCTATGGGCC 
TCACGCTGGTCATGGCACCCTTGGGCCCAAGATGTTGGGGGGCCGTCAGAGCAGCCAGTGCCATCAGGGA 
GCTGAAGGGGAGCTGTTTCCTCCCACCTACCATGGCTCCCTCTTCTCTTCAAGTTGTGGAAAGGGGCTGT 
GCTGTCCGCCTTCTCCCTGTTCCATGGATTCCTTTGTGTGGGCTCCTGGGGCAGGATAATAAAGAGTTTT 
GACTCC 

>GBEQ28 53 | Acc | CD536522 | Ver | CD536522 . 1 GI : 3157 8937 | LeukoN6_8_F0 6 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8_F06_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 3 4 2 

GATCATGAACTTGGTTTACTGTAGCATTCTGTATCTGGAACCTTGGAATGTGGTTTTGGTGAAACTGTGT 
TTTATCAGTTCTGATGTACAGAAGCAGTGTTTTTATGATGCTTTTCTCCTGCCATATCCTGTACTAGATT 
CAGCAAGGAAGCTTTGGGGAGGAAGAAGGACACTGAATTCTTTCCTAGTAATGCAAAAAGAGCCTGTTAG 
CAGCACAGGTCTGCAATTTCTGGATATCAACTGTCATTTGTTTTTAATTTTGTTTTTGTCATGTTTATGT 
GACAAGTTTTATAATGAAGTTTTGGGTTGGAAATAAAGTTGAAAATAAAAAGATGGTGCCTG 

>GBEQ2854 | Acc | CD53 6499 | Ver ) CD5364 99 . 1 GI : 31578914 | LeukoN 6_8__E0 9. bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_8__EQ 9_A0 2 8 3 f , mRNA 
sequence .: Start : 1 : Stop : 602 

ATAAATTGTGATAAAAATGTTTCTGTGTGGTATGGGCAGTCCACTGAGCTTCCACTGCTGGAGGCCTAGG 
CTCGAGTGTGTTCAGCTGTCAGAATCTTGTCGTAAATAGCCAGTAGCCTACCATAGAAGATTTAAGAAAA 
AACACCTGTCTTTAAGGAATAGCAAAAGAAGGGAAATGCTTAGGTTGCAAATGAAAGTGTTGAACGTGGC 
GATGCAGAAGACTGCTTGTTCTTGTTCTTGTTCTTTTGCTCCTGCATCAGATCAGTGTCATTTTCCCTTA 
TTTCTGCTCATGCAGTACAGAATTGACTAAAATTTGGGGTTTGGGCTATTATACCACTCTGTGTTGAGCT 
ATTTGTAATAGCTAATGTGCTAACTTATATTGTGTTGTTTCTGTTTTCTAGATTTTATTGCCTTTTGGTT 
TGGCATAACTTATCCATATTTTTGTTTACATCATTTTTTAAATATCAATAACAGTAATAATATAAAATGA 
AGTTGTATTGTCGACAAGACCCCAAGTTTTTATGGTCATCTGTCATGTAATTTAAGAGCACCAGTTCCTA 
ATGTATAAAGTTCTCTCTCCTTCAATAAACAATATAGAAAGT 

>GBEQ2855 ! Acc | CD536481 | Ver | CD536481 . 1 GI : 31578896 | LeukoN6_8_F09 ,bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8_F09_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 57 6 

GTCCCCCAACAGGGGCACCGGGCAGCCCAGGCGAGGACGGGAGGCTCTGAGAGACGGCCCAAAGCACCAC 
ACGCCTGTCAACGCGGGGAGCGTCTCCGAGACACGCGATCCCTGACTGCAGACCCACGACCAGACTATCA 
AAATCCACGGATGAGGGGAGACAGCCAGGTGTCCACAGACGGAGGACTGGACAAGAAAAACTGGGCCCCA 
CCTGCTGGGAGCTTCCTCAGCCCCTGTGAGAAGGAATGGAGCCCTGACACGCGCTACAACGCGGGTGAGC 
TTGAGAATGTGCCCCGTGAAGGAAGCCAGGCTCGCAAGCCCATGTGGCGTAGGATCCATCATGTGGAATG 
TCCAGAACAGGCAGATCTAAGGGACAGGACGCAGACGGGTGGCTCAAAGGCCTGGGGGTGGGGTGGGAGC 
CAAAGAGTGTGGGTTTCTTTCTGGGGCAGTGAAAATGTTCAAAAGTCAACTGTGGTGATGGTTGCACAAC 
TCTGGGGATACACCAAAAACCGTTGAAATGCACACTTTAAATGGGGGAAATGTGCGTGTGAATTACATCT 
CAATAAAGCTGTTTCT 

>GBEQ2856 | Acc | CD53647 9 | Ver | CD53647 9 . 1 GI : 3157 8894 | LeukoN6_8_B08 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8 JB08__A028 3', mRNA 
sequence .: Start : 1 : Stop : 311 

TGACAAGCAGTACGTAGGCCTGCTCCCAGGATCCGAACCGGCAAACCCCAGTCGAACTTAACTGCTGTGC 
CATGGGGCCAGCCCCAAGAATCCTTTTTAATTAGCATATTTTAAACTTGTATGCAAACAGATGGTGT.TAA 
AGTACTTTTAAGGACTTTCAACAATAGATATTTAAGTGGATTTAACAGCTCCCCTTTGATCATTGTTTAT 
TTACATTATTTGTGTCAGTAATCCAAGGAAAACCTTTGACTAGACTTTTTGTCAGTATTATGAGATTCTG 
AGTGAATGAGGCTTTATTAAATATTTTCCAT 

>GBEQ2857 | Acc |'CD536475 I Ver | CD536475 . 1 GI : 315788 90 1 LeukoN 6_8_D1 1 .bl__A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_8__Dll__A028 3', mRNA 
sequence . : Start : 1 : Stop : 4 19 

CCCATACAAGTTTTTCATTGTTGCCTGTGAACCCCCTCAGCAGGGTGACCCTCCATATCACTTGGTTCCT 
GTACACTTAGATAGTATTGTTTAAAGTTTCCACCATTTTCCCCTCACTTGGCACAGGTTTTCTTATAATC 
TCCTCGGCTTTTTTTTTTTTTTTCTTTTATGGATTTTCCTGGTTCCCATAGAAGAAAGAAGGAAGATATT 
GGGAAAATTAGATTGCCTAAGACCCCAGACCAGAGTTGGGACAAAAAGAAATGGGATCTTTTCTGCTTTG 
GAGCTTTGTGTGTTTTGAAGGAAGGCAACAAGGAAGAGGGCAAAGAAAGATCCAGGACTCTGTATTTTTA 
CCCTTGGAACTTCTGCCAAGATTTGTAGCTCTCTGTTCACAGCAATAAAACTACTTTTTTCTGCATTCT 

>GBEQ2858 | Acc | CD536364 | Ver | CD536364 .1 GI : 31578779 | LeukoN 6_7_D02 . bl_A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_D02_A028 3 f , mRNA 
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sequence. : Start : 1 : Stop: 694 

GGACATAATTTTGAAAGGAAGGTTTATAGAACAATCTTCCTTAACCATATGACTGGTATCATTTTCCTGT 
CTGCTGATGCGTTCTCACATTTTTATTTTTCTTAACAGAAAAAGTAATGGATCCTTTCATCCACTGCCTT 
TATTTGGGTTTAGCATGTTTCTTAAAATCTCTAGATGGAACTCTTAAAGCGGGGCCCCTTTGGGGTTCCC 
GGAGGCATGTTTGAGAAGACGAGGGAAGGCGTGATGGGGCATGTCTGGGTACCATGGTGCTGAAAAGCTT 
GGGGAACCTGGACTTTTCCAAGGAATCTGGAGTCGTATTTTTCCAAAATGCAATTTGTCATATAACATCG 
GAAGACCTGATTCCTAGGACTCAGAAACAGCAAACCAGAGTTCTCGGTTAGCGGCTGTGTCATCTTTGAA 
ACCAGGACAAAACCGGGTTCGACTTTCAGGAGTCCCCGTTCTGATAATAAAGAGGCACAGAGATTGCATG 
T GAATAATAT TATATGGAAATC AGACC T AGAGCTGGAAT GAAAATCT GT AT ATT GGTTGAAAACTATAGT 
CATAACCGTTGATTTTGCTTATTCATTTGATGTTTTGAAGGTTCCAGTAATTATTTTTGCAATGAATATA 
GATTACTACATAGTCCTTTGGTGTTATCCTGCTTTTAAAAAAATAAACTCTGGTTCGCTCAGTG 

>GBEQ2859 1 Acc | CD536355 1 Ver | CD536355 .1 GI : 31578770 | LeukoN6_7_Fl2 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_F12__A028 3* , mRNA 
sequence. : Start :1: Stop: 557 

AAATGAGCATGT AGAC AAAT T T AACACT GAAGAACCCT GTGAGAAATAATTGAGGGAAAT TTAAT GATAT 
TTAGCATTTTAATGAAAGATCCCGTTTCCCTTCTAGCTACTGGGTACTACACAAGTTTTTATTCGCGGAT 
GGCTTGCTTAGGGTAAGACATCAAAACACTTCTTTGTCTCCTGGTACTCAGGTTCATTGTTTCTGAAATG 
TGCTGGTCTTAGTAATTGTTGGCTATCTTAGTGTTTCTGTGTTGCAAAGCCAGTGGACAGTTTTGACAAG 
TAAAAGGCTTTAGTAGTCAGCTATGATGACGTACATCTAAAGCGTTACTCTCTTTTTTTAGGTGCAGATG 
TTGGTCACCTTTTATGTAAAGGTGTGAAGAGTTGGGTCGTCTGCAAGGCCTGGAACAGGAGTTTTAAGCA 
CAGGCAGACCTTCTGTTACTCTGAAGATTTCAAGGGCATTTATGACAGCAGTTATGCAGCTTACCAGTTG 
AAAGACAGC T GGAT GGATGC T T GTGTGAT AGAAGAT T AAAAGCAACT TT CAGT TT T AAT AAATT TTT 

>GBEQ2860 . j Acc | CD536350 | Ver 1 CD536350. 1 GI : 315787 65 | LeukoN6_J7_Bll . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_7_B 1 1_A0 2 8 3 1 , mRNA 
sequence. :Start:l: Stop :548 

ACTTAGTGGAACATAAGCGAGTGTACTTTTCTGAATAGCAATCTGGTGATGTTTGAAATCGTCGATGTGC 
TTTCCGCTGGACTCAGAAATTCCACTTCTAGAAGTTTTTCCTGAGGACATCATCAGACAACCTTGGAGAG 
ACGCATTTACAAGGATGCCTGTCACAGCCCTGTTTAATAGACACGCCTTAAGCGTACGTCACAGGGTGGG 
GTGGGGTTGTATTGTAGCACAGGCAGTGTATTATCATGCAGTTTAAAAAATAGTAGAAAGAGGTATATTG 
ATAGATAAT ATAACT T TCATGATCTGTTGACCAGT GAAAAACAGCAGTT TACAGTATCTAACATAGTAAG 
AACTGGAAAGACAT AACACT GT AAAGGT T AACTAAGGGTTACTACCAAT TATCAT TTGGT CACACAATAA 
CT GT GAT T AACGT T CAT T T TC T TCT TCAAAAT TTTAT TC AC T CTGAATT T TTT CACAATGAGCAAAT AT G 
AGCATAGGT TCATAACCAGAAAACAAAAATAAAACTAAAGATGATAGCT T T TAT TTGG 

>GBEQ2861 | Acc } CD536348 | Ver | CD536348 . 1 GI : 31578763 | LeukoN6_7_B04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7 JB04__A028 3 1 , mRNA 
sequence .: Start : 1 : Stop : 601 

TACTTAATTTGGGAAACACTAGTCTGTCAGAACCATGGCAAGGATGTCCACTATTGCCACTGTGATTTAG 
CATTATGTTGGTGGTGTTGGCCAATGCAGTTAGACAAGAGAAAACCATTAGAAGCATAAGAATTAAAAAC 
AACATCATGAAGATATTGGCTCTCCCTGAGTTAATTCATGATTTTAATGTGATCCCAATAAACATAGCAG 
GTTGTTTGCTGGACCTATGAAATTCATATGACAAATAAACACACAAGAATAGCAAGGAAACGTGACAAAT 
TAGAGCAAT GAG AT ACT AT AT AT CCCATATGT ATCTCATCCCTAGATATACCATAAACCCT C T GTAAT TA 
AACATTGTTCAGGCATTCAGGCTTATGAAGACAAAGACCAGTGGGAAGGAAAAGAAAATCTAGATGTAAA 
CCCAGGTGCACATGGAAAGGTGTATGGTAAAGGCGACAACCCAAAGCACTGGGGAAAATATGAACATTTG 
T T AAGACAAATT T TCCAAT T T CGTAGCCAAT TGGAAAAAAGTTACAGT TAGACTGATAACT TCAC AAT AC 
ACACAAGAATAAAC T TCAAATGTAT TAGAGAT CTAAAAGGT 

>GBEQ28 62 (Acc | CD536330 ! Ver | CD536330 .1 GI : 31578745 | LeukoN6_7_C04 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_7_C04_A028 3 1 , mRNA 
sequence. : Start :l:Stop:4 87 

CGCCAACACTCACCCGTTCCCCGGTCTCCGGCAGAAGCGCAGGCCCCGCTGGGCGCCGCGAGAGGGCACG 
GGCAGAAGAAGAGGCGAGTTCCAGCTCCAAGTTTGACAGAATATTCATGCTGCCTGCATTTATGAAGCTT 
C T CCAATGCAGAAACTGAGGCT TGCAAAGAT TGGGACTTATCTACGTCACACAGCTAGTGAGTGACAATC 
CACCAAGTCCAGTTTTCCTCCTAAATATCTCTTGAGCCCACCCTTCCCTTTTCTTCTCCCTGTGCCACCC 
TGCCCGAGACTGCTGTGGCCTCCCGACTGGTCTCCAGGGATCATTCTGTTCTCACTATGCAAAGATTTAC 
CACCGGAGCTGGATGACAGCT T T T AGAGGGGAT TCACTTTATAATTTTTTTGTACTTTACATGTAT GGTA 
TCAATTTTTTGGATGTATTTAATGCTTAATAAAAATGTTTTAAAGGATTTATTCCTTTATCTCCAAT 

>GBEQ28 63 | Acc | CD536245 | Ver | CD536245 . 1 GI : 31578 660 | LeukoN6__4_A08 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_A08_A028 3', mRNA 
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sequence . : Start : 1 : Stop : 600 

CAGAGGCTCCTCTGGGTGAGCTAGTCCCTCCTGGGTTGCCAGCTCCATCCATCCCTTCCCTTCTCACAAG 
CTCTCTGCTTTCTCCCCTCCCTCCTCCTCTGTCCTCCTCCATCTTGGTGACTGCCCCGCACCTGTGTCCT 
CTTTCCACCTTTCCACTCCCCGCACCACCCAGCTCCACCTGCTCACCCTTGAGTCAGGAACAATGAAGGA 
CGGACCTCAGTCTCTCTAAAGAAGGCAGGAGCCCTCCGCTGAACCGCACATCAAAGCACTTTCTATCAAG 
AAATGCGAACATGCCATTCCCCACCATCTCCACGTTGATCCAAGGAAACCAGCAAAAGGCTCAGAAGCTC 
C T AAGAAAC AG T T T C AG AAAAC AAAC C T C T GAG T AGAT T TAG T T T T C AT AAAAT C T GT C T T AGG T T C C AA 
ATAGACATCAGTAAGACTACACTCAACACCATCGGAATACTTTTAAATTTTTAGGCAAATAATTATTCTA 
ATTGATTTTAAACCCAGAGCAGTACAGTGAAATATTAAGAATCTACCGCTGATTTTTTTTCTCTGTAAAT 
G TAT GAT GAAGT CCATATAT T TAAAT AAACACC TGCT AAC 

>GBEQ2864 1 Acc | CD536233 | Ver | CD536233 . 1 GI : 31578648 | LeukoN6_4_A07 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_A07_A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 2 63 

AATTCAATGCCCAAGTACTGGAGATTTTAGGCTGGATGTACCTGCATGGGAAGCTGTTTTCAATTCTTTT 
TCACAACTCTCTCCAGAACAAAGAAGCTATCAGCGCAGAAGAAAGCTACCGCGAGTCACACCTGCAAGGA 
AAACCCT TAGT GTAGAAGAGCACCTACTTAAT TT T TTCAACCCCACAAAT TTGTTTTT T AAAAT TAAGCA 
CTTAGCAGTAAAAAGTCAAATTTTTTGCATGATAGAGTGTAAATAAAGTTCCA 

>GBEQ2865 | Acc | CD536227 | Ver j CD536227 .1 GI : 31578 642 | LeukoN6_4_C07 . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_C07_A028 3 1 , mRNA 
sequence. : Start: l:Stop: 374 

AAATAGTTTGCTTCTTTACAGAAAGAAGAAGAACGTCTGAGAGCTTCTGCTCACCAGGAGACAGTCCATC 
CGCGGGCGAAGCAGACCCAGCAGGGGCCGAGTGTCCCCTACCAGGACCCCAGCAGTGACGAGGAGGAGGA 
GGAAGGCGACGAAGCCGTTAAAAACCACGACCCAGGGGAACTCCGAGGTGGCGAGCCCTCCAGAAAGAGG 
AAAGTGGAGGGGGAAGAGGAAGAGGACGACTGAGGCAGAAAATGTGCCCTCACTGGATATCTTGTTCTCA 
ACAGTTTGTTTTAAAACAATGAAATGCCTTGTTTTGACTGAAATGAACTGAGTTGCTTTGGCATCATCCT 
AATAGTGAATAAAATAGTTCAGAA 

>GBEQ28 66 | Acc | CD53 6225 | Ver 1 CD53 6225 . 1 GI : 31578 64 0 | LeukoN6_4_Cl0 .bl__A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_4_C10^A028 3 1 , mRNA 
sequence. : Start : 1 : Stop: 47 6 

CTGCCCAGGGGCAAGGCCCAGGTGAAGCCTAGACAGGTGTGCAGTGTGGCCGGCTGGGGAAAAGTTTCCC 
CAGTAGACAGAGTGTCCGACCCCCTGCAGGAGGTGGAGCTGACTGTGCAGAAGGATGATGATTGTCACTC 
CCACTTCCCCAACCATTACAACCAGTCCCCCCAGATTTGTGTAGGGGACCCGAAGAATAATAAGAACAGC 
TTCAAGGGGGACTCCGGAGGCCCCCTCATTTGCAACAAGGTGATTTGGGGTATTTTTTCCTACGGACAAA 
ACAACGGGAACCCTCCAGGTGTTTTCATGAAGGTTTCCCCCTTTTTGCCCTGGATAAAGTCAACAATGAA 
GCGCTGCTCATAGCAGCTGTGATGGTGCCCTTCCTTTGTGCCTGACCCCCTTTTTTGGGGCAGAGGCAGG 
AATCCCGTGGGGCGGGCAGTGGGACTGCAGGGCCGTAATAAATGGATTTTTAGGGG 

>GBEQ28 67 | Acc 1 CD53 6083 1 Ver | CD536083 . 1 GI : 315784 98 | LeukoN6_3_E10 .bl_A028 Unstimulated 

peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_3_E10_A028 3 1 similar to 

Similarity to mitochondrial genome, mRNA sequence .: Start: 1 : Stop : 506 

GATAGT T AACAACAAGATAGGGATAAT CCAAAAACTAAT CATCTAT TTAAACCATTGTT AACCCAACACA 

GGCATGCATGAATGCTTTAAAGCCCAGGATAAAGCTGATGCTGGGAGCGTTAGGTACCAGTCTGCCCATT 

TAAAGCCCCAGATGTGTATTGCGCATTATTTAGACTCTGCTTT2^AATTTTTAAA2\ATGTATGTAGAAGTT 

CATTGTGTAGCCGCTATTTCAGGAATGAGGGTTTTTAGACTCTAGTTATTCCTATGCTCATAGGGAGAAA 

GTATTTTCAAAGTTAAAATTTTCACATCTCCTTTTGTAAACTATTGGAATACGTTTTTCAGTACAGACAT 

TTAAACTGAACTACACAGACTACTGAACTTAAAGAAAAGCCCTTTCTTATGGGGCTGTATGTGATCCTCT 

CCAGATTATTTTGAAGCATTAATTTCTATTTTGCTATGGTGTTTTGTATCATCATGCTTGTGCTGTCAGA 

AAATAAAGGGCAGAGG 

>GBEQ2868 | Acc | CD535983 | Ver | CD535983 . 1 GI : 31578398 ) LeukoN6_2_BlO . bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_B10_A028 3 1 , mRNA 
sequence. : Start : 1 : Stop : 547 

AATTTACAATTAGTGGGAGAATGTGCCCTTAACTTTTCCAGGAGGCTCAAAAGGGGAGGTCTCAGTTTTG 
ATGC AGCATGGTCTTT ACAAGAT TT TGATGGGT CACAT T T TAAAGAGAGGAC AGAGTGATAGGAT TGAGG 
CAGTTCAGGACTTAATTCCTGAATCTAAGGTTTTTCCACCTGGCTCCCGCATCTTGGACCAAGCCATTGT 
AAGTTACAACCAAAATCT TGGGTCCAGCAAT CT GAATT T TAAACACAGCAGGGCT T T TAT ATCAAAGTGG 
TTTGGATTCTAGAGAGCACTTGTCAGGATTTATGGGTGCCTGTGCATAGGAGTCTTAATGTTGATAGAAA 
TACGTCATGAAATGCTAACAGTTTTTCTTCTAGTCTGAAATGTATCCAGTAGAGAAATTTGGTAATCCTG 
AAGGCATCATGTTTTCTGGGGTTTGTATCTCCTGCAAAACCGTGATGGTGACTGATGCTTGCATGCAGAT 



1046 



WO 2005/067649 



PCT/US2005/000517 



AGGACCCTCATAGATCTCAGGGTAAATTAAAATTTGCTATAATTTTATAGTTCCCAA 

>GBEQ28 69 ) Acc | CD535974 | Ver | CD535974 .1 GI : 3157 838 9 | LeukoN 6_2_F07 . bl__A02 8 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_F07__A028 3 1 , mRNA 
sequence . : Start : 1 : Stop : 661 

GCTGGCTTGATCCTACTGGTCCTTGGGATTCTACTATTTCAGGCTCGACACAGCCTGACAACACCCCAAG 
ATGCAGCCAGGAGATAAATACAAGAGAGAACAAAGCACTTCTCAGAATGGTAGAGCCTTGGAAATAAAAC 
TTGTGTGCCCAGCAGGTTTTGGAAAAGCATCTGGGGCATATGCTGAGTGACCTGTCTGCAGATTATTGTG 
AGCTGGAGGAAGCATTGTTTATGTGCAGGGACCATGTCTGGACTCTTCTAACATTAAACTGTGTCATCTT 
CCTTCTAACCACTGTTGAGTTATCTTGATTGGCTCCTATCTTTCCCTCTTTCTGTGAAATCAGCATATAT 
CCCATATGGCAGATATCAGTGCACACCTCCTTACACTTTCATGCTCTTGTATATTTTCT^AGTAATACATT 
CTTCTTAATTCCTAATTGCCACATACCTTGATGTATGTTAAAGAGTCTTCATCTCCTCATTCAGAGCATG 
CAAGCTATCTTCATAAATCAATAAATTGGCATAACAAAGATCCAGCCTGAAAGAGATCAATCCAAATGAT 
TCCCTAACACCCTCTCTGGACTCCACAAGCCATTCACTTTTCATCAGACGATACCTGTGCAGTTTCTTAA 
AAAAT AT CAT CAC T TGGAAT AAAGACAT T AC 

>GBEQ2870 | Acc j CD535970 | Ver | CD535970 . 1 GI : 31578385 | LeukoN6_2_G12 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6_2_G1 2_A0 2 8 3 * , mRNA 
sequence . : Start : 1 : Stop : 617 

TGTGTGAGGTAGCGCCTCCCTCCAGAGCAGAAAGCAGCATCTGTGAAACTGGAGTTTGTCTGCTGTCGGA 
TGGGAGCTAAATCAGACCCTTACCTCCCCCAGCAGACTCTGCTCTGCGTCCCTGCCCTAGCGCATAACAG 
GAAGTGCCTGCCATCCCCCAGTGTTTCAGAAAGCCCAGGATGCCAGAACTAGAAGAGACCTGAGAGAGGA 
TCCCTTTGGTGGCTGTCAGGCTGTCCATGGAATCTGCAGTGGTGTGGGCGCTGTATCTGCCTCCAGAACA 
AGAATCCTCGCTGTGTGGCTGACCCCGTGGCTGAGTTGTTAAGTTCGTGCTCTCCACTGCAGGCAGCCCA 
GTGTTTCGTTGGTTCGAATCCTGGGCGTGAACATGGTACTGCTCATCAAACCACGCTGAGGCAGTGTCCC 
ACATGCCACAACTAGAAGGACCCCCAACGAAGAATATACAACTATGTACCGGGGGGGTTTTGGGGAGAAA 
AAAAGAAAAATAAAATCTTTAAAAATAATAATAATTAAAAAAAAAAAAGAATCCTCGCTGTGCATCAGGA 
CCCAGGTCTCTCTGACATCTCCTGAATAAGGAGAAAGACATATTTAATAAACAATTT 

>GBEQ2871 | Acc | CD535943 | Ver | CD535943 . 1 GI : 31578358 | LeukoN 6_2__E 10 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN 6__2_E 1 0__A0 2 8 3 1 , mRNA 
sequence. : Start : 1: Stop: 57 6 

ACACAGCTGTCTTTAGGTCAAGTAGTCAGCTTTTTCCTAAGACTATTAGAGCTTAAAACAAACCTGAAAC 
AAACCCTGTTCCTACTTATAGTAAATTGGAAGAAAAAAAGGGAACAAGAATCTGTAAAACTCATGGGATT 
CT T TTG AAGAAAGAT TCT AACGGTTAT CTACAGAAATAAT CATAGGT T TCT GT TCCT C TACTAGT GCAT C 
AT GT GGAAGCAACAACACAGAT T TCCCCCAAAT GTAGAGGCAGTCTGCTT AAAGCGGGACAGCGCTAGGA 
GAGACAATTATCCTCCACAGCAGCAGAAACTGATGTTGGATGACAGGCCGTGAGATCACTGACTGGAAAA 
CACGCCGTCCCTACGCTTTAAGACTCTGGATTGAGAAAACCTGAGGCCAAGGGTCAACCTCTTCGAATTG 
TAGATGCTGATTTGCTGCTCTTCTCAGGCAACCCTACATAGAGTGCCCCACTTAGGAATTTCTGTATTTT 
ACAATGGCGAACTAATTCTCAATAAAGAGCGTGGGGACAGCTGGTTCACGCAAGGAAATGATTCACTTAC 
AAAGGTTCCAAAATGG 

>GBEQ2872 | Acc 1 CD535941 ! Ver | CD535941 . 1 GI : 31578356 ) LeukoN 6_2__F0 5 .bl_A028 Unstimulated 
peripheral blood leukocytes N6 Equus caballus cDNA clone LeukoN6_2_F05__A028 3 1 , mRNA 
sequence ..: Start : 1: Stop: 327 

CCCGCCGCCAGAACCCATTGAGGAAGCTGAAGGGTAGGGCCCCGGGCTGCCGGCCCTTGTTTTGGGCCAT 
GGAGACCCTCAGATCGCCCGATTTTGATGGCATCGTGCACTCCCAGTTGGCTGCCACGTGCTCCAGCTTC 
CAGGGATACGTCGTGGGACGGCTCCTGGAGGAAGGCCGCCCCTTTGATGGCCCTGTTCGTTCGTGAAGGC 
CAGCCCTTGTGCTTGGCCTGCTGCTTCGCAAACGCTGCCTGGAACAGGACGGGTCTCGTTCTTTACTTTT 
GGACGACCGATGTCACATTGTTTTATGTTTTCAAATTAAACTTCTTT 

>GBEQ2873 | Acc | CD535884 | Ver j CD535884 .1 GI : 31578299 | LeukoN5__5__C08 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_5_C08__A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 58 6 

TTTTTTTTATTATGTGTAGAAAGATTTTAAAAACTAACGTGCAGCAATTTCCAGTGAACCTGTACTTGGA 
CATCAGGTAGTGAGTCTATTTGTGGTCACTAGCACTGTCTCCTAAACTTGTAAGAGATCTGAAGCTATCC 
TTTGATTTTTGCCAGTGCTATTAACTTATGTAGCCCTGTTAAAAAGCAGAGCAACCCAATTATAGTTATC 
CTACTGAGCCATGGATTTTGAGTTTCATTTTAAAAGTGAAAGCCAAGTTGGTGTATGTAAAGGATTTCCA 
TGTAGCTGTGGTGCTAGTTATTACTGGCTACATTATATGCTAAGTGTATTTGTGTTCCCCAAGTGTACAA 
GCCT TCTATCAAAAGTATGT T CT AT AACTCATATATTCAAGGTGTAGGGTATGAAAATGCAAAGCT TAGG 
AGAGCACTTTACCAAGCTGGTGTCCTCCAAACTGAAATTGTTTGTAACGATAGTCTTTCACAGGTTTTCA 
TTTAAAGATGTTCGTGTGCTTTTAATTGACAACTAACTTTTTGCTGCTGTATAGTAAAATAT'TAATATAT 
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TTTTATCATTAAACTGCTGCATGNCT 

>GBEQ2874 I Acc | CD535780 | Ver | CD535780. 1 GI : 31578195 | LeukoN5_8_H05 . bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5 8 H05 A027 3', mRNA 

sequence. : Start :1: Stop: 416 "~ ~~ 

TTTCTAATCATGAGAATCTTTTCTAGTCAAACAGAACTGCAAACTTCTACAGCAAGTGTTTCCTGGTTCT 

CACCCGCTCCCATCCACTGTGCCAGGATATAACGCCATTATGTATAGAATACTGGGATCAATCAGAGTGT 

CCATCCATAGGCAACGGGTTACATCGATTATCTGGTCTTACAAGAACAAAGCAGGTCTGATTATGCTGAT 

GTGGAAAGACATCCGTGAAATGTGGATGTGTTTTCTTTTTAATGAAAAATATTGATGCTTATATACAGAC 

AGAATGCTTCTGGAATGACACTCAGGCTCCTGGGGGTGGGGAAGTGACTTCTCTCTGTACCCCTTCTGCC 

ATT T GAAT TT T T T TACTATGAGCATAAAT TT TATAAT T T T TTTAAATAAAAAGGAAAAAGTAACT C 

>GBEQ2875 | Acc | CD535777 | Ver | CD535777 . 1 GI : 31578192 | LeukoN5__8_E06 .bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__8_E06 A027 3 f , mRNA 

sequence. : Start : 1 : Stop: 598 ~~ 

CTACGAAGAAAGCGAGAACAAGAGCCTGCCAGCAGGCCCCTGAAGGGTATCCAGAATCGCCTGAGGAAGA 

AGCGTCAGGAGGAGGATCCTGCGGAAATTGTGGACGTGGAGGCAGGCGATGCCGCGGGAAGCTCACTTTC 

TGGCACACAGGAGCCCGAGGCTGCCCAGGGGCCCGTGTCCCAGGGGGCGAAGGACGATAGAGAGAAAATG 

GCTCGACTCAGAGAGAAGATGGAGATGTGCAGAGCAAATCAGAGACCAGAGGGAGACCCCAGGAGCCTGG 

AGAGGCCAGGGGGAGGCGCTTCCCGGAGCCTGCCGGCGCTCCTCCTCTGGGCCAAACCCTTCTCGAGCCT 

CAAAGTCCGCCCTCCTTCCTTTGAGTCCTGTGAGATGCCCTTGTTAGGATGCATTCTCTTGTTTTGCTTG 

AGCT GAT TTGAAGT AT TAT CTAT TACT TGCAACCAAAAGAGCTCT GAAT AAGATAAAATCTTGTTGCTAA 

AGCACAGTGTCTCTCGAATTTCGGTCATCCCTGTACCCTCCTCACAATTTTTGCATATCTATGTACCATC 

TGTATGTTTACTTAATAAATATTGTTCTTTAAATCTTT 

>GBEQ2876 | Acc ) CD535773 | Ver | CD535773 . 1 GI : 31578188 | LeukoN5_8_C09 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_8__C09 A027 3 T , mRNA 
sequence. : Start : 1 : Stop: 474 ~ 

TGGAAAAATCCTTTCCAGAAACGTGTGTGAAGAGGCTCGGTCAGCATCTTGGAAATGGGCTCTGTTGGGG 
GAGGTGGATAACTCT GTTAGAAAGGAGAAT GT TAGCAGCGTAAGT GAAT T CTATT CACT T TC T CTAC TGA 
GAACAGTCCGCTCTCCTTGTTGTAAGTCCAGGGCTGCCCCTGAATCCTGTTTACAGTGTTCTTTCCCCCC 
GTATAGAAGCTAGGTTCGTGTTACCTCTTGGGATGCAGCCAGTTGTCAGCCCCAAGGGTGGCAGGAATTC 
AGAAACAGACACT CAAACGAACTAC TTTCAAAGT T GACTTAAGT T TTCTCACAAGAACCCGAT TAGCTAG 
TTGATATTTTATTGTAATTGTTTTAATTTTCCAAGAACAAATAAAAAAAAAGCCATTCTGGGTTGGAAGG 
TGTAGATCCTGGTATTACGTTGTTGTTATGTGTAAATAAGGCACGTTCGGGCTC 

>GBEQ2877 | Acc | CD535768 | Ver | CD535768 . 1 GI : 31578183 | LeukoN5_8_G0 9 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__8_G09 A027 3 f , mRNA 
sequence. : Start: 1: Stop: 323 ~~ 
CGTGTAGTGTCCCTGCTCCATGTGAGCAGAGGGGGGCCCTTCACCCTGGCCCTCCTCCCTTTTTTTGTCC 
TTGCCTGGTGGTTTTTCATCCCCCCGGCCCCATCCTGGTCCTTGTTTCCCTAGTTGGTTTTTGACTTTTT 
TCCCCAAGGCGGGGGCCTCAGGGAGGAGGTTGGGAGGGAAGGACCTTTTTTGTCAGCAGGGGTGCCCTTG 
GCCCTCACAGGAAGGGTGGGGGCTTGTTTCCAGCTTTTTTGCTTTTGAGCTGTCATTTCATCCAGTGCCC 
CAAGTAGACGGAATGGAACAGTGATAATAAAAT GTCCT TCAAC 

>GBEQ2878 | Acc | CD535736 | Ver | CD535736 . 1 GI : 31578151 | LeukoN5_8_F09 .bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 8 F09 A027 3 1 , mRNA 

sequence. :Start:l: Stop: 558 ~ " ' 

CCGGGGTTCACCTGGCCACAGGTGTGCTTCCCCCACTCCCTTTCTCTGCCCCAGAGCCGGAGCAGTTTAG 

GTTTGCAGAGCTACAGGCGAGCTCTCCGGTGCTCTCCAGTGTGAGAATCCTGGGCTCACTCGTTGCTCCC 

TCTGAGAGACACAGGTCACCTTCCAGGCCAGCTTGCGGGAAGCGGACGCAGCAGCCAACCAGAGTCCCCC 

CAGGGCCCAGGTGTCAGGGGGCAGAGGGAAGTTGAGGTGGGGGTGGGAGGCAGCGCATATGGAGCGCATC 

ATATTTACAAGT GAGTGC T T TGT T GAT CGACTAATCGAAATCAGCTGGACTATGGAT GGACGTGCATAGA 

TTTAGGCGCTAAACCTTTTCTCTTCCACAAAGTGAAGAATACAGTCTCCATCCCAGAAATCTTACCACAT 

GGTTTCTAACCACTTGCCATCCCATTAGGTGGCTAGTTCCTGAGGGCCAGGCTTCGGGCTGGGAGGAGTG 

TCCCCTCTGGCTTCCAGTCCAGGGGGAGCCACAGAAACCATGTGCTTGTCTAGCCATTAAAGTCACAG 

>GBEQ2879 | Acc j CD535688 | Ver | CD535688 . 1 GI : 31578103 | LeukoN5_7_A01 .bl__A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__7_A01 A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 641 ~ 
GAAGTTGATATTGGGCTCAAAAAAAATTCTTTATTTTCCATTTTCTGTTATTTATGGCTCCATTTAGCTT 
AAAGGATGACTCTATCATTCGGATACGAGCTAAGAGAACTTTAACCTTTTTAAGGAAAAGGCTTGATTTA 
GACACTGCTGGATACTACTTACATGATTGTCTGAACTGCCACAAACCTCTTATGATCCAACCGAAAATAT 
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GT C AG GC T T AAACCAT G G CAAAAGC AT AC C AG C AAAC C AGAAGT C T T T T AAAAT G T AAC G C C T T G C T AAA 
ACCACTATCTTCCCTAAAGCTCTTAATGAATAAATTTAAAAGCCTCCACTCTCTATTCAGTCACCTTGGT 
GAAATACACTCTAAGCCGTGTAGCTGCGAGCTCCTCACCACGGGGTCCCAGCGTTGCTCTCGGCTGTGTC 
CCCGTGCCACCGCAGCCGTGCAGCCCTTCTGAAGCGGATGGAGATACCAACACCCAGCCAGGCACAGCTC 
TGCCCGGGGAGCTCGTGGGGGCCTGTGCTGCCCTGGGCCTCCTGATGACAGTTCCTTCTGTTCTGTTGCA 
TCAGCAAAAATAAAATGCAAGAGTCTAGCTTAATGGCCTTCAGCTGTCATGAAGTAGTTATGTACAGATT 
TTAGTCTTTGG 

>GBEQ2880 | Ace | CD535675 | Ver | CD535675 . 1 GI : 31578090 | LeukoN5J7_F09 .bl_A0 27 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 7 F09 A027 3 f , mRNA 

sequence. : Start : 1 : Stop: 4 47 ~ 

GGCCAGTCCAGGTCAACAGGGGGGCAGTGCCCTTGCCTGACCTTACGACTAAGCCACCTCTCCAATACCT 

GAGGGGCCTTCTACGGGAGGGGCAGGCAGGCCCAGGGGATAGTCTGCCCCAGGTGAACCCACCCACCAAG 

CCCAGGGTTCCTTAGGTTGGGCCTGCAATGGGTGGACCTAGGAGTCCTCAACCCTCCCTGAGGATGGGTC 

CATCATGGCGGGAGTGGGCGGGGCTCTGGGGCCCGCCCTAGGACGTCACACAGCAGGTGGCCAATGGGAA 

GAGGCCGGCAGGAAGTCCTGGGAGCTCCCGGTGCCCGGTGGGCCCCTGAACACCGGGTGATGCTAGGCGC 

TGTAGTCTGTCCCAATTGGTGAAGTGGCGGGAGGTGGCAGTTAGGAGGCCCACGTTCCAGTCCAAGGCCC 

TCGGCTCAAAATAAAAACGGTAAAACG 

>GBEQ2881 | Acc | CD53564 4 | Ver | CD53564 4.1 GI : 31578059 | LeukoN5 J7__D08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 7 D08 A027 3 1 , mRNA 
sequence. : Start :1: Stop: 619 ~ 

TAAGAAAACAGTTATTATGACTGTTTGGTGGTTGGTTTTTTTTTTTTTTTTTGCGGAAACATAGATCTTA 
TTTTTTAGTAACATGTTGGTTTCTAATTGTTCTAGGTGTTAATATTCATTCATTGTTAGATTCTTTACAG 
ACTGTTACTTTGTAAATTACTTTTTAATCTCCCTTGATTTTCATTTAAATCTCTTAACAAAAGAATCATC 
ATCTGTGATAGGCAGATAACCGTTTATTTTCAGAACGCCTAGGTTGTCATTTTGTATGGTGGTTTCTTAA 
TATAGTAAAATTCTTCTGGAGGCCAAATATCCTCAGCTGTTACCTTCAAATCTGAACCATCTCAGAGATG 
TCTGATGGCCTAGTTTTCTTCACTTTACTCATTCCTAGACCATTTTTCACATCAGTCTTTTTAAAAGTAG 
TGATTTTTAAATAACTGTATGCCTGGTCTCTGACATCATAGATAAAAATTCCTCAGAACCCCTTTCACAG 
GCACAT TT T T T CAAAAT T GTGGAAAGAAAACAATCATTAAAATT TTAAAAGTT CACAT T TACAT T T T T CA 
TGATATTTGAAAGCAGTGATACTACATGACTAGTTGATAATTTTGCTTGGTGTTTTGTT 

>GBEQ2882 ) Acc | CD535590 | Ver | CD535590 . 1 GI : 31578005 | LeukoN5_6__Ell .bl_A02 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 6 Ell A027 3 1 , mRNA 
sequence. : Start: 1: Stop: 13 6 "~ 

CAAAGGAATTATGAATAGCTTTAAAATAATTAAAAATTGTTCCCTTATTTTTTTATTTTCCCCTTAGGGT 
TTATTCATAGGGAAATTAGATACTTTGAATGGAAATAAAAAAGAAATAAATGTTTTCdTTCAGCCC 

>GBEQ2883 | Acc | CD535589 | Ver | CD535589 . 1 GI : 31578004 | LeukoN5_6_G08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoNS 6 G08 A027 3 1 , mRNA 
sequence. : Start :1: Stop: 630 ~ 
ACCAGAGGAGCTAAGCCCTCAAT TC TAAGTGTC T GATAATTGT TAAT GAT TCAGACACAAGGAGAAGGAA 
GAAATCAACTGTCCTGTTTTTGCTGTAGTGTCAGTAACTTTCTCCCAAATGCAAAGATACTACTTACAGA 
TATTTTAATGAATCAAATAACTTGTTACCTACATGATTAGAGTTCATAGTAATGACTGAAGAGTAAATTA 
CGTTGCACTACCATGTCTGCCTTCCATATAGTTCAGTTGTGAACAGGTTGCTGGTCAGGTTTGGCAGAAG 
TTTCAGTTTTTGATGATTAGCTGGAGAGGATTCCCTATACTCTAACCCAAACATTGAGACTTTAGTTACA 
GTTTCACTGTTATCATTAATATTAATTGGCCATATATGAAAAAGTACTACATGTAGCATGTTTTTACAGT 
TTAGGAAAAACTTTTAAAATAGTTCCATTCTATAGCCAGAATGTTAGAGGTTCTTTTCATGGTTTTGCCT 
AGTAAGAGATCAAAGAGAAGAATCAGT C TGAGTGATTATTAATT T GT TTTGC AAC AT AAAAT GAAATGGT 
AGAACT GAATGATATAATTT CTAAATAACAT TTAGT AT TAATAAAT T TGGTGTGAT AT AAT AAAAT T C TG 

>GBEQ2884 ] Acc | CD535588 | Ver | CD535588 .1 GI : 31578003 | LeukoN5_6_A10 . bl_A027 Unstimulated 

peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5 6 A10 A027 3 1 , mRNA 

sequence. :Start:l: Stop: 67 9 ~ 

GATTTTATTTTGGTATTATGAACTCATAGATTTAAACATGTTTGAGTTTTGATGTATTGTTGTTATGATC 

CCTGTTTGTGTTCGGATCATCTCATTTTTGGATAGTGGGAGCCTTTACAAGTTGGCTCCTAGAGCCTTTG 

GCACAGTCCCAGGGCCCTCTCAAAGGTTCCTTGCTACCTGGTATGCCAGGCTGTTCTAGGCCCAGCGTGC 

ATTCCTCCTGCCCCAGACGTGGAATAAGCCGTTCCTTCAAGAAGCCCTGGTCTTTTTGTAATGGGAAATG 

ACGTTTCAAAATCACAGTCTGGATGTTAGATATGCTCATTGCGGTTGGGTTGGTCAGTGTTTCTAGGTCT 

TTGCAGTGAACAGAGCTAGAGTATATATTCTGTTCACTGACTGTAGGATGTCTATTTGACCTTTTTTTTT 

TTTTTTTAAGATTTTATTTTTTTGGGGCTGGCCCCGTGGCCGAGTGGTTAAGTTCGCGTGCTCCACTGCA 

GGCGGCCCAGTGTTTCGTTGGTTCGAGTCCTGGGTGCGGACATGGCACTGTTCATCAGGCCACGCTGAGG 
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CAGCGTCCCGCATGCCACGACTAGAAGGACCCACAACGAAGAATATACAACTATGTACTGGGGGGCTTTG 
GGGAGAAAAAGGAAA&AATAAAATCTTTAAAAAAGTAAAACACAGTCTT 

>GBEQ2885 | Acc \ CD535585 | Ver ) CD535585 . 1 GI : 31578000 1 LeukoN5_6_C07 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_C07_A027 3", mRNA 
sequence . : Start: 1 : Stop: 514 

AAAGGAGACCCACCCGGATCCAGACCAGTTTCTCTCCTTTATAAAGAACTAAAGTAGGGCTTCCTGCGTG 
TAGGATTCTGTCCCCCGGGCTTGTGTTTTTCCTACATCACCATTTCCGAGAGCCCCGAGAGAGGCCGCGT 
CCCTATCCCCTGCCCCTCGTGTCCCCCGTGTCCCCTCGTGTCCCCCTGGTCCCTCACACAGGCCAGGCGG 
AGGGCAGGCGGCCTTCCCCAGGCTCCTGCCGCGTCCACCTCACGAGGTGTGTGGGCCGGCGCCCGGTTCC 
TGCCCTTTGCGGAAGGTCACAGGTCGTGCAGTGCGAGCTTCCTGCCGTCTGAAGCCGGCGCTGTCGGTCC 
GTGGTCTGT.GTCATGCCTGGGACGGCTCTGACGGCGGGCTGCCGGCCCCTCGGGTGCCCCCTCACTCCTC 
CCACCCCCCGGGGTGGAGTCAGCTCTTGGGCCCCCTCTCCAGCAGTGAGGCTCCTCCCACAGCGCCCTGA 
CCACCAATAAAGGCCAACCGCGTC 

>GBEQ288 6 I Acc | CD535581 j Ver | CD535581 . 1 GI : 31577996 | LeukoN5_6_H0 9 . bl_A02 7 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_H09_A027 3', mRNA 
sequence . : Start : 1 : St op : 663 

AAGAGATGCAAAATGTTTATCCAGCTCCCTGTCTATCTGTTTTTATTTCATTTGCACAGGATGGGCCTAA 
TAGCACTTCAGGGGTTTCTTTGGTTTTCGGTTTTTTTAAGTTAGCCATCTACTGAAGAAATTAATTACAG 
TCCTGGGCTGCATTCTTAGAGTTATAACATTTAGACCAGGTGATGGAGGTATTCTTTTTAGAATTCTTTT 
ACTCTTTGTGTGCTAGTGGTCACTATGCAACACGAACACGGCCAAACTGACTGGCTCCAGAGTATCCAGT 
TGAAAATTCAGTTGTTCAGCTGAGTGGTTCCATTGTCCTCCCATGTCCCTGTGACAGCACTTGCCACCAA 
GGACGTGCTGAAGTTGTTCCTTCAAATGCCTCCTCTCCCCAGTGGACCCTGCGTTTCTTGAGGGGAGGAA 
CTCTGCCTTCGTTTCCGTATTCCCAGAGCCTAGCAGAGGACCTAATGGACAGTAAGTCACCAGCAAAGTT 
GAAAGAAGGAGTGAGCGGGTGGCGGAAAGGGGTCTCCCGCAGAACATCGGCGCCAGTGAGGAAGGGGCTG 
TAATGGCGCCTCAGTTTGGTGAAGTGGGGCTCAGCATAGGCAAACCCATTTGGGCCTGTTGTCTTGTTTT 
AACTGTAATGAATAAAGGCTATTTCGCTCTGTT 

>GBEQ2887 | Acc | CD5355 60 | Ver | CD535560 .1 GI : 31577975 1 LeukoN5_6_E08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_6_E08_A027 3 f , mRNA 
sequence. : Start: 1: Stop: 625 

CAAACCTTTAAAGCCCCTTAATTCATTCAACAAATATTTATTGAGAACCTCTGCTAGGTCGGCCTGGCAA 
ATAAGACAGACATGATCCC TGC T CCCGTAGAC T T CAC TTTCTTTT TAATGAAATGAAAAACAT GAAGAGG 
GAGAGGGCTGCTTTTGATGTGTTCCTGGACACACATCTTGAGTGGAAATGCCGGGAAGGGATCTGATGTC 
CCAGGTCTGGAAGTGTTAAGTATCAAATGACAAAACTAAAACAATTTAGTAACAAATTTGTCCTTTATTC 
AAGGAAAACAATCCATGAACTGGGGGAGTACAGTGCCTCACAAGCAGTGGAGCACAGTTCCTAAGGGATT 
TGGGGCAAGAGTGAGTTTTGTGTGTGTGTGTGTGCCGATCTTTAAAAAAAAAAATCACCTTAAGAAAATA 
ATCAATTCAAAATAATTCTTATGCCAAAGAGGCATAATCTGGGATGGCACATCCGGTTCCCCTTCACAGG 
TGTGGCCTGCCTGGGGCACTGCATGCCACAGAGCACCATTCACATGATAAATATTGTAAATGCCTGTATT 
TATTACTACAATTTTCCTGAGGGAAAAAATAAAGCGTCCTTTCTAAATAAAATCAGTATGTCTTG 

>GBEQ2888 1 Acc 1 CD535470 | Ver ! CD535470 . 1 GI : 31577885 | LeukoN5_4_G09 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_4_G09__A027 3 f , mRNA 
sequence. : Start : 1 : Stop : 726 

AGCTTGAGAGG7^AAGGCTGGGGAATGACATATCTAAAAAGGCTTTGAAAAGCTCTGTCAAATACTTGGTA 
ATCTAAAAAGCCACATGCCTACTCAGGACTGTGTGCATACTCAGAAAAAAACCTGAGTAGACCCTAGGTC 
TCTCTCCTCTTGCTGACCTTGAGGCTCTATGGAGGTAGAAAATGAAGACAAAGGCAGAATTGTAAACTGC 
CTGGCTCAGT GT T GGAGATGT GCCCC AACACAGACNAGAGCCCATT GTCAAAGAT GAAT AT TTTTTGTCT 
TCAGATATTCAAGGAAATCTCTGCCCAGTTATTACCTGACAGAGACTTTAAAGGCCACAAGTAACAAGGA 
GCACAGAAGTAATTTCTGAAAGTCACTAAACAAGGGGTTTACAGAGAGAAATTGGATGAAGGTGGTCAAA 
AGGTACAAACCTCCAGTTATAAGATAAATAAGTACTGGGAATGTAATGTACAACATGATGACTATAGTTA 
ACACT GCTATAT GGTATATT TGAAAGT T GT T AAG AGACT AG ATCCT AAGAGT T CT CAT CACAAGAAAAAA 
CTTTTGCTTCTTTTTTTAGTATCTGTATGAGATGATGGATGCTAACTAAACATTGTGGTAATTATTTCAC 
AATATTTGTAAGTCAAAGAATTATGCTGTACACCTTAAACTTATACGGTACTGTATGTCAATTATATCTC 
AAT AAAAC TGG AAAAAAAT TAT CCCT 

>GBEQ2889 | Acc I CD535458 I Ver | CD535458 .1 GI : 31577873 | LeukoN5_4__B0 9 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__4_B09_A027 3 ! , mRNA 
sequence . : Start : 1 : Stop : 57 8 

AATCAGATAACACTGGAAACAGTGTGTACTTTCAGTTAGGTTTTCTTGATCTTGGAGGATGTTTGAAAGT 
TAAAAATCAAATCTGGTAACCAAAGGACTGCTTTATGGGGTCTTTCCCACCTTACCAACTTTTTCTCAAA 
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TGCCTACGTGGCCTACTTGGCACCTGGTTGTGGTAGGACTCAGAAAAAAGTGGATTTTAAAGAGTAACTC 
CTGGGTAGTCAAAAATACCATGTAGCCAACTATATTGCTAGGTTTGTTCTTTTAACAGCTGGAATTTATT 
AAGATGCATTATTTTGATTTTAATCATTGCCTAAAACACTTTGGGTGGTATTGATGGAGTGGTGGATTTC 
CCACCAAGTGATTAAATGAAATTTGACATATATCTTTTCATCCAAAGTTTTGTACATCTCATTGTTTTCT 
AAT G G AAAAT GT T AAT AT GGC T T T T T G TAT TAG T AAAAAT AG C T T T GAG AT T AAG GAAAAAT AAAT AAC T 
CTTGTACAGTTCAGTATTGTCTATTAAATCTGTATTGGCAGTATGTATAATGGCATTTGCTGTGGTTATA 
AAATACTTCCTCTGGATT 

>GBEQ28 90 1 Acc 1 CD535342 | Ver | CD53534 2 .1 GI : 31577757 | LeukoN5__2_E08 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2__E 0 8_A0 2 7 3', mRNA 
sequence . : Start : 1 : Stop : 64 0 

AGGTTTGTATTCAGAATCTCGTGGATAAGATAGTCCCTTTTCTGATGGCCTCTTATTTCCTTAGTCTAAA 
CTGATTCAGTCCCTTTCCTCCCTCCCCCTCCTAAGTTGTTTTTCTCACATCTTATTCCATCTTGTGTTGT 
GAGTTTGTGGTTAAAATGACAAGATTATCTTTGTTTTTGGTGTTTTCCTTCCCTTTATCTTTGATGCTAC 
ACTTGAGTATTTGCTATCCTGCTCCGATTCTGTCTACCTATTTATCTCCTTATTCTGGGCTTTGTGACCC 
CTTTCTCCCTTTTTTATTTTTCAGGTATGAAGGCCTTCTTGAGGATTTCTTGTAGGGGGATCTTGTGGCT 
ATGAACTCCCTTAGCTTATGTTTGTCTGGGAAAGTTTTTATTTCTCCATCATATCTGAAGGATATTTTTG 
CTGGATAGAGTATTCTTGGCTGAAAATTTTTGTCTTTCAAAGATTTGATTATGTCATTACATTCTCTTCT 
AGCTTGTAAGGTTTCTGCAGAGAAATCTGCTGAAAGCCTGATGGGGGTTCCTGTGTAGGTTGTTTTCTTC 
TGCAGGAAGCTTATATGAGAGGGAACCCCAGCAGGTGCTGGCAGAGTGACGGGAGGTGGGAAGGGAAGGC 
AC C T AAT AAA 

>GBEQ28 91 ) Acc 1 CD535327 | Ver | CD535327 .1 GI : 31577742 j LeukoN5_2_C03 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__2_C03_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 675 

GAGGACTGGACAACCCCAAGACCCACTGGGAGTACTCTGTCCAGTGTGACATGTCACTCAGCTAGCGTGT 
CATAACCCAGGTCACCTTACTGAATGGTAGTGTTGGCCCAGGCGCTCCTATAGGAGCTCCTCAGCGAGGT 
CCTACAGCTGGATCTGTGTCATCTCTCTGCCTTTGATGTGTGTTAACAGTGGGGACTTTATGATGGTCTA 
AGAGTTGCACAGATTTCTGCACAGGGAGCCAGGTTTCAAATTATGTCATCTTGGTATAAGCTCTGTTTTC 
TGAATGTAAAGCTATTTTCATTGTCATTTCTAAAAATCCGGTAGGTTTCTGGATATTGTAAAAATGTTGA 
ATACAGATATAATTGTGTAAATTTCATACTGTTTTATTTTGAGGTGAGAGTTTTGTTACAGTTTATAAAA 
GACATTTTCCTATTTAGACCTCAGGGCTATTTTGGGACCTCCAAATAAAGGTGACCCCCAGCAGCATCAG 
TTCTTGATCTGCAAAAGGTTAATCTTTAAGTTAAATATGATAAATTATTCAGCAGAAACAATGTGTCTTT 
CCCTTTTAAGTTCTGACAAATTCTGTAATGTTTAAAAAGTATAGAAAAAAAGGTGTGGTAATGTAAAAAT 
GTGGGGAAATTGTGGCTAAATAATTAAAAATCACTCATGAAATAA 

>GBEQ28 92 | Acc | CD535324 | Ver ) CD535324 . 1 GI : 31577739 | LeukoN5_2_F12 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_2_F12_A027 3 f , mRNA 
sequence . : Start : 1 : Stop : 531 

GGACTTACCCAGGATCCAAAATTCAGGCAATAATTAGCCTCTCAAATGGATCTGTTTGGAAAGCATTACA 
AAATAATAGCTCTCTTCCCAAAGAAAGATGCCGTTGTGTTAAGGCTGCACTCATTTAATGGTGTCTCAGC 
TGAAACAGGTGCCTTACCTGCTTTGCTCTCCAGGAGCAGCTTTATAGATTTAAGCACTGAATATACAGGA 
CACAGTGGCACTATTAACAAATCAGAATGAGTCCAAGGGAAAACTCTTCCAGCATCCACACACAAAAATG 
CAGT T AGT AAACAGAGAC ACTAACTCTCATTAAGCATAATTAAACCTAATAT T GACTGTAAACTGT TACT 
TACCT TAAACT TC TCT GTAGAGAGAGT GGAAGGGGATTAACCT AGCAGACT GGGACAT TAAT TAT T ACCT 
CT T TCACATTAAAGT TACTATCAAGAAGGGC TATAT T CATAAATAAAACATAGAAGGGATCGAGAGACTG 
AAAATATGTAAATTTACTTTAGAAAAAGGAAAGAAAAGCCT 

>GBEQ28 93 | Acc 1 CD535207 1 Ver | CD535207 .1 GI : 31577 622 | LeukoN5_l_A10 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5__l_A10_A027 3 f , mRNA 
sequence . : Start : 1 : Stop: 633 

CCCCAGTGCATGGTTGTATAGCCTAGTTGTAAATCCTAGTTCTTGTGTGTGAGCCACTGCCACTGCACAG 
CGACTGACAGATGGGTGGTGTGGTTCTGCGCCTGGGAAACAAACTCAGGCCACTAAACTGGTGAGAGCAC 
ATCAGAGCTGGCTCATTTCTCTTAGTTTTGAAAGATGGTAGTAATTAAGTTTTTCAAGGGATAATTTCTT 
GAAGAAC AATTT T GCT AAT ATT T GT T CATT ATGCTTATTTAGGAGATTAAATTT T TAATGAGCATGCAGA 
ATGTT TACAGAGAAAGGTATATC TGAT T TAGAGTAGGC TGTAATAAAGC TGT GTTT TGGAAAAGT TATAT 
CACAAGTCCACTTAGTGTTTTTAATACAAAATTACAGAAATTTAGAATACAATGAAATTTAGATCCTTTT 
TATAT T T TGGAAAAGT ATGAT GCAAGGTGGATAAATTGT TT TAGAATGCTATTAATCTAAAAAGCAAAAA 
TAAAAGTTAAATAAATGCTTAGCTTCTGCTGTATTTGGGTCCTACCAGTGGAGAAGTCGATGTAAGGGCA 
CAAGCATTGGTCTCGCACACTGTTGGTCACAAATGCTAAAGTAAAATGCATGTATATATTGAATAAAATA 
AAT 
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>GBEQ2894 j Acc | CD535190 j Ver | CD535190 .1 GI : 31577 605 | LeukoN5_l_A02 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l__A02_A027 3', mRNA 
sequence .: Start : 1 : Stop : 4 00 

GGACCACCCCACCACCACACCCTTCCATCAGGCCGGATGTGACCTGCCTCCTGATGTGGTTTATGACAAT 
TGACAGTTTCATCCATTAACCAAAAATCCACTATGCTTTTCTCTGCCCTCAAAATGACTGATATGGCCAG 
GTGAATACATGGGCTCATCAGAAGGGACAGCCTCCCCTCCTGATATGTACGACCTTTTCATAGAGACTTC 
AAAAAGGAATTGCTTGAGTCTTATAAGGTTAAATACGTGTTTTCTTGTGTAAAAATCAGGATGGCGTCTG 
TTTAAAGGTGGTGCAATTTTATTTCTATTTGAACCTATCACGGTGTAAGATTACATCCCATTGTTTATAG 
TGTTCCCCAATCAAGTGTATAGAAAAAGATCAATAAAACTCTCGTGGAAG 

>GBEQ2895 | Acc | CD535189 | Ver | CD535189. 1 GI : 31577604 j LeukoN5_l_B04 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_B04_A027 3*, mRNA 
sequence .: St art : 1 : Stop : 7 0 6 

TTTTAAGTATGATGGTAATTTCACGCCTTTTTTGGCTACTCTGAAATATTGCAGTGCAGTATAAGAGAAA 
GAGCGTGGGTGCTTGGGTCCAAGAAATGAGAATCAAATCCTAGCTCCAGTCTTATCTGCTGTGTGACCTT 
GTGTGTGTTTGTGTGTGTGAGAGGGAGCAGAATGAAGAGCTCCAGGGCCATTGTAAATATAACCGTGGCC 
T T T GAAGAGACCAGTAATGATGGGATTAAGAGGT T TAT GACAT TAAAGACAAT TTGAAC T CAGCTAGT T T 
TCTGTGCCAACGATTAGGGGGAAAATTTGCTTTCCAATCAGATGGCAATGTTGAAGTTTATCTTAACAAT 
GACAGTTGCTTTGAGATGTTCTGGAATAAATGACAGCTAGTCCAGGTTCATATCAAAGGTGACTGTCCAG 
GCTAT CCATAGCCCCAAATAGT CC TACC TGAAGGCTGT GGT CTAAT T TAACAGACACAAAT CCCATAACA 
CAAGAACCATGGTTGTTAGTGGTAACACTACTTTCAACATTGGGTAGTCTACTTTTTTCAAAATGTATAT 
AT C T CAT G C TAG T T GAAAT G T AAG AGT GT AT T T GT T AC T GAT AAT T T AAT GC AAATAT T C T T AAAAT T AA 
AGAAATGACTTTGAATTTCCAGATTTTATACCTCCAAAGTTATTTTGTCTAATATTTTTACATTAAAAAA 
TCCCAA 

>GBEQ2896 j Acc | CD53517 9 | Ver | CD535179 . 1 GI : 31577594 | LeukoN5_l_A05 . bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_A0 5__A0 2 7 3', mRNA 
sequence .: Start : 1 : Stop : 515 

TTTCCAGACTGGCAGACAGTCACGCCCTGGGGCTTTTCTCACTTACTTTCCCTTTAGGAGGACAGTGAGT 
GAGCAAAAGCAGTGCTCTGCGGTACTCACCCATGGAGATGCTTAGAGAATTCTTTCTCCATGCATGTAAA 
TGTATTTAATTCCGTTTTCACAGAAGGGCTCAATTTGTTCCTTATTGTCTCCCCATTGAAGTGTCGATGA 
AGAGTT CCTGGAAGATGGAT CT C TC AGAACTCAAT TAGGT GAAAT GCCAGAAAGT GAG AAAGACAGAGAC 
TCAACAGATAGGACAAGAATGTTTGGTGCATTTGGATGCATCTGTAGAAACTCTGACCAACCTCAAAGTG 
ACCAATTTGCTGAATAACCAGTCCTCTCCTTTTCTGTGAAACTAACTGCTGCACCCCCACCTCCATAACC 
CCACAGCTTGAGTACTTACTGCTTGGCGGGTCACCTTCACTCTGCTGCTCCCACCCAGTTGAGTTATTAG 
CTTAT TAT TAC TAT AAT AAAGCT T T 

>GBEQ2897 | Acc | CD535166 | Ver | CD535166. 1 GI : 31577581 | LeukoN5_l_F07 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_l_F07_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 658 

AAT T TCAT TT CCTGAAGCAAAAGAAT T T TAATACTAGAGTAGTAAT TCTGTT TAGAT CCTAGT CAATCAT 
ACAGCTAATCTAACTCTATTGGCTGACTTTTAATTATGCTCTTTGTACGTCATTGAATATAGTGATAGTT 
GAACTCTGTGCTTACGTTCCCAGCTTCTTATTCTAGCTGCAAAAGACAGAATAAGAATTACATTCTACTG 
GTTATTGC.TGCACATATTATAAAAATATTCTCTCTGTAGAGGAATCTATAGAATCTGCATGCTTTAGGCA 
TTAATTTCAGGTTGATCTCTATATGCTAAAGAATGCTCATGAACTGGCAGAGCTCATGCTAGGCAGTCAT 
AAACTGGAGAATCTTACTCAGAATATCACTCTGTCCCCCCCACCAGACACAAAATCTTATCTTTGTGTAC 
CTGAATAAAGTTAGAGTGTGCAGATCTATTAAAAATGACATTTCCGGGGCCAGCCCGGTGGCACAGCAGT 
TAAGTTTGCATGTTCTGCTTCTCGGTGCCCCGGGGTTCACTGGTTCAGATCCTGGGTACGGACATGACAC 
CACTTGGCAAAAAGCCATGC T CT GGTAGGCAT CCCACGTATAAAGTAGAGGAAGATGGGCACAGATGT TA 
GCACAGGGCCAGGCTTCCTCAGCAAAAA 

>GBEQ2898 1 Acc | CD535083 j Ver | CD535083 . 1 GI : 31577498 | LeukoN5__3_G05 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_G05_A027 3* , mRNA 
sequence .: Start : 1 : Stop : 669 

GAGGTTTATATGCAAGATAGAAAATATCTGGCTTAAAAAGGTGCAGTCTTAACTCTCTTTTGTTTCTTTA 
ATCCCATGGTATCTTATCTCTGATTCCTTTTATTATTTTTATTTTTTTTAAAGACTGGCACCTGAGCTAA 
CAACTGTTGCCAATCTTTTTTTTTCTGCTTATAAAAACAAAACTAAAAATTAACNTGTTGCTTTGGAATG 
TATCATATGAGATTTTTAAAAGATCTTGAATATGAATAGGAAAGTAAGACACTGATGTGGAACATTTTCT 
CTTTTTTCTCTTTTCTTTCCTAGTACAGTCTTTGATCTGTACTTGTTTAAAAATGCAAGCAAAAACAGAG 
AGCACAGCTAATTCTGTACTATTTAAATACCATGTATTTGTAGAGGGCACTCCTAATTTGGTAATCTTAT 
TTCCTTCTGTAAATTCTGCTTTCGTTGTTTTGTCAATCTGATCTCAGTATGGAGATGGTTAAACTATGAT 
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T TAT T C ACAT GAT GGAAT AT T AT GC AG C T G T T AAAAT GT T T AC AAT AG G AAAT G C T TAT TAT AAAT GAAA 
AGAACAAAAT ACAAAAGT GT TTAT AGT AGGAT CCAAT TATACATATAAGAAAATGGGGAAT AATAAAAGC 
CTGAGAGGAAATATACCAAATATTAAATGTGGTTCTTGG 

>GBEQ2899 1 Acc | CD535065 | Ver | CD535065 . 1 GI : 31577480 | LeukoN5_3JD12 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN5_3_Dl 2_A0 2 7 3 f , mRNA 
sequence. : Start : 1: Stop: 647 

GGCTTCAGGGTTCTTTGGTAAATTTTTGTCTTTTTTCGCATCAGATATTCAGTGGAAATAACGGAACGCT 
AAGCTCTTCTAGGTTATTTCTGATTAAGCCTCAAACTGGCTGTAGGTTCTCCCTCTGCATTTGTGCCTCT 
TCCATCTGGTCCTACCAGGAGCAGGTGACCGTGGCAGGTCTCTGAGACGCATGAAAAGGGGAAGGACATT 
CAGACTGCCAGTGACTCGTGTCCTCTCCTCCCCCCGGGCCCCTCCTCATGATCACAACCACACGTGAAGG 
GATTGTTGGCCAGGTGCTGCCTGGCACAGTGCTCTTCAGTCATTTCAGTCTGAGAGCCACCTGGGCAGTG 
TGAGACAGTCCTCCAGCCACCTGCTGTTCTGTTCCACCCCCTTCGGAACAGTCCCCTGAGGTTTGATTCT 
CTGATCCTGTGTGGTTTTTTGCTGTAGAGTTGCAGGAGTTGAGATGATTGGAACATCTCCTAAGAGCAGA 
GCTCTGTAT.TCTCCATGACTGAAAGCAAATAGCATTGCTTTTGCTGCATTTTCCTTGCTGCCCAGGCTGG 
ATGAGTTCCTCCTCATAACTTCTTTGCCCTTTGAACCATCTGCCAGCTACAGAGGAATCTTCTAGTTCTG 
AT TAAAAACCACAGT CT 

>GBEQ2900 | Acc | CD535039 | Ver | CD535039 . 1 GI : 31577454 | LeukoN5_3_E0 9 .bl_A027 Unstimulated 
peripheral blood leukocytes N5 Equus caballus cDNA clone LeukoN 5__3__E 0 9_A0 2 7 3 f , mRNA 
sequence. : Start :l:Stop:700 

GGAAAATTGTTGTTTAAGAAGTAAATTATCAGTTGAAACTGTTTTAAAATATAATTTTTTAACACTTTGT 
CTGTAGATTCCCTTACATTTTCTATGTAGAGAATTATATTGTCTGTATACTGAGCTATCCAGTACCATAG 
CTACTGCACATTAAACTCTAGTCTTAGTTGAAATATGCTGGGAACCGTAAAATAAATACACACCAGATTT 
TCGAGGACTTTATTTGGAAAAAAAAAAGTGA2\ATATGTCACTAATAATTTTATATTGATTACATGTTAAA 
GTGGTAATATTTTTGATATATTGGTTTAAATAAAATAAATTATTACAATAATAATTTATTTTTACTTTTT 
TGATGTAGCTACTGGAAAATTTAAGCATATTTAGTTCATATCTGTTACTTGCATTTTATTTCTTTTGGAA 
AATTCTGGTCTGCAAATAATGATAGTTGTGTTTTTTCCCTTTCCAGTTTTTCTGATCCTACTAAGCTAGC 
TAATACTACCAATATATCGTTACACAGAAGCTGCATTAGTGGGCATCCTTGTTTTGTTCTTGACTTTAAA 
GGAAATGCTTCTGATGGTTTACTATGAAGTATAATGCTTGCTATAGGTTTGGAGTAGACCCTCTGTAGAA 
AATTCCTATTTC^TATTTGGGAAATGTCTTACACCAAATGGTTTACTGATTTTATTAAACAATGTTAAGC 

>GBEQ2901 | Acc | CD528 904 | Ver | CD528904 .1 GI : 31567526 | LeukoN3_8__G10 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__8_G10_A025 3", mRNA 
sequence .: Start : 1 : Stop : 691 

GAAGGCAAAGATTGTGGCCTACAGAATTTGATGAAGACACTATTGGAAAACATGTTGTTTACATCTATGC 
TATAAAATTGTGAATGATAAATTTAATGTGTCTAGA2\AATTAATTATGGTTTACATTTTTATGCATATTT 
TAGAGTAGATTTTTTTGGGGGGGTCAGCAATAAGGCACAATAGCAACCGTTGAGAGAGTTACTGGAAAAG 
AATATTGATGGACAGCATGATGTAATCAGAATTGAGTAAATGGTGCTAGGGAGCTGCAAACTGCAGAAGA 
TCCGTCTTGTTTCAATAAAATAAAACTCCTGAGAGCTATGACATTGGGAATAATAAC7VACATCGCTAACT 
TTTTTCTTTTTGTTGTGAGGAAGATTGGCCCTGAGGTAACATCTGTTGCCAATCTTTCTCTTTTTGCTTG 
TGAAAGATTGTCACTGAGCTAACATCTGTGCCAATCTTCCTCTATTTTATGTAGGATGCCACCACAGCAT 
GGCTTGACAAGCAGCACTAGGTCCACTTTGGGAATCCGAACCTGCGAAGTCCAGGCCTCCGAGAAGGAGT 
CTGTGAACTTAACCACTACACCACTGGACCAGCCCCCAGCATTTATTATTTAAATTAAATAAATGTTTGC 
CACACGAAATGAAAT T ACAT T GT TAAAATGGT TCATACAACT TAT TAAAATATAT T TT GCT 

>GBEQ2902 ) Acc | CD5288 66 | Ver | CD528866. 1 GI : 31567488 | LeukoN3_5_F08 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_F08_A025 3', mRNA 
sequence .: Start : 1 : Stop : 630 

CCCTGAGCAGAAGAACCGCACCCGGGGGTGGGCGTGATGGGCCAGTCAGACTAAGCTGGGAGGGAAGGGG 
AAAGAGGCGAGGAGGAAAGAAAGTGCCCACATTTGAGTCAGCGAAAATCATCTTGAAAACTACCTTGGAG 
CAAACGATTCCTCTGGTATTGCCATGGGGCAATGGTATAGTGCACATTTTCCTGCCAGGGTATACAAAAT 
CACTTACATCATGCCGCCAACGAAAAGCAAGACTGGAAGAGAAGAGAGTAAGA2\AGCGATAGCTACAATA 
TAGAAAATCCAAAGCAGAAGGTTAAACAAAGAAAACCTCAGAACAAATAAGCCACAACCGACTCTAGATG 
TCAGTGTTGTGCCAAATAGCACCAGGGTAGGAGTGGGCAAGGCACCGTCTTTGAAGCACCCACACCCACC 
CACACACACACACACACGGACATGGAGACTGTGAACGGAGGCTGAGCACAGCAAAGATGTTTATGGAATT 
CATTACCATCTTACTAAGAAAACATGTTATGGATTGTTCTTTGAAAGCTACTTTGGCGTAAAAGAATCTA 
TTTAAACTACCCACAAGTATGTGTTCGTTATTAAACATGAATTACAACTTATTATGTTTATTTCATTAAA 

>GBEQ2903 I Acc | CD528858 | Ver | CD528858 . 1 GI : 3156748 0 | LeukoN3_5j312 ,bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_C12_A025 3 f , mRNA 
sequence. :Start:l: Stop: 785 
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TAAGTTCCTGACTTATTGTACTTGAGGGGAGAAAACTTGGTCTAGGAATAGAAATGCTGATTTTTTCAAT 
AGCGTCATTTATTTTTAATTTACAGAATATACAAAGCAAATGTAAAAGCATGAACGTTTATGTTGGTGTG 
TTTGTTTCACGATTCAAGTAACAATGATGTTTGTGATGTTAGCCATTGTTCCAGTTTGGGGTTTATTTTT 
CTTTTTTCTGAAAAGGAACACCTTTAAGAGCATGGCACCAAAACAACAGACTCACAGAATGGTCAGCTCT 
GACTCCTGTTACAGCTGGGTTGATGAAATCATTCTGGAACTTCTTAGCTCCAATCTACTGAAGTAAATCA 
CAAATATCCTCAGAGT TTAACAAGAAGGATAC TCCGT TCTGT AGACACAGGT AGAT T CT AAGGTCCACCA 
CTTGTTCTTTGTTCTCCTCTCTGCCCCGTGATGACACTCTCTAAGAGCTCTCTGACACTGGCTGCTGTCA 
CCTCACCAACTTTCCCTTCTTCTGGCTAATTCCTACACTTTTTCTCAGTGTTAGCACATGCATAACTTTT 
TCTTAGATGTTTTCACTGAATGCCTTCTCGGACTCTGCCTGCTGTCACTGTCATGTTCTAAATGACAGCT 
TTTTCTACCAGACAAATAGTAAATATATTGGGCTTTGTGAGTCTTCTGATCTTCTTCGCAACCACTCAAT 
TCTGCTGTTGTCGCACAAAAGCTACTGTAGGTGACACAGAGCCACACGAACCTGGCTGGGTTCCAATAAA 
AT T T G T T AC AAAC AC 

>GBEQ2904 | Acc | CD528840 | Ver | CD52884 0 . 1 GI : 315 674 62 1 LeukoN3_5_B09 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__5JB09_A025 3 T , mRNA 
sequence . : Start : 1 : Stop : 631 

AAGGTCCATAAGCTCAATTTGAAAACTGTGTTTTAGTCCAACCCTATCATTTTTATATTATGAAACTGAG 
GTCAGATAAGTGAAGTAATTTGGGCAAGGTATTGGCAGCCTTGAGGTTGAGACCCGGGTAAGGCTAATAA 
GAGTCCTGGGAAGTCTGAGGAGGCAGGGGCGAGCATGTGGAGTCGAGCATGACTGGCCTTGTCTGCTGTG 
CTCTCGTGATGTCCCCACGTGGAACAGACCTGACACGCATGTCAGCTCTTCAAGCAAGTCGGACCCCAGC 
GCACAGGACTGCTTTGCGTGACACAGACACTAGCTGCCTGGAGGAGGGCTCACATTCCTTCCAGGGGGGC 
TTCCGACTTTCAGTAGCAGGCTGTCATCTTGGGCATCACCACATGAGGGTGCCGTGGGATCACAGCTGCC 
TGTCCTGGCACAATTCAACACTATAGGAGGTCTCTTGGGCCCCTGAGGGCCTTCAGGACCCCAGAGAGGA 
AAGATTCTGGGGGAGCCCTGCCAGAGGGGGAAGAGAGAGCAGCCAGGATGTGACCTGGAGTGCGGAAAGG 
GAAAAGTTCTCTCCTGGAAAGAGAAGAAAATTGGACATGAGATCCCAGGGGAAATAAAGGTTGTATGGCA 
T 

>GBEQ2905 | Acc | CD528836 | Ver | CD528 83 6 .1 GI : 31567458 1 LeukoN3_5_D12 ,bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_5_D12_A025 3', mRNA 
sequence Start : 1 : Stop : 67 9 

ACCAAAGTGGTAATGTGACCGCGGGAGAAAAGGTGACCCTGCAGTGCCGGCTGCCAGATATTTTTCAGGG 
GTCTGTAAAGTTTGCTCTGCTGAAGGCAGGAACTTCAATGCCCGTCCAGACCCGGAGTCCAAAATGGAAG 
GAGACAGCCTTCTCCCTTCAGAATGTGACAGTCAACGACACTGGAAACTACAGCTGTGTGTACTACCGGA 
CAGAGGATCCTTTCCAGGCCTCAGACCCCAGTGATCACCTTGCGATCTGGGTGACAGATAAAACTGAAAG 
GAAGTCTTCTGAGAAAGCAGAAACAGGACAAGGAGATAACTCAAGATGGGGGTGCTGGTCATGCCAGGCA 
AACCAACCATGTGATTAGAGGGTTAGGACTTTGAGCCAGGAGATATCAGCCCAACCTCTGGGGGGAAAAG 
GGAGGCTGGGGATAGATTCAATCATGTGGACAGTGGTTCAATCAATTACACCTATGTGATGAAACCCCAA 
TGAAAACTCTGGACACTGAGGCTCGGGGGAGTTCCCTGACTGGTGACACACATTGATGTTCTGAAAGGGT 
GGGTGGCATAGTCTGAGAATATAGGAAGCTTCCCTTTGGGGGCTGGCCCAGACCTCACCCTATGTGTCTC 
TTTGTTTAGCTGGTTCTGGTTTGCATCCTTCACAATAAAATTGTAATAA 

>GBEQ2906 j Acc | CD528772 | Ver | CD528772 .1 GI : 31567394 1 LeukoN3_7__D01 . b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone Leu koN3_7__D0 1_A0 2 5 3 1 , mRNA 
sequence .: Start : 1 : Stop : 380 

TGATTAAAGCCAAGTGTTCCATGTTGCTGTGAAGAAGATTCTTTCAAAAACTTTGAAAAATAGTTACTTG 
GGTACTTGTAAGGTATTCCATTTTCGTATTTAACCCCCTATAGAGATCTCCAGTTCCTTGAATTTGAGCT 
TATGGGGGGAATTCTAAATTTGTATCATAATCTGTCTTTTGGGGAAGGTTTTGAAAATAGTTATGTATAT 
ATATAATATTATATATGCAAGTTGGGTTGTGTCCCTTGTAAAGGGAAAAGGCTTATTTTTCTTTATACTT 
CTAATAACTTGTTTTGCATATGCCCACCCCTGACTGAAAGGCCATGTGTAACTGCAACCCCTGTTGCTTT 
TTTTTTTGTGAAATGAAAATAAAAGTATTT 

>GBEQ2907 | Acc | CD528761 | Ver \ CD528761 .1 GI: 31567383 | LeukoN3J7_A04 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_A04__A025 3 T , mRNA 
sequence . : Start : 1 : Stop : 2 4 8 

AATGGGATAAGATTTCATATCTTGCATGTGTGAGCCCATGTGTGTGCACAATGCAAGAGAATGAGGAATT 
TGGGGCAAAAATAAATAAAATAATTGTATCAATATCATATGTTATCTATTGTAAGAAGAAATTTCCCCCA 
TAATTTAAGGTTTGGTGAAATCAAGATGAGTCATAACATTAATGTGTAGAGCTAAAAGGGTAGGGTATTT 
TTCTCCTGAAATACTGTTATTAAAATAATACTGCTTTT 

>GBEQ2908 | Acc [ CD528719 | Ver | CD528719 .1 GI : 31567341 | LeukoN3J7_H04 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_7_H04__A025 3', mRNA 
sequence. : Start:!: Stop :57 4 
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TTTTTGTGCCCCATAATGTGGTGCATCACCTGTGGTTCCCCAGCTTGCCTCAGCAATGCTTTGTGGTCCT 
AAATTGTTTTTCATACCTTGCCTCCCATTCAAATTCTCCATTTTAGAAAAACTGATTGATTAAACTGAGC 
AGTTTTGGATGTTACAGTGTTTCTGGAAGAGAGCTTTCTCTTGCTGTTCATCATCTTATAAAAGGATACC 
TCCTGTTTGAGCCACTTCACTGAGAATTATCATCAAATTTCTTAGAGTAGTATCCAAAACGATGGACTTC 
TGAGATCCTGTATCTGTTTTACTTACTTTTAGTTCTTGGGATGTGGTGCTAGGATATAGGACCCTAGGAT 
TTTTTCTTTTCTTTTCCTTTTCTGTAATCCTAGAATGCTATTTTTGGCTGTGTAAAAATATTATTTTCAC 
TTATGAGAATGACGTGCCTTTTATGCATTAAAGTCATGTAGCATGATTGAATATGTTTGGTTTGTATGAG 
TAATATTGGTTGCGTGTTAAATGATTATGTGGTTATTGTCTTTTAATTTTTTGAAGTGTAACAATAAACT 
GCATTTTCCCCATT 

>GBEQ2909 | Acc | CD528603 j Ver | CD528 603 .1 GI : 31567225 ( LeukoN3_3__E10 ,bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__3__E10__A025 3 T , mRNA 
sequence Start : 1 : Stop : 669 

AT GCAGGT T T TAG TAT T G T T AG AAT AG T AAGAC T T TAT AT AT T AAT T AAAG T GGG G CT AAAAT GGCT AT A 
AAAAGCAAAAGCAT C T G TAGACACAGACAAT T GT CCACACAGAGACACACACCAC ACATAAC T CAGAGAA 
TAGTGAACAAATCTTTGACTTACCACTCATTTTGCAAGACTTAAAGAACAGATTTTCAGATTGTTGAATA 
AACTGTTATTCTACGTGTGGATTCTTTGTTTGACACGGGGAATTGTTCCAGCCCAGCACACTGTTCTCCA 
CTGAGGCAAGGTTATTGATTCTACCTGAGGTTCAGAAAGTGTTAGTCACATCCCTGACCCCTAGACCACC 
CTACCTCCTGGCTTAACTCTCAGATGATGCCAGGGGCTTCTCTCCTCAATCGAGATGCTTTACCGCATGT 
CCCCCATCTCGTTGGTTAATAAGCAAATACCCCTAGAAAGAGCTTACATTTTAGAGCTGTATCTAGTGTT 
T AC AAT CT GGT T T ACAAT C T G G T GTAAAT AAG GAT C T GAGC AG G AT GG AAGAAAT G G AAC T C C AAGG G AA 
GGGAAAGCATACAAAGTATGATAATATAATAGAAATGGCATGGAATCTGGAGTCAGAAGTCCTGGATTCA 
AGGCCTATCATTTGCTTCTGTGAAAACATTAAAACCTAA 

•>GBEQ2910 | Acc J CD528589 | Ver | CD528 58 9. 1 GI : 31567211 | LeukoN3_3_B12 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_3_B12_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 7 2 9 

ATTGTGGGAACCCAAGTGGGGCACAATAGTCTTGAAAAGGTATCCGGGGCTCAAGGATGGAAGTGTTCCT 
TGATTCGTTATTTTCTTCCTTCATGTTTCTTTCCCATACTTTCTGGCTCAGCCAAAGCCCAGTCCCTCCA 
GGGACTTTTGAAAGTCAATCTACACTCTTTCGTTCTTCATTCTCAAAGCACTCCTTGCTTTGGTTCTTGT 
ATAGACCCCTTTATCTCCTATTGCCTGATGGCACCTCTTCAATTGTTAGTGAACTTTTCCAGGGGATATT 
TTTGAATTCACCACTAGATTGTGAGCTTCTAGAAGACAAGACTATGTTTCCTTGATGTTATCTCCCCATT 
CTACCCCTACCCCAGCCCCTAGCACAGTACTTTGGTTACAGAAAATATTCAATACGTGTTTACTGATTGA 
TTGACTTGCCACTAGTCCAGTAACCTTGGGCCTTTGGGCCAAATGCCATCTAGGAATTTTGAAGAAAAAA 
AAACTGTGGTCACCACAATGTTTAAGGTAATAGCCAACATTGAGGATTTTTCTTCCTGAGAAACAGGGTC 
AAGATCAAGGAGGAAGAGGGAAAAAAAAAGGCTCAGAGATCAAATGAGTTTTGGAATTACTTGGTAACAC 
AAAGGCATCAAGTGC T TTAT TATAGAAT T TAT CAG AACCT T T AAT AT TCT AAT GT T GCATTAGAAATCCC 
CAAGAGGGAGCTATACAATAAAGCATTTC 

>GBEQ2911 lAcc|CD52847HVer ICD528471.1 GI:31567093| LeukoN 3_2_E 0 4 . bl_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_E04__A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 221 

TTTTTCCGTCATTTTGGGATTTGGGAAATCCCGGAAATAAATACTTGAACAAAGAAAACCCTTTAAGAAC 
AGAAAGCCCAACTTAAATGTATAAATGGGGGGGAACAAGGGATGAACCCACCCTCAATTCCAACATGATA 
AAAGTGTCCCCTGCCCTTCATAAGGGCTTCAAAAGTGTTTGTTTCTTTGATAGAAATAAAAATAGTAGCT 
TTGAATGTTTT 

>GBEQ2912 | Acc | CD528470 | Ver ) CD528470 . 1 GI : 31567092 | LeukoN3_2_F0 6 . bl_A0 25 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F06_A025 3', mRNA 
sequence . : Start : 1 : Stop : 557 

CCCAGGAGTTCTCCTGAGCTCAGCCGAGGGGCCCGGCCCTGAAGGAAGGGCTCTGCCTGAGCAGTTCTTC 
CTGAACGGCTTTGAGTTTGTGAAAAGATCTGATTTCTGGAATTGTGTCAATATTAACCACATGCAATGTC 
TGGTTCAGATCAAAATGTGAACTGCCTGTTGAACTTGGTCGCATTTGGTCTGAAAACAGCAAACCAGTTT 
CAAAACCTGTCTTAGGAAAACAAGCGACATCAGCACCTGGGAGCCTTTCTCCCGGCACGGCCAGCTGTGA 
CAGTGGCACTCCCTGCCACCCTCTTCCTGCGACAGCGGTGGCATCTGTGGCGGATGTTTCTTCTTTGCGC 
CTCCGTGTGGGATTTGGTTTGGAAGTTTGTGTAGATAGTACTTTTAAATACCTGCCTTTGGAAGAAATCC 
TGGAAGCTT.TTCAAAACTGGCATTTAAAATCAGATTTGAGCCAGTGGAATTAATAGAGGGTGTAAATAGA 
GACGTGCATGTGTCTTCCAGGAGCATTGCACGTTGCCTGTAGAAAGTTTTAAATAAAACATTTTTAA 

>GBEQ2913 | Acc | CD5284 61 1 Ver | CD5284 61 .1 GI: 31567083' I LeukoN 3_2_F0 3 . bl_A0 2 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_F03_A025 3 1 , mRNA 
sequence . : Start : 1 : St op : 2 4 6 
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CAGAGTCCTCGGGCAGGGGCAAGACTGGATTGTCAAGGCCCAGGGCCCCCTGCCATGACCCCTTGTTCTT 
ACTCTCCCAGTGAAGCCTTGCGCTGCCCCAGAACAGTGCACACACACACACACACACACACAGCCCCCCC 
AAGTCCTTTACCCTGTTTTCTGTTTTTCCAGAAAATACAGCTTTGATTCATCTTTGGGAGCCAAAGTCAC 
AAATTCCTGCAACCATAATAAACCTCCTTCCGCCTC 

>GBEQ2914 | Acc | CD528447 | Ver | CD528447 . 1 GI : 31567069 | LeukoN3_2_A02 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_2_A02_A025 3 1 , mRNA 
sequence. : Start : 1 : Stop : 454 

CAGTCTCCAAAGCCTGCCCAACGTTGCCCATCCCTCAGTGGCACCCAAGGGCAGGTGCTCCATTCCCCTG 
GCCTTGACTCTTGGATACTGACTGGTCCCCAGACTCCATAGCCAGCTTCCTTTAATCCGCTCTGCAGATT 
TCTGTTTGTTGTTTATTTGTTGTCGTTGTTTTTCCTGAGTCTCCGTTCTAACAAATTACCCTTCTTAAAA 
ACTTATAATAACTCTCCGCTGCTATCAGGACCACTTCCTACCTCAGGGCCTTTGCACTGGCTATTTCCTC 
TAGCTTAGAATGCTCTTCCCCTAGGTCATTGGTGCCCTATGGTAATATCATGTGGGCCACATGATATTAT 
T TAAAT T TAAATAACAAAT T TAACTGAGT T T T GAT T TAACT GACT TAATT AAAT TT T AACTAAAT T AGGT 
ATTTAAAACATAGCTTTAAATCTTCTAGTAGGCA 

>GBEQ2915 | Acc | CD5284 42 ] Ver | CD528442 . 1 GI : 31567064 1 LeukoN3_2_C0 9 . bl_A02 5 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3_2__C0 9_A0 2 5 3\ mRNA 
sequence . : Start : 1 : Stop : 52 9 

CCCTGCCCCACCCCACCCAGGGGCTGGGGCTTCCTGGGAGCTGTGACTTGGGAGTCCGGCCTGCGCCTCC 
CCTCAGCACCACTGTTCAGCTCTCCCATGGGGCTGCTGGGCCTGGAAACTACCTCAAGATTGGGGAGGGT 
G G G GT C AC AAAG AC AG T C T GAG G AAAT GAT G T CAT C T C T T T T AAAT AAT G T T G T T C AAAT AAG GT T AAT T 
AAAACTGTCTGGGGGGAATAACGTTGCCTCTTTTAAACGCTGTTGTTTAAATAATCTTAATAATGAA?\AA 
CGTCTAAGGGAAATGACGTCGTCTCTTTCAAGTGCCTCACCGACAGCGATGATGTCCTTGGATGTCACTT 
TGGGCCACGTGAGTCATGGCCCTCACACCAAAGGGGGCTTCGCTTCACCTCAGGAGAAACAGTCTCATTT 
GAGATGTGCCCCCCACTTGCAAACACACACATACACACGTTTGGACTGTTTCCCTTTGGTTTCCCTCCTC 
' AGT TTGATTGAGGT AT AT T T CACAAAT AAABACT GTGTA 

>GBEQ2916 | Acc | CD52 82 66 | Ver 1 CD528266. 1 GI : 3156688 8 | LeukoN3_l_E10 .b2_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_lJE10_A025 3 ! , mRNA 
sequence . : Start : 1 : Stop : 607 

ACTTCGGTCGGCTGGATCCCAGTGTTTTAAACAAATATGTTCATTTCCTTCCCACACACCGTATGATCTC 
ACTTTTTTCCTTTTGATTAATAAACAACTACTTATGTTGAGGAAAGGGAGGATTTTTAAGAGGTCAAAGT 
GTGGTCAGAGGCTGTAAAGATGTTCTATAAAGGTCCACTTGGTGGTTTCTCTCTTAAGCCGCGAATCTTG 
CCATTGCTAGGTTCTTTGGTACAGGCCGTAGTGAATATATTGTATCTGCTGCTTCAAACAATACTTATTT 
TTTGAAACTATTGACATTGCTTTTTTTCCTCAAGTGAGAACATGTACCAAGAAATATTAAACCCATGTGT 
CCTGGCTGAAGCCACACACAGCTTATGGGAGTGTTTGCCCCTCTCCCGCCCAGTCGTCGTGTATCGTTTC 
ATTCTGGGCACCACCGAGACTGAAGACCGCTCCTGGGGGACGAGAGGACAGTGTTCCTCTGAACAGGTTT 
AGTGCAGTTAAAGGTAACTGCAAGTGTACAACGTGAACTTGGACTGTTGGACGGCCTCTGACTTCTGTTT 
CCTTATTTTACATGTATGTGGGGGTTCGCGTTTGTTAAATAAACGAT 

>GBEQ2917 | Acc | CD528171 1 Ver 1 CD528171 . 1 GI : 315667 93 ] LeukoN3_4_All . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_All_A025 3 f , mRNA 
sequence. : Start : 1 : Stop: 581 

CAT TTAAGT ACGTGT GAGTAT GTATAGGGATAGTGCACCATATACTTCAATGGGAGGGGGCCT GGAAAAA 
TCCTTTTGTGGTAACTGCTCTAATATATGTAAATGTTGTTTCTATCATTTGTAAACACACAGGGCAGGTG 
T TGAAT T TACAGAGGGTAT TT GATC TAATCACT TAAGATACAGGAAGCGAAAAAACAAAGGGCATC TAT T 
TTTTTTGTGTGAGGAAGATTGCCACTGAGCTAACATCTGTTGCCAATATTCCTCTTTGTGCTTGAGGAAG 
ATTGTCACTGAGCCAGTATTTGTGCCAATCTTCCTCTATTTCATGTGGGATGCTGCCACAGCGTGGCTTC 
ATGAGCACTGCTAGGTCCATGCCCGGGATCCAACCCTGCAAACCTGAGGCCACAGAAGCAGAAGATGAGA 
CCCTCACTGCACTACTGGGCTGGCTCAAAGGAATTATGAATAGCTTTAAAATAATTAAAAATTGTTCCCT 
TATCT CTT T AT TCT ACCCTT ATGGTCTATTCAT AT GGAAAT T AGAT ACTTT GAAT GGAAATAAAAAAGAA 
ATAAATGTTCTCCTTCAGCCC 

>GBEQ2918 | Acc | CD528170 | Ver | CD528170 . 1 GI : 315 66792 I LeukoN3_4_F03 .bl__A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_F03_A025 3', mRNA 
sequence . : Start : 1 : Stop : 14 6 

GGTTACCCGGCTTTCCCGTTTAGTTTTTCCTTTTAGCCAAAGAAATGACCATTCCAAGGGGTTGGCAGGG 
AAATTTTTGAGGGGAAACCCTTTCCCTTTTGGGTACTGGGTGGTAAACAGATGAATAAACTGGGTTTTTC 
CTTTTG 

>GBEQ2919 ! Acc | CD528165 | Ver | CD528165 . 1 GI : 315 66787 | LeukoN3_4 JE03 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_E03_A025 3 f , mRNA 
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sequence. : Start : 1 : Stop: 479 

GCCAATGATGGTGAAGAAGCTTTTGAGGACGACGAAGAGGAGATCAATGAATAGAGGAGCCCCCTGTCTC 
AGATACCGCAATGCAGACCATCTTTAACTCCGGTGCCACCAATGTTGCCCTGGTCCAAATATGTGGGTGT 
AGGCCCCTGGGAAATGCAGCAACATTGTACTGTCAGTCATATGGAACAAAGTACAGTAAGATAGCAGAGA 
AGCGGCAGTGCTGCCCGATCTGAACATCAGCCTACAGGGATTTTTTGCTGGAGGACTTGAAAGAACTAAT 
GGGCCAGAAATAAAGAGCTAAAGAAATAAACCTCACCTTCTATTGTTTTCAACTATGTTTGAGAATTAGC 
AGGGAAGTTCACACATAGTGTTTTTTCATCCTTTGTGAGGAAGCCTGAAGCTGTGCGGTGCTGCCTTATA 
C T GAG T AT GC AAT T AC T G AAC T T T G AAAC AG T C TAT T C AT AAT AAAAC AC T G AAAC T G C 

>GBEQ2920 | Acc | CD528153 | Ver | CD528153 .1 GI : 31566775 | LeukoN3_4 JK02 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN 3_4_H 0 2_A0 2 5 3 1 , mRNA 
sequence. :Start:l: Stop: 377 

GGGT AAT GCCTATCAT T TAGACT TTCACAAAGATATAAAC TTGCATTATAT T TAG GAT AAAAC AC TAT GA 
AGTCAATTAGTCCAATTAGTTATATTGATGGGATATTTCACCTTCCTGGTTTTGTCAGTTTCCTTGACTT 
CAGTATCTTT.TCATTTTTCCCTATTTTGAACATACTCTGGTTTATAGTAACCACTCTTTTCTTATGGGCC 
ATTTTTGTCTTGTTTTTTCTTTTAAATGATTTCTTTTCCNCAAGGCTCTGATGTTAGTCAGTGTAACATC 
TAACATAATTTGGATTCCCCTTTTGCATTTGGTTTTTAACAATCACATCCAGATGTTGTTTGCGTTATAG 
CCTGATTTCTATTCAATAAAGTTTGGG 

>GBEQ2 921 | Acc 1 CD528144 | Ver j CD528144 . 1 GI : 31566766 | LeukoN3_4__C06 . bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3__4_C0 6 A025 3', mRNA 
sequence. : Start: l:Stop: 426 

CCCCCAGATTCCTCCCTCTCCCTGCATCTGACAATATCTCCTCCCCCAGTCAGGCCCAGGCCTCTGTGAC 
CGTGAGACTTTGCATAGGCAGTTCTTTCTCCTGCAATGCCCTTCCCTCCCCATTCCTGCCTCTCCAAGTC 
CTGCTCAGGCTCAGTCATAAATGTCACTCAGTGTGTGTGTGCGTGCACACGTGTGTGTGTGTGAGTGTGT 
GTGTGTGTGTGTATTAATCATTGTATGGACCTCGACAGAGTGACATTAAGTCATTTATTACAGACTCCTG 
AGCAAGAATTATAGAAGACCTACTATGTGCCTACATTGTTGTTGGTGCCGGGGGTGCCACAGTGAACACA 
GTATCCAAAAT C TCT TATCAAGAAGCT GAAAT T TT GGAGACAAGAAGGATAGAAATCAAATAAATAAGTA 
AGAGAT 

>GBEQ2922 | Acc | CD528135 | Ver | CD528135 .1 GI : 315 66757 ) LeukoN3_4_B0 6 .bl_A025 Unstimulated 
peripheral blood leukocytes N3 Equus caballus cDNA clone LeukoN3_4_B06_A025 3', mRNA 
sequence . : Start : 1 : Stop : 622 

CCCATTAGAAAAAGCTGACCATTTCCCCACAGCTCTTGCCCGTCACTCTGGCTTCTATCACGTACCCTCA 
GAAGGCAGGGATGTTTTTCTTAGATGGTAGTTTCATATTTCTAACAATAGGACACAGAAGTGCTCAAGTA 
TTGAAAGATTCTGCTCGTATGAAAGTGGACCACCAAAATCTTAGTCCTGATTCAGAGCTTGAGCAGCTCC 
TCTGTCCGCTACTCTCTTGGGCATCTAGCTGATCAGAGCTCACATTTTGGTGTTTTCATCTCAGGTTTGC 
TGTTGGCAGAAAGCACACTTGGAATGGGCCAGGATGAATCTGGGAGTGGGAAAGGATTGGTCAGGAGCCA 
TGTGTGCCACAGGGCAGGAAGAAGGTTGGCTGCAGCCTGATCTTCCTCTCGACTTGATTCAGTATGTCCT 
GTAACAGGTGTTTCTCAACTGGAGTTGGAATACAAGGACTCTTGAAAAAGATTGACCCTGTGTTTACCTG 
AGAAAGGTGGTTGAATCTGTCCACAAGGTTATTGTATAACTTGAGAACTGTCTACAAAGTTGAAAACTGC 
CCATTTTGAAGAATCGAGGATTATTATTAAACTTTTTTTTTATTAAAGATTGGTACCTGAGC 

>GBEQ2923 | Acc | CD472330 ] Ver | CD472330 . 1 GI : 31393598 | LeukoS 6_5_A03 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6 5 A03 A028 3 f , mRNA 
sequence .: Start : 1 : Stop : 4 4 8 

GAATGAGTGCACGTTTTTGAGCTCAAACTTTCTTTTTTTTTAATGATTTTATTTTTTCCTTCTTCTCCCA 
AAATCCCTGCAGTACACAGTTGTATATTTTTAGTTGTGGGTCCTTCTAGTTGTGGCATGTGGGATGCCAC 
CTCAGCATGGCTTGATGAGCAGTGCCATGTCCGTGCCCAGGATCTGAACTGGCGAAACCTTGGGCCGCCG 
AAGCGGAAGGTGCACACTTAACCACTCGGCCACGAGGCCGGCCCCAGGCCCAAGCTTTCCGAGCCTCTGA 
AATGGGGGCTTGTCAGTCTCAGACCAACCTGTTTTGAACCCATCCCAGCACATTCAAGATGTGCCTTTTG 
GCTTTCATCTGTACGCCCTCCCTGCCTCCCCACCCCCATTCTTTCAACCTTCACTGGTGAGAAAAGGTTA 
TTTGGGGAAGCAAATATCAATAAACTAC 

>GBEQ2924 | Acc | CD472310 | Ver | CD472310 . 1 GI : 31393578 | LeukoS 6_5_D 1 2 . b 1__A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_5_D12_A028 3 f , mRNA 
sequence. : Start :l:Stop:4 66 

GGTTGGCCGTCCTGGCGAGGCAAGTCTTCCGCCCGAACTGGTGCCTGCAGCCGTTCTGATGGGGTCCGTG < 

TTTCTGCTGCCGGAGGCAAGACCCTTCCGGGACCCCTCCGTGCCTGCGCCTGGTGCCCAGGCGGTCACAG 

GAGGTGGTTGGTTTGCAAGTCTTGGTAGATGTGGCTGTTCTTGGTTTTCTATGTGACCCTTCCTGTGTTT 

GACCATTAAAAAGGACAAAATTCAGCCCAGTCTTCTTATTATTTTAGATTTATCTGGGCGGGATATTTTA 

ATATTGTCAAAGAAGATAAGCGAAGTTGATATTATTTTTATAAAACTGTGTTATAAGTCTTGATCTCATA 
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ATT CAAAGGAAAT GAATAAAGCAAACCCTAGAAATAATAGAT TACT T TAAGC TGCTATACAACGTGT AT G 
GAATAAATTAAAAACTTTTGTGAATCCAAGGTTATTTTTTTTACCC 

>GBEQ2925 j Acc | CD472287 | Ver | CD472287 . 1 GI : 31393555 } LeukoS 6_5_E0 4 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_5_E0 4_A0 2 8 3' , mRNA 
sequence. : Start : 1 : Stop : 563 

TGAGACTTGAGGTGGTACCTTGATCACCCCCTTAAGTTGCCGAGTCCCAGAGTGAGACAGTGCCTCCAGG 
TGGGCTCCCCCCAACCCTGCCTCGCCAGGAGAGGTGTCTCAGCTGAGCTGGTGAGTTTACTAACCCTGAG 
TGATTTTTAACAGAGAGAAGGGGCTGCAGGCTCAGAGCCTGCCCCAGGAAACAAATTCAACCATAATGTA 
ATGTCCTTGCTTGGTTCTTGGTTCTCGTTGCATTTACTTTTTTTTTTCCCGCTGAGGAAGATTGTCCCTG 
AACTAACATCTGTGCCAGTCTTCCTCTGTTTTCTATGTGGGACACCACCACAGCATGGCTGAGTAATGTA 
GGTCCGTGCCTGGGATCTGAACCTGCAAACCGAGGCCACCGACACGGAACGCACGAAACTTTAACCACTA 
GGCCGTGGGGCCAGTCCTCTCAGTGTATTTACTTTCATGTGATGCTCGAGGCCCCTACTACTTGCTTTCC 
AATCATTGACGCTGATTTCCAGTCAGTGCAGTGGGCTCCTTGTTAAATGAACATATCAATGTATTAAAAG 
GGA 

>GBEQ2926 j Acc | CD472268 | Ver | CD472268 .1 GI : 31393536 | LeukoS6_5_H07 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_5_H07_A028 3', mRNA 
sequence. : Start :l:Stop: 164 

CTCCATTAGCGCTCATGTCTTCCAAGACATCTGAGGGAGCTACTGGGTCTGTCTGCAAAAGGATGCTCTG 
TCTTCAAATTTACTGCCTGAGATAAGTCCCTGTTCTTCTTGACACTTTGCTATGATTAAAAAGCCATATT 
T TTATGCAC TGTCAGCAGTAACAG 

>GBEQ2927 (Acc | CD472175 j Ver j CD472175 .1 GI : 31393443 | LeukoS 6_1_C02 . bl_A02 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_1_C02_A02 8 3 1 , mRNA 
sequence. : Start : 1 : Stop: 656 

CGTGCCTCGACCTTTCTTGAGCCGGCTCCTTTCATGTCACAATTTAGCTTACCCGACCCCTCAGGGTGGT 
GATGCTCTTGGTACAAGGGACAGCTGCTGAATCTGGAAATGGATCTAGTTGCATGTGACGGTGGGGACTG 
GTCAGTTCCTGGGGGCCCTTTCTGTGGAGCACCACTGCACTTTAACACGGTCTTCTATGGGCAATGCTGC 
CGCGACAGAAGAGCAGGTGGACAGCTCACTCCCAGGTTTCCCATCTGCCCATCTGCCACGACAGTGTCTT 
CTAGCAGAGCTCAGGACACAGCTACCCCTGGGCTGGCAGTGCTGGCTGAGGTGTCTGCAAGGAAGGCGAG 
GGCCTGGTGACCTCCACTTCCCTTCCTCCCAGGCTGGGGCCCCCCCGCTCTCTGCCAGTTTCTGCTCTGG 
GCCCAGGTCCTGACGGCCCCTTCCACAATGCTTTCCCCTCTGCCTTCCTCCCCTCTGCCTACTGCAGACT 
CTCTGTTTCCTCTTTGTTCCACTGCAGAAGCTTCCTCCCTGATTTCTCTTCAAATCATTCTATACCCAAG 
CTTTTCTTTAATCTCTCTGAAATGCAGTTTTTGTGTGTGGATTCCCAAGTGTCAGTGGAATAAAGTTCAG 
CTCTTCGGCAGATAGGAATAGGAACT 

>GBEQ2928 | Acc | CD472171 | Ver | CD472171 .1 GI : 31393439 | LeukoS 6_1_A12 . bl__A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6__1_A12_A02 8 3', mRNA 
sequence .: Start : 1 : Stop : 132 

GATTTTAGAGTGTACAGACGGGAGGAGGGCACAGAGCCCCAGCCCTCTTTCCCCAGCCCTGACGGTGGGG 
GTGGGTTGTTTGTTCAGTCTTCCTAATAAAGATGAGTTTTTGACCCTTGGGGCTCCGCTCTC 

>GBEQ2929 | Acc | CD472110 | Ver | CD472110 .1 GI : 31393378 | LeukoS6_l_D06 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_l_D06_A028 3", mRNA 
sequence .: Start : 1 : St op : 5 62 

ATTCTTATTGCCTTTGGGCTGCTGTTGAGTTCACGCTTCAGTTAACAAAGTAGCACATTGTTTTAATGCC 
CGTCTCAGCTACTTTAACATTAAATCCTGATTCTTTGGTGAGTGCACCCATAATAAATAGAGCCTGATTT 
TAACATTTTATCCTCCTTGGGCAGACACCTTTAGAGTCCCCACCCATACAAATGCCCCAAGTTAGTGCCT 
GTAGAAATTGGCACTGTGCCTGGCTATCTCCTGAACTAGACCTTGTTCTGCTATCTGGGCTATGCTGAAA 
TCTCTGTGGGCTGTGAGAAGCCAGAGGCAGTGAGGGAGTGGGCTGGGTGCTGAGAATAATCTGCATAGTT 
TTGTGAGGCCATTACCCAAGGTTAAGTCATTGCAATGTGTTAAATCGGAGGAGCTTGGTCGGGGGATTTG 
TGGGGGCTACCTTTGCCAGCCAGGAATGTTCAGGAGGATTTGAGTTCAGAGTTTTCACTCTCGTCTATAT 
CTGCAAATGTCCTCATTGTACCATGCCTGGAGCCACCCTACTTTAGCACCTCTAATTTAGACAATAAATT 
TC 

>GBEQ2930 1 Acc ] CD472010 | Ver 1 CD472010 . 1 GI : 31393278 | LeukoS 6_3_C 0 3 . b 1_A0 2 8 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone Leuko S 6_3_C 0 3_A0 2 8 3 f , mRNA 
sequence .: Start : 1 : Stop : 547 

CCAAGAAGGACTCGGGAGCTGCCAGCACACAGGCTACCCCAGCCCCCGACAACGGCAGCAGCGGTTCTCA 
GACCCCCCGGCGGAAAAAGTAGCTATGTTCTACCAGCCACACGTCCTGAGAGGGTCAGGGTCCTCAGCAG 
ATCTCTGGCCTTGTGCAGCAGGACATGACCCAGCCACTGTGCCTTAGCAGCCACCTTGGCAGACGCAAGC 
TGGGGTGTTGCCCTCTGGGGCAGGCTCTGGCTGCCCTGCTGCTTTGAGGGCCCACTGGTCCCCCCATGCC 
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AACCACGTCCCTCCCACAGCACCCTTTGGCCTGGAGGACAGCCCAGGAGGCGGGGGTGGGACCAGGCTCA 
GAGTCCTCCACAGGAGGTCATAATCAGGGCTGTGGGAGGCCCTTTCCCTCTGCCCTCACTGTACGGGTCC 
GAGTTTAGAGCCCCTGGCCCCAGCCCCTGCACAGAAGGGATGAAGCCAGCCTGCTGAAGAGGAGGAAAGG 
TGGTCCTTCCACACCAGCCCATCCCATCAGTCGGATCCATGAACCAATAAAGGCATC 

>GBEQ2931 | Acc | CD471807 | Ver | CD471807 .1 GI : 31393075 ) LeukoS6_2__E08 . bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_2_E08_A028 3', mRNA 
sequence . : Start : 1 : Stop : 677 

AGTTGGAATATGTGATAAACGTGCTTGTAGAAGAATGTCCCAATTGTCGTGTGAGACTGTGGCAGAAGTG 
GTTCCCTCGGTCTGAGGAGACAGCGTTTTGTTTGGGGAAGGGATAATTTTCTTATTAGAGCTTTAGAATT 
GATCTTTGAAGGAATTGATTTTTTAAAAACAATAAAGTGTTTATGTGGAAATGTGAAACTTAAAGAATTT 
T AAT AAAT T AAGGC T T T T T CAAT G G TAT T C T C C CT T AAAG GG T AGAAAAAC T AAAACAAAT AG T AGC ACT 
TGCAACTTTGCCCCTAGTGTAATGTGTCTGATTATTTTTGAGATTAACGAAATCATACTGAAGTAGTAAA 
TAAGAGGTAAAAGTAACAATCACTTAATTTTATGTGTGGAAAATGTGTTGGATCCGCTAGGGTGTCCTAC 
CAAGAGGAGGAAAACGTTTGCCGTAGAATTGTCTTTGGGCTGCTCTCCAGGAAATTGTCCTTTATTTTAT 
GAAAGAAAAGCAGATTGATCAATACAGTTATGTCTTTCATGGCTGTAGGAATAGATCTCAAGCTTCTCGC 
TCTTTTTATGTACTTTTCTTTTCCTCTATCCTGAAATTCTTTACCTGTAGCTCATTTTTCTTTCTCTTTT 
GAATAAAAT AT AT AAAGAT CTAAT GCCTAGAT GGGGTAAAAATGATA 

>GBEQ2932 | Acc | CD4717 66 | Ver | CD471766 .1 GI: 31393034 | LeukoS6__2_A04 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS 6_2_A0 4_A02 8 3', mRNA 
sequence . : Start : 1 : Stop: 334 

GCCCAGAGAACTACTGCTGCTGCTGTGCCCCCCGTTGCCCCTGCCATAACTGCTCCCACCCGGAAACTGG 
AGCCCAGACAGTGGGATGTGGAGTTTTGCCACTGCAGCATTGTTTTTCAGCAAAACCCTCCTCCTCCTTT 
TCCCTTCCAGATCCTGTACATGTGCATTTGATTCGTGGAAGATACTCACAGCCATGGCAGCAAGGGAACT 
GCAAGTTTTTAGGTTTTTGATTCCACCAAATAGGAGGAGGGTTATGACGTGGCTTAAGAGAGCCAATCAA 
AATATTTCCCCCACTTGGCAAAATTTCAGTCAAGACTCAGAGTGAAATAAAGGT 

>GBEQ2933 | Acc | CD471588 1 Ver | CD471588 . 1 GI : 31392856 1 LeukoS 6__4_F0 7 .bl_A028 Stimulated 
peripheral blood leukocytes S6 Equus caballus cDNA clone LeukoS6_4_F07__A028 3', mRNA 
sequence . : Start : 1 : Stop : 5 60 

ATGAAAACAAAGCGCTGATGCTCTGTGGGGGGCGCTTCGTGGCCCACGTCGCTGATTTCAAGGGCTCGAA 

GGCCGTGATCCCCAGCGCCCTGGGCACCAACAGTTCCAGGAGCGCCTCTCTCTTTCCCTGCCAGGCAGGG 

TCCTTCAGTGGCTTCCAGGTGGTCATCCGCCCCTTCTACCTGACCAACCCCTCGGCGGAGGACTAGACGG 

GAGGCTGGGTGACCCGAGGGGGCGAGGGACAGGAGCCCAGAGAAGCGAGGCGCCTCCCAGGATGCCCCCC 

GCCCCCAGCTGAGCCTCTCGCATCCTTCCTTCCTCTGCATGCACCTCCAGCAGCTGCCACCAGATGTCCC 

CCCTGCTTCCACTGAGTGCTCTGAGCTTGGAGAAATTACTGGAAGGTTTCACCTAGTGCTCACCAGGGTG 

GTGAGAATTCCTGTTCTCCCACTGCCTGGCTGGTTTGTCGGGAAGCAACAGGCAGAGCATGACACTGTGA 

GATTGTCCACACTGCCTGTCTCTGTCTCAGTCCTCTGTTGTCCTTTGTCTGAGATCATTAAAATTGCATC 

>GBEQ2934 | Acc | CD471502 | Ver 1 CD471502 .1 GI : 31392770 | LeukoS 5_6_A0 6 . bl__A027 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_6_A0 6__A02 7 3 1 , mRNA 

sequence . : Start : 1 : Stop : 4 8 1 

CTGGGCAGGGAGTCCAGCCTCCCCAGGCACAGCCAGCCGACAGTGGGAGGGACGCTGCCCCTCCCCACCC 
ACCAAGGGCCTGGGGCCCGAGGCCAGCCTCACCTTTAGAGACCCTCGGAGCCCACCAGGGGCACAGCCCT 
GTTTTGCAGAGACTGCCCCTGGACCGCAGATCCTTATTTTGAGCTTCCTACGGTTTGCAAAGAGTGTCCC 
ATCGAGGCCCCTCACAGACCCAGAATGGGGTCCAGTCCCTGTCGCGGCAGAAGCACAGCCATGTTTGCAG 
GAGGGGCCCAGAGTT.TCCACTAGGCCCCGAGTCCCCATCCGCCTGCTTGGGTCCGTGGGAGCCTCCCAGC 
CAAGCACGTGAAGATGCCATGTTGCACCTGGAGGCGGAAACCTGTCCAGGCCGCCTCCGGAGAGAGGCCG 
AGGGCTCAGGGCCAGCTTCCGGTGTCCTGTTTTCAGCATCCAGGGATTAAACTAATTGCTG 

>GBEQ2 935 | Acc | CD471458I Ver | CD471458 . 1 GI : 31392726 | LeukoS5_6_Ell .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_6_Ell_A027 3 1 , mRNA 
sequence . : Start : 1 : Stop : 512 

CCCAGAAAGCCCCACCATTTCAGACCCTAGGCCCACAGGCCGCAAGTCCGTTCTTAAGAGAGGACAATCC 
CCTTTCCCCCAAGCCTGTCACAGATCCCACCTGAACTCTTCCCGTCCCTGCCTATTGGTTAGGAACAGTC 
TCAAGAAAGTAGTAGAAGAAAAACGCACACACTTGAAATAGTTCAAACGAACGGAGTTTGTCTAAACAAA 
ACTCAGGCAGCAGCGACTCGGGATGGGTGCCGCTGGCTCGCCGCGTGGGAGCCGGGGAGCGGAGGCTGTC 
GGCTTCTCTTGGTTCCCTGCCCTGAGCCCCAGCGCCAGCTGACACTGACCCACTGTCTCTCTCATGAAGT 
GCACTTCTGTCCTAGGAACAGGATTCTAAGAACTTCCAGGAAGATCTGTGTGAGGGCAGCAAGCTGGAGG 
AAGAGGGCAGCCCCACTGAATAAAAAGGGCTCCCAATCTTTACCGGGAATGGTGGGATCAGGGACAGCAG 
TCCTCATTTTCAAAACCAACCC 
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>GBEQ2936 1 Acc | CD471372 | Ver 1 CD471372 .1 GI : 31392640 | LeukoS5_5_A02 ,bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_A02_A027 3', mRNA 
sequence. : Start : 1 : Stop: 58 4 

TGATGGCATGCTGAAATAGCCCTGCAGCAACCNTTATGGCATGGTACTATTTGCCTGGTCAGCTACTACA 
TTCTATGCTCCTGAGGCTTATGTGTGTTTGTGACTCAGCACCTAGCGAACTGGCTGACATGTGGTAAATA 
CTCACTAACCGTTTCCTGGATGCATAAATGACTGAATCTTTCCAGAGTTCCATACAACTTTGCTTTTCTT 
TGAGTATTTTAATTTGCCTATTTCAAGGCACCCAGAAATCAACACAGTGATTTATGTAGTTTGAGCAGCT 
2\AGAGTAGAGCACATTAGTTCTCGCTGGCAGTTAACAGTCATTCTAGAACAAAGCTTTATATCCTTGGGA 
TGTGTGCATAGGACACTTGAGAAGGCAAAGATAGTGAAAAATTACTTGGGGTCTTTATTTTCTCTTTGAG 
GAT T GCAAAGAGATGAGAGAAATATCT GT GAT CACAGTGGAGCAGATATGAGCAAAGT GC T GAAGAT T T T 
TAAGTGAGAAAAGCCTGAAACACATGGGAATAAATGGAGATGAAAAAGTCAAAAGAAGCTGGAGGCTTTA 
AATGCCAATTTTTAATGCCGGATG 

>GBEQ2937 | Acc | CD471352 | Ver | CD471352 .1 GI : 31392 620 j LeukoS5_5_B03 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_5_JB03_A027 3', mRNA 
sequence. : Start :1 : Stop: 508 

TTTTGCAAAGGGGTGGGGATCAAAATATTCCTGTGTTTGTGAAGTGATAGTGAAGGGAGGTTCCCTTGTT 
AGTGTCCATTCTTGTTTTTGTAATACCCTAACCGGTAAAAATGAACAGTTAGTGTACTATGTTTGTCCCT 
TATTCTTTTCTTTCTGAAACGTTCCTGTAAGTTTGGACCACTGCCCGGGCCTGAGCACCACCTCCATTGC 
AGACCTTTCACAGCTGCCCACAGTGCTTTCCCCTCCCATCAAAGGTTCCCCTGCTCCCACAGCACAGCAC 
AAATGTGGCTCCTCCAAGGCCTTTCCTGATCTCCCGGGAGGAATGAATCGCTCCTTGACCATTTTAGCAC 
TTTTGACGCTTTGAAACTTGTTTGAAAGGTGGTTATGCCTCTGTCTGTCTCCTGCCCCAAACTGTGAGCT 
CCTGGAAGCAGGGAACATGACTGGCATGTGTTTCAGCTTCCCCCAGGGCCAAGCACATGGCCTGTTTTAC 
AAT AAACCC T T G AAATT C 

>GBEQ2938 1 Acc | CD471330 | Ver | CD471330 .1 GI : 31392598 | LeukoS5_5__B09 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__5_B09_A027 3', mRNA 
sequence .: Start : 1 : Stop : 515 

TCACTCTCAGTCTGTAACACTAGAGGGTCAACATTCCTAACCCTCTCCCCTATAACTCACTGGCCTATAT 
ACCTACTTCAAGATTCTGTGTTCCCCTTAAGATAGTGCCTTAGGATACTAGTCCCCACCTTCTGACTTGC 
TAGCTAGTTGCTTAATATATGCCCTTTCTGTGCCACCATCTTGCTTCTTGATGATTGGCTTTAGTCTTGC 
AGCAAGCAGATTATGCCCTTCATGTGGTAACACTCCCCTGCAGTTGCTTTTCCTGCTAGGTAAAAGATTT 
GGGAAGTTGTTATTAGCTCAGCAAAAGAAAATCTCTGAGTTGCTAAGAGAGTTCTTAAATGTTCTCACAC 
AGAAAAGAAATAATAATTATCTGATGTGATGGAGGTGTTAGTTAGCTAACTCTATGAAGTTAGTCATTTT 
GCAATATGTAAGTGTATCGAATCAACAAGTTGTACACCTCTACCATACAAAACGTTCTATGTCAATTACA 
TCTCAATTAAACTGGAAAAAAATCT 

>GBEQ2939 ] Acc | CD471243 | Ver | CD471243 . 1 GI : 31392511 1 LeukoS5_l_D07 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__l_D07__A027 3 f , mRNA 
sequence. : Start: 1: Stop: 527 

CCTCCTCCATCTTGGTGACTGCCCCGCACCTGTGTCCTCTTTCCACCTTTCCACTCCCCGCTCCACCCAG 
CTCCACCTGCTTACCCTCGAGTCAGGAACACCAAAGGACGGACCTCAGTCTCTCTAAAGAAGGCAGGAGC 
CCTCTGCTGAACCGCAAAACAAAGCACTTTCTATCAAGAAACGTGAACACGCCATTCGCCACGATCTCCA 
CGTTGATCCAAAGAAACCAGCAAAAAGCTCAGAAGCCGCTAAGAAACAGTTTCAGAAAAAAACCTCCAAG 
TAGATTTACTTTTCATAAAATCCGTCTTAGATTCCAAATAGACATCAGCAAGATTACACTCAACACCATC 
AGAATAGTT T TAAAT TT TTAGAGAAATAATT GT T C TAAT T GAT TT T AAACCC AAAGAAGTACATGAAAT A 
TTAACTTTTTTCTCTGTAAATTTAAAATGTAAATGCAAATGTCAATGTAAAAAATTTACATTTTTTAAAT 
GTAAAAACAAAAATAAAACTT TATAAAT TAAT AAATT 

>GBEQ2940 j Acc | CD471233 | Ver | CD471233 .1 GI : 31392501 1 LeukoS5_l_F02 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l_F02_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop: 681 

TAGTTGGTTTTCTGCTACTACCTGAAAATTATTTTGTTGAGTTTGGCTTTATGGAGTTTGTACTATGAAA 
TCAATAAGTATTTTGAATGTACTTTTTCAAACTGCATGTGTCTCCCTGGTTACCATCCTCACTCCACCCC 
ACTCCTATCTTGAGAATCGTTTGCTCTGAAACAGTGTTCTCAACCTTGACAAATTCACAGCTCTCACAGG 
AAATGT TCAACAGTTAAGAAAT TGGAGAAGTGAAT TAAGAAATGAAGGGCCTGAGGGCCCCAT T TGAGAA 
AGTCCGCATGAAACATTAAGCACTGTTGGCCTCCTGGTGCCCAGTGATCGGAGGTCCAGGTGGAGATGCC 
GTGATCATCTCTTGCCTAAGATGCTCATCCAGGTCATCCTGAACAAGTATGTGTTAATTTGCTTAGATTA 
TGAACCAAAGTAAAACATGAAATTTAAAACGTTATCACAGAAAACTTACAACTCCCTCCCCCAAGGGTAT 
GTCTGTGAAAGTAGCCAAATTTAAGAAACACGGTCCTAAATTATTTTCTCTCTCCTTTTTTTCCCTACTC 
TCTGAAAACTTAAGGATCCCTTACTGTGATGTTTGTTCTAGCATTGCAAGAGTAAGTTAATTTCCTTCTG 
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CAGTCTTTAGGGTGAATGTTAATTTCTTTTCTAATAAAGAAGTACCCAGAG 

>GBEQ2941 | Acc | CD471229 1 Ver | CD471229 . 1 GI : 313924 97 | LeukoS5_l_C03 .bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_l__C03_A027 3 1 , mRNA 
sequence .: Start : 1 : Stop : 658 

CAGTCATGAC7VAATTGAACCTAAjy\CAATAATTGATTGTTTTCCTGTTGAAACCAACATTCCATATGGGT 
CTTATTCTTTATTTTCTCTAATTTGGTGCTTTCTGAGTCATCTTTTCTTTAAAGTGCCCTTCCTACAAAT 
TTAAAAAATAGTTCTTTGATAAAAACTGCTATTCATTATAAAACATTCCAATTTTTTAAACGTAAATTTT 
GCTTTATTGAAAGTCTACCATTTGGTATATTAAGAATGAAATGTAGTGCAGACTTATCTCCAGGTTTTAA 
GTGGAGCTCAATAATGAAAAATGCCACCAGCCACTTTTGTAACAATGGCATCTATAATGCCATCATGTAT 
GCAAGCAATAAAACTCTTCAGGGTGTGTTTTTATACTGAAATTTTAATATGAATGCCCCTAGTCACAAGG 
ATATAGAGAATTGACTTCTTGAAGTGATACTGTAATTTAAATTGCTCCATATGGGGAAGCAAAAGTGTAT 
CAGGGCAGAGGGCATTATTCTTTAGATTCAAATAACTATCAAAAGCATTTTTACTTTTGCGAAGGGTATG 
GAT GGTGAAACAATTAAAGCACATCTGCAC TACT T TAT CAAGCTACATGTCATTTTCCATGAAGTTTAAT 
ACCACATACAGGTTGGTGTACTTTCTTC 

>GBEQ2942 | Acc \ CD471206 I Ver 1 CD471206 . 1 GI : 3139247 4 1 LeukoS5_l_E05 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_1__E0 5_A0 2 7 3*, mRNA 
sequence ... : Start : 1 : Stop : 621 

GTC AAAGAAAGAACAACAT T GT T GCATGT GCAGC AAGCAACAAAGGAAATCTTAAATAT AACACACCAGT 
GGTTACATTGGCTGCTTAATCTTTTACAACTCGGTGTGGAAAGGCAAACCAGGGACTAGGTTTTAAAAAT 
T T T TT T TAAAGCAATGTAC T T TCATAAAAGCTGAGAAATACAT T TAAAATAAT TAAT GT GATCAGAGT TA 
AAT GAAT TCCT T AGCAAAAT AATTCAGATTCCTAATATCG T T TC T GTAATAAT GATATAT T GTACAGCT C 
AATGT T T TGAACAAATAT T T T TACAATAAAC AATGCTG AT TT AT T T TAAT TAAT AT GTT T GGAATGGCAA 
CTATACAGTAATCATAATCAGAT TAATGT T T T TGT T TGAT GTCCTAAAAGCAAAC TGAGAGAAGGCAGAT 
TTCTTGTTTGTTTTCATTTGAAGTTGGTATTTTAAACTTGACTTGCCTTATTAATCACTGTGAATAGATC 
TAGCT TGTAAGAAACAAACACAACAAAT AAC AACAAT AAACAAACATAGT T CAT ACTCTGCTGAGT CCAG 
G C AT T TTGTGGCT GAAT T AT AAAAGG AAT AG T G GAAAAC T AAG AG AG AAAAAGAG AAACAA 

>GBEQ2943 ) Acc | CD471205 | Ver 1 CD471205 .1 GI : 31392473 I LeukoS 5_1__F0 7 . bl__A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5_1__F0 7_A02 7 3\ mRNA 
sequence . : Start : 1 : Stop : 602 

GTTTCAGATCCTTGAGTGGGAGCATCTGCCACAAGGCCCGGAGGCCCCGGGGCCATCGTCCACCAGCAGG 
GAAGCTTCTCGATGTGCCCCTCACGGTCACTCGGATCACCGTCACCTGAAGAGACTGCTAGGAGGAGGGC 
CTGCACCCATGGCCATGGCAGGAACCCTGGCAGGTGGGGGTAGCACCACTGGGGAGGGTCAGCCTCCAGC 
CAGACGGCCCCATGGGGAGGGGCCCGAGTCCCCTTCCACAGGAACTCCAAGTTGCTCCACGGGGCAGTGG 
GGAAGAGACAAGAACACCGAGGAGAGAGCCGGGGCCTCAGGTAGTCAAGGCAGGTGGACCCAACGAGACC 
CCCGACCTCACCAACCCAGGAACCAGTGCCCCCTCACGTCTCTGAGCAAAGGGCAAGTCAGCATCTCTGG 
ACGGGGAGGACACGGCTGCCGACAGGAAGCAGAGGCGGCCCCGCCCCGCCTGCCAGGGCCCTGCAGAGAG 
ACGGCTCAAAGGAAAGCCCACAGTGGGAGCTTGGGTAGCTTTTCGCCTTCTTGAAGTTTCTGTAGCCCAT 
CGATTGCCTTTACAGTTTCTTTTTCTAAAACAACAATAAAAT 

>GBEQ294 4 | Acc | CD471201 | Ver | CD471201 .1 GI : 313924 69 | LeukoS5_l__B06 ,bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__l_B06__A027 3 1 , mRNA 
sequence .: Start : 1 : Stop ; 550 

TGGAGGGTCCCTCTGCTTCAGAGAGGAGGAAACTGAGGCCCAGAGATGGGTGCCCAACTGCCCAGGGTCA 
CCCAGCACACTCCCAAGAAGCGCCTGGCCTCTGCCCCAGCCCCAGCAGAGTGGCCTGGAGTGGGGCGTGG 
GCGAGTGTCGTGAGTGGCCCTGCGGGGGCACTCGGCTCTTAAGGGCAAGAGAAGCATCCTGGGCGGTGCC 
CGGGGACACTTGGTAAAGGCTACAGTCATGCTGGCCCTCCACACTGCTGCCCGCCTGTCCACACTGTCTA 
CACTGTCTGCACCGTGTGAGCTGGATGGAACTGGCCTTGGGACTCCACCCCACCTGCTCCATCCCATGCG 
GAGCAGCCCCTGGAGGAGGGAGCCGTAGGCCTGGGCGATTCATACGGGGCTCGAGGTTCCTGAATAACCT 
CTCTGCGAAACTGGACGGGAGGCCCACCCTGGGTCGTGTAGTGCCTGTCTCCCCTGGTGGGCGGCGGGCA 
GCAGGCGGCAGGCGGTGCTTGTCTGCGTAAATAAATGCTGGCAGCCAGCAAGTGGGCACA 

>GBEQ294 5 | Acc | CD47 1193 | Ver | CD471193 . 1 GI : 31392461 | LeukoS5_l_F0 6. bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5__1_F0 6_A0 2 7 3 T , mRNA 
sequence. : Start : 1: Stop: 52 9 

GAAAGCCAGTTTGCCCTAATGGCTTCGCCGGCATTTCCGGAACCACAGGCAGAGCAATCTGCTCTAGGGG 
AGGAGAGGGGCTGGCCTGCCTTTTCCTGTGGTCTTCATTCTCCACAGGAAGCTCTGCTAAGAATTTGGAG 
TTATTTTTCTTTCTGTTGTTTTGGAACCTTTGCTTTTTACTGATCTATACAAGGCGTTGGTGGAGGGGGT 
AGACTTGGGGAGTGGGGCAAGAGCATTCTAAGAGCTGCTTTTGAGATGGCCCACCTACCCCGAAAGGATC 
TACTTTAGTGAACTATACTTAGTCAACAATACTCTTCCTTTTCATGTTCCTAAACTAGATCAAATTATTA 
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CTGATCTTAGATGACCTGTATGCAAATTTGAAAAACTTTTCTTTTTTTACAACTGATTGGGAACTACAAA 
TAAAAATGAACGGAGTCTGCTGACACAGCTAATTTGAAAAAGTATGTCTGCTTTTGTCCTTTTGCTGTTG 
GTGT T T T T TGCTCACTT AAGAAAAAAAGAAAT AAACACT 

>GBEQ294 6 | Acc | CD471185 | Ver | CD471185 . 1 GI : 313924 53 I LeukoS5_l_D01 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__l_D01_A027 3 f , mRNA 
sequence .: Start : 1 : Stop: 547 

ACAAAGTACCACAGTCTGCGTGGCTTATAGTCTCTCTCAGTGCTGGAGGCTGGAAGTCTGCCGTCAGGGT 
GCCAGCCCGGTGGGGTTCTGCAGAGGGCCCTCTTCCGGGCTGCAGACTTCTTGTGTCTTCCGTGGTGGGA 
AGAGAGCTAGCCAGCCCTCTGGCCTCTTCTTGTAAGGGTGCTAATCCCATTCACAGGGCTCTACCCTCCT 
GACCTAATGACCTCCCAGAGGCCTCACCTCCTCACACCATCACCCTGGGATTAGGGTTTGAACATAGGGA 
TCCAGGGAGACACGAACATCCCATGCATTGCAGGGATGCAGACCAGGGGACGGGAGGAAGCGCTCTCCCC 
TCACCATCATCCTCTTGGAGAGAGAGAGGGATGGAGAGCCGTGCTCTGCTCCACAGGGAGCCAGTCCTCC 
GCCTTCGGCTCAGCCCACAGGGTCTGGGGTGGGTGAGGCTCGGGAAGACCCCCCACGACCCGAGCCACAT 
GTACGCCTCCATCCCCGTGTTGCTCTTGCTGCTGGATGGGTGTTAATAAAGTCTTCT 

>GBEQ2947 | Acc | CD4 71182 | Ver | CD4 71182 .1 GI : 31392450 | LeukoS5_l_GQ7 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5__l_G07__A027 3 T , mRNA 
sequence .: Start : 1 : Stop : 651 

TCCCATACCAGCCTGGCAGAGGGGTTCCGCTGTGTTCTCCACTATCGCTTCATTGTTGTTTCCTCTGTGG 
ATGTGTAACC AAATGAAGATT GGATGATATTTTATGGAGATAATAATTAGGCAATAC TGTGTAAT TAATT 
TTACTTAATAGAT TAT CAT CT GTGAGAGGAGATGTT TAAACATGGT T AAT CAAT T CATGT T AT AAAACAG 
TTTTACACTTAATATTCATGTTAACATTGGGTGCAATAATTTAGTAGTTTTAGCTTTAGTTATAAATAAC 
TGGATCTTTCTGCTGACAACTTAGGTTGTATGAGTTATGCTTAAAGCTTTAAATCGGATGTTTCCTGTAC 
CTGCCACACTATGTTAGAATGTGTCCTTCAAACATATCCTCCTGCAACTTCAAACTGTGCTCAGTTGACA 
CTTCTTGAAGTCTAACTCTGTGCTAACAGATCTTCATTTTACATAGAATACGGTTTTAATTTTTGATAAG 
CTGCTGAATTTTAAAGAGAGTTTTTTGGGGCCACCAAATATTTTGGATCATGCAGAGAATATATATTGTA 
CTGTAGTAATTTTGTATTTACATTTGTATGATGTGACATAATAGATGTGAATGTTAATCCCTGCTTGACG 
AT GTTAATAAAGGTGT T TAAC 

>GBEQ2 94 8 I Acc ) CD47105 6 | Ver^I CD471056. 1 GI : 31392324 | LeukoS5_4_F12 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4__F12__A027 3 1 , mRNA 
sequence. : Start : 1 : Stop: 4 03 

GATGCAAGCAATTCTTTAAGACAATAATTCCCAAACTTTGCTGCACGTTAGAATTACCCAGGAAGCTTTT 
AAAAATCCCAATGCCCAGGTTATG'CTGTGGGCCAATCAAATAAGAATGTTTGGGGGTGGGAGCCAAGACA 
TGAGTGTTTTTAAAAATTTCCAAGTGATTCCCCTGTGAAGCAGAGTTTGTGAATCCCTGCCTTCGGGAGT 
CCAGAACAGAACGTTAAAGGAGCCTGTGTTGCTGACAGCCCCCTAGTCCAGGACTCCCTACAGCAGGCCC 
ATCACATGGCAGAGAAATAGACTTTTAATTTGTGTAAGCCTGTTACTTGGAGTTTCAGTTACAGCTGCTG 
AACTTGTGTACTAGCTAATGAAGTGGGTCACTGTCATTAAAACTATTTCCCGG 

>GBEQ294 9 | Acc | CD471037 | Ver | CD4 71037 .1 GI : 31392305 j LeukoS5_4 JE0 9 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4_E09_A027 3', mRNA 
sequence . : Start : 1 : Stop : 671 

AGTAATTTGGATCATTTCATCTATTAAGTAT.CTTTGATTACCATTTGGATGGAATGGTATACTTTAGCTG 
TAACACTATCTCGTAGAAGAGAAGTGTTTTTTATTCTCTCTGTATGGGAAATGTGATACTACTCTGTCTG 
CTCAT TAAAGAAAT CT CT T AATAGCAT CT TCCT TGAAAGAAT AAAGAGCACAGTCGGTGTATTTCAGGAA 
TTAGTGCTCTGCTTGTCTTTAAACATTTACCATTCCCCATATTTTTCAGTCAGAGGTTTTGAAGTATTGT 
TTTTGTTTTTAAGAAAGAAAATAACTTCTTGGTCTCTTATGTGAATCAACCTTGTGATCCTAATTTGACA 
GATTTAAGATATGATAAAACTGAATGTCCAGAAACTTACAACAGTTGGCATCATGCATTATTTTCTATTT 
AAGCCTAAATCTATGTATGATTTATTTAGCTAATAGATTTTACTTGGCTATTAGTAACCATTAATAAGTA 
AAACTGAATTTGAATTTCTCAAATTTTGTGTATCATACAAGGTGTCAAACTTAATCAGCATTTGAATTCT 
GTGTGCCTCAATTACGAGCAGTATCAAGCTTGTTTGTCTGTTTTCAACCAGAGATTTCACCACTGTGGTT 
ATATACAGT TCAT T T GATTCTATATAATAAACTTCT AT T T T 

>GBEQ2950 | Acc | CD471024 j Ver | CD471024 .1 GI: 31392292 | LeukoS5__4_F02 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_4MT02_A027 3*, mRNA 
sequence . : Start : 1 : Stop : 630 

CGGAGAAGGAGCCAGAGTACAGCGTGATTAAGAAGAGATAAGCCTGCGTCTCCGGCCTCGCCGTCTGGTG 
GTCTCTGTGGGCCACATGGCCAGCCCCCTCCCACCCTCACCCACGCCCCCTTCAGCCTGCCCTCCTCAGT 
GGTGACCCACAAGGCCTCTGGGCTCCCTCGGGCTGTCCCTCTTGCACCATCAGCCCAACTGGCTTCATTG 
AGGACGAGCGAGAGGGGACGGGGTTCCAGAGGGGCCTGTGGGAAACCCTCCCACCGTGTTGTTGCATCTT 
TCCTCGCTTTCTTTGGTTCCTTCCAGCTCGGTGCGTGCAGGACAGGAGCCCAGTCCCTCACGGCTCCAGG 
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AAAAGATGTGGCTCGTGCAGGATGGTACCTAGGAATAGCTTTGTAAACCCCAGCCCCGTGGAAGTGTCTG 

GGATCGCTGGGGAGTGGACAGCCGGGAGAGAGCCAGGAGAAGGCAGAGGCACTGAAGATGGGTCCCCCTC 

ACC TCAC AG ACAAGGACACT GAGT CCAGAGAGGAGAGGT T TAT CTGT GGCT CCAGAGCC AGCAGT GGGCA 

GCGTCCTCGGTTCCTCTGGACTCTTAGATAGTTTATTTTTAATATGAGATACAATAAAGTTTAAAATACC 

>GBEQ2951 | Acc | CD470919 I Ver | CD470919 .1 GI : 31392187 | LeukoS 5_3_D0 6 . bl_A02 7 Stimulated 

peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS5_3_D06_A027 3 1 , mRNA 

sequence . : Start : 1 : Stop : 5 8 1 

TCATGTACAGAAGCCTTGAGATTTCATTTCACTGCTGGTTCAACGCGGGCAGCGTAACTCGTCTTTCAAG 
GACAGGCTCTAGGGACAAGGACGAAGGATGGATCCTCATTCCTGATAGCGCATTTGCCTGATACAAGGGA 
CTATCTCCCTAATGTACGCTTTTCTTTGACAAAAAGGAAAAAAAGAAAGAGTAACAAATTGTCTTTACAT 
CTTGGCCCCTTGTAAAGTTTTCTTTTTTTTTTTATACAAAAAGTTCAATAGCTTTGACACTCTCCATTAT 
TAATCACTACTTCACTGATAAACTTTGAAAGTGTGACCCTGGAATTTCATCATGCAAGATATTTACTGCA 
GCAGGAGAAAACAT T T T T TAAAAC AACAT TTTTTTTTT T TT CTCT T T T CAAACGT ATGAACTTGT T T AAG 
ATAGCCAGGAAGGCAGTGGTAGGATAAACACAAGGGATAGGAATGTATCAAAAACAGATTAACACACACG 
CGCACGCACACACACAAAAAACCTGTACAAAATGCTCCGATCAATGAGAACAGGAAAAAAAAAATCTGTC 
AAC T ATGT T ACAAT T AAAAGC 

>GBEQ2952 | Acc | CD470729 | Ver | CD470729 . 1 GI : 31391997 | LeukoS 5__2_A1 2 . bl_A027 Stimulated 
peripheral blood leukocytes S5 Equus caballus cDNA clone LeukoS 5__2_A1 2_A02 7 3', mRNA 
sequence. : Start : 1 : Stop: 401 

ACAAAATCACCAGCTGCTTTATTTTTCTATTTATTACAGTTAAACAGTTGATGAGGTCTGAATCTTGACC 
AAACTGCTCAGGTGAGATGTTCTTCACTATAAACACTGTACAAAATGTGCGTGCAAAAGGACACAGTTGG 
GTGGTAGTATTTTTTCATTAATGTGAACATTGACTAAACAAAGCAGTCCTGCCTTTTAAATCTTGTGGCA 
GCTCAGAAGGGAGGTGCTTAAGAACCTTAACTACTATGTCAGATGACAAAATACTTTTTTCCATTTTGGA 
GATTGGGTACTGCTCACACATGATGTATAGGGCTAAATATATGCTTGTTTCCTTGCACCTGTGTACTTCC 
CCTTCTCTCCCTCCCTTTCCTTCCCCTGTAGGCAATAAATGGCCATTTGCA 

>GBEQ2 953 | Acc | CD470638 ( Ver t CD470638 . 1 GI : 31391906 1 LeukoS4_6JF09 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_6_F09_A02 6 3», mRNA 
sequence . : Start : 1 : Stop: 52 6 

AGAGAGAAACT TT T AACAT ATGTGTACCAGGAGAT GGAT GT AAAAAT GTCAT AACAGCAT CGTTT GTAAT 
AGGAAGAAAAGGAAACAAAAATAAAAACTGGAAAGATCCCAAATGTCCACCCACAGTCCACTGGATAAAT 
ATTGTGGTATATTCCTACAGTGGAATTCCACAGACGTCAGACTGAACTACAGCTACATATGTGAACGTGG 
TTGAATCTCAACATAATGGTCGCAAAAGGAAGTTCCAGAAGAATACATCCACTATGGTTCCATTTCTATG 
AAGGTC AAAACCAGGC T GTCACATATATAT GT GGTAAACAAAAGAAAAGTAAGGAAATGAT TAAC AC AGA 
ATTCAATGTGATCCTTTGCATTGGAGGATGGAGGCAGATGAGAACTGTGGAGGGCAAGGAGGAGCCTTGA 
GAGGAACTGTTGGTGGTGCTCTGTTGCTAAAGCTGGGTGGGTGGTTTCTTTTTTAAACTATGTTGATGTG 
CTTTTGTATATATGATGTTTCTTAATAAAATTTAAA 

>GBEQ2954 | Acc | CD4 704 94 | Ver I CD4704 94 .1 GI : 31391762 | LeukoS4_5_A02 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_5__A02_A02 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 193 

TTTTTTTGGGACTTAAGGCGCTATACCCTTTAAGAGATCACATACCCTTTGGAATTTTCCCGACTGCCTG 
ACTTTTTTTCCTTTTTTCAATTGTTCCCTATTAGGGGATCCTTTGGATATTCCACCCAGTTACCTAAGCC 
CTAGGGACTTTGATCCAAAACCTCCATGGAAGCAATAAATTCCCCTTTTTGGG 

>GBEQ2955 | Acc | CD4704 66 | Ver | CD4704 66.1 GI : 31391734 | LeukoS 4_5_H1 1 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_5_H1 1_A02 6 3', mRNA 
sequence . : Start : 1 : Stop : 4 95 

CGCCGCTTCCTGAGACCGTGGCTCAGCTGCAGATGCTGGGTGAGCAGCAGTGGTTGAAAGGGAATCCAGC 
CCTCAGCACTGCCTTAGGACACTGTCCTGTGCTCCTTCTCTCCTTGGCGGGGTGGGGCCTTCCAGCTCAG 
GAGCAGGCTGGCTATGTGGGAGGTGACGGGTCAAATTTTCCAAGTCAGGGCTCCCCTTACAGGATTCTTT 
CCCTGAAACGCAGCCAGGTTGGCGTACACCTCCTTCCTCTTTACCTGACCACATCATGGGCTCCCTTCCA 
• AGTCCGCTTCTTCCAGGAAGCATTCCTTGTCTGCTCCCTTTGAGTGTCTATGCACTTCGGATCTGTACCA 
TCCACACGGGGCGCACTTTATTCTGTGCTGTGTGTTAATCTCTCTCTGTCTACATACTTGGCCACCCCAG 
CTCCCAGAGGACAACGATTATAT GGTCT ATT T GT AGCAATCTTAGAAT TG ACTT CAT AAGAAGCATT T GA 
TTAAA 

>GBEQ2956 ) Acc | CD470340 | Ver j CD470340 . 1 GI : 31391608 1 LeukoS 4_4_F 04 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_4_F04_A02 6 3', mRNA 
sequence. : Start : 1 : Stop: 525 

CTCAGTGCTGGAGGCTGGAAGTCTGCCGTCAGGGTGCCAGCCCGGTGGGGTTCTGCAGAGGGCCTTCTTC 
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CGGGCTGCAGACTTCTTGTGTCTTCCGTGGTGGGAAGAGAGCTAGCCAGCCCTCTGGCCTCTTCTTGTAA 
GGGTGCTAATCCCATTCACAGGGCTCTACCCTCCTGACCTAATGACCTCCCAGAGGCCTCACTTCCTCAC 
ACCAT CACCCTGGGAT T AGGGT T TGAACAT AGGGAT CCAGGGAAACACGAACAT CCCAT GCATTGCAGGG 
ATGCAGACCAGGGGACGGGAGGAAGCGCTCTCCCCTCACCATCATCCTCTTGGAGAGAGAGGGATGGAGA 
GCCGTGCTCTGCTCCACAGGGAGCCAGTCCTCCGCCTTCGGCTCAGCCCACAGGGTCTGGGGTGGGTGAG 
GCTCGGGAAGACCCCCCACGACCCGAGCCACATGTACGCCTCCATCCCCGTGTTGCTCTTGCTGCTGGAT 
GGGTGTTAATAAAGTCTTCTTAACCTCCCAAAAAA 

>GBEQ2957 | Acc | CD470337 | Ver | CD470337 .1 GI : 31391605 | LeukoS4_4_A05 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS 4_4_A0 5_A02 6 3 f , mRNA 
sequence. : Start : 1 : Stop: 435 

TCCCCAACCAACAAGCACAGCCGGCCCCATGACCTGAACTTTAAATTGGGACGAGGGGTCCCGCCGGCCC 
CTCAGCATCCCTGTTCCTGCCCGCTGAGCCCAGAAGTCATGGCCAGCAGTGGCAGCTGTCCAAACCTCCA 
GAGGCCCTGGGGTCACGGTCTCCTGACATGCCGTGACCGCTCTCCCCTGGGCCAGGGCGGTTTTTATGTA 
AACGTGCAAAGATGTTGTGTCCCGCGTCTCTGTCTTGTTTTTGTTGGAGCCACTTTTTGTTCCTGGCTTG 
GCCTGAACCGGGTGTTCTGTTGTGTTCTGTTAGGTTTTTGTAGCAGGGCTGGGGTGGGTTTTGGGGGGTG 
GGGTGCAGTGGGGAGAGAGGCGTTTAACAGCTCTGTGGCCTTGGTCTCTAACTTCCGTGTGAAATAATAA 
ACTCCCCTGCCTGAT 

>GBEQ2958 | Acc | CD470335 j Ver | CD470335 .1 GI : 31391603 | LeukoS4_4_Hll . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4_Hll__A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 605 

TCAAATTGGAATAAGTGGCAAATTTAACAAAAAAAAAGTTTTCCCAGTACTGTATGCACTTTTTATTTAT 
TATTGTTCATATGATTCTTATTATTCTCTTCTTCTACTTTATAGATATTGCAAAAGGGAGATTATTGATA 
TTTTACTCTGATCTTGGCATCAAGACTTTTAATTTTTCCTTCATTCCCTTGTTGGTTGTACAGTTCTTAG 
AATCAGCAGTCCCTTAATTAATTGCAGTTTAACTGAGTACTTAAATATCTGAGGCCATTGTTACTGAATT 
GTTCCTTCGTTATTAGCCCAGACCCAAATCAAACACAAGTTGTATTTATGATTTTTTTAAATTTGTTCTT 
GAAGCCAAAT TGCCAGT AT CT TTCAT ATGAGGACAAGAACACAAGGGACACCCC AT AT ATGCCCAAAAGA 
AT ACACT GGAT TTCAGAAAGACACATAT TCCACACAT T T C T TT GAGTCCAAACT GTCATGAAAGCCAGGG 
GAACTGTTCCTCCACAATGATGTATAATGAAAATGAATCATCACTCTTTGGGAAAGCTCTTTGAAGCAGA 
AACCAAACTTTTTTTTTTACCTTTTCCCTTGCCCCTGCCAAAAAA 

>GBEQ2959 | Acc | CD470331 | Ver I CD470331 .1 GI : 31391599 { LeukoS 4_4_H0 4 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_4__H04_A02 6 3', mRNA 
sequence. : Start : 1: Stop: 614 

GAAGGCAGCCCCGCTGCCCCTGCCCCAAGCCCAGGGGCCAGTGTGACAAACTATGGGTGAGGCGTGGGCT 
GCATCACCTTCCTTGTGCCTTGGATGGTATTCCAGGGGTGCTCCTGACCCCCCTTTCCTGGACCTGCATG 
GAATGTGCTGTCCTGTTCCCCATCTCAGGCGTTGCCTGAATCAAGTGCCCTGAGGGGCCAGGAGGCCCTG 
TGCATACCGTCCCCAGCTCCCCCAGGCCTCCCTGCCCTTCCAGGTACCCCACCAGTTCCAGGCTGGGAAC 
CCCGCTCGCTCTCCTCACCTCCACCCTTAGCTGCTCCGTGCAGGCCCCAGCTGAGCCAACAGAGCCTGTA 
GCCCTCAGCGATGCCTGCTGCCCAGGCTTCCCTCACAGTGTGTCAAGCCTTCCCACAGAAGCTCCGAGAG 
CTTCGGGTCATGCTCAGCCCTGCGAGCAGTCAGCATGGGGGTGAGGTCCCCGTGCTTCTCACTGCCTGGC 
CACTTGGTACGTGGGGAGCCTGCGGCTGGAGGTAGGAGGAATCTGTGGCACCTGAGACCACCACGGCCTC 
CAGCTGCCCCTCTCAGAGCCGTGACATTAAAGTGTGGGGGATTCTGCAAAAAAA 

>GBEQ2960 | Acc 1 CD470246 | Ver 1 CD470246 . 1 GI : 31391514 | LeukoS 4_3_C1 1 .bl_A02 6 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3_Cll_A026 3', mRNA 
sequence . : Start : 1 : Stop : 575 

GT GAAAGAGGACTAAT TTCCCAAACTT CCAGTGTT CCAACT GAGGCCT TTGGAAGGTAC TAACGGGACCA 
TGAAGATGGGACCCCCATGATGGGATTAGTGTCCTTGCCAAATGAGGAAGAGACACCAGGGCTCTCTCGC 
TCTCTCTCCGCCATGTGAGGACACAACATGAGCCAGGAAGACAGCTCTCACCAGAACCCACACCACGCTG 
GCAGCTTGAGCTCTGACTCCCCAACTCCAGAACCATGAGAAATAAATATCTGTTGTTTAAGCTGCCCAGA 
GTACGGTATTTGTTACAACAGCCTGAGCCAAGGCACCCACTCAGCTTTGGAACGAGGACTTTGAACCAAA 
GTCTATGGATTCTAAGTGCATGTTCTCAACAACTGCACTTTACCACTTTTCGAGAAGCCCTGAATTAAGA 
CATTTGATGTGTTTTAATTACAATGTACTTTTTGCTTTCGAAGCTAAACAGGAAATTTGTTTTGTATGGT 
TAGGCACGTGCTGGATGAT T AAGAATT TGGAAAACAACAACAT ATCAATAATCAAAT GAGTTCTCAATAA 
AAAG AT AT T T C T C T G 

>GBEQ2961 | Acc | CD470183 | Ver | CD470183 . 1 GI : 313914 51 1 LeukoS4_3_C01 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_3_C01_A02 6 3\ mRNA 
sequence . : Start : 1 : Stop : 154 

CAAT TAAAT TCCAGTGTATAAGTGAAAAACTAAT TTCAT AATGAT T T T TATAAGT TAACCCT T T T TTAAT 
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TTTTCCCTTAGCTGGGGTAAAGTAAAGGi^GGAACCCCAGCTAAGAAATATAATAAAATGTCCCATTGGG 
TATATTTTCCCCTT 

>GBEQ2962 | Acc | CD470082 | Ver ! CD470082 . 1 GI : 31391350 | LeukoS4_l_H02 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l__H02_A02 6 3», mRNA 
sequence. : Start : 1 : Stop : 619 

AGTGGTCGAGAGAAAATCTATGGTGATGGATCTCTGCTGTTCCAGAACGCCACCCCGGGGGACACAGGAT 
ATTACACCCTTCAAGTCATAAAGAGAACTTTGCTAACTGAAGTAGGAACTGGACAGCTCCACGTATATAA 
GCCAGT GTCAAAGCCCT CCATCT GAGTCAGCATAGGACATAAGGACCCCAATCAAGGAAAATAAGAACCC 
CATGGTCCTGACCTGCTTCACAAACAACACCAGGATCTCCATCCAGTGGTTCTTCAATGACCAAAGTCTG 
CT GCTCACT GAGAGGAT GAAGC TGTCCCAGGACAACAGCACCC TCACCATAGACT CCCAC AGAAGGGGCA 
ATAGTTGGGATTATCAGTGTGAGTTCTCCAACCTGATCAGTTCCAGTAAAGGTTACCTCCTGGATAACCT 
TTAAAGCTGGATGTGAAATATGAGTCTGGCCCTCTGGCTCTTACCCTCTTCTATGTTATTAAACTCTGAA 
AAGATTTTTTTTCTTATCTGTAAAATGATGGTTCTGATGCTATTTTTCATTAGAGTTGTTATGAATAGTC 
AAT TAAAA&GATGAAAAT TCCT TAGAAGAT T TGCAT T GAGT CAATAAATGCTCAACAAT 

>GBEQ2963 | Acc | CD47 0055 ] Ver ) CD47 0055 .1 GI : 31391323 I LeukoS4_l_F08 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l__F08__A02 6 3', mRNA 
sequence .: Start : 1 : Stop : 600 

AGGCAACTTCCAGGAGTGGATCAAGGACACGCAGAACGTGGCCTCGCTGAACAAGACGGACGACGGGGAG 
CAGGAGTGCTTCCTGGAGGAGGCCCTGGAGGTGCAGCCAGCCAAGGC9GAGGCCGAGACGCCCACGGGGA 
CGCCGACGGGGGAGGAAGAGGCGGCTGCTGACCCCAGTCAGCTCCCTCGCCGGTTTCCCCCCGGCAGAGA 
GGCCATCTCTCTGGGGGACTTCACTTTTGTGATGACTGACAACTCATACATGATGTTATGAGGGGGTGCA 
AACTCAAAAGCCAACATGGGGTCCCCCCACACCCCATGGCCACTCGGCTCCTTCGTTACACCGCAGGTGG 
ACCCAGCAAGCCGGGCCGGGCGGGAACAGAATCCTGCTCTCCAGATCCTACCTACCAGCCGTCCAGCTCT 
TATTCTGAAAGGGGGACTCAGTTGGCAACCATGGGGACATTTCCCCGGACCTTCAGTTTTTCTTCCCGAA 
CCCACCCTCCTGACGTCCCTCTGCATCTAAGACATATTTAAATTGA?yVATCGGTCCCTTGAAACATCTCT 
CCATCCAGTGCGTGTATTTTTTTTCCATTGAAATAAAGAG 

>GBEQ2 964 | Acc | CD470049 | Ver | CD47 004 9 • 1 GI : 31391317 ) LeukoS4_l_G06 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_l_G0 6__A0 2 6 3 1 , mRNA 
sequence. : Start : 1 : Stop: 122 

CATCGGATCAGAACCTCCAATTGCATGGTTTCTTTATGGACGAGTTATGAGAAGAATTGCAGAAATAAAA 
ACCAACCCAAATGATTCCTTGGCAAGTTATCCCTAAATAAATGTGGTTTGTG 

>GBEQ2965 | Acc 1 CD4 69939 ! Ver ( CD4 69939 .1 GI : 31391207 | LeukoS4_2_D02 .bl_A026 Stimulated • 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_D02_A026 3 f , mRNA 
sequence . : Start : 1 : Stop : 690 

CTGCCAGAAGAAATGATTCGCTGGAG5AACCGAAGAGCCCGCAGATGGGAACTCATTGTGGAGGGTGGAA 
TCCAGACGATCAGCCAGGCCCGGGACCA?\AGCTTAGTTCTCAGGCACACAGATGGGTCCTTATGCCAGCC 
TTCTACTGAC TCAAAATT CAGGT CATTGGAGAGAAGCT ATGAGCAAAT T CAAACGGCTATT T T CACAAAT 
GATACTCTGGGACATTAGTTTGCTTTGGTATCCTTTGAACAGAATGGACTGTGTAAGGGAGGAGGTCAAG 
CTTGGGGTCTTCCCATCTCCTAGCAGGGGCCCTCGCCAAAGCTGAGTGGTACTGCAGAGGGTGGCAGGCG 
TGCCCAGCAAAGGTGGCTGCCATGCCTTTGGGACTTATGAGCACCTACATGGGGCCCAGGAGTGCAACAA 
GGGAGGGAGAGAGGGGAATGGGGCACAGACACCACACTGGGCCCACGTGGGGAGCTGAATGATTTCATTC' 
ATGATCTTATGAGAGAAACTCTCTGGAGCCTGCCAAGAATATTCGGCGGGAGGTGCCCGCGAAGAGGGAT 
TTCGCTGGGGGCTGAGGCTCTGCGTTACCTGTAGAAGCAAAAGTCTGGGGCTAGGAACCTAATTTATTCA 
AAATCCCACATGTTTAGGCTTCCATTCTGTGATTTATAAAACCAGAA.CATACGCCAAAAA 

>GBEQ2966 (Acc | CD469906 | Ver | CD469906 . 1 GI : 31391174 I LeukoS4_2_H01 .bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_H01_A026 3 1 , mRNA 
sequence. : Start : 1 : Stop : 638 

TCCAAACTGGTGCCTTATTGGAGGTAGGTCCTGAGACTTGTCATTGTTACTGGTTTCAATCGTTATAAAA 
TAAAAACATGCTACTAAATTATATTGCAGTAGTGATATTTCTGTGGGATTTGCTTTAAATTTXGAAAACT 
TGCCTCAAAGCATACTATAATATTGATACCTAGACTATCTTCTTGATGTTCTAGAGAAAGTAAAATCTCA 
TTTAACTTGAATTGCGTAGAATATATTTTACGTTCAATGTCTATGGAAATCAAATGAAACAGGCTTATAT 
TAGGATTTTAAAAAATTCTAGGGACATGTTAGGGACGTGTTAGCAAACTCAGATGCTGTCAGCGGCCAGG 
TATATATTGGAAACAGTGACGTTGGTGAGTGTAGGGTGTCAGGAGCGATACATATAAGAAACAGTGGAGG 
GGGCTGGCCCCGTGGCTGAGTGGTTAAGTTTGTGCTCTCAGCTTAGGCAGCCCAGGAGTTTGCCAGTTCG 
AATCCTGGGCACCGACATGGCACTGCTCATCAAGCTATGCTGAGGCAGCGTCCCACATGCCACAACTAGA 
AGGACTCACAACTAAAAATATACAACTATGTACTGGGGGGCTTTGGGGAGAAAAAGGAAAAAATTTTTTT 
AAAAAAAA 



1065 



WO 2005/067649 



PCT/US2005/000517 



>GBEQ2967 | Acc | CD4 69905 | Ver | CD4 69905 .1 GI : 31391173 | LeukoS4_2_Dll . bl_A026 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 2 Dll A026 3 f , mRNA 

sequence. : Start : 1: Stop: 523 "~ 

CCAGTGTGGATGACCCTTGAGGACGTTGTGCTGGGTGAAGGAAGCCGGACACAAAAGGACAGGTCCTGTA 

GGATTCCATTGTGTGCAATGTCCAGAACAGGCAAATCCACAGACAAAAAGTAGATTCGTGGTTGCCTGGG 

GCTGGGGGGTGGGTGTGGGGAGCGACTGCTAATGGGTATATACAGGGTCTCTTTTTGGGGTGTTGAAATG 

TTAAATTAGGTAGTGGCGATGATTGCACAACTCTGTGAATATGCTAAAAACCACTGAACAGGGGCCGGCC 

CAGTGGTGTAGAGGTTAAGTTTGTGCGCTCTGCTTCGGCAGCACAGGGTTTGCCAGTTCAGATTCCAGGC 

ATGGACCTAGGTACCACTCATCAGGCCATGCTGTGGCAGCGTCCCACATACAAAATGGAGGAAGATTGCC 

ACAGATGTTAGCTCAGCGACAATCTTCCTCAAGCAAAAAGGGGAAGATTGGCAACAGATATTAGCTCAGG 

GCCAATCTTCCTCGCCAAAAAAAAANNAAAAAA 

>GBEQ2968 | Acc | CD4 69895 | Ver | CD469895 .1 GI : 31391163 | LeukoS4_2__H08 . bl_A026 Stimulated 

peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4 2 H08 A026 3', mRNA 

sequence. : Start : l:Stop: 609 *~ 

CGACAACAGACGGGGGCCAGTGGAGCAAGGTGGAGCCCCTCTTTCTGTCCACACGGGGACTGTCTCCCTG 

ATGGGGTGCCTGGCTGTGGAACTGGCTCCGCCATGGGCCAGCGGACTTTTGATCCGTGAGCTTAGCTTCG 

CGTTCATTTGTGCCCAGAGCCCATGGCTGGCTGCCTGGTACGGATGTCATAGATTTAGCAATCCCTGGCA 

CATGTAAGTCCCGGGATTCTCAAGAACCCACACGTGTCAGTGAGAAGGTCCTTTATTCAGAGAGCCGGCA 

GCCTGATCCCTGACTGTATCGCAGAGGAAGTGAAGGTATCTGTGTGTGTCTGGGGAAGCCCCACCCACCC 

TGGGGAATGAAGAGCCTGGCCCAGATGCAGGGGAGCATCTGGGTAGAATGTTTATGGTCCCATGTAGAAT 

CTGGGTCACCTCTGACAAGCCCTCCATAAAGTGGGTCAGTAGTCACCCACCCTGCCTACGTTGCAGGGTG 

ACTGTGAGGTCCCAATGAGATCATGCATCTGAAGATGATTCAACATGTTGCAGTGCGCTGTTTTCACTGT 

GCTTATTTCCTTGCCAATTTCTGAGATGTAGAAATAAAGTTTGTTTTTT 

>GBEQ2969 I Acc | CD469886 | Ver | CD469886.1 GI : 31391154 | LeukoS4_2_B03 . bl_A026 Stimulated 
peripheral blood leukocytes S4 Equus caballus cDNA clone LeukoS4_2_B03 A026 3 1 , mRNA 
sequence. : Start: l:St op: 563 ~ 

GGGCCCGGCTGTGAGGACCCCTGGGACTCAGACACCAAGTTGAGGGGGGAGCATCCTTACTGATCGTACT 

TCCATGTGGCATTCACAGCAGCTCCCACCTCAAGCTCGCTCTCTCATGCACATGCACACACATGTACACA 

CACGCACAAGCAGTCACTCACATGCACATACACTCATACGCATGCGCTCACACGCATCCACACACACGTT 

CAGACCCATGAGTTCTCGCAAGCGTAGGCTATGCTTGGACTCCTCCTCCTGCTATAGCTGGGACCCAGAG 

GCCCAGGGAAGGACGCGGGCAGCCTCCACCCTCTGTTGACCTTCGGCCACTCCTGCCCACCCATCTGGCC 

AGCCCCAGCCCCAAGCCCACCGCCCTGCTATGCAACAGGCCTGTCACACTTTGCGAACACCATCAATCAA 

CCACAGACTCAAGATGCAGAGACTGCCGAGCCCCGGCTGGACAGGGGCTGCTAGGACAGCGGAGCCCACA 

GCCCCTCCAGCGGGTCCTCTGCAGAGCGCCCACGGCAGTCAGTAGACAATAAATGCTCTTCAGCCCCAAA 
AAA 

>GBEQ2970 | Acc 1 CD4 69800 j Ver | CD469800 . 1 GI : 31391068 | LeukoS2_5_A05 .bl_A02 4 Stimulated 

peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2 5 A05 A024 3* mRNA 

sequence. : Start : 1 : Stop : 642 ~ 

TTGCTTTTCCTTGAAGATCCGCCCTGGGTGCTTGTTGCTGGAGTGTGCGCTCTGACTTGCTGACTTGGTC 

TGTACTTCCTGAAACTGAACGGCGTCGGTCAGGGGCTCTGTGAGTTGCACGGATATCCAGAATGAGTGTG 

ATGCTGAAAAGTGAAGATGTCAGAGACCAGGTGGAGAGCACCACTGAGGTTCAGGATAAATAATATCCAC 

TTTTATTAAATAAAATGTGACAAAATGAAAATACATAATTAATTTGATCTTCCTCTTTTGGTGTTCAGCC 

TTGTAGGGTCTGTAGAACTTCCTTCGTCTTCTCCACACGCACACTGAACAGTGAAGCTATGAGTAAAGGG 

ATGACAAATTTTGTGGCTTCTGAATCCCAAAAGATTCTGCAGAAGAGCTGTCTTGCGCCCCCTGGGTCGG 

GGCTTTCAAACTCTGCAGTCCTACGAGCTGTGTGTGTGGACGTGTATGTATTTTATTGTGATGCCTTCAT 

CAGATGGCAGCGTTTTCATGCCATAGGACAAAACAGCAAAGTTTATACTGGTTTGTAGCTAGTGATGAAT 

GATATGAGTAAGTTTGAAATAAATATGAGGCTATATTTCAAAGGGGATTTTGTGAAAGTTATAATAAATG 
TTGGGGCTCCTT 

>GBEQ2971 | Acc | CD4 69793 | Ver ] CD4 697 93 .1 GI : 31391061 | LeukoS2_5_D03 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D03 A024 3 f f mRNA 
sequence. : Start :l:Stop: 653 ~ 
CCTAGAGTTTTCATTAAAAGCTTTTAAGCTAATACTTGCTCTTGGTGGCAATTCCCATCCTAGATAGAAT 
CAGCAGGCAAAAGTCAAAGCACATTTGCTTTGGAAGATGATACTCATTTTCTCAAAGAGAAAAGCTAGCG 
CCCAAGAT T TT CATCC TATTATGCCGTGAAAGCAAGGCAAGGAT TCAGATGGCAC TTTCT CAAAAT CAAG 
GATTTTGTCAGAAGAAATAGAAGAGCCAAATGCCATATGACATCCATGCGAAGCTACCTCCGAGGAACCC 
TGCTGCCCTTGCCTCAACATCAGGACCAGAAATACAGGCAAAAGGAGGAGGAGAGGAGAGATCAGCAGGA 
AGTAGGAGAAGGACGATGGCT GTACAGT T T TCT T TAGACAGCAAAACAAAT GTCCTGGAC TAG TGGCTGA 
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T GAT T C C AG C AAG C AG AC GGC T T C AC C AAG CAAAGGC C AAAT AC AT CC AGG C C T AAAAC C C AAT C C AC C A 
AGTCACTGACGTGAATTAAACCCAATGTCTGCCTTACCTCGCCTCAAGGACATTTCCAGGAGGACAATAA 
TGGTCTTTTCTATGTTCTCTGGACTTCCTCCTCGCAGCCTCCAGCTGGCTCTTACTCTAGGCTCACCCTC 
TGAATAAACACTTACCTCGAGGG 

>GBEQ2972 | Acc 1 CD4 697 63 | Ver } CD4 697 63 . 1 GI : 31391031 ] LeukoS2_5JD0 4 . bl__A02 4 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_5_D04__A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 02 

TATAGATGAAACAAGATTGGCTGTGTTGATTATTGTTGGTACTGGGTAGTATATACATGGGAGTTCATTA 
AACTATTCACTTTACTTTTGTACATGTTTAAAACTTTCCATAGAAAAGTGCTCCCAGGATGGCCATGCCC 
CTGGAGCACTTGATAGAAGCAAATGCAAAATCTGTGTGGAGGGATGTGACCTCAAGCCAGCCCCCACTGC 
TCCCCCAGATAAAGCCCTGCTGAACAGAAACTCACCTTCAAAAGTTACGGAGCACCTACGTGAGAGCCAG 
CAGACAGAATAAAT ACCAGCAT TAGACCCC T GACAACTTT GGGTAATGGT AAT AT T AAAAACTATGAAGT 
CAGTATGCTCCATTGAATTAGAAACAAAAAGGAAGGGAAAACGGAAGAGGAA 

>GBEQ297 3 1 Acc 1 CD4 69683 | Ver ] CD4 69683 . 1 GI : 31390951 1 LeukoS2__8_C09 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_C09_A024 3 f , mRNA 
sequence. : Start :l:Stop: 671 

CTACTAAAGAATAGCCCTTCAGGCATAAGCAGCTTTTTCCTGCCAGCATCTGAGCTTGAAGAAAGCAGTG 
AAGAAAT GAACCAGGGCACAGACAGGT CCATT CT CGGAG AGCTCCCTAATCCCTGAGCT GAAACAGAGAG 
GGAAAGGAACAGAGAGTCAGGGAGCCTGAAATGGTGGCCATGATGAGGAGAGGGGTGGGAAGGCAGGAGT 
TCCCCAATCTGAGTTTTCTGGGCAAGATGGCCTTGTTTATTGCTTTAAGATACATTTTAGAGAGCTGTTT 
TCTCATGTTTGTCCACCCTATCCATACCAACCACACATAGTTCTCTAGTCTGCAGATCTTATAATTACTT 
ACTAGCAGAAACAGTGCTTCAGGCCCGCATGGTGCTCATTAGTTCTCCGTTTGCACTCAGTTCACCAGAT 
ATCCCCTACCTCTGTCCTTGATGCCAGGAGTCATAATTGGTGACTGCCTACCAACAGAATGTCATCCTCC 
ATCCCATTACTACCTAGCCTTCTTGGCCCCCTGGAAGACTAGCTTTTGACTAACCCTGGAAAATTCCTTA 
TGACTTGCTCTTGGCTTCAGCCCATGTATTTATATGTATTCTTGATAGTGATAATACAATAAATATGTAT 
TCTTGATGATAATGCTACAATAAATTTAAAAATTTCAACTC 

>GBEQ297 4 1 Acc ] CD4 69671 ) Ver ) CD4 69671 . 1 GI : 31390939 | LeukoS2_8_H03 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_H03_A024 3 1 , mRNA 
sequence. : Start: 1: Stop: 630 

GGCTTTGGTTTCCATATTTGCCATGTGTCTGTCCGGAAGTGGGGGTTAGGTGGGGGTGAGGCTGCGCCCA 

GTGGATTGGTCACCTGCTAGACCTGCGGGAGGTGGGCAGGGCTATGGAATTGGGGCAGAATCCCCTTACT 

AAGCAGATTTGCTGAATCCGCTTTGTATCAGGGGCCAGAGAATGACTTGTGGAGGCCTAGGTTGGATGGG 

AAAGGCTCGCGGGGTCAGGTCCCACCCCCTGCTCACACCCAAGTGGGCCCAGCTCTCCTGCAGCTCAGCT 

GGGAGCACTGCCCTCCTGCTTTGTACATAGGGCGTGATCCCCTTTCACCAGGCCACCACCATGTCCAGGC 

CTGTGCCAGGAAGCCATTGCTCAGTTCTACCTTTGTTTTTCTCAACACTACCTTTCTGATACGAAGGCAG 

CACCTTCGGAATGTGAAATCATGTACTGCTCAGAATGTGTCCCTCTCATCAAGTGCTCATTGGTTTAATG 

GTGACGCCTCCTGTGCAGGATCTGGTCACCTGTGCATTTGTGAACACCCAGGAATTAGGCAGATCACCGT 

CTCTTGTCTACCCAGTTTAACAATTTGTGATAAGATTTGACCGTTTCTCCCTCAAATAAATGTATTGGTG 

>GBEQ2975 | Acc | CD4 69669 | Ver | CD4 69669 .1 GI : 31390937 | LeukoS2_8 JD0 6 . bl_A024 Stimulated 

peripheral blood leukocytes S2 Equus caballus" cDNA clone LeukoS2_8__D0 6_A024 3', mRNA 

sequence .: Start : 1 : Stop : 657 

TAGAACCAGTAATAGCCTGAAGCCAGACCAATATGACCTCAGCCAAATGCCAGTCATTGCTAATGTCTGG 
GAGGACTAGTGTGTTGTAATACACAGATCTGTAGCCAGGGTCCTTAATATATTGGCTTCATATCTCATGA 
CTCCCTTCTGAAAATACACAGCTTAAGAAATTCAAGTTATTGTTCTGCTCCAGAAGAGAGATTCTCAAAA 
TTAATTTATCCCCTCATTTTAAGTAAAGTTGGCTACATGATGACATAATTAGTGAATTTTGAGAAAGATG 
AT GATAAT GCACATTAT T CCT CAGAG T TAACAT TT T GCACGT CT TTAAAAAACAAAAAT TCAAT AAGCTC 
CTTATGCCTGCAGGCTGTGCAAGGAGTACCATCTTGTCATTGGCTCCTGGCTGCCAGCCCAAGGTGATGT 
AAAGTCAGTTAGAGAGAGTAAACTTAGTAAGTTGATAGCATCCTCAGCGTGTTTCAGGGCTGTTTGGGAG 
TCTTATTTTTGAATAGATACTAGAAACCATCTTTTTGGGTGGGTGGAGGAAGAGGGATTGGAGGGACTAC 
TAT T ATGAAGGTCCAT TGAGCTGCTTTAGTATT GTAAT ATAT TAAACCAAAGAGCCAGATTCCAT T TTAA 
TCTCCTGTTCGGTGAATTTTTAGCTTC 

>GBEQ297 6 | Acc | CD4 69668 | Ver | CD4 69668 . 1 GI : 3139093 6 j LeukoS2_8_Ell .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_Ell_A024 3 1 , mRNA 
sequence. : Start: 1: Stop: 427 

GAATAGATAACCAAAAT GTGCCATATGCATACGAT GGAGAATGT TATT TAGCTATAAAAAGGAATGAAAT 
TTTGCCCCATGCTACAACGTGGATGACCCTAGAAACCATTATGTTGAAGTGAAATAACCCAGACCCAAAG 
GCCGGTTAATATGATCCCCCGTATATAAGGTTGGTAGAATTGGCAAATTCATAGGGAGAAAAAGTAGACT 



1067 



WO 2005/067649 



PCT/US2005/000517 



AGAGCTTCCCAGGGGCTCGGGGGAGAGGAGAAGGGGGCGTTATTGCTTATTGGGTGGAGTTTCTGTTTGG 
GATGATGAAAAAATTCTGGAAATAGTGTTGATGGTTGCATACCATTGTGAATGTACTTAATTCTGCTGAA 
TTGTCCCCTTAAAAATGGTTAAAGGGTAAATTTTGTTATGTATATTTTCCCCCAATAAAAATTTTTTTAA 

AAGATGT , , 

>GBEQ2 977 | Acc | CD4 69667 | Ver | CD4 69667 . 1 GI : 31390935 | LeukoS2_8_E04 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_E04_A024 3», mRNA 
sequence . : Start : 1 : Stop : 604 

TTCCCTGATTGACTTTCCTGTTCCAGCAGAGGCCAGGCTGGGTCGTCTCCATCTCTGTCATAACTTCATG 
TTGTGCTGAATAGTAATGACTTGCTTCCTTATTGAAAATAAGAATGCAGGTAGGAAATTCTTTTTTGTAT 
TCTTTTCAAGTGTGCTTGATAGGTCAATGAAGGAGAAGATGTTTGAAGTTTGAGACAGAAA^CAAATGGA 
AGCACTGAGAACCTTCCAGAATTCGTGTGTTTGCTGTGCTGACAACAATAAAAGAAATGAAGTCCCGATG 
CATGC T ACACATAGATGAACCT TGAAGACATTAGGC T T TGTGAAAGAAAACAGAAACAAAATACCAAAT G 
GATTGTTTGATTTAATTTATGTGAAATGTCTGTGAGACGCAAGTCCTTATGGGCAGAAAGTAGATTAGTG 
TGTGCCTTGGGGTGAGGGGAGTGGTGGAGGGAGATGGGGACCAACTGCTCAGGAATGAACAGGTATGGGG 
TCATGAAATTGTTCCACAATGAACTGTGGCGACGGCTGCACAACCCTGTGACTATGCTAAAATCACTTCT 
T T T AT ATGGT T GAAT T AT ACAT AT GAACT AAATCCCAATAAAGC 

>GBEQ2978 ' | Acc | CD4 69666) Ver | CD4 69666.1 GI : 31390934 | LeukoS2_8_G08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_8_G08_A024 3', mRNA 
sequence. : Start : 1 : Stop: 471 

CCCCTGTACATAGTTGTATATCTTAGTTGCAGGTCCTTCTAGTTGTGGGATGTGGGATGCCCCCTCGACG 
TGCCCTGACGAGCGGTGCCATGTCCGTGCCCAGGATCCAAACCCTGGGCCGCTGCAGCAGAGCACGAACT 
TAACCACTTGGCCACGGAGCCAGCCCCTAAAATATTTCTTATGTTAAAATCTTTTAAAAATTAAAAATAT 
TTTACAAATTCTTTATGTTGTTTCTAAATTCCCCTCTCAGCCTTTTCTCTTATTGCTCTGATGGTTTATC 
CATGCTTCTGTTTCAGCCAGTGTAACTGGCTTTTTCACTAACAATGCTGTGCTCTTCGGCATTTGCTCTT 
TTTTATAT ATATCATTT CAT TCCAAATAT TTAGGAAT TCCAT TACT T TTAAGAAGTAAGTT T TT T TAAGA 
AG ATTT T T TC ANAAAAT ATT TTT AAT AGAAT AAAAT AT AAT T TTCCCTTCC 

>GBEQ2979 | Acc j CD4 69617 | Ver | CD4 69617 . 1 GI : 313 908 85 | LeukoS2J7_F06 .b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7_F06_A024 3 f , mRNA 
sequence. : Start : 1 : Stop: 111 

GGGAATCCCCCCCCACCCCAAACATGGAGTTTTTTCCCAGTATGTTTTATAACTGAGGTCTTTGTCATTT 
GAT T T T T TAAAAAATCT C T T TT CCCACATTAAACAAGC AGA 

>GBEQ2980 1 Acc 1 CD469603 | Ver | CD469603 .1 GI : 31390871 ] LeukoS2_7_H12 . b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone Leu ko S 2 _7 _H 1 2__A0 2 4 3 r , mRNA 
sequence. : Start :1: Stop: 245 

ATTTTTTTTTGTTAATATTCAGGGGCTGACAGGGAATGACAAGGTTGATAGCAATAATAAATATACAGAA 
TCAGAAAAGTAGAGGT T TAGGAAT TATGAAAT TT T T CTT T T AAAAT AT ACCAT AGTG AGGGAAAAAAAGC 
TTTCAATTGTGGAGAAAAGATTGAAATAAAACTCATATACCTTTCAATTTAATAATACTAAACATTCTCT 
TCTGTTAATCCTTATCAACAAGAATAAAATCAATT 

>GBEQ2981 | Acc | CD469587 1 Ver {CD469587 . 1 GI : 31390855 | LeukoS2_7_E07 ,b2_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_7_E07_A024 3', mRNA 
sequence. : Start : 1 : Stop: 421 

CCAGAAGAAAGAGACTTCAGGCGCCCTTGTAGCGTTCATGCTTACATTTGTATGGCTTCTCAGCCGTGGG 

CTTTTTTCCTGGGCAGGCGACCATCAGATCAGATCATTGATGAGAAGTGTGGTTTATGGGCACCAGGTGT 

ATTTAGCATGATCATTAACCAGAGTATAATTTGACCCTGCCTCTTTTGGATCCACTCTTTGTTGCCCATT 

CCTTACTCCTTATAGTACAGTAGATGTGCATTTGGATAAAATGGACCGTGTGTATTTAGAAAATTACTTT 

GCCAAGAGTTTGTAGTTGGCAAATAATTGGGCAGTTAAGTGGAGTCAGCAGAGAGCTGGAGGTAACTGGT ■ 

ATATTTTTGGGGGCAGGTTGATTAGAGAGTGTTTATATCATTAAAGCTGTCATTAAGGTTGTACTCCTAT 

T 

>GBEQ2 982 [Acc | CD469503 1 Ver | CD4 69503 . 1 GI : 31390771 1 LeukoS 2_4_G0 4 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_G04_A024 3', mRNA 
• sequence . : Start : 1 : Stop : 277 

AAGGAAAGAAAAAAAACCCTTCCACTGGGAAGCTTGCTTTTGCAGCTAAACGAAATAGTGGAGGTGGTGG 
GAACT TCAGGAGAGACATGCATCTTACGAT GCATAAGAAGCATATACAAATCAAT GAATCAAAGGAAAT T 
ATGCTGGTCAAGACTGACTCAGGGCCTTCAAAGCTGGACTGAGCTGGCTCTATTCTGGCAGATGGTCCAC 
TGGAGACAATGTATAACCAGTTTTTCCTTTGGCCTAAAAATTATATTAAATGTCTATTTTGAAATG^ 

>GBEQ2983 | Acc | CD4 69473 1 Ver | CD4 694 73 . 1 GI : 31390741 1 LeukoS2_4_A10 .bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4__A10__A024 3 f , mRNA 
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sequence . : Start : 1 : Stop : 614 

GAGT CTGT GGC AAAAT GGAAAAT AAGAAT T T CATGAAAC T TT CTAAAAGCCAGC T T TATCCAAT T TGAAG 
GAGAGTCCTTTATTTGGAGATTATTTCCTTTTTGCAAAGGGGTGGGGGTCAAAATATTCCTGTGTTTGTG 
AAGTGATAGTGAAGGGAGGTTCCCTTGTTAGTGTCCATTGTTGTTTTTGTAATACCCTAACCGGTAAAAA 
TGAACAGTTAGTGTACTATGTTTGTCCCTTATTCTTTTCTTTCTGAAACGTTCCTGTAAGTCTGGACCCA 
CTGCCCGGGCCTGAGCACCACCTCCATTGCAGACCTTTCACAGCTGCCCCCACAGTGCTTTCCCCTCCCA 
TCAAAGGTTCCCCTGCTCCCACAGCACAGCACAAATGTGGCTCCTCCAAGGCCTTTCCTGATCTCCCGGG 
AGGAATGAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCTGAAACTTGTTTGAAAGGTGGCTATGC 
CTCTGTCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGAACATGACTGGCATGTGTCTCAGCT 
TCCCCCAGGGCCAAGCACATGGCCTGTTTTACAATAAAACCTTGAAATTCAAAA 

>GBEQ2 984 | Acc | CD4 69458 | Ver j CD4 694 58 . 1 GI : 31390726 | LeukoS2_4_H09 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__4_H09_A024 3 1 , mRNA 
sequence .: Start : 1 : Stop : 280 

GGGTCCCGCTGAGATCCTGACAGATCTGGAACAGTCTTAGGATTCTGGGATGAGAACATTCCCACTCTTG 

TCAAGCACTTGCAAGTCTGGGCGTGAAGCCAACCAGAGTTCGGAGAAGAGGCTTCCCATTTGGGGAACCG 

GTCGGGCTTTTTTAGAAGCTCGATTTCCTGCATTTCTTTTCATTTTGTTTTGCTCTCGGGGCCGACTCTG 

GGGCCTATCCTGCGGGAAATAAAGCAGGAAAAAAAAAAAAAGACTGGCAACAGTTGTTAGCCTAGGTGCC 

>GBEQ2985 | Acc | CD4 69455 | Ver | CD4 69455 . 1 GI : 31390723 | LeukoS2_4_Cll . bl_A0 2 4 Stimulated 

peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_4_Cll_A024 3 1 , mRNA 

sequence .: Start : 1 : Stop : 525 

TCCTTTATTTGGAGATTATTTCCTTTTTGCAAAGGGGTGGGGATCAAAATATTCCTGTGTTTGTGAAGTG 
ATAGTGAAGGGAGGTTCCCTTGTTAGTGTCCATTCTTGTTTTTGTAATACCCTAACCGGTAAAAATGAAC 
AGTTAGTGTACTATGTTTGTCCCTTATTCTTTTCTTTCTGAAACGTTCCTGTAAGTCTGGACCCACTGCC 
CGGGCCTGAGCACCACCTCCATTGCAGACCTTTCACAGCTGCCCACAGTGCTTTCCCCTCCCCATCAAAG 
GTTCCCCTGCTCCCACAGCACAGCACAAATGTGGCTCCTCCAAGGCCTTTCCTGATCTCCCGGGAGGAAT 
GAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCTGAAACTTGTTTGAAAGGTGGTTATGCCTCTGT 
CTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGAACATGACTGGCATGTGTCTCAGCTTCCCCC 
AGGGCCAAGCACATGGCCGGTTTTACAATAAACCC 

>GBEQ2986 | Acc | CD4 69351 | Ver | CD4 69351 . 1 GI : 31390619 | LeukoS2_3_B05 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3__B05_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 540 

CCCAGGTGTTTGTTGAGCGCTTTCAGATGGGGCATCGAGGCCCAGCTGGCGGGAACCGAGCGTTTTCATG 
CCAGCCCTGTGCCTTTAGGAAGCTCCCAGCTAGAAAAGCAGAAGGAAAACCTGGCGAGGGGTGAGCCCAG 
AAAGAAGAAGAGAAAGCGGGAGGCCCTGGGTCCCGGAGGCCACAATGTAGGTTGTGTGCCGTGGAGACGA 
AGCGGGTAGAACGGGCCGTTCGAAAACCAGGAGGCCGATTTGGGGGTGTCCAGGGGCCGGGAGGCAGATT 
GGGGGGTGACCGCCGAATGGGGACGGAAATGGAAATGGGCTGGAGCCACACGGGCGAGATGGTCGCACAA 
CCCGGCGAACGTGGCTGAATTGCGCGCTGCAAGAGGGTCCCCTTGGGGCCCTGTGCATTTTGCCTTTATT 
TTAAAAAAAAAAAATGAAGGCAAAAAAAAT GAATAAAT AAAT G AGAAAGAGCAATGAGAT T TCCCT AGAC 
GTCCCACATATAAAGTAGACGAAGATGGGCATGGATGTGAGCTCAGGGTC 

>GBEQ2987 | Acc | CD4 69346 | Ver | CD4 6934 6. 1 GI: 31390614 | LeukoS2_3_A10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone Leuko S 2_3_A1 0_A0 2 4 3', mRNA 
sequence Start : 1 : Stop : 741 

GGGATGCTGGCGGAGGTCAGGGTGTACAGGGCGACCTTTCATTGGCCTTTGTGGAATTTGAACCCCGTGA 
CATCCCCAGCCCCAGGCTAACTGATGGGTCTCATTGACACACAAGTGGCCCCTGCAGGCTTTGCTCATGG 
GACATTGGAGTGCCCCAGCCCTGAGATGGAGAAGATGGCACACCCACAAACCATCTTCACAGCCTCAGGG 
GGTGTGTTGGGCTGGAGGGGAGACAGTGGAAGAGAAAGGAAGGCCAAGTCCTTATTTACTGTCTTTCTGT 
TTAAGAAGCATTCACTGACCCCTTCTGGACACTGAGGCCGCAGAGGTGACCCAGCCCACATCGCTCCCTC 
TGGACCACACTCGGGAAGTTTCAGTGTTTCTGATACGTGGAATTCTTTGCAAAAGGACCATATGCTGGCG 
AAGACCTTTAGACATTGCCTAATCGAACTTCTTCTTTTTTTAATTGATGAAGGAGGGAAGTAAGTGTGGC 
CCAGGCAAATGACGT GAGT TACT TAAGGCCACAAAGCGTGTAAAGCTTGTGAAGCCCGTCTCAGATCTGG 
GTCCCTGGACCGTCAGGCCCATGCGACCACACCGGTTTGTTTTACCAGTTACGGAACAATCCAGCACAGT 
CGTATTCGCTGTCCTGGGAAGCATCTATAACTCACGATTTGCAGGTCTTTCTCATCTCTGAAAGGGAAAC 
AAGAAGAATAAACT T TAAAGGT T T CACATCCTT TACCAT CT 

>GBEQ2988 | Acc | CD4 69331 1 Ver | CD4 69331 .1 GI : 31390599 | LeukoS2_3__B02 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_B02_A024 3 1 , mRNA 
sequence. : Start : 1: Stop: 473 

ACTTAGGGGCCAGGCTTTGGATTTGATTGTCATTTCAATTCCTTGAAGACTATGTAATTATGATGAGCAG 
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AGGCAAATAAAGT T T T TAAACAAAAGTGCTT T T T T TCGGTATT TAAAGT TTAGTAGTAAAT T T TCTACT T 
TCAGTTAAATTATCTTCAAAAAAATTACTACAAAAAACTTAGGGTTGAGATCAAGAAGGTTGAAGAAGCG 
GCTTTTTAAGCAGTTCAATCACTTACAATGTTTTATGTTAAAGAAGTTGTCATAATTCTTTTTGAGCCAA 
ACTGTCACTAGAATGTCCTGTGACAGAACCACTCTTCTTTTTTCTGCCATTCTGCATATTGGAAGCGTTC 
TATGTGGTATTTGTTTTTAATCCTTGATTTAAAAAAATAATTAATGGTTTTAGCGTTGCTTAGCTTCAGT 
TTGAAGTGTAACTTTCACTAATAACTGCAATAAAAAGGAAAGCTTTGCTCCAA 

>GBEQ2989 jAcc | CD4 69301 i Ver j CD4 69301 . 1 GI : 31390569 | LeukoS2_3_B0 6 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_B06_A024 3 f , mRNA 
sequence .: Start : 1 : Stop : 61 9 

GAGTTAAAGAAGACTGATTTTAGGGTTCTTCTAAATTGCTTTTGTCAACTATTAACTTTACGAGTGACAC 

TGCTGTAACTCAGTTTAAATTTTAAAGTTAATATATTAGGAAGAACACTCAAATATTTACTGGTAATCGC 

TTAGAGCTGCAAATATGATCCTGTGGATTACAAACGCATCCCTTTGTGCTGTAACGCATCACTGGATTGG 

TTTTGTGGCTGTGCATATTCTGCCCACCTTGTTGTCTTCACTGTAAGTTTAAAATAAGATATTTCCAAGG 

AAAAGCTTCAGTGGTGATAGTTTCTTAGCAACTCCTATCCTTATACTCTTACTTTGAGATAGTCATTTTT 

TTCATGTATTTAATTTCCTAAGCTTCAGATTTAGTGTCTGTTATTTCCCAATATGTTGGTTACCAGAATA 

TTAGAATTTGCCTAATTGCTTGTGGTGGGTATTATAGAAGTTCTGGTTAAATTACAATTTAAAAGTTTTT 

AAAAGTGCTTTGAGCATATGTATGTTTATGTTTAGTAACAAATCATTTAAAAACCATTCGCAAGTTTTGG ' 

T T TAATT TT T T T TTCATT T GT T T TACCAACT GTAAT T TAGAAT AAAAGCT TT T T GT TC T 

>GBEQ2990 jAcc | CD469291 1 Ver | CD4 69291 .1 GI : 31390559 | LeukoS2_3_H12 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_3_H12_A024 3", mRNA 
sequence .: Start : 1 : Stop : 112 

GAGCCCCAGTGTGAGTCAGGCAGCCCCTCCTGAACTGGCACCCTGACAACCTGAGAATGAAGCAGAAGGA 
AC AGG AAAAG T C G GAG TTCTCCCCT T AAGC C AT T AAAT AAT A 

>GBEQ2991 [ Acc | CD4 69183 | Ver | CD4 69183 . 1 GI : 31390451 1 LeukoS2_2_G03 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_G03_A024 3*, mRNA 
sequence. : Start: 1: Stop :51 6 

ATAAATGAAGCAAGGTGGAAAGAGTCCAGGAGTAAAACTGGATTTTTATGGAAGGAGCCTTCTAAATTTT 
GCAAGACAGTTCCAATTACTTAAAGCAAAATAATAAATATGCAAGAAACGCAGAGAAATTGACTTTATAA 
GCATTCATAAGGCTAAAATTCAAGTCACCTGTAATTTGCTTGTAAAGTTCATCTTTTCAGAGGAGTTATT 
TATGAACT T CANCGAACCT CAACGTGTGAGAGAAATT TGAACCTAT ATAT T TATT TGC T GACAGCAGAGA 
AGAGCTCTCGTCTGTCGTGCCACCAACAGATTTCTTAGACCATGGATTATTAGAAGCCCTCCTCAGTGGA 
GGGGATGCTATTGGGTTTAAATATGACAGCGTAGTGGGTTCAGATCCTGCCTCCATCACTTACTTGATGT 
GACCCTGGGCATGTCACTGGGTGTCGCTCTGCCTCACTTTCTCTATTTGTAAAGGAGAAATTAAAAAATA 
AAGCAGTTCGGCTCTGGAAGCCATGC 

>GBEQ2992 | Acc | CD469172 | Ver ) CD469172 . 1 GI : 313904 40 | LeukoS2_2_All .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_All_A024 3 f , mRNA 
sequence. : Start : 1 : Stop: 603 

CAGCT TTGCATGAT TATAC TTACAATGAAACCTTGTG AAAAAGAACATGAATAAGTCAT TAATAGACAGA 
AAT TAAT T TGAAAT TTATAACAAAAT TTAAAAAGCT TAGGTGACTATCT CAAGACTGAAAATAGCACT CC 
AAATTAGAATAGTTATATTTTTGGGTGGTTTGGTGTCAAAAATAACCTATGAACACATTTGTTTTATTAT 
TATTAAGGTATAT T T TCTATAAAAT GAGGATTT CTAT.CAGCTTAGT T T CACT TGT T GTAGAACCT CAT AT 
AAATGGAACCACTTGGATGTACTCTTTGGTTTGGCTTTTTTTGATTAAGAAAACATATTTGAGATTCATC 
TATGTTGTACCAGTAGTTGTTAACACATTCTTCAAGTAGCATTTTCAGATGTGATGCCATAAGCAGGGAA 
GAAAT GAGC ACTAGAT TGAGGCC T TCCTAAGT GAAGTATAAACCATAACTTAACAT TAATAGAATGTCTA 
ATGTCATGCATCTGTTCATGTGATAAATGGTATGAAATATATGTACATTTTAAAAGGCATTCCAGCAATA 
T CAT T TTGTAAGACAAAT T TCCAT T AAAAAGTACT T TT TAAAC 

>GBEQ2993 | Acc | CD469169 | Ver | CD469169 . 1 GI : 31390437 | LeukoS2_2_Bl0 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_B10_A024 3 f , mRNA 
sequence .: St art : 1 : Stop : 64 8 

GAGAATTTGTTCCCCTCAGTCCTCATATAGGAGCTGAATGGATGAGAGGCGAGCATCTGGCTGTACTTGG 
GCCAGTCTGGTTCTCTCTCTCAGGAATAAGCAGCGAGACTCAGGGATGCTGTTTCCAGCTCTGCAAGTCA 
CTTACCTGAAGATATACAAACTCTGGAGCTGTGAGCGTGTGTCTACATGTGTGTCTCTATGTACCCAAGC 
CTTGGGGGTGGTGGCGGCAGGGGGTGGCCACCTGCATGAGTGTATTAGAGAAAATGGCTCGACTCAGAGA 
GAAGATGGAGATGTGCAGAGCAAATCAGAGACCAGAGGGAGACCCCAGGAGCCTGGAGAGGCCAGGGGGA 
GGCGCTTCCNCGGAGCCTGCCGGCGCTCCTCCTCTGGGCCAAACCCTTCTCGAGCCTCAAAGTCCGCCCT 
CCTTCCTTTGAGTCCTGTGAGATGCCCTTGTTAGGATGCATTCTCTTGTTTTGCTTGAGCTGATTTGAAG 
TATTATCTATTACTTGCAACCAAAAGAGCTCTGAATAAGATAAAATCTTGTTGCTAAAGCACAGTGTCTC 
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TCGAATTTCGGTCATCCCTGTACCCTCCTCACAATTTTTGCATATCTATGTACCATCTGTATGTTTACTT 
AATAAATATTGTTCTTTA 

>GBEQ2994 | Acc | CD4 69166 | Ver 1 CD469166 . 1 GI : 313904 34 1 LeukoS2_2_F10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_2_F10_A024 3 1 , mRNA 
sequence. : Start: 1 : Stop: 67 7 

T ATAGTC ACAGCAGAGGTCAGT GTGAAAGCCAAAACCGATGATT GTT T T GCATGCAT AGGAGAT T GAGTC 
AGGTAGTGAGGTAAAAAATTGTGAGGAAAAGATTGAAAGGGCAAGTTGGAGTATTTTTGTTATTATTACC 
ATCTAAAT CAGACAT T TACT T TCACACGCAAT T GAACCATCT GGTAT TTGAAATT T TT TAAAT CAT TAAC 
ATTTAGTGAAAAATGTTTCTAGAATCATATTTTCAAGAACTGTCTTTATTTAAAGAGAAAGAGGGCTTTT 
ACATTTGAATGTAAAGGATTACTTTTACAAAAGAATGACTTGTTCTTTCTCTCTCTCTGTCTCTCAAAAT 
TCTTAAGTTGTCCCATTACACATCAGCGGTAAACTGAAGCTGAATTCCAAGTATCCTGTTGGCAGCTGGA 
GGCAATCTGTAGTAGAGGCAGGAAATGAATACAGGAAGTTCCCACCCCAGTAGGGTGCTGCTGAGAAGCA 
G C AG AAAT GG T C C AC G G AAG T AAAAG AAT GTTTGGTT T GGGAAAT GAG AG T T T AAAC C C C TAT C AAAC C T 
ACATCATTTTCAGTGACTAGAAATGTATTCTTTTCCTAAAAGTGCTCTAATTGTACTTTCTGAAGCCTCC 
T TAT AT AT T C AAAT TCCCCCATACGAT TT TAAAAT AAAC AAAATT AT 

>GBEQ2 995 | Acc 1 CD4 69150 | Ver | CD469150 .1 GI : 31390418 | LeukoS2_2_H07 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2__2_H07_A024 3\ mRNA 
sequence . : Start : 1 : Stop : 632 

TCATAAGGCAGCAGAGTTTATGCAAAGGACTTTTGAATTATCCAGAGATCGTCTAGGGTTGTACCCCAGG 
ACCCTTTCCTTACAAGAGATGGCCATGTATCTCTCTGACATTCAGTTTCCTCCTACGTGGAATAGTAACA 
ATAGAACCTACTTTAGAGAGTTGAGATGAAAATACACGGTATTGTATAAGGTGCAAATATCAGTCCCCAG 
CATGTGGCAAATGTTCGATAAATGGAATGTTATTATTTTTACTGTCCTTGTTGTATATATTGCAAAGAGA 
AGGACAAGGACAGACAACTCTGTAATCAGATGCCCTGCAATGTTTCTGGGACGCTTTAGCTTGGACATTC 
TCAACAGAGACCCATTCTTCCTTCCTGCTGACACCCTCCTTCTTGTCTCTCCATCCCACAGCCATCCCTG 
ATCTCAGCTGGCAGTGGGCCTCTGTGTTACCAGTGCTTATCTGACTTAAATGGTCCTTCCTTGGGGAAGT 
GCTTAGATCCTGTGTCCCAGAGGACTCCTTCCTTTAATCTTATTTGACCCAATCTGTGTTACTTCACCAC 
GAGGTGTTCTCACCTACGTGTGTAGTTGGTTTCCAGGTATCCATACAAATTACTCAAAATAAAACAAATA 
CA 

>GBEQ2996 | Acc | CD4 69048 | Ver | CD4 69048 . 1 GI : 31390316 | LeukoS2_l_C0 6 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_C06__A024 3* , mRNA 
sequence. : Start : 1 : Stop: 392 

CGGGAGTGGGATGACTGGAAGGACACCCCCCCTAGGGGTTATGGCAACCGACAGAACATGGGTTAGTTGT 
CCCACAACAAGATGCGATGATAGTGGCACCCCAGTTTCCCTGCCAAGGAAGGCTTTGTGGTTTTCCCCTC 
CCTGGGCTCCTGTTTCAGCTGTGTGCAACAAAAACCTAGATGCTTAATCATGCTTTTCATTCAATAAAGT 
GTCAGAGAATTAAATGTGTATTTGTAT.CCTAGATGATGAGCCAGCAGTTTTGTTTTGGCATTATCATCCT 
CATCAGGGGGTATTCCATTTTTTTAAGTGGAAAGAAAAGTACTGAGAAATGGCTTTGTATAATCAATGAC 
TGTATGAATTTTCATTAAAAAATAATAAACGTCCATTTTTTT 

>GBEQ2997 | Acc I CD469036 | Ver | CD4 69036 . 1 GI : 31390304 | LeukoS2_l_C12 .bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_JL_C12_A024 3', mRNA 
sequence. : Start : 1 : Stop: 547 

TCCCTGCCCCAGCCCCAGCCCTTCCCAGCCTGCCGAGGGTCTCTTTTCTGGGGAGACCACGTCCTTGTTG 
GGCTGGCTAAGGATATGGCCCGCCTGGAGTGCCAAGGGCAGCTGGCTGGGACCATTCTCCTCAGTAGGGG 
CAGGACCTGGGGCTCCAGCTGCCCAAATCCATCCATCTGAGGAGAGGGGTGGTCCACACAGCCTGCAACC 
CCAGGTTCAGTCCCCTCGGCAGCAAGGGAGGGTGCTGGGCCTTGCCAGGTGCCCAGCCCAGGCCCACACC 
CCATCTGCCTCTCAGCTGCATCCCCAGCCCTTTCAGCTCCAGTCAGTCCCAGGCCAGCAGCTCTTCACTC 
CCTGGGGGAGGTGGTCTCCTTGGCCCCTCCCTGTCTCCCAGCTTCAGCCTCTCCTGTACCTGCACCAACC 
CTTCCCCGGATCCAGGAAAGCTCCCTGATGACACCCCGCTGGTTTCCTCCAACTGATGGGACCCTTCTCA 
GCAGGGGGCTCTCCCCTCCCCTTGTCCTTCAAATAAAGAAGGAAAAAGGTGTCAACA 

>GBEQ2998 | Acc | CD4 69033 | Ver | CD4 69033 .1 GI : 31390301 1 LeukoS2_l_Fll . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_Fll_A024 3', mRNA 
sequence .: Start : 1 : Stop : 103 

TTCCAGGAGT GAT TAT TAGATTAAGACAAAACAAGCAAGAAACTGTAT T TATGAAAGCAAAT GGATGAGA 
AAAT TAT AT T CAAATAAAGGGAAAAAAAAGGGC 

>GBEQ2999 | Acc | CD4 69015 | Ver | CD469015 .1 GI : 31390283 | LeukoS2_l_H03 .bl__A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_H03_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 545 

GCCAGGAACCCCATCAGCAGCAACTCTTCAAACCCCATCTTTGCCCAGAAGCTCTGTGAAGGTGCCCCTA 



1071 



WO 2005/067649 



PCT/US2005/000517 



GGGACCCAACTTCGTCCATGGTCCTGAAGCTCCTGGTGGTGCTCTTCCTTCTCAGTGCCTTTGCACTGGT 
GGCAATTAT T TTGATT AT GCGGAAAGAAAGAGGAAAAGT T TCAG AGT TCAT T GAAGAGAAGAAGAGAAC A 
GACAATCAACAAGAAACTCTTAACTATAACCCCCCTTCTGGAGAGACTGCAGAGTATGACACAGTCTCTC 
ACCTTAATAAAACTGTTCCAGAGGAAAATCTAGTGAATACATTTTATGCCACTGTGCAAATACCCCCAAA 
GATGGAGAAACATGACTCTCTGCCCACGTCACCAGACACACCGAAGCTGTATACCTATGAGAATGTCACC 
TAAACAGCACTGTACTCCCTCCTGTCTTGCCCCAGAGAAAACTGTTGAAAGAATTTACTGATTCGATCAA 
GGAATAATGAAGAACACTGACTTCCTTTCAGAATAAACTATCCCTTATGCTCTTC 

>GBEQ3000 | Acc | CD4 69000 | Ver | CD469000 . 1 GI : 31390268 [ LeukoS2_l_Bl2 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS 2_1_B1 2_A02 4 3 1 , mRNA 
sequence. : Start: 1: Stop :728 

TAATCCAGT GAT CAGAGT GAATGCCACCAGTAAAGGGACAAAT TGAAAT TGAAACT T CATAAGACGCACC 
GGGAAGAATCCAGCATCACTTCTATGTTATTCTGGCAAAAAATGCACAGTGTGGGTCTAATCATGAGGAA 
ACGTCAGACGAACCCAAATCGAGAGACTTTCTGCAAAGCGCCCGGTCTTCAGGCTTCAAAGGGGTCGAGG 
AGAACTGAGGCGAATGTTCCAGATTGAAGGAGGCTGGAGAGAGGTCACCATGAAACGCGATGTGTGGTTC 
TGGACTGGATCCTTTGCCATAAAAGACAGCACTGAGACAAGGATGGAAACGCGAATGGGGTGTACACGTA 
AAGGGCATATGGGGGTTCTTTGGACCATTCTTAACACTTTCCACATTTTGGAATTATTTCGGAATACAAG 
GAAAAAGGGAAAAATGCAGTGTTGCCATAGACCAGCTATGTGACTTTCGACAAGTTATTTCACCTTCGAT 
GCCTCAGGTTCTTCATCTGTAAGGTGAAAATAATAACAACTCCCTGAAGGACGTGGTGAGGAGAAGAAGA 
GATCGTGTGAGTGAAGCTCAGGGTTCGGGGTCTGGCCGTAGTGTCAATGCTCAATCCGTGGTCGTTACTC 
CTATTACGTTTTGTCGATATTTTACTGTATTCCATGGAATCTAAGATGTCACCAATTGTAAGACGTTATT 
AT T TTATAT GCCAC TGGGGAAATAAAAA 

>GBEQ3001 | Acc j CD4 68992 | Ver | CD4 68 992 .1 GI : 31390260 | LeukoS2_l_B08 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_B0 8_A02 4 3', mRNA 
sequence .: Start : 1 : Stop : 7 12 

CTTGGTAGTTAATTCATAAGGGTCGGTTTGGGTAGGAGTAGCAGAGTACCTTAAGAGGGAAATAGGAATA 
TAT TCAGAAGT GATAACAT T T CAT T TGTT T GAATGCTC T GGCAGGAGAACCAGTTCCACC T GCAAAGT TA 
TCT T T TGTC TAGAATAAGG AT GT TGAAAT TACTAATCAAT GAGGATGT C T TAT TT T TAT T TTC TGAAAAT 
T CT GCCT CAT TTTAAAATGTAT TT TAACAATACT TAAAGAT AAT T T T GACTC TGAAAATAACC T TAT T T T 
TTGTTTAGTCACTTGAGTTTTCTTGCCACAGTATAAACTTCTGAGGGATTTTTTAAATTGGTGCTTTTAC 
GAAGCAAATAAATCCCAGGGTTTTATTTTCTTCAGTGATACCCCTATAGAGACTCTTAAATGTATTTGCG 
CATATATATATATATTTTTTCTTATGCATGCTCGATGCATTTT.CGTCCTGAGAAAAGTGTTCTCTACAGA 
AACTACCCGTGTGTAAAAAGAAGATTGGCTTAAAATGGCTACTGTGATGGGAACAGTGTCTTAGGGAGAT 
GCAGCTTGGACTTGAGGTAAATTGAATACTTTACAAACTGTGGTTTAGAGTTTGCTTTAATGACATTGTA 
TGTAAAAGGGCACATGATTGCTGTAATTTTGTATTGATTATGGTTTCCTCAATAAAAAAATAAATGTACG 
T TGAT GCATATT 

>GBEQ3002 | Acc 1 CD468991 j Ver | CD4 68 991 . 1 GI : 313902591 LeukoS2_l_G10 . bl_A024 Stimulated 
peripheral blood leukocytes S2 Equus caballus cDNA clone LeukoS2_l_G10_A024 3 f , mRNA 
sequence. : Start : 1 : Stop: 583 

GTAGCGATTTGAGGCGCCTGTGCCAGATTATAATCAACACATCGCTTCCTTTATCAAGAAAGTCTGGTTA 
TAAAAAAAAGTCAGCTGATGAGTGACACACTTAGCTTCCTTTT'TGGCACAAGCTCACTCTTTCATGTTGG 
ATGCAT CACAAATCGT TCATAGACCATAT T T TGAATAGCC T TGTT T TAAGCAACAT T T ATAAATGTTGAT 
ATTTTATAACGGTTTACATTTCTTCTGTTTATTTTGGGATATTCAGTGTGATATCTGACTTAGAAACTTG 
TCCTTATTCATTGTTGTATAGACAATTGTACTTTAATTTTAAATTGTGTTAAAATTAAGTTATTTGACTT 
CCAAT T T GGGGAATTAT TATCAAT T TATAAT T T TATAAAAGT TTAAAGAAC T TTAAACTGT AAT T GTAAA 
TTTCACACAAGTTACAACTGCCCTCCATTTTAACTTTTATTAAATAATCATGTTGCTTAAGTCATATTGA 
CCGACGTTATTATGAATACTCCAGGAAAAAAAAAAAACGCTTATTACATCAACTTAATGATCCTTTGGTT 
AAAAATTAAAAAGCGCTTTTTTT 

>GBEQ3003 | Acc | CD4 68 912 | Ver | CD4 68 912 .1 GI : 3139018 0 | LeukoS3_8_F06 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_F06_A025 3 f , mRNA 
sequence .: Start : 1 : Stop : 68 9 

CTGGCTGTATGGAGCGCCCCCGCTCGCTCCTTGGCTGTCCCTGGGCTCCATGTCCCTCTTCCGAGTAGTT 
GCTGCCTTTGTCTGATCAGGTTACCAAAATGCCTCCCCTCTGCTGAGCTGCTGGTGTCGGATCACCCAGG 
GCTGGACACCCAGGCCTCCAGCCCGAGGTCCCTGAAGCATCTCAGAACCCACTTTCCCGGTGCTAACACA 
CAAGAGGGGGGTAAAGTGGCTGCCAGTAATGGCCAGAAACCAACCATCTGAGAGGCCAGGCTGGAAGACT 
GCTCCACGTGCCCATGGCAGGGCCCTTCCACCGGCAGCCCGGCCTCGCCCCGAAGCCCACCCACCTCTCA 
GCCCCAAGGCAGCCCCTCTTGACGTGAACCTTCTCTAGGGAGAGCGATACTGCACCTTCACCTGTGGGAC 
TCATCTTTATAACAATGTGTAATGACTGTAGCAAAAAGCCCTTGTTTCTAGATGTAAATGGTCAAAGAAA 
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CAAGTGCTCTATCGTATTGATTAAAATAGTTCAAATGGGTCCTGTATCATTGTATCTCCTATTCTGGATT 
AGTGCCTTTTGGACAGTAGACTGTTCTGTAATTAAAATGTAGTATACTGCTTTTTTGTACAGTTTTGTTT 
TAATAAAACTTTTTTTTAATTTGTGTTTATTTTAGTATTGTACCTATTAGAGAATAAAA 

>GBEQ3004 |Acc | CD4 68899 | Ver | CD4 688 99 . 1 GI : 31390167 1 LeukoS3_8_F0 4 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8_F04_A025 3 1 , mRNA 
sequence. : Start: 1: Stop: 706 

TCTTGGGTTACTAACCCTGGCTCAAAAACACCAATTTTTCTAACTTCTAGCTATAAGCCATCAACAGGAA 
CGTTTGGGAGGGCACGTTCATCTCTATAGAACTTCCGGGTTAAGCGTAACCTAGGTTGCTGATTGAGAAT 
GTGGTCCACATTTGGGTTCATTCCTAAGGGAGCATGGACTTACCCAGTTATACGGAGCACACTCCTGCTG 
GTCACGGAAACATGCCCAGATGAGGCATAGCTCCACGTTAGGACTGAGTGGAGCAAAGAGAAGTTGCTAC 
TGAGATAGCGGCAGTCAGTCATTTGAATGGCCACCAGAGGAGGTTTATTTCAGGAGTAATTAGCCCTCGT 
CTTTGGACTTTTAGGATTAGGGCAAAATTAGAAATGGGAGGAGGTAAAGAAGCAAGGAGTTTGAGGTCCT 
AGCGATCAGGCATCTGCCGCATTGGCTCATATTCAGGAAGTATTCCGCCAGCCATCACAGTCTTCTTCCG 
AATCTGATTGAATCACTTAGTACTATATTATTCAAATAAGATTATGCTAATTAGTATGTATGTCTCTACT 
T TAGGGAAATAT T TAAT T T TAGATATGTGT TACAT GGTCT GTAAGT GTC TGTAT T TAAAGAT GCCATACA 
TTTGCCTTTGGCAAATGTTATTTTAGTTGAAATGTAAAATGTAAAAATCGTAGATCACCTATAAGAATAA 
AT ATT T 

>GBEQ3005 |Acc |CD4 688 98 | Ver | CD4 688 98 . 1 GI : 31390166 | LeukoS3_8_G06 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_8 J306_A025 3 1 , mRNA 
sequence . : Start : 1 : Stop : 72 9 

GCCAGCCCAGACAAGTACAT GACTAGGATCCGAAACCT GGGT TAAAGAT GATCT T T T AAATATGAAAT TC 
TTGAAGAGCTGCATTTTAAAAAATCAAGTAAAAGGATCGTATTATTTTATGAACAATCCAGGCTCCTTCC 
TCCTGAAACTTGTCAAGCTTGTGAAGCGGGGCTGGAGGATCGCTTTGCAGCTTGTTTTGGTAACGTGGGT 
AACAGGCGTTTTGCCTTCGCTTCCCTTCGGGGTGTGCCGTGAGCTTTTCGAAGCTTTTTTTGTCCTGCGT 
GAGCAACTCCAAGATGACTGGTTTCAGAGGGCAGGCCAGATCCTTGGGCTTTATTTTCAGCTTTTCACCG 
TAAGGCATAGCTTTGTTGTTTACCTCAGCTTATCAACTGAGCTGGCCAGACCTTTTGGTTCAGTATGAAG 
TGCTTTTGGAAGAGTTTGAGAAAAAAGACGCTTTTGAAAGAAATGGAGAAACCTAGTTCGAATAGCGCCT 
GTTTGAACGTTTGTTAGTTTGACCTTTGATCATGTATTTTTGTGGGATGGGATTTTCATTTTTCATAATG 
TTTTTAATGTTTTTAAAAAAAACTAATGGACCCTCCTTTTTTTAAATAGCTACTTTCATACTGTTTTTGA 
AAGCAATATGAAACCAAATTATTTTTGATTGTCACTGATCATTACTTCATAAGATGTTGAAAGAGATGCT 
GGCAAGGAGAATAAAAATT T T TTT CCCGG 

>GBEQ3006 | Acc| CD4 688 81 1 Ver | CD4 68881. 1 GI : 31390149 | LeukoS3_8 J309 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS 3_8_B0 9_A02 5 3 1 , mRNA 
sequence. : St art :l:Stop: 74 6 

GTAGGAAGTTGGACTAGTTGACCAAGAATTCTTGTCACCTTATACATTTTGTGATTTTTTTTCCCCAAGT 
GAAGTTTTCTTTTAATTTTAAGTGTTTTGAAGTATGTGAACATTAATTGAAGTGTAAGCTGTTATGCAAC 
TGTCTTTGTGACTTTATAGGCAGGTGAGTTTTGCTATTACTATCAAATACGGATGATGACAATTCATTTG 
TGACAACTCAAACAGCAT T AGT GACAT T TAAT GACAAAAAGTTAAAACATCCAT CAT GGATGTTAATT T T 
GAAGATGTAAATTATATGTTATTTAAATTTTTCTGGGCATCTGAAAAACTGTTACCTGCTGAACATTCTA 
AGAT T CCCATAGAGC TATCTGGGATTAT GAAT T GT TGAAAGTGTTATAT GC T GAG T GAT AC AC AT CACTG 
AC C CAT T T T C T C AAAAT AG C AG AAAG AAG G AAAAAAAT CAT GAT TAT C AG AC T T C TAAT G AAAC AG AAAG 
CCAAGAAAAAAAAATCCCTCTCTATTTTAAAAAAGACACTGATGAAGTCTTTTCAGACATGCCCAAACTT 
TAAGTGAAAATTTCTTCAATCATCTAAATGCTCTAAAGATTTTTGTTCTCTCCGTTCACAACCAGTTGTA 
TAACAGAAGTACTCGATACTGTTTTCCTCCCTGTGTGTGAACTAATGAATCATAGATTATGTGACTTGTT 
ATGTATTCTATTAAACACTAAAGAATAAAACATTCACTCCTTTAGT 

>GBEQ3007 | Acc | CD4 688 06 | Ver | CD4 68806. 1 GI: 31390074 | LeukoS3_7_B08 . bl_A025 Stimulated 
peripheral blood leukocytes ' S3 Equus caballus cDNA clone LeukoS3_7_B08_A025 3', mRNA 
sequence . : Start : 1 : Stop : 67 4 

CAGGGGAAAGCAAGAGGCTTCATTCAGAGACAAGAGGAGATGAACGTCTGCTGACACTTAACATTTGGCA 
TCCTCTGTCCAGACCTGGAGGCTGAGGATGTAATTACTAAATGAATACTCCTGTTTGTGAAGAGGAAAAA 
GAACTGCAGACTCCCAATTAGGAAATGGATTATCCAACTGCTAAATTACCCTAGGGCAATGGCCCACCTC 
TTCCCTCCCTCCCTGTTATGATGTGCCCCTCTGAACCCAGCCGGAATGCAGTAGGACTGGTCTAGCAGAA 
AGGAAGAACGGAGGAACATGCCAGGAAAGAATACAGCGCCCCAGGATAAAT TGTGTG TTT T CTACTGT T T 
TGCATCATCTGCCCCTTTTCTATTCCTCTTAGACAATCAAAAGTTCGACTCTACTTCCGCCCCCATGATA 
GATGGGAAGAATGAGGCTCAGAGAACTGTGACATCCTCCTCCTACCCTTTTCAGAACACTGGAAGAAAGA 
ATGAGTGTGTCTACAACTCTGAATGCTTTTGAGAAAGATTTTGGGATGACTAAGAGGAAATGATAATCGC 
TTTAATTTTCAGAGTGAATGGTAAGGGAGAAGGTGTTAGGAACCCATTTTTCCCTGAAAAAAAAAAGAGA 
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GAGAATCTGGAAAAACCACCCCAAAATATTAAAAAATATATATA 

>GBEQ3008 | Acc | CD4 68788 | Ver | CD4 68 788.1 GI : 3139005 6 | LeukoS3_7_F0 6 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_F0 6_A02 5 3', raRNA 
sequence .: Start : 1 : Stop : 621 

GGAGGTCCCTGAAAGCAAGGGCCAGGAAACCTGCTGTTATTCTTGCCCCCAGGGTTGAGGGGGCGCTGGC 
AGGAGCCCCCAGCCCCTCCCAGTGCCCTGGCTGAGTATGCCCACCCGTGCCCGCCTTGCCATGAAGAGCT 
GGGAGAGGCCTGCAGGGTGGGGGGAGGGGGGCACAACCTCAGGAAAGGAAGTGTGAACCCTGGGGCCGGC 
AGCCCCCCTTCCCTCCTTGTACACAAACCACCTCGGTTTATGGGTCTCAGCCCCGGGCCCCACCCACCCA 
TCATTTATTCCACAAGCAATAATAGCTAATATTTATTGCACTGTGCCAAGCATCTAACT.TGGACTGTCTC 
CTGTGTTTCTCACAGCCAATATTTATTATCTGCTCTTCTGTGCCAGGCACTGTGCCCCAGGGTGGGGGTA 
GTGTGCACCCTCCCTGGTGGAGCGCGTGGTCCGCATATGAGGCTGAGCCAAGCCCACCCCTAGTGCCGGC 
GGGGCTGGGGAAGAGTACAGTGGAGGCCTCATACCGTGTGTCGAAGTGTTGTAAAGTTATAGATCGAGCT 
AACAATGTTCAATGAAATATGTTCTATTCTCCTACCTTGGTAAATAAACCTTCACACTGAC 

>GBEQ3009 | Acc | CD4 68784 | Ver | CD4 68784 . 1 GI : 31390052 | LeukoS3_7_E10 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone Leu koS 3_7_E 1 0_A0 2 5 3', mRNA 
sequence . : Start : 1 : Stop : 5 68 

CCCCGGCCCGTCGAAGCAGAACGTGGGAAGTTAACTGCTGCGACACCGCGCCCACCCCTGTGTGTTGTCT 
CTTTCACTTCTTTGCTTAAAGCCATGCCAGAGCTCCCCCTTGCCTTTAAGAGGAAAGCTAAAGCCCTTGG 
AACCTTCTACTAGGCGCTACATGATCTTGCTCCTCACTGCCTCTCTGACCTCATCTCCTGCTCTTCCTTG 
CTTCCTTGAACACACCAATTCTACTTCTGCCTAGGGCTTATATTATTTCCTGTTTCTGGAAGGTTCTTTC 
TTACAGATATCCACATCAGACTTCATTATGATCTTTCCTCAAATGTCACCTTATCCATGAGGGCTCCCTG 
ATCCTTCAATATAACCCCACTCTCCCACCATCCCCTAATCCCTTTGTTTAATTAACAATTATTTAAGAAA 
CAATCTTTTGTGTAGTTGTTTATTGTGCATCTCCTCCTCCCATGAGAATGTGAGCTACGGGAGAGCAAGG 
CCTGTGTCTATTTTGTTCACTACCATATTCCTGAGTCTGGGTCAGTGTCTGGCACGTGATAAAGCAGTCA 
ATAAATAT 

>GBEQ3010 I Acc | CD468774 | Ver | CD4 68774.1 GI : 31390042 j LeukoS3_7_E09 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_7_E09_A025 3 1 , mRNA 
sequence St art : 1 : Stop : 61 9 

TTTAACTGCAGTGTAATTGCTGCAGTTTTCTGTAAATACTTGTGAATAAAAGACATGGAATTTCCTTTCG 
ATTAGCTCTGAACCAGAGCAGAAGGATTGTACCACAAGCCqAAACTCTCCNACCCACCATCCCTTCCTGT 
TCCACCTCTCCTCTTCCTCCAACATAAGGCTCAGACGCCAGGACTGGATGTTTCTGCAGTGGTCTGTGGG 
CTTTGCCCTGGCTGTCACTGGAAATACCAATTAGCCAGAGACTGGAGCGTCTGACTCACCAAAGACCAGA 
CTGGGGGGGAATAAAATGCCTCTACTTTGTTGGAAGGCAGGCGGTGTCTTTGACTTGAAGGAATTCCCGC 
AAGGACTTCTGGGGTCTTCGGTGGTTGCTGCTTATGAAGCTTGTTAGGCCTCTGCTACAAGCCTTCCAGA 
GAAGCCTCTGGATGGTACCAGAGGCTGCAGACGATCAGGAATCAAGACAGGAAGGCACACATCACCGCAG 
ACCCTCCCTCTACCAGCCACTCTCTCCTAAGGACTCAAAGACCAATATTCAAATGTGTAATTTGTGTAAT 
TAAAAGGATTCTCCCCAAATGCCATGTTCTTCCATTTGATATTTGTTTAATAAAGTCTT 

>GBEQ3011 | Acc | CD4 68.596 | Ver | CD4 68596 . 1 GI : 31389864 | LeukoS3_4_G02 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_G02_A025 3', mRNA 
sequence Start : 1 : Stop : 335 

TCCTCCACACTCAGGACCGTGTGTGACAGGTGAGCCCNTCAGGNACCCTCCCCACCCCACTCGAACCCCT 
GAAAGGCCTTCAGTGCCCCCTGTGGTGCTGTCCCTCCTGGTTCCGGCCAACCAGGGAAATGCCACATCAG 
CTCCTCCGCTGCCTTGAGGCCTGGGAGGGCTGGACATTTGGACCTGACGCAGCTGTGGAGAGGCCCCGGC 
GCCGGGGCCCAGCCTCGAATGGACAGATGCCAGGACAAAGAAGAGGCGGGAAAGGAGGGTAGATGGAAGG 
GAATGGGGGGGGTGTGTGCCAGGGACCCCAACACTAATAAAGAATGGACTCGAAA 

>GBEQ3012 | Acc | CD4 68545 | Ver | CD468545 . 1 GI : 31389813 [ LeukoS3_4__G12 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_G12_A025 3\ mRNA 
sequence, : Start :1: Stop: 704 

AAGAAGAAACAGATGCAGGCTCCACGGAAGCCCCCCACCCAGAAGTGCCCGGCCCCGAGCACCGCCAGTG 
GCCAGGAGCAGCCTCCTGCTGAATCCATCTACACAGCCCTGCAGCGCAGAGAAACCGAGGTCTACTCCTG 
CATCCAGAACGAGGCCAACAGCCTTCCCTTCACCCAGGGGCATCTCTCCCAGGAGAAACTGCACAGATTC 
AAGGATGACAGTGAATTTT^ACATGGTCTATGAAAATCTCTAGGATGAGCTCCCCCCGCCCACAGGTCTTG 
CCCCGGATCAGAGGCCCCGGGGCAGCCCCTCCCTCCAGAGGACCTGCTCTGTACCAGGAGTGAGGCCCCC 
GGGGCGCCCCATCACCTCACCCCTACAGTCAAGGCCCTTCCTGCCTTGGCCTGCCTCCACCTCTTACTCT 
GTGCCCCAGCCATACCCACTGAGTGTTCCACATCTCCAGGCCTTTGCCCAAGCTCTTACCTCTGCCAGGT 
GGGCCCTTCCTCAGTCTTCAGGGGCTCTCTTGGACACCACCCACTCCCCAAGGCCTCCTCACCCTCTCGA 
GACCCAAGGGCTCTCTTGGCGCCAGCCTGCACCACAGCTGCAAGGCTGACTGTGGGTTCCTCCAGAGGGA 
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CCTGGCAAGGGACCCTTGTCAGAGCTGTGTGCAGAGCATGGCGGAGTGGAGAATAAAGGAGTAACCTGAA 
AAAA 

>GBEQ3013 |Acc|CD468537 1 Ver | CD468537 . 1 GI : 31389805 | LeukoS3_4_E07 . bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_4_E07_A025 3 1 , mRNA 
sequence. : Start: 1: Stop: 581 

AGATTACAAATTTGTTCTCACCAACTCCCTTTTGGATTTCATTAAGAAAGAAAAACTCCTGGTCAGAGAT 
AAAGTATAAATCAGAGATGTAAATGGCTAGTTGTCTATAGCATTAAATGAAGGGAAAACTGATAATTAGG 
CAGTTAATTTGGTCAATTAAACAACCATGTCTGCATATAGGGGAGCCTGGCTTATTTGATTGATTTCCTA 
GTAGTCTTTGACTCTCCCTTCATTCTGGTTTCCATGTGAATTTGCTTTAGAAAACCCAAGTATGGGCTGT 
" TTCCCGTGTTCAGACTTGTGTTTTCATAGCATTCATGGCGGGGCTGCAAGGCTTGGAAGTGACCAGGAAG 
ACAGTGAGAACGCGTGGTTGGACAACTGAAATGATGCAGATCAGATGGCGTTTCTCCCAGCTCAGTGGAT 
TTTCTTTGGGGTTATTCTTAAAAATATCCATCACTACACTGGAAGTCCCTGTTCTGACTATGTACTGTCC 
ACCTGCATTACAAACATTTTGCAGAGCTGCTAAGTATATACATATCCGATGTGTGTTACAATCTTGTATT 
TAATTAAATGCTATGAANCTG 

>GBEQ3014 |Acc|CD468425|Ver|CD4 68425.1 GI : 3138 9693 | LeukoS3_3_F12 . bl_A025 Stimulated 

peripheral' blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_F12_A025 3', mRNA 

sequence .: Start : 1 : Stop: 75 6 ^ 

TTGAACAAACTCCTGACCATCGAGACCCTATGAATCCCCAACATTCAACTGTGACCGGTTGCAGCTTCCG 

GACAGAGGTGAGGAACCCTCAGCCCATCCATTCTCATGTCCCCTCCTGGAGACTGGCAGTGTCCAGCGAA 

AGCATTGATTGGGAAAAGGAGGACAGCACGAATTCCCTGTCGGGATCACCACCACAGTCTCAATGACAGG 

AGGAACAGAAGAACCTGCTGCCTGGCATCTTTCTGCAGAGAATCAAGTCCGGCTGAACATGGCTGGCCTG 

ATTCTCTTGGTCCTGGGGGTGCTCTTGGCTGAGGCCTGGTACAGCTGGAAGATGCCCTTAAGTGGACACA 

GAAAAGCCCACACCT GAGT GTAATGACAGCACTGATGT CC T TCTAT TGACAT CTAATGACT GTGT GGACC 

CTGGGGGAGCAGCCAGAGGAGATAGTGCCCTGGCCATGTCATCTACTGAGATAATGAAGAAGATTCGTTT 

CCTGTTGAAGCTGTAACAACCTACCCCAGACACTTCGGTTTAAAGCAACACCAATTCATTCTCTTTTCGT 

TCTAGAGAGCAGGAGTCTAAAAGGTGTCCGCAGGCCTGCGTTCCTCTTTTAGGTTGTGGTCTGTGTTCCT 

GACTTATTGTACTTGAGGGGAGAAAACTTGGTCTAGGAATAGAAATGCTGATTTTTTCAATAGCGTCCTT 

TACTTTTACTTTAAAGGATATACAAAGCAAATGTAAAAGTATGAACGTTAAAAAAA 

>GBEQ3015 | Acc | CD468411 j Ver | CD468411 .1 61: 31389679 | LeukoS3_3_E06 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_3_E06 A025 3', mRNA 
sequence. : Start : 1 : Stop: 495 

C AGT C AG T T GC T C AC AAAG T C AG T GGAAAC C AAG T AGAAAAGC T G C T AG AAAAG C T AAT AAAT T AT AGAC 
TGTTTGAACAGTTGTGTCCAGATTGAGGGAGATAATAGCCCTCCCACCATTTTCCATGCAGATCATACCC 
CCCCAAAGTAGCTCTTTAATCAGTAGGTACAA71AATCCATTATCATTATAGTATATGCTTAAAATATTTT 
TAT GCACT TAGAAATGCTAAAAAT T TAGATATAGCC T AAAG C AAAT AAAAC T T TGGCT TTTTAAAGAT TA 
AAGTAGGTTAGTCTTTTTTTAAAAAAAAGTAGAAAACTAGTATGCTGGCTTGAAATATAGAGTTATGTGT 
CATTTCAAGTATTTTAATTGCCCCTTAGTGAAATTACATATTTTATGTAGATTTATTTGAGTACTATTGA 
ATGTATTTCTTTATTACAATATTACTGGAATCCTTTACACTGTTACCTGCTTAGGAATAAATAATTCTAA 
AAGAA 

>GBEQ3016 1 Acc | CD4 68257 | Ver | CD4 68257.1 GI : 3138 9525 | LeukoS3_2J311 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA ' clone LeukoS3_2_Gll_A025 3 f , mRNA 
sequence . : Start : 1 : Stop : 4 4 8 
' TCCTCCAAAATGCAGCTTGAATCTTCCCTTTTGAAAGAAGCTTTTCTAGCTTTCCCAGTAGTAAGGATGG 
TCTTTTCTTGGGTTCCCATAAAATGACATTTGAACTCTGACTATATAGTTTTCACCCTCTGGGATGTCTC 
CATTATTTATGGTATCAGTCTTCCCCACTAAACTATGAGTTTTTGGAGAGCAAGAACTTTATTTTTTACG 
TGTATTAATATGACTTAACCCACGGAAAGTGCTTAAAATAGCTCTTGGCACATAGTAAAGTTTCAACAAA 
TGCCACTACTTTTTTTCCCAAAGTTTGGAGTGAAGGTACATGCCCTTTTTGACCCTCAGTTTTTTCACGT 
GTAAAATGGGGATGGTGGGGTTATTTCTTAGGCTTGTGAGAGGATTAAATGAGATAACGCCCATTGAGTG 
CT GAACAGAGTGT T AAT AAT AAAT ACT T 

>GBEQ3017 | Acc | CD468242 | Ver | CD4 68242 .1 GI : 31389510 | LeukoS3_2_F09 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_2_F09 A025 3 f , mRNA 
sequence .: St art : 1 : St op : 60 8 

ACTAGATATTACCAAGTTTTTGTTAATTGATAAAAAAACATCTGAGATTGAAAATCTTAATTTTTTTGTC 
CATTTCGTGTGTGTGTGAATGTGAGAGAAAGAGAGAATCAATTTCCTATTAATACTCTTTGCTCATTTTT 
AAATTAAGATGTCCATTCTTTTTGATTTGTAAGAATTCTTTATATGTTGGGAGTTTCAATCTATTGTTTG 
CCGTATATGCTTCAGATAATTCTTCCTTCATCTTTTAACTTTAAGGTTTCAGAAGTTTGGTGTATATAGT 
TAAAAGTTACTTTCTTTTCCTTCTATCTCAGGGATCATGGTTAGAAAGTCCTTCTCCATTCCAAGATAAG 
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atgaggtttttatgttatatgggttagagtacatggaattgtgtgtatatgctccacagaatgttttcag 
ttgttctaactttcttaaaattccttatttaagtaccataaaactatcgttctagttaggatggcatgca 
cctatgggagggacatatcagtttttaattttttaaatattttaaattattaaaaataattcccagcatt 
gtatgactgtttct:cattgtaaaaatatttaaacagaaaagaagtatc 

>GBEQ3018 |Acc|CD468123|Ver ICD4 68123. 1 GI : 31389391 | LeukoS3_l_D02 .bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l__D02_A025 3', mRNA 
sequence . : Start : 1 : Stop : 135 

AGTCCTCCAGAGCTTGTTTTGGGCCCTCCCACCTGTTTTGGCTCCTTTGCTCCCACGCTCGGTGTACCTT 
TTTTTATTTTGGGGGATCCTCCCTCCCCTAATTAAAGTTTTTTTTTGCCCCTTTGGGGCTGCCTG 

>GBEQ3019 | Acc | CD4 68122 ) Ver | CD4 68122 .1 GI : 3138 93 90 ) LeukoS3_l_E04 . bl_A025 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l_E04_A025 3', mRNA 
sequence. : Start: 1 : Stop: 620 

GTTCATGCTGTTTGCATCCTTGCTGTGTGCTGGACAGCGTGCTCAGTGCCTTACCCAGATCGTTTCAGTT 
TTTTCTTACAGTACCCCAATACATGGGTACCACGATTATCCCTGTTCTACTAATGAAGATGTAAGGCCAA 
GCAAGGACCAGTATGTGCTCAAGCTCCCACAGCTCGCAACTGGCAGGATCAGGATTTAAAGCCGGCATTC 
GGACACGCCACCTCCACCCTCTCCTGCCTCCCGTGGGTCCAGGCACATCCATGAATACTGCCAGGGTCTG 
TGTCTGTAACAAGGGGCAGGGCCCTTTATGTCTTTGTTAAACCATTATCATATTTGAAGAAGAACCAGTT 
GGCGTTTAGGGAGGTAGAAAACCGTAATGTTTACTTTTTAAATCAAATTAAATTAGCCCATCGCCAGAGA 
CTTGGAGGCATTGATTGTTCCCAGAGCAGCTCACAGAAGGCTGGAATTACTGAATGTGGCGGCCTTTCAG 
CTCTCAGGGAGAAGGTTTTGGTTTGAAACTCCCTGTAACGCAGGTAGAGCCGAGGTATTCAGAATAGAGT 
CCCTCTGCTCAGCATCGCGTGGCATGAGAGCCATAAATAAATTTGACTGCAGAGCAGTTC 

>GBEQ3020 | Acc | CD4 68121 | Ver | CD4 68 121 . 1 GI : 3138 938 9 | LeukoS3_l_F0 6. bl_A02 5 Stimulated 
peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l^F0 6_A025 3', mRNA 
sequence. : Start : 1 : Stop: 625 

CCGGGGGTGGGCGTGATGGGCCAGTCAGACTAAGCTGGGAGGGAAGGGGAAAGAGGCGAGGAGGAAAGAA 
AGTGCCCACATTTGAGTCAGCGAAAATCATCTTGAAAACTACCTTGGAGCAAACGATTCCTCTGGTATTG 
CCATGGGGCAATGGTATAGTGCACATTTTCCTGCCAGGGTATACAAAATCACTTACATCATGCCGCCAAC 
GAAAAGCAAGACTGGAAGAGAAGAGAGTAAGAAAGCGATAGCTACAATATAGAAAATCCAAAGGAGAAGG 
TTAAACAAAGAAAACCTCAGAACAAATAAGCCACAACCGACTCTAGATGTCAGTGTTGTGCCAAATAGCA 
CCAGGGTAGGAGTGGGCAAGGCACCGTCCTTGAGGGCGCCTCTGCAATACTGATTTTTAACCAGTTTAGG 
AGGGAAACAT CAGATACCAGGCT GAGCACAGCAAAGATGT T T AT GGAAT TCATTACCATCT TACTAAGAA 
AACATGTTATGGATTGTTCTTTGAAAGCTACTTTGGCGTAAAAGAATCTATTTAAACTACCCACAAGTAT 
GTGTTCGTTATTAAACATGAATTACAACTTATTATGTTATTTCATTAAAGTGTTTCTTTTAAACG 

>GBEQ3021 I Acc | CD4 68091 | Ver | CD4 68 091. 1 GI : 3138 9359 | LeukoS3_l_E06 .bl_A02 5 Stimulated 

peripheral blood leukocytes S3 Equus caballus cDNA clone LeukoS3_l__E06_A025 3', mRNA 

sequence. : Start : 1: Stop: 550 " 

GTAGAAGCCTTGATTTGAAACTGGGCACAGAGCCTCACAGAATATAGTCTACTTGTCTATGCCTCAACTT 

GTAGCTAGATGTGCTCATGTGTCTAAGTCCTGGTCGATAAGATGTCAGCAGCAGTATCATTTGGTAGCTG 

CTGACAACTTTCCTTAAAAGGCAGCTGTTTTTTGCTCTTCAACCCTTCCTAAATCTTGCTGACTAGAATG 

TGGTTGTGGTGGCTGGTGCTCTAGCTGCCATTTTGAACTGTGAGGATAAGGGCCACACTGTAGGGATAGC 

TGAGTGGTGAGCAGAAAGGAGCTGTGTTGGGTGAGGACATTAAGGAGCTTGCAGTCACCATACCAGCTCT 

AGACTACCTACCTCTGGACTTGTATGTCAGGGAAGAAAATGTAGGGTTTATATTTCTTTCAGCCTAACCT 

GAATGCCTAACCTAACCTTAACCTAAAGGTTAGCCTAACCTAACCTTTCAGTCCAACTGATACACTGTTG 

TTTGATTAAGATGTTTAAAATGTTTATGCAAGTTATAAGTTTAAAATAAAAATTGTCTAG 

>GBEQ3022 | Acc | CD4 67984 | Ver | CD467 984 . 1 GI : 31389252 | LeukoSl_8_G12 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8__G1 2_A02 3 3', mRNA 
sequence. : Start: l:Stop: 655 

TGTGCACCAGGCGTTAGTGACACAAAACACTGCCAGTGCTCACTCAGCGTTCCTCACCCACGTGCTGGGC 
CACAGAGATGAACATGACGAGTCCTTTCATTTCTTCATGCAGCAGGCATTGATTGAAGGCCTACTGTGTA 
CCAGACCTCATGGACCCCCAGTGGGGTTGGAGAAAAGCTGACTGAGTTCTGTTCTCCCTCGTTCCCCAGT 
CACCTGAGCTGTGTGCAGACAACATCTTGCCACCACCCAGGAGGGGGGTGACTTCCCTCGCCAGGGGCAG 
TGGTGGGTCCCAGCGACCACACGGCCTCATGCGAGCCCCCTGGACCCAGCCCCCCTGGAGGGGGCGAGGG 
ATGAAGATGGGGGCTGGGGCTCCCGTCCCCACTCCGACCGTGGGCTTGACTTCCCGGCCTGCGTCTCAGC 
TGTGCTCTGGGGCTGCTCAGGGGCTCCTCTGTCCGAGCCTGTGGCGGCCTCACGTGTCCCGGCCGCCCAT 
GGCCTCGGCAGTGTCCCCAGCACAGGCCGCAGGACTTGCTGTGCCTTCAGCGGGATGAATGTCGGAGCCG 
GCCGGCCGGGCTTCGCTCTTTTAAGGGTCACTGCTCGCCGGACCGGGTCCTAGATGACTCGCCTATTTTT 
TTATTAAATGTTCCTGGTTAATTTG 
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>GBEQ3023 | Acc | CD4 67 97 0 | Ver | CD4 67970.1 GI : 3138 9238 | LeukoSl_8_A07 . bl_A02 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8_A07_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 151 

ATCATTATTTTCCCTTTTAATTTTTTTTTTTTTCCGCTCTTGCCAAATGCTTTGGCTCCAAGTTTCCTAT 
GGGTATTTATTGTTAAAAAGGGAAATATTTATTTATTTTAGCGGTCAGGGGTTAAAATAAATGCCGAAGA 
TTAGTCCCCCG 

>GBEQ3024 | Acc ) CD467964 | Ver | CD4 67 964 .1 GI : 3138 9232 | LeukoSl_8_C07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_8__C07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 654 

AAAGCTTAAAAATAGAT GAAGCAAAACC AGAAAAAACT GCAAGGT GAATAAAACAAAT T GACAACAAGAG 
T CAAAGAT T T CAATACTGAT GG AACAACTAAGAC AG AAAAT CAGT AAGGATATAGAAAAGT TGAAC AGCA 
CTAT CAACCAACTTGACCTAAT T GACAT T TAT GGAACAT TACGCTT AACAGCAGAATACACGT T ATT T TC 
AAGTGCATAT GGAACAT T TAC TAAGAT CGTAT TCCGGTACATAAAACAAAAGT CAATGAAAT GAAAAGGA 
TTCAAAT TAT ACAGAATAT AAT TT CTGGTCACAGT GGAAT CAAAT TAGAAATCAAT T TTAAAAAGATCTC 
TGGAAAGCCACCAAATGT T TAGAAACTAAATAACATACT T CTAAAT AACCCAT GGGTCAAAGAAAGCAAA 
AGGGGGATTAGAAAGTATTTCTAACTGAATGAAAACAAAAGCCCAACATATCAAAATTTGTGGTACTCAG 
CGAGAAATATAGGGTAT GAAACATC TATATCAGAAAAGAAAAAAGGCTCTCAAAT GAAT GACCTCAGCT T 
CCACCTTAAGAAATCAAAAACAGAAGAGCAAATAAACTCAAAGTAAGTAGAATAAGGGATATAATCAAAC 
AGAGAGTGAGGTAAAAGAGAAAAC 

>GBEQ3025 | Acc | CD4 67 954 1 Ver 1 CD4 67 954. 1 GI : 3138 9222 | LeukoSl_8_G07 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__8_G07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 661 

GCTGGGAGTCTTGAGTCTGACGATGGTGGCGTATGGAATTGTTGAGTATCTGGAGTCCAAGAACCTGGCC 
CAGCCACTGGCTATGGAAGAGACAAAGCCAGCAGAGGAAGGAGAAATACAGACAAAACTGTGAAAGCAAC 
CCCCCATGGGAGGTGAACTCAGAGGGCAGCAGCAAGAGAGTCTTGTTTGAAGGTGCCTCAGAGTTTGTGG 
TTGATTCTTCACAACTATTTCAGCAATGGATGGCCATTCTGAAGACAGAAAAAGGTTTCATTTTTTAATG 
TATTTTTTTAATTCGATCAAATTTTCAGTCCACTATCTCATCAGTAGACATTAAGAGTATCCGTGAAGGA 
ATCAGTTAATTTCAGATACAAAAGAAAAAAGTTTAGGGTCCAATCAGCCAATTGGAACTTGCTTAGGATC 
ACAGAAACAATGACTTACACTTTTCTTTGTGGTTGTCATGGTGGTTGTTTTTAAGAATTGGGAGCCTGCT 
TAAAATAATGCAGCCCAACACCATAAT T T TACAAAT GGGTAAACTGAT GTCCAGGCAGGT CAGCT GACT A 
CCCCCCAGAGTCTGTAAGTGACAAAGCCAGACTAGGGTTCGTCACGTCTTAAAATGTAGAGAATGTGAGT 
TTCTAAATAAATGCAATTATATTGTGGACTT 

>GBEQ3026 | Acc | CD4 67 944 | Ver | CD46794 4 . 1 GI : 31389212 | LeukoSl__8_C02 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_8_C02_A0 2 3 3 f f mRNA 
sequence . : Start : 1 : Stop : 4 8 1 

CTCCTGGGGGAGATGTGGGGATGAGACACTAACACTCTTTAGAATTTAGGACAAGACATGATTTGAATAG 
AGAGACATGCTTAACAAACCTTGCTTCAGTTTGGGTAAAGTATAAATTCCTAAGAGTGCTTGTACTTGCA 
GGGAGAAAAATGAGTCCAGAGATAGAAATGCTGATTTTTTTCCCAATAGTATCCCTTTTTTTCTTTAAAG 
ATTCTAGAAAGCAAATGGAAAAGTATGAACATTTATTTTAGTTGGTTTGTTTCAGGATTGAAGTCACATG 
GCTATTTGTGATGTTAGCCATTGGTCCTGTTTGGGGTTTATTTTTGTTTTTTCTGAAAAGGAACATCTTT 
AGAAGCATAGGAGTAAAACAACAGACTCAGAGAATGGT TAACTCT GACTCCCGATACAGT T GCACT GACG 
AAATCATTCTGGAACTTCGTAGGTCCAATCTACTGAAGTAACTAATAAAATCCTCAGCCTT 

>GBEQ3027 I Acc | CD4 67 8 52 | Ver | CD4 67852 . 1 GI : 313 8 9120 | LeukoSl_7_E12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_E12_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 7 1 9 

GTGTCCAGTTGAACACACTGATTGGCCGCAGGGAGGTGTGGCAGTCCATCCTGGGGACCAACCTCACGAT 
CACCCGCGCCGTCAAGACAACCACCCTGGGCCCTACCACCACTGCTGCCACCACCACTGCCACCACGACC 
ACAGTCGACTGCAGGGACTCAGGGGGCAAGAGGAACTCAGAGTCTCAGTCCCCGAGTCTGGAACCTGTGG 
TTGGGGTGGCACTGGCCAGTGCTGTGCTGAAAATCACAATTTTGGGACTGATGGTCTACCTCAGGTGGAA 
GAGAAGGAAAGGTCTGCGGACTAAAGCCAGAACCCCAGACAGGCACCCTCCTGTTCCCATGCAGGGGATC 
CTTCCAGAACACTGAGGAGAAGTATGAGAATATTGGGAATACAGGATGACATCATCCTCTACGTCTCCCT 
TGCCCTCTCCAGCTAGACCTCACCAGCAGCACCTCCCTGCCCCTCTCCCCATGGGAGCCCCCAGGAAGAG 
ACCCTATACTCTACCTTGAAGGTCTAAGGAGTGGACTGAGTGACAAGCTCCTTAGAGTAAGCTCTGCAGA 
GGGTCTCAGCTTCCAAAAAT2\ACCCTGGCCATACACACGACTCAGAAGCCAGCAGGTGTTGAAGGCCACC 
AGGGACCTGAGACAGAGCCATCTGCTCCAGTTCCCTCTTCAACTTCCTAGCCTTACCCACCAAAATAAAA 
GTACCCAGAGAATTTGCCG 

>GBEQ3028 | Acc | CD4 678 46 | Ver | CD46784 6. 1 GI : 3138 9114 | LeukoSl_7_A08 . bl_A023 Stimulated 
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peripheral blood leukocytes SI Equals caballus cDNA clone Leuko S 1__7__A0 8_A0 2 3 3*, mRNA 
sequence . : Start : 1 : Stop : 509 

TCCTTGCTAGGGTCCCATTGGACCCCTGACATGTGGGAAAGGAGGAAGAAGTGGAAATGTAGGTGGGCCC 
GAAGACAAACTTGGATTAGTCGATAATACTTTTCATGGGACTTTCCCTGGCTGTGGAAAACTCAGGCTAC 
TGAGTATTTCAAAGTCCCCAAGGCAATTTGAAATAATTAATTGTTCTCCCCAAATGTCAAAGTGTTTTTT 
T T T T TACCAACCCT AATATAAT TGAGAAAAATGGCTCAGT ACAAGT CAAAC AT T T T T T GGGT CATGT T CA 
GAACCCTTATTAACATTGCCCCTGAAATGATGGGTCATTTTGTTTCATTTATTCCCCAAAATGGCCATTT 
TTAAGTTAAGGAAATTTTGAGGTAGGCTTACACCATTCTTGTTGTATTTCATTATAGATTGTAAGCTCAA 
TGGCAGGGCCCCTATATGATAATTATGTTTTTATATAGCAACCCCTCCAGTATACTCTTGGTGCTTAATA 
AATGTTCATAATTTTTACC 

>GBEQ302 9 | Acc | CD4 67 841 | Ver | CD4 67 841 . 1 GI : 3138910 9 j LeukoSl_7__H07 .bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_H07_A023 3', mRNA 
sequence . : Start : 1 : Stop : 667 

CTGACGACCCCAAAGGCCCTTTTGAGGGCCGACCATACAGTCAGCAGAGGAGCTGGGCCCTTGCGTCAAG 
TACGACACCAACCAAGCTGGGAGGTAGCTGCACTTGACAGTGGCTCCAGTCAGCTCGGACTTTGACAGCT 
AGTGGCGCCCAAAGCGCTCACAACCCTCAAAGCCAAAAGCTGCCTCTGGGTTTGTTCCTCCATCCGAAAC 
GTTCTCCGGGCCCCTGCTGACCCAGGCTTCTTTCTGGCGCGCGCTATCCTCATTTGTGGTCGTCGGCCCG 
GGCTCCGGAGAGAAGAAACCGGCAGAAGGAGGCCAGCTCAGGTTTGTAGTTCAGAGAGGCCACTTGTGCC 
ACCTCATGGCTTTTAGCCTCGTCAGTTTATCTGCACCACACTTCACCCCTCTGTTCAATGGGGTCAGGGA 
CCGGATGGCTTGAGGGCCCTGTTCATGTTGGATACCCTCCTGTGACATGTCTGCTCACTTCACAAGGTCT 
GAGCCAGGAGCAAAACAAATCCAACCAGAAAGCGTT CGAAACTCCAAAGAAATAAAGAGGCTGT GAGATC 
AGAGTGAGCTCGTTAGTGCAGTTTTAAAACAAGTTGGCCCGGCAAATTGGCCACTGGATGAAAAGTATTG 
ATTGCTGTGTTTTTAGTGTTCAATAAAAAGCCCTCTC 

>GBEQ3030 j Acc | CD4 67827 | Ver | CD4 67 827 .1 GI : 31389095 | LeukoSl_7 JB12 ,bl_A023 Stimulated 
peripheral- blood leukocytes SI Equus caballus cDNA clone Leu koS 1_7_B 1 2_A0 2 3 3", mRNA 
sequence . : Start : 1 : Stop : 531 

GAATGGTAATAGTGTTGTAGAGGTGTGTGGCTGGAGAGGGAGCTCATATTCCCTTAGAGAGCTCAGAGAG 
AAACATTTGAAATAGCTGTTTCCAGTGATGGTAACTGCAATAATTTGGGGATGACTAGGTCCTAAAAACT 
TGTTAAGATGTAGTATTTATCAGTGCCTAAAGAAGTGTGTTTTGCTTCCTTTCTTATCAAAGAAAAGAAG 
ATGAGGGGCCCAGTGGTTGGGATCATATGTTCCACTTCGGCGGCCCAGGGTTTCCCTGGTTCGGATCCTG 
GGTGCGGACTTGGCACCACCTGTCGGGCCATGCTGAGACGGCGTCCCACATGCCACCGCAAGAAGGACCC 
GCAACTGAAATACACAACTATGTACCAGGGGGCTTTGGGGAGAAAAAGGAAAAATTAAATCTTTAAAAAA 
AAAACAAGAAG2\AGATGAAATCCCTGCCTCACCTCTTCCTTTTGCCTTGATGCTCTATTGATCATTTCAT 
TTTAGTCAACGATTAAAGATCAAGTAACTATTAACAACGTC 

>GBEQ3031 |Acc|CD467823| Ver |CD4 67 823.1 GI : 3138 9091 | LeukoSl__7_D09 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_7_D0 9_A023 3 ■ f mRNA 
sequence. : Start : 1 : Stop: 567 

GAGAGAGCAGGTTTTTGTTGGGACTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCAGTGCCCACT 
GTTGTTTCCTGGTTGCCTGCTTCTTTGGCAGCCAGTCTGTAATGTATGAGGCAAAAAGAAAACTCAGGGA 
ATTCACTTCTAGGTCAGTTTTCTGAGACCAAAGTCACTAGCTAATCTGCCTTCTTCTTTCCACCTTTCAG 
AGTCTTATATTTGTTTTATATAAAATATCCAGGGGTTTTAGTTGTACTTGTGTGGAGGAAGAGGGAAAAG 
TATATCTGTTCCATCATCCCAGAAGCCCATCTAATGTTTTAAAGTAGTATTTTGTGATATGCCTTTAGAA 
CCATAAATGT GATCAT T CCACATT AAT T AAGAT TCCT TCAGAAAAT CAT CCAAAATAAAAAAAAACAAAG . 
GCATGAACT T GT TCATTGCTTATAGTAAT GAAAAGTGTAAATGAT TTAGTGACCAAAAAATGG AGAAAGA 
GCAAATAAATTAT GTAGCCT TTTAAAATACAAT TAT GAAGACTACGTAGCAACAGAGAGAAGAATGC T TA 
AC AC AT C 

>GBEQ3032 | Acc | CD4 67812 | Ver | CD467812 . 1 GI : 31389080 | LeukoSl_7_B08 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone Leuko S 1_7_B 0 8_A0 2 3 3 1 , mRNA 
sequence . : Start : 1 : Stop : 707 

AAGATCCCAAACTGAATCATATCTGTAAAGTCCCTTTTGCAATACAAGGTAACATACTAACAGGTTATGG 
GGAT TAGTACACGACATCT TTGGGGCAAGAAGGAGCATT T TGT CTACAGTATGT AGTGAATCACGT TGAT 
TGATATTTGATGATAAAGAAATATTGGACTGTTGGAATCTAACTTGGTTGTGACATATATGACAGAAAAT 
ATACTTTATAATTTTTATTCTTTGAAAGTTGTTGGGACTTGCCCTATGGCTAAGCATATGATCAATTTTT 
ATAAATGT TCTGT T TAT AT GTTAAAAT TATACGT CTTCT GCTAAT GTAGGATATAGGACTCT ATACACAT 
TTATGGTATCTAATTTGTTAATCATGTTGAAATCTTTTATATTCTGTGTGTGTATGTGTACTTAGTTTAG 
CAGTTAGTGAGAGAGAATTTTTTAAATCTCCTGAATGATTGTAGATTGATCTTGAAGTTTTTATTGCTTT 
CAT GGTTTGCT T TATATATATTT GAGGC TAT GT T ATTAGATATATACAAATTTAGAAT TGCTCTAT TT TT 
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CTGGTCAGTTGAACTTACTATCAATGTTTTTTTGCCTTGGTCAACTGAAATTAATATATCTATAACTATT 
CTTTTTAGGTTGAGAGTTCTGTGATATTTTTCACCTTTAAATTTCAACATTTCTCTGTCCTTACATTAAA 
AATTTTT 

>GBEQ3033 | Acc | CD4 67788 | Ver | CD4 67788 . 1 GI : 3138 905 6 | LeukoSl_7_E09 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl__7_E09_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 38 0 

AGGCCTCCGCTCAGGTGGTCCCTTAAGACGCCAAGGATGCTTGTGAGTTGCATCATAGAAGGGAAGGCAC 
ACTGCCCATTTACAAGAGCAGAAGAGTAGATGTGCTAGATGCCCTTGCACTATTTTTTGGCCAAGTTCAT 
CATACTCCTTTTTTTTTTCATGGTTTTTCCTCTAACCTTTTCCCTGGGACTCAAGGTGCTGTATTTCCCA 
AGAACTTTCATACCCTTCAGAATTTTCCCCCTGACTGCCTGATTATTTTTTTTTTTCTCAATTGTTATTT 
ACTATGGGATCCCTGGGATATTCCCCCCAGTTACCTAATTTTTAGGGACCCTGATCCAATGTTTCCATGG 
AAGCAATAAATTTTCCTTTATGAGTTCTTT 

>GBEQ3034 | Acc | CD4 67685 | Ver | CD4 67 685 . 1 GI : 3138 8953 | LeukoSl_6_Gll .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6__Gll_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop: 618 

TCCCTCAAACATAACAAAGTAGAGGGGCAGGCCCGGTGGCGCAGCAGTTAAACGCACGTTCCGCTTTGGC 
CACACAGGGATCACCAGTTCGGATCCCGGGTGTGGACGTGGCCCTGCTTGGCGGGCCATGCTGTGGTGGG 
CGTCCCACATAGAAATTGGAGGAAGGTTGGCATGGATGTGAGCTCAGGCCAGCCTTCCTCAGCATGGTGT 
CATTTATATGTGAAACCTGAGGAAAAAACTCCCCCGCAGTCGAGCTCACAGATACAGAGAACAGATTGGT 
GGGTGCCAAAAGTGGGGGGTGAGGGTGAGTGAAATGAATGGGGGCCAAAAGGTACAAACTTCCAGTTATA 
AAATAAGTCCTGGGGTTGTTATGTAAAACCGGGTGACTTTAGTTGATAACATTGTCTTGTATATTTGAAA 
GTT GCTAAGAGACT AAAT TT TAAAAGT TT TCATCCCAAGAAAAAAAGT TGT AAATAT GT GGT AATGGATG 
TTAACTGGACTTATTGTGGTGGTCATTTTGCAATATATGCAGATATCAAATCATTATGTTGTTCATCTGA 
AACTAAT ACAATGT TATATGT CAAT T ATAT T T CAATAAAACTGGGAAAAATGAGAGT G 

>GBEQ3035 1 Acc | CD4 67650 | Ver | CD4 67 650 . 1 GI : 3138 8918 | LeukoSl_6_G0 6. bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6_G06_A023 3', mRNA 
sequence . : Start : 1 : Stop : 7 61 

GAGAGCTAGAATGGCTAGGAGGGTTTAATTGTCATCATAAAACCATCAAAAGTATCCCATTCCTATGCTG 
TTAGGGGTCTGTGGAAGCCTTTCTCATCCCATTCTGTTGTAGGAAATCTAGTCTTTTGCCCCAGTTGTTT 
AAGAACAAAATATTAAATTTATTTCCCAAGGGGAATAGTTTTCTATTGAAAATTGCTCTTTTTGTAAGTA 
ATCCTCCATGTAGTTTTGCTTCTGGTGGTGTCACCCAATGGTCTTTAATTGTTTATGGTCACATGTAACA 
CTGGGTAATCACCATTTTGTCTTTTTAAAA2\ATATTACTTGATCGCTAATTGAGAATTGCTTTATAATGA 
GAAAGAAATAGTCGCGCATCTGAATTTTCGTCTAGGGAGAAACACAAAGACTTGATGTGAAATGTTGTCC 
TCAAACCTAGAAATGTGTATTGTCTAACTTCTCAAAATGGACAAATTAGGGCCAAGCTGATAAAGTCCAC 
GAAGGGAGGAGGTCACAGATGGTTCTGGCCGGGCGCTTGGTCAGGTGCTGCCTTCGTGGGTAGAGACAAG 
TGGTTTCCAGATGAGGTCAGCCGCATGCCTCCCTCAGAATGGAGGGAGGTGCCTCCCTCATTTATTTCTA 
AACACTTGTTTTTGAGTTATTGTATCCCATTTGATGTTTTGCTTTTCTTTTAAAAAATGTACAGTCCCAA 
CAGAAGCTTTGTATTGAGTTTTTTCAATAAAGGGAAAACCATACCCTCAATACAGTGACTC 

>GBEQ303 6 | Acc | CD4 67 64 4 | Ver | CD4 67 644 . 1 GI : 3138 8 912 | LeukoSl_6_H04 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_6__H04_A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 637 

GAAATTAATGATGCAGACAACTTGGTGTGGTCATTGAACAGCGCTCTGCAGTATTTTTTTCTGTTACCAT 
AAATTGTATTTAAGTGCTTGCTCTCCACTGCTTTTAAGTTGTACCAATAAAACCGGTAACCCTCAGCCCT 
CCCTTCCCATTTGACACTCCATAGCTTAGATTGATGTAGTTGTTTTAGTTATCCCTGTAATGTGACTTTT 
GTTTTTAAGTCATGGTGTACTGCATTTGTTTGTCACTAGTTGGGCATGTGCCAATAATATTTTGTCCATT 
CCTTAACTGCCATTTCTGTTTTGCTTGATTTTTTCTTTTCAACTGAATAATGGCTTTTTGCATGAAAAAA 
ATAGT TT T TTCTAT T AGACAT GTAAAGAGAAGAGAAAGCGAAT GTATT AGACT T TGTAAGCCTAAAAGGA 
ATATTTGGATCCCTTTAATAAATAAGGGCTATGTACTATATAGAGTAATCATGTGGTGAAAGATACTGCA 
AGTCATAGATTTGTAGGCAGGAGGATATGTTACTCCCTGTATTTAGGCTGAATGTAAAATCCCTTATGTT 
GTACTAACGGGGGTAATAACTATTTTTATTTGCCTATGATATACTTGGTTTTTAATAAAGTATCCTAGGC 
TGTAGTG 

>GBEQ3037 | Acc | CD4 6754 6 j Ver 1 CD4 67546. 1 GI : 31388814 | LeukoSl_5_H03 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_H03_A023 3 T , mRNA 
sequence Start : 1 : Stop : 4 61 

ACTGTGACCCTTGCATTACGTGCAAACATGGGATCATTGAGAATTGCACACCAACTAACGACGCTAAATG 
CAGAGAAGGATCCGGATCTAACTTATACTGGTTGTTTTGCCTCCTGTTCCTGTTACTGATTGCAGTATTT 
TTAC T AAAACGTTACGGGT T GAAAAGAAGGT GCAGGAAT GAAGAGGATGAT TACCGT GT ATGT GGAGACT 
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CAAATACTGAAATGGAGCAAAGGAATCTCCCAGACATTGACTTGAGTAAACATATTAGTAGTATTGCTGA 
ACAAATGGAACTGAATCAAGTTAAAGAATTTGCTCGGAAGAATGGTATCGAAGAAGCCT^AAATTGATGAG 
ATTGAGAATGACAATCCCAACAACACTGCTGAGAAGAAAGTCCAGTTGCTCCGTTGTTGGTATCAACGTC 
ATGGGAAGAAAGGTGCATATGACACTTTGATTAAAAGCCTC 

>GBEQ3038 1 Acc | CD4 67537 | Ver | CD4 67537 .1 GI : 313888 05 | LeukoS 1_5_B0 9 . bl__A0 2 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_B0 9_A023 3*, mRNA 
sequence. : Start: l:Stop: 686 

GCTTCACTTGGCAGGTGGGGTGCTTTGTGGGGGCTGAGCTACTACTTGGTGTGGAAAGTTTGCAGAGGCA 
TGGCCATGTTGGTAAGTGGGTCCTCCTGCAGGATGAGTTACCACTCAGAAAGCATCTGTGTGTGGGCCAG 
GCTGCCCCCACCTCCACTCACAGTCACACTGGCTGCTGTGTGAGGATCCACGACCTAGAGTGCTGCTGCT 
GAGGAGGGGGAGGAGTCTGCTCACCTAGTTCCATGGCTTCCTGGGGATCCAGTCCACCCACCTTCAGATG 
TATAGCTGCATGGATCTCTTAGGCATTTTGTTGTGTTGTGTTGTGTAGGGAATCTTCTGTTGTTTAATGA 
ACGCACATTTAGTTGTAACTTAGAAGAGAGAGGAAAAAGGAACAACTCAGTCCACTATGACATCACTCTG 
TGATGGATTGGTCTGAAATTTCACTTTCTTGGATTTGAATGCACTGACTCTGGCTTAGGTTTTGGTTTGC 
TTATGTAGGCTACCAAGGCATCAGAGCCCCCTTAACCTAATGGCCTCCTTTTTAAATTATTTTAACAGGC 
TTCAAGACTGCAGTATCAGCTCCCGTTTGAATTTGCAGCCTGCTGATCTGTCCTACAAATTTCACATTTG 
CAGTCTCCACAATTGTGTGAACCAATTCCTTAAAATAAATCTCTATACCTACACCT 

>GBEQ3039 | Acc | CD4 67527 | Ver ) CD4 67527 .1 QX : 313887 95 | LeukoS 1_5_E1 6 . bl_A023 Stimulated 
peripheral. blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_E10__A023 3', mRNA 
sequence. : Start : 1 : Stop: 27 6 

CCATCCCTTCCTGTTCCACCTCTCCTCTTCCTCCAACATAAGGCTCAGACGCCAGGACTGGATGTTTCTG 
CAGTGGTCTGTGGGCTTTGCCCTGGCTGTCACTGGAAATACCAATTAGCCAGAGACTGGAGCGTCTGACT 
C TAG C AG T C AC T C T C T C C T AAG G AC T C AAAG ACC AG TAT T C AAAT G T GT AAT T T G T G T AAT T AAAAGG AT 
TCTCCCCAAATGCCATGTTCTTCTATTTGATATTTTGTTTAATAAAGTCTTTGTTTGCCATCAAGT 

>GBEQ3040 1 Acc 1 CD4 67515 | Ver | CD467515 . 1 GI : 31388783 [ LeukoSl_5_D08 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_D08_A023 3', mRNA 
sequence. : Start : 1 : Stop : 24 8 

TTCCCCACTCTGACCTGTGTTTTTTGCCCTGATGACTTCCTTGTTCCAGCGGAGGTGGTGCTGGGCCGTC 
TCCATCCCTGTCTTAATTTCCTGTTGTACCGAGTAGTAATGATTTGCTTCCTTATTGAAAATGTGAGTCC 
AGAATATGAATTTGTTTTTTCTAATTCTTGTCATAAGGGAAATTGTTGTGTTAATTAAAGGAGAAAATTT 
CCNTAAAGT TTGAGAGAGGAAATAAATGGAAGCCATTG 

>GBEQ304 1 | Acc | CD4 67 511 1 Ver | CD4 67511.1 GI:31388779| LeukoSl_5_F04 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_5_F0 4_A0 2 3 3", mRNA 
sequence. : Start : 1 : Stop : 480 

AAGAAAAGGGAAGT AGGAGAGTCAGAATCAGGGAAGGAAGT GTAAGGATGAAAGCAGAGAT TGGAGTGAT 
GCACGGCCACAAGCTAGGAATGCAGGCAGCCTCTGGAAGCTGGAAAAGGCAAGGAAACAGATTCTTCCCT 
GGAGCCTCCTGAAGGAACACAACTCTACAGACACCTCAGCTTTAGCCTTGCTGGGAACTGATTGCTGTGC 
TCACCTTTGACCACCCAGCTCACAGACCTGCCACCTGCTGTGTTCACTGAGATAGCTATCTACCTGCTGC 
GTCCATCAATCACTGTGCCGACAGAGCAGTCTCGTGACTATTGTAAAAGGGACATTTCAATCATATGTGA 
AACATCCTGTTTGGGGGTATATAACCACTCTGTGCACCCCACTTCTTCAGTGCCCTTTCTTCCTTCGGGA 
AGAAAGGCCCCAGGCCATGGTCCTCAGATTTTAGCTCGGAATAAACTCATCCCAAATTTT 

>GBEQ3042 | Acc | CD4 67 502 | Ver | CD4 67502 .1 GI : 31388770 \ LeukoS 1__5_A1 1 . bl__A0 2 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_All_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 308 

GATGGTTGAAAGTGTGTTCTCATTAGATGCTTGAAATGAGGCTTCCAGTGATTTTCTGGGCAATATAGAC 
TTTCTTTTTTTGCTTAGAGTGTCATAAATATATGTGAACACGTTTAATGCAGGGCTTTTTATCCTCTCCA 
AAAT G T C AAC AG TAT T T T C AG AAT AAAG AT TAT G AAAT AT AT T GC T G TAG T G G AAAAT TCTGGTCCTTTG 
TCTTTAATGTCTTTTTGAGTGGATAAAGGAAATTCACCCGGTTTGTAGTTTCTATATTTCCGTGAGTCTT 
TTGACCTTGCAATGGGTTGCAATAAAAG 

>GBEQ3043 | Acc | CD4 674 99 | Ver | CD4 674 99, 1 GI : 313887 67 | LeukoSl__5_C08 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_5_C08_A023 3', mRNA 
sequence .: Start : 1 : Stop : 252 

GATTATAGCAAAATCTTCTGACCTTAAACTTGGAAAGTGTTATTTGTATAATATTAATATTGTATGTGAC 
AGTAGTAAGTGCTGTGTTCAGTGCTTCTTGGGACTGGAGAGGGATTGTTTCAGTGATTTAATACCTTGTG 
GAAAGGATTTGTCTTATCTTTGTTCAGATTCTATTTTCACCTACACAATTACTCTGATCAGAATGCTGTC 
CCTT GGAGAAGCCCAGGGCAAATAAAATATGAAATGACC TAA 

>GBEQ3044 | Acc | CD4 67 417 I Ver I CD4 67417 .1 GI : 31388 685 \ LeukoSl_4_E02 . bl_A023 Stimulated 
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peripheral blood leukocytes SI Equus caballus cDNA clone IieukoSl_4_E02_A023 3 ! , mRNA 
sequence. : Start : 1 : Stop: 574 

GAGCCCAGCTTCAGAGCCAGCCAGCCAGCTTGACTTGTTTGCTGTGCAGCTTGCAGCTCTTGTCTTGCAA 
AGGTGACCGGGAAAGGGGAGGCGAATGCAGACCTTGCCCTCCTGTGTGGAGTCACAGGAACCAGCCTGAG 
AAGTGATGGGGTTCAGGGCAGGCCACCCCGAGATGCAAGATGCGCCACTCTGAAGGACCCAGAGGCGGTA 
GAGGAAACGTCTTCCTCCCCTACAGAAGCGCCCTCTTCAGAAGCCGCCACCGCGGAGAGCCTCTGAGGCC 
CCGGGAGACTCAGCATCCGGCCCCGGGGGCTTCCGGTTAGCTATAGACCAAACAACACTCCTCCATATGA 
GAAGTGACGACAGGGGCCAGCCTGGTGGCATGGTGGTGAAGTTCACACGGTGTGCTTTGGTGGCCTGGGG 
TTCTCGGATCCTGGGCATGGACCTAGGGCCACTCATCAGCCACGCTGTGGTGGTGTCCCACGTACAAAAT 
AGAGGAGGATCGGCACAGATGTTAGCTCAGGGCCAATCTTCTTTGCCAAAAAGAAAAAATAAAAAAGAAG 
TGATGACATTAAAA 

>GBEQ304 5 | Acc | CD4 67 4 03 | Ver | CD4 674 03.1 GI : 3138 8 671 1 LeukoSl_4_B03 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_B03_A023 3", mRNA 
sequence . : Start : 1 : Stop : 624 

ACAGAATGCTTAAACACTATTTGTATATAATACTTTCTTTTGCCTTGCTGTACTTTCCAATACTTTAAGA 
AATTCCAGAAAGTTTCCATCTTGACAGATTTTACAGTTTTGTATATTATGTTGAAAAGTATGAGGGACTT 
TTCTTTGTAGATGTCTTTGACCAACCTAGTGTTAGCTTGTTGTATAGGAAACCTCATTCTCAAAAATTAC 
ATCAAAAATCTAGCACCAAAGTACTACAGAAAAAAGTACTTTATATAGAATAAAATATAGAATAAAGGTT 
TTGGTTTCTTTTTAATTCAAAGTAGTTTTAAATCTTTGCCTGCATACACATGTGATGCATCAAAATAAAA 
GAAGGGAAAACATGTTTACTTAATATGTTTACATAACCACAACACCTCATTTAGCATCATACATTGGGCA 
GTGCTGTTTTTTGTGTTTTATGTTTGTGTTTGTTTTTGCTATTCAAGCAGAAATGGCGTTGACTTTTGAT 
CTGTGT TCAT TGGC T T T TAAAT T TAGAT TAT TAT TGGAAT TT T TACCCAGGGAT CTAAT GACTAT TAT T T 
GAATTCCTTAAATTAAAAAAAAATTGTTGATAATTTTCCTATATAACTAATAAAAATCTGCAGC 

>GBEQ304 6 | Acc | CD4 67383 j Ver I CD4 67383 . 1 GI : 3138 8651 | LeukoSl_4_E03 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_E03_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 505 

TCCACCGTTGCAAGGCCAAAAACAATGCTGCTAGGAAAGAGAGACAGCTCAAGGATGGACCAACGGATGG 
ACAAGCCTCTGAAGCTGTAGACCCTCAGGAGGTCACCTATTCCCAGGTGACCTGCAGTGTCCCCACACAG 
GGGACAGCTGCCACACCCTCGTTGCCCAGACAGACCCAGACTAGCGAGTATGCAATACTTGCCCTAAAAT 
AAGCCACACACTGGTGCCAGCATTTCATGGGCAATAGGACTTACAGCTGCCCATTGGAAGGTCCCTCCTC 
TGGAATCGCTGATGCTAAATCTGAGGCCGTCAGCCCGGTTGAGGGGACCCCTCTCACTCAGAAGTCCTGC 
CACCCCCTCTGAATCTAGAGACCTCAAGATTATCACCCAATCAGTTCCAGAATCTCTACTGTCATTGCCC 
AGCAATTCCTCAACCCTCCAAAGTTATCAAAAGAATGATGCAGTAACTTTTCATAAGTTTTCATTATTCA 
TCGAT TAAACACATA 

>GBEQ3047 | Acc | CD4 67363 ) Ver 1 CD4 67 363 . 1 GI : 3138 8 631 | LeukoSl_4_Ell ,bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_Ell_A023 3 T , mRNA 
sequence . : Start : 1 : Stop : 5 67 

TCACCTGGGAACCAGGAACCAGGGCAGGATTGATTCAGGGGATCGTTGGGGGAGCTGGTGTCACTGCACT 
GCTGGCTCTCTGCATCTACCTCATCTTTGTCATAGTGAAGACCTGCCAGAAGAAAGTGGCCAGGACAACA 
GTGGGCGTGGATGACGTCCACTCTGCCATGGGACCAGCTTCCCTGGGTCACCAGCAAGGGTCCAAGTTAG 
ACAGTCCTGCTGACACTCCAAATGATACAGGGATGGTCTCTTCCTTTGAGGAAGCAGGAGCTGCATTATG 
CTTCCATCAGCTTTAACAGAGTGAATCCTCAGGAGGGCACCCAAAGGGTGGTTTTTGGAAACTTAACATC 
TCCATAGGCAGTGGGTTTATAAACTATGGTATGTGATTTTCCTGCTGTACTGGAACTATGTTAGGCTTTG 
CAATCAGAGAGACCTGGAATTGAATCCATGCTCTTTTATTAATAGTAGAACATCAGGCAAGCCCCCTTAC 
TCTTGTATGTCTTGGTTTCTTGCTTTGTGAAATAAGAAGTCCTAACTCATAGAGTTGCTGTGAGGATTAA 
ATAAAAG 

>GBEQ3048 ■ | Acc ] CD4 67359 | Ver | CD4 67359 . 1 GI : 31388627 | LeukoSl_4_Dl0 . bl__A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_DlQ_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop : 428 

TAAATTTTTTATAAATAAACCTGTGAATATATCCATCCAAATTATAAGTATTTCCATTTTTTGTTTTTGA 
ACTCAAAAAGCTCTGATTGGGAGTGTTTTGGGTTAAAATTAGTGTGAAGACAATTGTTTAGTTTTAGACT 
GAGGATAAAAGAAATAT GAGT GT TGAAGCCCC TGAAATCATTAC TGATAACCCTACTAGGT T TATAATCA 
ATTTCCTGCCCATTTCCAATGAATGACTAAGCCAAAAACTAGGTAAAGTGTATATAGTGTTTGAACTTCG 
AAGGAAATGTAACAATTTTTTTAAATCCCTTACAATCTGTGATGCTTGGGAAAGAAAAAAATGCATATTG 
ATTATCTGTCTGGATCTTTGTTTTTGAATCTCAGCATATAATTCTCCCGACGGATTTGTAATAAACTTCT 
AATCCTCT 

>GBEQ3049 | Acc [ CD4 67356 j Ver | CD4 67356 . 1 GI : 31388 624 | LeukoSl_4_D03 .bl_A023 Stimulated 
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peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1_4_D0 3__A0 2 3 3', mRNA 
sequence. : Start : 1 : Stop : 175 

TTTATAAAGCAAATATTCATAATGATGAGAAGATAGGGGGACAGAAAACCCCTTACTCAAGCCCCTTTTG 
AAATGAAATGTTGCTTTTTGAACAGTTTGTCCTGAGGTGTTTAAAAAATTTCATTTTACATAAGAAAATT 
TTGCTCCAAATAAAGTTACAGTTTAAGAAAAATTG 

>GBEQ3050 | Acc j CD4 67351 j Ver ) CD4 67351 . 1 GI : 3138 8 619 | LeukoSl_4_D0 4 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_4_D04_A023 3', mRNA 
sequence . : Start : 1 : Stop : 565 

TAGATATTTACCCATGAGAAATATAAACAAATGTCTGCACAAAGACACACACAAATGTCTATAGCAGCTT 
TCTTCCTAATACTGAAAACCTGGCATCCAGAATTTTCATGACTTGGGGAGTGGGTAAATGAATGGTAGTA 
TATTCATATAATGGAATACTGCCGAGCTATAGAAAGGAATGGACTGCTGGCGACATAAAACAACATGGAT 
GAATT TCCAAAGCAT TAT GT TAAGT GGAAGATGCCAGGC ACAAAAAGACAACACAACAT AT GGTCCT AT T 
TATAATGAATTCTAGAAAAAACAAAACTGTGGCGACATTAAGCAGGTCAATGGTTACCAAGGGATGGGAT 
TGGGGAAAGGGATTTATTGAAAAGGGGCAGGAGTGAAATTTCTGGGCTTATATAAATGTGCTACATCTGC 
ATAAATGTTCTAAATATAAAAGTTCTACATCATATGTATGGTTATGGTGGTAGTTACATGACATGCATTT 
GTTAAACTCACCAAAATCTATATGGAAAATGACTGGATTTTGTTGTGTATTAATTATAGCTCAATAAAGC 
CGATT 

>GBEQ3051 | Acc | CD4 67111 j Ver | CD4 67111 .1 GI : 3138837 9 | LeukoS 1_2_G 04 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_2_G04_A023 3 f , mRNA 
sequence . : Start : 1 : Stop : 100 

CCCAGGAACCGGCTCCCAATCCCAACTCTTGTTGGGGCCCCCACCCTTCTTCCACCCCATGTTGGAGCCC 
TCCTGCTGCTTTGTCCCTCAAATAAAAACA 

>GBEQ3052 | Acc | CD4 67096 | Ver | CD4 67096 . 1 GI : 31388364 | LeukoS 1„2_F0 9 .bl_A0 2 3 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoS 1__2_F0 9_A0 2 3 3', mRNA 
sequence . : Start : 1 : Stop : 583 

GAAGCAGGGTTCACTTTTACTTAGATGGGACAGATGAGAGGATGGAGAGCACTTTTCTGCTCCCCCCGTA 
CATCCCTGGATTGTTAAGGAGACTTCCTTGCGCTGGTGGAAGGCGCTATCCAGCGGCCCTGCGTCCTGGG 
CTGATCTTTCTTTGCTCTGCGTACCAATCGCACACACCCTCCCCTCCAGTCTCTGAAGGCTTAACCGGTT 
CTCTCTAGATGAAAGTTTCAGAGTCCCAAGGCCCCACAGTATGTCTGTTTTTCTTTTCCTTTTGTTTGCT 
TAGCCTAACAGT T T TTGAAGAGCCACCTAGAGCT CAAGAAACAAAGAC TACT GAAAGCAGAT GCTGT GTA 
AACGGCGCAAGCGTGTGGACCTTCCT S CCAACTCCAGCGCTAAGATATTGCTGTTGCGTGCCCAGCAAGGC 
TGTAGGCTGGAATTTCTAGTGCTCCCCACCAAATAAAATGAAACAGCTGAAAGCCATTGCTTTATTGGAA 
AGGGGAGGAGAAATCT ACATTAAAAT GT AAAAGAGTAGT AAGAT CT GATG AT T CTCCAGGATGT CATAAC 
ACATTAAAAGATTTTTTTAAATA 

>GBEQ3053 j Acc | CD46697 9 | Ver | CD4 6697 9 . 1 GI : 31388247 | LeukoS 1_JL_E 04 ,bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone Leuko S 1__1_E 0 4_A0 2 3 3', mRNA 
sequence . : Start : 1 : Stop : 643 

TTTGACTTAATAAATTGAATAGTTTGTAGAAAAGCAAGTAAGCAAAATTGGGTTTTGGTCCTGAATTTTT 
CCTATAGCACTTTTTGTTTTTAATCCTGATAATGGTTTTTGGCTTTCTGTGCCCTGTAAGTGTTAAAGCG 
TATTCTCACAGTCCACAGTCTCGATGACAGATATACTGCACCGGGACTTAGGCTCAGGACATGCAGAAGA 
GCGGAACGGCAGCGTGGCACGTGGAATTAGGATGTGCTGAATCTGGTTCAGGGAAGAAAAACCTGCTGTG 
GTAGAATTTTTATCCTAAAAAGACGCTGTTATCTAACACCTTACGGTAAATGGGTTCTGCTACAATTGAG 
GTGCAAAGTGGTTAAATTCCTATTTTTTCACACTCCTGTGATAAGTGGAGGCTTAAAGGGTTGGAACATT 
TACATTTCCCTATTTTTAGTTTCCTCATTTACAACTGAACAAAACTTAATAAAAATCTCCGATTAAAATT 
AGCCAGTAAAAATTTACTGGTAGTCCTATTTGGTGTATTATTCTATCATGGAAAGAGTAATTTGAAACAA 
GGTTTGAAGTTAACTGAAATATGGAGGTTGGATTCATACCCAAAATTCTTGTGGAAGGTCTTATTAAGTA 
TCATTAAACTTTG 

>GBEQ3054 | Acc | CD4 66966 1 Ver | CD466966 . 1 GI : 3138 8234 | LeukoSl_l_B12 . bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_B12_A023 3 1 , mRNA" 
sequence. : Start : 1: Stop: 663 

TGCTCCGTGGGGCCCAGCAAAGGCAGCCAGAGGCAGAGCCGACCCGCGCGCCCCCCGAGGCGGCCGCTTC 
CTCCCCACCCCCAGAGGACCCCTCTGGAGAAGGCCTGCCGGAAGCTCTGGAGGAACCTCAAGACAGTCCC 
CGAGACGGGCAGGAAGGTCCAGCAGCAGCTGAAAGCCCAGCTGGCGGCGGCAAGCCTGTCGTCGGTCTGG 
GACACCGGGCGACCCGCAGGGACCCGCAGCTCAGGGGCCCGGGCGGGCGGCGCGGCCGGGGAGGAGGACG 
ACGGCCCGGACCCATCTGTGTCCACGTGGCTCACAAGCCCCGCACAACCCCAGGCTCCCAGAGACAGAGA 
CGGCTCGTCCGGGAGGTCGGCCAGCTGGAGCAAAGCGACCTCGGGGGCCAGGGGCTGGCACCAAGTGGTC 
ATGAGGGCCCTGTCCCAACCAGAGCCCAGGGGCTCGGCAGAGCCCCAGAAGGACTGGCTCCCGGAGGAGT 
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ACCGCCCCCCACCGCCCTTCGCCCCTGGGTACTGCTAGAGAACAGCTCGCCTGGCTCTGGGGCCCGGGCC 
CCCGGGGCTGCTCGCACCCGGACCCCTCGCTCTCTGCCACTGCCCCCAGCCCTGAGGAACCTCAGAAATG 
CAATAAAGACACTGCCTGGTCTGGGCCTGCAGG 

>GBEQ3055 | Acc | CD4 66950 j Ver | CD4 66950 .1 GI : 31388218 | LeukoSl_lJ30 6 .bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl 1 G06 A023 3', mRNA 

sequence. : Start : 1 : Stop : 572 ~ 

ATCACTTGAAAATCCTATCACTAGACAGACGTGATGTTGGAGTATGGAATTTTAAAGTTTCTTTTTTGCA 

CACTCTTTGTCACTACTTGCATTATTTCACGTAGGATGCGTGATTTTCTGTCTCTTCCAGTTCTAACCTG 

GAAGCTGCTTGCGGGGGTGGGAATCGGGGAGGCAAAATGAATGAACCTAACTGCGCTGTGGCAGAACTGT 

TATTTTTATGGCTTTTACAGGTCAATTACCTTTTAAAGCTTTATATGTTTCTATACTCTTAAGAAAAACT 

ACTGAGCCCTTCAAGCGTTGTTACTATTCTGTCCTAATAGTGATTCAGTTTTCTATTGTTTATTTTTAGG 

GTAGAAGGAAAATTCTTTAACATCATATTAAACTTTCCATATCATCGATTGTAAACCAAAGGCAATTATA 

CATCTGAGAAAATGTATTGGTTTATTGCAACTAATTCTGAAGCTGTATTTGAAAGTATGAGCTCACAATC 

TTAATTTGTCCATAGCAAACATATCTATGTATATATGGGTGCCAACATTTGGTTTAAATTTTAAGGATTA 

ATAAAAAATTTA 

>GBEQ3056 | Acc 1 CD4 66940 | Ver | CD466940 . 1 GI : 31388208 | LeukoSl_l_C09 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_C09_A023 3', mRNA 
sequence .: Start : 1 : Stop : 635 

AAGAGGATATCAGAGCCTCCTCCTCCAACTTGTCACCCTGCCTGATGACACCCCCCTGGTCCCCACAGTC 
ACGCCTGCCCCCTGCACCTACACCTGCCAGCTGCCCTCACTTCCGGGGTCAATGATGTGACCTTCCTCGG 
GAAACCTGGGAAGGGATGAAGGTCCCCCTGGAGCCTGAGGGTCCTGGAGTCAGAACCGAGTCCCGGGCCC 
CATCCTGTCTGCCCCAGGTGGTGTCGATGATGCACTTCGTGCCACTGTGTCTCAGAAGAGGAAGTGTGCT 
TGGGTACACTCAGCTGTGTGGACAGGGGTGCAGTGTGCCCCTGCCCTGTGTGCATGTGTGTGGCTGTGTC 
GGGCTGTGTTTGGAGGGGGTCGGGGTAAGGGTCAGGAGTCCGACATTAGCAGCCCCGAGAGCTCCCACAC 
CAGCACTCCTTTTCTCTGGCATTTCATACCCCACATTTCACTCACTACGAGGGCAGTCTTTTGGGGGACA 
GAGGTTCCACTGCTTCCAGGTCTGGGCTGCTGGCCCCAGGAACCGGCTCCCAATCCCAACTCCTGCTGCG 
GCCCCCACCCCTCCTCCACCCCATGCTGGAGCCCTGCTGCTGCTTTGTGCCTCAAATAAAAACAGATGTT 
CCACC 

>GBEQ3057 | Acc | CD466928 | Ver | CD466928 .1 GI : 31388196 | LeukoSl_l_C06 .bl_A023 Stimulated 

peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_l_C06_A023 3 f , mRNA 

sequence. : Start: 1: Stop: 593 ~ 

GAACGTCCAGATTCAGAGAATCCGATTTAGAGAAGTGGTGTGGCAGAGTGGGCTGCTTGGTTGCAGAGTG 

TCACCACAGAAATCTTGGGGGAACGGAGGATAGAGCTTCTAGGCATTTGAAACTTCTGCCTAACCTTGGA 

CACTTGCAGAACTGAAGATGGCAAAACTGTCCACCCTTCTGCCAAGCAGAGTCAGAGCTACAGGAGACGC 

CCATCAGCACCTGGGTTCCGTGGGACCAATTCATCTTTCAGCCAAGCTTTAGCAGAAACAGACTAGACGG 

AGAGACTCCCGAGCTGTGGTGAATATTTGAGTTTCGAGCGGTGGTAAGAAGGAGATTATCCCTGGGAGGG 

ATGGGGCAAAACAGTATTTTTGAGGGAAACTGTTACAACTAATCCATTCCTTTGCACAGATTTGAAAGTT 

GAACAATTGAAAAGGCTTCAGGGAAGAGAGCTCCTTCCCACTTGTGTTTGGTTTTATTGTTAAAAGGGAA 

ATGCTGCCCAATGGTTGGGCGGGGGGGGAGCTTCCTCCCGGTTCGTTTGCTTGTGTTTCTGTACTTATAA 

GAAACT TACCACTTCAATAAACT T T TATATGGG 

>GBEQ3058 | Acc | CD466920 | Ver | CD466920. 1 GI: 31388188 | Le"ukoSl_l_H12 .bl_A023 Stimulated 
peripheral blood leukocytes SI Equus caballus cDNA clone LeukoSl_ljai2_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 287 

TGAGTCTGTGTGCTTCCTGGCGTGGGCAGCACACTTGGCACATACACAACAATTTCAGGTCTGGGTGCAC 
GGCCTGTGTGgCTGACCAGAAGCATATTTTCTATGTTCTAACGTCATTTACTGTTTCTGTATGGGGAAGG 
CGAGT TCAACATACC TGAT GATGGCTGAGACCAGCACTCT GTGAACCC T TGAGAGCTAAAAGTAGAT TAA 
AAGAAAT AAAAGCC TTT T TAT GT TAT TTCTCAGCTCAAAAAGAAAGAGAATGCAAGATTAAAGCAAAGAC 
CAGACAA 

>GBEQ3059 | Acc | CD4 66803 | Ver | CD4 66803 . 1 GI : 31388071 1 LeukoN2_8_H02 . b2_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2 8 H02 A024 3», mRNA 
sequence .: Start : 1 : Stop : 550 

AGTGCCAGGCCTGGGGCAACCCGGACCCGGAGCTACAGTGTGTGAAGCAAGCATCGAAGGTCAAGGTGCT 
TGCCGGAACCCCATTTGTCGTCAGATTAAAACCCCATGGTACCTACATGTGCCACGCGAACAACTCACAC 
GGGAAGGACACTGTGACCGTGGTGGTGAACGTTCAAGGTGGGCCGAGGCGAGGCTGGGGGTGTAGAGCGG 
CAAGCCCAGGAGGGGCCGGGGCGCGCGGAGTTACTCCTCGTTTCTTTGCACAGCTCGGAACCCCCCCGTC 
GTCCCCGTGCTGGTGGTGTTAGCGATCCTTGGCCTGATCACTGTTTCAGCGGCCTTACTGTATGTTTTCG 
TGTTGAAGAAACACTCCGTGAGTGACATTTACTATGTGAATCGGGGGAGCACCACCTGCTTGCCCCTCAG 
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GTTTAGGCCGGCTGACCAAAGACTGGGGGAGGAGTCGTCCTGAGCCTCGGGCCGCCGGGATACTGGACAA 
AGGGGATGGGGGTTTGGCTGTGTCTCCGGGTTTCGTACCAATAAAGCCTTCAAAATCCGG 

>GBEQ3060 | Acc | CD4 66801 1 Ver | CD4 66801 .1 GI : 31388069 | LeukoN2__8_C03 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__8_C03_A024 3', mRNA 
sequence . : Start : 1 : Stop : 670 

TAGATATAAAGAT GT T TCT GT GAGAACATAAAGGGCT GAT GT ACCCATAAT GCACATGACAGAGGGT TTA 
ACAATGTGCTGCCAGGCACCGTAGCTTTTATATACTCGTTGATCCGTTGCTGCTGCTATTAAGTTGGTTT 
TTCTTACTAACGCAATAGGATAGACTTAGGGTAGATGATAATAACACATTGTGTTCTGTGAGAAAATATT 
GGGCCGTGGAAAAGAGAAAAT TAAAAGGGGCGATT T AAT T TTGAAGT TACATAT ATGAT CCTGAAAGAGA 
TAGAGAAACAACAGGAATAGTAT TATCTTATAATAGCACAT CTAT T TATT T GGTAAAT T TAAGACAAC TG 
TTTAATAGTATCTTTATTATGTTCAAGATTATCATTATTATGTTTAAGATATTATTATTATGTTTTTAAG 
ACATAATTTTCACTCTGAGCTCATTAGTAACAGTATAACAAAAGTTGAGGCAAATTCATTTTTGTTTTCA 
ATCTGAAAAAAGTCACTTTTGGAAGTTTCAAGAATGGAAAAAGTGCTATAAATGTGTTTCATTAAATTGT 
TCTTTTAAAAATGTATTTTGAAAGTCTACAACAATGTATGAACACACCATTTTACTATTAATTTCTTCTC 
CTGTACATATCCGTGAGACCAGAATAAAAATGGGCTATTT 

>GBEQ3061 | Acc | CD4 66791 |Ver |CD466791.1 GI : 31388 059 j LeukoN2_8_F05 .b2_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2___8_F0 5_A0 2 4 3 1 , mRNA 
sequence .: Start : 1 : Stop : 5 63 

AGTACATGATAAAACTACTGTATTTACTGGCATATGAGATATGCAGGAATTTACCTGATTCTCCTACACT 
CTTGC7VAGGTGTTTTTGTTGTGGCAGAGACAAA2VACTGAGTACTTTTAACAAACAGGTATTGAAAATGAT 
TGGACATTATTTTATTTATGTAAATAGAGCACATTGTGTATTACAATCCAATAGGAGTCTATCAACTGAA 
TGGATAAGCAAATTGTGGTATTCCCCTAAAGTGCAATATTATTTGGCCATAAGAAGGAGCAAAGCACTGC 
TGCAACATGGATGAACCCTGAAACCATTACACAAAGTGAAAGAAACCAGACACAAAGAGCCACATATTGT 
ATGATTCTGTCTGCATGAAATGTCCAGAACAGGAAAATCCATAGAGGTGAAAAATAGATTAGTGGTTGCC 
AGGGGCTGAGAGGCAGGGAGGAATAAAGAGTGACTGCTAATAGGAATGGGATTTTTGAGGTGTGATAAAA 
AATGTTCTGGAATTAGATAGTGGTGATTAAAAAAAGATGGAGAAATTAGGGAAAAGAAGAATAAATGGCC 
ATG 

>GBEQ3062 | Acc | CD4 66790 | Ver | CD466790 .1 GI : 3138 8058 \ LeukoN2_8_F10 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__8__F10_A024 3*, mRNA 
sequence . : Start : 1 : Stop : 5 91 

CCAGTAGGT T TTTAAAAT GAGAAGAATAACAGAACCCTGCAACTT T AGAGGCTGTCT CAGT CCAGGT ATG 
ACCTTGTGTATGTAGAAAGTTACTGCTATATATAGTTTTTCATTTTGCTGCTTTTAAGGAAGACCCTAGG 
CATCCCCTTCTCTGGTTCTTCAGACGGGGGAAACTGAGCTGTCCACGCCTGCTTGTTGCTTTTAGTTGAG 
AACATTTATAAGAATGTCAGTGTAATCTTTCTCTGCCATTTGGAAACTTTGTAGCTATTCGGGATTGTAA 
TCAAGTTGTTGTGGTCTGTTAATATCACCCTGTACTTAGAAGTAGTTTGAATAGGGTGGTTTTGTAGGAC 
TTAAGACTGGAAATTGTTCCCATGTTCCTCATGTTTTGTGAGGATAACCTCCAAAAATAAATCTGTAACT 
CTGATGGTCTTGATTCTGAGCCCCAGTGGCCACGTTGTGATTGACATTGCTGTAACTGACATCTCTGCTT 
CTAAACAGAGTATTCATGAGGTGCCTTTGTCCAGTTGGAGGAGGAGTCGGCACTTTGTCTTCTGTATGCA 
TGATGAAAAAATAAAAACCTTTCAGTCGGTG 

>GBEQ3063 | Acc ) CD4 66789 | Ver ) CD466789 . 1 GI : 3138 8057 | Leu koN2_8j30 7 .b2_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8j307_A024 3 1 , mRNA 
sequence .: Start : 1 : Stop : 602 

AGACTCAAATGTGTTGGATCTCTGCAGGGTACAGTCAGCGAGGTTGAAAAAGCCTGCTTTGCTCCATCAT 
AGAATGGTTATAAATTTTTCAGCTGTTCTCATCAAATCCTCTCTTCTGTTACCCGTTTTGGGGAGCAACG 
GAACTTGAGGTTCAACTTCTGTAGATGACTAAGTATATAATTCAGGAACTTAGAGTAACGCAATTGATTT 
TCAGTATTCAGTGT TT TAATCACCGCT GGGGAAAAAACT TCAATTCT GAAC T T T T CCAGGAGATAACTGA 
AGT TGGGAGTGGGGAGGTC TTGAAAAAT T TTGCTATAAAGAAAAT T T T T CAATAAT T T TTTAT CCAAAGA 
GGGAGGCTGCAGAAAAGGCTCCATGTGTCTGCTAGGGAGGTGAACCAGAAGGTGCCAGCAATATGACACT 
GCCTTTCACACGGTATTTCCCAGGTCAGGCTGCTCTCTGCTGATGTGCACAGGGAAGGGGCACCCCCTGG 
GGAGAGGCGAGGAGGACTGACAATGTTTTATTATAGAACTGTTCTTGCAGTGAGGGGGGTTATTTTCTGA 
ATTTTGCTTTTGGGGGATCGCTAAATAAATCCTTTGTTAAAA 

>GBEQ3064 | Acc | CD4 66774 | Ver | CD466774 . 1 GI : 31388042 | LeukoN2_8_Cll .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_8_Cll_A024 3', mRNA 
sequence. : Start : 1 : Stop: 381 

TAAAAAACAAACATTCTACAAACT T T T CT TCTGGAACACATACCACATCGAAACACGGAAGT ATTAAAT A 
AGAAAGAGGAAGCTATGGCAGAGGACGTTGTTCTCAAAGTATAACCTCCAGGCCAGTAGCATTAGTATCA 
GCTGCGAAGTTGTTAGAAATGCGAAGTCTGGGGCCGGGCCTGTGGCCAATGGGTTAAATTCGTGCGCTCC 
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ATTTCGGCGGCCCAGGGTTTCACCATTTCGGATCCTGGGTGTGGACATGGCACTGCTCATTAGGCCCTGC 
TGAGGCAGCATCCCACATGCCACAACTAGAAGGACCCACAACTAAAAAAATATATATACAGCTATGGACC 
AGGAGGCTGAGAAAAAGGAAAAATAAATCTT 
">GBEQ3065 | Acc 1 CD466614 | Ver | CD4 66614 .1 GI : 31387882 | LeukoN2_7_C09 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_C09_A024 3», mRNA 
sequence. : Start :l:Stop: 598 

GGCTTGGCCTGAGACTTTAGGGACATTTGAGTGAATGAGATGGAGTAGGGGCCAGGTTTCCCAAAAGGCA 
GGGAGTCAGGCCTCTGCCCCTGGCCAGAGAAAGCCTGCAGGTACCATGGCCTGGAGAGAAGGGACCTTCT 
AGATCCTTCCCCATTGCAGTCTCCTCTGTCTGGTCTATCCTGGGTCTGAAAACCTCAATAATAAAGGCCT 
GAGACGGAGGGAGGGCTCTTCACTATCCTTCACCGTCCTTTGAGATACTCTTGGATCAGGGCCTGGGTTG 
AGAGGAGCTTGGGGAAAAAGGAAGATCCATCTGGATGCTTTTCCCCCAGTTGTTTACTGGCTGGCTCCTT 
CCTGTTGTTCCACACTGACCTCAGAGAGGCCCTCCCTGCCACCCAAGCTCATGCTATGTCCTCTGCCCAC 
CTGCTTTATTTTCTTTACAACTCTCACTGGCCACATTTATTTGTATGCCTGATATTTTCTACCCCCACTA 
AAATGTAAACTCCACAGCTATAGACTTTTCTTGTTCCTTCTCTATGCCTACAATGAAGATTAACCTTAAC 
CTGGCATATCGTACCTGCTTAATAAATATTCACGAATA 

>GBEQ3066 | Acc | CD4 66607 | Ver | CD466607 .1 GI : 31387875 | LeukoN2_7_C12 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_C12_A024 3 1 , mRNA 
sequence. : Start : 1 : Stop: 614 

GCCCTCCCCTTCAGCCCATGATTTTAATACTGCATTTAATTGGATAGTGGTCGGCCTGCTGTTTGTTCTG 
TTTGTTTTGCTTCTGTTGGGTTGAGTTTGCTCTNTTCGCCGAATATGAAAATGTATCTGGCATTTGAGAC 
ACTTTCCGTGTTTTCGAAAGTCAAGATAGGGTCTCCTGGGGGCGTTGGTAGCACCTATCCCTTGGAGGAG 
GATGGGTGCAGGCGCCTTTGCCCCGCATTCTTCTGTTAATCTCCAGTTTGCCGTGGCAACAAGGGAACGC 
■ GTTTGAAAAACAACTACAGCGGCCGCAACGACCCTCCCACCCAGGGCATGGCTGGACCAGGGATGTTTCT 
GTTCCTCGTTTCGTGTAACTTTCGACAAAGGTGTGATGGATGGATTTGGGAGCATCAAAAATAACTTTTT 
GTCGGCCATTTTGTCCTGGCAGGCCGGTCACCGATCCTCATTTTAGATAGACTTCATTTAAAAAACGAAG 
ATGCTTTAAACACATTTTTGCGCAGTTCAAATGTTTCTACGCGAAGGAGAAAAAAAAGTATTGGGAAACT 
ATTGGAAATGTGTATGTGGGTGGGGGTGATTCTCCAATAAAGGGCTGTAGTTTC 

>GBEQ3067 | Acc | CD4 66605 | Ver | CD466605 .1 GI : 31387873 | LeukoN2_7_H04 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_H04_A024 3', mRNA 
sequence .: Start : 1 : Stop : 472 

ATGAAGGTGGAGCCGGAAAAGAAGATCCCAGCCCCTGCCGCACAGAAAAAAAAGAAAGGAAAGAAAAAGT 
AGCCAGGAGTTGCTGAATACTACCTTTTTTTTTCCGAAGAAGACCCTACTTTTAATGATCAATAACTTCG 
CTCGTTGATAAGCTATTAGGCTAATTGAAAATAGAAGTTTTCCTACCCTAAAAATAATTTATGCATTTTA 
ATGTTAATTTGTTATTTTTTTTCAGAAAAGTATTATTTGAAGCCGAGTATAAATTTTTTTAATTTCAATA 
AAAATTGCCTCCAAATACTTAGATGTAATAAAATTTATATGACTTGCTTTGAATTGGTGCGTTTGTAATT 
AG TAT TAAAACAAAATCATAATGGAGCCAACAGGAT TGACT T TGAAAAAGT TAATAATGAGGAAAATAGC 
TATTGTTATTGGAGAAAATTTTGTCTTGAAAGACTTTAAAATATTAAAATAT 

>GBEQ3068 | Acc | CD466604 | Ver | CD466604 .1 GI : 31387872 ) LeukoN2_7_A01 . b2_A024 Unstimulated 
. peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_A01_A024 3', mRNA 
sequence. : Start :l:Stop: 583 

ATATTTCTTAAAATGTGTGTTGCTCTTTATCTCCCTTTCATTTTTGTTACTTTCGATAGACACAGGTATT 
AGAACAAT T T CCCTCTCTTCATAATTGTAC TGTAAGAAAAACAATAGT GCCAGC TCAGTGAT AAATAGCA 
ACTGACAGTCAGTCTCCGTATCAGGGTGTCAGACTGGAGACATGTGGCCTTTTTAAAGGGTACAGCCAGC 
CATTCCTCTGCGCTAGTTGGTTATTGCCTTGCAGGAATATAAGCCCAGTGTTGCCAGATTTTCTGATTTT 
ACAAGAGAAGCTTGGAATCTAGAATGTTATGGGAAATCTCTTATTTTTAAAAAATGTTGGTAGTCCATTA 
AAACTTTAAAAATATTGTGGTCCAAGACAAAATTTACTTGGAAAACTGGTGAAATTCAAATAAGACATGT 
AGATTAATTCACAGCCATGTATCAATGTTAATTTTCTGGTTTCTGTGATTGTACTCTGTTTATGTAAGAT 
GTTAACTTTGGGGAAGTTGAGTACAGGGTATTTGGGAACTGTTATTTTTGTAAGTTTTCTCTATGTATAA 
ATTAT T T TCAAAATAAAAAGTTA 

>GBEQ3069 | Acc | CD466595 | Ver | CD4 66595 . 1 GI:31387863| LeukoN2__7_F0 9 . b2_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_F09_A024 3\ mRNA 
sequence .: Start : 1 : Stop : 608 

CTCAAAGCAAAGTTTTGAGCTACAGGCTTGAGCATTATGAAGCAATGCTAGGAGCCTGCTGGATGGTGCG 
TGGATAAGGGAGGAATAGGGGGATCCATAATAAGGCTGTTTCTGACCTCTTTTCCCTCAGGCTGAGCAGA 
AAGCTGATAGAGAAAAAGATGACATTGTGGGGGACTGGAATTGGCCACCCCAAGATATGTCTCTGGCATT 
TGGATTATTTTGGGCTGGTTACTTTCAAAAACTGCAGACAGGAAAGCAACTCTTAAAAGCAGAATTTACT 
TACCCTTTGTTAAGAGACACTTACATTGTAAAGGAAATCTCCATCTGTAAAGGTGTCTCCCTCTCTGCAC 
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CAGGAAGAAGGGGGGATGCCCTTATCTCTAGAAACTTTTAATCAATGCCAAAGGTAAGGACTTAAATCTG 
CATCTTGTTTACTGTACTTGTCTGGTAACTTACTGTAACTGACTCCCCCAGCCACCAACATCCTCCTTGT 
CTTTAGCTGAGGGGGATATTTAAGGTGGTGGCTTCGGCCATTTTGGCAAGTTGCTCAGCTTGCCTGAGCC 
TCTTCCCATGTATACATGTAATAAAGCTTTGTTTAATTTTCTCCTGTT 

>GBEQ3070 | Acc | CD466586 I Ver I CD466586 . 1 GI : 31387854 | LeukoN2_7_G07 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__7_G07_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop: 528 /f - 

AGGAGGAGCCTCCTTTCCAAGAGGACTGACCCAGGAGGGACACTTGCCATGATGCCAGTATCTGCTACCC 
CAGCTTCTTCTGCTTCGTAAGCCTTCTGAGACCTGTCCATCACTGACAGCCCCTCCCTGTCTCCTGTAGC 
CCCCAGAGTAGGTGACAGCCAGGACCAGGAAGGTCAGTAGTGAGAGGTGGGCTCTCACATCCCCTGCAAG 
AAAGAAGCT T CTCTCAAGATTCAGGGCACGAAGTCAAGACTCTGAGC AAGAAACCAGCAGAGGCAGGACA 
GGCTCCTGCCCAGGGGGAGACACACACCTGCCATTCTGAAAGCCCCTGCCCAGCTCCTCAAGGAAAGCCC 
ACTGTGGGCACGAAACCTTTACAGCCCCATCATTCAAACTTGGTTAAAGGAATCACTTGTGGCCAATAAA 
CATGTGAAGAGGAATCCAATCTCATCAGCAATCAGGAAAAGCCAAAGCCAAACCACGCTGAGACGCCATT 
T TGT CCCTAT TCAAACAGCAAAAATAAAAAAGCACCCG 

>GBEQ3071 | Acc | CD4 66573 | Ver | CD46657 3 . 1 GI : 31387841 1 LeukoN2_7 JB11 . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_Bll_A024 3', mRNA 
sequence. : Start : 1 : Stop : 561 

TGATGAAGGACCGTGCATAGGAGGGGGGGTCTGACCTAGTGGGAGAGGGAGATGGTCAGAAAAATGTTCT 
CCAAGGAACCGATT T T T AAAAAT CAACAT TAT T GAGGTAT AATTT GACATACAATAAAATGCC T T AAT AG 
T AAGGAT ACAAGTGATGAGT T T TGACAGATGTGGAT ACCCAT GAGACCACCACCACAGTCCAGGC AGAGC 
TTTCACATCACCCCAAAAGCTCCGATCCTGCCCTTTTGCAATCAATAACCCACCCCACCCCCAGCCCCAA 
GCAACCACTGACCTGCTGTCTGTCAGTGTGTGTCCGATGGGCCTTTTGGGGACTGTGATATGACTCCTTA 
CTGAATGTTTGCATTAGTGTCTGGCTCTGCTCCAGATGAGTATTTTGAGATTCCTGCACGTCGCCGCGTG 
TATCAGCACGTATTCCCTTGTGTTGTTGAGTCGCATTCCACTGTGTGGATAGGCCATCATTTGTTCCTCC 
ATTTCCCTGTTGGTGGACGTTTGAGCTGTTTCTAATTCTTGGCCATCATGAATAAAACTGCTGTGAACAT 

T 

>GBEQ3072 | Acc | CD4 66571 1 Ver | CD4 66571 . 1 GI : 31387839 | LeukoN2_7_H10 .b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_7_H10_A024 3' f mRNA 
sequence .: Start : 1 : Stop : 600 

GAAGACTAGCTTTTGACTAACCCTGGAAAATTCCTTATGACTTGCTCTTGGCTTCAGCCATGTATTNATA 
TGTATTCTTGATAGTGATAATACAATAAATATGTATTCTTGATGATAATGCTACAATAAATTTAAAAATT 
TCAACTCAGGATAGAAGTAATTGTGTGGTTTGCACGTGTGACTAAGAGTAATATTAATTCCGAAAGTTTG 
TCTTGCTAGGGATGATGGGTAATTTCTACAGCCATACCATGCTATTCTCAACATGTCCATTTTAGCTCCT 
CCTTAGAGCTAACACTCTCACTGTAGCCAGCTCATCCTTGGGTTTGGGGAACTGACTTTCACTCCAGCCC 
AGCGGCCTCAGCTGAGACCATTGCCCAGTTAGCAGTTGGCCCTGTTGAGCAGGGCTGCTGTGCTTTTCCA 
TTTCCATGTGGGTTGCCTTCCTCCCCTTTGAAGACCCAAATCACTACCCCAAATGTCCTCCTTGTCTGTA 
GCTGAAGATACTGAAACAGGCAGCCTCAGCCAGTTGGCTGAGTTACTCAGTTTCTCCCGAGTTTCTCACA 
TGTATACATGCTATTAAACCTTGTTTGATTTTCTCCTGCT 

>GBEQ3073 | Acc | CD466566 | Ver | CD466566 .1 GI : 31387834 | LeukoN2_7_Cll . b2_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_J7_Cll_A024 3", mRNA 
sequence. : Start : 1: Stop: 668 

AGTTATAGAATCCATAGTCATCAGTCCAGTTCCTCCTGCAGATGGCCTCCTGCCAACAGCTTTTAGAGTC 
TCCCGCCTGCACTGCACTNAGAGCTGCAGTAGATCTCAAAGGCTATCAGAAAAGGGGACAGCTGCAAGAC 
TCAAGAGATGAGAAGACCCCCTTGGCGAAATATAGTGTACTTTTCACTGCCACTACCACCTCCAAATGGG 
TTTTTAGAGCTTTAAAACACAATCTTTGTAAATTAATCAAAACATCTCTGGCATACCTGCCTTCTCCCCG 
TGCCCAAGTTTGACAAACACCAGCTGAAGGTGAGATGGGCTCCAAGCTGGAAGGACTGCAGGACAGTAGA 
ATGGGCTGCCAGGGTGACAGAAGCTCTTTCCTCTCCAACATGAGATACTGAACATTCTATAGGGTGATCG 
AAGTTGGACTTTGAAACAGCTGTAATTCAAGAAATTAACACCCCAGTGGAGGTAAAGAACCTCTGATGTC 
CAAGACAGGGACCATTCTTGTGCGTGTTTATGCTATACTTCCTGTAAGAATGAGCTTGTTTATTGTCTTC 
TCCTGGGCTGGACAGTGGACTATATTTTATTATAGGTTTTGAAAGACACCTGTAATGTTGTGTAATAGGC 
TGTCCATATTAATAACTAAATAAATAGTATAGAAACTT 

>GBEQ307 4 | Acc | CD4 664 19 | Ver | CD4 6641 9 .1 GI : 31387 687 | LeukoN2_4_F10 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus. caballus cDNA clone LeukoN2_4_F10__A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 661 

TGCCCCGGAAAAGCTCCGGGAGGAGTAAGCTGCGGCAACGCTCTCTCCGTCAAAAGCCACCGAGCTTTTG 
CCTGGGAATTCCGTGAACCAGGCTGTCTCCTTGCTCAGAAAGAGTCCTGAATTTGGCTGGGGGCCTGGGG 
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AGGATTCCCGTTCCCCCAGCTCAGCACCCTGCCTCCGATGAAGCACGGCTGGGGGCTCTCTGCTTCCCTG 
CCCTTCGCCTTGAAGGCTGCAGGACAGTTTTCCCTACTGTCAAATCAAGGTGTCCAGATGAGAATCTCGC 
TTTGTCCCTGCCGCTCTTTCCAGGTATTCAGAGAGAGCTGCGCTTCCCCCAACAGCAGGGCCAATGGGCC 
ACCCGGCTCCTCGGGCAAGTGCCCTTTGGATCCAGAGGGCGGGTGTAGGAGCTTCAGGTTCTGGGAGTGG 
GGAACCTCTTCCTTGTGGCTTTCACTCTCTTTTATCTCATCCAACCAGTGTTTCAGACCTAGAAAGGAAC 
AAAACCCTCTCGTTTCCTAAAGGGGAAACTGAGCCACAGGTGAGCAGGCTTTTGGACTGTGGTTCTTGCA 
GCTTCCATCTGAGCCACCTCAGGGTCCCAGTGCTCCTGTCACCCTCTTGTCATCCTTTGGCCCAAGACAG 
GGTCAGAATGTGTAAAGCTCTCCCAATAAAG 

>GBEQ3075 | Acc | CD4 66417 | Ver | CD4 66417 .1 GI : 31387 685 | LeukoN2_4_E01 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_E01_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 57 8 

GTTGCCCACTTGGAAAT2\AATTTTTTAATAAACAACATTAGGATATCAACATTTTGAGTCTGGAAAACAT 
ATTTTTCATCTCCAAATTCACATGTCATTCAAGAGCCCATTTTGTAAATGGCACTTAAAAGCAAATGTAA 
TACCTTCCTTAAGTCACTTATGGATATAGACAAGGTATAATTATATATTCTTTATATGTACTTTTATATA 
TATTTTTTGTAATGTAGGCTCACTACATTACATGGCTATATACAATACAGTCATATTTTAAAAGTCTGTG 
ACAAACTGTCTATCTCTGTAGACAAGGAAAATGGTGACATGGAATTGAATATCTTGTTGGCCATGAGAAG 
GAACTCAGAGCCTCATGACCATAATAAACATGTACTGTATTCAAATTTTAATAAGCTAATGTATTAACTT 
TTAAAGTTTTATAAAGGATTTGTTCAGGTGTAGAATACATTTATGTATTATTTCTGTGCTATACACACAG 
AGGAAATGTATGTTTGTCATGTATCAAAATGGTCTCAGTGTATCTGTAATTATATTTGTAATAGTAATAA 
TAAAACAACTTTCTTCTC 

>GBEQ307 6 | Acc 1 CD4 66415 | Ver | CD4 66415 .1 GI : 31387 683 | LeukoN2_4_B12 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_B12_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 503 

CAGTAAACT CAAAT TT GAAATAATT T T T TAT TAACAGCT G T GGTGAAT T T AAT T T GT T ATAT TT TATACA 
AATGAACT GT T TAGAAT CGT T T TTAAAAAT T T TAAGGGAAAT GCACT TCCAATACAAAAAT T TTATAT T T 
GCTATACAGTCATGCGCTGCATAACGACGTTTCGGTCAGCAATGGATGGTATATACAACGGTTTTCCTGT 
TAGATCAGTACTGTATAGCCCAGGTGTATAATAGGTTATACCATCCAGGTTTGTGTAAACGCACTCTGGT 
GTTCGTACAACGGTGAAATCACCTACCAATGCATTTCTCAGAGCGTATCCCTGTCGTTGAGTGATGCATG 
ACTGTACTTAAATTATGTGCTGTTTGGGGACTGGGAAATGTATTTTTACATTGTTTATAGCCAATCATTT 
TTATATTTATCAATTTAAATCCTGTGGGTCTTTTTTATCTCTCTACAATGTCCAATTTTGTAGTCTTCTT 
TTTAAATAAATCC 

>GBEQ3077 | Acc | CD4 66408 | Ver | CD4 66408 . 1 GI : 31387 67 6 | LeukoN2_4_H03 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_4_H03_A024 3', mRNA 
sequence. : Start: l:Stop: 619 

CAGAAACATAGCAATAAT TATAT TGACT T CAACTAT CAT TAAT TAGCT GT T T TCT T T CAT GACTACCTAA 
AGCAAAT CCAGT AGAGAATTAATAGATT TCT T T T TCAGGGCCGGTACAACC TTCAT T TTCT TAATAAT T T 
GTCTTCTAAATTCCGAGCCCCCTTGCTTCATTGCCTCTTTTGGGTGTCTTTGTTCTTCTCGGTATAGGTC 
TACTCCATGTTGACTTGTTGCTCCTGCTAATTGTTGTTCTGTCTCTTTCCTTTTTGTCAGAACAATGGTT 
TTATTGTTGCCTCCACTTCCAGAATACTCTTCCACTCTTGTTCCTACTGTTGTGTTAAAACAACATTATG 
GGGGCTGGCCAGGTGGCACAGCGATTAAGTTCGGGTGCTCTGCTTCAGCAGCCTGGGGTTCACTGGTTTG 
GATCCCGAACGCGGACCTATGCTGTGGCAAGTGTCCCACATATAAAGTAGAGGAAGATGGGCACAGCCCT 
TAGCTCAGGGCCAGTCTTCCTCAGCAAAAAGAGGAGGATTGTTGGTGGATGTTAGCTCAGGGCCAGTCTT 
TCTCAGCAAAAAGAGGAGGATTGGCAGTAGTTAGCTCACAGCTAACTTCCTCAAAAAAA 

>GBEQ3078 | Acc | CD4 66300 | Ver | CD4 66300 .1 GI : 313875 68 | LeukoN2_3__B10 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_B10_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 668 

AATGGTCCAAGGACT T TAGGAAAATGACAGCAT CTTTAAT T ATCAAAGAACAT CAT AT TACCAGGT T TAC 
TCCAACTAACCAATAAAAAGTTTCCTTTTTCCCCTCCCCTCTTGCCCTGCTTTCTGATGGACTACTTACC 
ATAGAATATAAAATGCACTTCATAATTGGTTCTCAACAGCCTCTGGACAATTTATCAATAGTAACCAATT 
TCCCACCTCTTCTTGCCTTCAGGGGCAGAAAGAGTGCCTCCTTTCCGCAGGAGAGACAGGACAGTCCACC 
CTACATCCTTTATCCTTTATAATGCTGGATACAGCCAAGTTGTAGGTGGTGGGCAAATTCTTGTTTAGAA 
AAAGGAATAAGTTGATGTGGATCAAGGCTGCCCCAGGGAAAGAAGCCCAAGGTGTCCTGGCTGACATGCC 
GATCTATATGACCCAATACATATCTAAAGTTATACGACGACACAATAACCAGACCCCACCTGCACTGATA 
CCATTTAATGACTTTTTACATCATCTTTCCATTGTCTTGTAAAGAAATAACTCACATACCTATGCCTTAT 
AAACTTAGCTTTAACCCTCAACACATTGCAGCTCTTTACTGCCCATGGGTCCTGTCCCCATGCTACTCCA 
TGCTATTTCTGAATAAAAGAGCACTACCGCCAGAAAAA 

>GBEQ3079 | Acc| CD466281 1 Ver | CD466281. 1 GI : 31387549 1 LeukoN2 3 G08.bl_A024 Unstimulated 
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peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__3__G0 8_A0 2 4 3 1 , mRNA 
sequence. : Start : 1 : Stop: 721 

AAATTGAACTAGTAAACAAGGAATATGCTGATAAACTGCGAGAAATAGAGGAAAAAATTGAATTACTAAA 
GCTGAAAT AT GAT GAACAAATAAGAAATATAAGAC AAGAAACT AAGAGGAGT CTAT TCCAAG ATGT CT TA 
GATGGGATTTTGAATATGTTTTAATAAATATGGCATGTGTTTTGGAAGCAATGTAAATTTCATTTTTTTC 
TTAATTTACTCTGATTTGTTACTATGGTGTTTATATTTTCCAAAGATGGCTACGCCAGTATCTTCTATCC 
TACTTATTCTTCTTCTATCTGATGTTGATACTCCTTCCATTGAGTTATGGGATCTGTGCCCCTTACCCTG 
AAATTGGATGGACTTCGTGACTGCTTTGATAAATAGTGGATAGTTGGAGCAACACCATGTGACTGCTCAG 
GTTCAAGAGGGAAATTGACGCATTGCTCTCTTGTCATGTTTGCCTTTGGAACTTGGCCACCATGTTGTGA 
GGGAGCTCAAGTTGCCCGTCAAGAGGCCCACATACAAGGATTTCAAGTCACGGGCCCACTTCCCTGGCTG 
ATCTTACATCTGCCAGCCTCGCAAGTGAGGCAACAGAGAGAAGAGGATTGTCCAGCTGCCAACTGAGCCA 
CCTCTGAGGAAGCTGCAAAGAGCAAAGATGAGCCATTCTCACTGAGTCCTGCCCAAATGGCAGATTCATT 
AG AAAAAT AAAGG AT T C T C G C 

>GBEQ3080 1 Acc | CD4 66280 1 Ver | CD4 66280 . 1 GI : 31387548 j LeukoN2_3_H09 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_H09_A024 3*, mRNA 
sequence . : Start : 1 : Stop : 634 

T CAACATAT AT T TGTATAAGTAGAAGAGC CT GTC TGGAT CCAGTCATACCCCATGATAGTGACAT TAAAG 
ACTGTCTTGTGGCAGAGCACAGCATCGCTTCTGTGATGCTGCCTCCAAAGCTTGAGTTTATACTGTCAGT 
GCCCCTGACTGCCTCAGGAGCTGCTAGTGTTTCTGTCCTTTATCTCCATCATGTTAACTAGTTCAAGGAT 
CCCCTATTTGGTGATTCTAGCTCACCGGGATCCTGCTGTCGTTTAGAGGAAGACAAAAGCAAAGATGGCT 
AGCGAAAACT TGAAAAT T CT AC TAGCT T CAT TCAGGCAGAGTCAGCACAAGACAGGTGGCAT AGCAAT CT 
TCAAGCCTGTCTCTGAGGTGTCAACATTGTTGATCACAGGACCCCTTCTCCAGGCAGCACTTTAACCACC 
CGTGGATTCTGTGGGGCAGAGAGAACCTTATCAGCAGAGACAGGATAAGTCAGTAATCTTCACCTTTGAG 
CCTAGGAATATTCGTATCTTCTCGTGAGCTCCTAGAATCTTTAACATGCTGCCTGTAAGCACTGTCCTCC 
CCT T TTAT GTACT T ATT CAT T TAT AT T TATCAGAATGGAC T CAGAT T T T T T T TGT TCAATGGATT AAAAT 
CTAT 

>GBEQ3081 | Acc | CD4 662 60 | Ver ! CD4 662 60 .1 GI : 31387528 | LeukoN2_3_D0 3 . bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3_D03_A024 3 1 , mRNA 
sequence . : Start : 1 : Stop : 54 8 

GATACCCATAGCCTTACTCCAAAATTTAGTACTGAGTTTTCCTCGTAAAGAGATCCCGAGTGAGTTACGG 
TTCCTTAGTAACATCCACCCCTCTGACCTCCATTAGCCCAGCGCTCTGTGTCTACCTCTGTTATGGTCGT 
TTACACGTCGTACTGAGGTGGTTTACCATCCATCTTCTCTGCTAGATGGAGTTCCTTAAGGGTGGAGGTT 
TTGTCTGTATTGCTCATTTTTTAAAAATTTTTTATTTTTCCTTCTTCTCCTCAAAGCCCCCCAGTACATA 
GTTGTGTATTCTGGTCGTGGGTCCTTCTAGTTGTGGCATGTGGGATGCCGCCTCAGCCTGCCTTTACGGC 
TGGTGCCATGTCCGCGCCCAGGATTGGAACTGGCGAAATCCAGGGCCGCCCAAGCGGAGCGCGCGAACTT 
AACCACTTGGCCACAGGCTGGCCCCTGTATTGCTCGTTTTTGTATCTTTGTGCCTAGAGTGTGTGAAAAG 
CAT T TGT TAAAT TGAAACT T T AAC AAAAT TT CT T GGAAATTAAATAAATACTATT GAT 

>GBEQ3082 | Acc | CD4 6624 8 | Ver | CD4 66248 . 1 GI : 31387516 1 LeukoN2_3_D02 ,bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_3__D02__A024 3 ? , mRNA 
sequence . : Start : 1 : Stop : 50 6 

GGGAGGTGAGTGAGGAACTTTTTTGGGGTGATCCTAAATTATGCAACATAGCCGCCTCTTCTGCCTTCAG 
GTGAGCTTGGCCGGAACTGTGGGCCCCGAGCTGCTCAGTGGGCCATGGGTATTGTTGAAACTGCCCCCAA 
GGGCATCTTTGCCTGAAGTGTCTTGAAATGGGGTAGGAGTTTCTCCTCGAGACCCTATCTCCCCGTTCAC 
CTCCCATTCGCAGAGGTCAGGACTTCGAGGGGGCAGGCAATGAGAGGGAACAGCTTGGGCCGGAGGCCGT 
GGTGCTGATGTTGGTTCTCTGTTCTCAGCGCTTTCCTTTTGCTGGATTTGACCAACCATGAGGCCACACG 
GAAGCCAAAACCAAACCTTCCTTTTTATAAATCATACTATCAAAATGGCGGACTTGTTATAATAAATAAT 
TTCCATTCCCTCCCCTTTATTTCTGTACACGTGCAGAGCCTATTTCAAAATCCACGTCAAATCACACTGT 
CCTCTGGGCATTTTAC 

>GBEQ3083 | Acc | CD466116 | Ver | CD4 66116, 1 GI : 3138738 4 | LeukoN2_2_E09 -bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_E0 9_A0 2 4 3 1 , mRNA 
sequence . : Start : 1 : Stop : 653 

CAGGGCATTCAGTGGAGAGAGAAGGGAGCTTGCTCCTTAGGTGCTCTGAAGGCCTGATTCTGGTTCTCTG 
CGTCTCGTTTGGTGGGACAGATGTGGGAGGCACTTCCAGGATGACGTGCTCAGTAGCTAAACCGCTGGTA 
CTGGGTTGGCCGTGCTGCTGTGTGAGGCCTGGGCCGCTCGGAGAAGTTCACAGTCCCTCTGCTGGCCTGC 
CTTCTGCCAGAAGACTTGCTGGAATCAACCAGGGGAGCTGTCCTGGAGGTCCCTGATCAGGGAGGGACAC 
AGAAGACATTTTCTGTGTCCTCTGAATATGACGAAGCCTCGCTGGGCTGCAGAAGCCACTGTCTTCCCTG 
CAGTGATGACAACTCTTGAATGTCTCTTGAGAGTTTTTAACTACCCTTTCAAAGCACTTAAATGTTAATC 
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TAAGGTATTCCACTGTCTGTCTGAGGTGGCTTATAAAAGGTAGGACAAAACCTCTCTTATCCAGAGTCGT 
AGAAGAACAAACCCTTTCCAAGAGAAATCGCCTTTTCTGAAACACTGAAAGGAAATCCTCCCAGTGTTAT 
AAATAGCCTATTAAAAATTTTTTTGGAATTCCTGCCTGGCAGTGCGTACCAGGCAGTGTGCACTGGTCAA 
AAAAAAAGAATAAAAGCTTTGAG 

>GBEQ308 4 | Acc | CD4 660 96 | Ver | CD4 66096 . 1 GI: 31387364 [ LeukoN2_2_C08 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_C08__A024 3 1 , mRNA 
sequence . : Start : 1 : Stop: 633 

CATAGCCAATTGTGGTAGGTTGATTGCATCAA.TGGCCTCAAGAATGGTTTCCATGTCTCCATACCCCTTC 
CCTGGAGCTTCGTAACCATTCCTGCTCTCACTATGGCTTGGCCTTGAGACTTGCTTTGGCTAATGGAATG 
TCAGCAAGTGTGACTCAGACAGAGTGTGCATTCCTTCTTGCCCGTTACACGATAAGTCTCGCTTGTTCTT 
GCACCCCTGCCTCCGCCATGAGAATGTGCCCAGGCTGAACTGCTGGAGGGATGTGAAAAATGTATGGAAG 
ACAGTTAAGTCATTCCATTATACCAGCTGAGGTTGTCCTTAATCAGCCATCTGACCAACTTGTAGCTGAC 
TACAGTCACATCCGTGAGCCCAGTCAAGATCAGCAGGCCTGCCCGGGCAACCCAGACTCAGGAGCCACAA 
TCAAGTACCATTATTTTAGGGCACAGAGTTTCAGGAGTGTTTTGTTAATGAAGTATTCTTGGTGGAAGTT 
GCTAACTGATTCAGCAACCAATGGATTGTCGATGTTTTGCATTTGACTGCAACAATTTGGAACATACAAA 
GAGGGTGATTCACATCTTCATTTCCTCTTAGCTGTCAGGATCTGTAAATCTAA?\ACGCTTGAATAAAGTC 
TTT 

>GBEQ3085 I Acc I CD46608 4 j Ver | CD4 66084 . 1 GI : 31387352 |LeukoN2J2_Hll.bl_A02 4 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_Hll_A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 721 

ACCCATTTCACACATATTTCTTATGCATTTAAA.TATGAAAAA.TTCAAAGTAGGTAGTGGCAACTCTCTCA 

GTATT T TCCAAAAATAGAGTAATCT ATCAAGAT CCAAGGCTAAATAGCT TCAATAGTT CCAGAGAACACT 

AGCTAAGT ACACATCACATAAGCAGTTC TC TTAGAGTAGCAGACAAT TAAAATGT TAT T TTTAT T TCCT T 

GTAGAGTTTCTCT GAACATC TACCTGACCAAAGCATCAT T TAGCACAAAAGACT TAGT CACCAAT GCCAT 

ATCCATAGTTTCAAAATCCAGACAGAATAATGGAAATTTATGCGTCTCCTTAATCCAGGGCTCAAAATGA 

ATCAGTGCCCTTCCCTAAGTGAATTAAGCACAGAAATCAGTTCCCTCCTCTCTACGTTCTGTCTTCTTTC 

CTCATGCACTGCTTGCCTTGGTTCATTTTTCTTCTCCATGGTCCACATATTGTTTCAAATCCTACGAAAA . 

GGGGATTGGAACCCAAACATAGCCAGTGATCCAGGCAGAGTGCTCAGAACTATATGACTACCATAAGCAT 

TTGGTTCATCTCTAGAAATGTAGCTCAGGATCTGCCTGATTCCAGCTCCACAGCCTCCACTGAAAAGCAT 

AAGCTCTCAAAGCCACATGTGGGAAAAGCACCAAGCACACTTAATAATAAAAAACTAACCCATACCCTGC 

AGGTGAGACAATCCAGTCAGC 

>GBEQ308 6 | Acc j CD4 66081 1 Ver | CD466081 . 1 GI : 3138734 9 | LeukoN2_2_D12 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__2_Dl 2_A0 2 4 3 f , mRNA 
sequence. : Start : 1 : Stop: 669 ^ 

TAT T TTTAATGAAGT T AAAT T TATAACT TCGGGGAGAAAAC AGC AATAT AAT T CAGCAAGT CAAACATAG 
CCAGGATTCCAAAAGGCATTTTGTTATGGCAAGTTAAGACTTAAAAGCAATCACCCTACACCCCTATTTG 
T T CCCAATAT TGT TACAACATATCGAAGAGGACAT TAT T AGTCAAGAC AG GG ACT GAAATAAAACTAGGG 
ATACTGTTACATTTCAGTTCGCAGTTTCAAACTTGTAATCACTCTTCTTTAGAAGAGAAAGTGTAAGTAT 
TTGGGAACAATTTTCAGATGAAAGAACCATTTTCTTTTTGAAGTACTAAATCAATGATTAACCTAAACCT 
GGTGCCCAAAAGAGGCAAATGAATTATTGCAGCTTAGTTCTTTGTTTGCACTAAAGAATGATCCCAAGAC 
AT TAAAT TCAGCGTTAT T T TAGAGT AAGAT TAAAGAACT T CCAT T GCTAGGTAAAAAGAATGCAT TGATA 
TTATCGCCATTCACAATGACCTATTTGTATGAACCAGGATTTTCAACCTTTGAAACTTTAAAACAAAGGA 
GATAAACAGGCTCATGAGTTTATGCACAAGTGTTATCCCAGTATGTTTTGGACTGGAATAAACTGAGAAG 
CACACAAGCACCCC TAATGCAT TAAAT AACATC T TGCCT 

>GBEQ3087 | Acc | CD4 66079 1 Ver [ CD4 66079 . 1 GI : 31387347 | LeukoN2_2_C03 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_2_C03__A024 3 f , mRNA 
sequence . : Start : 1 : Stop : 557 

CAGCAGCCCTTTGGTTTTTATGTGACTTGTTGAAATGTTGACAGTATGTTAGAATTCCCAAGGATTCATA 
ACAGTTTTCCAATTAACTTTGCTGAAAATGGGAATATTACAGAACAACCTTTGAATCTATCACAAAATTG 
TGTTAACTGTCTGCTTTTTGAATTGTATAAGAGGGAATATGCTTTTGCCCATTGTAAGTTTCTTTTGATG 
ATGT TT TAAAAAT TACGATAGTAAACAGT T TCTT T T TAAAAAATTAGATATTCAAAACAAAGCAGCAGAG 
T TTGACAAAT T TTAGT TTGAGT T TTGTT GCATAT T TTGGGAACATAGAACCATATT TATACGATAATAGG 
AATGACCCTCATCTTTATGCTTTTTATTCCTGCCAAAAATATAAATAACATATAAAATAGGGAATCTTAA 
GAGAATCCAAATAGGTAAGTAGTTAATTCCTTGGGTTAAGCATTTATTCCCTACAAAAACTGTTGACTCT 
TTTCTGATTCCAGTGGGGGGAATCATGTAATTAACCCCACTCTGAAGATCATGAATAAATGTACTGC 

>GBEQ3088 | Acc ICD465980 | Ver 1 CD465980. 1 GI : 31387248 ] LeukoN2_l_H03 .bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_H03_A024 3 f , mRNA 
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sequence. : Start : 1 : Stop: 4'82 

AATCTGCTGTTAGTCCTAACTGGCTAGGGAAAATGGGCTAGCAAAGGCCATCTTCTCACTACTTGGATAG 
AACTT GAGCTAT T GAAGC T TAAGCT T AT T TTGATGAAT TT AGCAGAACT AT T T T T TGAAGAT GAT GAG AC 
CTTTGAACTAAAAGCTGAAGACAAGTCTAAGATCTGTAAAATGTGATTTTTTTTCCCCTTTCTTTTGTAA 
TACTTGTGGTTGGGGAGGTGTTGTGGAAATTTAATTACAGGGGGAAAAATAAAACTCCTGTACCCTGTTT 
GCAGTGGTGGCGCACATGGGTGATTTAGTGGCAAATACATTTCCCAGCAGGCCTTTATTGATTGTACTAA 
CCTCAAAGCTGCTGGAAAGTGGGGTCCATTTGGTTGATGAGCTCTGCCATTTTGGAACCTAATCTCTACT 
CTTTAGCTCATATGCCATCTCAGGTCCTCCTCTCATTCTCCCACTCTCAGTCCAAATAAAGC 

>GBEQ3089 | Acc | CD4 65939 j Ver J CD4 65939 . 1 GI : 31387207 I LeukoN2_l__D05 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2__l_D0 5_A0 2 4 3 1 , mRNA 
sequence. : Start : 1 : Stop: 620 

AATTAATTATAACAATTAAATTTAAAAGCTTCCTGGATGGCTTTACTAGCCAATTGGGCCAAGCTGAACA 
AT T T T AATGAATGACAT GCCT AG ATCT TAAGGAAT TATCCAAAATGCAGAT AGAAGAT GTACAAGTGAGT 
TTAAGAGATCCAGAACTAGTAGTAAAATCGTCGATCTGACATGCCTCTGATGGTAGGACCCAAAGGACAA 
CCAGAGAGAATGAT GCAGAATTGAGATTTAAAAGATCATGGC TGAGAACGTTTTAGAAT T GATGGATTAC 
TCAAGTAATTAAAAATAAATTCAATAGAATGAAAAATGATGCAACAAAAACGGGGGTTGCCGGGTGACAC 
T G AACC AAG C C C T AT AAAG T C T T AGAAAAAT TAG AT GC T GAT T T T C AT AAGG T C AT GCC T T C T AAT C T GT 
ATTGACAGATGGCATCAGACTGAAGCACTGTTTGAAATTCTGTGGAGGAGGAGGCGAATTGAGTAACTCA 
TTATTTACATGCATTTTGTATCTAGCTAACTGCCAGATTCTGTTAACTCTAATCAATATTTAATGGCTGT 
CTTGATTTTCATTGCATGTAATACTATAATTAGCAAATAAAAATGTTGGACATTCCTTCC 

>GBEQ3090 | Acc j CD4 65 92 6 1 Ver | CD4 65926.1 GI: 31387194 | LeukoN2_l_G04 . bl_A024 Unstimulated 
peripheral blood leukocytes N2 Equus caballus cDNA clone LeukoN2_l_G04_A024 3', mRNA 
sequence .: Start : 1 : Stop : 551 

TAGTTGTGGCATGTGGGATGCCGCCTCAGCGTGGCTTGATGAGCGGTGCCATCTCCACGCCCAGGATTTG 
AACTGGCAAAACCCTGGGCCCTGAAGCGGAACACTTGAACTCAACCACTCGGCTATGGGGCCGGCCCCTG 
CAAATTCACTATTCTTGAATCTCCACCTCAAACTTTATTAATGAGTTAGGCTGACTCCTGCTTCCTCTTT 
CCCCTCTCTGCATCTTCTCTTGGTATAGGAACTTCTTTTACTCACGTAGTGTTCTTTTATATAAGCTTTA 
CAAGAAATTCATTCCGATCCCATTCACATTCTTACCATGAATTTTTGTTCTTTCTTAAAGAATGATTGTG 
GGCCTGTGTGTATGTGTGTAAAACTATGGGTCTTCTGTTTTCGTTTGTAAGGTTTTATCCAGAAATCCCT 
TTACACATTATGTTGCGGTGAAAAAGATTCTGTATTGGATTTGGATCTGTGTGTGTGTGTTTTTAAAGCA 
T T T GATAAAGT T T AAATGTTT T T ATACAGAGAT TT TTGT TCAT TAAAAT CAACCTGCAACA 

>GBEQ3091 | Acc 1 CD4 65870 | Ver | CD4 65870 . 1 GI : 31387138 | LeukoNl_8_C03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_C03_A023 3 f , mRNA 
sequence. : Start : 1 : Stop: 559 

AAGAAAGAACTGCTGGAAAGGGACTGGATGATGGGGAAGAGGTCTCTTGGAAGACTAGGGACATGGGGAT 
CCCTTTCATCAAATCCCTAATGAAGACTTGTTTATTTCTCTTTTTTTTGGTTTCCCTCTCTAAAAAATTT 
ATTTTTTTAAAGTGAGAGGTACCGTTTACCTAGAGTAATATGACAAGGAGATAACTCAAGATGGGGGTGC 
TGGTCATGCCAGGCAAACCAACCATGTGATTAGAGGGTTAGGACTTTGAGCCAGGAGATATCAGCCCAAC 
CTCTGGGGGGAAAAGGGAGGCTGGGGATAGATTCAACCATGTGGACAGTGGTTCAATCAATTACACCTAT 
GTGATGAAACCCCAATGAAAACTCTGGACACTGAGGCTCGGGGGAGTTCCCTGACTGGTGACACACATTG 
ATGTTCTGAAAGGGTGGGTGGCATAGTCTGAGAATATAGGAAGCTTCCCTTTGGGGGCTGGCCCAGACCT 
CATCCTATGTGTCTCTTTGTTTAGCTGGTTCTGGTTTGTATCCTTCACAATAAAATTGTAATAATGAGT • 

>GBEQ30 92 | Acc | CD4 658 65 1 Ver | CD4 658 65.1 GI : 31387 133 | LeukoNl_8_G10 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_G10_A023 3', mRNA 
sequence .: Start : 1 : Stop : 4 68 

GGAATTTAAGCCATTTTTTGTCACTTAGGTGCAAACTGTGAGAGCCCTGAGAACTCCCTGTTACTAGCTG 
ACTGCAGAACTCCTTAGCAGAGACTGGGGCTCCAGCTTTTTAACACTTTGATATCAGGAGTTTGGATTCT 
ATCTCTCTCTCTATTTTTTTACCTAACTTGTCCCAAGCCTCCCTGCCAGCCTTTGATTCCACTTCCCTTT 
TTTGTTTTAAAGTTTCACTCCTTTCCAAGTTTTGGCTGTCCTTTGTACTCAGTCATTTTTACCTCAGTGT 
TTCCCCTCACCCTCAAAGACCCCATAGAAGATAGACAATGGACAGCTTGCCCAACTGTAGGCAGAGAGCA 
GAAAAGGGGAAATACCCAT GGGAAACAGAGAATATGAAGAAAT AGAGCAGAGGAAAGCCCATATT GGAAT 
CAAGAAACATGTT T T CAATATTAAAAGT TAGCCC TCCT TGGTTT T T TT 

>GBEQ3093 | Acc | CD4 65859 | Ver | CD4 65859 . 1 GI : 31387127 | LeukoNl_8_G02 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_G02_A023 3 1 , mRNA 
sequence .: Start : 1 : Stop : 54 8 

CCTGGGGATAAAATCATTTTGTATTGTGTTTATGATTGCATTTATGATTTATTTTATCACCCGGTTTTCT 
AGAGTATTTTAACAAGGAAGCATAGAGCAAGGTTTGACCTTTATTTTCTTTATAAGCTGTGTTGGTAAAA 
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ATGTATCTCATTGGAATGATGCAATAACTACTTTGCGATGGGGTTTTACTATGCTCTTTTGTTTTCATTG 
CCTTTATAAATTAGGATATGATTTTGCTTTAATTACATGTTTTTAATTACCCAGTTATCTAGTTATCAAA 
TGAAAATGTTACTACTAATATAATTGGAGGTCATCAAATGCTTAGCTACATGCAGATTACTATTTTGTAT 
TTTAATTA7\AATGTTAGTAGTACACATTCCCTGTAGCGTCATTTGCTCAGTGTATATACTTTCAAGGTTT 
GGTCCAGTAGTATAGGAAGGTAGGATGCTCTGAAGTGAAAAATCTATAATGAAGATGTTACTCGTATTTT 
AAATACAT T TTTC CAAACCCGACAACC T T CCTGAAT TCC T T CACCCAATAAATGTATA 

>GBEQ3094 | Acc | CD4 65857 j Ver | CD4 658 57 .1 GI : 31387125 ] LeukoNl_8 JD03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_jD03_A023 3 1 , mRNA 
sequence. : Start: 1: Stop: 659 

TGCTCACAGTCTCCGGGTCAAGGAGCCGCCATCTTGGCTACAGGAAGTTCCGATGCCACGTGCTTCCCGG 
GTGCCCGCTGTGTGGCTTAGAAAGCCCTGCCCTGGTGCCCCAGCCCTGCCAGAATTGCTGTGTCTGCTGC 
CAGAGCTCTGTCCGCCCGTCTGCTGAGCCCACAGCACTCTGTCTTCCGGGACATTTGAAAGACGTTCTTT 
CAAGTGACTACAAAACCTTCCTGCCACTGGGAGCCATCAGTGGTGACACCATCAGTGCCTCCCCAGCTCT 
CCCTTTGCCGCCTGCTTGCCTGGTCCAGCTCCCTTGAGAGGGGCCGAGAATGACAGATGCTCACTTTCCA 
AGACCCCGTTAAGCTAGGAGTGGCCGTATCACCCCGTTCTGACTAACAGTGTGCTGGTCAACTCCACTTC 
TGGGGAAAATGTCGTGATCTGCAGCGTTCGCCAAGTTCCCTGGTATAAATGCTGCCACCATGGCCATTTG 
AAGGGTGGTGGTGTTTAGTAATCAGCTCACAAAATTCTAGGGAATGTAATAATCTGCTTTCCTAAGCAGA 
TACAAACCGGCTTCAGTGCACCATTGCTTAAGAAGAAGTCTGCTGGGGCTGGGGGACTCCTGAGAAATAT 
TCCTGAT TAAAAAGAGAGAGAGACACACA 

>GBEQ3095 | Acc | CD465850 | Ver | CD465850 . 1 GI : 31387118 | LeukoNl_8_Ell . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__8_Ell__A023 3', mRNA 
sequence. : Start : l:Stop: 391 

CGACTGGAAGAGGACCCACTTTCAAGTTTTTTCACATGGCTTTTGGTAGGCCTCAGTTTTTTGCTATGTG 
TCCCTTTCCACAGGGCTCCCTTATGCCATGGCAGTTGGTTTGTCCCATAGCAAGAAATTTAACAGCATAA 
AAT AAAGT AC CC C AAAC AAG C C AC AGT C C T T T T AT AAC C T AAC T C AGAAG T GAT AT T T CAT T AGT T T T T C 
CATATTTTATTCCTTAGAAGTGAGTCAAAAAGTTCAGCCCACACTCAAGGGGAGGAGATTACCCAAGGTG 
TGGATAATATGGGGTGGAGATTATTGGGGGCTGTCATTGAAGTGGCCACCCACCCCATGTTTGTTGGGTC 
AGGAGAAGCTAAAT TGAATTAT CTATATGCTAAATTAAATT 

>GBEQ3096 ( Acc | CD4 65844 | Ver | CD4 658 4 4 . 1 GI : 31387112 | LeukoNl_8_A03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_A03_A023 3 1 , mRNA 
sequence .: Start : 1 : Stop : 615 

CCCCAATTATGTCAGTGGATAGATCATCCAGACTGAAAGTCAACAAGGAAATATTGGCCTTAAATGAAAC 
AT TAGACCAAT TGGGCT TAATAGGTAT ATAGAGAGAACAT T CCAT CCAAAAGCAGT AAAATACACAT TCT 
TCTCAAGAGC AGAT GGGACAT TCTCAAAGATAGACCACATGT TGGGAAACAAAACAAGTC T CAGTAAAT T 
TAAGAATAC TGAAATCATATCAAGCAT CT T TT CCAACCACAGT GGTAACAAACTAGGAAT CAGT TTACAA 
GAAGAAAGCT GGAAAAGTCACAGATAT GT GGAAACTAAACAACATGC TAATGAACAAC TGT TGAATCAAT 
GAAGAAATAAAAGGAGAAAT CAAAAATACT T TGAAGCAAATAAAAATGAAAACACAACATATCAAAGTC T 
ATGGAAT T CAGCAGAAGTGGTAC TGAGAGGGAAT T TTATGGCAATACAGGCCCACT TGGAGAAACAAGAA 
AAATTTCAATAAACAATCTAAGATACACCTAAAGGAACTATAAAAGAGGGACATATGAAGCCCCAAATCA 
GTAGAAGGGAGGAAATAATAAAAATCAGTGGAAATAAATGAAATAGAGACTAAAA 

>GBEQ3097 ] Acc | CD4 658 43 | Ver | CD4 658 43 . 1 GI : 31387111 1 LeukoNl_8 J305 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_B05_A023 3', mRNA 
sequence . : Start : 1 : Stop : 512 

CTGGTCTAGATGCTATTTAATGGAAATTGTCAGTGGTGCCACTCGGGAATGAGGATGTGTGGTATCTGTT 
GGCAGCATCAGAAGGAAGGAGATTTTATTATGTGAGAAACAGCTGCGTGTGGCCAGTCAGGTCTGAGCTT 
TGATTCTCGTTAACCCTATTCATTGTGTTGGCAATCTTTAACATGCGGTGGGCCAATCTCTAGGGGAAAA 
TGACATACTAAAGGTAGGGATCAAGATGTAGGTAGTGGGAATTGATCCTAGGGGCTCACTTGAGCTGTCT 
TAAAGAAAACTTTATAGTAGAAGTTATAAAAACATCAATAGCGGGGCTGGCCCCGTGGCCGAGTGGTTAA 
GTTCGCGCGCTCCGCTGCAGGCGGCCCAGTGTTTCGTTGGTTCGAATCCTGGGCGTGGACATGGCACTAC 
TCATCAAACCACGCTGAGGCAGCGTCCCACATGCCACAACTAGGTGGACCCACAACGAAGAATATATGTA 
CCGGGGAGCTTTGGGAGAAAAA 

>GBEQ3098 | Acc | CD4 658 41 | Ver | CD465841 . 1 GI : 31387109 | LeukoNl_8_H02 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8__H02_A023 3", mRNA 
sequence . : Start : 1 : Stop : 67 0 

GAAACAGCCAATGAGAGACGCCGCTGCGCCCCAGCAACAGCCCCGATTTAGAAAGCTGGCGGCGTTCCAG 
GGGGTTTCGGCGTTCCGGGCGCGCGGTGGGCTGGGGGAGGCCCGGGGCCCGCGGGAGGCTGACGTCAGCG 
CGCTACGTGCGGAGCGCTCCGGCGCCCATGAAGGAGGCGAGGCCGGCTGGGGGCCGTCGCGGCTCCCGGG 
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CGGTTAGGGGCTCCCCGCTCTCCCGTGGGTGCGCAGTGGGCCGGGGCGGTTCGCTTCCGGTTGGTTTGCT 
CCCCGCCGAGGCGTGAGGCCCCCCGGGCGCCCGCCTGTCCCGCTGGGCGCTGCCCCTCGCCGGGCGCCCT 
GCTTGGCCGTACTTTCCGCTTTGAAAGTTGGCGGGGGCGGCGGCCGCCTTCGTGCCTCTCTGGAGCCGTA 
GGTTTTGTGTGCTCGTCTGGGAGAGGGACGGACTTCCTTGTCCGGACAGCCCGCGCTGGGTACTCCGCCG 
CGCTTTCGGAGTGGAAGGCAGTTTCCTCAGTGCTGTCCAGAGTGATGAAGTTCTCGAAAGAAAAGTTATC 
AGCTGAATCGAGCTTATGCTGCCCGCTTGCCATGCTGATGGACTCTCATAACATTAATTAAAACAAACGG 
GATTAAGTCGCTGAGATGATTTGAAATTAAAGTAACCTTG 

>GBEQ3099 |Acc | CD465826 | Ve-r| CD4 65826. 1 GI : 31387094 | LeukoNl_8_E09 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_8_E09_A023 3', mRNA 
sequence . : Start : 1 : Stop : 64 7 

TAAACCAATATTTTTGGATCTCATTGTTGACAGTTCCTCAACTTATTTTGTAGATTTTGACTTCACTTCA 
TGGT GGT TATGCACCAAAGT CAT TTT ATACAAAGAT TT TAAT T T TT TCCT GGAAGAGACATACAT T GAAA 
TGGCATTTCCCACTGGAGTATTTGGGTGGGGAGAATCATACCTAAAATTCATTTTTTTAACCTTAAAATG 
ATTTCTTTATTTGTCTACTCCTTGTTCAGAAGAGCAATTCAAAAGGTTCATGTTCTTATGCAAACGGCTA 
ATTAGACTGTAACAGGATATTTTAAATAGTTGACCCCCTTTGGGTATTTTGGTATAAATATTTTTGTTTG 
TTGTTTCTCCATATGTTCTTATCGGAAAATTCTTGTTTTGATCTTTCTGAAGGAAATATATATTCTTTAT 
AT AAAGAAGCAAT TAAAAAGTAAT TGT GAAGT TAAAT CAAAAAAATAAT TGT CAAAGACTAAAATGACAA 
GGAAAT GTACGTTATGAATGCTGTTGACAAT T TATGAGAGTACAT GAAT T CAT AT TACTGT TACAAGATA 
T CAT TGAGT GCAAAAAAGACCAAAACCT CAATAAAATT TGAGGCAAACATAATAAGTGT TAT TAT GT AAT 
T G AAAT AAAAAC AT T T G 

>GBEQ3100 |Acc|CD4 657 67 | Ver | CD4 65767 . 1 GI : 31387035 | LeukoNl_7_D0 9 ,bl_A02 3 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_D0 9_A023 3», mRNA 
sequence . : Start : 1 : St op : 4 9 6 

T GCAAAGAT GTGAGCAGAAT ATT T TAAAAAAT AATATT T T TATGT T T CGTGGT T C TAGAATAGAAGGCAG 
AAATGCAGTAAATACTATTTGTTGTTTGTTTTACTACTTCAAGCTTCATTTTTCACATTTTCAAGTTTAT 
TAGGTTAAAAAAAAAGGCAGCCTTGGAAGGCAGCTACTATGGAAAATTGCAGTTTGCATTAAAGATAAAA 
TAGTATTTTCAGCTCCATTAAAAACCATTCCTGCTGAAACTGCTGTAGAAATTGTGAAGCTGCATGAGTG 
GAGAGTATTGAATCTGTGATTATAGTAGTTTTCTCAGGTTTGTTGATCTCGATGTTCAATGCACTGTGTT 
TTATAAATAGTTATTAAAGTTGAGTGATACCCAATTCTATGCAGTGTTATGTGTCATTGGCCTTTTGTGA 
ATGTGCATGTTTTAAACTACGAATTTTACACATTTTGTCCTCTAATTGTTATTAAAAACGAAATAAACTT 
T AC CAT 

>GBEQ3101 |Acc)CD4 6574 6|Ver |CD4 6574 6.1 GI : 31387014 | LeukoNl_7_E08 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoN 1_7_E0 8_A0 2 3 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 67 

AGAACAAT TAGAGGCAATT AAGATAGCATTAAACTTCTAATGGAAAGT TGGCAT T T TC T GTT TAT TAGGA 
TTAGCTATCAGCTACTGAAGTTTCTGGGGGTAGAACTTAACTAAAGCTTCCAACATCCGTGATACACGTT 
GTTTTGAACTTGTGATGAAATTTCGCTGGACCTTTTTTCATTGAGGTGACAGAGGCGTCCCTGCAACCTG 
CCTGAAAGCTGGTTCACTGCTGGTTCCAATGTAACCATCCTCGCTAGTTATGAAGCAGTTTGACATCTGA 
GTTCAAGCTTCTCGCTAGTTTTCTGATTTATAAGTACTAATTTCTTGGAAAACTTGACAATTTCCGAACA 
GTAAAAAATTCAGTATTCTGTTACCCCACTATACAGAGATAACTGCAGTTAAATGTTTGGTGCATTTTCT 
TCCAGTTTTTTTCAATGTATAAATATTAAAATTATTTCATAGTTGAG 

>GBEQ3102 |Acc|CD4 65735] Ver | CD4 65735 . 1 GI : 31387003 | LeukoNl_7_Dll .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7__Dll_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 371 

GCCCGTGCCAGTTCTCTGTGGACCCCTGAGGAGCTGGAGCTGGAGAACAGCTGGGCC^CCTCATTTATGA 
CATCTCTTCCAAGGAACACACAGCACTGAAACCGAGGCTCATTTTCTTCATGTTCCCGCAGGGCCTTATT 
GAGCGCCTCCCTCCTTCCAGCTCCGGGAGGGGGCTCCCCATACCTGTACCCTCCCCAACCCCTTTGAGGG 
GCACCCACAGTCTGTGCCCGGGAGGCTGGGCAGAGAGCTCGGACCCAGCCAGGAGGGCAGCAACTGCACA 
GGCTCCCCACCCCGGGCGCTGTGGCCCCAGCCTGTTCCAGAACTTAGAGAGTGCGCCTCTGGAAAAGCAG 
CC GT G T GGGAAAAT AAAGGC T 

>GBEQ3103 | Acc | CD4 65724 | Ver i CD4 65724 .1 GI : 31386992 | LeukoNl__7_E05 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_E05_A023 3 1 , mRNA 
sequence, : Start : 1 : Stop: 506 

AGTCCTGGCCCAGGGGCTGCTTGAGTCTGCGATTCTCAAACACTTTGGTTTCAGGATATCCATACCGTCT 
TACACCTTAGCGAGGGCCCCGAGGGTAATTTTGTTTATCTTGGTTATATCTATCCGTATTTACCATACTA 
AGAACCAAAATTTTTTTAATACTTTTATTAATTTCTTTAGAATAACATTCTTAAGCCCTTGTAAGTTAAC 
AAAAACGT T T TTATGAAACATAACTAT T TCCCAAAATAGACAAGGTAATAAGAGT GGATCT TTTTACATT 
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CTACCTTTTTGCAAGTCTCTTTCCTGTCTGTCTCATGAGAAGACCACTGGATTTTCATATTTGTTCTGCA 
TTTAATCTGTTAGTTTGGTTGAAGTATAAGAAAAAAAGTACAGCCTCACGCAAATATGTAGCGGTAGTAT 
TTTTAATAACTTTTTCAGATAATTGTGAATATTCCACTCTGATACTAAAATAAAACTACACAAGTAGTAG 
TTTCTCAATGTTTATT 

>GBEQ3104 | Acc | CD4 65716 ) Ver 1 CD4 6571 6 .1 GI : 31386984 | LeukoNl_7J302 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_7_D02_A023 3", mRNA 
sequence . : Start : 1 : Stop : 4 63 

GATCCTGATCATTTTCTCGCGTTGTATTTCTGAAGGACATTGAAATCCTAGACAATGGAATGTGCCGTGC 
TCTGGAGTGTCTCGCAGTGTCTACACAAGTAGGCAGAGAAACTTAGCTATGGCGATGAGTCAGCTTGAGT 
TTCTACCTGTGATAACCCAAGTGGGTGACACTTGAACTTTCTCCTCTAGTCTGCAGTTTGATAAAGAAGG 
TTCTTGGATTCTATTGAGCAGCTTGGAATTTGCTACTTAAATAGTGCAATTTGCACTTCCACACTTTGTT 
TTTAGCACACTTAAATCAGAAGGCAAAAATATTTCTTGGTTCTAGGAAGCCGTGCACCCGGGCTATCCCT 
GGGGTTAGGTGGCGGAACACAGTCTGTAAGAAGAGCACTCGAAAATTGGAGCTGATGAAGGTATCCTGTG 
CCCCTCATGGATGAGACAAAAATAAAGTTTTTGAAGTTGAGAC 

>GBEQ3105 |Acc|CD465654 1 Ver |CD4 65654.1 GI : 3138 6922 | LeukoNl_6_A12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_A12_A023 3 1 , mRNA 
sequence. : Start: l:Stop: 664 

AAAGAAAAGGAAGCAT GAAGAT TACCAAGTATGCCAAGGAAATGGGT GCAT T T TAGCT GT AGAAATGTGT 
GCTGGTTGATACATCTGTCTGGTACTTTAATTATAACTTGATGTTGCAAGAGTCCATCATATATGGTCAG 
TATGCAAGACATTGACTTAATGTCAAGAAAATGCTTAATAGGGTTGACTCGGTTTTTTTAAGAAAGCTGT 
TTCTTGAGCTGTTGACTATAGATGAATGTTTACCCAAATTTAAAATGTTATTTAGATAATGATGTGTCAG 
TGTATGCTCATCAGTTGTAACAAATAGAGCACCCTGGTGGGGGATATTGATAAAGGGGGAGGTTATTCCA 
TGTGTGGAGGCAGTGGGTATGTTAGAAGTCTCGGGGCTGGACACGTGGCCGAGTGGTTAAGTTCCCGCGC 
TCTGCTGCAGGCGGCCCAGTGTTTCGTTGGTTCGAATCCTGGGCGCGGACGTGGCACTGCTCATCAAACC 
ACGCTGAGGCAGCGTCCCACATGCCACAACTAGAAGGACCCACAACAAAGAATGTACAACTCTGTACCTG 
GGGGC'TTTGGGGAGAAAAAGGGAAAAAAAAAAGAAATCTCATCTTCCTCGAAGTTTTGTTGTGAACCTAA 
AACTGCTCTAAAAAATAAAGTCTGTTTTTAAAAA 

>GBEQ3106 1 Acc ) CD4 65653 | Ver | CD4 65653.1 GI : 3138 6921 | LeukoNl__6_A05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__6_A05_A023 3', mRNA 
sequence . : Start : 1 : Stop : 615 

AATGATGTAAAGTATTATGAACTCAAATTAAAAAAAAAATTTAAAAACCCAAAAAGTCTCTTTCTTTTTG 
GGTATTTGTTTTGTTTAGAATAGACATGTCCAAGCCACACCTCAGATCTACTGGAATCTAGAAGTGCTGC 
CCCCAGAATTTTGAAATAAAGCTCCACAAACGCTTGTGATGTGCCCCTGGGAAGACTGCAGCAGGCAGCC 
GAGAGGTTGCTGGGGCCCTCGTGCAGGCTCACAGGAGCCCATTTCCTGAACGTGCACATCTCTTCCCAAC 
CTCTCTTTCAGTGATTTCACGCTGGTAGCTGGAAATCACTGTGGGGGGAATATTTACACCAGGGAAATGG 
GCTACACATCAGCAGCCTCCCTCTCCACATTCCTACCCCGACCCAGAGCCAGTTCACCAGCAACCACTAG 
AAACGGAAAACCAGAGCTCTGGATTTCATTTAATTTTTGTTTTATTATACTTCTTTTACCTACTATTGTT 
TTCCATACTTAAACTTTTTTTTTAAATAAAAAGGGAAATCAAAAAGTTAAATGTATCTAATTTTAGTTGT 
TCTTAACTAT T TTAAAAAGT T GTAT TACATAAATAAAAATAGCTACTAATTAACA 

>GBEQ3107 | Acc | CD4 65644 ) Ver | CD4 6564 4 . 1 GI : 3138 6912 | LeukoNl_6_HlO . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA .clone LeukoNl_6_H10_A023 3', mRNA 
sequence. : Start : l:Stop: 609 

ATTTGGCTTCTCAGTGTTCTG2\ACAAGCAATCGCCTACTCTTGCTCCTCCTCAATCATTTTTCCAGTGAG 
CTCCAAGCAAGTGCAGTCTCCATTATATATGAGGGGGTAACAGTTAAAGCATAGGTGCATGCACAACCTA 
AGTCTGCTAAATAACGGGAAGCAAAAAACAGCAAAGACAAAAGAGGGAAAAGGAAAGTTAGCGCATTACA 
AT TTCC TAATGACAACAAGAAAGAGCAAAGTGTACCCCTACATAGTT TGAATGAACT TAT T T TCCAAG AA 
TAACTGAAGGCTTACCAAGCTTACCACAATAATTGTTCAAGTCTAAAGGATCAATCAGTGGAAATCTAAC 
T TCAT TAAGAGATATAT TAGGT TAT AAACT GAAAT TAAAGAGTGGAGAGAGGAAGAAAAAAGTCCAT T TC 
TGAAGACAATTCTCTCTGTAGCTGCTCAAGTAAAACAAAACGTAATACTGCTTTCTATTAGCGAGGTGAA 
TATCACTTTAGAGGCTGTCCTGATCTGAGCTCAGTAACTTAAAACAATCTTTTTGTATTAGTTTTTACTT 
GTGTAAGTAATAACGAACACATT TATTAT TAAAAAT TTAAAT ATTACAA 

>GBEQ3108 | Acc | CD4 65631 1 Ver | CD4 65 631 .1 GI : 31386899 | LeukoNl_6_H09 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_6_H0 9_A023 3 ? 7 mRNA 
sequence. : Start: 1: Stop: 541 

CTCACTTCTACCTCCCCCCTCCGATGAAATGTTTCTCAGGTTCTGCTTGAGTAAATGGGATCACGCCTCC 
CATCTCCCCCACCTTCTGCAGGAAAAATCCTGCAGTGGCTTCCTGCTGGTGTGTTGCCTCCCACCCCNTC 
CCCTACTCCAGGGATCTAAGTTGATTCCAGTCACAGACCAGGTGCTCCTTACCCCCAGGGCCTTTGCGCC 
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TCCTTCTGTGAA.GTCTTAACTGCCCTTTTACCCGTCTCTGCCCACTCCTCCTGCAGATCTCCTTACACCA 
GTTCTCCTACTTATTCCATCTGAGAGTACTTTTCCTTCATACCACTTCCCAGTGTAACCCACTGTCTCTT 
CCATCACACCCCTAGCATGTAAGCTGACAGGAGGAACTCACTATTCTGTGTTTCGCTATTATGTTCCCAG 
CACCTAGCATGTTTAGTAAATGTTTGTTGAATAAATGCATAAACTTCTTATCTTTTGAGACTAGTTCCAG 
C T C AT AAT GC C T C T T AG AT AT AAT AAAT T T GAAT AT T C T AC T T T T AC C AAA 

>GBEQ310 9 ! Acc | CD4 65531 1 Ver | CD4 65531.1 GI : 3138 67 99 | LeukoNl_5_H08 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5__H08_A023 3'/ mRNA 
sequence Start : 1 : Stop : 691 

CTCCTTCCCCCAAAAGCTCAGAACCAAGTTCATGCTATGGTGTGAATGACTACCCTTGGCTTGGTATTAC 
AAACTCTAGTTATATTTGTATATGAAAAGAGGGCTAATGCTTAAGAGGCCAAATGGATGAGTGGAGGAAT 
TTTAGGAGCTGTGTGGAAGGGGGCCAAGGCGGAACTTTCCTGGCCCTGGGAGTGAGTGTGGGGGTGTGGT 
TAAATGAAGGAAGATGGAGGTTGTTCTCAGGGGTCTGGGACCAGGCTAAGGACTGGGGTTTGGGACTTAT 
CTGCACCTCCTTGGGGACAACATATTCCCCAGGTAAAGGAAATAAGCTGTACATGTGCTTGTTCCTTTCT 
GAGCCTGGTGCAAGTCAGTGGGGTGGTTATTGCTGTGTGACCCTGAGGAGACCATCTAATCTCTCTGAGC 
* CTCCTCTGAGAATGAGAATACCCACCTTACAGGGTTGCTGTGGGCTCGGGTCCAAGGCACAGGGAATGAC 
TTTGCCAGCCCTAAAAGTCAGCGTCTTCCAAGACCTGCGTCCCCCTGGAGGCCAGCACCACCTGCCTACC 
ATGGGTGCTGGAAATGACCTGCCTGCTGCCCGCACACAGGCCCTCAAGCATCCCACGGTCCCCCTCCCCT 
CCTGTCTTGCGCTTGCCCCACAGGCCTCCTTCTGGAAAATAAATCCTCTGCAACAGGGAAA 

>GBEQ3110 | Acc | CD4 65523 | Ver | CD4 65523.1 GI : 313 8 67 91 1 LeukoNl_5_E01 . bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_E01__A023 3", mRNA 
sequence .: Start : 1 : Stop : 502 

CCCCCACTCTGGGGTCAGCTTTAGTTACCAGGATCTACAOTGTCAGCAAGCACCCAAAAATTGTCCCCCT 
GGTAATAGTGACCCTCTCAGATACAGTTCTTCCTTTTTTTTCTGACTCTTTTAACCAATGGTTGTAACTG 
CTTGGGATATGTATTCTCGCACATATATTTCTTTCTTTCTAGACAGTGCAGACGCCAGGAAGTTGTGGAG 
CGGGGGTGCATCCTATTGTCAATGAGATGTTCTCACTCCGAAGTCATAGAATCCTGGCATACCAATGCTA 
GAAGAAGCTTCTAGAGGTCATCTGGCAACTGCTTTTAAAGAATCCGTTCACTATATAAAAGACTAACCAG 
ATCCATTCTTCCATTGACGGTCCCCACGGCTCCCTCCCTTGTTTCTTCAACCCCTCTTGAAATCAAGACC 
GCCAAGTTCTTTTTGTAAAGTCTCGCCTTGCTGAGCTCTCACTCCGTGAGTGTACCTTAATTAAAAAGAG 
TTGCTTTCATCC 

>GBEQ3111 | Acc | CD4 65521 1 Ver | CD4 65521 .1 GI : 3138 6789 | LeukoNl_5_Cll . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__5_Cll_A023 3 f , mRNA 
sequence .: Start : 1 : Stop : 671 

AGGTCAAGGCACAGTCCAGCCCACCTAGCTTGACAAGGACTCACAGCAAATGTGTTTTCATAGCCCCTAA 
ACAGAGGCTCCTCAAATCTAGAAAAACTCAGTAAATCCTGCCTCTCCTTTCAATCAATCCAGCAATCTGA 
GCGCTTCTCAGGACTGTACTACCAGCACCTCGGTCCAAGCCAGCATCATGTCTCACTTGGGTTACTGCAG 
TAGCTCCCTGACGGGTCTCCCTACACTCACCCTGCCACCCTACAGTCGATTCTCACCACACCGGCCAAAG 
TGATCTTTTTAAGATGTGTGTTGTCTCTTTCCCTTCCTTGCTCAAAGCCATGCCAGAGCTCCCCCTTGCA 
ATTAAGAGGAAAGCTAAGACCTTTGGAACGTTCTACTAGGCGCTACATGATCTTGCTCCTCACTGCCTCT 
CTGACCTCATCTCCTGCTCTTCCTTGCTTCCTTTAACACACGAATTCTACTTCTGCCTAGGGCTTATGCT 
ATTTCCTGTTTCTGGAAGGTTCTTTCTTACAGATATCTACATCGTACTTCATTATGATCTTTCCTCAAGT 
GTCACCTTATCAGTGAGGTCTCCTTGATCCTTTAGTATAAGCCCAGTCTCCCACCATCCCCTAATCCCCT 
TGTTTAATTGTTTAATTGACAATTGTTTAATAAACAATCTC 

>GBEQ3112 |Acc|CD4 654 92 1 Ver ICD4654 92.1 GI : 3138 67 60 | LeukoNl_5_All .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_5_All_A023 3 1 , mRNA 
sequence Start : 1 : Stop : 3 92 

GGCTCCTTTAGGCAGGGGGGTTTTAAGCAGTACCTCAAGTTGGTTTTCCAGAGGGCTTTGCAGGACACTC 
CTGAGGCGGAGGAGGGTGACGGAAGCACTCCTCAGGAAACCCTGGACATGTCCACTAGCAAGTTGGAGCA 
GTGATGAAGAGCCCCTGCTGTGGTCGGTCAGTAGTGACTGCGAGAGTCAACGCTGCCCTGCCAGACCTGG 
CAATTACCCCCTTTTTTTTGAGCCTCATGCCTTTAAAATCCCGGGGATTCCCCAGTGTTTTCAGACAGAT 
TGTTTTTAGTCCAGCTTTTTTAGTTTTTTTCAGAGAAAGCATTAGTTTGAAAGCTGTACCTTTCCATCTT 
TTTTGACGTTACCAATAAATTTTTCATGTTTTCTTCCTCTGG 

>GBEQ3113 | Acc | CD4 65425 | Ver | CD465425 .1 GI : 3138 6693 | LeukoNl_4_D06 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__4_D06_A023 3*, mRNA 
sequence Start : 1 : Stop : 669 

GATAGTTTTTAAGTCATTGGGGTCACTAAGAGTCATATGATGGTCACCCCTTCCTAAAATTCATTATAGA 
TGGAAT TAGT GAGATTAGGCAGAT T TAGCGAAAAATAAZ^AAAAAAACTCATTGTAGCATAT T T TAATAAG 
TGAATACCAAATACATAGAGTAATATATATAGGT T TGAGAAGAAACATAAT AGTCT GTGGGGGCCAT TAT 
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GATAATGGAGTTGCATTATATATTACACATTGTATGGATGTTGGAATGTATCACTTTGGGGGAGTCTCCC 
TTCATTAGCAATCATGTCTGTATGTAAAACTTTGGGGTTGTTTGTGTTTTGTTTTGTTTTTTTACCAAAC 
TAGCATTTCATTTTGTGAGTGACAATTGACTGATACTTTTGAATAAGTGTTATCTGGGCTTTTGAATTGT 
TGACTGATCAGTTTGAAAAGGTATGTTAGAATTTTAGAGTTAACTCAAATGTGAAAAGTGTACACAAAAA 
GTAATTTTTGTTTTCTAGCTATATCAATGTAAAAAACTTGCAGATAGTGTATATATTGTGTAACATATGT 
ATATTTGGTCATAAAGGCAGAGAATTAGAAACATTGTAAAATTAAGCACTTTAATTCCTATTAAATATTA 
AAC AT T T G TAT C T T G T AAAT AAAT AC AT CC T T AAAG AAA 

>GBEQ3114 |Acc|CD465417 iVer 1CD4 65417 . 1 GI : 31386685 | LeukoNl_4_Fll .bl_A02 3 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_Fll_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop : 810 

AGTTATAAGAACAGAGAGTGAAGAGTCCTTTTTCAATTGAAACCTATGTAGTAGTTATGTAGAATGTAGT 
TATATTAAAAAATGAATAAATAGTCTTAACGTTTGTGAAAGAACTCTCTAGAAATATCGTTTGGTAGTGT 
CTGTTAGTTCCCAGGACTAATTTTATGTCCAGTGTCATGTTATCAGAGCGGTCGCTCTGTTTTGTTTTTA 
AGCTATTTAGTAGAACTAATTATGTATATATTTTTTAAGACAGACTTCATTTCCTTGCTAGCAAATAACC 
AGAGGAAAAATGGTCAGTTGTCTGAATGATGCTAAATATGTTTATTTTCCTAAAGATAAATGTCATCCAC 
AT TTT CCAGT T TT CAT TCAATATGT TAATGGAGTCCTAAAATAAAAAT CCAAGGGAT T TCT TCAGTAAAA 
TAGAATGTGATTTCATCCTGCAAGGGTGAAGAACGTCCTTTCGATGACATCAGTTAAGCAGTGAAGTGTG 
TTCCCATGGGGGTCATGGTGAGCCCTGTGGACTTTCCATTCATTATGGATGAGACTTTGAAGACTCACCT 
TTCACTGAGGCTGCTCTGTCCTAATTTCTGGAATGGACATTTTATAACAGCAGTCTGGTCTCATTTTTTA 
ATCTGCAGTAATTGAACAAGGCATAGAATCATCTATAGCATAGGTATCTCTTACGATGTTTACGAAGTAC 
ATTTGAGAGCCTGATTCATTTTGGAAAACAAAAACAAAAAATGACTTCTACAACTGTTCTGCAGTCTGTA 
T T CAAAAACAATAAATTCT TTATTAAAAT T TAAAGCCAGG 

>GBEQ3115 | AccjCD4 654 04 j Ver | CD465404 . 1 GI : 3138 6672 1 LeukoNl_4_E02 . bl_A02 3 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_4_E02__A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 58 4 

ACATCGCTGTACAGGTTATTCTACTTCAAAGGAAGCCTTTCCATATTGTTGTACATAAGCTAGCACCAAT 
TTTATATATAAAGAAAAGGTTGTATCGTCCTTAGGAAGACAAGAGGTATTTTCTTTTATTAACAACCTTA 
TTGAAGTTTAATTTCATATAACAAACTGAACATATTTAAAGTGTACAATT.GTTGTTTCCTCATATGTAAA 
CGT GT T CCCT T GAAAT CACCATCACAATTAAGCTAGTGAACAT AT CCAT CAT CCCCCCAGAT TT CATCAT 
GCTCCTCCCTAGTGGCTTCTCCCCAGACAACCACCAACCTGATTTAGTTTGCATTTTGTAGTATTTTATA 
TAAATGGAATCATACAGAATGCCTTATTTACTTTTGGTCTAGTTTCTTTCACTTACATGATCATTTTGAA 
ATTCATATATCTTGTTGCTTGCGTCAATTTTTCAGTCTTCTTAAATGTTGAGTATTGTTTCTTTGTACGG 
GTATACCACAATTTGTTTGTTCATTTACCTGTTGATGACATTTGGGTCGTTTTCAGTTTTTGGCTCTTAC 
AAAT AAAGCT GGT AGAACAT CAAA 

>GBEQ311 6 | Acc | CD4 65333 | Ver | CD4 65333.1 GI : 3138 6601 I LeukoNl_3_F12 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3__F12__A023 3 1 , mRNA 
sequence . : Start : 1 : Stop : 530 

TCCTGAGCATGAGCTGTGGCCGCCGCAAGTCCCCGGCACCGTCGCCCAAGGCCTCGGCCGGTCCCAGCAG 
CCCTGAGACCCGGCGCTGCCAGAGGAAGCGCTGTCGACGGACCTAACTTATCTTCCGTGGAAACTGCCTT 
CCGCAGCCGCAACCAGAGCCGGGCAGAGTCGTCTCGGCCCCTGCCTCCAGGCAACAGGAGAGGGAGGAGT 
GGAGCTGAGCTGTCTTCGCTGTTCCTCTGCCGCCGAGGCTGGGACAGGCCCTGTGACCCAGAGACCAAGG 
CTGTCCAGTCCATCTGCTTCCTGGGACAGGTGCAGGGCCTCCTGGGCACAGCGCTCTGGCTCTTGGGGAC 
TCAGACTGCGGGCCCGGGCAGCTGGGCCCAGAGGCTGTGCGCTGCCGCCGAGGAGGACGGCCTCGCCGGA 
GGCCAGCTTTTCCGTCGCTGGCAGCCTCGGGTCTTTCTTAACTTGCTTTGCATGTTGTCAGCTGCCGTTC 
CTCCCTCCGAGACTGAAGTGACGGTAATAAACTCGGTTTG 

>GBEQ3117 | Acc | CD4 65327 I Ver | CD4 65327 .1 GI : 31386595 | LeukoNl_3__H09 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3_H0 9_A023 3 f , mRNA 
sequence . : Start : 1 : S t op : 5 4 1 

TTT CAACAT ACAGGATCT T T TACACTGACAATCAGAATAAACTAGTGAGAATTCT T CAAACAAAAGTTGG 
AT TTAAATGATAT T TGAAAGAAATATGGAAGGAAGCCT TAAGAAAAAATGGAGAATTAGCC AT T GAAAT T 
TGATTCTTTTGAATTTTCCTGGGACAAGCAACAACGTTTTTATATCAGTATGTTGTGCATGGTGGTTTTC 
AGGAATGGCAGGAAGGAAAGCATATAGGTAAAGTGAACAAAGTGTAGAGAACCACCATCTAGGAATGAGG 
AGGCTCTCTTTGCAACTTTTTACACTTCTCAGATTATCTTCAATCATGATCCTGGTTTAGGATAAAAGTT 
AGCAGGATGTTATGATAAT T T TGGAAT CTAAAT TAAATAAAT T AATTAACAAAACATACCTAAAGGAATG 
GTACGAT TTAT TGCAGACT T GGAAACAAGACCCACACTTAACAGTTCACACT TCTCCTAGATATAGTAAA 
ATGATTGGCATGCACTTTTGCTTGTAAAATAAAATAGTATGAATTTCTGTT 

>GBEQ3118 | Acc I CD4 65300 ) Ver 1 CD4 65300 . 1 GI : 31386568 | LeukoNl_3_Gll .bl_A023 Unstimulated 
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peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_3_Gll__A023 3 1 , mRNA 
sequence. : Start: 1 : Stop: 628 

CC AAAT AG AAC T T GT AAAGAC C AG AAT TTTCTTTGTTT T AC C T T T AT AAT C GAAAG AAT C AG T T T AAG G G 
ATTGAAAACCTTGGAATAAAGAAAGAGGTAAATGAAAAGCTAGTGGTTCATCACTCATCGTGCCAGATGC 
TGGGGATGCCTGAAGGGCAAAACACAGTACCTGCCCTTTAGGGGCTTAAAATTTAGTCTTAAGAGACCCC 
ATTTATTAGCATTCCACTGCCTTTAACTTGCAGCAACTTTAAATGGTAAAATTCAAGGTTGCTATTCAGA 
GAAGGCAAAATTCTCTTTGGTAAAGAGCATTTGGACCACTTTCATTCTAAGACGGTATGTTTTGCGACGA 
GCCAGCAGAAGAAT TAAAT T CACATGAAAATGT TGGCAGAGAT GAAAT GCT TT TAAAAAAGAT TC T AAAC 
TTAAACCTATCTGATGCTGCCTGCTATCTAAAATAAACAAAGGGAAAAGCTGAAAAGAAAGCTTGGTTTG 
GCTTCTGATATTTTATTTTTAGGTTTTCAAGTTGTTATGCTGCCATCAGAAGTACTGTACTCATTACTCT 
CACATTTCTTTTCGAAATGAGAGATGGTGTCTAAAAACTGGGCAATTTATAATAAATCTTAATAGTTA 

>GBEQ3119 | Acc | CD4 65182 | Ver | CD4 65182 .1 GI : 3138 6450 | LeukoNl_2_E06 ,bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_E06_A023 3', mRNA 
sequence .: Start : 1 : Stop : 4 55 

GGTGCTGTTGCTTGCTATGTATGAAGAGAAATGTGTCAAACAAGTTTAGTGTGTTCTGAAGAAGGGTGTG 
AACAACAGTGTTCATGGGCTTTTAGAATGCTTTTCACTTTCAGTCCTTGTAACTCAGCTGTTCAGTACCT 
AAAACAAATTCAAATAATATGAACATTATCTCCTACTAGAAGTAACGTTTTCAAGTTTTCATGGCACATT 
ATGATTGTAAATGTCTCTCAGTTTTAACAGTAAGTCTGTAGGAGTCCCGTGAAGATTCCTGAAATGTCTG 
TAGTAACT GT TAGT CAT GT T GAATAAGT GTAGTATGAACAAAGTATTT TAT TGCACAGGGT TAACAAACA 
GTATGGTGCCTGCCAAGGCTACCGCTGTTTTATTACAACATTACCTCTTGTTTTTATAAAATGTACCAAG 
ATT TAAAT TGATAACT T TAT T TTACATGTAAAAAA 

>GBEQ3120 | Acc | CD4 65180 | Ver [ CD4 65180 . 1 GI : 31386448 | LeukoNl_2_B08 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_B08_A023 3\ mRNA 
sequence. : Start: 1 : Stop: 200 

ATCCATGCATATACCCAGGATGTGGATTAGGCCGTTGAACTTGGCACAGTAGCTCCTCTAGCTTTTTGAG 
ATGATGCTCTCACATTCCTGGGGCCTCAGTTTTGAGTCCTCTGAAGCACTAGATCCCACACAAGGTCCAG 
CCCAATGTCT C TTGTACT T T TATACT GTCATAT TT TGAGAATAAAGAGAAAGAT GAAAGA 

>GBEQ3121 | Acc | CD4 65167 | Ver | CD465167 .1 GI : 3138 6435 | LeukoNl_2_B02 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__2_B02_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop: 457 

TTGCCTAAAACAACATCTCAGAGATTTTCTCTGGTTTTCTTTTTTTTTTTTCTTTTTGGGTGAGGAAGAC 
TCACTCTGAGCTAACATCTGTACCAATCTTCCTCTATTTTGTATGTGGGCTGCTGCCACAGCATGGCTTG 
ACAAGTGGTGTAGGTCTGTGCCAAGGATCTGAACCCAGGCCACCAAAGTAGAGCGCATCGGATGTAACTA 
CTATGCCATGGGACCAGCCACCTCTCTTGTGTTTTCTTCTAGAAGTTTTATAGTTTTAGGTTTCACATTT 
ACTTAATGATCCATTTTGAATTAAGTTTGTAGAGATGGTGAGGTATGGACCAAGTTCATTATTTTATTAA 
TACAAATATCCAATTGTTCCAATACTATTTGTTGAAAAATTATCCTTTCTTTATTGAATTGTGTTTGTAC 
TTTTGTAGAAAATCAATAAATTGTATGTATGTGGCTT 

>GBEQ3122 | Acc | CD4 65165 | Ver | CD465165 .1 GI : 31386433 | LeukoNl_2_D0 6 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__2_D06_A023 3', mRNA 
sequence . : Start : 1 : Stop : 510 

CTGTTGGCAGGAGGCAAGCTT71AAGCTTCCCCTGGAAACTCTCACATCTGAGAACAGGAATCCACACGTA 
AACCCTCCCCTGTGATGGGATCTGGCAGAAACTGAGGCCAATAGATGTTTGTCTCCCCTACTAGATTATG 
AGTTCTTGAAGGCAGAGTGACCTCCTGAGCGTCTCAGTGTCCACAGGGCCCAGCGCAGGGAAGGAACCAG 
ACCTAAACAAAGCTAAACAAAGTTGTGTTGAATTGAATCAGAGAGAGGAGAGGAATGGGGCTGCTGTGCC 
GCAAAGTGGGTAGGAAGGAAGCCAACCCCCGTCAGCCTTGCAGGGGTAAGAAGTGAAAATACGTCATTTT 
GTTGGAATCCATGCAATGTATGTTCCACATGAGTATATATTTATTTTTGCCTTTCTAGACTCAGGAGTAT 
GCTTCCTCCACTTCAAAACTCACAGTACCTTTTTGTAGACTATTGTATGTCGATTGTTAACTGTTCCAAG 
TAGCACACAT TAAAT ATGCT 

>GBEQ3123 | Acc | CD4 65156 | Ver [ CD4 65156 . 1 GI : 31386424 | LeukoNl_2_D01 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_D0 1_A0 2 3 3% mRNA 
sequence. : Start : 1 : Stop: 516 

CAGCAGCACCAGCGCGGGCAGCGCCAGCAGCCTGGGCAGCGGCGGCGGCGGCGGCTCCTCGGAGCTGCTC 

CCTGCGCCCCAGCCCACCCTCAGCAGCGCTCCCAAAAGCCCCGAGCCCGCCCAGGCGCCGCTCGGCGGCC 

TATAGACTGCACGAGGGTGGAGAGGACCCGGGGGCCCCGCGGGCAGCCTCCCAGCCCTCCAGCGCGGGCT 

GGATTCGGTGCCTACTTTCTGCTGGCGGCGGGGCCAGGGCCGGAGACGCAGCGGCGGAGCCTCCTTCCCT 

GCGTTCACATCTGGGCCCTCGCAGCCCCGGGCTGGAGCAGCCCACTCTGCACAGAGCCCGGGGGAGTCTC. 

AGTGGCCCCGCGAAGGCTCGCAGCCCCAGCCGCGCACTTCTCCCCGGATACGAGCAGCTCACACTGTGAA 
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GCATTTGAACAGTTGCTCCCCGCCCTAGGGGTCGTGGCGCAAAGACGCGTTGCACTTAGGACGCCACAGA 
CTTGTAAATAAAGTGTTTACTACGGT 

>GBEQ3124 | Acc j CD4 65147 | Ver | CD4 65147.1 GI : 31386415 | LeukoNl_2_Ell .bl_A0 23 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_Ell_A023 3 1 , mRNA 
sequence. : Start : 1 : Stop : 556 

CAGCTTTATCCAATTTGAAGGAGAGTCCTTTATTTGGAGATTATTTCCTTTTTGCAAAGGGGTGGGGATC 

AAAATATTCCTGTGTTTGTGAAGTGATAGTGAAGGGAGGTTCCCTTGTTAGTGTCCATTCTTGTTTTTGT 

AATACCCTAACCGGTAAAAATGAACAGTTAGTGTACTATGTTTGTCCCTTATTCTTTTCTCTGAAACGTT 

CCTGTAAGTCTGGACCCACTGCCCGGGCCTGAGCACCACCTCCATTGCAGCCCTTTCACAGCTGCCCACA 

GTGCTTTCCC'CTCCCATCAAAGGTTCCCCTGCTCCCACAGCACAGCACAAATGTGGCTCCTCCAAGGCCT ' 

TTCCTGATCTCCCGGGAGGAATGAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCTGAAACTTGTT 

TGAAAGGTGGTTATGCCTCTGTCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGGGAACATGACT 

GGCATGTGTCTCAGCTTCCCCCAGGGCCAAGCACATGGCCTGTTTTACAATAAACCCTTGAAACTC 

>GBEQ3125 | Acc | CD4 6514 0 1 Ver | CD4 65140 . 1 GI : 313864 08 | LeukoNl__2_F03 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_2_F0 3_A0 2 3 3 1 , mRNA 
sequence . : Start : 1 : Stop : 605 

GAAGTGGTGAACCCCGGGCTGCCGAAGCGGAACATGCAAACTTAACTGCTGCGCCACCAGGCTGCTCCTT 
GGCTAGTACATTTATATCTGTGAATCATGGCATATGTAGGCTTGTGGTTTTTTATCTTTTCTGGTAAGAT 
ATTCCATTTTTAAGGTCCAAAAATTATGACTGTCTCTCAATAAGATAATATTTGTACTTTTAGTATCTTT 
TGATGAAAAGATATAT CAAAAAGCT GCTGTGAT TTCAGTAATGCT T T TAAATGAAT T TGACT T TGTCACA 
CCAGAATCTACAT CCAC T T GAAAT ACAGTGTATACAT AT TTGTAAGATAT T CATT CAGACTGGAGATAAT 
GCTTATACAGATTCCTTGTAATAATTCCATGGCCTCATAGAGGTTCAAAATCCATGGGTTATGAATCACC 
ATATAGATTGAGGTTAAGTTGTTTGTCCAAAAACTGTCTATTCATGCAAAAATGTCTATTCATGGAAATT 
TGTAGGGTTATTT GAAAT CAGTGGTATCAATACGTTTTGAAAGCCAAGATGAAAGTATTTCAGATTTATG 
TTTAACCAGTTCTTGAGATAAGCAGAATAAATAATTCTTTAGAAG 

>GBEQ3126 | Acc 1 CD4 65126 | Ver | CD4 65126 . 1 GI : 3138 6394 ! LeukoNl_2_C08 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl___2_C08_A023 3', mRNA 
sequence. : Start: l:Stop: 594 

AATCAAAGTTGTAGCCGAAGGAAGTAGCTTTTGGTGAATCAATTAGTGTGGGAAGTTGATTAAAGACCAC 
CCGTGTCGTAATGTCCCTTTTCACCAAGACAGAGCAATGACGTTGCGTTCCTCAAAGTGAGTCACAGCTC 
TTCTGATTCCTGTTTCATCAGACTCCCAAACAAGTCCTAAAAATTGAATGCAGTTACAGATTGTCCAAAA 
ATATAGCACATACTGTAATATACCACTTGAGCGTCAATTGCCTTTTCTTGTCTTCTTGAAATATAACACT 
CGCTTGAGCTTGGAATCATAGACTTGATTGGAATAATTACTGTTGAAAAAAGACACCCTGTGGAATTAAG 
TATCTTTTTGATTAAAGCCTCATTTCATTAAGTGCTGAAGACGTACTTATTTTTGTGTAAAATGCTACCT 
ATCATTACATGATCAGCACTTGTATCTTGCAACTGGCTTACGCAGGATTGGGAATTTGGGCCTTGACGTG 
GAGAATAAAAT CAGCCT GT GTACAT T T T GCTAT TGATAT GCT GTGATATGAGGGAATCTGAAATGT TT T A 
TCAAAATAAAGCTTAAAATTTTCTTACACTGGAG 

>GBEQ3127 (Acc | CD4 65020 | Ver | CD4 65020 . 1 GI : 3138 6288 | LeukoNl_l_H02 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l__H02__A023 3', mRNA 
■ sequence .: Start : 1 : Stop : 569 
GAGTATTCAGTTTGGCTGCCACTCTCATTTTGGGGCACACAGGGAGATAAGCCACGCATTTTGGGGACTG 
TGGAGTAATCCGTGAATCAGACGCTGAAGCTATTACAGATCTGGCAACTGTGAGCCAGGGGTGGCTGGGG 
GCTGGATGAGGCCGGGAGCTGTCTCCTTAGCCTTCTAAAGAGCCCTAGACTAAGGTCCTGGATGTGGATG 
CAAGCTTCTCCCAAGGGTTGACTGTGGAGGAAGAGAGGCGGACACCAGTAAGCTGCTCCATAAAGAGAAA 
AGGAGAACTCTCTCCTTCCTCTCAAGTTCCCCCCCTGGACTTTTACTGCCGGGCAGCTTCAAGACCAAAA 
AAGGGGACCACTAGAGCAGAGGGACAGCCGACCAGGGGCAGGAGAAGCAGCCTCATCTGATTCTATCTGT 
ATCCTTGAACTTCTGTACCTTCAGAATATTCTAGGTGTGGATCATCAAGTGACAGTTTTTTTTCCTGGGA . 
CACTGTGGGTTTTTCAGTTGCGGACTGCAAGATCTCTTTATTTCAGGATAGTTTTTCATTCAATTAAATT 
ATTTTTACT 

>GBEQ3128 | Acc 1 CD4 65007 | Ver | CD465007 .1 GI : 31386275 I LeukoNl_l_Bll . bl__A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__l_Bll__A023 3', mRNA 
sequence . : Start : 1 : Stop : 674 

AACTTCTAGCTATAAGCCATCAACAGGAACGTTTGGGAGGGCACGTTCATCTCTATAGAACTTCCGGGTT 
AAGCGTAACCTAGGTTGCTGATTGAGAATGTGGTCCACATTTGGGTTCATTCCTAAGGGAGCAT.GGACTT 
ACCCAGTTATACGGAGCACACTCCTGCTGGTCACGGAAACGTGCCCAGATGAGGCATAGCTCCACGTTAG 
GACTGAGTGGAGCAAAGAGAAGTTGCTACTGAGATAGCGGCAGTCAGTCATTTGAATGGCCACCAGAGGA ' 
GGTTTATTTCAGGAGTAATTAGCCCTCGTCTTTGGACTTTTAGGATTAGGGCAAAAATTAGAAATGGGAG 
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GAGGTAAAGAAGCAAGGAGTTTGAGGTCCTAGAGATCAGGCATCTGCCGCATTGGCTCATATTCAGGAA^ 
TATTCCGCCAGCCATCACAGTCTTCTTCCAAATCTGATTGAATCACTTAGTACTATATTATTCAAATAAG 
ATTATGCTAATTAGTATGTATGTCTCTACTTTAGGGAAATATTTAATTTTAGATATGTGTTACATGGTCT 
GTAAGTGTCTGTATTTAAAGATGCCATACATTTGCCTTTGGCAAATGTTATTTTAGTTGAAATGTAAAAT 
GTAAAAAT CGTAGATCACCTATAAG AATAAATAT TT TAAT TCTC 

>GBEQ312 9 | Acc | CD4 64 99 6 | Ver | CD4 64996.1 GI : 3138 62 64 | LeukoNl_l_H05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_H05_A023 3 f , mRNA 
sequence . : Start : 1 : St op : 7 0 6 

GAACATCGCAAGCGTATCCTTGCTCCCTTCCCTCAAAATGTGCTTCTTTGCTTGGGATCTAGAACTGGAT 
TGGATCAGCATTTTTCCTGATCAGATGTGATCTTTGATTATTTGCCCTTCCTTGGGACCTCATGCTTTTA 
CCTTTTTTGATTTGACTGTTTTGACAGCTATCCCTCCTCAGGCTCCCTCTTAATGCAGTGTGGGAAGCTC 
TCATACTACCAGTTTTGCTTTCCTGATTCTGCTCTCTTGGTTTCTCCATTTCTTCTGTTCCTCGTGATAC 
ATGCACTCCCAAAGTCAGGGCTGGCTCAGATCTCTGTAGCCCAATGTTCATCTTCCCTCTGGTTGCTTAT 
CCCTAAATAATCCATTAAGAATATTTTGTTTATCTTTTCTCAGAGATTCCTGAGAAAGGAATTATCAAGT 
GCGCAAAAGAAGATAATAAATATGTGAACCCTTTGCATATTATTAATTTTTATCTCATCATAGAAGAGTG 
AAAT T GAGAAATAAGGAAACAGGAAAAAGAGAAGTAGCTGAAACTGAAGGGGGATAT T TTATT TATGT CT 
GCAGTGAAGATGCACATACAAAAT T GTAATACCTATAAATAACTAGGAGCAGCAGGAT T T GAAGT CACCT 
ATTGTGAAAAAACAGTCATAATTTCTTTTGGAC.TTATGTTTTGTTTCTGTAAAAAATTAAAATTCTTTTC 
ATAAAA 

>GBEQ3130 | Acc | CD4 64992 | Ver | CD4 64 992 .1 GI : 3138 6260 | LeukoNl_l_D05 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D05_A023 3 f , mRNA 
sequence .: Start : 1 : Stop : 68 4 

AGACTGACGATAGCATCTGGTATAGAGCACAAACTTGATAAATGTTAGTTGTCGTCCTTGTCAAAATTGG 
TATTCTGAT TTCTTATCAACTT GAGACCAACAGGAACCAGAT TGT TAGC T TAT CT T CTT T T AGAGAGCT T 
TGACGTTAGAATCGTAAGGGATCCTCAGTGTTTTTGCCTAAAAGAGCATCAGGCTTTCGCTTTAGACCAG 
TTTCCTCAATATAGGGGAATATGACCATTAGTAGTTTTGAGCAGTTTTCAGGAAATTACTGATAATTCTA 
CTAGAAGAAACCATGAAAT TAT T T TAAGAAAACCAT GAGCCAGCTCATGGATACAGT TGT AGT T T TGTCA 
TTGCTCTCCTTTTCCCCCTGGGAACTATTTCTCTTTCCTCAAACAAGCACCCTGTCACCTCTTCCCCCTT 
CCTGGAGCTGTTTGAGAATTAATAATGCCTTAGGGCTAAGGCCTAGAAAATTATTACACTTATTCTTGCT 
ATAATCAAATAATAGAATTTTTTTATTGCATGGTTATTGTGTGCCAGTCACTGTCCCAAGTTCTTTGTTA 
ACATATTAAT TAAGTCAC T TAATC T T TAT GACAACCCT T TAAGGT AGAT TGAAACCTACCCAT T TGTAAC 
ATT TGT TAACCT T AAGACATT T CAGATGAAATTAAACATAT TAAGCAACTGAAA 

>GBEQ3131 | Acc 1 CD4 64 978 | Ver I CD4 64978 . 1 GI : 3138624 6 | LeukoNl_l_Dll ,bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_Dll_A023 3 f , mRNA 
sequence .: Start : 1 : Stop: 705 

GTCCCTGCCCGAGATCCCTCAGGCCACTCACTGGCCCCCCACCAATGGCTCTCATACCTTGTTTTGGAAT 

CTGATGCTGTTCTGTAGGGAAGACTTTTAGAGTCTGTGGCAAAATGGAAAATAAGAATTTCATGAAACTT 

TCTAAAGCCAGCTTTATCCAATTTGAAGGAGAGTCCTTTATTTGGAGATTATTTCCTTTTTGCAAAGGGG 

TGGGGATCAAAATATTCCTGTGTTTGTGAAGTGATAGTGAAGGGAGGTTCCCTTGTTAGTGTCCATTCTT 

GTTTTTGTAATACCCTAACCGGTAAAAATGAACAGTTAGTGTACTATGTTTGTCCCTTATTCTTTTCTTT 

CTGAAACGTTCCTGTAAGTCTGGACCCACTGCCCGGGCCTGAGCACCACCTCCATTGCAGACCTTTCACA. 

GCTGCCCACAGTGCTTTCCCCTCCCATCAAAGGTTCCCCTGCTCCCACGGCACAGCACAAATGTGGCTCC 

TCCAAGGCCTTTCCTGATCTCCCGGGAGGAATGAATCGCTCCTTGACCATTTTAGCACTTCTGACGCTCT 

GAAACTTGTTTGAAAGGTGGTTATGCCTCTGTCTGTCTCCTGCCCCAAACTGTGAGCTCCTGGAAGCAGG 

GAACATGACTGGCATGTGTCTCAGCTTCCCCCAGGGCCAAGCACATGGCCTTTTTACAATAAAACCTGAA 

ATCAA 

>GBEQ3132 | Acc | CD4 64 974 | Ver | CD4 64 974.1 GI : 3138 6242 | LeukoNl_l_A07 .'bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl__l_A07_A023 3 1 , mRNA 
sequence .: Start : 1 : Stop : 610 

TTTGTCCCAAATATAATTAATGGAATTAGGATGTAAGTCATGTTAAGATGGTTTTATCATTTTTTTATAC 
ATTGTGTTTTCACTTTTTATTTGAACTAGGGTGAAACTTTGACTTTTTAACTGAAGTTGGAGTTTTAATT 
CTGCCCAGTTATTGACCAAATCATACCAAGATGTTTGTGTGTGTTTTTACTTATACAAGCCATTTCAGTT 
TGAGTTGCCTTATTCTCTCTATTGCATTGTTCTTATCAAGTCTAAGCTTTGTCATGTTGGAATTATTCTA 
ACACTGAATCTGTGATGTAAAAATGTATGATGTGCTACAAATTTTATTCATAATAATCTAAGTTATAGCC 
TATTGTAACCTATAAAACATTTCTTGTAAATTGTCTAATTTATTTTTTCATTTATGTACAGTTTCTTTTG 
TAAATTTTTAAAATATTTGTTGTGGCCTGTTCTTTAACATTCAAATACTCTTTTCCTTAATGCTTACTTG 
CATGAAAAAAGAAGTTCTGTTTTGCTTGTTTGTATCGTATGGCCATTAAGCCAATTTCAGTACTCTGCTT 
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TTTCTGTAGTTTAATTTTTCTAGTTTTGTTCCTATTCTAAATAAATGTTA 

>GBEQ3133 | Acc | CD4 64 971 1 Ver | CD4 64 971 . 1 GI : 3138 6239 j LeukoNl_l_E08 .bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_E08_A023 3 f , mRNA 
sequence . : Start: 1 : Stop: 583 

CGAAATGGATGTTTGTATCACATCCTGTCTTTGTCCATTACAAACTGTGGGATCACAGTGAAGCCTTCCA 
TGAATTCCCGAGTTTGGAATTCGTAGTTCAGATCTTTTACCTTAGCATTATTTTGAGTTTTTCCTTATTA 
CAGTGTCACTACGCTGTATTCAGGTGGGGACACAAACATGTAGGTGCTTGAACATGCCCCACAGACATGG 
TTGCAGCCCTAGGATCTGTGACTGTCATTGACACAGTGCAGACTTTACAGACAGAGCGTTATGCTCTCGG 
AGGACTTTAAAAATATGTATATTAAGCAATTAACTTTCTGGAGTTATCAAATCTTGCTGGGAAATCAACT 
TCCAAGAGCTCTGAATTGGATGGAATTCCATCTGGCTTCAGAGTACCATGAGCCTCTATGACATGGAGCT 
TTGAAATGTTTTTCTTGTGCAGAAATATGAACTAGAAAAAAAGTGTTGATCTAATGCTAAGTTCTCTCTG 
TGTACTGACTCAGTTGCCAGAATTATAATGAAAACTGTATTTTAGTCTAACAAATGTATAGAATTTTTTA 
TGTAATAAATAAAATT T TATAGG 

>GBEQ3134 | Acc | CD4 64966 J Ver | CD4 64966 . 1 GI : 3138 6234 | LeukoNl_l_Cll . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_Cll_A023 3 T , mRNA 
sequence .: Start : 1 : Stop : 665 

atgAtgtcaaaatccatctagcatttaacagcgccatcgcacaatctctcctggggcttacggacatcta 
atgactttgtacttggggaaattcaatgacttgctttataaagccagagtctgctgttggtctgcccagg 
aataaatgaagcaaggtggaaagagtccaggagtaa^ctggatttttatggaaggagccttctaaattt 
tgcaagacagt tccaat tacttaaagcaaaataataaatatgcaagaaacgcagagaaat t gact ttata 
agcattcataaggctaaaattcaagtcacctgtaatttgcttgtaaagttcatcttttcagaggagttat 
ttatgaact t cacgaacct caacgt gt gagagaaat ttgaacc tat atat ttatt tgc t gacagcagaga 
agagctctcgtctgtcgtgccaccaacagatttcttagaccatggattattagaagccctcctcagtgga 
ggggatgctattgggtttaaatatgacagcgtagtgggttcagatcctgcctccatcacttacttgatgt 
gaccctgggcatgtcactgggtgtcgctctgcctcactttctctattgtaaaggagaaattaaaaaataa 
agcagtttggctctggaagccatgctgttaaccac 

>GBEQ3135 | Acc ) CD4 64 965 | Ver 1 CD4 64 965.1 GI : 31386233 | LeukoNl_l JB02 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_lJ302_A023 3 f , mRNA 
sequence . : Start : 1 : Stop: 573 

AGGTCATCATTGGATTTCTTTAAAAATTGGGCTGGATTCAGTTAATTGGAATAATGTTACATTTATCACT 
GAACTTTCTCCCCCAGAACACTTTATTTGTTCAGTCTTAGCAAGAACAGAACTAGATTTCTTGGCTGCAA 
GGTAGAAACACAAGGCAGATTGCTTAGTTTGCAGCAGACCCGGTTCAAGTTTAAAAAGCTGCAACTTCCA 
TGCATTTTCTTTTCTTGTCAGGTTACTTGGGAGCAGGGATTTTCAAACAGTCTGCAACTAGGGCCCAGAG 
CAAGAAGTCCATTTCGCATCCTGACCCAGTGCAGTCAAGATGTGTGAATGAGTTAAAAGAGATATTTAGG 
GGCTGGCTCAGTCATGTAGTGGTTAAGCTTACGTGATTGGCTTTGGGGTCCAAGGTTGTTGGGTTTGGAT 
CCTGGGCGAGGACCTACATACTGCTCATCAAGCCATGTTGTGGCAACATCCCACATACAAAAAAATAAAG 
GAAGACTGCCAGAGATGTTAGCTTAGAGACAATCTTCCTCAAGCCAAAAAAGGAGGATTGGCAATGGATG 
TTAGCTCAGGGCC 

>GBEQ3136 | Acc | CD4 64 961 1 Ver | CD4 64 961 .1 GI: 3138 6229 | LeukoNl__l_D07 . bl_A023 Unstimulated 
peripheral blood leukocytes Nl Equus caballus cDNA clone LeukoNl_l_D07_A023 3 f , mRNA 
sequence .: Start : 1 : Stop : 607 

TCTCACTTCTCATTTCCCCTTTTTGATTAATTCCTTCCTTCTGCTTAATGCCTGTTTATGTCTTCCTCAT 
AAAACCACCGAATACAATTATAGGCCTAAGGAAATAAAATCAAGGCCTTTGGAAACTTTCTGTAGCTGGG 
TCACAACAAAGACTCTCTCCTTGACCAAACTCTAGTCAGGCTTGTCAAAAAGAAAACCACAAGCCCAAAA 
TAGCATCGTGCTAAAGTCCATGATACCAAACCTAGACTTAATGCCTGATCTAGTTACAATTTCAACCTCT 
GCCAGAAATGGGGTCTTAATTGACCAGTCTAGTATTTTCTGGCCAAGCACTAGTAAGGTAATCTGTTACA 
GAGGCTCTCTCCATCCCCCAGAGGAAGAAGATGCTAAACTTCTGGCTTTGAAGTGTCACTTTCCTTTCCC 
CAAAAAGGAAGATGTCCTGGCTCAAAATAACCCTTTCTTTTCTTTTGCTAATGGCTCCATTACCCACCCT 
TCTTCCTGTAAAACCCTTCCATTTTGCACAACCCATTCTGAGCGCCCTTCTACTTGCTGAATGGAGATGC 
AACCCAATTCATGAATTGTTTAATAAAGTCAAATGGATCTTCAAATT 

>GBEQ3137 | Acc 1 CD4 64 887 1 Ver | CD464887 .1 GI : 3138 6155 | LeukoN4_5_A03 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_A03_A026 3', mRNA 
sequence . : Start : 1 : Stop : 378 

CCAAAA.GTGTTACATTGAGACCATGCCACCTAGAATCGGTTTCATAAGCCAATGTTCATGCAATGCTGGT 
ACAGCAGAGGAGTAGGAGAAAGGAAACCTCTGACTTCTCTAGAAGAGTAAAATGTACTGAAAGATAAGAA 
TAACCTTGTCCTTTCACCTTTATGTCATAGATATTCCTTTTGTAAATCATTGGTTGAATTTTCAAAGAAT 
AGCTCATTGTTCGTGATGTATAATGACCATTGTTACTTTGACTTTTTACAGCACATCCATCCTCTGATTT 
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TTGTATATTTATTGATGGACTGGTAATAATCAGGAAAGCATGACATGTATATTGCCCAGTTCAAAGCACT 
TC T TGGAAAAT AT TAAAAGGCTAAAGGG 

>GBEQ3138 | Acc | CD4 64 8 69) Ver | CD4 64 8 69.1 GI : 3138 6137 j LeukoN4_5_G03 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5__G03_A02 6 3', mRNA 
sequence . : Start : 1 : Stop : 532 

AGCCCCAGGAAGGACCCAGACACCATCNTCCAAGGAGGGAGACTGCGGGGCCCCCAAAAGGCAGTGAGGC 
TGCCCCCATGGACACTAAGCTAATGAACTGGAGCCTGGGGGCCTTTTGTAAGCAAGAAGGAGATCCTTGG 
ACT T TAGAAGTCACCAAAT TC T GTAGATGAATATAAAT AT TAGCT CT CTAT T TTTAGAAAT AAAGCAAT A 
TACTTTTAAATAACCAATGACTGAGAGAAGACAAGCACAAATGAAGATATAACTTTTTCTTTTGCTTAAA 
TGATAATGTAAATCCTATACATCAACACATACTTGTACTTAAAGGGTAATGCAAGTGTTGCATATCAAGA 
TCTAATGAGAAAATTAAATGCCTCTATGAAATTATTAGAAAGAGAAGAAAGCCTGAACATGAGCAACCTA 
GGT GAACAT T TGAAGTGAT TAGAAAAAAAGAGCAGCAAAT T CATCCCAAGACAGT GGATGAAAGAATATA 
ATAAAAAGAACAAATATTTATGAGGAAAGAATAAAAAGAGAG 

>GBEQ313 9 | Acc | CD4 64 8 63 | Ver | CD4 64 8 63 . 1 GI : 3138 6131 1 LeukoN4_5_C02 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_5_C02_A026 3 1 , mRNA 
sequence . : Start : 1 : Stop : 4 04 

CCTAAACAAGTTAGGACCACCAAAGCTGATTNTAAACTTCTGTTCGTTGATTTATTGTAGGAGTCATATG 
TGAGGAATTTTTAAATTATAAAATGTAGAGCCGTAGTTAAAACATTTTTCTCATTGTAATTTGAATGCCT 
CAT T TTGAGCGACTGATAT GTGCAGACAGTAGAAAAATAACAAT CTTAGATT T AT T CT TGAGATATT TGT 
ACTCTTGCACTTTCCCTTTTACTTTAAAAAGTCATGGACCTTTACTTCTACATGAGATATCCTTCCTTGT 
GTTCTTAAGCAAAAAGGATAAATGCAGTTCTGTAATTTGTGTACTAAGTACTTAGATCCCTGTTGTGGTC 
CTTTGCAATTTGTTTTATTTGTCAATCTGGAAATAACAATAAAATAACTTTGTT 

>GBEQ3140 | Acc | CD4 64754 | Ver | CD4 64754 .1 GI : 31386022 ) LeukoN4_6_Ell .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_El 1__A0 2 6 3 1 , mRNA 
sequence. : Start :1: Stop: 519 

AGGAATCTACTCAATGGAAATGAAAACAATCTGTGTACACTAATGATGGTAGTAGCATTATTCATATAAC 
TGAATATAACCAAAAAC T GAGAGT CCGTATGTCCATCAACTGATGAAT GGACAAACACAATATATCCATA 
CACTGGAAAACTAT TCAT CAATAAAAAGGAACAAACTACAGATACAT GCAATGTCAT GGATAAAC T T CAA 
AAATAGTATGTTAAGTGAAAGAAGTCAGTCACAAAATATTTCCTATTGTATGAGTCCGTTTTTGTGAAAT 
GTCTAGAAAAAGCAAATTTTTAGAGATAGAAAGCAGGTGAATTGTTGCTTGAGGCCGGGGTGGGAGTGGG 
GATTAACTGTAAATGGGCACAAGGTAACTTTTCTGGGGTGGTGGAAGTATGGTGGATTGTCATGGGGATT 
GCACAGCTCTATAAATTTTTTAGTCATTTAATTGTACACTTACAATGGGTGAATTTTATGAAATAAATTT 
TACCTCAATAAAGCTGTTTGGTTTTTTTT 

>GBEQ3141 |Acc|CD4 64721|Ver|CD464721.1 GI : 31385989 ] LeukoN4_6__D0 4 .bl__A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_D04_A02 6 3 T , mRNA 
sequence . : Start : 1 : Stop : 284 

AAAAAAGCTCCCAGCCTGGATGCAAAGCAAGAACTTTTCATCTTGTGGGAGCAGCCCAAAAGTCTAAGGA 
AACTTTTTCTATTTCCCAGATGAGAGAAAACTATGTTCCAGTTTTACGACCCCTTGCCACGTCTTGCTTG 
AGAGCGTTTCTCAGATTGTAGTTCCTGGAATCTCAGTGCTATGGGAAGCAAGTGCCTGCCGCTGCTCTCA 
GTGCAAAAGCAGCCACAGCCCTTCCATGAACCAATGGACATCCCGTGTTCCAATAAAACTCGATTTCCAG 
CCCC 

>GBEQ3142 | Acc | CD4 64719 | Ver | CD4 64719 . 1 GI:31385987| LeukoN4_6_Fll .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_Fll__A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 54 6 

TTTTTTTTTTTTTTTCCTGCTTTATCTCCCCAACCCCCCGTACACAGTTGTATATCTGAGTTGCATGTCC 
TTCTAGTTGTGGGATGTGGGACGCCACCTCAACGTGGCCTGATGAGTGGTGCCATGTCCACGCCCAGGAT 
CCGAACCCTGGGCTGCCACAGCATAGCGCGTGAACTTAACCACTCAGCCACGGAGCCAGCCCCAACACTG 
TTTTCTGCACTGCACTAGAAAGAGGTGTTCTATTCTTGGCATCCCATTTCAAAGAGGGATATTGGCAGAT 
TTGTAGCAGAACCAGAAAAAGACGACCAAGATGTCTAAGGGTCCCAGAAACTGACTCAGGAGGATTGTTG 
AGGGTTTGTTATTATTTGACTTGGAAAAGGAAGAGTTACTTGGGTACATGATAACTATCTCCTGGGTAAT 
AAAGCTGGAAAAGACAGTATCTTACTTACTTGATTGTTCTTACTTTGAATTTATAACTACAGCTTTCTAG 
TGAGCTGCCTTGCAATCCTGCTGCAGTTCCCTAATAAAATCACTTTGCTAAACTTC 

>GBEQ3143 | Acc | CD464716 | Ver | CD4 64716.1 GI : 31385984 j LeukoN4_6_B07 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_B07_A026 3", mRNA 
sequence .: Start : 1 : Stop : 4 92 

CCCCCTGGTGTTGTACAGAGAAAAAAATGTTTTTCACACCACAAACTGTGCTTTTTAACCCCACCCAAGC 
AGCTGAAATGTGTGCTATTGGGCCAATATATAAGCATTAATAAAGAAAATTAAAACAGCAAATAAATTGA 
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TGTGCGTTCGCACCATCACTTCTTGAAAATGGTTCAAAGCATGTTCTCTTAATGGTGGGGTGGTTTAAAA 
ACATGT TTAAAAAT T T T TAATAGCT TCGT T GCTGTCATAAAAT GC T T CC T T TAT AT GT TAAGGT TAGAT T 
GCTGGTAATCATGTTTTTTTATTTCTACAATTATGTTATAATGAGTTGCTTCCATGCCTACTTACCC2\AG 
TAAAAGGATGCTGTTTGCTCTGGAATGTTCATCTTTTAGACAGATTTTTGGCTCATTTGCAATCATGGTG 
•CAATACAGTGTAATGTTCATTTGTTTTCAGTCAACAAGTTTTATTTTTGTCATAATAAATAATTACTTTT 
CC 

>GBEQ314 4 j Acc | CD4 647 08 j Ver | CD4 64708 . 1 GI : 31385976 | LeukoN4_6JE0 9 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_E09_A026 3', mRNA 
sequence. : Start : 1 : Stop : 595 

TCCACACTGACAGAGTCAAGGAAAAGGTTCTGACATGATACTAATCAGAGCAGCTTAGATGAGGAAAGCG 
GAAACCACAGGTTCCGTGGCTTTCCACCCTGCAGGGCTGCCACTGCTTTCCTCTGCAGGTAGGTGTGTGT 
GTGTGTGTGCGGGTGTGCACTGATAACGTGTCGGTGGGCTGCTTCACACACCGCTGGTGATGTTTCCAGG 
GGGTCAGGCCAGTGAGGGCCACATTTGCTACCAAAGGGAGCATGTTGGCAGCAGATAATTTGGGAGAACT 
TTACTTCATTTCAGGAAGAGACAGGACTAACTGGATCTGCTACTGAGACTTGAGTGAAAGAAAAGGTGTT 
TTTTCCACGGGTTTTTGTGAGTGTGATGCCAAGCTGTATACGGCTGGGTGATCCTTGACTGGGGTACTTC 
ATGATCTCCCCTGCTACTTTAAAACTGCTGGCCTCTCTTGTCCCAGTGAGTGAGTGGTAGTTCTTAAGAT 
GGAGCTCAAATGTACTCCAAGTAAAAGGATTATAAACACCAAATGGAAAACTTTGTCTTCACGTTGGCAC 
ACTTGAAATTTTTAATAAACTACAATGTTTTCTCT 

>GBEQ314 5 | Acc | CD4 647 01 | Ver | CD4 64701 .1 GI : 31385969 | LeukoN4_6_A08 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_A08__A026 3 1 , mRNA 
sequence . : Start : 1 : Stop : 62 9 

AAAATAAGTGT T TTAT GTAGAGT TT T TGCATACC TAT T GT TAGT TAT T TCTATGTAT TTAGT AT T TT TAT 
TAATATACATATATTTTTAGTTGCACTTTCTAATTATTTTTTCCAATTTTTAAATCTTTTTTTCTTTATT 
GTACTGCTAGGTCCTCTAATATACTGAGTAGAAACAAGAGTAGGCTTCCTTGTCTTAATTCTGTTCTCAA 
AGGGAAAGCTTTCCTTTCAATTCATGATTTTTGTTGTATTTTTTGTATTTCTTATCACATCAAAGATGTC 
CCATTCTATTTCTAGTTATCTAAAGCATTGGTTTTTTTTTTATGAGTCCCTTTTAGATTTTATCAGATGG 
TTTTTGATTTCTATAGAAATCATCATATGATTTGTCTCTTTTATTTTCTTAATTGGTGAGTTACGTTAAT 
TTTCAAATGTAAAACTAATTAGATATTCCTGAAATAAACCTAAATGGGTAATGTTATACGTTCTGTATGT 
TATTGGCTTTAGTTTGTTAATATTTTGTTTGGGATTTTTGCATCTGTGTCCATGAAAGAGATTGACCTGT 
AAGTTTTTGT TAGAT TTGTTGTCAAGATTATGTTGAATTCATAAAATAAATTCTTGTGTATTTCCCTTT 

>GBEQ314 6 1 Acc | CD4 64 695 | Ver | CD464 695 . 1 GI : 31385963 | LeukoN4__6_C08 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__6_C08__A02 6 3 f , mRNA 
sequence. : Start : 1 : Stop: 527 • 

CTGTAGAGGAATTGCTCTGTGTCAGGCACTGTTTTGAGACATCTGCAGGGGTTAGCTTGTTTAATCCTCT 
CCAGGACTCCATGAGGGAGGAAGTACCGTCAGTCTCATTTTACAGAGGGGCACACTGAAGCCTGCTGAAG 
TTGCATAATCCGCCATGGACACCCAGACCCATAGGGCACTGCCATGGAATCCCAACCCCCTAGGCCACCT 
GGACTCTGTGGGTCTCTGGGGGAAGAACTGAACACCTCAAAATTGGAATATATCCATGAGCAAACTAGGA 
ACTGGCCTGGTATTCGCTGTTTTTAAAATAGCATTCATTAGCCAAGGCATCCATGGGAGTGTGTGTGAGG 
GGCAGGGAGCATGGTATGAATGGGCCTAGCTCGGGCTCTCTGTCTCTCCATCTCCCCCCGTCATCAGCTG 
AAAAGCTGCTGTTTTTAATGTTTTCTATGTCAGGGTTTTGCATAAATGTTTAGTTTCAAACAAAGGGCTC 
TACTCGAAAGTAATAAAAAGTTGAAAACCACCAAATT 

>GBEQ314 7 | Acc j CD4 64692 | Ver [ CD4 64 692 .1 GI : 31385 960 | LeukoN4_6_Cll . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_6_Cll__A02 6 3 1 , mRNA 
sequence . : Start : 1 : Stop: 316 

GAGGCTTTGGGGTTCTGCCACACTCCTGGGTTTCAGCTGCCGAGAAGACAGGGTGTTCTGGGGTCACCAG 
CCTTCACCATTCACCTCAAATTCTATCCTTCCCTCGCCCCAGCTGGTGACAGAGCTCTGTTACCATTTAT 
GCT T GTTACT ACT ACACAAGTAAT TT T TATTAGAGAAAAATGATAAAATACAGACAAACCAAAAAAAGGA 
TTAAATTTGCCCCAAGACTTAACCATCCAGAGGTAACTACCATGGATATTTGAAGTATATCTTCCCAAGA 
CT TT T TAATGTAAATGT T T TAAATAAATATT T T GT T 

>GBEQ3148 | Acc | CD4 64 608 | Ver 1 CD4 64 608 . 1 GI : 31385876 j LeukoN4_l_A05 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_A05_A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 541 

TTGTACATTTAAACAAAACGTCTTCATTCCCTTCCACTTCCTAAATCTTTCACTTTGACCTTTTTGGTAA 
GAGAATCAGAGCTATTATAAAAACATCATGAAGGATTTCAGATGGTATGGTTTCAAATTCCCTCTCTTTA 
TAGTTATTTTATATTTGTGTGAAAGACCAGTTTTGAGTGGTCTTTGAATATGAGGGGGAAAGATTAGCGG 
TAATTTCACTACATCCCTTTTTCCTGACTTTCATGAATTTGTCATACATCTTCTCTCTGATGCTTGACTT 
TATTTGCTCCTTAGCAATAGTCTGCATTTAAAGAAAGGTGTGTTCAGTTCATCAGCTTGAAATTGACTAT 
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T TCATT T TT CCAGAAT T T T TTAGGAGAAGAGTACCCGT T T T GT T TGT T T TATAAAACAGATGACAAGT CT 
CTTTAAAAGAAACAGAAGTACAGTACTTTTGAAATACAATGCTGTTAGTTTGGATTTCTTTTTTATATAT 
AATATTCATACAATTATCTGATGTTTGCCTTCATTAATAAAGCTGTTAGTT 

>GBEQ314 9 j Acc | CD4 64 600 | Ver | CD4 64 600 . 1 GI : 3138 58 68 | LeukoN4_l_E09 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_l_E09_AG26 3 f , mRNA 
sequence. :Start:l: Stop: 213 

CCCAGTTAATAACAGTTTTTTGTATACTTGAAATTTGTTAGGAGAATGGTTTTTAAGTGTTGTCCCCCCC 
CCCAAAAATGGTCCCGTGTGAGGTGATGGATGAGTTAATTAGCTTGATTGTGGTCATTTCCCAATGTGTG 
TGTATATCAACCCCCATGTCCCCCTTAAATCCAGCCCATTTTTATTTGTCAGTTATCCCTCAATAAAGCG 
TGG 

>GBEQ3150 )AcclCD4 64 44 61 Ver | CD4 6444 6 . 1 GI: 31385714 | LeukoN4_4_C08 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_4__C08_A026 3', mRNA 
sequence. : Start: l:Stop: 180 

CTGTACCCTGCAGTGGGGAGGGTCGCTGTTTTTCAGGATGAGGCAGGCAAGAGTGTGGGTACCCCGAGGA 
AGGGAAGGTGTGGAGGACCCCATTCCAAGGTTGTTTTATGCATCCCCCTGTGTGAACTTTTTTTCCAGTG 
TGATTGGAGAATGTTCCTGGAATAAACCCCTTTGTTTTTC 

>GBEQ3151 |Acc|CD464353| Ver | CD464353 . 1 GI:31385621 I LeukoN4_3_D08 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_D08_A02 6 3', mRNA 
sequence. :Start:l: Stop: 152 

CATGTGACCTGTGCAGTTGTTCCTATCTTGAAATTCTTCATGATTTTTGAAGAAGAGATACTGCATTTTC 
ATTTTGTACTGGCCTCACAAATTATCTAGCAGATTTGGCTGAATGATATATTTCTCAATAAATATTGACC • 
AAAATAAATTTA 

>GBEQ3152 | Acc | CD4 64 351 i Ver | CD4 64351 . 1 GI : 31385 619 | LeukoN4_3_C02 . bl_A02 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_C02_A026 3 T , mRNA 
sequence . : Start : 1 : Stop : 532 

CCACACAAAATCTGCCTATCGGCCAGAGGCAATTATGTATATGTTAGTTGGAGGGTATTTTAAAAAAATC 
AGT TT TAT TCCAAAGATT TAAAAC TAGACATGACT TAGAAACAAT TCC TGGAGCACTGCTT GCT GACAAT 
CTCTAGTCCTTTACTGCATTTGAGTGCATTTTGTGGCCAGTCCATCAGCGCGCACCATGGGGTCATATTT 
GAATGTGTGGTGCATCCTTTCTGGATGAAGGATGTGTGAGGGACCTTGAACCTCAGCTGTATTAAACTGT 
AGCGCCTCCGTCAGTGCACTAGATGAAACTTGAGACGCCCCAGATTTTGTTGGTCGTTGACTTCCCTTTC 
TGGGGCAGCCTCCAGCACGAATGCGCGCACACCTGTGATGGCGTTAGCCGTGGCTGCCATGATTCACAAA 
CGTGCTCCCCTAGCTGGAGCCGCTCTTGCCTCTCGAAATGCTATTATTAAGGGTTTATAATACTTAATTT 
AAT T TT T GAAC T GACCAAT GCAAGGCTCTAT TAAAAAGAAAG 

>GBEQ3153 | Acc | CD4 64321 1 Ver | CD464321 . 1 GI : 313855.89 | LeukoN4_3_B02 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_B02_A026 3 1 , mRNA 
sequence. : Start : 1 : Stop: 534 

TGGGAACGGAACTGAGCCAAGGGAGGTGTTGCTTCTAGTCCCTGAGGTTTGCTGAGGTAGGAGGAAGAGG 
ACCCTTCAAGGGAGGAGCACAGCAGAGGCCTCCACAGAGAGGTGGCCCTGGGCCCCACCCTGGCCCCTGG 
CATTCGCCCCCGCACTGAGAAGGCTGCTACCGCCAGCACTTGTCACCCTCCGCCTGAGGGCTCCCCAGCG 
CACACGCACACACACACACACACACACACACACACACACAGGGCATGCCAGAAATGCCAGAGAGACAACG 
CCTCTGGAAGCAGCCCTCAACCAGAGTCAGGGTGGGGAGGGCTGGCGGTGGGTGGATGAGCCCCCCGGCT 
CCCTGGCCCCCCACTGGGGTAACCCTGCAGCATGCTCTTCGCTGCCTGCTGGAGTACCCCAAAGGGACTG 
AGTGTCGTGTAAAACTGGTTTTGGTGGCATGACCCTTTTGCTTCCTTCCCTCCCTGTCCCACCTCCCACT 
TTCTTCTTGGTGTTTCCTGGGATCATCTCCCNAAATAAACTGCT 

>GBEQ3154 | Acc | CD4 64310 | Ver | CD464310 .1 GI : 31385578 | LeukoN4_3_F02 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_3_F02_A026 3', mRNA 
sequence. : Start : 1 : Stop: 252 

TTGGAGCCATGGTGTGGAAGACACCCCCCCCCCCCGCCCAACAGGGAGGAAGCACATTTCCTTGAGGGGC 
AGCTTGGTCCAGGGACAGACTCAGTGCATGGGGTCACCCCCACCCCCCTCACGAGAGCCAGTGATGGCAG 
TGAGTGGTCCCCCCCATCGCCTGGATGGCTGGCTCGCTCAGGGGCTCAGACTGGCCTCTGTTCTAAGGAG 
TGCCTCCTTTCCAGCCTGGTTTGAGTGAACGATGCAATAAAG 

>GBEQ3155 | Acc | CD4 64196 | Ver | CD4 64196.1 GI : 31385464 j LeukoN4_2_C05 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4__2_C05_A026 3 f , mRNA 
sequence .: Start : 1 : Stop : 672 

ATGATTCATTTAATAACTTCTACCATTTCGTGGGTATAAAGGATAATAAGTTATCAATTCCCTCTACCAC 
ATGCAGAATTATTTTAAGACTGTTAGTAAGTTGTGAATACCTCACTTAACAGAACTTTTAGTACTAATGT 
AATTCTACCTTTTGAAAGAAAAGGCTACCTTAATCCTTCCAAATAACTGCTCTATTTTGCTTTTCTTTAA 
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ATCCCTTTAAAAGTCCAAGGTAAAAAATTATCATTTTCTCTCATATAATTCTTATACAAATTGTACTTTC 
ACTTTTTTGTATCTCTTGTTAATTACATGATGCTATCTATATTAATCCTATTCAGGAAAGACTGATAACT 
TTGGTTACAAAAAAAAAGATGAAAACTTTGCATAAATTGCTTAGCAAAAAGTTAATTGTATAATGCAAAG 
AATAAAGAGGATCTAACAGCTATTATGAGACTTATCAGCTTCCCTAAAAGGGTCAGTTGGTATATGTTAA 
TAAGGCTAATTAAATACCTTAACCATGTCATTGACACTTCATGAATCTTTCAATGAATTACAACCTTCCT 
CTACAACATGT T TT CACT TAT TAAT C TCACT TAAAAT GCAAAGAACTAT ATAAGAAACCAATAGACACT T 
AAGAATGCCTCTCAGTTAATTCTAATTAAATGGGGTAACTGT 

>GBEQ3156 | Acc | CD4 64193] Ver | CD4 64193.1 GI : 3138 54 61 1 LeukoN4_2_E12 . bl_A02 6 Unstimulated 
peripheral blood leukocytes- N4 Equus caballus cDNA clone LeukoN4_2_E12__A02 6 3' ; mRNA 
sequence. : Start : 1 : Stop : 566 

TGGAGGGCGGCAACCTCAGGGCAGCCTGACCTTGTCGGGAGACAGGATGAGCTGCAGTCTGAACAACTCA 
GCAGGCGGTTTGGGAGAGGGAGAAAGCAAATTACAGGCCAGAAGTTCAGTTTCTGGAGGTTTCGCCTGAT 
GACCAAGTGCTCCGAGTACAGGGCCTCCTCTCGGTGGGGAGAGGCGCAGGGGCTGCCCTGGAGCCTGCTC 
GGGCTTGCCCTCTCCCCTCCAGCACAGCCTCCTGGTGCTCACGGCACATGCCGCCGAGGCGGAGCCCTCT 
CCAAAGT GGAACACCGGCTCCCT T TAGGACCCGACCAGAAGGT TCAAAAC TC AT GT T T CTAT T T TAGAAA 
CTGCAAAGGCAGAATGTACTTTAGTGTCTTCTAGGAAGGTCTGTTGAGGACGAAACCGCGTGGGCCTGAG 
TGGATGGAGTTCACCTGCCCCTAACCCATCCTGTGCTGATCGATTATGCGTGACATGGTGTACGTCACGT 
CCGGTGTGCACACCCTGTCCCGTGTATGGGTTTTGGAGACAGTTGCCCTGGATCGAACTGAATAAACAAG 
TAAAGC 

>GBEQ3157 | Acc | CD4 64180 ) Ver | CD4 64180 . 1 GI: 31385448 |LeukoN4_2_G01.bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_G01_A02 6 3 f , mRNA 
sequence . : Start : 1 : Stop : 347 

GGGGTGGAATGTCCCCCAGTTGGACTGGCAGCTTCTCCTACCCGCGCTGGAGAGAAGAGGAAGGCCCCCT 
CCGACCTGGCGCTGTGTGCAGCCCCTACCTCCAGCTCCCTGCCTGGTCCGAGTGGCTGGACAGACACACA 
GAACTGTCCCCTCACCTGACCAGCTGCTGTGCCGTGAGGGAGCCCAAGGGTGTCACAGCCTCTCCACAGG 
GCGGGGGCTGCTGGGCATTACATCTCGCAGAAATCAGAATAATTTGTGGCGATTTGGAATCTGTTTTAAT 
GAGCTTCACAGTGTGATTTTGATTGATTGTGCTGGCTTTTCCTAATAAACGCGGAGAGCCGCGGACT 

>GBEQ3158 | Acc | CD4 64166 | Ver | CD4 64 166 . 1 GI : 313854 34 | LeukoN4_2_A03 .bl_A0 2 6 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_A03_A026 3 f , mRNA 
sequence . : Start : 1 : Stop : 53 6 

ATGAGCGGGGGCTGGCCGCCGGGCGAGACCCAGAGGCTCCACGTTGGTGGTTTGGGAGTGTGGAGTGAGG 
CCACCAAATATACCTGTCTGCTGTTCACTCACTATACAGGCTTTTTTAAAAAGGCGTAATGGGGCCCAGC 
GGGGAGGGGTGTGGCTACGGGGCAGTGAGGCGGTAGCCTGGCTGTGCAGCCTCGAGAGGCGAGGCCTGGG 
CAGGGAGGCCCTGCATAGAAATAGGCCGTCGGATCACCTATGGCCTCGGGCCTGGCGGCCTTAAGAGCAG 
CAGAGCCCTTAACATGGCTGTGCAGGACTTGACCTCGGGGGGATGGGCCGGGCGCTGCGAGCCTGCTGTC 
TCCTGCAGCTGGGGGGGCGTTCGTGTTGAGTCCTATTTGGTGAGGGGGCTCTGGTGACCTCAGTGATCGT 
CACGACAGCCTGCAGCATGGGGAGAGGTCTGTTTCCTCACTCTTGGCTGTGCCTGAGGCTCCTCCTTGGT 
GGGCATTTTCAATCAAAAATAAAAGGTGACCCCTGTGCCGTGAAGG 

>GBEQ3159 | Acc | CD4 64165 | Ver 1 CD4 64 165 . 1 GI : 313854 33 | LeukoN4_2__C07 . bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_C07_A026 3 1 , mRNA 
sequence . : Start : 1 : Stop : 5 94 • 

TTTTTTAACTTGGGATTTAGAAGCATGAGCAATATCACGAATGAAGATTGTGTAATCTGCATATGATCCT 
GGAGATTCAGGAACAT TTGAAAATAT T CTACAACT TAT TT TT AGTGATGTACACAAGT TTGAAT T TCGTA 
TTAGATGTGCTTGTGAAAACTTGTATGTAAATATAACTTTTGAAGATAGGACACTTTCAAAGCACTGTTG 
GAGCTCCAGATTTAAAAGGAGTCCTGTAAGGAAACATTTGGTGAAACAATACTTTTGTAATGCCGATAGG 
TACCCTTATTGTTAACTTTCCTAACTTAGAGTTCAAGTTCTCTGTCACTTTGAATCTGGGTTTTCTAGGT 
TCGGAAACGGTTAAACTGTAAATGTGTGAAAATTTCAGGCCATACTTAGTTTGGTGTAATGGTTTTGAAA 
AGCAAAATTCATTTCCAGTTGTTTCTGTGAACTCTAGTCTGATTCTGTCAGTCTGTAGTTCTCTACTGTT 
CCATCAACAGGAAGCATCTGGTCATTCTTCATGTAATTGTTAGAAAATGCCAGGTATATTTTTGATGTTT 
GCT ATTCAAAT GCAAATAAATATCAGAT T GGAT C 

>GBEQ3160 | Acc | CD4 64156 | Ver )CD4 6415 6.1 GI : 31385424 | LeukoN4_2_E03 .bl_A026 Unstimulated 
peripheral blood leukocytes N4 Equus caballus cDNA clone LeukoN4_2_E03_A026 3', mRNA 
sequence . : Start : 1 : Stop : 57 0 

TTTCCTCAACCGTAAAATAAGAGTTGAATTCAGACATTCTGTAAGGTCCCTTCCAGCTTTACATTTATGT 
GATTATGCAGTAACCACAGTTAACTTTTAAGCCTCTTAATGTATGGATATTAAGCAGAAGAGTATGTATA 
TGAATTATCTGTTTCACATTTCTTTGGTGTGAAAATGGTAGCTGTTGTTAAGTTTTTCCTTTAACCACTG 
AGTTGTGAATGTGAAGAGGATGGTGGGGAGGAACAAAAAACAGGAAGGTATTTTGATCTTGCCCCAAAGT 
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GTACACACAAACTGGCACCTGCAGCTGCTTGCCAAAGGCTTTTTTTTTTTTTTCCCCTTTTTAAGAACTT 
CTGTTAGGGAAAATAAATTCTGCTTCAAGGGACAACTTCATGGAGCCTATTTACAAATTAAGAGTCAGCT 
TTGTGAACATTTCTACCAGAGCCAAGAATCCCAAATTCCTAGCAGATTAGTGTTTTATGTATCTGCCTTG 
ATATTTCGAAAGGGCTCACGCATTAGGTTCAAACTCAACTCGTTCATGTGCTGCCAGTAATTAAAATGTT 
CCACCTCAGA 

>GBEfi3161 |Acc|BM781417 j Ver I BM78 14 17 . 1 GI : 1912964 9 | MLN1_8_C12 . gl_A0 05 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 91 : Stop : 551 

TAT GAT AAATACAGT AAGAAAATAACTT T AAAT T T CAAACAAAACAAAGTAAATGAAGGACAGAATTCAG 

TCAATAAGAAT AAGCAAT GTAAAGGCAATAAAGTAGC TAAATCACT TAGT GCT TAAT TAGAT CAAAGAAG 

GAAAAAGCAACTGATTCTTCCTCATGACAGTTTCCCAGCTAGATCTGAGGATTGAAGTTATTTAGAAAGT 

AT GT T T TAT AACAATTAGAAATATAATAAAGAT GTAAATCATGT T TAT TAAAAGT TAAAGT TATT T GCT T 

AGT GGTACATAAAAGGCT TCAGAAAATTC AAGT T TAACAAAAAATGGAAGT GTAATCAAAGAAAGT GCAC 

TTAAAGCTGTTTGTCAGCAATTAAAAAGTAGCTTACTATTACTATACTGGTTACTAGGAGACGACTTTTC 

AATCGCAAAGAGCGTAATAATAACAATTCTCTTTCAAAAGT 

>GBEQ3162 | Acc | BM781324 | Ver | BM781324 . 1 GI : 19129556 | MLN1_7__F02 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop : 573 

AGATATTNAGGAAAAAATAACACACCAACCTATGACTCCACATGTATTACTTCTTATGACAATGCTAAGT 

TTAAAAAGAAAAAAGTGAGAAAGGGGCCGGCCCTGTGGTGTAGTGGTTAAGTTCGGCACACTCCACTTCA 

GTGGCCCAGGTTGGTGGGTTCGGGTCCCAGGTGCAGACCTACACCACTCATCGGCCATGCTGTGGCAGCA 

TCCCACATGCAAAATAGAGGAAGACTGGCACAGATGTTAGCTCAGGGAGAATCTTCCTCAAGCAAAAAAA 

GGAAG C T T G GC AAC AG AC G T T AC C AAAC AAAC AGAAC AAC AAAC AAAAAAC AAG AG T GAGATAAAAT GC T 

GTGGTATAAAACACAGCAAAAACAATGAAGGAGTAGGGAAATGACTTAAGTTTGGAAAATGCCACATCAT 

ACATACCTCATACATTTGCTAATTTTTCAATTATGTAAATTCTAGGAAATCAATAAAAACTAACAATTCT 

TAGCCCTAAGATCATTATTAAACGAGAGTGCTCTGAAGATCAGTCTCTCCTCCACTGCTGGCAACCTTCA 

CAGTTGCTCGTGC 

>GBEQ3163 | Acc | BM78127 6 | Ver | BM78127 6 . 1 GI : 19129508 | MLN1_6_D05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop : 601 

GAGCTTGAGTGGATTTTTACACAGTAATCACGTATCCATTTAATGTCCAAAGTGATCTTGGGGCTGGGAG 

GCATTCCCTCACTGCACCATGTTCTATACAAGTTTCAACAGACAAATTTGCTTGCACAATGTCCTTTCTT 

AAATGACTCTTCATTCTTATTCCCTTAGATCATGAGTTCACATTTCAAAGTGCCCCCCACCATGTACAAA 

CTTCACACTAGAATGTTCTTCTCAACTCTCCTATTTGTTATAAGGTGAGAGCTAAACATGATTACAATCA 

AGCGAT TACTTATTT T GAGGAAATAAAAAAT T TAATAGAT TAGATATAAATT TCAT GACAGACAT T TAGG 

AAGATAAATGTAGTCCTGATTTGGACCAGATTTTGACAACCAACTTAAATGGTGGTGATGGCATTGTCCT 

GTAGTGTGTCTGGAGTCTCTCTGTCCCTACTTGACCTCTCTGTGCCTAATTTTCCTCATCTACTTCTAAT 

TCTGTAATTCTACAAATCTCACGCTGGTTGTGCCGAAAGTAGAACTGGATATATCAGAATAAAGCATCTG 

CTCTGTGTCACAAAGACCATATTTGTGAAAGAACTC 

>GBEQ3164 j Acc | BM781258 | Ver 1 BM78 1258 . 1 GI : 19129490 | MLN1_6_E10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 1 : Stop: 643 

G GCAC GAGGT T T AT AAT AAAAT AC AAAGGT C AT T C AC AGCAAAAT AGT AT AAAT AT AAAT AG T T C AG AG A 

AAATATTCTTATAAAATCATCTAGAAAGAAAGATCCGGAGGATGGACACCCATGAAATATATGGCTGTAG 

CAGT TGATTATTC AAACAT TGT T TAAAGTTACTCT CATGATATGGAAAGT TAT T TGAAGCCTCAGAGT TA 

TAAACATCCTCCAGCTGCCTGGTGTAACCCCAAATCAGATGTTTCTGAGAGTGGATCAGAATGTCCACCA 

AGTAAAAAGCAAAGTCCGAAATTAGAACAACAGTCTCTTCTTTTCTTATAATTCAAGACTGTTTGGTTTT 

TCACTTCCATCTCTGAGGGTCTGCAATATATTTCAGCAACCTCACTTTTCTGGCACTGGAGTACAATGAA 

GGTGGAGAGAGGCTTGGCCTTGCAATTCTTTTTCTCTTTTAGCAGGAAAGTTGATAAAGAATCATTGAGA 

TTAAATGCCAAAGATAAACAGGGTCAGTGTTGAACTCTGAAACCTGNGTGGAAATCCTAAAGCATGTGCA 

CCTACAAT GCATGCCCTCCCAGGACTT TGAAGAGT T TCTATTAAATAATGAT T TAACAAT TAACAT TACA 

ATACTGAATCTTG 

>GBEQ3165 | Acc | BM7 81242 | Ver | BM781242 . 1 GI : 19129474 | MLN1_6_H05 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 45 : Stop: 658 

AT TC AGTACT T TCAGATAAAATAAATATTT TCAGT T TT GATCAAGCT GAAGAGAGTAACGGAT TCGGACT 

CCATTGCCCTTAACAATCTTCACTAAAAGATAAGAAGTCATTGGAAATTTGAGGTAAATTATATGAGCCT 

CTGATACCTACCAACATTTTAAGTGGATTTAATTTCTTCAGCATTCTTCCCATCTCCACCCAGTAATCTT 

C ACATCTCCTATTCGTAT TACTAAAATACT T TCAT TCCAAATAAACAGAACAAGAGCAT TAATAGTGGCA 

GTATACCATTATCTTTTAGTTGGATAGGTCTGAATTTAAGTATTTCTTTTTTCTTTAACCAGATAGAACT 

TAAGAAAGACTAAGCGTAATACAGTGGGACAAGC T GAAT T TGGGT CGACATACAT GTGTTCAGTCTTGCT 

TCTGTCGCTTACTAACTCTGTGACTGTGGGCATATTACTTTGGGCATCTATAANACAAGGGTATAAAACT 
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CTGATTCCTGAAGTGCCTTTCTACTTTAATATTTTCTTTAAAATATCANATGTCAATATA^TATTCTAT 
TAGAAAT CGAAT T C T AAT CANAACCACCT T CTAT T AATAAAGCAAAACAAGGC T 

>GBEQ3166 | Acc | BM781079 | Ver | BM781079 . 1 GI : 19129311 1 MLN1_4_G12 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 34 : Stop : 610 

ACTTGGATTATCTCAAGATGTTTAAAGCTAATAAAATAAGTAGAAACACTTAAAGGCCATTTTAAATGGT 

AAATTCTAGTTGCATAAATAGAATCTTAAAATCTGTTTGTAACTATAACAGTGTTAGACCAAGATTTGTT 

TTCTACCTCCCCAGTGTTACAGATTTCACTTCTGCTTTTATAAATCATATTACTGTAAGATCAATAGAAT 

TT TAGCTAAT TGACTAAAT GAACAGAACCAAT TAATTAATAGC T T T T T GTATAAT GT TAGAGTGAACCT G 

AGAAATTGTTTTTGGTGGAATTTTCATCTGTGGTTGGAATGTTTTCTTAGAATGATGAGGAATATGTAAT 

ACTCTTGACCTTTTTGCTTTCTGACTTCTTAAAGTGCAACAGTATATATCTTGGAGAACTATTAGGGCAG 

AGAAGATCATTTTTCTACCTTATTCCATATTCTTCAAACTATTTTGAATAGAGATTCACTGAGCCATAGC 

T GGTAGACT GTTCATAGCT GCTAGCTGT GACACT GT T GT TAGCAT T T CAAGAGATT CATATAGAAG T GAG 

TGTAAAGGGAAATAAAA 

>GBEQ3167 | Acc | BM781060 | Ver | BM781060 . 1 GI : 19129292 | MLN1_3_G04 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 7 : Stop : 5 99 

AGATGTTTTGAGGTTAATGTTACTGCTCACTTGAATGTCAATTTTCAGTATTTCCCCTACTAATGCGACC 

AACATTATGTATATATAACCAGTGTGGCCTGTTTAGAAAAGGTGTGGTTAGTGACGTACACTCCCCATGG 

CACTGGAGGGTGCAGTGAGGAAAGGCCTGGCTCGAGGATTTCCACAGATGAGCACTCACCTTGCTTACTC 

GGTGGATATTTTATCAGCTTATGGAGTTGGTGAGCAGCATAAAAA.CAATCATTCCTTAATTCTTCATTGT 

GGAACTGGCACATTTCTATAAAATGCATTTCTAAACAGGCTCCAAGGCACAGCTGTAACAGTCGATCAGC 

TGTAGTATTTCCAGAGTGGGAATGTGGGGATTTTCTCATGACATGAAACCGTAGAAAATTCTCAGCACTG 

TCATGTACTCTGTATAATGAGGGGAAAATCCTTGTTTCTACAAAGCTGCAGGGTGTAGCAATACATGGTA 

ACATATGGCCTGACCACTTGATGTCATAAAATGTGTTCACCTGTAAAGCATACTTTGGCCATAGCAGATA 

CTAAAGAATTAAAAC T CTTACTATATCAGT GGA 

>GBEQ3168 | Acc | BM781054 | Ver | BM781054 . 1 GI : 19129286 | MLN1_3_G10 . gl_A005 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence Start : 3 : Stop: 664 

CACGAGATTGTTGATAAACATCATCATCCAAAGTCTTGGTGTATAGATGACAAGATGTCTTCCGATTTCC 

ATCCTCAGCTACCTCTTCTTTGAAATTCTGTTTTTCTTTCTACTTTGTTATGTTTGTCTTGCTAGTTATT 

TACTTCTGAGATGGGCAGTCCTTCTATTGCTGCTGACCACCTTCCACCTCTACCTTTTCTGTTCTAGCCA 

CAATGT TCTAGATACCAAAGAC T TCAT AACT GT T CTGAGT TCT TT CTT TACAAAGCAAT CACT T AAAAC A 

TTTGGTTCTTAGACTGAAGAGCAACTATGGCTATTAATTTCTTTGTACAGTTTCCATTTTACTGTTTCTC 

ACATTTTTTAACTGATCCGTTATAACAATGGTACTGGGCGAGGAACAGCAGCTGCCACAGAGAAGATCCC 

TTGCCGGGAAGGCGGCGCCTACAGGAAGGCGGCTTCCCTGCTTCTTCAGGATGAGGGATTCCCCACCCTT 

TGCCTTAGACTTAGACTTAACAGAGTTGAAGGGACCCGGAGTGTTCGTAAACACAAAACTCTTTACTTCA 

CAGATGAT GAAACAGACCCAGGGTAGTCAAGT T ACAT GAACT CTGCAAGTCAGTAGCAGACCAAAATAAA 

AGCCAGGTTTCCTGACTTCCAAGCCAACGTTC 

>GBEQ3169 I Acc | BM78 0969 | Ver ) BM780969 . 1 GI : 19129201 1 MLN1_2JE05 . gl_A00 5 Mesenteric lymph 

node (MLN1) Equus caballus cDNA , mRNA sequence .: Start : 6 : Stop : 5 60 

GAGGTTTATTTCCCATGGAAGTGGGCACCAAAGAATAAAAAGGAGTTTCATAAGACAGCTTTGGTTACAT 

ACAAATATACAGGAAGAAAATCCCATAGTAAAAAGACACCTCATAGAATTTTTCTCATGCCTCAGCCAAC 

CCTCACCATGAATAACATTTTAAAGTGTCAGCTTCCATGATTCTTCTAGGAGCCAAACTGGCCATGTGAA 

GCCAACTCAGCATTCT CCAAGC TACAAAT CCAGT CCATACACCATACTAT GCAAGT GT CCATCGAAAACC 

TGGGAGAGGTGAGCATGGGGATGGACAGAAAAAAACCTTTCTTTTTCTCTTACCAGTCAATCTTTCCAGT 

GACAGAAGCTCTTCTGTAACTGGGGCAAAAGACTCCCAGAATGGTGGACAGACACCCTGGTAACTTACCT 

CT T TGGTGT TATGAAACAT AAAATAT TAACATACTTATACAAAACTGGCTACAGATGAAAT TAAAATC T G 

CTATTCTATTAAAAACTGCAATAGATTTTAAATAACTTATATTTTTAATATTTAAATGACGTTTG 

>GBEQ3170 |Acc|BM780833|Ver|BM780833.1 GI : 19129065 | APL1_9_H10 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 102 : Stop: 623 

ATGCTCATTGAGCTTGTTCTGAACTCCTCCTCCTTTGTGGAAAACGAGGCATTGTGCTTTCCTTTATATG 
ACCTCAATTTTGCAGGTACAAGAATGCTTGATATAATTTGTCTTGCATATCCAGGCGTTTACAGTGGAAG 
GTTTTTCAGATTAGCTACTCATGCACAGTGCCATGCCTTATTTTATTTTTTGTTATGAACAAAAAATGGT 
GCCTTTAGAAAACATAAATAAGCATTTTCAATGTTTTTTACTATGTATTTGTTCAAATAATGATAAATGT 
TTTTATTTTACCAAAATGAAGTAATATCAGACACAGTGTCTTCTAACTCTTTTTACTTAAAGATACTTCA 
TGGCTATATTATCCATGTTATTAAA.CACAACATTTATTAAATACTCATAACTTTTATTGCCTCTATTTTG 
TACTATTGGATTACTTCAAATATTTTCTGTTAGTCTTCTAATATTGGCTGGTTATGTTTCAAATAGTTTC 
AAAATTAAAAGCCAGATTTGTGATGATTATCT 

>GBEQ3171 |Acc|BM780812|Ver|BM780812.1 GI : 19129044 |APL1__9_B07 . gl_A00 5 Liver (APL1) Equus 
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caballus cDNA, mRNA sequence. : Start : 69 : Stop: 644 

CACTCTCTGTCAAAGATTAACCTTGGGTCTTACCCAAGATGCCAGTTCTGCTGTCTTCTGCAGCGTGGGT 
CAACATATGGAGACCACTAGACAGTGGGGCCACCAAGACGAATAAGCCTAGTGCCGGTCCTCAGAGAACT 
TGTGTTACGATCTGCGCATATGTAAACACGCACAGATGCACAGACACACCCCCCAGGATAATAACAGTAC 
ACAGCTGTAAGTGCTGCTGTCAAGTACATAAGGCTCTCGCCGGGAGCGTGGAGGAGAAAGTGAATCCTTC 
CATGGTCCCCTGTTCCCCAGAGAGCAAAAGGCAGGAAGACCCTTTGAACCCATAACCCTCATCCCTCTGG 
CTTCCCTTCTCTCCCTGGAGCCTCTGCACAGTTTATGGCCACACCACAGGGTCAGAGGCTGCCTTACCCA 
CCCCTCCTGCCCTTTCATTTTTCAGATGAGAGCACTGGGCCCAGAGAGGTAAAATGCCTTTTTCAAAGTC 
ACATCGAT TAAAAGCAAAAAT GAAAGTCATAGAAGAAT AT CTAT TACAT GGACCATT TGTGAAAAAAGC A 
ATAAATTTTGTTTTTT 

>GBEQ3172 | Acc [ BM780790 | Ver j BM7807 90 . 1 GI : 19129022 1 APL1_9_D07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence. : Start : 66: Stop: 460 

CTGTGCTGTTTCCTTCAGTGCTGACCTGGCAGCCGAAACGCCTCCCTTGCAACTTGGTCCCCTTCCCGTG 
CCTGGGGAGGGGCCACCAGCCCCGGGTCCCTGAACCGAGAGGAGAGCAGCGTCCGCACTGGCTGGAATGT 
TGGTCAGCGGCTGGAAAGCGGGGCCGTTTGCGCCCTCACCCTTGTTCACACAAAGCCAAGCTGGCTGCAT 
GGATGGAGGTGGGGCTGCGGTTTGGGCCCCGCGCCTGCCCGCAGCACCeATGTTAGCACCGGGACCCCCA 
CTGTGGACTGTGAGATCCTGACCGCAGCTGTGTAAAGCGATGGCATGTGCTCCTTTTTTAGGTTCCTGTC 
TTTGT ATGAT T TTGTTAGT AGAATAATAAAAT T GTATAAAATT TG 

>GBEQ3173 | Acc | BM780765 | Ver | BM780765 . 1 GI : 19128 997 | APL1_8_B10 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop: 439 

GCACGAGGGGTACTCTAGCTGGACCTCCCTACTGCCCACGCTCTTTTGCCTAAGGGGTCTTTCGATGGTC 
AGTCCCGTCTGTGGTCTGCGAGGCTCGACTCTGACCACATTCCCTTTTCTCATGGGCTGCTGCTTTGGGA 
CCTGACAGAGAGAACAAGGGATCCCGCTCCCCGCTCAGCCGTGGCTCTGGCACTGATGTCTGCTCTCTAA 
GGAGCTCGTCCCTCTCAGTTCGTGGGCAGTTCAGGGCTCGCTTCCACATGCACCCCCTCCCTCGCTTCTT 
GCCTGCTGCACACACAGGAGCCAATGGATCTCCTAGAGCAAAATGTCAGCCTCCCACTGCTTTCTCTGAC 
GAAAGGGGTATCAATTAGGAGGAAATGGATCCATCTAGTTTTTGGTCTGTCCCAAATAAAAAGCTCATCC 
AACGGTGTTTATGAGCCCC 

>GBEQ3174 I Acc | BM780705 | Ver | BM780705 . 1 GI : 19128937 | APL1_8_H04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 8 : Stop : 503 

CTCCCCTTACCCCCTGTGCCCACTTCCCACGCCCCTTTGAAATTCTTAATGAGTTTTGAACAAGGAGCCC 
TGCTTTTTCATTTTACATTGAATCCTACAATTGATGTAGCTGGGTCCCCCCCTGGGAGTGACCATATGGT 
CATAGGCTCCCTTTGGAAAAAGAAAGGTATGATGCCATCAGGAGCTGCCATATGTCCTGTAGTCACCAGA 
GGTAGCCCCATCGCGGGGTAACCTGGGGGGCTGTGAATGCAGGCATGTAGGAGTTTGGCTTTTTCTACCC 
TATTTGTGCTCATAGATCTCTAACTGCCTTCCGTCCCACTTTGCAACCCTAGCTTACAGAGGGAATGTTT 
TCCAACTCTGCTGTACTTCAGAGATTCAAATTTTTTGTCTCTCCAATCTAAGGTGGGGGAGGCGGGCAGG 
GATCACAGCTAATTGGCTCAAATGTGGAAAGCATTACATAGACATAATAAAGTCCCCCCTGAATGTTGGT 
CTTAGG 

>GBEQ3175 | Acc | BM780678 | Ver ) BM780678 . 1 GI : 19128 910 ) APL1_6_B11 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 2 : Stop: 652 

GTCTGTGTAAAATGACAAAAAGAACCAGTGTCGAATCACATTCTATTTTCCATCATTTTGCATTATCCCA 
GATTGCTAACTGTGT.TCTTTCCAAGAGGTTTGATTGAATTACTCTATATATTTACTGTCAGGCGTGACAG 
TTTTGTCATTGTTAGAGATTTCAGTAATTAAAATGGGAAACAGAAGCTTAAGTTATTTTCCTCCTCAAAA 
CTGTGTTCCTTGGAACCCCTTATTCCGATGGTTTCGTGCTCGTGTACATTGGATGTCTTACGCTGAGCGA 
AGTTCAGGGGCCCTTTTTCATTACAGGAAGGCACTTCTTCCCTCAACACTGTGATCTGACCTGTGACAAA 
TCTGTACCATACGCTCTGTCAATGGCTAACCAGTCAATGCAAACCAACTGAATGTACAAATCTTAGTGCT 
GGTGCTGAAATCTCTTCAGAACAGACATCACGGTTTCAAAGTTTGTTTCGAAATTTGCGAGCATCAAGTG 
TCACTCAAAACTGAAGATGAAACACTAATGAATGTCGGATTCTCATGCTTTAGGTGTACTTCCTGTTTAG 
ATCTTTCGGTTCTCTGCTATTTTTACCGTACTGTTTCATTTAAATTTCCTACACGCTAACTTCGTTTGTG 
CGATTGAAATAAAATTGCGGT 

>GBEQ3176 [ Acc | BM780662 | Ver | BM780662 . 1 GI : 19128894 [APL1_6_D04 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 213 

GCACGAGGAGAGCCCCTCCCTGCCCCGCCCACCCCCTACACTAGGCAGGCTGGTGGAAGCAGAAGCAGTT ' 
GGGTTCCTGTATATTGAAACAGCAAAACACCAAAAAGGAAAATGAGAGAACCCAGCTCTTTACCACCCCA 
GCCGCACAAGAGCCTTCCTGACACCCAGTGACCGTGTGCCTTGCCCCAAGTGCAAAATAAACTCCAAGTG 
GCC 

>GBEQ3177 | Acc j BM780652 ) Ver | BM780652 . 1 GI : 19128884 | APL1_6_E03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 33 : Stop : 597 
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GCAGATATCTAGAGAGAATAACATTACTTTTAACACTTTTCTTAGGGATTTGCAGTTTTTGTAGTGAGTA 
ATATAT GGTCTCT CT ATT T TTGT T T GAAGT T T AAAAGTGATAACCAAT GAAAGACT T T T CT TAT T C CCT C 
T GACTCT T C TAGT T CACAT T TACAGGC TAT CAGAT GTAATAC AATACCAAAATACT AAGT GGTAC TAAGA 
ACTATGAGAATACTGTAAAGCTCAAGCCTTGTCTGTCTATCTCTGTCACTTAGCATTAAATGTAACAAAA 
CTATAAATAAATGGTATGCACATCAATGGAATGTTTTCTACCAATAAAATTTTTTACATAAAAATGTTGT 
GGATTACCGCAGAAGACATTTAAGTTCTATTAAAAGCATAAATGGTTCAAATTCAAAGCATCCTAAAGGG 
CCCATAGAATAGATATCAATACTAGCATCCTTAAATTTTGTATTTTTGCTTTAAGTAAGGCAATGCAAAG 
ATAACAGGCAAAAGTTGAGCAAATGTTTTAGAAATATTTAGATTTTCGTATGAAATTCTAATAAAATTCT 
TGGCT 

>GBEQ3178 | Acc | BM780633 | Ver | BM780 633. 1 GI : 19128865 | APL1_6__G02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 374 

GCACGAGGCTCAGAGCAGCTCCTCCATCTCTTCCCACCACCCAGCATCCAGCCGGCGTTCACCATGCGGG 
GCCTCTGCTTCGTGCTCCTGACCTGCTTCATCCTCTTTCCTCACTTTGCCACAGCCCAGGTCCAGGATGT 
AGACTCAGAGAAGGAGTGCTATAAAAGAGAGGCCGAGTGTAAATGGTTTTACTGCCCAGAAAATCATCAC 
CATCTTGGTACCTGTTGGTTTGGGATAAAGAAATGCTGTCTGCGCTGGGAATGAGCTGAAGAACATGGGA 
GGACAAGGAGCCCGGAGAATGAAATAAAGGCCTGACTGTAACTCTGAAAGTGCTGTGGTATTATTTCCCA 
AAAGTAAAGAAATGACCTGTGCTT 

>GBEQ3179 | Acc [ BM780627 | Ver I-BM780 627 . 1 GI : 19128859 |APL1_6_G11 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 549 

GCACGAGGCTTGGTAGTCTTCCGCTGGTGCTTCCTAGTCCGACGGCGTCCTACCCTGGGAACCCGGGTTG 
ACTGCTGTGTGTGTTCGCAGGTTAGCGTGGTCAGAGGGTACGGAATGGATCTTGGAGGAGGGGGTCGCTG 
CTGGGCCTCGACGAGAACGCCGTGTAGACATCTACAGCCTTCAGTCTCCTGATCTCTGGGGTTTGCTGTT 
GGCAGAAAGCACACTTGGAATGGGCCAGGATGAATCTGGGAGTGGGAAAGGATTGGTCAGGAGCCATGTG 
TGCCACAGGGCAGGAAGAAGGTTGGCTGCAGCCTGATCTTCCTCTCGACTTGATTCAGTATGTCCTGTAA 
CAGGTGTTTCTCAACTGGAGTTGGAATACAAGGACTCTTGAAAAAGATTGACCCTGTGTTTACCTGAGAA 
AGGTGGTTGAATCTGTCCACAAGGTTATTGTATAACTTGAGAACTGTCTACAAAGTTGAAAACTGCCCAT 
TTTGAAGAATCAAGGACTTATTATTAAACTTTTTTTTATTAAAGATTGGTACCTGAGCT 

>GBEQ3180 | Acc | BM7805 98 | Ver | BM78 05 98 . 1 GI : 19128830 |APL1_4_B0 6. gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 45 : Stop: 192 

TGTGTACAGCCTGCTGTACCTGTTTTCTTTAAGTCCTTAGCATCAGTAAATGAGTAAGATATTGGAGACT 
TTAATGAAAAGCTGCTGTTCATGATTTTTGTGTATAGTGAGCTGGCTGTAGTATTTTACTATTGTCTGTT 
TAAAAAAA 

>GBEQ3181 | Acc | BM7 80584 | Ver | BM7 8 058 4.1 GI : 19128816 |APL1_4_D02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 3 : Stop : 534 

GCGTCCATGGATAAGAAGAAACATGATTGTGTGATTTAAAATAAACCTCTGAAAACCTTTCAAAGGAGAA 
AGGAAAGCATATGTCACTTCATTTAAGAACCAACATCTCATTTTTCTACTGATCGAATTATAATCCTCTA 
AGATCTCATGAAGTATATCTTTTATTGCCGCTTTGTCAATTTTGATTGTGTTAGGAAGCTGACTAAATCA 
TGATGAAATATTTCAAAACCGTAAATAAATGGAAGCCGCTTTGAATACTTTCAGATATTACTAACCTCTT 
GGCACAGAGTCAGGCTTTGAAGCTGACTGATGTGGATGGGCAAAGCCAATAATTTTGCCGCCGGACCAGA 
GCTGGGTTTTTTACAAATGGACCCGCCTACAAATGAGCATTCCTAGGTGAACACCCATCTTTGAAGGATT 
TGATTGTCAAGTAAACATGCTTTTTACCAAAAGGTGGGCATTTTTCCACTTTGATTTTATAGAAGAGGTT 
AGTAATCAACTGGAATCTCGCCTAGCTTTGAAATAAAGTTAC 

>GBEQ3182 | Acc | BM780581 | Ver | BM780581 . 1 GI : 19128813 j APL1_4_C11 . gl_A0 05 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 467 

GCACGAGGCAATGGCTTTCAGTGACCTGTGAGAAACACACCTTGGCCAAGTGGGTGCTTCTATCTCCACA 
GTCCCCAATGTAGGGAAGCGTTCCAGGCCAGGGAAGGAGCACCCTCTAGTGGAGTTGGGGTGAATTCTTA 
GGTCGCGCTGGTGCAAGAATCTCCAGAAAGCCTCTGCTGTCTGTACACACAGGATTTTGGTGTGCCTCTT 
GTGTTTTAAGACAGATGGGTGTCAAGGAACTTGGGAATATCTTCATTCTGTGGACCTTTACTCTAGGTGT 
GACCCCCTAAGAAAAGCCAAAC T CAAAGACCAAGT GAGT AGG AGAGT CTCGATCT TACAGAAGCCT TCAC 
TGCTAGGATTTTTCCTAAGTCCTTTGCCCTGATGAGTTTAAATGGGTTTGATTTGCAGATTCGGATTGAC 
ACCTATTGTTTTTGAAACACATCAGTTGAATAAAGTGAGATTTATTT 

>GBEQ3183 | Acc | BM780564 | Ver | BM780564 . 1 GI : 19128796 |APL1_4JE03 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 80 : Stop: 600 

TGGAGGGAGTTGCAGCCAGGGACACAGGCGCCGGCTGGCGATGCCCTTGCGTATCTGCATCCCTAGCCTG 
AGCGCCTGCATTTCTAGGTCTCTATCTGAGGCGCCTCTGCTGAGGACTCTTTATCAGAGAGACAAGGGCA 
AACTTTGAAGACGTTTTTCCCTGCCATGACTCAGCACTCAGTACTTTGTCACTCCCAGCCCTTCCTTTCC 
CTGGCCTAGGGTCCATAAAACTGCCAGAAGCTACTGTCTGGGGCTCCCTCAACAATGAGATGGCCCCCAT 
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GTCTACACGGATCCAGTTGATCCATCGCTGGCACTCGGTTCCATGAGGAAATGAAAGGCGGGTGGGGGTG 
GTGGTGCAGGTCGGAGCCTCTTGCTTGCTTAGACTATGGAGTGAGTGACAAATGGCTTCAGTGTCACTTT 
CATTTGGGCTTGTTGTTGCTTTACCCAGCTACTACGACACCTGGCAGCTCAGCTCCCTCTCCTGCTCAGC 
TCCGCCCTTGACAATAAATAGTGCTTCAGTG 

>GBEQ3184 | Acc | BM780562 | Ver | BM780562 . 1 GI : 19128794 | APL1_4_F05 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 72 : Stop : 474 

TTCTGTGGTTTAAGCCACCCGGGTTGTGGTCATTTGTTGCAGTGGCCACGGGAAACTCATACAACCACTT 
TGC AATAAACAGGGAT GAATACATT CAACAACATAATCAT GC T GAGTGGCAGAAACCAGACAAAAAGGAG 
CAC T T T T TGT ATGGTTGTAT T TATACGAAAT T T TAGAAAAT GC AAAC TAG T T CAT AGT GACAAGAAGCAG 
ATGGGTGAGATGGGAGGGGCAGGAGTAAGGGGTTCCAACAGGGCTTGAGGACACGGCACATTCACTATAT 
TGATTGTGGTGGGACTTTCACAGGTGTATACATATGTCACAACACATCCAGTTGTATTAAATTATGTGCA 
CTT TAT TAT GT GTCAAT TATACCCCAAAT ACAGTAATAAAACTAATGCAGGT G 

>GBEQ3185 | Acc | BM7 80537 | Ver | BM7 8 0537 . 1 GI : 191287 69 | APL1_4_H0 6 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 71 : Stop: 645 

TCCCCTACCTGTGCCCAGGCACCTTCCTTCAGACCCCAGTTGTGGAGTAAACGAGCCCCGGAGGCCCCTG 
TCCTACCCGTGAGCCTGCCCGCCACAACGCCTCGACTTCACCTGGGCCTTAGCTGCTGTGCTGGTCACTA 
ACCAACAAGGTCGGCACCTCAGCACCCCCTCTTTGCAGGGCCCGGGCCCTGGAACACAGCCGGCCTTTGC 
CCCTGACTAAGCCTGGGGAGCCCACGAGATGTCATCTCTGACTTAACCCCCGCCC'CCTCCACGTGGCTGG 
GCCTCCCTCACGCCAGCAGAGGGAAGGAGGGGGAATTCTCTACCTGGGGTGAGGTCGCAGCCTCCAGGGC 
CCCCACATCCCAGAGAGGGAAGTGGGGAAGCCACGCTGATGCACTTAGAGCTTTCTGCTTCGCAGGGGAA 
AGAATCACAAAGTGAGCCAACGT GGATACGT TCTGTACAAATACAGCTC.TATT T C TCT GGT T T CAT AAAC 
GCTTTTGGGTTCCAAGTAGGCAGTAGGTGTGCCTTTGAGCCACAAGGAGCGAGCACTGAAATAAAAAAAT 
TTATTTTTCACATTC 

>GBEQ3186 | Acc | BM780525 | Ver | BM780525 . 1 GI : 19128757 | APL1_3_A02 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 89 : Stop : 622 

TTAACTAAGGCAAAGCACACTATCAGTGCGCTGAACTCGGACTTGAAATAGTTTAATAAGAGGTTAAAAA 
AGAAGACACAGCTGTGGACACACGATATAT GCCT TTAT T T T CACATACGCTGTAGT T AGGAGAGCAAGAG 
TAGATACACAT CAACCAGAGAT GGAAACAAGGCTCT GGCT GAAGAACACGCATTCAACAGAT CGTGTGAA 
CAGCCAGACAGGAAGAAAGTTAGCTCTGTAAAGGTCTACTTCATTTGTCTCAGAGAGAAACACGGCATGA 
GT T T T AAAAGT AAC AAGG AAAT AAAG TCT G AAC TACT T T AC CAT G G GAAAAC AT T AAAG T C T T T C T C AAA 
GCAAATTATTTCTTTTTAAAAGTGACCCCACAGAGAAATCTGGAAAAATCAAGATTAAATTCTGGACCAC 
TTGGGGTGATATTCTTTCAAGCATAATTACAAAATGTTTCTTGGATGAAAAAGATTGTCACGTCTCCAAA 
AACCGTGAATT GAT GTTCCCTGGAAT AAAAGT CAGACTCTCTTT 

>GBEQ3187 | Acc | BM780524 | Ver | BM780524 . 1 GI : 19128756 |APL1_3_A01 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 70 : Stop : 590 

CATCACATGGTGCTCCCCCTGTGTGCATCTGTCTTCATAGGGCCATCTTCCTAGAAGGACACAAGTCATA 
CTCCATTTATATAAAATTTTGGAAAGGGAAAAATATTGTGTGGCAATTAGTAAAGGAAACCTTGACTAAA 
TTGGAATTGGGAGGACCTGTAGGGGAAGCCCTAATGGCCTATCATACGTCATTGATTACACCTAACAGGA 
AGAGATTGAAGCTTGCATCTCCTACAGGAAGTAAAACTAATTTACTTTTGAAGGAAGACTTTTCTCCCCA 
CCCTGCAATAGCCCAGCCATTGAGAAATGCCCCAGCTCAGCCAATGAGAAGTTGTTTGCAGCCCTGATCT 
CTTACTTTCCCCAAGTGGTGTTACCTTTAGAACAGCTCTTTCCTGGTCCCCCTTTTTCCCTATCAAAGCA 
GCTCTTCCTCTTTGTTTTCTGGATTTGCCTATGGCTTCCCATAACATGCACATCCTGGATTGTAATTCTT 
TTGGCTATTCCTGAATAAACTCATTTTGAGG 

>GBEQ3188 | Acc j BM780515 | Ver | BM78 0515 . 1 GI : 19128747 [APL1_3_B07 . gl_A0 05 Liver (APL1) .Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 262 

GCACGAGGGAGCTCTGTTTCATTCCAGTCTGAAGAAAGGGCAGGCCGCCTGATCACAGAGCGAGACTCGC 
TAGCCTCATCTGAACAAGCCAGATGCTTTCTGTCCTGTTTGTTAGCCATTATCCATTCCCCCTTAACAGC 
AGAAATGACGTTCCTGAGCCCTGTCTCTTCTAATTTTCCCCATCCTTTAAGATTCAGTTCAAATTTCCCT 
GCATGAAGTAAAGCTCACTGGTTTGTCTCCAAATAAACTTCTTATTGAACCC 

>GBEQ3189 | Acc | BM780508 | Ver | BM780508 . 1 GI : 19128740 | APL1_3_C03 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 11 : Stop : 201 

TCCCTTCTCCCCACCCACCTGCACCAGTAAAGAGGGACTGAGATTGCCCAAGGCATCAGGATCACTTATT 
TATTTATTTCCTCACCCCTTCCCCTCATCGCATGAAATCTTCAGGGAGGTCAGTGGATTCCCCCAGGCCC 
GTTCATAGGGTGATAGACACATATGGGTACAAATAAAAGACCCCAAAAGCC 

>GBEQ3190 |Acc|BM780499|Ver|BM780499.1 GI : 19128731 1 APL1_3_C09 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 364 

GCACGAGGCAACAACCCCCAAAGTACATGCAGGGTGCCTTATGAGAAGCTGCGGGCAGCCTCCTATCTGC 
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TGAACAGCCATCTTGAAGCAGCGCCTGGGGAGACCAGCTCCAGTCCTGCCCTGCTCTCCTCTGCCAGTGG 
AGGCGAGGCACAGGCCCTAGGGCTAAAGTTGGGGGGAGAACAGAAAGGGACAAGAGGAGCCCCAGAGTTG 
GCTGAGTGGGGAATGCCTTCCAATTGCTGCTCCTGCCTGTAGCCTGGCCTCCTGATCGCTCCTCCCTGGC 
CCCAGCCCCACCCTGGCTTGATGCCCAACAATGCCTTTGTTTTGTTGCTCCCCATCACCTCCCTATTATT 
AAATGTTTTTGTGC 

>GBEQ3191 [ Acc ] BM7 80477 | Ver | BM780477 . 1 GI : 19128724 | APL1__3_D06 . gl_A005 Liver (APL1) Equus 
cabal lus cDNA, mRNA sequence . : Start : 1 : Stop : 2 92 

GCACGAGGAGACGGCCAGGCCACAGTCCCGAGATGTTTTGTGTGTTGGGATGGACTGGATTTCCTGAGGC 
CCAGACGGGACAGTGGAGTTCTGAGTGGTTGAGGCAAAGCCAGGCCCACTCCGCCCCCCCGAAACTTGTC 
CCCGCTCCCCCACCCCGCCCCCCGCCGCCAAGTACTGCACAGGGACCCCCACCCCGAGGCCCTCCCGGGG 
ACCAGCCCCCACCCAGGAGCCCTGGGACCAAGAGATAATGTGAAATACCAACTGTGGACCAAAGGCAATA 
AAACCTCTTTCT 

>GBEQ3192 I Acc | BM780472 | Ver | BM780472 . 1 GI : 19128719 | APL1_3__D08 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 4 : Stop : 664 

AGCCCAGAAAACAAAATAGTGTATTTAGTTGAATGTAAAAGAAATTTATAAGAGATTTCCTTCCATATAG 
ATACCTCACTTGAAAATAAAGCACAGCGTACTTAAGGTAGTTCTAGCAAAAAAGTCCTACTAAAAGACTT 
GCTAAATATAGGACAACT T T T GGGAAAT T T AGT T TGGAAGAAATAAAATAGACT TGCT T TTAACCAT CCT 
GTTAGAAATATTTGTTTATCCTGATAATTTTAAGCCAACACAGTAGTCCTAAATTATTTCTGAATTTCTA 
ATCTCTGAAGGCAGTAGATGAAGTATCTATTCTGCAACTGTTGAAATTGTTGACTACATTGACCATAATT 
CAATTTAAAATTTTGCCAATGATGTACAGTTTTATGGTTAAAATTGCTGTGGTTGGTTGCATTACATGAC 
ACACAGAACT GTCCT CTACCTCACGT GAAATAAAT AT T T TATATGGT T T TACTATAAAACAAGAC TCAT C 
TATTTGGTCACTTAGTTTACAAATTTTGAATTATATTTATTGAAACATGACATACTGTGCTCTTAGCTTA 
TACCTCAATTGTATTTTGTGCTGTTTTCCATTTTCATGCCTTGTAAATAACTTGTATAGATTGTGGATTA 
AATTCCCAAATAAAAACTTTTAATGCCAATG 

>GBEQ3193 | Acc | BM780490 | Ver | BM780490 . 1 GI : 19128707 | APL1_3_E07 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 7 : Stop : 533 

GGGTTTCCTTTGCTGCTATAATAATTTACCTCAGTCATAGAGACTTAAAACAATGCAAATTTATTCTCTT 
ACGGTTCTGGAGCCACAAGTCTGAAATAGCTTTGCTGGACGACAACCAAGGTGTTGGCAGGGTCACCCTA 
CCTCCAGACCACTAGGAGAGAAAACCTCTTTGCCTTTCCAGCATCTAGAACTGCATTCCTTGCATTCCTT 
GGCTCCTGGAGCCCCCGCCATATTCAAAACCAGCAGTGTCTTCAAATATCTCTCTCCTCTGTCTTCACCT 
GGCCTTCTTCACTGTGAGGACCTTTGTGATTACATAGACCCCACTGAGTTAAAACAGGATGTGGTTGCAG 
GGCCCAGGGATCAGGACATGGACACCATGGGGAGCCAATATTCAGCCTGCTGAGTCGCTGTGTAACCACC 
ATTGCTATATGTTTTCAATCACTTTGATGTGTGAACTGTCTACCCGTTTGTCATTCACATACCTTCTCCT 
TCTTTCCCACTGTCTGCAATAAAGTTCACAGTGTCGC 

>GBEQ3194 | Acc | BM7 804 8 6 | Ver 1 BM78 048 6 . 1 GI : 191287 03 | APL1_3_F07'. gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 277 

GCACGAGGCTGGTGACTCAGATGGAAGCCTGGGATTTCAACTCAGGTTTTCATGGCTTTCCCTCTTGGAG 
TCCACACTTAAGAGCTTTTGCCCTAAAGTCAGGTTGAGCGTCAGATCCTAGTGCTGCATCTCCAGATAAA 
GTCCTGCTGGGAAAGGCAAATGATCAAGGAATGAGGCCAGAAGGAAAAGGACAGGGTGTGGCCCTCAGGG 
CTGCCCTGGAGGAACTGAAAGATGACGAGGAGGAACATTTTCTAATAAAACTCTGGTGGAAACCTCT 

>GBEQ3195 | Acc | BM780457 | Ver | BM780457 . 1 ■ GI : 19128 689 | APL1_3_F0 9 . gl_A005 Liver (APLl) Equus 
caballus cDNA f mRNA sequence . : Start : 10 : Stop : 65 9 

TAGCAAAGTGCTCCACGGGGTTCAGAAGCTGGGCTTTGCTCAGGTCCCACTCATGAGTCGTGTGTCCTAA 
TCAGTTTGTTCTAGAGTACTCTAAATAGCCCACCACCCTCACAAGTCCCCTGCCCCCAGAGCCCCTGCTT 
CGGCTCTCCCTGTTGTAGGATAATGGATGTCGTGGAATTGTCTGTTTAGGTGTCCAGCTTCTGCAGGAGG 
AAGTACAGAAGCTCCGAGATTAGGCCACACAGGGTCGAAACCTGCTTCTGCCGCTGACTGGCTGTCTGTC 
CTTCATCAGAAATGTTGCCAATGCCATTCTACGTGAATGAAGGTGTCTGGAGTGCTTGCACCCAGAGAAG 
GTTGTGAGATCGTTGTCATCACCCAGACGTGGTAGCAGACACCTGCACTCACACTCAGATGAATCTGGGG 
CTGGCCTGGGACCTCGACGCAGACATCTGGTTGCAGCCGAAAGACATCGTCCCTCACCTTAAATTAAGGA 
CGTTAACGTGAAATTGACTGGTCTTGTAATTTTGTTTGTACTTGATTTTTAAGTTTGTTTTGGTTTTAGA 
GTTGTGTAAGAGCTAAAAGAATAAGGAAGTTTTACCAGGATGTCTGTTTGTAAATATTTAATTTATGTTT 
GAATAAAAGTAAT TCAAGTG 

>GBEQ3196 | Acc | BM780446 | Ver | BM780446 . 1 GI : 19128 678 1 APL1_3_H05 . gl_A005 Liver (APLl) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 384 

GCACGAGGGCTGGGTCCCAGTCTCAGAGCAGCTCCTCCATCTCTTCCCACCACCCAGCATCCAGCCGGCG 
TTCACCATGCGGGGCCTCTGCTTCGTGCTCCTGACCTGCTTCATCCTCTTTCCTCACTTTGCCACAGGTC 
CAGGATGTAGACTCAGAGAAGGAGTGCTATAAAAGAGAGGCCGAGTGTAAATGGTTTTACTGCCCAGAAA 
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ATCATCACCATCTTGGTACCTGTTGGTTTGGGATAAAGAAATGCTGTCTGCGCTGGGAATGAGCTGAAGA 
ACATGGGAGGACAAGGAGCCCGGAGAATGAAATAAAGGCCTGACTGTAACTCTGAAAGTGCTGTGGTATT 
ATTTCCCANAAAGTAAAGAAATGACCTGTGCTGT 

>GBEQ3197 | Acc | BM780433 | Ver | BM780433. 1 GI : 19128665 | APL1__2_A02 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop: 224 

GCACGAGGGCAGCTGAAGCTTTGGTTTTTCTTTAGATGCTTGGGACCTAGTTCTGTCTTCAAGGTGGAGG 
AGGTGGAGGCGGCCACTCCACCACCAGAGTCCCCTCCTCCTCCCCTTCCTTCATTACTCCGTCTCAAAGT 
CTGAGGGCTGACAAGGCCTTCCCCGAGCTTTGCAAAGCACCCGTTAAACTGGCTCATGTTCTGGAGAATA 
AAATAACGTCTCTC 

>GBEQ3198 | Acc | BM780417 | Ver | BM780417 . 1 GI : 19128649 | APL1_2_B04 . gl__A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 49 : Stop : 537 

ATAAAAAGCAGTTTACTAGAGGAGTCTGGACAGCGGAGCCCTCACATGGCCTCACAGAGTGTGGAAATAT 
GCCCTGGCAATGGCATAGAAGAAATGTAATGATTCAGCTCCTCTTGATCCTQCCCCAGAAGTTGTGGAGA 
AAGCTATGTACCTAGAGAATTCAAGCAGATTAGAAATGTGTACCTTAACTGTGATTGCCAGGTAGACAAA 
TGACAGTGATGTCCGGAGGGGTACCCCTACAATCTCAGTTCTGAATCTACCTCCTAACTCAGAAATAATC 
C T T AG AAAAG G AAAC AAC C AAC TAT C AAAT GAG AT TGTGTGTCCGC C AC C C AG G T AG AAT AG GAT TAG G A 
AGAAGAATTGAGCTGAACTACAGAAAAATAAAAGAGAGAGATGTCTTGCATACCTGTTATTATGGACCGA 
AATTTTTATCCATTTCACCATAAATTGTATTACTGAATTGATATTTTAATTGAAAATTAAACCAATACT 

>GBEQ3199 | Acc | BM78037 9 | Ver ) BM78037 9 . 1 GI : 19128 611 1 APLX_2_F07 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 37 : Stop : 67 9 

TT GT ATAT TAGTAAATTGACTAAT T TTAT T T TCAGAAATCAGAT TCAT TGCCTCAAAAAGTCAATGT TAT 
GAAAAAAGGGATGGAGAAGAACTTTTCTGTATTAAAAGTCTTTACCAAAAAAAAAGGCATATGGGGCTGG 
TCCCATGGCCGGGTGGTTAAGCTCTCGTGCT.CCGCTTTAGCGGTCCAGGGTTTCGCCGGTTCGAATCCTG 
GGCACGGACATGGCACCGCTCATCAAGCCATGTGGAGGCGGCGTCCCACATGCCACAACTGGAGGGACCC 
ACAACTAAAAATACACAACT ACGTACCAGGGGGGCTT T GGGGAGAAAAAGGAAAAAT AAAATCT T TAAAA 
AAAAAAGGCATAAAACAAAATGGCAAT GTTGGAAGACAT T T GGGAGACAAT T GGGCAAT T T G AAT ATGGA 
GTGAGAATTAGATGATATGACGGGGTTAATGT TAATT GTGT TAGGT GTGAT AATAATGATAT TGT GGCTA 
GAGAAGAGAATGTCCTGATTTCTTGGAGCTGCATGCTGAGAGGTTGAGGGATGAAGTGGTTGGAGGTGTA 
TACTTTGAAATGGTTCTGCAAAATATGTATGTGAAGCATATATGGTGAAGTGTTAGCAATTATTAAATTG 
AGTTGGTAAGTGT 

>GBEQ3200 | Acc | BM780374 1 Ver | BM780374 . 1 GI : 19128 606 | APL1_2_G05 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 40 : Stop : 639 

TAGATTTTTCACTAAGAAGTTCATCAAGTATTTCAGTATGTTTTGGAAACTCTAGAGGAGGCAAAGCCTG 
TGTTCAGAGTGGTAGAGGGAGCACATTATAAATGAGCTGCCTTTCTAAGTCCAACATGCTGTACAGATGG 
CTTCAGCTGAGTGTCAGTGTAAATACACAAACACATAAACCCACATACATACATGTTCGTATGCAGAGGA 
TTTCCAACTATTGCAAATGTCTTGCAGCTCTTTGAATGCTACAGAACTCTACTGCAAATTGCGTACCAGA 
AAACTACATGGAGATAAGCTCAGCTCTTTCTTGGGAAAAATTGTGTTTTAGAAAATTTAGAAATTAGTTT 
CCATTGGATTAATTAAATTATCTCCAGTTTTAATTACTGGATTTGGAATTTGAAGTGCTATCCCTCAGTC 
TCACTGGTCTCAAATTCACTGATAGAGTTTTTCCCTAAACTAATAAGTGGGGTTAGTATAACCTCCGAAA 
TCAGTACCCACTGGCTGCTCCTGGACTGATTTCCAGTCATGCTCTCCATGTGTAATTTTTACAAAATAAA 
GGT AATATTGTATAT TAAAGATC AAATAAAGATATTCT T T 

>GBEQ3201 |Acc!BM780366|Ver|BM780366.1 GI : 19128598 | APL1_2_G12 . gl_A005 Liver (APL1) Equus 
caballu t s cDNA, mRNA sequence, : Start : 4 9 : Stop : 411 

CCATTATT TCACCAT GTT TGAGAGAAGACATGAGAGTATGAT TTAAAT GGAAATGGATTGTT GGGATACC 
TGGCTGGAGTCAGTGTTTGATCATGACATTGTGTTGGTCATTCAGTGTGGTGGGTCTGACTCTCCCTTGA 
ATGCCTACTATGGATGACCCCCTGGGAAGAGCTCTCCTCTCTTGCCCTGTTCCACAGGGAGTCCCCGTTC 
CTGATGATTCCCTGGTGTTGCAGTTCTGACATTGAAGTTGCTTGTTGGGCATACCCTTGATTTTTTGTTT 
CCCCTTTACCTGCTTGAAGTTCCATTTATTTTATAATTGTCAAATGTATACTATCTGCTTGTAATAAAGC 
ATGTTTATAACCC 

>GBEQ3202 | Acc 1 BM780360 | Ver | BM780360 . 1 GI : 19128 592 |APL1__2_H10 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 24 9 

GCACGAGGTTTCCCTGTACTCCCCCACACGTGGTTCCTTCACAGGTACACGCAAAGAGGAGATTGGGGGG 
GTCCCTAAGACTTCTCCTGTCCTCACAGTCTGTGACTCTAGCCAGCTGTGAATTCATTTTACTTTCCATT 
CTCCTGACAGGCTTCCCACTTACTTAGAACTGAAAAATGTTGCTATGTTCAAAACCCTCTAACACTAAGG 
CAAATAAAAAATAGGTACCGTTAAAAAAAAAAAAAAAAA 

>GBEQ3203 | Acc | BM780357 | Ver | BM780357 . 1 GI : 19128589 |APL1_2_H07 . gl_A005 Liver (APL1) Equus 
caballus cDNA f mRNA sequence .: Start : 1 : Stop : 532 
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GCACGAGGCTCTCTCACCACGTACTTCCATGGCACGTCCTCACATGGGCCCTCAGTTCTGTGGCTCAGAA 
AGCAATGGGCTGGAAAACAAGATACTTTTCTTTTCCAGTGTGGCTTCACAAGTGACTTGGGGATCCCTTT 
GCCCATCCACCTTCTTGGCCTGGGGTAGGAGGTGGGCAGGAAGCATTTGAGGAGGAAGGGAAGTAATGTC 
TCACCAGAAGCACTGCGCACCCCACAAACTGACCCTTCACTTCCTCCCAGCGCAGTGCTCACCCCACATA 
CACAGGGTCAGGTGGGGTGGGTTGGTGGTTCCTCTGAGGAGGTGCCGCAGGCTGATCAAACTCTCCTTTG 
AATGCCCGGACACCTAGCAGCTTTAGTTTACAGCTTTGGCCATTGGTTGGAATTCCAGAACAATGGGAAA 
AGTCCCACACAACATCCTATCACTTAGCCCAGAAAAGAGTAAAGAGGCTTTCCGTATACCGACACAAAAT 
GATCTCAAAGATATATCGTGAAATAAAGGCAAAGTTCAGAAC 

>GBEQ3204 ! Acc | BM78 035 6 ) Ver | BM780356 . 1 GI : 19128588 jAPLl_2_H06. gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 49 : Stop: 630 

CGGCTGTGTTCACGGGGTGCGTCATCTTCCCACTCGAGTCCCCGAAGAGTTAGAAACCCACTCACACCGC 
ATTCTCAGTATAGATCATTAACGTGTTTAGTGCTGTAGTCTGTTGAGGCCCAGCAAGGCCAGGCCTCCCA 
AAC AAGGTGAT AAAAT CT AAGAAACCGATGGAGGCT AT T TCAGCT GAAATCT GGACAATAGGAGGCCTAA 
AGTTGGACTGCTGCACCTCATTACAGCGTCTATGGTGTTTGGATGCTGTTATTGAAATGATTTTTATTTT 
CGTGTTTTCAGAGATGTAGGAAAATTTGATGATTGACTGGAAGAATAAGGATATAAGGTTTTGGGTCTGT 
TTTCTGTTGATGACTTGCTATGTAATGTTCAAGTGATATATAAAGGAATTGTGCTGCTGAGGGCTTGGTG 
ACAGTAAATTCTAAAGTGAAATCTGTTTTTTCTTTGTCTTCCATTCTAACCTCAGAGGGTTGCTTTTCTA 
GAAG AAAT GAT CAT CTCTGGCTCT G AT AAAC T TAT G CAT C AG AAAT T G T C AT AC AAG T T G T T C T GAT AAA 
ACTAACAATAAAAATATTTACC 

>GBEQ3205 | Acc | BM780329 1 Ver 1 BM780329 . 1 GI: 19128561 | APL1JLJB11 . gl_A0 05 Liver (APL1) Equus 
caballus cDNA, mRNA sequence Start : 1 : Stop : 554 

GC ACGAGGAAGAGAACTAGTCTCGAGTTT T TTTTTTTTTTTTTT TAGCAAAGAGAT GT T TATT GACT TGC 
TCAGTATATAAT ACTTC AT AGAAGAT TCAAAAT T AACAT GTG AT AT AAATGT CACT AT GACAATCAGCAC 
AATAATTCTTGTTTTCATTAAAGTTTGCTAATAAAATTGTTGAGAAACTTTATTCTTGATCAGTGCTCAG 
GAAGAGTAGATGGTACTAAGTGGGGGTGGATGGAGACCATCCTGTGAGAACCAGATAAGCTGAGTCCACA 
T T TCTGGTGCT T ACTT AGT CCCCTCCT T T T TAT T ACACAACCTAT AAT ACTCT ACAC AGACACTAAGAAA 
GTGCAATGGATGTAAGAATCCCTAGGCATCCATCAAGTGCAGTAGGCTAAGCCCATCTTCATTCTGGGTT 
TTATTCACAAAAGCCTCGTGCCGAATTCGGCACGAGGGTCCACCATTTTTGTGTTGGATTATATGCCTTT 
T CACT TCT GAT ACATT AACAAGT AAAAAT GT T AAG AAAT AAT AAT AAAT AAAT AAGAAT ATT CC , 

>GBEQ3206 | Acc ) BM780317 | Ver [ BM780317 . 1 GI : 19128549 |APLl_l_D05 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 69 

GCACGAGGCAAGGTT'CCAGAATCAAATGTTGTGCAAGCACCTAGGAGCCTTGTAAATAGAGGCTCCTTCC 
GCCTGCAGCAGCCTCGCTGGGTCCCAGTCTCAGAGCAGCTCCTCATCTTCTCCTGCTGCTCAGGGTCCAG 
CCGGCGTTCACCATGCGGTGTCTCTACTTCGTGCTCCTGACCTGCTTCATCCTCTTTCCTCACTTTGCCA 
CAGCCTCCACCCATCGCATAGACTCAGAAGAGGAGTGCATTCAGGCTGGTGCCCAGTGTAAATGGTTTTC 
TTGCCCAGAAGATCATGAACGTCTTGGTTCCTGTTGGTTTGGGATAAAGAAATGCTGTCTGCGTGGATGG 
" TCGGCTGAAGGACATGGGTGGACAAGGAGCCCAGAGATTTAAATAAAGGGCTGACTATAACTCTGAAAGT 
GCTGTGATATTATTTCCTGAAAATAAAGAAACAACCCCATGCTGCATTT 

>GBEQ3207 | Acc I BM780310 \ Ver | BM780310 . 1 GI : 19128542 | APL1_1JS03 . gl_A005 Liver (APL1) Equus 
caballus cDNA, mRNA sequence .: Start : 87 : Stop: 642 

ACCAATGTAAAATGAGCAGCACGTATGGAAAGGTTTCCCACTTTCCTGGTGCTTCCTCCCTGCCTTGTTT 
TATAGAGCTGTGAAATGTTTTTCTTTGTTGGAAAGGAAAAAAGCTTGGCAAAGAGGCCTTTAGCCCAAGT 
TTCTATGT GACACT TACAAATGGGAACACACAGT TAAC T TAATTT T TAGATGAC AAT AACTC AACT GCAG 
AAGTCTTCCTATGCTGTGCCCATTCTTTTACAAATCTAGTGTTGTTTTCCTTTAACGCCAGTGATCTATC 
TTATCTTACTCCTTTATAACACTAACTTTTTATGACTTTCAGTCTTTGCATTAGATATAATATTTATCAG 
TATAAATTGAGAATGTAACTTTCCAGAACCCACAAAACTGGCGTTTTTTTCTAGGAAAGTATAGGAAGAA 
GT T GGAGATT TCATAGCCTCATCGAGCAAAAGTTCAGGGAAATAT GATAC AT T ATT TTT TATAT TTT TAA 
ATCAGTGATGTCATAAGAGGTTTCTTTGTGTATATATGCTTTATAATAAATGTTTGACCCCTCTTC 

>GBEQ3208 I Acc | BM735615 | Ver | BM735615 . 1 GI : 19056948 1 MONOl_21_A04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 9 : Stop : 551 

CACACAGCCTTTTCTCTAATGAATCAAGAGCTTGTGACGCCTTAGGACAGTGGTTCCCGACTGTTGCACG 
TTGCAATGACCTGGGGCTCTGTATCCGATACAGATGCCTGGGTCACACTCCCAGACATCTGATGTCATTA 
ATATGAGGTGCACCCTGGGCACAGGGTTTTTACGAGCTCCTGAGGTGATTCTAATGTGAAGCAAAGTTTG 
GAAACCACTTTTGTGCCTTAGGGACTTTGTCTAGTGTAGTTTAAACAAATAATTTATCCTGGAAAAAGTT 
TTGTTCCTAGGGGCTGGCCCCGTGGCCGAGTGGTTAAGTTTGCGCGCTCCGCTGCAGGCGGCCCAGTGTT 
TCGTCGGTTCGAATCCTGGGCGCGGACATGGCACTGCTCGTCAGACCACGCTGAGGCAGCGTCCCACATG 
CCACAACTAGAGGAACCCACAATGAAGAATACACAACTATGTACCGGGGGGCTTTGGGGAGAAAAAGGAA 
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AAAATAAAATCTT 

>GBEQ3209 j Acc j BM735581 ] Ver | BM735581 . 1 / GI : 19056914 | MON01_21_C12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 4 6 

GCACGAGCAGAAATGGGAGCAGAACAGCCAGCCGTGTGAACTTGAGGAAGTCGTGTTCCCTCTCTGAACC 
TCAGTTGATCACATATGATGAATCAGCAAGGGTACCTGACTTGGCCAAGGTCACACAGCTAGAAGATGGC 
GTAACTGAACTACCTGCTCGGGTTTTTTCCCCCTTTTGGCATAAGGAAGGGGTTTTCGTCCCTTGCATCA 
CAGCAGCCTCGGCTTGATCCTCCCTTTGCTGCTGGGCAGGGCCATTCCTGCTTCTGCCTTTTGGCATCAC 
ATTCACCGGGATCAAATTCCAGCTCCACCGCTAGCTACATGACCTGAAGCAACTTGCTTAATTTTTCCCA 
GCCTCCCTTTCCTCCTCTGTTGATAAGAATCATGACTCCTTTTCATAGGACTGTCCTTTCCTTTAAATAA 
AGATCAGTAGCATCCACAGTGTGCGC 

>GBEQ3210 | Acc | BM735571 1 Ver | BM735571 . 1 GI: 1905 6904 | MON01_2 1_E0 9 . gl_A0 0 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 630 

CTGCCAGCTGACCCCCTTCCCCACTTCGGGGGCCAGGGCCCCTGCATACAGGGGTGCCAGATTTAGCAGC 
AAAAC AGAAT GC T AGGT T AAAT T AGAAT T T C AGG C AT ACG AAGG AT AAT T T T T TAG T G T AAGT AT G C C C C 
ATGCCATGTTGAAACACACTTACACGCTAAGAAATTATTTGCTGTTATTCTGAAATTCACATTTCCCTGT 
GTGTCCTGTGACCCTGCCCGAGGGGACTGAGTGGGAGCCGGGCTGTGAGCCCCCGGGGTTAACTGATGAT 
GATCTTTTCTGTCCTGGGAACAGGCTGACGCCCCTCCTCCTGTCCGCTTGTAGCCATGGCGGGGGAGGGA 
CAGGCAGAACTAACTAGCCCAGGATCCAGCCCGGGCTGGTGGGCGGGGCCCCCCCAGGCTGCCAGCTTTT 
GCTGGATCCTTACTCAGACACTAACTTAGTTCCTGATTCGAGCACCTCGAGCGGAGCTCCCACGGTGGGG 
GAGGAATCGGAAGGTTGTGCAGCCTCTGCCAGCTGCCCTTGAAACCCATTCAGACCGTGGTCACTTCCAG 
ATTCTAAACTGTATATTTTTCTCATGATATTGTTAAAACAGCGGGGAAACATTAAAAAAGCCCCTGTAGC 

>GBEQ3211 |Acc|BM735526|Ver|BM735526.1 GI : 19056859 | MONOlJL9_A10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 644 

GTACACAGTTCCAAGGAAAACCCACAGTTTGACCAAATATCGTTAATTGTTTTCTCTGTGTGAAATTTCC 
AGTTTGAGAATTTCTGCTATAATTGTCTCGTAACAAAGGTCCCCAGGCCTACTATATATTCCCAGCAAAT 
TCCTTTGTACAACACAAGAATCCCCTCCTTCTATAAGCATCACCTCAGGCAAGTTTTTTTAAAAGACATC 
TTTAAACCTCAGTTTTCTCTTCTGGGGATAGTGATGGTACCTGCTATTGTTTTGAGAATCGAGATTATTA 
TGTAAATCATTTAGCACCCTGTTCTTGGCCCTTATTAAGGGCTCAGTACTTAGGGAGGTGGGTGTTTGGG 
TTGAGGGGAAGAGGGAAACAGCTCTTTGTAATTTGTTATAGTGCTGTGGAGTCTTAGGAAGATAATAGGA 
AATTTTTTTCTTTCATGCGATGTCATATGTAGAAGTAATGTTTTAAATTGAAACATACAGAGTTGAGAAC 
TTTGTCCAAATTGGCACTTTACTTGGGAAGTGGAAAATTGGGGTAGTATGCTCTTTGGTTGACTTTCACT 
TTGTGATTGTTGCATTCTGCATTGGTCATTATTGGAAGCCCATTAAAAGCTGAAAGAAATAATAAACACT 
TGAAACTTC 

>GBEQ3212 | Acc 1 BM735514 | Ver | BM735514 . 1 GI : 19056847 | MONOl_19_C05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 7 : Stop : 561 

GCTAGCAGGGGAAAAGCAAAGCCATCACTCGTGGTGGTACAGCCAGGAAGTGTGGTGCAGACAGGCCACC 
CATCCCCGGGCACAGATCTGAAAGTGTGCAGAGCTCCCCTTGGGTCAAAATGCCTCCTCTTCCTCTCCTT 
GCAGCTGGGGCTTCAGCTCCTGTTGCTATGGTTACATCATCCCTACTTCACTTCCAGTGAAGGTCCATGT 
CTTCTACATGCATCTCAGCCACTAAACACCTTTGCAGCCTGGAAACAGCATCTCCAGGCTGGAAGTCACC 
TGAAATGGTACCAGGGCCGCTTCTTGTCTGCTGCTCTGCACTTGGTAGGCACTTTTAAATTATTGACTCC 
TAGAAGACTGGTTATTTTCACTGAGTTAGTCTCAGGGTTCCTAAAAAACAATCCCATCTTGGTGAGGCTG 
GCTTCTCCACACTGGAACAGAGAGATCCACAGTCTTTGACCAGCTGTGATCTGTATCAGTTAGGACTCCT 
TCTGTTACAAGGGACTAAAAACAATATCCAATCTGTCTTAAGCAATAAAGGAAATTTATTGACTC 

>GBEQ3213 1 Acc | BM7354 99 1 Ver | BM7354 99 .1 GI : 19056832 | MONOl_19_D02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 69 : Stop: 412 

GGAAGTCTATGAGGAGCTACTGGATTCTGCTATCATTTGGACACTGCCCTATAAACTGTTCCTGACTGAT 
CGACAAAGAGCTCCTTGCTTTGTGGATGGCAGTTCCAAGGTGAATGGACAACATCGTGTTTAGAAAGCCA 
CCACT TT GATGGAAGAAGGTAAAAACAAATCAGCCT GGTGTGCT GAAT TGCATGT T T TCCCAGCAGTAAT 
GGAAGAACTGAACAGTGGTGAAAGCCCCTGTGTTTGGGTTTTTGTTGACTTGTGGGCTGTGGCCAATGGC 
CTGACCATATGGTCAGGCAGGAAGACAATGGAAACCTAACCTATTAAAGGGATGCCCATATGGG 

>GBEQ3214 | Acc | BM73547 0 | Ver | BM735470 . 1 GI : 19056803 | MONOl_19_F04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 314 

GCACGAGCTCGTGCCGCTTGAATCCTTCCAGGGATTCCTTTAGAAATAAGGAACCAAGGAAGCACTCAGG 
ACGCGGCAGCTGTCATTACCAACAAATCGTGCTCAAATGGACGCACCCACTGTTGATGAGAAAGCGTAAA 
CCCAGAGGCACCGGGGACTGAAGACGGGAGGCAGAATTCTGTGAGTGAAGATTGCTGTTAAGAAACAGTG 
AGTGAAGATTGTTGGCTGAATGAAGTCATGTGGATAAAGTACAAAAAAACTCTGCCTGATAGGACTAGCT 
T AAAT T AG AAAGC C AG GAATAAAC TTTT TAT TTT 
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>GBEQ3215 | Ace | BM7354 4 9 | Ver | BM73544 9. 1 GI : 1905 6782 | MONOl_19_H04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 604 

TCAGTTACTTCAGAAAGTTTTAATTTAGAGTAATTCCAATTCATGCATATAAGCATGAATTGAAAAGATA 
ACTATGATTGTTCTTATATAAAAATATGATTGCCATAGAAGTTAATGAATACACTTATAAGAATGTAATA 
TGATTTCCCTTTACTTCCTACCCTTCTGTTAAACTGCTGCTACTGGAGTTCGCCTTTAAAAAATACTTGT 
TCTTAGCTTTACAGAAGTTGAGATTTGAAGTCCTTGGCATCCTGAAGTATGTTATATGCCATGTGCTTGT 
TAT GAAGAT T ATGGTAT GCCAGGAGAC AT TCTCC TGAT T T TCAT T AT AT AG AG AAT CAT AT T TGAGAATG 
CTGTTCTTCTTATCTTTTATAACATCAATTTCCGTTGTTTCGCTTGTCTTTTTTTAAATGTCGTCGGTTT 
AAAGAGT TTAC T T CAT T AAACACT T TACT T CAGCAGTTTGAATAGT AGAT GGAAAAATAGGCCCCGGTCT 
ACATTAATTTTCCCCAGTCTGCATTAGAATATTTTTGAAGATTATACTTTTCCAAACAAAGAAAATAATT 
TGTATTTTGTGTCTAAAATTAAACTTTGTTTAAAACTCTG 

>GBEQ3216 | Acc | BM73538 9 j Ver I BM73538 9 . 1 GI : 19056722 | MONOl_20__B05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 12 : Stop : 58 4 

TTTGTGCGTGGGGAGGAGCTGCCGTGCCCTGCCCGAGCACAGACACCCAGTGTTCTCTCTTCCTCCTTTT 
GTACCACTGTCATACCACAGCAGATCTGAGCCTCCGGCCCACCCGGGTGGAGATGGACCCCCAGCGGCCA 
GCTCCCTGGGCCCAGGGCCCTCCAGGCAGCTCCCCCACGGGCTGCAGAGCCCGGCGGGGCCAGTGAGGAG 
GACTGGCCCTGCAGGAGGGGGCTGGGAAGGAGAAGGCAGAAGTCATGTCCCTCCTTCCCAGCTGCCCGTC 
CTCAGCATCGAGACCTCCAGAGGCAGCCCTGCCCTCGGCCTCACGTGGCCACTCTCAGGAAGGTCTGGAG 
ACGCCCCCAGAGCCAGCCACGCATGGACACTGCGTGGAGCCCGCTGGGACACTGAACCGGGTGTGAATCC 
AGTCTGCCCTTCGCAGCTGGGCCATGAGATTTATTGTCCTAAAGCCCAGACGGGAAGAACTGTGCCTTGA 
TATTACTTGAGCTCAAACTGACGACTTGGATGTCGATAGGCATTTCTACTTGGTTTATTTAATAAAGCTT 
TAT AT AAT TTCTT 

>GBEQ3217 | Acc | BM735380 ) Ver I BM73538 0 . 1 GI : 1905 6713 | MONOl_20_Bll . gl__A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 436 

GCACGAGGGAAAGAGAGGGAGCTGAGGTGTGAGAGAGAGGAAACTACCGTGAGAATCTCTCCTTGGGAGA 
ATGAGTTGGTGCCCTTTCTTCTTTTGCTAGAAGGTTCCTTTCCTTATGCAACTTGGTCCTGTCCACTCAA 
ATGCCCATCTCTTTCTGTCTACTAGTGTGCCAGACCCTGGAGCTCAAGCTGGGTGGGTTTTGTTTCAATA 
AAAAGCATAACCCGGGCCCAGCCCCGTGGCCGAGTGGTTAAGTTCGTGCGCTCTGCTTCGGCGGCCCAGA 
GTTTTGCTGGTTCGGATCCTGGGTGCGGACATGGCACTGCTCATCAGGCCATGCTGAGGCGGCATCCCAC 
ATGCCACAACTAGAAGGACCCACAACTAAAGATACACAACTGTGTACTGAGGGGCTTTGGGGAGAAAGAG 
G AAAAAT AAAAT C T T T 

>GBEQ3.218 | Acc | BM735366 j Ver 1 BM735366. 1 GI : 19056699 | MONOl_20jD04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 4 51 

GCACGAGCTTTTAAGAACTGTCAGTGTATAGCCTTTGATAACTCTATACCACTTGGGGCAAGCTGTTCCA 
GCATTGGTTTTGGATGCTGTATGCAACCAAATCAGAATACATACCACATCCATTGCACTGTTCTTTCTTA 
GT TT CAGT ACTTACCAT CCAT CT ACAAGAT T T TGACCAT CACCCGAT CGCACAAAACT T G AAAAAGACCC 
AGC T TAGAGGCAACATGGAGT T CAGGATCCACT AGACAGT T T TCACT CTGC TTGGAGGTAGC T GGGTAAT 
CAAAAATAGCTAATCTCTGATTCAATGTGAACCATAAGATCTTTAAGCCCAAGAGTCTGAAAAACTTTGT 
TAATGCTGTCTAGCATTTGTTTGTTGATGTCATTACTTTGAGCGTGAAAAAGTTCTGGATTGATTCAGTG 
GCAACAATAAACTCGCCATTTAAATTTGTTC 

>GBEQ3219 | Acc | BM735352 | Ver I BM735352 . 1 GI : 19056685 | MONOl_18_A01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 11 : Stop: 487 

AGCAAGCTCTTGCCATCAGACTGCACTGCCTGCGGGAGGAAGAGAGTCTAATGGCTTTAGGTGTCTGGGG 
GCTCGTTATGGCCTAATGCCCACTTTTGTCCTGATCCTCCTCCTGCGCAGAATAGAGAACTGCACTGAAT 
AATAGTTAATACTTAATGTTCTCTATTAACTTACTGCTCACACGTAACAGTCTGGTGGGGAAATGCGATT 
CATTCATTTAAATCCCGAGTAAGCCTCGGGGGTATTGACTGAAGATGCCATAAGCAGTCAAACCAAAGCA 
T TCCAT T TGT AGAGT TAGAT GGGACGCT CCAGATAT T T GAATCT CT T CACT TGATAGGAAAGGAAACAGA 
CCCAGGGAGAGAACGTCGCTGCTGTATACTGTAACGTCTGTGTTCAAGTACCTCACGGGATAGAGGAAAG 
ATGGTCTTAAGTTTTGGGAATTAAAAGAAAAATATCTTTTAATAAATATATATTTTT 

>GBEQ3220 | Acc 1 BM73534 9 | Ver I BM735349 . 1 GI : 19056682 1 MONOl_18_B01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 5 : Stop : 4 67 

GGCCTTGATTGTCATTTCCACCTTGTCCCAACCTCTCAAAGGAACCAGATTCTGGAATTAGCAGAGAGGA 
AGGGATCCCATCATTTCTCATCCTAGATAAGATCCTGTTGGGATGTTCCTGCTTTGCAGCCTGCCCTCTC 
TCCTGGCCCTGAGCTCCAGTCATCCTAGTGCTGGCTCCAGTCCAAGCTCATGATGTATAAAACAGAGTCT 
AATTTAGAT T TAT AT T TGGTTGGGAAATAGGACGCATAAGTCAAAGAT CATTTAT T GT T T TCTGAAGAGA 
CAAATGTGTGCTGTGGTGTGCAGGAGGGTTGGTGTGGGAGGGAGGGATGGAAGAAGAGGGAGGGGAGAGC 
AACACTTGTGAGAAAAGTACAAGTGGCATTGATGTCAATGTGAGTGCACATTGTCCTGTTGCTGCCACGA 
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AACAGCATGTGCCTGAGGTTATGTTAATAAAGATACTGTCTCT 

>GBEQ3221 [Ace ] BM735276 | Ver | BM73527 6. 1 GI : 1905 6609 | MONOl__18_H04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 529 

GCACGAGCAGATGATATCTGTGT TAGCT GAAGGAGAT TAGGT AAT AGGTGT T T T T CT G AACAT CAGAGAA 
ATATTTATGATCACCTTTGCTTAACACACACTCCCCCTTCCAAGGACTAAGAGGCTGCTAAAGGAAACTT 
CATTTATTGCCTAAGCTACTGCACTCTGTCCAGCAATAAGTGGTGAAGCTGGCCCTTCCCCAAATTCTGT 
TCATTCTCAAACCTCCTAGAGTAGGACCCTGGGGTGAATAGAATCAGCGGAGAAGAGGAAATGTTTTCCT 
GTTTGGTTGTTGGTGACTTTTGCAGTACGGCATTCATGAGCTCAGACTTAATATTGGCAACACTGCAGTG 
CTTTGAGCGCCCTGCAGAGCGGTTAGCAGGAGAGCATATTCATCTGTGACATAATTTGGTTAGCAGCTCA 
CCCTGCCTGTCTTTGTCCCACCTCTTTGATTTCCTGTTTTTGGAGGAGCCCTTAGTCTGAGATTCTTTGG 
CTCTGTTCTTTTGGTAGGACACTATAAGGTATTAAAGAG 

>GBEQ3222 | Acc | BM735253 | Ver | BM735253 .1 GI : 1905658 6 1 MONOl_17_B02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 181 

CCCTCCCGAGGCTGCCACCTCTAGCAGCCCACTCAGAACTTTGCCCTTGAGGCCCCTCCCAAGGGGCTGG 
GCTGCACCCCCTAGCGCTGTGCCACCCCGGCCAGGCCTCGGAGACAGACCCAGCCTGCCATCAGCGCCTG 
GATTTACCTCTCCCACAGAAATTAAAAGCATTGTCAGTT 

>GBEQ3223 ■ | Acc | BM735242 | Ver | BM735242 . 1 GI : 19056575 | MONO 1_JL7_C12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 14 : Stop : 657 

CAGGTGTTTGGAACTTAAAAGTAAGGGAGTATTTCTTTAATTTTTTATAAACGTCATAA7VAATCTTGACT 

TGGAACTTAATTATATCAGGATGTTCATGTTTGTATTAATTGTTGAAGTTGTACATTTAAAGACATTTCT 

TGCAAATTTTGTAAATTTCAATATGCCTTTCAAATAGAAGCATCTGTGTAAACAAGGGAAGGTGGTGATA 

ATACTGATCAAGTATGTCAACAGGCCTCCTCCGGCCGGGGCTGAATCTGGGTGTTTGTAAACTTTGCCGT 

GGTTAACTGTGCGCTTTCTGCTGTATTTAGAAGACCGGAAGTCTTTATGTGTTGATGGGTAAAATTTTTC . 

TGAAAAATTTAGTAACTGAGACATTGCTGCTTCAGAACATCCACTGTCTCCTTACTCTATTTATTTATAT 

TGCCATTGTTATTTCCTACACTTTAGAGGAAGTTGTCTCTTCAGTTCTATATTAGAACTGTCGCACTGCC 

TCCTGTCCGTTTTGCCCAGTATTTCTCTATGAAATTATTACTCGTAGGTTTTATATGATCCTTTCGAAGA 

TACTTTGACCTTCCTAAATTATTTGCTGCTTGCCATGGAAGTTTCATTTCAGTGTGGAGCATCTGAAATA 

AAAGTTTCTGAGTT 

>GBEQ3224 | Acc | BM735232 1 Ver | BM735232 .1 GI : 190565 65 | MON01_17 JD02 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 23 : Stop: 563 

TTTAAGCGCATGAAGGACCTCCTGCTTCTGTAAGATCAGTGGAAATCAGTGGCTCTCTTCGTTATTTGGT 
CTATGCAGTCATCATTTGGGTCATTTGGGGAAGGTGTTGTTTTTACAAGTCACTGAGTGCTGCTAAATGC 
AATTGATT TT CTCTCACTACAT GACACTACACCCCAACCATGGATTGTAT TCCCGAAAACATCACT T TCT 
GAGTGGGATCTTGAAAGTTTTTGAGATTCATTGCCGAGTCACACATTGTTCAGTCATTTTGAGTCCATCT 
CTCTGTTTTTTCTCTTGATACGGCTACTATGTAAATAAGATCTGTGAAATGAAACACAGGAAGGAGGCCC 
ATGCCAATATTTGGGACACTCAACTATGACGGTTGGTCACCAGGACACTCTCTGGAGGAGATTCTCTAGA 
CTTTTGGTGGTGAATAATGTCATGGAAACAGAAGTCGAATAATAATGAAGGATATTTGAAATCTGTCGAA 
T GT TATAAATCAATGTGACC TCATTAAAAATAAAAGAAAAAAAT TAAAATG 

>GBEQ3225 | Acc | BM735213 | Ver | BM735213 .1 GI : 1905654 6 | MONOl_17_F07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 7 6 : Stop: 650 

CTCCTGCCTCCAGTCAGTCAAGTGAGAGCACAGGGACGGAAGAGTGGCTCTGCAGTGAGGCATCGCTCAG 
CTCAATTGGAAGATATTTAAAAATGTGTAGGCCCCCAGTTTGCTCGGGGTGGCATCCTTACGTATGGGAT 
CAGAGGAGCTGAGAGTGCCAAGTGAGACTAAAGTCAGTAAGACTGTTAGGTTATAATAGGGCTGATAAAT 
GGGAAATACCAGACAAGTTCAAACAAAAGTGTTGTTGATCACTAACCCTGGGCAGCCTGATGCCTCAGGT 
TTCTAAACATCAAAGGACTTCCATGTGCAGCTAATTCGCAGCTATGTGCAGAAGGGAGGGAACCAGCACA 
CTTTCTCCCAAGCACTATGTTTTTAGTTTGGGTGTATTGTACTTACATCTATTTTGGTCAAACCATCAGG 
TCCACCTCAGCTGTTTGTGCTAAGGCTCATGGTAGAGTGGTTTTTCCATTTCCTGTCCACCTCTTAGCCT 
AGGACAAGGGGAGTGACCCACAAATGTGATTTGGGATAAAACTAGAGGGAAAGCTATTCTGGAATTGAAC 
AT TAAAAGGCAGCAG 

>GBEQ3226 | Acc | BM735197 | Ver I BM735197 . 1 GI : 19056530 | MON01_17_Hll . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 43 : Stop: 601 

CTGTGAATTTTTAAAGCTCCTAATTATTCCAGTTTTCTGTCCTCCATGCTTTAAAAAATGTACTTTTATG 
AAGGCAGATTTGCACAGTGAAAGTCCCTGCCCCTACACTCCATGTGGCCCTGTTTTCCATAAAGTACACT 
CCTAGTAGCACAAATTTTATTTTTTATGCTGTTTGGCCAGATACATACATACATACTCTTTTGTTTTACT 
GGTCAACTGACTCCATTTTTGAGGCTTAAATAGATCTCCCTGTGAAGCCAGATGCCAAATGAACTTTGTG 
GTGACTGCAGGTCTGTTTTCCTAGTCAATTTTAATGGACTTGTTGACACTGGAGAGTTTGTTTCCAGCAA 
AAAGGAAGTGTAATTGTCATCTCTTTGGATGTTTGACATGGTGGAAAATTACCAGATGTGATGTATGATA 
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ACACTGTCATTTTGATTGGTAAAAATGTTACTTTTATGATTTTACATCCTATGTAGTAAGAA.TGGCTTTG 
TTCAAATGGTAATCATTATTAAGACTGTATGCTTTACTTACAGAATATTAAACTCAGTTGTTAATGTTG 

>GBEQ3227 | Acc | BM735190 | Ver ] BM735190 . 1 GI : 19056523 | MONOl_17_H05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 281 

TTCGGCACGAGGGAAAATAGTGGCCCAGATGTATGTGTCCTGTTTGGCCTCCGGAAATTATTGCTGGACA 

ATGCAGGTGCTGTCGATAATCCTGGGGGTGATTTGCTGAGATGCTGAGCTGAGATGGCTGAGATGGCACT 

TAACCTGAAACTAGTTCTCAAAGTTATTTTTCCAACCCAGTCATTAAAAAGCATTTATTGCCTGCCTGGT 

GGTGTTTGGAATACTCTACTCTGTAGGTTCCAGTAAGGAGTGCAAAATATATGAAAGGACAAGTCCCCTG 
C 

>GBEQ3228 | Acc | BM735189 | Ver J BM735189 . 1 GI : 19056522 | MON01_17_H04 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 550 

CCCGAGTGCTCATACATGTGCAACCTGAAAAAATGAGGGGAATTAAAGTCCCATGGGGTGAACCCTAGGC 
CAGTAGAGAACAGGAGCAGGTGGAGAAT T TATGTC CCC T TCC T CCTCTAGGAT GGAT CAAT CAGAGATT T 
GGACATTCTCAGAAAATGGTCCCATCAGATCTAGCCAGCAAGTAAACTTGCTACCAAGTAGTGGTCATCT 
TGTGGGGCCTCCACTCTCACATTGGCTCTCTCTTTTGTTTCCCCTGGCTCACTCCCCTCCTTGCTCATGG 
CTGTTTCCCAGGGGATGCACTTCCTGCTAAGATAGTAGCATATATGATTCTGCCTCAGGCTCTCTTTCCT 
GGGTCACCCAT T CTAAGACGCGAGGACT GGAGGGATGAGAAT T GAGCAT GGGAAGGAGT GCAT CGT T TAG 
CAACATTTAAAATGTAGGACTTGATGACTGAAGGTGACTGTAAAGAAAGAAAGAGTCAAGGATGGCTTCC 
AGGTTAAATTTTAGCTAAGCGATGCCTTATTAAAAACATTCACGCTTGGTGGACT 

>GBEQ3229 | Acc | BM73514 6 | Ver | BM73514 6 . 1 GI : 19056479 | MONOl__16_D05 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 14 : Stop: 588 

CTTTCCTCTGGAATTGGACTATCAATGGCCACGTGGTTAACTGGTGACATGCCCAGGGACGACCCACTGA 
GCCCTTACTCCCCCCTCCCTGCACCCGATCTTGGTAGGCCGCTTCTCCACCCATCGACCTCTCTGCTAGT 
GCTCACAAGGACACTTGGGGGCATGCCCACTCCTTGGCAGCTAGACCATGGAGTGCCATGAAACTATGCC 
CAACCCGTGTGCCTCTGCCTCGTCCAACCTGTCTCCATCTCATTGGAGCCGTCTGAGAACAGAAGAGTCT 
GGCAGCTCCCTATTCCTGCAGCCGCGAGGGCCCTCCCCAGAGGCCGTGTGGAGGAGAGGCCTTGGCGCAT 
GGGCTCCGGAAGCTTCTGCCTGTGCTAATAAAGCTTTTCATCCGCCCCAGCCTGGGTGACTTCAGGGGAG 
CTGTCACGTCCAGCTGGAGCCACAGACCTGTCCTCTCATTTCCGCCCCCAAATAAACGCTGCCAGTTCAA 
GGCCCATCCCTGAGGCTCGAATCCAAATCTGGGGCTTGTTAGGAACTTTCGAGATTCCAGTGAAAATTAA 
AGTGACAGTTGGTTT 

>GBEQ3230 I Acc | BM735053 | Ver | BM735053 . 1 GI : 1905638 6 | MONOl_23_E05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 298 

GCACGAGAAGGATAGGACTTAACATCCTTTGGCGTATATAATTACTTTGCTCGTTTTTAACTTTTACCTT 
TGTGGTTTGAGTTTGGTTCTTACCTGACCAGATGCATTTCGCATGTATTGTTACCCATCCCTGACTGGAC 
GCGTCGTCCGGGGTAGGAGTAGGGAGGAGGTGTACGTGGCCAGAGCGTGGGTCGCGGATGGACGGCAGTG 
GCTCACCAGCACTACTTGGCCTGGGAGTAAGCCAAACCACTAACTCCCTTTTCCTTTGTAAAACTGAAAA 
ACCTT TAATAAAAT CGAT 

>GBEQ3231 | Acc j BM735006 | Ver | BM735006. 1 GI : 19056339 ! MONO 1_15_B03 . gl_A005 Monocytes (MONOl) 
Equus caballus. cDNA, mRNA sequence .: Start : 1 : Stop : 339 

GCACGAGCGCGAGCGTTTCTCCTGCGGGTGCTGTTGCCTGGATTATTCTTGCTGAGGACTTTGCAATTTT 
TTTCCGCCTTTTTTGGGGAGCATTTCGCGGCCTTCCGAAGGTCTTGGACGAGCACTGCATGCCGTTTACC 
CCCGTTCATAAAGTTCAAGCTACAAGTGTCTTTCACCTTGTCTTTTTGACCCTTTTGTGTTTTCCTTCCC 
CCTGCATGAAATCCCCCCTCTCTGCTTTTTTTGAATAGTTGATTCTCCTTCTTAAGAATTCAGCTGAAAT 
GTGACCCACTCAGAAAGATATTCCCTTACCACTGTATTAAACAGTTTTTTCCATCTTCC 

>GBEQ3232 | Acc | BM734986 | Ver I BM734986. 1 GI : 19056319 | MON01_15_DO 6. gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 81 : Stop: 673 

GGTTTCCTGATTTTGCACTCTTGGGATGTTTTCCAGAACTTGGAAGCGTAAACTGAGGCTGTGAAGTGAG 
GACTGTTTTCAGGCGGGAGGTTGAAGGGGTGTCCCTGAGATGCGGCTGGGGCAGCCCTCGTGGTACAGCT 
GCCCTGGTGGAGTTCAGCTGGATGATGGATGTGGGATCGCCTGTCCCAGTCACACGGGACCAGCGGCCAG 
GATGGCGCTTCTCCCCTCCCAGTCTCACTTGTTTGACCTGTTACTAACCCTTAATGATGCTTTTGTACCC 
ATCCTATGACCACAGCCAAGCCCCAGCACGACTGGGAAATTGTATATCAGAGTTAAATTCTCCCTCAGAA 
TTGAATTTATAAAAATTAAAGATGTTTTGGGGCTGGCCCCGTGGCTGAGTGGTTAAGTTCGTGCACTCCG 
CAGCAGGCGGCCCAGTGTTTCGTTAGTTTGAATCCTGGGCGCGGACATGGCACTGCTCATCAGACCACGC 
TGAGGCAGCATCCCACATGCCACAACTAGAAGAACCCACAACGAAGAATACACAACTATGTACCGGGGGG 
CTTTGGGGAGAAAAAGGAAAAAATAAAAATCTT 

>GBEQ3233 | Acc | BM734984 j Ver | BM734 984 . 1 GI : 19056317 | MON01_15_C12 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 15 : Stop : 642 ~ " 
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AACGTAGATTTTTAACAGGATTCTCTTTTGAAACTGACTGCAGTCGAGAGGTTATGGCAAGTTAATTTCT 
CAAGCTTGATAGATTCTGAGTACTTTGGGAACACTTATTTGGCTACTGGAGGTTAAACCTGACTAAACAC 
T C AG AAG G C AAAAG AG AAAACC AAC T G AAT AT AG AAAG T C AG GT T G G GAT C T TAT TGCTGCTCTT T GC AA 
CTTGGCCAAGAGCCATGAACTCAGGCACTGGTATTTTGAGTATGGTACAGAGTACATTGCTTCTGAAGTA 
AT TT CT TAGGTATCAAAAGT CTGAAAAACATCCC T AGT T T TGACCCAGT AAT TAT AGAT C TAGGAAT TGA 
TTCTAAAGAAATATACGTGTGCATGAAGACTTTTGTACATTCATTTAGTGTTACTTACAGCAAAAACTGA 
AAACC T AT GAT T C T G AAAC T GGG GGAAT G G T G AGAT AAAT T AC AG TAT AT T T C T G T GAT G GAAT AC TATA 
CTGCCATGAAAAT TAT GGT TTAGAAGAATACCTAGT GACAT GAGAAAACACTCACAGAATAAGT GTATAA 
AGAAAACAG AAC AC AAAGT AAT AAAT AC AC TAACAT T CAT T T T C T TAT AT AT C TAT AC T T AAC AC G T G 

>GBEQ3234 | Acc j BM734 983 | Ver J BM734 983 . 1 GI : 19056316 | MONO 1_15__D04 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop : 510 

CTCAGCAAAAAGAGGATTGGCAGCAGATGTTAGCTCAGGGCTAATCTTCCTCAAAAAAAAATAATATTGC 
AGCAT TATGCACAATAGCCAAGACTT GGAAGCAACCTAGGTGCT TAT CAAGGGAT GAAT C GAT AAAG AT G 
TTATTTATACACAATGGAATACTACTCAGCCATAAGAAATGATGAAATCTAGCCATTTGTGACAACATGG 
ATAGTCCTTGAGGGTATTATGCTAAGTGAAACTAGTCAGGGACAAAGTCAACTACTGAATGATCTCACTC 
ATAAGATAAAAACGACAAACACATATAGCAT TGGAGAAT GGAT TGGT GGTTACCATAGGGGAAGGGGGGA 
GGGCAAAACGGGTGATTAGGCTCACATGTGAGGGGATGGAC TAT AAT TACT TGTTGGGTGGTGAACATGA 
TGTAATCTACACAGAATTTGAAATATTACGATGTACATCTGAAAGCTATATGTCATAATCCAATATTACT 
GCAATTAAAATTTTT 

>GBEQ3235 | Acc j BM734 974 | Ver | BM734 974 . 1 GI : 1905 6307 | MONOl_15__E12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 10 : Stop: 563 

CATTTCTGCCATCTCATCCGGGACTTATTCTGTCAACCACTCCTTCCAGCTTTCTGCTGTGAGGTCCCAT 
GTCTTCACCAACTTTGTAAATGGTTATCCTAGCCCTGATAGTGGAGGACTAAGGAGGGGTGTGAGAGACT 
AGACATATAAATGGACAATGGCCAGACCATATATGACAATAGAATACTGACCCACAATCTTTGCAGCCAC 
CAGCCAGGAAGCCAAACCACAACCTGTGCAGCAAGCAACTCAAAACAGTGAGGACTTGGTCAATAACTGG 
GAGCTTCCCTAACCAAGCCCCTTCCAATTTAGGACCAACCAGAGAAAGCCAAACAAGCTCCCTAACCAAT 
CACATGGGATGCTCTGCTTCTAGGTAGCCCACCTCCAGTTTCTCTGCACCAACAACCTCACAGGCTTCCC 
TGAAGCCTTCTCTTTTCTCCACCACAAAGCTTCCCCATGACCCTGCCTGCCTCTGAGCCTCTGACAAATG 
CAACGGATGGTGGCTCACTCCCTTGCTATAGCAAGTGGGAATAAATAATCTTTGTTTGTTCTCT 

>GBEQ3236 j Acc | BM734944 j Ver | BM734 944 . 1 GI : 19056277 j MONOl_14_A02 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 33 : Stop : 628 

GATTTGTGGGGCTGACCCACCCCCAGCTCCAGGAAGCGGGGAGAGAAGGCCTGGCCTGGGTCCAGCTAAT 
AATATTCCATCTCCTGGCTCTGGTGATTGGCTCAAGAGTGGGCCTGTGACCAACGTAGGGCCTGGAGATT 
CAATCATGGGACTTCTGCTGCAAAAACTAGGAAGACAAAACTTTCAGGCTTGAGTTCTAGCTGTGAGGAT 
AATGCCAATCTAGAGCTGCCAGT GCCACATACAGAGCCT GAGCAT T AAG CCAAAGCAGAGG AAAG T GAGT 
GGGGAGATGGAGAGCAAGAGGGATCCAGTCTGGGTGATAGCATATGAGCTTCTGGATCCATCAATGCCTG 
AAGCCTGCACAACTGGGACACCCGAGCCAACCAGTTCCCTTTATGGCTGTGGCAAATACTGAAAGCAGGC 
TCCCTCCACACTCATTCCCAATCTGTCTCCCGCCTGCCTTCCTCTACCACAGAGTCTGAAAAGCTGAGTC 
ATTATTTCCCAGCCTCCTTTGCAGCCAAGGGTGACCATGAGACACTTTCTGGCCAATGAGGAAGCCCCTG 
GGGAGGGTGCCCCTTCCTGAATAAAGGGAAGTTCTC 

>GBEQ3237 | Acc IBM734943 | Ver | BM734943.1 GI : 19056276 1 MONOl_14_A05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 8 : Stop : 644 

GGAGGGAGGGAGGTCCCTGGGAGCAGTTGCACATGGAGTAGGCACCGGGAAAGGCTAGAGAGGAGCAGAG 
CCATGTAAGCAGAGGGCTCAGGACTCCCCAGACAGAGTCCTGCTCCCAAGGGGGCTACTGGCCCTTCGCT 
CAGCATTCCTGTTTCCCTTATATCCAAAATAAACTTTCCTGAGCTTGTCTGAGTCTTGAATCGTTACCAC 
GGAACAGCTTTATTTCCTGGTAATCTCAATTCCTGCCTCTTGCCATACGATGCCGTATGATCTGGGCCAC 
AAGGCTCTTCAGTCCTGGCCTGAGTGTCAGCCCCGAGCTCTGTGCCCAGACCTTTGCTGTGCGTCCTGGA 
GCAAACAAGGAACCCTTTCTGCAAGTCAGTTTCCACTTTGAAAAGTTCCGGGGAGGGTGACATTGCTCAA 
GCCATGGTCATTTGTGTTACGTATATTTTTAATGATCTGTGTGTACTATCTTTGCTGTTGTTTACTTAAT 
ATTTTTCTTTAAGCCAATTCACTTTAAAAAATATTTTTATTTAAAGAAAAATCTTTATATTGCTTTTGTA 
AATGGAAAAATGGATATTCACTATAAATAAAAAGTAACTGTAAAAAGTAAATACAATAAAACAAAATGTT 
TCAACTC 

>GBEQ3238 | Acc | BM734 905 | Ver | BM734 905 .1 GI : 19056238 | MONOIJU J302 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 440 

GCACGAGCTCGTGCCGAATTCGGCACGAGTGACAAAGGAAATTTTAGTTTATTGATATTTCACTTATTGC 
CTGTTTTTTTTTTTTTTTTTTTGAGGAAGATTAGCTCTGAGCTAATTGCTGCCAATCCTCCTCTTTTTTT 
TCTGAGGAAGACTGGCCCTGAGCTAACATCTTCCTCCACTTTATATGTGGGACGCCTACCACAGCATCGC 
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TTGCCAAGCAGTGCCATGTCTGCAGCCGGGATCTGAACCAGTGAGCCCCAGGCCGCCAAAGCAGAACATG 
CATACTTAACCGCTGCGCCACGGGGCTGGTCCCTTATTGCCTGTTTTTAATTCTCCTGAAAGAGGCTATA 
AAATGAGTAGTCTCTTTTAATAAAAAGAGTGTTTATCTCCAGAGTGAGATTTGTTTCATTCTCTCTCCAT 
TAGCCTTCTGCCTTGTTTGC 

>GBEQ3239 | Acc | BM734891 | Ver | BM7348 91 . 1 GI : 19056224 | MON01_14_F05 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 30 : Stop: 641 

ATTCTCAGCTTCGTATGCTGCAGTACCTGTGGACAAACACAGGTGGAGAGGTGTCCAGGGTGGGGCTGGG 
GAAGGATCCTCCTTCTGGACTTGTTTCCTGTCAGACCCCCAAGCCCCTTAGACCCAAAGCCAGAGGAGCT 
TGCCACTGCCTTTGGGATATAGGGACTGCAGCCTTTGTTTCTGTGTTCCCCAGAATTTGGGTGACTTTTG 
GTTACCTGGGCACACTCCCTTGTTGGCCATAATGGGTCCCTTCAGTCAGTGGCATGGACATCTGGATGTC 
CGCACCTCTCTAGAACCTCAGGCCAGCGAGATCAGCAAGGCCTTTTCTCTCTATGTCCAGAAGTCAGTCA 
AGAGCTGCTTGACCTGAATGTGTTACAAGGATTGGGATAGGGCAGAGGGAAGTCTGGGGTCACATCCTGA 
GCTGGGGCGGCCCCTCCTTCCCTCTGCCCTGGAGTGGTCTCTGCATGGGCAGCAACCCACCTGGTGGGCT 
GCCAGGTTTTAGCTGGGATGGTCAATGTGCATGTTTCAGACCTTCTGCTCTCTCTGGAATGGGTAGTGTT 
GGATCTCAGCCACCCATCAGACTGTGTCCGGCATTCTTTGCAATAAATACTT 

>GBEQ3240 | Acc | BM734871 | Ver | BM734871 . 1 GI : 19056204 | MONO 1_14_H07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 660 

TTGCTGACACGGTGTTCATTTCTTATAAGGTGTAAACATTTCTTAGAGCTGATGCAAAGTACCAGCCTGC 
TTTCCCCTCTTCCCTTTCGGATGGGTTCTTGAGTTTTTGGAGTCATGTGTAATCTGGGCCCCGTTTGCTA 
TTCCCCTGCCAAAACCAGATCCTGTTGAGGTTCCCTCACTGTTTAGAACACCTACATTTCTATGTGTTTT 
GGCTCAAAGACCAACCCCGTTTGCACTGTCTCCTTCACAAGAAGCTCACCAGCGGTGGGCGGCGGGGGGA 
GGCGGTGCTGTGGGTCAGGCCTGCGCAGCTCAGGCGGCGGGGACCGTGGCTTTATTTAAGGGCTTAGGCT 
GAGCTTACACACTTGGTAGGACACGGCCAGAGCACCCTTCCTCTCAGAATTCCAAATAGCCACTGGGTCT 
ATTCCTTTATCTCATGCGATCCCATAACTGGTGGTGGTTAGAGGTCAGACAGGCAAGTGAGACGAACACT 
TCCGCTTGTGAATGTTTTAGGGAAAGAAATTCTAAAGATTTCAAACTGCAATGTTGAGTATGGGTTACAG 
CTTTATTCTACGCTTTGATTTTTAACATTAATCAGTCAACTTCCCCATTAATTAAAGTTGACCATAGTTA 
TTCCCAAATAAAAAGAAACCAACTGATACC 

>GBEQ3241 | Acc ) BM7348 4 9 | Ver | BM734 84 9 . 1 GI : 19056182 | MONOl_13_B03 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 8 : Stop: 515 

GGCGCAAGCAGAGGCACTCACAACTGCAATATACAACTAGGTGCTGTAGAGCAACGGGTTTTTAAAGGCT 
CT CCT GGGCCAGAAGAACCTAGAGGATAGAGGAATAGT TCTTCCT CCCTACAAGAAC T AAC TT CAACAGC ' 
AT CAACAGCAACACCTGGGAGT TTAT C CAAACAT TACAAGAGTCGTGACTAAT CTCAAT TCCAAGATGAG 
AGAGGGATGACGACACCTTCTCAGGGGCAGTGGTTACAGACGGAAAACATTCCTCCAGTCAGCTCTGTAT 
CGTCTGTTTGACTTAATCCTCAGCCGCTCAGATTGCTTCTCTAGAGAAGGCTTCCCTCACGGCACTAGAG 
AAACAGCAGAATCCTGCCGTCATTCTCCGCATCCCTGTCCTGCTTTATTCCTCCTCAGAGTGCTTCTCAC 
CCCCCAACATGTCGCATATCCATTTGCTGACTGTTTATCTCATTGTGCAGGCACACACATGTGCACACAC 
ACTAATAAAAGCTACATG 

>GBEQ3242 | Acc j BM734827 j Ver | BM734 827 . 1 GI : 1905 6160 | MONOl_13jD10 . gl_A005 Monocytes .(MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop; 640 

GCCTGGACTGGTGGGGACAGAATGGTGGGAGAAGCACAGTCTTCAGGGGGAAGGTGGTCACTGCCCTTGA 
AGACTGGCCCTTTACCAGGTGTCCATTGTGAAAGGGGGATCGCACTCATCGCGGGACCCCTGCACCCTCC 
TCAGCATTTGCTGCTCTGAGTCTCTATGTTGCTACATCTTGTTCTCTGCCTGAAAGTGAGGAACGTGTGT 
AATTAAAAGTGCTTCTTTTAAATTGAGCGATTTCATATATCGAAGTTACTTCTAGTTGTCTTCTTCAGTG 
AAACCCAGAATGAC TAGGATT TTAAGAGGAATAT T GAAT TG TAT CC AT ATCTTAAGAAAT TCC CAT GGT C 
TCCCAATTTCTTTAAACTTTCATGTTTCCTTTTAGCTTCAGAAAATAAAATTTAAATGGGTTTAAAAATA 
AACACAGGGGCCGGCCCTGGGGCCGAGTGGTTAAGTTCGCATGCTCCACTTCGGCGGCCCAGGGTTTCAC 
TGGTTCGGATCCTGGGCGCAGACATGGCAGCGCTCATCAGGCCATGCTGAGGTGGCATCCCACATGCCAC 
AACCAGAAGGACCCACAACTAAAAATGTTCAACTATGTACTGGGGGGCTTTGGGGAGAAAAAAGAAAAAA 
TAAAATCTTT 

>GBEQ3243 | Acc | BM734822 | Ver | BM734822 . 1 GI : 1905 6155 ) MONOl__13_E01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 54 : Stop : 632 

CCCATCTCTGTCAGTTAATAGTTTCTTGACACAGAGCAAGTCATTCATTCTTTCTGGGACTCAGTTTCCC 
CAATGGGGATAGCAACATAGTGCTTGGTGCTTGTGAGGGCTCAATTGGATAATGCATATGATATCTTTGT 
GTAAACTGTGAAAGGCTATATGAATATGAGTTGTAATAATTATGGTTTATATGCACTGATTACAGTATCA 
ACACAAAGATATTGGCTGAGTCTGTGGTCTCTGATATAAAATGAAGGAAACATGGAAATTCAAACACCTT 
TAAATTAATTCATGTGTTTGGCACTGACTATAGCCCGGATTATGAATTTGCTCCTTGCTATTTATTCCCT 
GCTACATTAGCCTGTACCCAACTGGTACTTGGTGGTGTTTTCTTTAAGGTACTGATTCTTGACCAATAGT 
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GAGGATGTATTTCCAATGGAATATGATTAATACAGCTCAAGTCAGAGTACCACCCCTTCAGATGGTGTGC 
T GCCAGAT CCC AAT ATGGGCTAT T AATAT GAAT T AT ATAAC T T T ACT T T AGGT CT AGACAAAAGAGGAAA 
TAAAGTGAACTGTCATTCC 

>GBEQ3244 | Acc | BM734802 | Ver I BM7348 02 .1 GI : 1905 6135 | MON01_13_G04 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 253 

GCACGAGGTTCCATGATGGGAAGTGACATGGTAAGAATGATTGATGTTGGCTGACACTGGAGTGCTTATT 
CACT T CAAGT GGATAT T T GTTC T CAAGGCATAACACAGC AT GAGCCAACCAAGAAGGAAAGCCACAAGC T 
GT TAGACT GAGGAAT T GT CTAGGATCAGGT GAACT GTGT CCAGAAAACCAGTGAGGAAGAT GGCAAAGAG 
GAAT GAACAACCTAAT TGT TGTTAAT AAAGACAT T TAAAAAT C 

>GBEQ3245 | Acc | BM734798 | Ver | BM734798 . 1 GI : 19056131 | MONOl_13_G09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 5 : Stop : 620 

AGGTTTGGGAAAGGAGGATTATGAAGAGCAGTGTTAATTCACATGTAATAAGCTGGCAGGAACTGGACCC 
TAATTGTAGTGATGTGAAAGTAGGTGATGGGAAACGGCTTGTCCATCCCACGTGTTAACCTGGCTGTGCT 
GCCCCGTCCGACGTCCTGCCGTTTAAGAGGAAACTTACAAACCAGAGGAGCCCTTATCTCAGGCTGTGCA 
GCATAGGGAGTGAAGTAATCAACCTTCAAGAGATTGGTAAAATGTCACCTAAACTTGAAATACTGAAAAA 
AGATTAGTGTTCTCAACCTGTGAAATCTGTTCTCCTACCTTCTCAAATGTAATCCTAAGAATTTGGCTTG 
TAAAACAAAGCACTTCTGGGCCAGGAAAACTTTCAATATAGCAAGGCTTCACATTATACTGCAGGTTCCA 
TCATT T T T AAAGGACAGAGACATAAATGATAGAT AATGGTATATACAATAT TACAATCT ACCACCT CAAA 
AGCATTGTTTATGGAGTTTGGAGATTCAAGTATTGATTGCAGTTTTATTTTGAAAAGAATGCTACAACTT 
ATGTGGTTTTTCTTTCTCATGTTTATATTAAAAGAAAAGCTAATAAACTCTATTTT 

>GBEQ3246 1 Acc | BM734786 | Ver | BM734786 . 1 GI : 19056119 | MONO 1_13_H09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 33 : Stop : 180 

CAATCACT CT AGGTGTTAGATAT TGTCAT CCCAT T T TAGAGAAGAGAAAAT GGCAGCTCAGAT GGGT GAA 
GCGACTTGCCCAAGGCTGCATATGCCCAGTCTGTATATGGCAGAGCCAGATATTTGAATAAAGGTTCCAT 
TTGACCTC 

>GBEQ3247 | Acc | BM734774 | Ver | BM734774 . 1 GI : 1905 6107 | MONOl_12__A09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop: 591 

TCTGGCATATGATGGAGCATGTGACCAGGTAGTTCAAGCCAGGCCAGCAGCTCCTGCGGCCGCAGCAGCT 
TTTGCACATGCCGAAGACTGTCCCCTCCTCTCCCGTCATTCTGCTCAGCCTCCTGCCTCGGCCCCCATGT 
GCGTGACGGAGGGGGGTCAACAGTTGCTGCCTGGCACCAAGCCCCAGATGGCTCAGCCAGGGTGGAGAGT 
CCCACCTGCTGGGCCTGCTTCTGGCTGCCTCTCTGCTCCCCGCTGACTGACCGGGGCTCGGGGGCGGGGC 
GGGGCTGGCCCAGGGCCCAGACAGACAGGGCTCCCGTGCCCGCCTGGCCCTTTCCCCCGGTTGTCTTTGC 
TCCAGAACGAGAGGCCAGGGTGCTGGGGTTCAGCGCCCCTGTAAGCTAAGACTGAGGTCGGGGTGGGAGG 
AGGGCAGGGCCCCTCCCAGCCCCACTGCCCGAGGCTCACGGTACAGAGGCCCGTCTGCTCATGGTGCAGA 
GGGTCCTCCTTGTTTGGACGGTTGTGGATGGTGTGTAATGTTTTTCTATCTGTATAAACCTTTCTATGTT 
GACACT T AAAAT TAAATATCACAC TG 

>GBEQ324 8 ) Acc | BM7347 67 | Ver | BM7347 67 . 1 GI : 1905 6100 | MONOl_12__B06. gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 324 

GCACGAGTCCCCAGGTGCCCAGGCTAGGTCCCCAGATCCCAAAAAAGGGGTGGGGTGGGGGTGGGGGCGG 
GGGCAACACCCTCGTTTTTTGCCCTTTGGGGACTGCCGCGACCTGGGTTAACGCAGACTGCCGTGACACA 
GTGCATGACATGTGGGCTTTTCAGCCAGGCTGCAGCTAAAAGGCACTACACTGAGCCGAGTGTTCCCCAC 
GATGGTGGAGGGGAGCACACGCTGCATTATTCAGTGTCAGTGTGGGGGTGGGGGGAGGGGAAAGTCAATG 
CCTCATTTCATTCCTTCAAAAATTAAATCCTAGATGTTGGCTGG 

>GBEQ3249 | Acc | BM734738 | Ver | BM734738 . 1 GI : 19056071 1 MONO 1_12_D10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 49 : Stop : 619 

CAG6CCTCCTGCTTTCTGTCAAAAGCCTTTGTGTGCGTGGCCCTCGGTGGTCCCAGGACCAGACTCCCAG 
CACTGTCCCCCCGTGGAGCACTGGGAGGTGTGGCTGGGCTCCCCGCGGCCCGCACTGAAGGGACCACGGC 
AGCCGCGCCCTGTTCCCGTGCAGCGTCCTCGGTGGCCCCTCGCCGGGGCAGCCCTCCCTCCCGGACCACA 
GTGACTCCGAGTGCCTCTGGGGGTCTGGGGTCCCGTCACCAACACCGACCAAGTGCAATTACCGTGACCT 
CTGCCTCCATCCTCCCAGAAGCCACTGGGGTCCAGCTCGGAGCCCCCGGGAGATGGACCTGCAGGACATC 
CAGAAACTGTCCAAACGAATGTAGCTCCTTTTAAATGCAAAACCACAGCCGAAGGCCATAACCACTGTGT 
CCCCCAGGGTCGCCCGCTGTTCCCCGTAGCCCGGCCACGTCGGGAAGGTGGCCAGGACCCCGGGGGGCAG 
GGAGGGCCCCGTCCCCGCGCTCCTGTGCCCATGGGTGCCCCACATGAACCTCAGAATAAATTGTGCCATG 
TTCATACCCTC 

>GBEQ3250 | Acc | BM734727 I Ver | BM734727 . 1 GI : 1905 6060 | MON01_12_F05 . gl__A005 Monocytes (MONOl) 
Equus caballus cDNA r mRNA sequence Start : 3 : Stop : 647 

TGAACCTTTTAAAGAGAAGTACTGAAGGGAAGGTTGTGGGAAGAAGTTTTTTTCGTTAAGGGATAGTACC 
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AGGTCTTACTTGAATGAAAGTCTGATATTTGCTGATGGCAGAGTGATTATTCTGTACTCTGGTTGATGTT 
TAGAGTAGATCGTCTGGTGCTCTCAGTTGTTTTTATTTATATTTGTCATTTTGTTATATAAAAGAATTTT 
AATATGGTCTAAGACTTTGTGACAAGATGAGCCTCCTGCTTTATATAGCATCTTGGATTCAACTAAGAGA 
T T T AAAAAT TAATAGCATAAAT GCCTCAAACCAAC TT T GGCACT TAT T TTATAGCAGGAGAATAC T GTCT 
TAATATTCTGTTCCTTTTAAATTCTTGGCAGAAGGCAAAATAGGATTGCCCTGTATTATGTACAAATAAA 
AATGTCTGTAAACAGCTTGTATGGTTTGCTGGGTCAAACAATGTTCCCAACCTCAAATCTATCTCATTTC 
CACTTTAGCTACTTTTAGTCATATTTATTAAGTAATGCAGTTTGTACTTTTTTATTTTGTAACATTTTGT 
GATTTTTTTGTACAATATTGTATTTGTACAATAGAGCAATTCTCAGCTGATGGAATGAATGAATAAAATG 
CATAATTTTACTTTT 

>GBEQ3251 | Acc | BM734722 | Ver | BM734722 .1 GI : 19056055 I MONOl_12_F10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 18 : Stop : 62 9 

GAGCTGGTCATCCAGAGACAGAGGATCGAGGTGCCGGGCGACTCGCAGAATCAATACATTTTCCCGAGTC 
TGGAGCCCAGACCGAAGCACACGGTGAAGATCAGGACGGGGGACGCCCGGGACGCCCAGGACCCCCGCTG 
GGGCGCCTGGAGCCGGCCCGTCGAGTTCGGCTCCGAGGACCCGGATGCGGGGGTCGTGCACGTGTACGTG 
CTCGTCGTGCTGGGGACCCTGGGCTGCGCGCTGGCGCTCGGCTGCCTGGTGAAGAGGTTCCTCCGGAGAC 
ACAGTCTGTTCCAGCCGGTCCCGCGCATCAAAGACAAACTGAACGATAACCATCCGACCGACCTCCAGGA 
CGTCTGGGAGGAATTCCCGGCGGGGGCCGGAAAAGCCGAGCACGAAGAGGTGGTGACCGTCCAGGAGGTC 
GACAGAGCCCCGGTCAGCGGGTGAAAGGTCACGGGCACCTCCGGCCCCCAGACACCCCGGAAGCCGCCCG 
GGTTTTCTCAAAACCGTTTTAAGCGTTTCTGCAGCTATTTTTCTACTTTTTATTAAAAAAATAAATGTGA 
AGTTTGGCCAAGAGGCTTCCCGACGGGGGGCCGGAAAAAAGGCCCAAAGCTT 

>GBEQ3252 | Acc | BM734711 | Ver | BM734711 .1 GI:19056044| M0N01JL2_G11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 71 : Stop : 62 6 

GCCCGGCTGTGAGGACCCCTGGGACTCAGACACCAAGTTGAGGGGGGAGCATCCTTACTGATCGTACTTC 
CATGTGGCATT CACAGCAGCTCCCACCT CAAGCT CGCTCT CT CAT GCACATGCACACACATGTACACACA 
CGCACAAGCAGTCACTCACATGCACATACACTCATACGCATGCGCTCACACGCATCCACACACACGCTCA 
GACCCATGAGTTCTCGCAAGCGTAGGCTATGCTTGGACTCCTCCTCCTGCTATAGCTGGGACCCAGAGGC 
CCAGGGAAGGACGCGGGCAGCCTCCACCCTCTGCTGACCCTCGGCCACTCCTGCCCACCCATCTGGCCAG 
CCCCAGCCCCAAGCCCACCGCCCTGCTATGCCAACAGGCCTGTCACACTTTGCGAACACCATCAATCAAC 
CACAGACTCAAGATGCAGAGACTGCCGAGCCCCGGCTGGACAGGGGCTTCTAGGACAGCGGAGCCCACAG 
CCCCTCCAGCGGGTCCTCTGCAGAGCGCCCACGGCAGTCAGTAGACAATAAATGCTCTTCAGCCCC 

>GBEQ3253 | Acc 1 BM734710 J Ver | BM734710 .1 GI : 1905604 3 | MONOl_12_G10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 179 : Stop: 4 03 

GCCAATGAGAAATGCCCCAGCTCAGCCAATGAGAAGCCCTTGGTGCCCTGAACTGTTACTTTCCTCCAAT 
GGACTTTCCTTTAGAACAGCCCCTCCCACTCCCCCTTTTTTTTTATAAAGGCAGCTCCCCTTTGTTTTCC 
AGATTTGCCTGTGTTTTTCCATAGCATGCACATCCTGAATTGGCAATCCTTTTGGTTACTCCTGAATAAA 
CTCAGTTTGGGATAA 

>GBEQ3254 | Acc I BM734 662 | Ver j BM734662 .1 GI : 19055995 | MON01_ll_D12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 480 

GCACGAGCGTAGCCATCTGTTTCTCCTGAGCTGTCACTCACACTTTTGAGGAGTACAAAATGGTATGGGT 
TTTGACAAATATAGACAGTCATGTAACCACCACCACAATCAAGATATGGAGTATTTCCATTGTTCCAGAA 
AATTCCCTCGGGCCCCTTTATAGTCAACCTCCTCACTCCACTTCCAGCCCCTGGCAACTGCTGAGCCAGT 
TCCTGTCCGTGTGGTTCTGTCTTTTTTGGGGTGTCATATAAATGGAATCATAGAGTGTGTACTTGTTTCG 
GGCTTCTGTCACTCAAGAGGCTTTTGAGGTTCATCCGTGTTGTTTCAGTGGCAGTGTGGGTCATTCCTTT 
TGTTTCTCTTCCACGGTACGGAAACAAAGAGAAACAATGTCACCATTTGCTTATCCCTACACCAGCTGTG 
GGACGTTTAGGTTGTTTCCAGGTTTTGGCAATTCTGAATAAAGCTGACATAAACGTTCTT 

>GBEQ3255 | Acc | BM734 660 | Ver J.BM734 660 .1 GI : 19055 993 | MON01_11_D10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 144 

GCACGAGCCCAGCCTCAGCCCCAGAGAAAGCAGAACCCCAGCCCCCCGCCCCGTGTCCTCTCTTTCTCCA 
GGCGACCTCGCTGTGTGGCCCCAGGTATGCTGTGTAATTTCCAGGTCCTATGAGTAATAAACCTCTATTC 
TTTC 

>GBEQ3256 | Acc | BM734 652 | Ver | BM734 652 . 1 GI : 19055 985 | MONOl_ll_D01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 68 : Stop : 24 6 

TGCAGCCTCCCCTCCTCCCCTATCAGCAGAAGGGTCCAGGGAAAACCCTCACCCTCCCGACTCCAGTGAA 
GCCTCCTGCATGGTTTGTGACCACAGCCCAGATCCTCAGGTTTTAGGAGGTTCCCTGTGATGTGCTGTCC 
CCCGAGCCCAATCAGATTATGAATAAACATCAGCTCGGT 

>GBEQ3257 | Acc | BM734 651 1 Ver | BM734 651. 1 GI:19055984| MON01__ll_C12 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 24 : Stop : 645 
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TGTTATATGTAAAATTCATTTTATTTTGTAAAAAAGAATTTATTGGGTTGAAAATGAGCTTGATCTTTTG 
TGGCTGGCTATACAAGTCCCCCCTTTTTTAATGGAGTAGCATTCGTTCAGGCGGGGGGTCTGACCATGAG 
TGCTTGCTTTTCTCTGGAGCACATGCATTTACCCCTCGCTGTAGGTCACCTGTCACTTACAAGGCTCCCC 
TCTTTCTTGCACTCTGCAGACACTCCCAACCTCCCACATGTAAATGCACACAACAGGAGGACAAATTGGC 
TCCTCAGGAACCAAATCAGCCACCTCACCAATTCTGCTTTTGTTTTACCAGCTGCCGCTTTTAAGTTCTG 
TTTAATGAAAGAATTTGCTTTTCTGTGAACACATGCAAATGTCCTACCTCTTACATGTCACAGCCAAAGA 
AAGCTCAGT AAGTGGTAAT CAAGGAAGAAAGCAGCT CT CAAACGAATCAC T GT AAT T GAGGATAT CAGGG 
TAAACAATGCCAGCCTCACAATTGATAAATTTACCCATTGTTCTGCCCTATTGTAGGTCTAAGGGCGTCA 
CTCAATTTTATTTTAATAACAGTTCTCTAATTAAGAAAGTAATATGCTTATGGAAAAAAAAA 

>GBEQ3258 | Acc } BM734583 | Ver | BM734583 .1 GI : 19055916 | MONOl_10_Dll . gl A005 Monocytes (MONOl) 

Equus caballus cDNA, mRNA sequence .: Start : 30 : Stop : 647 ~~ ' 

TTTATCATGCACAAAATAACCAAGAACATCCTCTTTTTTGGCAGATTTGCCTCACCCTAAAATTGAAAGG 

TTCTGTTTCTGCACAGGATTTTGTAATATGAGCTATAAGCCTCAGATTTGCTCTAGTGCCCAAAATTTAG 

AGACTTTTTCTATATATTTCTGTTTTTCTGAACCTCTATTACCCCCTAAATATAAATACAGAAATAACTA 

GACAACT GTCAAT CACAGCAT TAGCAACCCTAT TAAT CCTT TGAT C TAAAATGGGAT TATGTCCCAT T TA 

GTTCTTCCTTACTCTTAGTTTATTTTATAGCATTATCTTTTGCTGTATTATTTATTATTTTGTAAAATGG 

TTTT.TTAATTGTTGTTCACTATTTAATGAGGCTGATACCATTACAAAGCAGGTGATCAGTTATTTTTGTT 

TCTAAGGAAATGCATTTATTTGTTCTTATCATGAAGGATCAGTAGGTGTCCTCTGTGCCCGTTTATAATA 

AAAAT C T AG AAGAAAGT AT T GAACAACAAGG ANAAT AT AT AT T T GC AT T T C T AGCAT TAT G TAT C AC AT A 

GATGT GT C AG TAAC T TAT GTAAAATC AC AAAT AT AC AAT AAAT AAACAT GT T T C AC AC 

>GBEQ3259 | Acc | BM7345 68 1 Ver | BM734568 . 1 GI : 19055901 j MONOl_10_C05 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 4 9 : Stop ; 373 

CGTGAGGCCCCACCCCTACCCCCGTTCCCAGCTCCCCCCAGCCCTGGACCCAGGATGGGGGGCTTTGTCA 
CCTGAGCAGTGAATTAATGTTGGCATCTGCTCCAAACACTTGGAGGAGAGCCACGATTTGATGAGGAATC 
GTCCTCATGCAGCAGATTATGTTGGCTGATCCCCATCCGTGACTGCGTGATGTTTACTGCACCTGGTGTG 
TACCAGGCTCTGGCCTGGACATTGGGGCACAGCGATGAACAAACAGACAAGGACTTACCCTGGTGGAGTT 
GACCTCCT GGGGAGAGAGACAATAAAC AGAAAT AAATGCACAT GG 

>GBEQ3260 \ Acc | BM734533 | Ver 1 BM734533 . 1 GI : 190558 66 ) MONOl_9_G09 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 482 

GCACGAGCTCGTGCCGTGTGCTGAGAGGCCCTTGGGGCAGGCACAGCCCCTGGAATCCTGAGCTGCCATG 
GGC TACCCCAAGACGTCCAGAGAAGACAATGAACGT T GGAAGATCCGATT T C ACAGCACTT TAGACCGGT 
GGCTTGATGATATCGAAGTTCAATCCCAAGGAGAGGAACAGGTGTGTCAGTGTGCTCCCACGCCCTGCTC 
CCGTAACCTCGGGGGTCGGGTGGTCACGATGACGATGAGGAGGAAGAACGTGCCACCTCAGGTCGATTTA 
GGCCCTTTGACGTCCCCCTTTTCACAGAGAACCTTCAGAAGTGACCTTTGCCACCTGCCTACCCTTGACC 
TGTCCTTGACCACCTCCCTCACCTCCTTGCTGTGCACAGCCTGGCCACCCTGCCCACCATGCACTTCCTG 
CTCAGGTTTCCTTCTGCAGGTCTGACTTGTGGCTCCAGCGCATATGTCTTAATAAAGTTGTG 

>GBEQ3261 I Acc | BM734531 1 Ver | BM734531 . 1 GI : 190558 64 | MONOl_9_G06 . gl A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 6 : Stop :' 571 

ATCAGAGTCACCCAAGGAACTTATGCAGATGCCATGTCCTCACTCCGAATCCTCACTCTGGGAGTGGAGC 
CAGGTGTCTGCATTTGAACAGGGTGAGGGGGTGGGTTGCCTGCTGGACAAGGGAGCTGAGCCAGCAGCTC 
CGGACTCTGTCCTGTGGCTTTTGTGTGTCTCTCCCATGTTCTCCCTCCCAGGGGCCCACCACTTCATGTT 
CTCTACAGAGCTAAGATGATGGCCTTGCTTGAGAGAGGTCCATCCCCCGTGGTTGGGGTCACTTAGCAGC 
GACTTCTTGGACTGCCATCCAGCCACAGTGGCCCCACAGAGCTGTCCAGAGCCGAGGCTGTGGGCTGCAG 
TCCCAGTGAGCAGGGACGTTGCCCGCTGTTGGTCATGACAACCAAACGAGTCCGAGGGCACAGCCAGGTG 
TCTTCCACCAGCCCATGAGCTGAGAATGCTAAGTCACCAGACAACCAGAAATTGAGTCTCTGTCAGGATC 
CT TT TGAAGT GTAAGGAGAGAG AAAC T TACAC T TTGAAAGGT T T TGAGCC T CATCCAGGACAATAAAAAT 
AACTGT 

>GBEQ32 62 | Acc | BM734505 j Ver | BM734505 . 1 GI : 19055838 | MONOl_9_E01 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 580 

ACACTTCTTTCCTTTGCTTACCACTCAAAGTTTCTTCAATACACTGTGCTTCTTTCTACTTCAGGATGTT 
CAGAAACCAAACCTGGTCAAATTTTTTCATCCTCTCAGTCTCAATTTATGTCTCCTTCTCAGG2^AATCCT 
CCCTTATGTTTCCTCAGGCTAGGAGAAGTCTCCTGGTGTTTAATTGTATAGGATCTTTGTTTTTGCTTGA 
GGAAGATTATCCCCGAGCTAACATCTGTACTAATTTTCCTCTATTTTGTATGTGGAACACCAATACAGGG 
TGGCTTGATGAGCAGTGTGTAAGTCCACACCTGGGATCCAATGCCACGATCCCTGGGCCGCTGAAGTGGA 
GCACGGGAACCTAATCACTACACCACAGTGCCAGCCCCTAGATCTTGTTTTTTCTTTTCTACCACTTACA 
ACAACTGTAATTAACATTTGTCATTTTACCCAGACTACAAGTTTCAAGAGTAGGAGTATCCTGTCTGCCT 
TTTAAACCACTTTATCCAAGTTACTAGTGCAGGATCGGCCTCACGATATACTCTAAACAAATACAATCGC 
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CCGAATAAAATAATAAAC 

>GBEQ3263 j Acc | BM734 502 | Ver | BM734502 . 1 GI : 19055835 | MONOl_9_D10 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 20 : Stop : 672 

CTGATACCCAGAGCCGCTTAGGACTTTCATGAGCTGGAGGCACTTCTACCTTTGTGGGTCCCTTATTCTA 
TAAAAAGTAGTAAAAATTATACTTTGCAACTGTATTGATATAAACATGAATGTAACTGAGGCTGTATTAT 
ATTCCTTTTTTTAGTGTAAAAGAAACTATTTTTGTGGACTTCTAAAAGCTCATGGGCCCTAGCCACTGTG 
CCTACTGTGCCTGCTGGCTAGGTGGGCCCTGCCATTACGTGGATACTGTGCCTTTAGCTGTAACACCGAG 
CCTGTATCCTTTAATCTCCTCGGCCTCTAGAGGGTCAAAGTATTTATTTACTAATTGATTTCATTCAGGC 
ATGCTCATCTGAGAAATGTAGGAGGAAATGGGACCCAGCTCTCTTGGTGACTGACAGCCTCCCCCTTTCA 
CTATCTTTTCTCACCTTCCCACTCCCCCTTCAAAGTGAGCCAGGATCTCTTTACGTTTAGAAATCCATTC 
ATATTGTTTTAACTCTCTTCCCAGGTCTCCACATGGCAAAGACCATGCCTGTAACTGAATTAAATGCCTT 
GCT TGAGAACAGCTT TCAAACT T T TC T GAT CCCAGCCTACAC TAAGAAAAACAACATACAGTGAAT T AAG 
CCTGTTAAAAAAAAAAAAAAAAA 

>GBEQ32 64 j Acc | BM734482 | Ver | BM734482 . 1 GI : 19055800 | MONO 1_9_A07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 33 : Stop : 642 

T T T ATACAAATAATACAT TT TCCAAT T ACTGAAAAT T T TGGAACTATGGATGAGCAAAGTGAAAT TT CC T 
GTGGTGTT CAT T T T GAGCCTACAGAAT GACAAAGAGCAAATGT GTCAAAACCT GATTCAAATAAACT C TT 
CAGAGTGAATACCCGGGGCCAGGACAGACTTAGCAAACCTTCTATGCTCTCAGTGCTTCCCAGAGAACAT 
CAGGGCCCTGAGACACTGCCAGATTCTCACGTGCCTTTGGGATCGTCAGAGAAGGGTTCAACAACACGAG 
GTCTTGATCTGGACTTCAGAATGTATCTAATCCATTGACGAATCAATGGTGCTGTGCTGTCAATGGCTAC 
TCGGTGGAACAAAAGGCCCCATTTCCCAGTTATTCTGCATAAGAGAGAGTTGACATACCGCTGTAAGAAG 
GGAAAGAGGGTGATTGCTGGCAGACACATAGTTAAGGGTTGCCCCAGAATAAATCTCTGGATTAACTCTC 
CCGGGAAAGTGGCAGGGTGCCGTTTCGGTACCAAGAGGCGAATGTAATTTGCATGTTGAGCACTGTAATC 
AACAACAAATGACTCTTGACTCTACAAATTAAACCATCCTGTTTTCTCTT 

>GBEQ3265 | Acc | BM734436 | Ver | BM734436 . 1 GI : 19055769 | MONOl_lJB03 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 24 8 

GCACGAGCTAGCTCCACCATCAACACCCAAAGCTGAAATTCTACTTAAACTATTCCTTGATTTCTTCCCC 
TAAACGACAACAAT T TACCCTCATGTGCTATGT CAGTAT CAGAT TATACCCCCACATAACACCATACCCA 
CCTGACATGCAATATCTTATGAATGGCCTATGTACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEQ3266 1 Acc | BI961921 1 Ver | BI961921 . 1 GI : 16320124 | MONO 1_8__D11 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 103 : Stop : 677 

AGGGTTGATGGTTCTTGTTCCACGAGGGCCCCAGAACACGTTCACCTGCCAGCATCTCCCTCGGTGGCCT 
GGCGTGGGCATAGGTGTGTCCCCTGCAGGCCCCGGTGCTGGTGGCAGGCGAGATGCTCTGAGAAAGGGCT 
GTGAGTATCTTCTCTCTTCCTGCCAGAGGAAATCTGGGTGCATTTACTCAGTGCCTGGCAGCTGCCCCGG 
CTGGTCCGTGGGAGCTCTGAATGCAAATTAAAACCTGCACGTCGGTTTAGGTCAGGTCTCAATTCCTTTC 
TATGGGAAGGTAGCTCGGGACCTGGGAAAGATTCGGGCCATCAATAAATCAGTACTTAGGAATACTGTGA 
TTAAATGCAGCCCCTGGTGCC&TGTTCCACCCTCAGATCCACGCTCTCTTTCCTTGTGACGACAGACAAC 
ATGGTTTCTCTTGCCAGTGGTGGGAGAGCGCCAGGCTCAGGTGGGCGGCTGCAGCCTTACCTGCTGTCTG 
GGACTTGGTTTGTAAAATGAGGTTTACATTTTCACATTTCACCTAATAGTTTGTGAAATGACTTCCCCGT 
GCTTTATTAAAACTA 

>GBEQ3267 | Acc | BI961812 | Ver | BI 961812 .1 GI : 16320015 | MONOl_4_H07 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 3 : Stop : 317 

CCCCCCCCCCCGCCTTGTCCCCAGGACACAGCCCTCACCCCTCCCGAGGGGTGGGGGCCTCCAGCCTTTG 
CCGCAAGTGCCTCGGTGCCCGCTGGGTCGGCCCCCACCGCAAGGAGGACTCAGGACAGCCCTCCACCCAC 
AGAGCTTTTCCTCCTGGACCCACCCTGGGCTTGGGGGGCCCTCAGCCGACTCCCCACTCTCTGGCAGGGT 
CCCAGGGGAGCCGCCGGAAGGAAAGAGCTTGCCCGCTCCTACAGGACGTTTATTTTTCTCTTGCCAANCG 
TATTTTTTTGTAAGGCTGGTAAATAAATTATTTGG 

>GBEQ32 68 | Acc | BI9618 02 | Ver | BI961802 . 1 GI : 16320005 j MON01_4_G06 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. : Start : 24 9 : Stop: 62 6 

ACCCCCTCCTTTACCAGTGTCCCGTCCACTCAGGTCCCTAGTCATGCCTATGCAAAACAAGCTGACAGTG 
CTGCCTGGAGGCTTAAGGGCTTCAGTCTCGAACTCTATGTTTGGAGTAATGCGAGCAGACTGAAAGGGCA 
AGCAATAACATTACCCTACCAGATAGCCATAGCGTCCTTTTTTCAGCCCCAGTTCCACTCCACCCCATTC 
CTGTGGCCAGTGGTCAAAATGGAAAATAATAACTGGAGGATGAGGAAATCAAAGGATCAGGGAACTAGAG 
CATCATGTGAATTCACCAGCAGGATGTACAAATTGCTTGTATTTACATTGTTTTTATGGAGTTAGGGGAA 
TAAAACTGATGGTCTATTTTAAAAATGT 

>GBEQ3269 | Acc | BI961783 | Ver ) BI961783 . 1 GI : 16319986 [ MONOl 4 E08.gl A005 Monocytes (MONOl) 
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Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop : 516 

ATCCTTCAGATTGTTGACATTTAGCTCTGCCTGCCCTGAAACCTAGTGCCCTTTTCTCTTCTTCCATGGC 
TAATCAAACTGTCTCAACTTGATTTTTTTTTTTTTTTTTGCTCCGAGGACCTCTCATCATCTCAAGGTGA 
CTACAGTTGTGGTCACCCTTGGCCTTGCCTTCCCAGCTTAGATCTTTGAAGAACAAATGGAAACTCAGTG 
ATAAACATTTGTTTAGTAAATTCCTTTGAGATTTATCCTTTCCCTCCCCACCACCTTTGTATCCTTTTTG 
CTAGGAAGGAGCAGGATGTAAT AAATAATGGCATC T T T TACT CAGT CACAACAAAC T CT TAGCCAT T CCC 
TATTTTCCTTGGGCATTTAAATTCCCAGGCAGGTACCCTCTCTGTGGCTAGAAATGAAAGTCAAGTAGTT 
TTCCAGAAATGTACATCACTTTTTATTGATTTGTTCTTTACAGCCATTGTTCTTGTGTTTTGTTTCTCAC 
ACTAAATAAAGTAAATTTCTATG 
. >GBEQ3270 j Acc | BI961771 1 Ver | BI961771 . 1 GI : 1 6319974 I MONOl_4_D07 . gl_A005 Monocytes (MON01) 
Equus caballus cDNA, mRNA sequence .: Start : 35 : Stop : 610 

CAGGC C C C T G AT GT AAT G AGAAG AAC AGGAC T T T T AAAT AG T G T C AC AAG G G T C T AC AAT AT AAC CT AT A 
ATTCCTACACATACTGCAAATATTTCTTTAAATTGTGCAGGAAAATGAGCCAACTTCTTATTTCTTCACA 
TCTTTGGAAAGAACTTTAACCAGTAAGCAATTTTATAACTTTAAGAGATCATCAAAGCTACTGTCCTGAT 
TCCTGATAGAGAAAAAAATCCTGTTTCCTTATAACAAGGCAAGGAGAAATGCTTATTTTATTCCTGATAA 
TTTACAGAGCTAGAATACAATTTTTTTTTCCATTTTGAACCTAAATCTGCCAATTAGAGTTTGGTGCATG 
AAATAGGAAGTTACTTTTTATAGAGAATAAGTGCTTTTAAGGCCCTAAAAGCCTTGTCCCTAAGTAATGA 
TGTTGATAATAAAAGCCTTTGAAAGGCTAAAAACCTAAGTAGTGGTACCATAGCATTTGGTACTTCTAAA 
TGAGTGGAGAGTGGCAGCTCGTTGAGAGTTGCATGCTGCAACCACGTGTTCAGCAATGAAATAAATACTT 
CTAGAATGTTCCCTTC 

>GBEQ3271 ] Acc | BI961653 | Ver ) BI961653 . 1 GI : 1 631985 6 | M0N01_2_F11 . gl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 4 : Stop: 38 9 

GGGTTTGAGAAGTTAGAAGCAAGTGTGAAGGGTGGCGTTTGGCCCCGGATTTGGACTGGAGAGGGGGGAA 
AGTACCATGGAAGCAGACAATCGTATCCTGCACAGAGTNGNTCNTTCCCCTCCTCCCCCTGCTCCATCCT 
GCTCCAAAGGTTCTGGGCTTATAGGAGCCCGTGAAACCCCAGCCCAGAGTACTCACGACTTGAAAGAAGT 
GGCCAGAGTCAGCTGCTTCCCTGTACCACTGTCCTCCCCTGTCCTAGCCATCTGTACCTGCTCCAGGCTC 
CAGAAGAGTGGTCGGCCATATACCTTCAATTTTTTGTTGTGTGAGCAGGTTGGCCTACTACATGATAAAC 
AGATGTCCTAGAATAAACAAATGGAATTTAATATTA 

>GBEQ3272 | Acc | BI961592 | Ver | BI961592 . 1 GI : 16319795 | MONOl_l_G0 9 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA,. mRNA sequence .: Start : 1 : Stop : 299 

GCACGAGCCCAAGTCAAGACCACAACGTCGGTTCCACGTTTGCAGAAAATCCGCTTCTCTAGATTTGGCT 
CCAGTGGGCGCCTGAGACTTCCTCTGCCATGGAGTTAGGCCAGGCAGGCATCTTAGTCTCTTCCCTGGCC 
TCCAAGATAATGTCAGCAGCAAGCCTGGCCAAAGTGGGCGGGGCGGCCTCCGGCAGTGTCCTGGCTGGAC 
TTCCATCCAGCCCTTGCCAGGCAGCGAGGGACCAGTCCCGGGTGACGGTGTGCCAAACGTTCACCCCCAG 
AAGCAAATAAGGAATAAAA 

>GBEQ3273 | Acc | BI961554 | Ver | BI961554 .1 GI : 16319757 | MONO 1_1_C05 . gl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 32 : Stop : 608 

CAAACCTAAGCAAGATAGCTAAGTGCAGAGCTCATTTCACACTGGGAGATGATTGGCTAAAATAAGGCAT 
CCT T TATTAAGAGCTACACTGAACACTAAGAAAACAT GTCTAGAATGAGAAGGAAAGATAAGCAT TACT G 
TAT TAACAATACACGATGACATGGT GT TT TAAAAC TATACC TTAAT TCTCAAAAT TAACTT GTATAGGC T 
TTGACTTTCTTGAAATGAGAATATAATATAGCTTCTTAGCAGGCTAAAAGTCAACAATTAATTCTGCTGT 
CCTTCTGAGCTCTTTTAAACCTTGAACTCCTGAATTTAAGTCTTTTAAAAAGTTTTCTTATAATAGCTGT 
TTATGGTTCAAACAATTTGAAATAATTATGTGCATTTAAACCTAATGTTGATTATTTTCTTTTTATATTC 
TGTGTGGCAATAGTACATTTGCCTTTTCAAGGAAAGGATTTGGCTTTGTGACAACACTTCGTGA2\CTGGA 
TATAACCTTCGAAAACAAAAACTGCTCTCCAAAAAGACAATTTTTGAAGCATGTTTACCTGCTCAAGTAA 
GAAATAAAATGCAAGGA 

>GBEQ3274 | Acc | BI961371 1 Ver | BI961371 . 1 GI: 16319574 I MON01_4_FO 4 . bl_A0 0 5 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 206 

GCACGAGGGCTTGCCAAGTGGTGCGTAGGTCCGCACTCAGGATCCAAACCATTGAACCCCTGGTCACCAA 
AACGGAATGTGCAAACTTAACCGCTGCACCAACGGGCTGGTCCCAGAAAAATCCTATTTTTTAGTGAAGA 
CCATACT T CTTGGT GTAAGATGT CAGGAATCTTAGAT TGATAGGAGT TAAAAAAAAAAAAAAAAAA 

>GBEQ3275 | Acc | BI961358 | Ver | BI961358 .1 GI : 16319561 | MONOl__4_E02 .bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 234 

GCACGAGGCTAATAATGGTGCGATGGTCACCTTCTGATGTGAATAGCTTTGGTTTCAGGAGGTGACATTT 
TCTTGCTGTTGTCAAATTGAGAAGTGATCAAGATTCAGAGTTGAGTCTGAAGTCTCCTGTGCGTGGACTC 
TGCTCTTTCCTCTTGGTCTTCACCAGGCTGGTAGCATTCAGGACAAATTACTGGGTGGTTCAGTTTCTGA 
ATCAGTAAAAAAAAAAAAAAAAAA 
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>GBEQ327 6 | Acc I BI961234 | Ver | BI961234 . 1 GI : 1 6319437 | MONO 1J7_G0 4 . bl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 374 

GCACGAGCAGCAGCAGCAGGAGGCGTGGGGAAGATCCGGAGCCAGAACCATGGAAGAACCAGCCTCTCCA 
CCCACCCTGCACCTCATTCCCTGAGACTCTGGTGCCTGGCTCTCCATCATCCTGAGACGAGAAATCACCT 
CAGAACAGCACAGATTAACAACGCAGGGTCCCCAACACTGCCCATCAGCAGGGACACCACACCCAAGGAG 
GTGGGCCAAGACCTGGGCTGACAACCATTTCTGACGCCACAACCCCTCCTCACTCTCTGCCAACCCCTAG 
TTCCCTCTGCTCAGCAAGCTTGTCACCAGCCCCTAGGGCGGCGGCTCCTGTAAGAATAAAAGGTAGTAAG 
TAGACCAAAAAAAAAAAAAAAAAA 

>GBEQ3277 1 Acc | BI961226 1 Ver ] BI96122 6 . 1 GI : 16319429 1 MONOl_7_F08 ,bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 423 

GCACGAGCATGGGGCTCGCCTCATCTGCTGTATTTTTAATAGAAATCATCTTAGCTTTCGAGTGAAATTA 
GTCTGACAGAAGGTTTGTACTAAATGGGAGGCAGGGGGCTCAGGTTCTCCTTGGATGCeTCAGCATTCTG 
GGTTTGATGGACAAGGATCACACTGTCATGGCCGCATCAAGTGTCCTGTATGTGAACATTGTATGGAAGG 
ACAATGGAAAGAACAAGGCAATAGACAATAAGGAAACCACATTCTCACAGGAAATAGTCTGAATCAAGAA 
2\AAACTTGAACCAGGCACATTTATATTTAAAAATGAATAAATATTAATCTGGGTTAAACATCCTTCCCCA 
GCAT ATGT TCTGTCAT CT TGACAGG AGGAT T AGAATCAT GAAAT AAACAAACATACACACATGCTGGCAG 
CCT 

>GBEQ3278 | Acc | BI961214 j Ver ) BI961214 . 1 GI : 163194 17 | MONOlJ7_E03 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 450 

GCACGAGGGAAGAGGGTCTCCTTCCACCCCAAGGAATTTTTTTTAATCAGAAGACGTTGAAAAGGGGGAT 
ATAACTTTGAACAATTTAATTTCTTGGCCGTGTTTAGTAACAGTTCCTATGCATGGTTTTTAACGTATAA 
ATTTGCTTTCTTCCCTCTCCCACCTGATTCTGCCTCTTTAATGAATATTTTTACTGGGGTTGAAACTCAA 
TGCCTTATGTGCTCACTCAGTTTCCCTTCTGCAGCTTGTTTTTTCTCACTATCTGTATGTGTTCAGATTG 
TGTCAAATGCTGGCAAAACCTCTAAGACTGTCAAGAAAGGCTTGAAAGTTGATTTGTCCTAGTGCAAATT 
CAAGATAAATGTCTTAATGTTTTTTGGCTATGTAGTACATAGGAACAGAAAATAACTTAAATAAAGTCAT 
TTT T GTAAT TTAAAAAAAAAAAAAAAAAAA 

>GBEQ327 9 j Acc | BI961190 | Ver | BI961190 . 1 GI : 16319393 | MONO1J7J310 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop: 368 

GCACGAGCCTCACTGGCCTCCCAGCGAGAACCAACACTGAGTCGCCCTCCCACCTCGGGCCGGAACCTGG 
CACTTTCGTCGGCAGCTGCAGCTTCTGGCTGCTTTTTTGGAGGTTCTTGGCCTGGACCCATGGGCTTCGA 
GGGAGGTGCCTTCCCAGGGGCCAGCCCGTGCCATGCCATACTGTCACTCAGCCACATCAGTGTTTGTCCC 
ACCAAGGGAGGTGGGGTCCAGCGAGGGCCGCTGGCCTTGGAGGGTGGGGGCATGGGTCACCCACATCTGT 
GCTTGGTCACCCGCCTCCTTGTCTGTGTTCGTGTCGTGGTCACATTAAATTCCATCAGTTAAACATGAAA 
AAAAAAAAAAAAAAAAAA 

>GBEQ3280 | Acc I BI961085 | Ver | BI961085 . 1 GI : 16319288 | MONO 1_5_H0 4 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 616 

GCACGAGGAGCTGTCTTCCAAGGAGATACGTCCAAGGCCTGGCTCCCTCCCAGCCCGCTCAGCAGACTGT 
TGTCACAGTGCACACACTCAGACCACATAAGCCCTGCAGCCAGCAGAGCAAGTCCTTCCCCTTAGACTAG 
TGCTGTGTGTAGGACCTGCTGCTCCAGCTCCGCTGCAGCCACCTCCTCGGCCTTCCCCATCTGTGCATCC 
CCAGGCAGCAAGACAGAGACATAAAGGGT TAGTAGGT T T T CCAAAGAGACAGAAAGTGAAAT TCCTAACA 
AGAGAAATTCCCATGCATCGGTGGTAGGTCTAAACAAGCAGCTTTCCAGATTTGGAATCAGTTGAGAAGA 
GAAATAGTGGGGCGGGCAGCTCTTTGGAGA2VAGCCACGTTCTCCTAGGGCCCCTGCATCTACTGAGCTTT 
ACCCTGTTGCTAACCATCTCTAGTCTTGTCCTTGGCATGATTCTTTTGTAATAGAAGTTTTATTTTTTGT 
GCACCTCAGCTGATCATGTGAATGAGAGTCTGATCATTGGAAGAGCCGTGCTAGTTTCACAGATGGGCTC 
CT.TAAATTAAAACTGGGTGGTTATGATTGGGCTGATCTGACCTCTGATACCACAGT 

>GBEQ3281 | Acc | BI961011 j Ver | BI 961011^1 GI : 16319214 | MONO 1_5_A0 4 .bl__A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop: 287 

GCACGAGCAAATTCCCACAACCAGCTACTGCTCTCGCCTGGATGGCTGCCTCGAAAATGAATGCTCTTGG 
TTCCAAGTACAGTTCATGAAACAGGGTACATGGGGCAGGAAAATGAACATCATCACCAAAAAAGTCCCAA 
TAT GTAAT ACCACTAGTAAAAAGT GTCATAT TCGTAAAGTGCAGACAT TACTACTCT T T TATCCAAAAGC 
TGTATCTTTCTTAGAAGCTGATTGACTAGATTGGTACATACTTGAATCATCCTTTTTTTAAAAAAAAAAA 
AAAAAAA 

>GBEQ3282 j Acc | BI960987 | Ver | BI960987 . 1 GI : 16319190 | MONO 1_3_F03 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence. :Start: 1: Stop: 4 44 

TTCGGCACGAGCTCGTGCCGTTCGCGTGCACCCAGGGAGGACTCGGAGTCCCCCGCCCTGACTCCCATTT 
TCTTCTGGTCGCCGTGGTCACCCACAGGAAGGGGGCATTCAGGAGGAGTGCTGGGCCCCGGAGGCCATGT 
CCTGCCGCTCCCCTATTTGGGGCAGCCTGGGTTTTCTCGGGCGGCTCCCCAGGTCTCAGCCTGTGAGGAC 
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TGCGGCGAGTCTGGAGACCCCAGGGCTGCCCCCTTCTTCGGGACTGTGTGGACCCACGAGGGCCATCTGC 
TGACAGAGCAACCCCCXCCTGCCCCCTCTTGCCTTCCCCCGCAGCCACGTTTCGGGGGTGGGCTCTGTCT 
GGTTCACAGAGCCACCCCACTGCCCGGCCCATCCTCCGATGCAGCGCAGACACCCAATAAATATTGATGG 
TTGACTGAAAAAAAAAAAAAAAAA 

>GBEQ3283 | Acc | BI96098 6 | Ver | BI96098 6 . 1 GI : 16319189 | MONO 1_3_F02 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 4 63 

GCACGAGTTTCGCTACTTTGTCACTTGACCTCCGTCCTGTGGTTTTACAAATGGAATATCCACCTTTGTG 
ATGGGAGTCATGGAATCTTCGTTCCCGTCCCCACAGGCCTCAAATCCTCCCGAGTTGCCTCCTCTGTCGT 
TCCCCCAAGCACACGCACATCTGAAATCCGCTGTCCAGTCCAGTGCTTCTCGGAGGGGCAATGTGCACCG 
GATCACCTGGAGATCTGGTTGACGTGGAGATTCTGGTTCAGCAGGTCTGGGGCGGGGCCTGGGAGTCTGC 
ATTTCTGAGATGCCCACAGGTGATGTTGCTGCTGCTGGACCACACTTAGCTTAGCGAGATTATAGACCAG 
TGAGTGGATCTCCACCCTGTCTGCACATTAGCATCACCCGGGGAGTTTTCTCAAATACCTTTTTAAAAAT 
AAAGTATTTGGAAAGCTCCCCGCATGATGCTAATGTGCAGCCG 

>GBEQ3284 | Acc j BI960983 | Ver | BI960983 . 1 GI : 1631918 6 | MON01_3_Ell .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 414 

GCACGAGTGTTGATACACATAAACTCTAGTG7\AAAGCTCTGAGAAATATAGTATTTGTTCTTATCAGTCA 
TGGGCCATCCGCAGGGTAGCAAGATAGTCATTCTACTTTTAGCACGTGTCCATGGGCTACAATTGGTTGG 
CTTGACCAAGGTCTGCATGTGGAATGTCCGTGATCTCTTAACTACAGAGCTAGCCTAAAGGGGGTTACTG 
ATAGACAGGGCCAAGACTAGCACAAGGGAAGTGATTGGCACTTAGGGTGCAAAATTTAAGGATGCCCTCA 
TTTTGAAGTCGTGCACTCATTGAGTGTGAGTGTCTTCTTAAATTCTTTGCCTCACTCTAGTGCTGGCCCA 
GGTGACAGAAACCCCGGCATCTACAGATTCAGAATTTTTAATTTCTAAAAAAAAAAAAAAAAAA 

>GBEQ3285 | Acc ] BX960928 ] Ver i BI960928 . 1 GI : 16319131 1 MONOl_2JF09 . bl_A005 Monocytes (MONOl) 
Equus caballus cDNA f mRNA sequence Start : 1 : Stop: 488 

GCACGAGTCAGAATATGCAGAATGATATGTGATACTGTGTTCTGCAAAAGCTCCACAGGTACTTCTGTTA 
CACTGTGCTCATAGTTGCGTTCTGCAGGGATCGCAGTTAGGGAGTATGGCAGTGGTCCAGGCAAGAGATG 
ACGACCCAAGCTAAAGCAGTCTATGGGAAAGACGATGAGGAGACGGATTTAGAGGCCTAAGAGGTAGAAT 
TGGCTTAACGAGCTGTAGGCCATGGGGAAGAATCAAAGTCGAATCCAAGGATTACAGAGTTGAGTGTTTA 
TTTAACAAGTGATGGTCTCAGCCAAGACAGGACTCCGGGAAGAGGAGTGGGTTTGGGAGTTAGAGTAATG 
AATTCAATTTTGAACCTTGGGTTTGAGGGTCTGTAGGTCTAATTAAAAACATCAACAAGAGGAAGGTTGC 
TTGTGGGGGTGCTCTTTTGCAGTCAATACCACGTTTTTCAGCAGGTGATTGTCCTTTCTCCTAGGCTA 

>GBEQ3286 ] Acc | BI960921 1 Ver | BI960921 . \ GI : 16319124 ! MONO 1_2_F0 2 .bl_A0 05 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence Start : 1 : Stop : 118 

GCACGAGAAATTTTTCAAGTTCTCTGCTTTTAATCATCACCAAAATTATTTTTCCATGAAAAAGGAATAA 
ATGTTGGTTGTTTCCTTCTCCTCAGAGAACTGTTATCTGTTCGCCCTT 

>GBEQ3287 i Acc 1 BI960915 | Ver | BI 960915 . 1 GI : 16319118 | MONOl_2_E03 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence . : Start : 1 : Stop : 4 60 

GCACGAGGGTGGGTGCTTAGCCAAGTCGGGGTCACAGAGAAGGACATGAGAAATTGTGATTAGCCGGTAG 
TGACAGTTTGCTGTCAGGTCCCCCCACAACTGTAGGCCTGGGCCTCCTCTTAGGCATGGGATCCCCAGAG 
TGGACCTGCCCAGCTAGCCAGGCCAGTTTGTGCACCCATGGAGAGCGTTGCTGGCAGCCATAGAGACCAG 
AGGGAGTGGGTCACAGCCCATGACCCAGCCGAATGGGGCATTCCAGACAGCTGACCCGGCACGTTTTGCC 
TGCACATGGCTCAGACCTTGGGTCGAGTAACGCTTGTTTGTGTGTATCTCAAAGATTATTTTATCTCCTG 
GTATTTGTGTTTGCTGAGGATGGTGGAATGGGGGGGTCTGGAGTCTTGTATGAATAAAGATTCTTTCTCT 
CCTATTTTTCCCCATTTATTAAATAAACACGCTGCCGGGC 

>GBEQ3288 j Acc I BI960893 | Ver | BI960893 . 1 GI : 16319096 | MON01_2_B07 .bl_A005 Monocytes (MONOl) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 581 

GCACGAGCTCGTGCCGCTCGTGCCGGACACTGAAGTGCCAGTCTCCTAGCTGATTTCAATTATGCAATTC 
AGTGTTCTCGACTGTAGTCACCACGCCAGACATTAGAACCTCCGACGTTTTTCATCTGAGAGCTGAAAGT 
TTGTCTCCTTTCACCTGCCTCTCTCTATTTCCCCCACCCCACAGCCGCTGGCCACCACTTTTCTATTCTC 
TGTTTCCATGAGTTGACCTTTCTTTTATAGTTTTCCGAGTTCACGTGTAAGTGAGCCCAGGCAGTATCTG 
TGCTTCTCTGTCTGGCTCGTTTCATTGAGCATAACGCCCGCCAGGTTCATCCATGTTGCGCAAATCTCAG 
CTCCATTTGTCCACATAACAAGCTTTTGGTTTCGTCAATCTGCAAGTCCCACTTTACTTTGCACTTATTT 
GGTTTTGAATACGAACGTTGTTATTGTTTCCACCAACCTTTGCCATCTTCACTCCGAACGACTCACCCCC 
AAATTGAAACTAATCATTTATTATTTAACGTAAGCATACTAAAAGTTTAAGTAATTAAACCTCCCAATGA 
TGAAAAAAAAAAAAAAAAAAA 

>GBEQ3289 | Acc | BI960857 1 Ver 1 BI960857 . 1 GI : 16319060 ) MONOl_l_G05 .bl_A005 Monocytes (MONOl ) 
Equus caballus cDNA, mRNA sequence .: Start : 1 : Stop : 553 

GCACGAGGATTTCTAGTCTCTACCAATCGCCAATGACAGTGACATTATCTAAGCTTTCAGCAGCCCTCTG 
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AAGCTCAGTGGTTCTTTGCTGCCTCCCTCACTATCCTGGAACACAAGGCTCATTGATAAGCCCAGTTAAT 
GACTCAGATTCCTGTGCATCAGGTAGACATTCCCTTCAAAATCCATGAGGTCCTTGGTTTCAGGAGTGGA 
ACATACAGTAGCTACATTAGCCAATCAAAGCAGTCCAGTCTCCTGGAACAATGATT'GGTTCAGTGGTGGT 
CGTGTGACCTAACCTGCTTGGAATGCTGAGACAAAGGCTCTTTCCTTTGCTCTGGATGATGTGATATGCA 
GAAGAGAAGCCTGGAATCTCTGTGGCCATTTGTGCTCATGAAATAGCCAACACGTGGAAGAAAGGAGAGC 
TCAGGGAATCAAAGAGCACT GGAGT TGGGT CCT ATGACAT GAT GAGTT T CCGCACAGT GCAGCTAAGT GA 
ACCAAATAAACTTCCTCATTCTTTAAGCAGTCTGAGTCAGATTTTTTTTCTTTCTTGAACCCC 
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name database description 

GBCAO 0 01 GenBank Acc | A J3 8 8 5 4 1 1 Ver | AJ3 88541.1 GI:5441584| Cani s 
familiaris 28S rRNA gene, clone BC50. 

GBCA0002 GenBank Acc | AF394784 | Ver | AF394784 . 1 GI : 32400686 | Canis 
familiaris desmoglein 3 (DSG3) mRNA, complete cds. 

GBCA0003 GenBank Acc | AY164732 | Ver | AY164732 . 1 GI : 32331264 | Canis 
familiaris RTN1-C (RTN1) mRNA, complete cds. 

GBCA00 04 GenBank Acc |AY2 96484 | Ver |AY2 964 84 . 1 GI : 3 158 0770 | Canis 
familiaris tyrosine kinase receptor c-KIT mRNA, complete cds. 

GBCA0005 GenBank Acc | AB112349 | Ver | AB112349 . 1 GI : 31745046 | Canis 
familiaris irsp53s mRNA for insulin recptor substrate p53 short 
form, partial cds. 

GBCA0006 GenBank Acc | AY102170 | Ver | AY102170 . 1 GI : 3 1321926 | Canis 
familiaris polycystin 1 (PKD1) mRNA, complete cds. 

GBCA0007 GenBank Acc j AB110699 | Ver | AB110699 . 1 GI : 31076448 | Canis 
familiaris RECK mRNA for reversion- inducing- cysteine -rich protein 
with Kasal motifs, complete cds. 

GBCA0008 GenBank Acc | AY191818 | Ver | AY191818 . 1 GI : 3 0267429 | Canis 
familiaris Ly49 (Ly49) mRNA, complete cds. 

GBCA0009 GenBank Acc | AJ560716 | Ver | AJ560716 . 1 GI z 30519781 | Canis 
familiaris mRNA for putative secreted frizzled related protein 2 
(sfrp2 gene) . ' 

GBCA0010 GenBank Acc | AY240952 | Ver | AY240952 . 1 GI : 30421061 | Canis 
familiaris microphthalmia-associated transcription factor (MITF) 
mRNA, complete cds. 

GBCA0011 GenBank Acc | AF454670 | Ver | AF454670 . 1 GI : 20086765 | Canis 
familiaris pregnane X receptor (PXR) mRNA, partial cds. 

GBCA0012 GenBank Acc | AF160250 | Ver | AF160250 .1 GI : 5360187 | Canis 
familiaris thyrotropin alpha subunit mRNA, complete cds. 

GBCA0013 GenBank Acc | AY266681 | Ver | AY266681 . 1 GI : 3 0385607 | Canis 
familiaris heart myotrophin mRNA, complete cds. 

GBCA0014 GenBank Acc | AY156692 | Ver | AY156692 .1 GI : 27497537 | Canis 
familiaris cathepsin S preproprotein (CTSS) mRNA, complete cds. 
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GBCA0015 GenBank Acc | AY264844 | Ver | AY2 64 844 . 1 GI : 30267902 | Can is 
familiaris trefoil factor 3 mRNA, complete cds. 

GBCA0016 GenBank Acc j AY264843 | Ver | AY264843 . 1 GI : 3 02 67900 | Canis 
familiaris trefoil factor 2 mRNA, complete cds. 

GBCA0017 GenBank Acc | AY258287 | Ver | AY258287 . 1 GI : 30144608 | Canis 
familiaris trefoil factor 1 mRNA, complete cds. 

GBCA0018 GenBank Acc | U91844 | Ver ) U91844 .2 GI : 10305340 | Canis 
familiaris glucose- 6 -phosphatase mRNA, complete cds. 

GBCA0019 GenBank Acc | AJ555547 | Ver | AJ555547 . 1 GI : 29691679 j Canis 
familiaris mRNA for voltage-gated sodium channel alpha subunit 
(scnSA gene) . 

GBCA0 020 GenBank Acc ) AF4 94 096 | Ver | AF494096 . 1 GI : 295 6878 6 | Canis 
familiaris tight junction-associated guanine nucleotide exchange 
factor isoform A (GEF-Hl/Lf c) mRNA, complete cds. 

GBCA0021 GenBank Acc | AB0833 66 | Ver | AB083366 .1 GI : 23616935 | Canis 
familiaris RCAS1 mRNA for receptor-binding cancer antigen, 
complete cds. 

GBCA0022 GenBank Acc | AY225149 | Ver | AY225149 . 1 GI : 29170598 | Canis 
familiaris 12 -transmembrane domain co- transporter Cell splice 
variant mRNA, complete cds; alternatively spliced. 

GBCA0023 GenBank Acc | AB104899 | Ver | AB104899 . 1 GI -.28866918 | Canis 
familiaris TLR9 mRNA for Toll-like receptor 9 protein, complete 
cds . 

GBCA0024 GenBank Acc | AB080972 | Ver | AB080972 . 1 GI : 2 8812183 | Canis 
familiaris CA6 mRNA for carbonic anhydrase VI, complete cds. 

GBCA0 025 GenBank Acc|AY169792| Ver |AY169792.1 GI:28628178| Cani s 
familiaris beta-def ensin-like peptide 3 mRNA, complete cds. 

GBCA0 02 6 GenBank Acc | AY169791 1 Ver | AY169791 . 1 GI : 28 628176 | Canis 
familiaris beta-def ensin-like peptide 2 mRNA, complete cds. 

GBCA0027 GenBank Acc|AB090353 | Ver | AB090353 . 1 GI : 28557107 | Canis 
familiaris HGF mRNA for hepatocyte growth factor, complete cds. 

GBCA0028 GenBank Acc | AF491301 1 Ver | AF491301 . 1 GI : 20069142 | Canis 
familiaris TCTE1L mRNA, complete cds. 

GBCA0029 GenBank Acc | AF470624 | Ver | AF470624 . 1 GI : 28194213 | Canis 
familiaris type IV collagen alpha 5 (COL4A5) mRNA, complete cds. 
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GBCA003 0 GenBank Acc | AY0943 61 | Ver | AY0943 61 . 1 GI : 2 0334923 | Canis 
familiaris mast cell growth factor (KITLG) mRNA, partial cds. 

GBCA0031 GenBank Acc | AB089264 | Ver | AB089264 . 1 GI : 28201160 | Canis 
familiaris EDN2 mRNA for preproendothelin-2 , complete cds. 

GBCA0032 GenBank Acc | AY195876 | Ver | AY195876 . 1 GI : 28192676 | Canis 
familiaris 12 -transmembrane domain co- transporter Cell mRNA, 
complete cds. 

GBCA003 3 GenBank Acc | AF4 98324 | Ver | AF4 983 24 .1 GI : 2 8190691 | Canis 
familiaris uromodulin precursor (Umod) mRNA, complete cds. 

GBCA0034 GenBank Acc | U52916 | Ver | U52916 .1 GI : 1777900 | Canis 
familiaris transducin beta-3 -subunit (GNB3) mRNA, complete cds. 

GBCA003 5 GenBank Acc | D7834 8 | Ver | D78348 .1 GI : 1071649 | Canis 
familiaris ZAP 4 7 mRNA for zymogen granule membrane associated 
protein, complete cds. 

GBCA0036 GenBank Acc | D17397 | Ver | D17397 . 1 GI : 397824 | Canis 
familiaris CYP2D mRNA for P-450 2D, complete cds. 

GBCA0037 GenBank Acc | D16410 | Ver | D16410 .1 GI : 303539 | Canis 
familiaris mRNA for T-Cell receptor, complete cds. 

GBCA003 8 GenBank Acc | D16409 | Ver | D16409 . 1 GI : 303 537 | Canis 
familiaris mRNA for T-Cell receptor, partial cds. 

GBCA0039 GenBank Acc | AY185179 j Ver | AY185179 . 1 GI : 27902533 | Canis 
familiaris transcription factor Tbx4 (Tbx4 ) mRNA, complete cds. 

GBCA0040 GenBank Acc | AB100595 | Ver | AB100595 . 1 GI : 278843 05 | Canis 
familiaris ELS1 mRNA for elastase 1, complete cds. 

GBCA0041 GenBank Acc | AJ347749 | Ver | AJ347749 . 1 GI : 23304859 | Canis 
familiaris mRNA for p76RBE protein. 

GBCA0042 GenBank Acc | AY094504 | Ver (AY094504 . 1 GI : 27447285 | Canis 
familiaris thyroid peroxidase (TPO) mRNA, complete cds. 

GBCA0043 GenBank Acc | AB098562 | Ver | AB098562 . 1 GI : 27372797 | Canis 
familiaris RANTES mRNA for RANTES protein, complete cds. 

GBCA0044 GenBank Acc | AB08023 0 | Ver | AB080230 . 1 GI : 27372189 | Canis 
familiaris mRNA for Bax, complete cds. 

GBCA0045 GenBank Acc|AJ388555 | Ver | AJ3 88555 . 1 GI : 5441610 | Canis 
familiaris mRNA for partial hypothetical protein, clone BC61. 
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GBCAO 04 6 GenBank Ac c | A J3 8 8 5 5 4 | Ver | A J3 88554.1 GI:5441608| Cani s 
familiaris mRNA for partial hypothetical protein, clone C2 . 

GBCA0047 GenBank Acc | AJ388552 | Ver | AJ388552 . 1 GI : 5441604 | Canis 
familiaris mRNA for partial hypothetical protein, clone V2.89. 

GBCAO 04 8 GenBank Acc | AJ3 88547 | Ver | AJ38 8547 .1 GI : 54415 94 | Canis 
familiaris mRNA for partial hypothetical protein, clone R1.07. 

GBCAO 04 9 GenBank Acc j AJ3 8 854 6 | Ver | AJ3 8 8546 .1 GI : 5441592 | Canis 
familiaris mRNA for partial hypothetical protein, clone BC10. 

GBCA0050 GenBank Acc | AJ3 88545 | Ver | AJ388545 . 1 GI : 5441590 | Canis 
familiaris mRNA for partial hypothetical protein, clone B71. 

GBCA0051 GenBank Acc | AY005140 | Ver | AY005140 .1 GI : 1507232 0 | Canis 
familiaris dev- stage embryo troponin T isoform 1 mRNA, complete 
cds . 

GBCA0052 GenBank Acc | AY162293 | Ver | AY162293 . 1 GI : 26984046 | Canis 
familiaris inhibitor- 1 of protein phosphatase type 2A mRNA, 
complete cds . 

GBCA0053 GenBank Acc | AJ534245 | Ver | AJ534245 . 1 GI : 26800812 | Canis 
familiaris mRNA for prenylated Rab acceptor 1 (pral gene) . 

GBCA0054 GenBank Acc j AY057078 | Ver | AY057078 .1 GI : 23428517 | Canis 
familiaris truncated thiopurine methyltransf erase (TPMT) mRNA, 
complete cds, alternatively spliced. 

GBCA0055 GenBank Acc | AY057077 | Ver | AY057077 . 1 GI : 23428514 | Canis 
familiaris thiopurine methyltransf erase (TPMT) mRNA, complete cds, 
alternatively spliced. 

GBCA0056 GenBank Acc | AB093582 | Ver | AB093582 . 2 GI : 26006286 | Canis 
familiaris mRNA for Mcl-1, complete cds. 

GBCA0057 GenBank Acc | AF447922 | Ver | AF447922 . 1 GI : 25990915 | Canis 
familiaris Rh type B glycoprotein mRNA, complete cds. 

GBCA0058 GenBank Acc | AJ518867 | Ver | AJ518867 . 1 GI : 25809291 1 Canis 

familiaris mRNA for ankyrin repeat and SOCS box containing protein 
17 (asb-17 gene) . 

GBCA0059 GenBank Acc | AB095108 | Ver | AB095108 . 1 GI : 24636590 | Canis 
familiaris mRNA for survivin, complete cds. 

GBCA0060 GenBank Acc | AB080188 | Ver | AB080188 . 1 GI : 22335682 | Canis 
familiaris CCR4 mRNA for CC chemokine receptor 4, complete cds. 
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GBCA0061 GenBank Acc | AB047312 | Ver | AB047312 .1 GI : 9886744 | Canis 
familiaris mRNA for QKI-5, complete cds. 

GBCA0062 GenBank Acc | AF483595 | Ver | AF483595 .1 GI : 23266716 | Canis 
familiaris glucocorticoid receptor DNA binding factor 1 mRNA, 
complete cds . 

GBCA0063 GenBank Acc | AF544242 | Ver | AF544242 . 1 GI : 24021295 | Canis 
familiaris glutamine synthetase mRNA, complete cds, alternatively 
spliced. 

GBCA0064 GenBank Acc | AF346625 | Ver | AF346625 . 1 GI : 24020877 ] Canis 
familiaris heavy neurofilament protein (NFH) mRNA, NFH-C allele, 
complete cds . 

GBCA0065 GenBank Acc ) AF535138 | Ver | AF53513 8 . 1 GI : 23452498 | Canis 
familiaris cyclooxygenase mRNA, complete cds. 

GBCA0066 GenBank Acc | AF416724 | Ver | AF416724 .1 GI : 23451061 ] Canis 
familiaris delta-tubulin (TUBD) mRNA, complete cds. 

GBCA0067 GenBank Acc | AJ271644 | Ver | AJ271644 . 1 GI : 6782310 | Canis 
familiaris mRNA for ID3 protein (ID3 gene) . 

GBCA0068 GenBank Acc j AF540075 | Ver | AF540075 . 1 GI : 23267154 | Canis 
familiaris alkaline phosphatase (ALP) mRNA, partial cds. 

GBCA0069 GenBank Acc | AB090854 | Ver | AB090854 .1 GI : 22531687 j Canis 
familiaris csa mRNA for serum albumin, complete cds. 

GBCA0 070 GenBank Acc | ABO 89789 | Ver |AB089789 . 1 GI : 22218 071 | Canis 
familiaris afp mRNA for alpha- fetoprotein, complete cds. 

GBCA0 071 GenBank Acc | AF4 94190 | Ver | AF4 94190 .1 GI : 22347540 | Canis 
familiaris neutrophil elastase mRNA, complete cds. 

GBCA0072 GenBank Acc | AB082936 | Ver | AB082936 . 1 GI : 19911570 | Canis 
familiaris PgnB mRNA for pepsinogen B, complete cds. 

GBCA0073 GenBank Acc | AF525493 | Ver |AF52 5493 . 1 GI : 22 038136 | Canis 
familiaris Hll kinase mRNA, complete cds. 

GBCA0074 GenBank Acc | AF490511 | Ver | AF490511 . 1 GI : 22023792 | Canis 
familiaris cyclic nucleotide gated channel beta subunit (CNGB3) 
mRNA, complete cds. 

GBCA0075 GenBank Acc|AF525133 | Ver | AF525133 . 1 GI : 22 001282 | Canis 
familiaris protein phosphatase 2A inhibitor 2 mRNA, complete cds. 
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GBCA0076 GenBank Acc | AF525132 | Ver | AF525132 . 1 GI : 22001280 |Canis 
familiaris protein kinase A alpha mRNA, complete cds . 

GBCA0077 GenBank Acc | AF52513 0 | Ver j AF52513 0 . 1 GI : 22001276 | Canis 
familiaris protein phosphatase type 1 catalytic subunit gamma 
isoform mRNA, complete cds. 

GBCA007 8 GenBank Acc | AF52512 9 | Ver | AF525129 . 1 GI : 22 0012 74 | Canis 
familiaris protein phosphatase type 1 beta isoform mRNA, complete 
cds . 

GBCA0079 GenBank Acc j AF346417 | Ver | AF346417 . 1 GI : 18150345 | Canis 
familiaris Cu/Zn superoxide dismutase (SOD1) mRNA, complete cds. 

GBCA0 08 0 GenBank Acc | AF2 63 54 6 | Ver | AF2 63 54 6 . 2 GI : 21553346 | Canis 
familiaris scamper mRNA, complete cds. 

GBCA0081 GenBank Acc | AF461733 j Ver | AF461733 . 2 GI : 21492645 | Canis 
familiaris proton- coupled peptide cotransporter PepTl mRNA, 
complete cds . 

GBCA0082 GenBank Acc [ AY112659 | Ver | AY112659 . 1 GI : 21464519 j Canis 
familiaris melanin-concentrating hormone receptor subtype 2 mRNA, 
complete cds . 

GBCA0083 GenBank Acc | AY112658 | Ver | AY112658 . 1 GI : 21464517 ) Canis 
familiaris melanin-concentrating hormone receptor subtype 1 mRNA, 
complete cds. 

GBCA0 084 GenBank Acc |D3 8223 | Ver |D3 8223 .1 GI : 54 04 98 | Canis 
familiaris ZAP36 mRNA for zymogen granule membrane associated 
protein, complete cds. 

GBCA0085 GenBank Acc j AY034786 | Ver | AY034786 . 1 GI : 213 03188 | Canis 
familiaris retinitis pigmentosa 1 protein (RP1) mRNA, complete 
cds . 

GBCA0086 GenBank Acc | AF506750 | Ver | AF506750 . 1 GI : 2 0977256 | Canis 
familiaris cardiac troponin I (TNNI3) mRNA, complete cds. 

GBCA0087 GenBank Acc | AB085580 | Ver | AB085580 . 1 GI : 20975411 | Canis 
familiaris mRNA for caspase-3, complete cds. 

GBCA008 8 GenBank Acc | ABO 43 8 95 | Ver | AB043 8 95 . 2 GI -.20 502477 | Canis 
familiaris Brca2 mRNA, complete cds. 

GBCA0089 GenBank Acc | AY092841 | Ver | AY092 841 . 1 GI : 20465208 | Canis 
familiaris T4R mutant opsin mRNA, complete cds. 
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GBCA0090 GenBank Acc | AF448227 | Ver | AF448227 . 1 GI : 17646638 | Canis 
familiaris DNA- dependent protein kinase catalytic subunit mRNA, 
complete cds. 

GBCA0 0 91 GenBank Acc j AB043 896 | Ver | AB043 8 96 .1 GI : 2 03 87090 | Canis 
familiaris mRMA for Rad51, complete cds. 

GBCA0092 GenBank Acc | AF308439 | Ver | AF308439 . 1 GI : 15824621 | Canis 
familiaris preproglucagon mRNA, complete cds. 

GBCA0093 GenBank Acc ) AJ243320 | Ver | AJ243320 . 1 GI : 52 62815 | Canis 
familiaris mRNA for for brain cell membrane protein 1 (BCMP1 
gene), clone C60-1. 

GBCA0094 GenBank Acc | AF4 94 098 | Ver | AF4 94 0 98 .1 GI : 20149232 | Canis 
familiaris periplakin mRNA, partial cds. 

GBCA0095 GenBank Acc | AB046106 | Ver | AB046106 .1 GI : 9795235 | Canis 
familiaris mRNA for uncoupling protein 1 UCP1, complete cds. 

GBCA0096 GenBank Acc | AB022020 | Ver | AB022020 .1 GI : 6855263 | Canis 
familiaris ucp3 mRNA for uncoupling protein 3, complete cds. 

GBCA0 097 GenBank Acc | AB02 0887 | Ver | AB02 088 7 . 1 GI : 68552 61 | Canis 
familiaris ucp2 mRNA for uncoupling protein 2, complete cds. 

GBCA0098 GenBank 1 Acc j AF454668 | Ver | AF454668 . 1 GI : 19568247 | Canis 
familiaris photoreceptor- specif ic cone-rod homeobox protein (CRX) 
mRNA, complete cds. 

GBCA0099 GenBank Acc|M59172 |Ver|M59172 . 1 GI : 164061 | Canis 
familiaris serum amyloid A-like protein (SAA) mRNA, complete cds. 

GBCA0100 GenBank Acc | AY044905 | Ver | AY044905 . 1 GI : 19072833 j Canis 
familiaris prostaglandin G/H synthase -2 mRNA, complete cds. 

GBCA0101 GenBank Acc|AB080363 | Ver | AB0803 63 .1 GI : 18958364 | Canis 
familiaris TLR4 mRNA for Toll-like receptor4 protein, complete 
cds . 

GBCA0102 GenBank Acc | AB054642 | Ver | AB054642 .1 GI : 14970991 1 Canis 
familiaris mRNA for chemokine, complete cds. 

GBCA0103 GenBank Acc | AJ298295 | Ver | AJ2 982 95 . 1 GI : 12 957058 | Canis 
familiaris mRNA for preproMTLRP . 

GBCA0104 GenBank Acc ) AF197950 | Ver | AF197950 .1 GI : 6578766 | Canis 
familiaris androgen receptor (AR) mRNA, complete cds. 
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GBCA0105 GenBank Acc | AF177934 | Ver | AF177934 .1 GI : 6003480 | Canis 
farailiaris prostaglandin E2 receptor EP4 subtype mRNA, complete 
cds . 

GBCA0106 GenBank Acc | AY047597 | Ver | AY047597 .1 GI : 18466798 | Canis 
familiaris beagle Murrl (Murrl) mRNA, complete cds. 

GBCA0107 GenBank Acc | AY048585 | Ver | AY048585 .1 GI : 18476188 | Canis 
familiaris opticin mRNA, complete cds. 

GBCA0108 GenBank Acc | AJ296287 | Ver | AJ296287 .1 GI : 16605494 | Canis 
familiaris tcofl gene for treacle protein. 

GBCA0109 ^ GenBank Acc | AY064407 | Ver | AY064407 .1 GI : 18252813 | Canis 
familiaris CMP- sialic acid transporter gene, complete cds. 

GBCA0110 GenBank Acc | AY064406 | Ver | AY064406 .1 GI : 18252811 1 Canis 
familiaris UDP-galactose transporter mRNA, complete cds. 

GBCA0111 GenBank Acc | AF3 84 054 | Ver | AF3 84 054 .1 GI : 15420723 | Canis 
familiaris flavin- containing monooxygenase 3 mRNA, complete cds. 

GBCA0112 GenBank Acc | AF3 84 053 | Ver | AF3 84 053 .1 GI : 1542 0721 1 Canis 
familiaris flavin-containing monooxygenase 1 mRNA, complete cds. 

GBCA0113 GenBank Acc | AF239917 | Ver | AF239917 .1 GI : 7330263 | Canis 
familiaris interleukin-4 mRNA, complete cds. 

GBCA0114 GenBank Acc j AY063765 | Ver | AY063765 .1 GI : 17978646 | Canis 
familiaris inhibitor-1 mRNA, complete cds. 

GBCA0115 GenBank Acc | AF448499 | Ver | AF448499 .1 GI : 17646739 | Canis 
familiaris type 2A protein phosphatase catalytic subunit mRNA, 
complete cds. 

GBCA0116 GenBank Acc | AY0 6203 7 | Ver | AY062 037 .1 GI : 17426426 | Canis 
familiaris protein phosphatase type 1 alpha catalytic subunit 
mRNA, complete cds. 

GBCA0117 GenBank Acc | AY052 75 0 | Ver | AY052 75 0 .1 GI : 17223786 | Canis 
familiaris frizzled- 6 mRNA, complete cds. 

GBCA0118 GenBank Acc | AF039223 | Ver | AF039223 . 1 GI : 272413 8 | Canis 
familiaris caveolin-2 (cav-2) mRNA, complete cds. 

GBCA0119 GenBank Acc | AB075027 | Ver | AB075027 . 1 GI : 17298185 | Canis 
familiaris hsp70 mRNA for heat shock protein 70, complete cds. 
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GBCA0120 GenBank Acc | U65376 | Ver | U65376 . 1 GI : 1762762 | Canis 
familiaris rod photoreceptor transducin alpha 1 subunit mRNA, 
complete cds . 

GBCA0121 GenBank Acc | AF440218 | Ver | AF440218 .1 GI : 172263 89 | Canis 
familiaris ventricular myosin light chain 2 mRNA, complete cds. 

GBCA0122 GenBank Acc | AB020986 | Ver | AB020986 . 1 GI : 403872 6 | Canis 
familiaris mRNA for leptin, complete cds. 

GBCA0123 GenBank Acc | AF354267 | Ver | AF354267 .1 GI : 17066529 | Canis 
familiaris immunoglobulin gamma heavy chain D mRNA, complete cds. 

GBCA0124 GenBank Acc | AF354266 | Ver | AF354266 .1 GI : 17066527 | Canis 
familiaris immunoglobulin gamma heavy chain C mRNA, complete cds. 

GBCA0125 GenBank Acc | AF354265 | Ver | AF354265 .1 GI : 17066525 | Canis 
familiaris immunoglobulin gamma heavy chain B mRNA, complete cds. 

GBCA012 6 GenBank Acc | AF3 542 64 | Ver | AF3 542 64 .1 GI : 170 66523 | Canis 
familiaris immunoglobulin gamma heavy chain A mRNA, complete cds. 

GBCA0127 GenBank Acc | AF038862 | Ver | AF03 8862 . 1 GI : 4 090 98 9 | Canis 
familiaris transducin gamma subunit (GNGT2) mRNA, complete cds. 

GBCA0128 GenBank Acc | AB073983 | Ver | AB073983 .1 GI : 16874533 | Canis 
familiaris mRNA for Bcl-xL, complete cds. 

GBCA0129 GenBank Acc|U39663 L29285 | Ver | U3 9663 . 1 

GI : 6649539 | Canis familiaris TIFF66 mRNA, complete cds. 

GBCA0130 GenBank Acc | U52868 | Ver | U52868 . 1 GI : 13 05486 | Canis 
familiaris retinal cyclic-GMP phosphodiesterase alpha-subunit 
(PDEA) mRNA, complete cds. 

GBCA0131 GenBank Acc | AF177470 | Ver | AF177470 .1 GI : 9957241 1 Canis 
familiaris progesterone receptor (PR) mRNA, complete cds. 

GBCA0132 GenBank Acc | AF31453 3 | Ver | AF314533 .1 GI : 161518 70 | Canis 
familiaris interleukin 13 receptor alpha chain 2 (IL13Ra2) mRNA, 
complete cds . 

GBCA0133 GenBank Acc | AF3 14532 | Ver | AF314532 .1 GI : 16151868 | Canis 
familiaris interleukin 13 receptor alpha chain 1 (IL13Ral) mRNA, 
partial cds. 

GBCA0134 GenBank Acc | AF046874 | Ver | AF046874 . 1 GI : 3335400 [ Canis 
familiaris phosducin mRNA, complete cds. 
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GBCA0135 GeriBank Acc | AF331919 j Ver | AP331919 .1 GI : 15919180 | Canis 
familiaris interleukin-5 mRNA, complete cds. 

GBCA013 6 GenBank Acc | AF190740 | Ver | AF190740 .1 GI : 15428283 | Canis 
familiaris alpha -tocopherol transfer protein mRNA, partial cds. 

GBCA0137 GenBank Acc | U33843 | Ver |U33843 .1 GI : 1000198 | Canis 
familiaris interleukin-10 (IL-10) mRNA, complete cds. 

GBCA013 8 GenBank Acc | AJ2 9 0 94 8 | Ver | AJ2 90 948 .1 GI : 15149876 | Canis 
familiaris mRNA for UDP-glucuronosyltransf erase (UGT1A6 gene) . 

GBCA0139 GenBank Acc | AF262219 | Ver | AF2 62219 . 1 GI : 10178634 | Canis 
familiaris transglutaminase 1 mRNA, complete cds. 

GBCA0140 GenBank Acc | AF285177 | Ver | AF285177 .1 GI : 15076950 | Canis 
familiaris ferritin mRNA, complete cds. 

GBCA0141 ^ GenBank Acc | AJ278477 | Ver | AJ278477 .1 GI : 11024570 | Canis 
familiaris E12a gene for epididymal secretory proteins, qenomic 
RNA. 

GBCA0142 GenBank Acc | Y18220 | Ver | Y1822 0 .1 GI : 11557969 | Canis 
familiaris mRNA for multidrug resistance protein 2. 

GBCA0143 GenBank Acc | AF112115 | Ver | AF112115 .1 GI : 6650623 | Canis 
familiaris tissue inhibitor of metalloproteinase 2 precursor, 
mRNA, complete cds . 

GBCA0144 GenBank Acc | AF016248 | Ver | AF016248 . 1 GI : 3002535 | Canis 
familiaris cytochrome P450 2C41 mRNA, complete cds. 

GBCA0145 GenBank Acc | U11762 | Ver | U11762 .1 GI : 521134 | Canis 
familiaris type I iodothyronine deiodinase <dio 1) mRNA, complete 
cds . 

GBCA0146 GenBank Acc | U19489 | Ver |U194 89.1 GI:3068552| Canis 
familiaris glycoprotein lb mRNA, complete cds. 

GBCA0147 GenBank Acc | AF325357 | Ver | AF325357 .1 GI : 14388930 | Canis 
familiaris signaling lymphocyte activation molecule SLAM mRNA, 
complete cds. 

GBCA0148 GenBank Acc | AB02362 9 | Ver | AB023629 . 1 GI : 14331124 | Canis 
familiaris CESdDl mRNA for carboxylesterase Dl, complete cds. 

GBCA0149 GenBank Acc | AB035080 | Ver | AB035080 .1 GI : 7959047 | Canis 
familiaris mRNA for beta-casein, complete cds. 
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GBCA0150 GenBank Acc | AF259962 [ Ver | AF259962 .1 GI : 8101066 [ Canis 
familiaris T-cell costimulatory molecule CD28 (CD28) mRNA, 
complete cds. 

GBCA0151 GenBank Acc j AF317416 | Ver | AF317416 .1 GI : 14133509 | Canis 
familiaris serum/glucocorticoid- regulated kinase 1 (sgkl) mRNA, 
partial cds. 

GBCA0152 GenBank Acc | AF358908 | Ver | AF358908 . 1 GI : 13991614 | Canis 
familiaris integral membrane protein claudin-3 mRNA, complete cds. 

GBCA0153 GenBank Acc | AF358907 | Ver | AF358907 . 1 GI : 13 991612 | Canis 
familiaris integral membrane protein claudin-2 mRNA, complete cds. 

GBCA0154 GenBank Acc | AB038231 | Ver | AB038231 . 1 GI ; 120820 92 | Canis 
familiaris AC mRNA for catalase, complete cds. 

GBCA0155 GenBank Acc | AF1530 62 | Ver | AF153 062 . 1 GI : 4960162 | Canis 
familiaris type I collagen pre-pro-alphal (I) chain (C0L1A1) mRNA, 
complete cds . 

GBCA0156 GenBank Acc | AF252536 | Ver | AF25253 6 . 1 GI : 13810652 | Canis 
familiaris calmodulin-activated cyclic nucleotide 
phosphodiesterase (PDE1A) mRNA, complete cds. 

GBCA0157 GenBank Acc | AJ245513 | Ver | AJ245513 .1 GI : 1063 6209 | Canis 
familiaris mRNA for T brachyury protein (t gene) . 

GBCA0158 GenBank Acc |AF350327 | Ver | AF350327 .1 GI : 13752441 | Canis 
familiaris peroxisome proliferator activated receptor alpha mRNA, 
complete cds . 

GBCA015 9 GenBank Acc | X94122 | Ver ) X94122 . 1 

GI: 13751031 | C. familiaris mRNA for peripherin/ retinal degeneration 
slow protein. 

GBCA0160 GenBank Acc | AB049597 | Ver | AB049597 .1 GI : 13537340 j Canis 
familiaris cegf mRNA for epidermal growth factor, complete cds. 

GBCA0161 GenBank Acc | AB038563 | Ver | AB038563 .1 GI : 13516834 | Canis 
familiaris MAOA mRNA for monoamine oxidase A, complete cds, 

GBCA0162 GenBank Acc | AF343440 | Ver j AF343440 .1 GI : 13507386 | Canis 
familiaris lysosomal H+ transporting-ATPase subunit M9.2 (ATP6H) 
mRNA, complete cds. 

GBCA0163 GenBank Acc | AF334948 | Ver | AF334948 .1 GI : 13383985 | Canis 
familiaris B2 bradykinin receptor (Bdkrb2) mRNA, complete cds. 
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GBCA0164 GenBank Acc | AY026462 | Ver | AY026462 .1 GI : 12746560 | Canis 
familiaris interleukin-1 receptor antagonist mRNA, complete cds. 

GBCA0165 GenBank Acc | AF191546 | Ver | AF191546 . 1 GI : 6179931 | Canis 
familiaris tektin mRNA, complete cds. 

GBCA0166 GenBank Acc | AJ277753 | Ver | AJ277753 .1 GI : 12049570 | Canis 
familiaris msx2 gene for Muscle Segmentation Homolbgue (MSX2 
protein) . 

GBCA0167 GenBank Acc | AJ388551 | Ver | AJ388551 .2 GI : 6687240 | Canis 
familiaris mRNA for bHLH protein Hesr-l/Heyl, clone BC8 . 

GBCA0168 GenBank Acc | AJ388557 | Ver | AJ3 88557 . 1 GI : 5441614 | Canis 
familiaris mRNA for zinc finger protein, clone BC3 . 

GBCA0169 GenBank Acc | AJ388540 | Ver | AJ388540 . 1 GI : 5441582 | Canis 
familiaris mRNA for partial splicing factor SRp55-l (srp55-l 
gene) . 

GBCA0170 GenBank Acc | AJ388536 | Ver | AJ388536 . 1 GI : 5441576 | Canis 
familiaris mRNA for partial ras -related rho protein (rho gene) . 

GBCA0171 GenBank Acc | AJ388535 | Ver j AJ388535 .1 GI : 5441574 | Canis 
familiaris mRNA for partial ubiquitin carrier protein (E2-EPF 
gene) . 

GBCA0172 GenBank Acc | AJ388523 | Ver | AJ388523 .1 GI : 5441540 | Canis 
familiaris mRNA for Ribosomal protein S17 (rpS17 gene) . 

GBCA0173 GenBank Acc | AJ388521 | Ver | AJ388521 . 1 GI : 5441536 | Canis 
familiaris mRNA for Ribosomal protein, L17/L23 (rpL17/L23 gene) . 

GBCA0174 GenBank Acc | AJ388520 | Ver | AJ388520 . 1 GI : 5441534 | Canis 
familiaris mRNA for partial Ribosomal protein Sll (rpsll gene) . 

GBCA0175 GenBank Acc | AJ388519 | Ver | AJ388519 . 1 GI : 5441532 | Canis 
familiaris mRNA for partial Ribosomal protein S18 (rpS18 gene) . 

GBCA0176 ^ GenBank Acc | AJ388518 | Ver | AJ388518 .1 GI : 544153 0 | Canis 
familiaris mRNA for non-histone chromosomal protein HMG-17 (hmg-17 
gene) . 

GBCA0177 GenBank Acc | AJ3 88516 | Ver | AJ388516 . 1 GI : 5441526 | Canis 
familiaris mRNA for ribosomal protein L27. 

GBCA0178 GenBank Acc | AJ388514 | Ver | AJ388514 .1 GI : 5441522 | Canis 
familiaris mRNA for partial Ribosomal protein S14 . 
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GBCA0179 GenBank Ace | AF322417 | Ver | AF322417 .2 GI : 12007711 | Canis 
familiaris MDM2 alpha mRNA, complete cds. 

GBCA0180 GenBank Ace j AF213513 j Ver | AF213513 .1 GI : 12003983 | Canis 
familiaris galactokinase (GALK1) mRNA, complete cds. 

GBCA0 181 GenBank Acc | AF2 1 2 9 74 j Ver | AF2 12974.1 GI:12003373| Cani s 
familiaris gamma tubulin (TUBG) mRNA, complete cds. 

GBCA0182 GenBank Acc | AF154843 | Ver | AF154 843 .1 GI : 12 0 02 691 | Canis 
familiaris costimulatory molecule B7 receptor CD152 (CD152) mRNA, 
complete cds, 

GBCA0183 GenBank Acc | AF005360 | Ver | AF005360 . 1 GI : 4101627 j Canis 
familiaris desmoglein-1 precursor (DSG-1) mRNA, complete cds. 

GBCA0184 GenBank Acc | AF315034 | Ver | AF315034 . 1 GI : 11878262 | Canis 
familiaris Niemann-Pick type CI disease protein (NPC1) mRNA, 
complete cds . 

GBCA0185 GenBank Acc | Y19224 | Ver | Y19224 .1 GI : 6015499 | Canis 
familiaris mRNA for glucocorticoid induced receptor (GIR gene) . 

GBCA0186 GenBank Acc | AF187966 | Ver | AF187966 .1 GI : 11385351 | Canis 
familiaris amino acid transporter SLC3A1 mRNA, complete cds. 

GBCA0187 GenBank Acc | AF293964 | Ver | AF293964 .1 GI : 11344841 | Canis 
familiaris dopamine D2 receptor short isoform (DRD2) mRNA, 
complete cds, alternatively spliced. 

GBCA0188 GenBank Acc | AF2 93963 | Ver | AF293963 . 1 GI : 1134483 9 | Canis 
familiaris dopamine D2 receptor (DRD2) mRNA, complete cds. 

GBCA0189 GenBank Acc | AF307858 | Ver | AF307858 .1 GI : 11037762 | Canis 
familiaris actin-related protein 3 (Arp3) mRNA, partial cds. 

GBCA0190 GenBank Acc|AF023169 AF242201 | Ver | AF023169 . 2 

GI : 10947026 ) Canis familiaris type IIA procollagen mRNA, complete 

cds . 

GBCA0 191 GenBank Acc | AF2 9 7 6 2 6 | Ver | AF2 97626.1 GI:10946309| Cani s 
familiaris transferrin receptor (TFRC) mRNA, complete cds. 

GBCA0192 GenBank Acc | X99145 | Ver | X99145 . 2 GI : 10944717 | Canis 
familiaris mRNA for C3VS protein. ^ 

GBCA0193 GenBank Acc | AF244915 | Ver | AF244915 .1 GI : 7528273 | Canis 
familiaris interleukin-13 mRNA, complete cds. 
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GBCA0194 GenBank Acc | AF153198 | Ver | AF153 198 . 1 GI : 4960160 | Canis 
familiaris Kv3 . 1 (Kv3.1) mRNA, complete cds. 

GBCA0195 GenBank Acc | AF217203 | Ver | AF217203 .1 GI : 10441856 | Canis 
familiaris heparan sulfate sulf atnidase (SGSH) inRNA, complete cds. 

GBCA0196 GenBank Acc(AJ279008 | Ver | AJ279008 . 1 GI : 10185019 | Canis 
familiaris mRNA for cathepsin L (ccL gene) . 

GBCA0197 GenBank Acc | AF187325 | Ver | AF187325 .1 GI : 6014645 | Canis 
familiaris breed beagle melanoma antigen mRNA, complete cds. 

GBCA0198 GenBank Acc | AB047246 j Ver | AB047246 .1 GI : 9798659 | Canis 
familiaris pgnA mRNA for pepsinogen A, complete cds. 

GBCA0199 GenBank Acc | AF049328 | Ver | AF049328 . 1 GI: 3169282 | Canis 
familiaris neuropeptide Y receptor type 5 (NPY5) mRNA, complete 
cds . 

GBCA0200 GenBank Acc|AF005778 j Ver | AF005778 . 1 GI : 2988393 | Canis 
familiaris neuropeptide Y Yl receptor mRNA, complete cds. 

GBCA0201 GenBank Acc | AF179715 | Ver | AF179715 .2 GI : 969533 7 | Canis 
familiaris copper chaperone (Atoxl) mRNA, complete cds. 

GBCA0202 GenBank Acc | AF029979 | Ver j AF029979 .1 GI : 9545984 | Canis 
familiaris cytochrome P450 2E1 mRNA, complete cds. 

GBCA0 203 GenBank Acc | AF2 77647) Ver | AF2 77647.1 GI:8778199| Canis 

familiaris inwardly rectifying potassium channel Kir2 . 1 (KCNJ2) 
mRNA, complete cds, 

GBCA0204 GenBank Acc|AF206513 | Ver | AF206513 . 1 GI : 9367102 | Canis 
familiaris GnRH receptor mRNA, complete cds. 

GBCA0205 GenBank Acc | AF155148 | Ver | AF155148 . 1 GI : 9367028 | Canis 
familiaris Flt3 ligand mRNA, complete cds. 

GBCA0 206 GenBank Acc | AF2 3 04 98) Ver | AF2 30498.1 GI:816393l| Cani S 

familiaris NADPH thyroid oxidase 2 (THOX2) mRNA, partial cds. 

GBCA0207 GenBank Acc ( AF230497 | Ver | AF230497 .1 GI : 816392 9 | Canis 
familiaris NADPH thyroid oxidase 1 (TKOX1) mRNA, complete cds. 

GBCA0208 GenBank Acc | AF133835 | Ver | AF133835 .1 GI : 6381992 [ Canis 
familiaris growth hormone receptor precursor (GHR) mRNA, complete 
cds . 
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GBCA02 09 GenBank Acc | AB032 025 | Ver | AB032 025 . 1 GI : 5822 851 | Canis 
familiaris mRNA for ubiquitin, partial cds. 

GBCA0210 GenBank Acc | AF162445 | Ver | AF162445 . 2 GI : 9058658 | Canis 
familiaris skeletal muscle chloride channel C1C-1 (CLCNl) mRNA, 
complete cds . 

GBCA0211 GenBank Acc | AF135967 | Ver | AF135967 . 1 GI : 7595236 | Canis 
familiaris caspase-l-like protein mRNA, complete cds. 

GBCA0212 GenBank Acc|AJ401272 | Ver | AJ401272 .1 GI : 8979742 | Canis 
familiaris mRNA for Band4 . l-like5 protein (be37 gene) . 

GBCA0213 GenBank Acc | AF148 801 | Ver | AF148 8 01 .1 GI:8131935| Canis 
familiaris retinitis pigmentosa GTP-ase regulator RPGR (RPGR) 
mRNA, alternative splice variant, complete cds. 

GBCA0214 GenBank Acc | AF171062 | Ver | AF1710 62 . 1 GI : 8100511 | Canis 
familiaris Y-box protein ZONAB -B (ZONAB) mRNA, complete cds. 

GBCA0215 GenBank Acc | AF171061 | Ver j AF171061 .1 GI : 8100509 | Canis 
familiaris Y-box protein ZONAB-A (ZONAB) mRNA, complete cds. 

GBCA0216 GenBank Acc ) AF258614 | Ver | AF258614 .1 GI : 8050818 | Canis 
familiaris vacuolar proton-ATPase subunit ATP6H (ATP6H) mRNA, 
complete cds . 

GBCA0217 GenBank Acc | AB03 5079 j Ver | AB03 5079 .1 GI : 7959045 | Canis 
familiaris mRNA for alpha-lactalbumin, complete cds. 

GBCA0 218 GenBank Acc | AF2 16706) Ver | AF2 16706.1 GI:7839368| Cani s 
familiaris plasma membrane calcium -ATPase isoform 4a mRNA, partial 
cds . 

GBCA0219 GenBank Acc | AB011373 J Ver | AB011373 .1 GI : 7415413 | Canis 
familiaris aquaporinl mRNA for AQP-CHIP, complete cds. 

GBCA0220 GenBank Acc | AF177217 | Ver | AF177217 . 1 GI : 7688730 | Canis 
familiaris matrix metalloproteinase-2 (MMP-2) mRNA, partial cds. 

GBCA0221 GenBank Acc | S71529 | Ver | S71529 .1 GI : 562170 | R-type 
pyruvate kinase [dogs, Basenji, reticulocytes, mRNA Partial 
Mutant, 188 9 nt, segment 1 of 2] . 

GBCA0222 GenBank Acc | AB026988 | Ver [ AB026988 . 1 GI : 4850327 | Canis 
familiaris mRNA for prostaglandin D synthase, complete cds. 
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GBCA0223 GenBank Acc|U65989 L29489 L29490 | Ver | U65989 . 2 
GI : 7534273 | Canis familiaris articular cartilage aggrecan 
precursor, mRNA, complete cds . 

GBCA0224 GenBank Acc | AB039881 1 Ver | AB039881 .1 GI : 7288115 | Canis 
familiaris mRNA for cytochrome P450c21, complete cds. 

GBCA0225 GenBank Acc | AP233 687 | Ver | AF233 687 . 1 ( GI : 7331161 j Canis 
familiaris relaxin mRNA, complete cds. 

GBCA0226 GenBank Acc | L02897 | Ver | L02897 .1 GI : 164035 | Dog 
nonerythroid beta- spectrin mRNA, 3 f end. 

GBCA022 7 GenBank Acc | AF23 9824 | Ver | AF239824 .1 GI:7271908| Canis 
familiaris GTP-binding protein Mx2 mRNA, complete cds. 

GBCA0228 GenBank Acc | AF239823 | Ver | AF23 9823 . 1 GI : 7271906 | Canis 
familiaris GTP-binding protein Mxl mRNA, complete cds. 

GBCA0229 GenBank Acc j AF147784 | Ver | AF147784 .1 GI : 711013 0 | Canis 
familiaris retinal-specific clusterin-like preprotein (CLUL1) 
mRNA, complete cds. 

GBCA0230 GenBank Acc | AF067847 | Ver | AF067847 .1 GI : 5577963 | Canis 
familiaris Na+-dependent glutamate transporter (GLAST) mRNA, 
complete cds . 

GBCA0231 GenBank Acc | AF167077 | Ver | AF167077 .2 GI : 6978310 | Canis 
familiaris glutamate transporter (EAAT4) mRNA, complete cds. 

GBCA0232 GenBank Acc | AF167076 | Ver j AF167076 . 2 GI : 69783 08 | Canis 
familiaris glutamate transporter (GLTl) mRNA, complete cds. 

GBCA0233 GenBank Acc | AF167075 | Ver | AF167075 .2 GI : 6978306 | Canis 
familiaris glutamate transporter (EAAC1) mRNA, complete cds. 

GBCA0234 ^ GenBank Acc | U55935 | Ver | U55935 .1 GI : 4204862 | Canis 
,familiaris tight junction associated protein ZO-1 MDCK (Z01-MDCK) 
mRNA, complete cds. 

GBCA0235 GenBank Acc | AF187884 | Ver | AF187884 .1 GI : 6003682 | Canis 
familiaris protein tyrosine kinase fer mRNA, complete cds. 

GBCA0236 GenBank Acc | AB03 824 0 | Ver | AB038240 .1 GI : 6983846 | Canis 
familiaris GAPDH mRNA for glycer aldehyde- 3 -phosphate 
dehydrogenase, complete cds. 

GBCA0237 GenBank Acc | AF117714 | Ver | AF117714 . 1 GI : 6840917 | Canis 
familiaris hematopoietic antigen CD38 mRNA, complete cds. 
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GBCA0238. GenBank Acc | AB021708 | Ver | AB021708 . 1 GI :4589713 | Canis 
familiaris mRNA for nicotinic acetylcholine recepter alpha- 
subunit, complete cds. 

GBCA0239 GenBank Acc | AF035585 | Ver | AF035585 .1 GI : 6649945 | Canis 
familiaris transcription factor Pit-1 mRNA, complete cds. 

GBCAO 240 GenBank Acc | A J2 4 3 3 4 4 | Ver | A J2 43344.1 GI : 6687229 | Canis 
familiaris mRNA for potassium channel (CERG gene) . 

GBCA0241 GenBank Acc | AF211257 | Ver | AF211257 .1 GI : 6671356 | Canis 
familiaris fibroblast growth factor receptor 2 (FGFR2) mRNA 
complete cds. 

GBCA0242 GenBank Acc | AF106827 | Ver | AF106827 . 1 GI : 6572518 | Canis 
familiaris truncated B7-2 protein (CD86) mRNA, complete cds. 

GBCA0243 GenBank Acc | AF106826 | Ver | AF106826 . 1 GI : 6572516 | Canis 
familiaris B7-2 protein (CD86) mRNA, complete cds. 

GBCA0244 GenBank Acc | AF106824 | Ver | AF106824 .1 GI : 6572512 I Canis 
familiaris B7-1 protein precursor (CD80) mRNA, complete cds 

GBCA0245 GenBank Acc | AF137068 ) Ver ) AF137068 . 1 GI : 6492288 | Canis 
familiaris cubilin (CUBN) mRNA, complete cds, 

GBCA024 6 GenBank Acc | AB028 042 | Ver | AB028042 .1 GI : 6475023 
familiaris mRNA for metallothionein-II , complete cds. 

GBCA0247 GenBank Acc ) AB028 041 | Ver | AB028041 . 1 GI : 6475018 
familiaris mRNA for metallothionein-IV, complete cds. 

GBCA0248 GenBank Acc | AF200597 | Ver | AF200597 . 1 GI : 6425115 
familiaris beta 3 adrenergic receptor (B3AR) mRNA, complete 

GBCA0249 GenBank Acc | AF181965 | Ver | AF181965 . 1 GI : 5932409 
familiaris B-2 integrin (ITGB2) mRNA, partial cds. 

GBCA0250 GenBank Acc | AF047047 | Ver | AF047047 . 1 GI : 4091114 
familiaris interleukin-8 receptor mRNA, complete cds. 

GBCAO 2 5 1 GenBank Acc | L142 8 7 | Ver |L14287.1 GI : 2 9 0 0 8 5 | Cani s 
familiaris CD 8 antigen mRNA, complete cds. 

GBCA0252 GenBank Acc | X563 85 ) Ver |X56385 . 1 GI : 920 | Canine rab8 
mRNA for ras-related GTP-binding protein. 
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GBCA0253 GenBank Ace | X56384 | Ver | X56384 . 1 GI : 913 | Canine rabl 
mRNA for ras-related GTP-binding protein involved in membrane 
traffic . 

GBCAP254 GenBank Acc | AF165917 | Ver | AF165917 . 1 GI : 6002949 | Canis 
familiaris triadin isoform 3 mRNA, complete cds . 

GBCA0255 GenBank Acc | AF165915 | Ver | AF165915 .1 GI : 6002945 j Canis 
familiaris triadin isoform 1 mRNA, complete cds. 

GBCA0256 ^ GenBank Acc | AF167095 | Ver | AF167095 .1 GI : 5916200 | Canis 
familiaris parathyroid hormone receptor- 1 (PTH1) mRNA, complete 
cds . 

GBCA0257 GenBank Acc | AF177536 | Ver | AF177536 . 1 GI : 5853150 | Canis 
familiaris nephrocystin (Nphpl) mRNA, partial cds. 

GBCA0258 GenBank Acc | AF109151 | Ver | AF109151 .1 GI : 5852400 | Canis 
familiaris cGMP-phosphodiesterase delta subunit (PDE6D) mRNA, 
complete cds . 

GBCA0259 GenBank Acc | AF047 011 1 Ver | AF047011 . 1 GI : 28 9594 0 | Canis 
familiaris prointerleukin-1 alpha mRNA, complete cds. 

GBCA0260 GenBank Acc | AB023422 | Ver | AB023422 . 1 GI : 5821256 | Canis 
familiaris mRNA for angiotensinogen, partial cds. 

GBCA0261 GenBank Acc | AF143503 | Ver | AF143503 .1 GI : 5814291 | Canis 
familiaris nitric oxide synthase (NOS) mRNA, complete cds. 

GBCA0262 GenBank Acc | AF072696 | Ver | AF072696 .1 GI : 5805150 | Canis 
familiaris interleukin-4 precursor, mRNA, complete cds. 

GBCA0263 GenBank Acc | AB021930 | Ver | AB021930 . 1 GI : 5766900 | Canis 
familiaris CAN2DD mRNA for dimeric dihydrodiol dehydrogenase, 
complete cds . 

GBCA0264 GenBank Acc | AB031064 | Ver | AB031064 .1 GI : 5738961 | Canis 
familiaris mRNA for metastasis complete cds. 

GBCA0265 GenBank Acc | AF170525 | Ver | AF170525 .1 GI : 5733735 | Canis 
familiaris glycoprotein GPIIIa (GPIIIa) mRNA, complete cds. 

GBCA0266 GenBank Acc | AF170524 | Ver | AF170524 . 1 GI : 5733733 | Canis 
familiaris glycoprotein GPIIb (GPIIb) mRNA, complete cds. 

GBCA02 67 GenBank Acc | AF16462 6 | Ver | AF164626 . 1 GI:5732905| Canis 
familiaris hypocretin receptor 2 (Hcrtr2) mRNA, complete cds. 
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GBCA0268 GenBank Acc|AF021873 AF023846 | Ver | AF02 1873 . 2 
GI: 5597004 | Canis familiaris beta-actin mRNA, complete cds . 

GBCA0269 GenBank Acc | S45367 | Ver | S453 67 . 1 GI : 256177 | Canis 
familiaris centractin mRNA, complete cds. 

GBCA0270 GenBank Acc | AJ238953 | Ver | AJ238953 .1 GI : 5459311 I Canis 
familiaris mRNA for CE10 protein. 

GBCA0271 GenBank Acc | AJ238952 | Ver | AJ238952 .1 GI : 5459309 I Canis 
familiaris mRNA for CE8 protein, variant 2. 

GBCA0272 GenBank Acc | AJ238951 | Ver | AJ238951 . 1 GI : 54593 07 I Canis 
familiaris mRNA for CE9 protein, 

GBCA0273 GenBank Acc | AF069071 | Ver | AF069071 . 1 GI : 5452943 | Canis 
familiaris growth hormone (GH) mRNA, complete cds. 

GBCA0274 GenBank Acc | Y11133 j Ver | Y11133 .1 GI : 5441556 | Canis 
familiaris mRNA .for interferon gamma inducing factor (IL-18) . 

GBCA0275 GenBank Acc | AF075602 | Ver j AF075602 .1 GI : 5430698 | Canis 
familiaris prostaglandin E2 receptor subtype EP2 mRNA, complete 
cds . 

GBCA0276 GenBank Acc | AB017553 | Ver | AB017553 . 1 GI : 5042356 | Canis 
familiaris mRNA for high-affinity IgE receptor gamma-chain, 
complete cds. 

GBCA0277 GenBank Acc | AB017552 | Ver | AB017552 .1 GI : 5042354 | Canis 
familiaris mRNA for high-affinity IgE receptor beta-chain, 
complete cds. 

GBCA0278 GenBank Acc | D16413 | Ver | D16413 .1 GI : 3 03543 | Canis 
familiaris mRNA for immunoglobulin E receptor alpha chain, 
complete cds. 

GBCA0279 GenBank Acc | D84397 | Ver | D843 97 . 2 GI : 4972486 | Canis 
familiaris mRNA for metallothionein-1 , complete cds. 

GBCA0280 GenBank Acc | AF126247 | Ver | AF126247 . 1 GI : 4877772 | Canis 
familiaris interf eron-gamma (IFN-g) mRNA, complete cds. 

GBCA02 81 GenBank Acc | AF1332 50 | Ver | AF13325 0 .1 GI : 476893 0 | Canis 
familiaris vascular endothelial growth factor 188 (VEGF) mRNA, 
complete cds . 

GBCA0282 GenBank Acc | Y16567 | Ver | Y16567 . 1 GI .-4127657 | Canis 
familiaris mRNA for retinal pigment epithelium abundant protein. 
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GBCA0283 GenBank Acc | Y18136 | Ver | Y18136 . 2 GI :4688653 | Canis 
familiaris mRNA for vasopressin V2 receptor. 

GBCA0284 GenBank Acc | U54792 | Ver | U54792 .1 GI : 1403704 | Canis 
familiaris A3 adenosine receptor mRNA, complete cds . 

GBCA0285 GenBank Acc | X87224 | Ver | X87224 . 1 GI : 984113 | Canis 
familiaris mRNA for ribosome receptor, pl80. 

GBCA0286 GenBank Acc ) AB024517 | Ver | AB024517 .1 GI : 4520325 J Canis 
familiaris mRNA for DVS27 protein, complete cds. 

GBCA0287 GenBank Acc|AB012223 | Ver | AB012223 .1 GI : 2981630 | Canis 
familiaris LINE-l element ORF2 mRNA, complete cds. 

GBCA0288 GenBank Acc | AF044249 | Ver | AF044249 . 1 GI : 4105259 | Canis 
familiaris receptor tyrosine kinase c-kit mRNA, complete cds. 

GBCA0289 GenBank Acc | S75031 | Ver | S75031 . 1 GI : 797372 | histamine 
receptor subtype H2 [dogs, colonic crypts, muscular is mucosa, 
attendant submucosal plexuses, mRNA Partial, 149 nt] . 

GBCA0290 GenBank Acc | S75111 | Ver | S75111 .1 GI : 797371 | histamine 
receptor subtype HI [dogs, colonic crypts, muscularis mucosa, 
attendant submucosal plexuses, mRNA Partial, 161 nt] . 

GBCA0 2 91 GenBank Acc|S75029| Ver | S 7 5 0 2 9 . 1 GI:797370| neurokinin 
reGe ptor subtype NK3 [dogs, colonic crypts, muscularis mucosa, 
attendant submucosal plexuses, mRNA Partial, 275 nt] . 

GBCA0292 GenBank Acc | S75109 | Ver | S75109 .1 GI : 797368 | neurokinin 
receptor subtype NK1 [dogs, colonic crypts, muscularis mucosa, 
attendant submucosal plexuses, mRNA Partial, 279 nt] . 

GBCA02 93 GenBank Acc | S42 999 J Ver | S42999 .1 GI : 254534 | K-ras 
[dogs, spleen, mRNA Partial, 212 nt] . 

GBCA0294 GenBank Acc | AF077817 | Ver | AF077817 . 1 GI : 4204240 | Canis 
familiaris tissue inhibitor of metalloproteinases TIMP-1 mRNA, 
complete cds. 

GBCA0 295 GenBank Acc | AF0 4 5 7 7 3 | Ver j AF 0 4 5 7 73 . 1 GI : 4164449 | Cani s 
familiaris adrenomedullin precursor, mRNA, complete cds. 

GBCA0296 GenBank Acc | AF086711 | Ver | AF086711 . 1 GI : 4151316 | Canis 
familiaris CD40 ligand (CD40L) mRNA, complete cds. 



1146 



WO 2005/067649 



PCT/US2005/000517 



GBCA0297 GenBank Acc | AF027361 | Ver | AF027361 . 1 GI : 4103762 | Canis 

familiaris GDP dissociation inhibitor isoform 2 (GDI-2) mRNA 
complete cds . 

GBCA0298 GenBank Acc | AF0273 60 | Ver | AF0273 60 . 1 Gl : 4103 760 | Canis 

familiaris GDP dissociation inhibitor isoform 1 (GDI-1) mRNA, 
complete cds. 

GBCA0299 GenBank Acc | AF060171 1 Ver | AF060171 . 1 GI : 4106125 | Canis 

familiaris dipeptidyl peptidase I mRNA, partial cds. 

GBCA0300 GenBank Acc | AF070485 | Ver | AF070485 . 1 GI : 3982750 | Canis 
familiaris dystrophin mRNA, complete cds. 

GBCA0301 GenBank Acc | AF077821 | Ver | AF077821 . 1 GI : 3901273 | Canis 

familiaris inducible nitric oxide synthase mRNA, complete cds. 

GBCA0302 GenBank Acc | AF035120 | Ver | AF035120 . 1 GI : 3386333 | Canis 
familiaris type I procollagen pro-alpha 2 chain (C0L1A2) mRNA, 
complete cds. 

GBCA0303 GenBank Acc | AB008468 | Ver | AB008468 . 1 GI : 3702696 I Canis 
familiaris PDE5 mRNA for 3 ' , 5 ■ -Cyclic GMP Phosphodiesterase, 
complete cds. 

GBCA0304 GenBank Acc | AF027178 | Ver | AF027178 . 1 GI : 2598975 I Canis 
familiaris Can f 2 mRNA, complete cds. 

GBCA0305 GenBank Acc | AF027177 | Ver | AF027177 . 1 GI : 2598973 I Canis 
familiaris Can f 1 mRNA, complete cds. 

GBCA03 06 GenBank Acc | AF019759 | Ver | AF019759 . 1 GI : 2425090 | Canis 
familiaris beta-glucuronidase (GUSB) mRNA, complete cds. 

GBCA03 07 GenBank Acc | U92435 | Ver | U92435 .1 GI : 1916325 | Canis 
familiaris mutated in multiple advanced cancers protein (MMAC1) 
mRNA, complete cds. 

GBCA03 08 GenBank Acc | U66140 | Ver | U66140 .1 GI : 1628580 | Canis 
familiaris forssman synthetase mRNA, complete cds. 

GBCA0309 GenBank Acc | U49221 1 Ver | U49221 . 1 GI : 1276982 | Canis 
familiaris occludin mRNA, complete cds. 

GBCA0310 GenBank Acc | U3 8414 | Ver | U3 8414 . 1 GI : 1163 912 | Canis 
familiaris junctional sarcoplasmic reticulum protein mRNA, 
complete cds. 
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GBCA0311 GenBank Acc | U33 628 | Ver | U3 3 62 8 . 1 GI : 1122947 | Canis 
familiaris sphingolipid Ca2 + release mediating protein of 
endoplasmic reticulum mRNA, complete cds . 

GBCA0312 GenBank Acc | U34246 | Ver | U34246 . 1 GI : 1054900 | Dog plasma 
PAF acetylhydrolase, complete cds. 

GBCA0313 GenBank Acc|U25183 |Ver (U25183 . 1 GI : 818846 j Canis 
familiaris muscle type phosphof ructokinase (M-PFK) mRNA, complete 
cds . 

GBCA0 314 GenBank Acc j Ul 0 3 0 8 | Ver | Ul 030 8.1 GI : 607813 | Cani s 
familiaris interleukin-8 mRNA, complete cds. 

GBCA03 15 GenBank Acc | U04361 1 Ver | U04361 .1 GI : 517411 j Canis 
familiaris interleukin 2 receptor gamma chain (IL-2R) mRNA, 
complete cds. 

GBCA0316 GenBank Acc | AF0573 65 | Ver | AF0573 65 .1 GI : 32 98 6 04 | Canis 
familiaris UDP N- ace tylglucos amine transporter mRNA, complete cds. 

GBCA0317 GenBank Acc | AF023 617 | Ver | AF023 617 . 1 GI : 3033500 | Canis 
familiaris ZO-3 (zo-3) mRNA, complete cds. 

GBCA0318 GenBank Acc | U60590 | Ver ) U60590 . 1 GI : 2760340 | Canis 
familiaris TTX-resistant sodium channel mRNA, complete cds. 

GBCA0319 GenBank Acc | L27152 | Ver | L27152 . 1 GI : 1536969 | Canis 
familiaris tight junction protein (ZO-2) mRNA, complete cds. 

GBCA0320 GenBank Acc | L4 8515 | Ver | L48515 .1 GI : 133 3 621 1 Canis 
familiaris paraoxonase 2 (P0N2) mRNA, complete cds. 

GBCA0321 GenBank Acc | AF003597 | Ver | AF003 597 . 1 GI : 2196779 | Canis 
familiaris p38 mitogen activated protein kinase mRNA, complete 
cds . 

GBCA0322 GenBank Acc | M88649 | Ver | M88649 . 1 GI : 3451027 | Canis 
familiaris adenylyl cyclase type V mRNA, partial cds. 

GBCA0323 GenBank Acc | AJ002299 | Ver | AJ002299 .1 GI : 3413468 | Canis 
familiaris mRNA for desmocollin type 2. 

GBCA0324 GenBank Acc | AF043908 | Ver | AF043908 . 1 GI : 3360386 | Canis 
familiaris MHC class II DLA DQ beta chain (DLA-DQB) mRNA, complete 
cds . 

GBCA0325 GenBank Acc | Y15483 | Ver [ Y15483 . 1 GI : 2648063 | Canis 
familiaris mRNA for retinal guanylate cyclase E. 
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GBCA0326 GenBank Acc | Z22820 ) Ver j Z22820 . 1 GI : 3256091 1 Canis 
familiaris mRNA for Rab22 protein. 

GBCA0327 GenBank Acc | Z22818 | Ver | Z22818 . 1 GI : 437984 | Canis 
familiaris mRNA for Rabl2 protein. 

GBCA0328 GenBank Acc | Y13899 | Ver | Y13899 . 1 GI : 2204112 | Canis 
familiaris mRNA for lipase. 

GBCA0329 GenBank Acc | AF060514 | Ver | AF060514 . 1 GI : 3150076 | Canis 
familiaris p53 protein (p53) mRNA, complete cds. 

GBCA0330 GenBank Acc | AF056491 1 Ver | AF056491 . 1 GI : 3 046981 1 Canis 
familiaris interleukin-2 receptor alpha subunit (IL-2RA) mRNA, 
complete cds. 

GBCA0331 GenBank Acc | AF056084 | Ver | AF056084 . 1 GI : 3025875 | Canis 
familiaris lysosomal beta-galactosidase (GLB1) mRNA, partial cds. 

GBCA0332 GenBank Acc | AF049489 | Ver | AF049489 . 1 GI : 2947307 | Canis 
familiaris factor VIII mRNA, complete cds. 

GBCA0333 GenBank Acc | AF049909 | Ver | AF049909 . 1 GI : 2944071 1 Canis 
familiaris cytochrome P450 2C21 (CYP2C21) mRNA, partial cds. 

GBCA0334 GenBank Acc | Y13242 | Ver | Y13242 . 1 GI : 2920689 | Canis 
familiaris mRNA for ALCAM, partial. 

GBCA0335 GenBank Acc | AF045185 | Ver | AF045185 . 1 GI : 2854103 | Canis 
familiaris epididymis-specif ic secretory glutathione peroxidase- 
like protein GPX5 mRNA, complete cds. 

GBCA0336 GenBank Acc | U94345 | Ver |U94345 . 1 GI : 2853284 | Canis 
familiaris sarcoplasmic reticulum Ca2-t- -transport ATPase isoform 
(SERCA2a) mRNA, complete cds. 

GBCA03 37 GenBank Acc | AF045016 | Ver | AF045016 . 1 GI : 2852440 | Canis 
familiaris multidrug resistance p-glycoprotein (MDR1) mRNA, 
complete cds. 

GBCA0338 GenBank Acc | L41609 | Ver | L41609 .1 GI : 1246216 | Canis 
familiaris Seel homolog (munc-18-2) mRNA, complete cds. 

GBCA0339 GenBank Acc | U66246 | Ver | U66246 . 1 GI : 2734857 | Canis 
familiaris von Willebrand factor mRNA, complete cds. 

GBCA0340 GenBank Acc | AB008451 1 Ver | AB008451 . 1 GI : 2575866 | Canis 
familiaris mRNA for erbB-2, complete cds. 



1149 



WO 2005/067649 



PCT/US2005/000517 



GBCA0341 GenBank Acc | X99144 | Ver | X99144 . 1 
GI: 1429315 | C.familiaris mRNA for C5FW protein. 

GBCA0342 GenBank Acc (U89842 | Ver |U89842 . 1 GI : 2564100 | Canis 
familiaris gelatinase B mRNA, partial cds . 

GBCA0343 GenBank Acc | Z81018 | Ver | Z81018 . 1 

GI : 1628359 | C. familiaris mucin- type membrane protein gp40. 

GBCA0344 GenBank Acc | X99115 | Ver | X99115 . 1 

GI : 1770160 | C. familiaris mRNA for cAMP- responsive element 

modulator, CREM. 

GBCA0345 GenBank Acc | U63897 | Ver | U63897 . 1 GI : 2231231 | Canis 
familiaris vascular anastomotic upregulated protein mRNA, partial 
cds . 

GBCA0346 GenBank Acc | U63896 | Ver | U63896 . 1 GI : 2231229 | Canis 
familiaris vascular anastomotic upregulated protein mRNA, partial 
cds . 

GBCA0347 GenBank Acc | U63829 | Ver | U63829 . 1 GI : 2231227 | Canis 
familiaris vascular anastomotic upregulated protein mRNA, partial 
cds . 

GBCA034 8 GenBank Acc | U83 905 | Ver | U83 905 .1 GI : 222490 8 | Canis 
familiaris rod photoreceptor cGMP-gated channel alpha- subunit 
(CNGC1) mRNA, complete cds. 

GBCA0349 GenBank Acc | D29807 | Ver | D29807 . 1 GI : 2182132 | Dog mRNA 
for phenol sulfotransf erase , complete cds. 

GBCA0350 GenBank Acc | D45070 | Ver | D45070 . 1 GI : 633 051 | Dog mRNA 
for zona pellucida 3 glycoprotein, complete cds. 

GBCA0351 GenBank Acc | Z75156 | Ver [ Z75156 . 1 

GI : 1770164 j C. familiaris mRNA for rod transducin gamma subunit. 

GBCA0 352 GenBank Ac c | U5 0 7 4 6 | Ver | U5 0746.1 GI:2130524| Cani s 
familiaris survival motor neuron protein (SMN) mRNA, complete cds. 

GBCA0353 GenBank Acc (X97226 j Ver |X97226 . 1 

GI : 1279346 | C. familiaris mRNA for orphan nuclear receptor dNGFI-B 
protein. 

GBCA0354 GenBank Acc | U83141 1 Ver | U83141 .1 GI : 1916847 | Canis 
familiaris decorin mRNA, complete cds. 
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GBCA0355 GenBank Acc | U83140 | Ver | U83140 . 1 GI : 1916845 | Canis 
familiaris biglycan mRNA, complete cds. 

GBCA0356 GenBank Acc ) X98460 | Ver | X98460 . 1 

GI: 1403296 |C. familiaris mRNA for arrestin (S~antigen) . 

GBCA0357 GenBank Acc | U77716 | Ver | U77716 .1 GI : 1684844 | Canis 
familiaris desmosome associated protein pinin mRNA, complete cds. 

GBCA0358 GenBank Acc | U49458 ) Ver | U49458 . 1 GI : 122 9023 | Canis 
familiaris CD34 mRNA, alternatively spliced exon, partial cds. 

GBCA0359 GenBank Acc | X53616 | Ver | X53616 . 1 
GI: 1838957 | C.domesticus calnexin (pp90) mRNA. 

GBCA03 60 GenBank Acc | X59998 | Ver | X59998 . 1 GI :^870 | C . familiaris 
mRNA for amylin. 

GBCA0361 GenBank ' Acc JX94608 | Ver | X94608 . 1 

GI: 1359588 | C. familiaris mRNA for bet a2 -adrenergic receptor. 

GBCA0362 GenBank Acc |U49457 | Ver (U49457 .1 GI : 1224105 | Canis 
familiaris hematopoietic progenitor cell marker CD34 mRNA, 
complete cds . 

GBCA0363 GenBank Acc | U49359 j Ver | U49359 .1 GI : 13 05482 | Canis 
familiaris cyclic-GMP phosphodiesterase gamma subunit (PDEG) mRNA, 
complete cds . 

GBCA0364 GenBank Acc | Z75134 | Ver | Z75134 . 1 

GI : 1770162 | C. familiaris mRNA for rod transducin beta suburiit. 

GBCA0365 GenBank Acc | U80800 | Ver | U80800 . 1 GI : 173 7479 | Canis 
familiaris keratinocyte growth factor mRNA, complete cds. 

GBCA0366 GenBank Acc | L76184 | Ver | L76184 .1 GI : 1237264 | Canis 
familiaris galactocerebrosidase mRNA, complete cds. 

GBCA03 67 GenBank Acc | S81472 | Ver | S81472 .1 GI : 1478374 | c~ 
yes=proto -oncogene [dogs, spleen, mRNA, 1742 nt] . 

GBCA0368 GenBank Acc | S77412 | Ver | S77412 . 1 

GI : 945182 | CE5«epididymal secretory protein [dogs, epididymides, 
mRNA Partial, 484 nt] . 

GBCA03 69 GenBank Acc | S773 95 | Ver | S773 95 . 1 

GI : 945180 | CE4=epididymal secretory protein [dogs, epididymides, 
mRNA Partial, 552 nt] . 
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GBCA0370 GenBank Acc | S77411 | Ver | S77411 . 1 

GI: 945178 | CEl=epididymal secretory protein [dogs, epididymides 
mRNA Partial, 1222 nt] . 

GBCA0371 GenBank Acc | S75369 | Ver | S75369 .1 GI : 833923 | tissue 
factor pathway inhibitors actor Xa-dependent inhibitor of factor 
Vila-tissue factor complex of blood coagulation [dogs, endothelial 
cells, mRNA, 1260 nt] . 

GBCA0372 GenBank Acc | S74068 | Ver | S74068 .1 GI : 802044 | tumor 
necrosis factor alpha [dogs, peripheral blood lymphocytes, mRNA 
Partial, 719 nt] . 

GBCA0373 GenBank Acc | S49738 | Ver | S49738 . 1 

GI : 233566 | granulocyte -macrophage colony-stimulating factor [doqs, 
mRNA, 809 nt] . 

GBCA0374 GenBank Acc | U69963 | Ver | U6 9963 . 1 GI : 154683 6 | Canis 
familiaris delayed rectifier potassium channel protein mRNA, 
complete cds . 

GBCA03 75 GenBank Acc | X83591 1 Ver | X83591 .1 GI : 619067 | C . canis 
Pax8a mRNA. 

GBCA0376 GenBank Acc|X69164 L064 79 | Ver | X69164 . 1 
GI:402557|Ccanis mRNA for mucin. 

GBCA0377 GenBank Acc|X92448 | Ver | X92448 . 1 

GI: 1103636 |C. familiaris mRNA for alpha-L-f ucosidase protein. 

GBCA03 78 GenBank Acc | U5 744 0 | Ver | U5 744 0 .1 GI : 13 732 61 j Canis 
familiaris signal recognition particle component SRP14 mRNA, 
complete cds . 

GBCA03 79 GenBank Acc | L0613 0 | Ver | L0613 0 . 1 GI : 290 083 | Canis 
familiaris CD 4 antigen mRNA, complete cds. 

GBCA0380 GenBank Acc | X92505 | Ver | X92505 . 1 

GI: 1054712 | C. familiaris mRNA for VIP17/MAL proteolipid. 

GBCA0381 GenBank Acc|Z49944 | Ver | Z49944 . 1 

GI: 887407 | C. familiaris mRNA for CDC42 GTP-binding protein. 

GBCA03 82 GenBank Acc | X8 02 09 | Ver | X802 09 . 1 
GI: 757783 | C. familiaris mRNA for annexin Xlllb. 

GBCA03 83 GenBank Acc | Z4 6388 | Ver |Z4 6388.1 GI : 624249 | Canis 
familiaris encoding vasodilator-stimulated phosphoprotein (VASP) . 



1152 



WO 2005/067649 



PCT/US2005/000517 



GBCA0384 GenBank Acc | X75094 | Ver | X75094 . 1 GI : 488788 | C . canis 
mRNA for inositol -1 , 4 , 5- trisphosphate 5 -phosphatase . 

GBCA0385 GenBank Acc jX76392 | Ver j X76392 . 1 

GI:47506l| C.familiaris VIP3 6 (vesicular integral -membrane protein 
of 36 kDa) mRNA, 

GBCA03 86 GenBank Acc | X77910 | Ver | X77910 . 1 GI : 457488 | C . canis 
Thyroid Transcription Factor- 1 mRNA. 

GBCA03 87 GenBank Acc | Z27110 j Ver | Z27110 . 1 

GI : 415376 | C . familiar is mRNA for Rab5c protein. 

GBCA0388 GenBank Acc | X75479 | Ver | X75479 . 1 

GI : 414 018 | C . f amiliaris dKlk-2 mRNA for kallikrein. 

GBCA0389 GenBank Acc | Z12168 | Ver | Z12168 . 1 

GI:311336|C.familiaris mRNA for stimulatory GTP binding protein 
alpha subunit . 

GBCA0 3 90 GenBank Acc | X6 7 8 1 3 | Ver | X6 7 8 13 . 1 

GI : 297767 | C.familiaris SRP72 mRNA for signal recognition particle. 

GBCA0391 GenBank Acc ) X72933 | Ver | X72933 . 1 

GI : 296088 | C.domesticus mRNA for apolipoprotein H. 

GBCA0392, GenBank Acc | X56994 | Ver | X56994 . 1 GI : 2191 j Canine mRNA 
for calcitonin. 

GBCA0393 GenBank Acc | X56386 | Ver | X56386 . 1 GI : 2189 | Canine rab9 
mRNA for ras -related GTP-binding protein. 

GBCA03 94 GenBank Acc | X63678 | Ver | X63 678 . 1 GI : 941 | C . f amiliaris 
mRNA for TRAM-protein. 

GBCA0395 GenBank Acc [X51448 | Ver | X51448 . 1 GI:938[Dog mRNA for 
putative transcription factor recognizing thyroglobulin promoter. 

GBCA0396 GenBank Acc | X53529 | Ver ] X53529 . 1 GI:936|Dog mRNA for 
signal sequence receptor beta subunit (TRAP- complex beta subunit) 

GBCA0397 GenBank Acc |X51367 | Ver | X51367 . 1 GI : 934 | Canine mRNA 
for signal sequence receptor protein alpha subunit (TRAP-complex 
alpha subunit) . 

GBCA03 98 GenBank Acc | X53744 | Ver ] X53 744 . 1 GI : 93 1 | Canine mRNA 
for 68kDA subunit of signal recognition particle (SRP68) . 
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GBCA0399 GenBank Acc | X16318 | Ver | X163 18 . 1 GI : 928 | Canine mRNA 
for signal recognition particle 54k protein. 

GBCA0400 GenBank Acc | X56391 | Ver | X56391 . 1 GI : 926 | Canine rhol 
mRNA for ras- related GTP-binding protein. 

GBCA0401 GenBank Acc|Z11922 S46784 | Ver | Z11922 . 1 
GI:923 |C.familiaris mRNA for Ran. 



GBCAO 4 02 GenB ank Acc | X5 6 3 9 0 | Ver | X5 63 90.1 
mRNA for ras -related GTP-binding protein. 

GBCAO 4 03 GenBank Acc | X5 6 3 8 9 | Ver [ X5 6 3 8 9 . 1 
mRNA for ras-related GTP-binding protein. 

GBCA0404 GenBank Acc|X56388 J Ver | X56388 . 1 
mRNA for ras-related GTP-binding protein. 

GBCAO 405 GenBank Acc | X5 6 3 8 7 | Ver j X5 6 3 8 7 . 1 
mRNA for ras-related GTP-binding protein. 



GI : 921 | Canine rac2 
GI : 918 | Canine rab4b 
GI : 916 | Canine rabll 
GI : 914 | Canine rablO 



GBCA04 0 6 GenBank 
phospholamban mRNA, 

GBCAO 4 0 7 GenB ank 
cytochrome P - 4 5 0 . 



Acc|Y00399 M3 163 6 j Ver | Y0 03 99 . 1 GI:91l|Dog 
complete cds . 



Acc | X54915 | Ver JX54 915 . 1 



GI: 909 | Dog mRNA for 
GI: 907 | Dog mRNA for 



GBCAO 4 0 8 GenBank Acc|Y00518| Ver | Y0 0 5 1 8 . 1 
luteinizing hormone (LH) beta subunit. 

GBCA0409 GenBank Acc | X14052 | Ver | X14 052 .1 GI : 905 | Canis 
familiaris RDC8 mRNA for G protein-coupled receptor. 

GBCA0410 GenBank Acc | X14051 1 Ver | X140 51 . 1 GI : 903 | Canis 
familiaris RDC7 mRNA for G protein- coupled receptor. 

GBCA0411 GenBank Acc | XI 4050 | Ver | X14050 . 1 GI : 902 | Canis 
familiaris RDC5 mRNA for G protein- coupled receptor. 

GBCA0412 GenBank Acc | X14049 | Ver | X14049 . 1 GI: 900 | Canis 
familiaris RDC4 mRNA for G protein-coupled receptor. 

GBCA0413 GenBank Acc [X14048 | Ver |X14048 . 1 GI : 898 | Canis 
familiaris RDC1 mRNA for G protein-coupled receptor. 



GBCA0414 GenBank Acc | X14047 | Ver | X14 047 . 1 
familiaris mRNA for calcyphosine . 



GI : 8 80 I Canis 
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GBCA0415 GenBank Acc|X65860 S52101 | Ver | X65860 . 1 
GI : 878 | C. familiaris mRNA for complement C5a receptor. 



GBCA0416 GenBank Acc | X05297 | Ver | X05297 . 1 
mRNA for (Na+/K+) -ATPase beta-subunit . 

GBCA0417 GenBank Acc | Y00751 | Ver | Y00751 . 1 
mRNA for arginine esterase. 



GBCA0418 GenBank 
glycoprotein gp25L. 

GBCA0419 GenBank 
glycoprotein gp25H. 

GBCA042 0 GenBank 
for colipase. 

GBCA0421 GenBank 
for chloride channel 



Acc |X53592 | Ver|X53592 . 1 
Acc [X53591 |Ver|X53591.1 
Acc|X53564|Ver|X53 564 .1 
Acc 1X65450 I Ver 1X65450 .1 



GI: 8 74 | Dog kidney 
GI : 8 6 7 | Mongrel dog 
GI: 847 | Dog mRNA for 
GI: 845 | Dog mRNA for 
GI : 841 | Canine mRNA 
GI:839|C.canis mRNA 



GBCA0422 GenBank Acc |U27349 | Ver | U27349 .1 GI : 1072034 | Canis 
familiaris peripherin protein (RDS) mRNA, complete cds . 

GBCA0423 GenBank Acc | U51644 | Ver | U51644 . 1 GI : 12 632 92 | Canis 
familiaris thyrotropin beta chain mRNA, complete cds. 

GBCA0424 GenBank Acc | L31625 | Ver | L31625 . 1 GI : 468903 | Canis 
familiaris intercellular adhesion molecule -1 (ICAM-1) mRNA, 
complete cds . 

GBCA0425 GenBank Acc | U49100 | Ver | U49100 .1 GI : 1223 907 | Canis 
familiaris interleukin-12 p40 subunit mRNA, complete cds. 

GBCA0426 GenBank Acc | U49085 | Ver | U49085 .1 GI : 1223 905 | Canis 
familiaris interleukin-12 p35 subunit mRNA, complete cds. 

GBCA0427 GenBank Acc | U42407 | Ver | U42407 .1 GI : 1208550 | Canis 
familiaris MHC class II DIiA DQalpha chain mRNA, complete cds. 

GBCA0428 GenBank Acc | U19872 | Ver | U19872 . 1 GI : 642069 | Canis 
familiaris dihydrolipoamide : NAD+ oxidoreductase mRNA, complete 
cds . 

GBCA0429 GenBank Acc |U19368 | Ver |U19368 . 1 GI : 624684 | Canis 
familiaris heat-shock protein (HSP27) mRNA, complete cds. 

GBCA043 0 GenBank Acc |U47060 | Ver |U47060 .1 GI : 1184115 | Canis 
familiaris caveolin-1 mRNA, complete cds. 
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GBCA0431 GenBank Acc | U29653 | Ver | U29653 .1 GI : 1144185 | Canis 
familiaris monocyte chemoat tract ant protein- 1 mRNA, complete cds. 

GBCA0432 GenBank Acc | U32086 | Ver | U32086 .1 GI : 1143163 | Canis 
familiaris vascular cell adhesion molecule-1 mRNA, complete cds . 

GBCA0433 GenBank Acc | U41002 | Ver | U41002 . 1 GI : 1127825 | Canis 
familiaris calcium activated potassium channel beta subunit 
protein mRNA, complete cds. 

GBCA0434 GenBank Acc j U41001 1 Ver | U41001 . 1 GI : 1127823 | Canis 
familiaris calcium activated potassium channel protein mRNA, 
complete cds . 

GBCA0435 GenBank Acc | U12234 | Ver | U12234 .1 GI : 533776 | Canis 
familiaris interleukin-6 (IL-6) mRNA, complete cds. 

GBCA043 6 GenBank Acc | U15662 | Ver | U15662 . 1 GI : 558915 | Canis 
familiaris parathyroid hormone precursor mRNA, complete cds. 

GBCA0437 GenBank Acc | U15593 | Ver | U15593 . 1 GI : 558476 | Canis 
familiaris parathyroid hormone -related protein mRNA, complete cds. 

GBCA0438 GenBank Acc |M21757 | Ver | M21757 .1 GI : 972719 | Canis 
familiaris factor IX mRNA, complete cds. 

GBCA0439 GenBank Acc | U05779 | Ver | U05779 . 1 GI : 458274 | Canis 
familiaris zona pellucida A protein mRNA, complete cds. 

GBCAO 44 0 GenBank Acc | U2 8 14 1 1 Ver |U2 8141.1 GI:881935| Cani s 
familiaris interleukin-2 mRNA, complete cds. 

GBCA0441 GenBank Acc | L42173 | Ver | L42173 .1 GI : 80 7605 | Canis 
familiaris Na, K-ATPase alpha-1 subunit mRNA, complete cds. 

GBCA0442 GenBank Acc | L42325 | Ver | L42325 .1 GI : 825441 | Canis 
familiaris (clone 27-1) prosomatostatin mRNA, complete cds. 

GBCA0443 GenBank Acc | M88170 | Ver | M88170 .1 GI : 717078 | Canis 
familiaris cell adhesion molecule (GMP140) mRNA, 3' end. 

GBCA0444 GenBank Acc | L28932 | Ver | L28932 . 1 GI : 561934 | Canis 
familiaris CD44 variant, complete cds. 

GBCA0445 GenBank Acc | L35267 | Ver | L35267 . 1 GI : 52 902 9 | Canis 
familiaris germline neuron glucose transporter 3 (GLUT 3 ) mRNA, 
complete cds. 
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GBCA0446 GenBank Acc ) L34 956 | Ver |L34956.1 GI:51607l| Canine 
transforming growth factor-beta 1 (TGFB1) mRNA, complete cds. 

GBCA0447 GenBank Acc|L23087 j Ver | L23087 . 1 GI : 34943 8 | Canis 
familiaris E-selectin mRNA, complete cds. 

GBCA0448 GenBank Acc | L13262 | Ver |L13262 . 1 GI : 290192 | Canis 
familiaris rod cGMP phosphodiesterase beta subunit mRNA containing 
a nonsense mutation, complete cds. 

GBCA0449 GenBank Acc j M95495 | Ver | M95495 . 1 GI : 2 90091 j Dog Na/Cl- 
dependent " taurine transporter mRNA, complete cds. 

GBCA0450 GenBank Acc|M64083 M3 7032 | Ver | M64083 . 1 

GI : 164102 | C. familiaris zymogen granule membrane protein GP-2 mRNA f 
complete cds . 

GBCA0451 GenBank Acc|M90047 M29958 | Ver | M90047 . 1 GI : 164100 | Dog 
thyrotropin receptor variant (TSH) mRNA. 

GBCA0452 GenBank Acc | M2 9957 | Ver | M2 9957 .1 GI : 1640 98 | Canine 
thyrotropin receptor (TSH) mRNA, complete cds. 

GBCA0453 GenBank Acc | J05069 | Ver | J05069 . 1 GI : 164083 | Canine 21 
kDa signal peptidase subunit mRNA, complete cds . 

GBCA0454 GenBank Acc | J05466 | Ver | J05466 . 1 GI -.164081 (Dog 
microsomal signal peptidase complex (SPC 18) mRNA, complete cds. 

GBCA0455 GenBank Acc | J04067 | Ver | J04067 .1 GI : 164079 | Dog 
microsomal signal peptidase (SPC22/23) mRNA, complete cds. 

GBCA0456 GenBank Acc j M96629 j Ver j M96629 .1 GI : 164069 | Canis 
familiaris sec61 homologue mRNA, complete cds. 

GBCA0457 GenBank Acc |M3 5522 |Ver |M35522 . 1 

GI : 164057 | C. familiaris GTP-binding protein (rab7) mRNA, complete 
cds . 

GBCA0458 GenBank Acc | M3 5520 | Ver | M35520 . 1 

GI: 164055 | C. familiaris GTP-binding protein (rab5) mRNA, complete 
cds . 

GBCA0459 GenBank Acc | M35521 | Ver | M35521 . 1 

GI: 164053 | C. familiaris GTP-binding protein (rab2) mRNA, complete 
cds . 

GBCA0 460 GenBank Ac c|M3 5302|Ver|M3 5302.1 GI:164047| Cani ne 
lipase mRNA, complete cds. 
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GBCA0461 GenBank Acc )M35301 | Ver |M35301 .1 GI : 164041 | Canine 
phospholipase A- 2 mRNA, complete cds. 

GBCA0462 GenBank Acc|M92447 M33575 | Ver | M92447 . 1 

GI : 164039 | Canis familiaris cytochrome P-450 IIB (P450IIB) mRNA, 

complete cds . 

GBCA0463 GenBank Acc | M98392 | Ver | M98392 .1 GI : 164037 | Canis 
familiaris oligosaccharyltransf erase 48 kDa subunit (OST48) mRNA, 
complete cds . 

GBCA0464 GenBank Acc | M80403 | Ver | M80403 . 1 GI : 164031 | Canis 
familiaris Na+- and Cl- dependent betaine transporter mRNA, 
complete cds. 

GBCA0465 GenBank Acc | L03387 | Ver | L03387 . 1 GI : 164025 | Canis 
familiaris (clone pCTM-A) mucin c-terminus RNA, 3' end. 

GBCA04 66 GenBank Acc | M2 9611 1 Ver j M2 9611 . 1 

GI : 164022 | C. familiaris MHC class II DLA-DR-beta-1 gene, complete 
cds . 

GBCA0467 GenBank Acc | M32283 | Ver | M32283 . 1 GI : 164004 | Dog MHC 
class I DLA-A9/A9 alpha-chain mRNA, complete cds. 

GBCA0468 GenBank Acc|L11568 M3.6978 | Ver | L11568 . 1 GI : 163 958 ) Dog 
H+,K+-ATPase mRNA, complete cds. 

GBCA0469 GenBank Acc|M55251 M38757 | Ver | M55251 . 1 GI : 163 953 | Dog 
glycoprotein 80 (gp80) mRNA/ complete cds. 

GBCA0470 GenBank Acc | M3 3 82 6 | Ver ) M33826 . 1 GI : 163949 | Canine 
blood clotting factor IX mRNA, complete cds. 

GBCA0471 GenBank Acc | M55410 | Ver | M55410 . 1 GI : 163 917 | Dog CD3 
epsilon subunit mRNA, complete cds. 

GBCA0472 GenBank Acc|M17178 J02794 j Ver | M17178 . 1 GI : 163904 [ Dog 
apolipoprotein C-III mRNA, complete cds. 

GBCA0473 GenBank Acc|M17177 J02794 | Ver | M17177 . 1 GI : 163902 | Dog 
apolipoprotein C-II mRNA, complete cds. 

GBCA0 474 GenBank Ac c | Ul 2 6 8 7 | Ver | Ul 268 7.1 GI:533110| Cani s 
familiaris signal peptidase complex 25 kDa subunit (SPC25) mRNA, 
complete cds . 

GBCA0475 GenBank Acc | L25086 j Ver | L25086 .1 GI : 459747 j Canis 
familiaris Sec61-complex gamma- subunit mRNA, complete cds. 
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GBCA0476 GenBank Acc | L25052 | Ver | L25052 . 1 GI -.459745 | Canis 
familiaris protein translocation complex beta subunit mRNA, 
complete cds . 

GBCA0477 GenBank Acc | U01153 | Ver ] U01153 . 1 GI : 403496 | Canis 
familiaris GRP94 mRNA, complete cds. 

GBCA0478 GenBank Acc | Ml 6486 \ Ver | M76486 .1 GI : 163908 | Dog 
(H+,K+) -ATPase beta-subunit mRNA, complete cds. 

GBCA0479 GenBank Acc | L23429 | Ver | L23429 . 1 GI : 43733 0 | Canis beta- 
galactosides-binding lectin (LGALS3) mRNA, 3 'end. 

GBCA048 0 GenBank Acc | L19740 | Ver | LI 974 0 .1 GI : 3 04651 1 Canis 
familiaris Kvl.2 delayed rectifier K+ channel mRNA, complete cds. 

GBCA0508 GenBank Acc|AY262732 | Ver | AY262732 . 1 GI : 3 0172035 | Canis 
familiaris 18S ribosomal RNA gene, partial sequence. 
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>GBCA0001 |Acc-|AJ388541|Ver|AJ388541.1 GI : 544 1584 | Canis familiaris 28S rRNA gene, clone 
BC50. 

GCGGGGCGGGGGGGTTGCGGCGGGGCCCCGGCGGCGGGGGAGGTCCCCCGCGGGGCCCGCGGGCCCACGG 
GGGCCCGGGCACCCGGGGGGCCGGCGGCGGCGGCGACTCTGGACGCGAGCCGGGCCCTTCCCGTGGATCG 
CCCCAGCTGCGGCGGGCGTCGCGGCCGCACCCGGGGAGCCCGGCGGGCGCCGGCGCGCCCCGCCGCGCGC 
GCGCCGTGCGCGG 

>GBCA0002 |Acc|AF394784 | Ver I AF394784 . 1 GI : 32400686 | Canis familiaris desmoglein 3 (DSG3) 
mRNA, complete cds . 

AGCAAAGGGCTTTTCTTAGACATATGCAGACAGTTGGAAGGATCCAAGCAGCAGCTTCCTTGGATTCGTC 
CAGCAGGGAAATCAGAGAAAATGACTTGGCTCCTGTTCAGAACATCAGGGGCTCTGGCCATTTTAATGGT 
GCTCATAC T GGT TCATGGAGAAT TGAGAATAGAGACAAAGGGT CAACAT GG AGAAGATGAGACT GCAATA 
CAAGGCAGAAGGAGATACAAACGTGAATGGGTGAAATTTGCGAAACCCTGCAGAGAAAGGGAAGACAATT 
CCAGAAGAAATCCAATTGCCAAAATTACTTCAGATTTCCAAGCAACTCAGAAAATTACCTATCGAATTTC 
TGGAATGGGAATTGATCAACCCCCTTTTGGAATCTTTGTTGTTGACAAAAACACTGGAGAAATAAACATA 
ACAGCCATAGTTGATCGTGAGGAAACTCCAAGCTTCCAGATTACGTGTCATGCTCTAAATGTCCTAGGAC 

AAGATGTAGAGAAACCACT TATAT TAACAGT TAAAAT T T TAGATGT CAAT GACAATGCTCCAGTAT T T TC > 

ACAAAGTATATTCATGGGTGAAATTGAAGAAAATAGTGCTTCAAACTCACTGGTGATGATATTAAATGCC 

ACAGACGCAGATGAACCAAACCACCTGAATTCTAAAATTGCCTTCAAAATTGTCTCTCAGGAACCTGCAG 

GCACACCCATGTTCCTCCTAAGCAGACACACTGGGGAAGTCCGTACTTTGACCAATTCTCTTGATAGAGA 

GCAAGTTAGCAGCTAT CGT CTGGT T GTGAGTGGTGCAGACAAAGAT GGAGAAGGAT TATCAACT CAATGT 

GAATGTAGTATCAAAGTGAAAGATGTTAATGATAATTTCCCAATGTTCAAAGAATCTCAGTATTCAGCAC 

AT AT TAAGGAAAATACT T TAACT TCT GAGT TGCT T CGAT T TCAAGT TAT AGAT TGGGATGAAGAAT T CAC 

AGATAATTGGCTTGCAGTGTATTTCTTTACTTCTGGAAATGAAGGGAATTGGTTTGAAATACAAACTGAT 

CCCAGAACTAATGAAGGCATTCTGAAGGTGGTTAAGGCTCTAGATTATGAACAACTACAAAGTGTACAAT 

TTAGTATTGCTGTCAAAAACAAAGCTGAATTTCACCAATCAGTAATTTCTCAGTATCAAGTGAAGTCAAC 

ACCAGTCACGATTCAAGTAGTCAATGTGAAAGAAGGAATTGCATTCCATCCTGCTTCCAAGACATTCACT 

GTGCGGAAAGGCATAAGTAGTAAAAAACTGGTCAATTATGTCCTGGGAACATATCAAGCCATTGATGAAG 

ACACTAACAAAGCTGCCTCATATGTCAAGTATGTCATGGGACGTAATGATGGTGGTTTACTATTCATTGA 

TCCAAAAACTGC TCAAAT CAAAT T T GTCAGAAACAT TGATC GGGAT TC TACTT TCATAGTTAACAAGACA 

ATCACAGC T GAGGT TCT GGCCAT T GATGAAAACACAGGTAAAACT GC TACAGGCACCATATATGT TGAAG 

TACCTGGTTTTAATGAAAATTGTCCAACAGTTGTCCTTGAAAAGAAAGCAATTTGTAGTTCACTACGTTC 

TGTGGTTGTCTCAGCTAGAGTACCAGACAATAAATATACTGGCCCCTACACATTTTCCCTGGAGGAACAA 

TCTCTAAAACTGCCAGTTGTGTGGAGTATCACAACACTCAATGCTACTTCTGCACTCCTAAATGCCCAGC 

AGCAGCTATCTCCTGGAGAGTACACCATCTCCCTCACAGTTACTGACAGTCAGGATAGACAGTGTGAGAC 

ACCGGAGAGCCTGACCCTGGAAGTCTGCCAGTGTGACAACAGGGACATCTGTAGATCTTCTAATGGGAAC 

AAAGACTATGAACGTCTAGATGGAAAGAGGCCATCAGGGAGGCTGGGGTCTGCAGCCATTGGCCTGCTAC 

TCCTTGGTCTTTTGCTGTTGCTATTGGCCCCCCTTCTGCTGCTGACCTGTGACTATGGGGTGGGTCCTAT 

TGGGGGAGTGACAGGAGGATTTATCCCAGTTCCTGATGGTTCAGAAGGAACAATTCATCAGTGGGGAATC 

GAAGGAGCCCAACCTGAAGACAAGGAAATCACAAATATTTGTGTGCCACCTATAACTACCAGTGGAGCCG 

ATTTCATGGAAAATTCTGAAGTTTGTACAAATACATATGCTGGAGGGACAGTGGTGGAAGGAGCCTCGGG 

AATGGAACTGACCACCAAGCTTGGAGCAGCTACAGGATCTGGAGCGGCTGCAGGATTTGGAGCAACTGCA 

GGATTTGGAGCAGCCACTGGACTGGGTATTGGTTCTGCAGGACAGTCTGGAACTATGAGA^CAAGGCATT 

C CAC AG GAG G AACC AAT AAAG AC T AT GGT GAAG G AGCAAT AAGC AT GAAT T T C C T G GAT T C C TAT T T T T C 

TCAGAAAGCATTTGCCTGTGCAGAGGAAGATGATGTCCAGGAAGCAAATGACTGCTTGCTGATCTATGAT 

AATGAAGGAATGGGTGCCCCCAGTTCTCCCGTGGGATCCTTGGGTTGTTGCAGTTTTATTGCTGATGAGC 

TGGATGACAGTTTCTTGGACTCACTCGGCCCCAAATTCAAAAAACTTGCAGAGATAAGCCTCGGGATCGA 

TGACGAAGCCAAACAATCTCAGCCACTTTCCAAAGCCAGCCTTTCTGGGATGGAATCCTGTGGCTATTCC 

CTAGAAGTCCAACAGCCAGAATCTGTTAGGGGCCAGACTTTGTTAGGCAGTCAAGGAGCTTCCGCTTTGT 

CTGCTTCCAGCTCTGTTCTCCAATCAGCCACTTCCATTCCCAACCCTGTGCAACATGGTAGCTATATGGT 

AACAGAGACTTACTCAGCCTCTGGTTCTCTCGTGCAACCTACCACTACAGTCCTTGAGCCACTACTCACG 

CAAAATGTGACAGTGACAGAAAGAGTGATTTGTCCCATTTCCAATGTTTCTGGCAACCTACAAACTCCGA 

TGGAGCTACGGGGGTCACGTAATATGATCTGTACAGAAGATCCTTGTTCCCGTCTGATATGACCAAAATG 

AAATAGAATAATATAT TGACCGAATAT AAATAT TTGGACCAAAT TGCTCAAAGTAGCATAGCAAAGCT CA 

CAGTATTGGTCTAATTGGACACTTATTTGGTACTCTCCTAAACTAAGCTTGATTAAATTTTCTAGTAAAT 

ATCCCCAAACTGGACATGTTGTCACTCTTACTTCTCAAATACCATTCAAGTAGTAGTAAATCTTGATGTT 

TT 

>GBCA0003 |Acc|AY164732lVer 1AY164732.1 GI : 32331264 | Canis familiaris RTN1-C (RTN1) mRNA, 
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complete cds . 

CGCGGCCACCGCGAGCCCTGCCGCTGCAGCCGGGGCGCCGACCTGAGCGCCCGCTCCGCGCCCCCGAGGA 
CAGCGCCGGCCACCCCGACGCCCGCACCATGCAGGCCACGGCCGATTTCACCAAGATGGACTGTGTGTGG 
AGCAACTGGAAAAGTCAGGCTATTGACCTGCTCTACTGGCGGGACATCAAGCAGACCGGGATCGTGTTCG 
GGAGCTTCCTGCTGCTGCTCTTCTCCCTGACCCAGTTCAGCGTCGTGAGCGTCGTGGCCTACCTGGCCCT 
GGCCGCACTCTCGGCCACCATCAGTTTCCGCATCTACAAGTCTGTTTTACAAGCAGTGCAGAAAACCGAC 
GAGGGCCACCCTTTCAAGACCTACTTGGAGCTCGAGATCACGCTTTCTCAGGAGCAGATCCAGAAGTACA 
CGGACTGCCTGCAGTTCTATGTGAACAATACACTGAAGGAACTGAGGAGGCTCTTCCTTGTCCAAGACCT 
GGTGGATTCCTTAAAATTTGCAGTCCTGATGTGGCTCCTGACTTACGTTGGCGCTCTCTTCAATGGGCTG 
ACCCTGCTGCTCATGGCTGTGGTTTCAATGTTTACTCTACCCGTAGTGTATGTTAAGCACCAGGCACAGA 
TTGACCAATATCTGGGACTTGTGAGGACTCACATAAATACTGTTGTGGCGAAGATTCAGGCTAAAATCCC 
AGGCGCTAAAAGGCATGCTGAGTAAATCGATGTCCCACCGGGGATTGGACACAAACCAGAATGTCTGGAG 
TGGTAACAGCTCTTCTTACATGTTACTGCAAATTGATTGTTTCTCCCCCCAATACCGTAATCTTAGAGAC 
AAACTTTAAAACAGCTGTTTTTAGGCTGTTCCTGTACTCTTAGGATATTTGAGTCACTTGTGTCAAGCAC 
TAAAGTATAGAGAAAAGTGTATTAGATCTGGTTTTAATTTTGTGTTGCTAAAAAAAAGTGCATGATGGTG 
AGAGCCCAACTTATTTTCTCTTCTTCGGTGTTCTCCTCCT 

>GBCA0004 |AccjAY296484|Ver|AY296484.1 GI : 3158 0770 | Canis familiaris tyrosine kinase 
receptor c-KIT mRNA, complete cds. 

CTCAGAGTCTATCGCAGCCACCGCGATGAGAGGCGCTCGCGGCGCCTGGGATTTTCTCTGCGTCCTGCTC 
CTGCTGCTGCTGCTCGGCGTCCAGACAGGCTCTTCTCAACCATCTGTGAGTCCAGGGGAACCGTCTCTCC 
CATCCATCCATCCAGCAAAATCAGAGTTAATAGTCAGTGTCGGCGACGAGCTTAGGCTGTCCTGCACCGA 
CCCAGGATTTGTCAAGTGGACTTTTGAGACCCTGGGTCAACTGAATGAGAACACACACAACGAATGGATC 
ACAGAGAAGGCAGAGGCTGGCCACACGGGCAATTACACGTGCACCAACAGAGATGGCTTGAGCAGGTCCA 
TTTATGTGTTTGTCAGAGATCCTGCAAAGCTTTTCCTCGTTGACCTTCCCTTGTATGGGAAAGAAGGCAA 
TGATACGCTGGTCCGCTGCCCTCTGACGGACCCAGAAGTGACCAATTACTCCCTCAGGGGGTGCGAGGGG 
AAGCCTCTTCCCAAGGACTTGACGTTCGTCGCTGATCCCAAAGCTGGCATCACGATCAGAAACGTGAAGC 
GCGAGTATCATCGGCTCTGCTTGCACTGCTCTGCGGACCAGAAGGGCAGGACGGTGCTGTCCAAGAAATT 
CACCCTGAAAGTGAGGGCAGCCATCAGAGCTGTACCAGTTGTGTCAGTATCCAAAACAAGCTCTCTCCTG 
AAGGAAGGGGAAGCCTTCTCTGTGATGTGCTTTATAAAAGATGTGTCTAGTTTCGTGGACTCGATGTGGA 
TAAAGGAAAACAGCCAGCAGACTAATGCACAGACACAGAGTAATAGCTGGCATCATGGTGACTTCAATTT 
TGAACGTCAGGAAAAGTTGATTATCAGCTCAGCAAGAGTTAATGATTCTGGAGTGTTCATGTGTTACGCC 
AATAATACT TT TGGATCAGCAAATGTCACAACAACC T TGGAAGTAGT AGATAAAGGAT TCAT TAATATCT 
TCCCCATGATGAGTACTACAATATTTGTAAATGATGGAGAGAATGTGGATCTGATTGTTGAATATGAGGC 
ATATCCCAAACCGGAGCACCAGCAGTGGATCTATATGAACAGAACCTTCACTGATAAATGGGAAGATTAT 
CCCAAGTCTGACAATGAAAGTAATATCAGATATGTGAGTGAACTTCATCTAACCAGATTAAAAGGGAACG 
AAGGAGGCACTTACACATTTCAAGTGTCCAATTCCGATGTCAATTCTTCGGTGACATTTAATGTTTATGT 
GAACACAAAACCAGAAATCCTGACTCATGAAAGTCTCACAAATGGCATGCTCCAGTGTGTGGTTGCAGGA 
TTCCCAGAGCCCGCAGTAGATTGGTATTTCTGTCCAGGAGCTGAGCAGAGATGTTCTGTCCCTATTGGGC 
CAATGGATGTGCAGATGCAAAACTCGTCTCTGTCACCGTCTGGAAAACTAGTGGTTCAGAGTTCCATCGA 
TTATAGTGCCTTCAAGCACAATGGCACAGTCGAGTGTAGGGCTTACAACAATGTAGGCAGGAGTTCTGCC 
TTTTTTAACTTTGCATTTAAAGGTAACAGCAAAGAACAAATCCATCCCCACACCCTGTTCACACCTTTGC 
TGATTGGCTTTGTGATCGCAGCTGGAATGATGTGCATTATCGTGATGATTCTTACCTACAAGTATCTACA 
GAAACCCATGTATGAAGTACAGTGGAAGGTTGTTGAGGAGATCAATGGAAACAATTATGTTTACATAGAC 
CCAACACAGCTTCCTTACGATCACAAATGGGAGTTTCCCAGAAACAGGCTGAGCTTTGGGAAAACTTTGG 
GTGCTGG.TGCCTTCGGGAAAGTGGTTGAAGCCACTGCATATGGCCTGATTAAGTCGGATGCGGCCATGAC 
TGTTGCCGTTAAGATGCTCAAACCAAGTGCCCATTTAACCGAACGAGAAGCCCTAATGTCTGAGCTCAAA 
GTCTTGAGTTACCTCGGTAATCATATGAATATTGTGAATCTTCTTGGAGCGTGCACCGTTGGAGGGCCCA 
CCTTGGTCATTACTGAATATTGTTGCTATGGTGATCTTTTGAATTTTTTGCGAAGGAAACGTGATTCATT 
TATTTGCTCAAAGCAGGAAGATCACGGAGAAGTGGCACTTTATAAGAACCTTCTGCATTCAAAGGAGTCT 
TCCTGCAGTGACAGTACTAATGAATACATGGACATGAAACCCGGCGTTTCTTACGTTGTGCCAACCAAGG 
CAGACAAAAGGAGATCTGCGAGAATAGGCTCATACATAGAAAGGGATGTGACTCCTGCCATCATGGAAGA 
TGATGAGTTGGCTCTAGATCTAGAGGACTTGCTGAGCTTTTCTTACCAGGTGGCCAAGGGTATGGCATTC 
CTGGCCTCGAAGAATTGTATTCACAGAGACTTGGCTGCTAGAAATATCCTCCTTACTCATGGTCGAATCA 
CAAAGATTTGTGATTTTGGTCTAGCCAGAGACATCAAGAATGATTCTAATTATGTGGTCAAAGGAAACGC 
TCGGCTACCTGTGAAGTGGATGGCCCCTGAGAGCATTTTCAACTGTGTGTACACATTTGAAAGTGATGTC 
TGGTCCTATGGGATTTTTCTGTGGGAGCTCTTCTCTTTAGGAAGCAGCCCCTACCCTGGGATGCCAGTCG 
ATTCAAAGTTCTACAAGATGATCAAGGAAGGGTTCCGGATGCTCAGCCCTGAGCATGCACCTGCTGAAAT 
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GTATGACATCATGAAGACGTGCTGGGATGCTGATCCCCTGAAAAGGCCGACGTTCAAGCAGATCGTGCAG 
CTAAT TGAGAAGCAGAT TTCAGAT AGCACCAA.TCAT AT T T ATTCCAACCT CGCGAACT GC AGCCCCAAC C 
CAGAGCGCCCCGTGGTGGACCATTCCGTGCGGATCAATTCCGTGGGCAGCAGCGCGTCTTCCACCCAGCC 
TCTGCTGGTACACGAAGATGTGTGAAGCAGGAGGAGTGCCGGGGGTCTCCCCAACAAGAGCGAT 

>GBCA0005 |Acc}AB112349|Ver IAB112349.1 GI : 317 4 504 6 ) Canis familiaris irsp53s mRNA for 
insulin recptor substrate p53 short form, partial cds. 

CAGTACATCGACGCCATCAGCAACAAGCAGGGCGAGCTGGAGAACTACGTGTCGGACGGCTACAAGACGG 
CCCTGACCGAGGAGAGGAGGAGGTTCTGCTTCCTGGTGGAGAAGCAGTGCGCCGTGGCCAAGAACTCGGC 
CGCCTACCACTCCAAGGGCAAGGAGCTGCTGGCACAGAAACTGCCACTATGGCAGCAGGCCTGCGCCGAC 
CCCAACAAGATCCCAGACCGCGCGGTGCAGCTGATGCATCAGATGGCCTGCAGTAACGGCTCCGTCCTCC 
CCAGCGCCCTGTCGGCTTCCAAGTCCAGCCTGGTCATCTCAGACCCCATTCCCGGGGCCAAGCCCTTGCC 
GGTGCCCCCTGAGCTGGCCCCGTTTGTGGGGCGGCTGTCTGCCCAGGAGAGCACGCCCGTCATGAATGGC 
GTCTCGGGCCCAGATGGCAAGGACTACAGCCCCTGGGCCGACCGCAAGGCCGCCCCAGCCCAAGACCTGT 
CTCCTCCACAGTCACAGAGCAAGCTGAGCGACTCCTACTCCAACACGCTCCCCGTGCGCAAAAGCGTGGC 
TCCGGAGAACAGCTACGCAGCCACTGAGAACAAGACCCTGCCGCGCTCCAGCTCCATGGCGGCTGGCCTG 
GAGCGCAACGGCCGCATGCGAGTGAAAGCCATCTTCTCCCACGCGGCCGGGGACAACAGCACCCTGCTGA 
GCTTCAAGGAGGGAGACCTCATCACCCTGCTGGTGCCTGAGGCCCGGGACGGCTGGCACTACGGCGAGAG 
CGAGAAGACCAAAATGCGGGGTTGGTTTCCCTTCTCCTACACCCGGGTTCTGGACGGCGACGGCGGCGAC 
AGATTGCACATGAGCCTGCAGCAGGGAAAGAGCAGCAGCACGGGGAACCTGCTGGACAAGGAGGACCTGG 
CCCTCCCGCCCCCCGACTACGGCACGTCATCCCGTGCGTTCCCTGCCCAGACGGCCGGTACCTTCAAGCA 
GAGGCCCTACAGCGTGGCTGTGCCTGCCTTCTCCCAGGGTCTAGATGACTACGGAGCACGGGCTGTGAGC 
AGCGGCAGCGGCACGCTGGTGTCCACAGTGTGAGGACGCTGACCACGGGCAGCCGCTGCTCGGAAAGAGC 
AATCCGAATT 

>GBCA0006 )AcclAY102170lVerlAY102170.1 GI : 31321926 | Canis familiaris polycystin 1 (PKD1) 
mRNA, complete cds. 

CCTGACGATGCCGCCCGCCGCGCCCGGCCGCCTGGCGCTCGCCCTGGGCCTGGGCCTGTGGCTCGGGGCG 
CTGGCGGGGGGCCCCGGGCGCGGCTGCGGCCCGTGCGCGCCCCCCTGCCTGTGCGGCCCTGCGCCCGGCG 
CCGCCTGCCGCGTCAACTGCTCGGGCGGCGGACTGCGGACGCTCGGACCCGCGCTGCGCATCCCCGCCGC 
CGCCACCGCGCTAGACGTCTCCCACAACCTGCTCCGGGCATTGGACGTTGGGCTCCTGGCAAACCTCTCT 
GCACT GACAGAGCT GGATATCAGTAACAACAAGAT T TCAAC TCT AGAAGAAGGAATAT TT TC TAACT TAT 
TTAACTTAAGTGAAATAAACCTGAGCGGAAACCCGTTGGAGTGTAACTGCGGTCTGGCGTGGCTGCCTCG 
CTGGGCGAAAGAGCAGCAGGTTCACGTGGTTCGGCCTGAGGCGGCCACGTGTGCTGGGCCCGGCCCCCTA 
GCTGGCCAGCCCCTCCTCGGGGTCCCCTTGTTGGATGGTGGCTGTGGTGAGGAGTACATTGCCTGCCTCC 
CTGACAACAGCTCGGGTGCTGTGGCGCTGGTGGCCTTCTCAGCCGCCCACGAGGGCCCACTGACGCCCGA 
GGCCTGCGGTGCCTTCTGTTTTGCGGCTGGCAATGGCCTTGGGGCCTTCTCAGACCAGGGCTGGTGCCTG 
TGCGGGGCCGCCCAGCCCCCCAACACCTCCTCAGCCTGCCTGCCCTTCTGCTCCGGCGCCCCACTGGCCC 
TTGCCCCTGCGTGTGGGGGCCCCACTCTCCTCCAGAACATCTTCCCCGCCTCCCCAGGGGCCGCCCTGGT 
GGGGCCTCAGGGACCCCTGGCCTCTGGCCAGCCAGGAGCCTTCCATGTCACTGCCTCCCTGCCCGTCAGC 
TCCACACGCTGGGACTTCGGTGATGGCTCCCCCAAGGTGGACATTGCTGGTCCTGCCACCACTCACCGCT 
ACCTGCTGCCCGGGCTCTATCACGTGACTGTTGTGCTGGCCCTGGGGGCTGGCTCAGCCCAGGTAGAGAC 
CCAGGTGCACGTGGAGGCGGCCCCTGCCTCCCTGGAGCTCACGTGCCTCACCTCGGTGCGCAGCGATGAG 
ACCCTCAAGTTTGGCATCCGAAATCGTGGCGGCTCGGACCTGGAAGCCACATACAGCATTGTGGCTGTGG 
GCGAGGAGCCAGCCCAAGACCCCGCAGTGGTGCATCCGCTGTGCCCCTGGGACACCGTCATCTTCCCTGG 
TAATGGGCACTGCTACCGTCTGGTGGCAGAGAAGGCTGCCTGGCTGCAGGCGCAGGAGCAGTGCCGGGCC 
TGGGCTGGGGCCGCCCTGGCCATGGTGGACAGTCCCGCCATCCAGCACTTCCTGGTCTCCCAGGTCACCA 
GGAGCCTGGACGTGTGGATCGGCTTCTCAGCCGTGGAGGGGGCGGAGGCGGGCCCGGTGGTGCAGGGTGC 
CGCCTTCAGCCTCGAGAGCTGCCAGAACTGGCTCCCCGGGGAGCCGCACCCCGCCACCGCCGAGCGCTGC 
GTGCGGCTCGGGCCTGCGGGCCAGTGCAACACGGACCTGTGCTCGGCGCCCCATAGCTACGTCTGCGAGC 
TGCGGCCTGGAGGTCCCGTGTGGGACGCGGAGAACTTCCTCGTGGGAGCGCCCATTGGGGACCTGCAGGG 
ACCCTTGAGCCCCCTGGCACAGCAGGAGGCCCTCTCGGCCCCCCAGGAGCTTATCGAGGTGATGGTGTTC 
CCCAGCCTGGGCCTGAGCAGGGAAGCGTTCCTCACTGCAGCTGAGTTTGGCACCCAGGAGCTGCGCCGGC 
CCACCCAGCTGCGACTGCAGGTGTTTCGGCCCGTGGGAGAAGCAGGGGCCCCAGGGAACAGCAGGGAGCC 
TGAGAGTGGGTCCCGGGAGAGCCGGACTGAGTCAGTCCCTGAGTGCACCCCAGAGGGACGCTGGTGCCCC 
AGAGCCAGTATCCACCTGCCACCAGATGACCCCTGCGGCCCCTGGGCCTGTGCCAATGGGTCCATGTCTG 
GGCCAGGACTCCCCGGGGCCTCCTGTGTGCTGCTGAGGGAGTTCCTCTTCTCTGTACCGGCGGGTCCTCC 
TTCCCAGTACTCAGTCACCTTCCGTGGCCAGGACGGGCCCCTGAAGCCTGGTGACCTCATCGCCCTGCAG 
CATGACGCGGGACCAGGTGCCCTTCTGTGCTGCTCTCCAGCACTTGGTGCCCCTGGGGCTGAGGCCCCCT 
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ACTTTTCCGCCACCTCCCCGGCCTGGCTGGTGCACCTCCCTGCTCAGCTGGAGGCAGCCCCGGCTGGCCC 

AGCCTGTGCCTTGCGGCTGCTTGTGGCTACAGAGCGCCTCACCACCCTCCTGGGCCTGCGGCCCAACCCA 

GGGCTGCGGCGGCCTGGGCGCTATGAGGTCCGGGCCACCGTGGGCAACAGCGTGTCCACACACAACCTGT 

CCTGCAGCTTTGACGTGCTCTCCCCCGTAGCTGGGTTGCGTGTCGCCCACCCGATCCCCCACGACGGCCG 

CCTCTACGTGCCCACCAACAGCTCAGTCTTGGTGCTCCAGGTGGACTCTGGCACCAACGCCACCGCCACG 

GCCCGCTGGCCTGGGGGCAATGCCAGTGCACCCTTTGAAGCCACCTGCCCTGCCACAGTGGCTGCCCTGG 

TACCCAGCTGCACTCTTGAGGCCAATGACACCCTGTTTGCGGTGCTTGTGCTGCCTGGGCTCAGCGAGGG 

TGAGCACGCGGTGGAGATCATGGTGGAGAACAGCGCCGGCCACGCCAACCTCAGCCTGCGGGTCAAGGCC 

GAGGAGCCCATCTGTGGCCTTCGTGCCGCCCCCAGCCCCGAAGCCCGTGTGCTGCAGGGAGTCCTGGTGA 

GGTACAGCCCCGTGGTGGAGGCCGGCTCTGATGTGGTCTTCCGCTGGACCATTGATGACAAGCAGTCCCT 

GACCTTCCACAACGTGGTCTTCAACGTCATCTACCAAAGTGCTGCCGTCTTCAAGCTCTCGCTGACGGCC 

TCCAACCACGTGAGCAACGTCACCGTAAATTACAATGTCACCGTGGAGCGGATGCACAAGATGAAGGGCC 

TTCGGGTGTCTGCCGTGCCACCCGTGTTGCCTCCCAACACGACTCTGGAGCTGGCCGCGCACGTGCTGGT 

GGACTCAGCTGTGGAGGTGGCCTTTCTGTGGACCTTTGGGGATGGGGATCAGGTGCTCGGCCAGTTCAAG 

CCTCCATACAATGAGTCCTGGGTCCCAGACCCCACGGTGGCCCAGGTGCTGGTGGAGCACAGTGTCACAC 

ACGTCTATGCTGTCCCAGGTGAGTACAACCTGACCCTGCTGGTGTCCAACGCCTTTGAGAACCTGACGCA 

GCAAGTGCCTGTGAGTGTGCGCGCCACCTTACCTGCGGTGGCTGTGGCTGTGGGAAGCCACGTCCTGGTG 

GCTGGGCAGCCTGTCACCTTCTCCCCACACCCACTGCCTTCACCTGGGGGCATTTTGTACACGTGGGACT 

TTGGGGATGGCTCCCCAGCTGTGACGCAGCACCAAACAGAGGTCAGCCACACATATGCCTCGAGGGGTAT 

TTACCGCATCCATCTGGAGGTGAACAACACGGTTAGCAGTGTGACAGCGTGGACCAGCGTCCGCGTCTTT 

GAGGAGCTCCGAGGCCTGAGTGTGAGCCTGAGCCCATCTGTGGAACAGGGTGCGCCCGTGACGGTCAGCG 

CCACCCTGGAGTCGGGAGACAACGTCACGTGGACTTTTGACATGGGGGATGGCACCGTGCTTGTGGGCCC 

CGAGGCCATGGTGGAACACGTTTACCTGCGGGCACAGAACCACACGGTGACCGTGGGCGTGTCCAGCCCT 

GCGGGCTACCTGGCCCTGAGCCTGCCTGTGCACGTCTTCGTCCTGGAGGTGCTGCGGATTGAGCCTGCGG 

CCTGCATCCCTGTGCAGCCCCACACCTGGTTCATGGCCCACGTCACCGGGGACCCTGCCCACTACATCTT 

TGACTGGACGTTCGGGGATGGGTCATCCAACACGACCATCTTTGGGGACCCAACGGTGACACACAATTTC 

ACACGGAGCGGAACGTTCCCCTTGGCGTTGGT'CCTATCAAGCCATGTGAACAAGGCCCATTACTTCACCA 

GCGTCTGCGTGGAGCCCGAGGTGGGCAACGTCACCCTGTGGCCCGAGAGGCAGTTTGTGCGCCTCGGGGA 

TGAGGCCCATCTGGTGGCTCGCGCCTGGCCCCCCTTCCCCTACCGTTATACCTGGGACTTTGGCCCTGAA 

GACGCGCCCCGTGTTGGGGGCCCCGAGGCCACGTTCACCTATGCGGACCCAGGTTCCTACCTGGTGACGG 

TCGCTGTCTCCAACAACATCTCGGCCGCCAATGACTCTGCACTCGTGGAAGTGGAGGAGCCCGTGGAGCT 

CACGGGCATTGGGGTCAACGGCTCTGGTGTGCTCGAGCTGCAGCGGCCCTACCTGTTCTCTGCTGTGGGC 

CGCGGACACCCCGCCACCTACCTGTGGGAACTGGGGGACGGCGGGCGCCTCGAGGGCCCCTCCATCAAGC 

ACACCTACAACAGCACAGGCCACTTCACCGTCAGGGTGAGCGCGTGGAATGAGGTGAGCCGCGGCGAGGC 

CTGGTTGAACATCACGGTGCAGCGGCGCGTGCAGGGGCTCAGCGTCAACGCCAGCCGCACGGTGGTGCCC 

CTCAACGGCAGCGTGAGCTTCACCACCTCCCTGGAGGCCGGCAGCGACGTGCGCTACTCCTGGGTGCTCT 

GTGACCGCTGCACGCCCATCCCTGGGGGCCCCACCATCTCCTACACCTTCCGCTCCGTGGGCACCTTCAA 

CATCATCGTGACCGCTGAGAACGAGGTGGGCTCTGCCCAGGACAGCATCTTCATCTACGTGCTGCGGCAC 

ATCGAGGGGCTGCAGGTGGCAGGGGGTGGGGGCGGCTGCTGCTTCCCCACCAACTGCACGCTGCAGCTGC 

AGGCCGTGGTCAGCGACGGCACCAACATCTTCTACAGCTGGAGCGCCCAGAGGGATGGCGGCCCGGCCCT 

GGCTGGCAGCGGCAAAGCCTTCTCGCTCACCGTGCTCGAGGCCGGCACATACCACGTCCAACTGCGGGCT 

GCCAACATGCTGGGCACGTCCTGGGCCAACCGCACGGTGGACTTCGTGGAGCCCGTGGGCGCACTGGCTG 

CCGCCGCCTCCCCAAACCCGGCCATAGTCAATTCCAGCGTCACCCTCTGTGCCGAGCTGGCTGGGGGTAG 

TGGTGTCACTTACACCTGGTCCCCGGAGGGAGGACTGAGCTGGGAGACCCCAGAGCCATCCTCCACTCAC 

GTCTTCCCCAGCCCCGGCCTGTACCTGGTCAGGGTGACAGCTACGAACTGGCTGGGCTCAGCCAATGTGA 

CCATCGAGGTGGCTGTGCAGGTGCCGGTCAGTGGCCTCAGCATCCGGGCCGGCGACATAGACCGCGGCTT 

CGTGGCAGCAGGCTCTGCGGTGCCCTTCTGGGGACAGCTGGACTCAGGCACCAACGTGAGCTGGTGCTGG 

ACGGTGCCAGGGGGCAGCAGGCGTGGCCAGCACGTTGCTGTGGTCTTCCGTGACGCAGGCGCCTTCTCCG 

TGCGGCTCAATGCCTCCAATGCAGTCAGCTGGGTCACGGCCACCCGTGAGCTCACGGTGGAGGAGCGCAT 

TGCGGGCCTGGTGGTGTGGGCCGACAGCAAGGTGGTGGAGCCGGGGCAGCTGGTCCACTTCCAGGTCATG 

CTGGCTGCCGGCTCCGCTGTGCGCTTCCATCTGCAGGTCAGCGGGGCCGCTGTGGAGGCGCTCCCCGGGC 

CCCGCTTCTCCCGCAGCTTCCCCCGAGTTGGGGACTACATGGTGAGCGTCCAGGCTGAGAACCACGTGAG 

CCGGGCCCAGGCCCAGGTGCGCATCTTGGTGCTCGAGGCTGTGGGTGGGCTCCAGGTGCCCCACTGTTGC 

GAGCTGGGCATCCCCACGGGCACGGAGAGGAATTTTACAGCCCGGGTGCAGCGTGGGTCGCGCGTGGCCT 

ACGCCTGGTACTTCTCCTTGCAAAAGGTCCAGGGGGACTCACTGGTCATCCTTTCGGGCCGTGATGTCAC 

CTACACCCCCGTGGCCGCGGGGC.TGCTGGAAATCCACGTGCGTGCCTTCAATGATCTGGGCGGCGTGAAC 

CTCACGCTGCTGATGGAGGTCCAGGATGCCATCCAGCATGTGGTGCTGCGCAGTGGCCGCTGCTTTACCA 
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ACCGCACAGCCCGGTTTGAGGCCGCCACAAGCCCTAGTCCCCGGCGTGTGGCCTATCGCTGGGACTTTGG 
GGACGGGGCCGTGGTGGAGGACACGGAGGAGCCCTGGGCTGAACACTCCTATCTGCGGCCGGGGGACTAC 
CGCATAGAGGTGAATGCCTCCAACCTCGTGAGCTTCTTCGTGGCCCAGGCCACGGTCACTGTCCACGTGC 
TGGCCTGCAGGGAGCCCGAGGTGGACGTGGCCCTGCCCCCACAGGTGTTGATGCGGCGCTCCCAGCGCAA 
CTACCTGGAGGCCCACGTCAACCTGCGCGACTGTGTCACCTACCAGACCGAGTACCGCTGGCAGGTGTAC 
CGTGCTGCCAGCTGCCAGCGGCCTGGGCGCCTGGCCCCTGTGGCCCTGCCCAGTGTGGACATGAGCCGGC 
CCCAGCTGGTTGTGCCACGGCTGGCACTGCCTGTGGGCCACTACTGCTTTGTGTTCATGGTATCATTTGG 
AGACACACCGCTGGCACGGAGCATCCAAGCCAATGTGACTGTGGTGCCTGAGCGCCTGGTGCCCATTGTT 
GAGGGTGGCTCATACCGCGTGTGGTCAGACACTCAGGATCTGGTGCTGGATGGGAGCAAATCCTATGATC 
CCAACCTAGAGGATGGTGACCAGACACCACTCAGCTTCCATTGGGCCTGTGTGGCCTCGACACAGAGTGA 
GACTGGTGGCTGTACCCTGACCTTCGGGCCCCGGGGAAGCAGCGTGGTCATCGTTCCTCGGGAGCGCCTG 
CAGGCTGGCGTGGAGTACACCTTCAACCTGACTGTGTGGAAGGCCGGCCGGAAGGAGGAGGCCACCAACC 
AGACGGTGTTGATCCGCAGGGGCCGCGTGCCCATCGTGTCCTTGGAGTGCGTGTCCTGCAAGGCGCAGTC 
GGTGTACGCAGTGAGTCGAAGCTCCTACGTGTACCTGGAGGGCCGCTGTGATAACTGCAGCGAGGGTTCC 
AAGCGAGGGCGCTGGGCGGCGCGCACCTTCAGCAACCAGACGCTGGTGCTGGACGAGACGACCACGTCGA 
CGGGCAGCTCGGGCATGCGGCTGGTGCTGCGGCGCGGCGTGCTGCGGGACGGCGAGGGCTACACGTTCAC 
ACTCACCGTGCTGGGCCGCTCGGGCGAGGAGGAGGGATGCGCCTCCATCCGCCTGTCCGCCAACCGGCCC 
CCGCGCGGGGGCTCCTGCCGCCTCTTCCCGCTTGACGCCGTTCGCGCCCTCACCACCAAGGTGCATTTCG 
AGTGCACAGGCTGGCAGGACGCCGAAGACGCGAGCGCCCCACTGGTGTACGCACTGCTGCTGCGGCGCTG 
TCGCCAGGGCCACTGCGAGGAGTTCTGCGTGTACAGGGGCAGCCTCTCTGCCTACGGAGCTGTGCTGCCG 
CCCGGTTTCGCACCGCACTTCCAGGTGGGCCTGGCCGTGGTCGTGCAGGACCAGCTGGGCGCAGCTGTGG 
TCGCTCTCAACAGGTCTCTGGCCATCACCCTGCCACAGCCTCCTGGCGACCCCCAGGGAGGACCCACAGA 
CCTCACCAGCTGGTT.GCACGGCCTCACGGAGAGCATGCTGCCCAGGCTGCTGAGACAGGCCGACCCCCAG 
CACGTCATCGAGTACTCGCTGGCCCTCATCACTGTGCTCAATGAGGCCAGTGCAGGGTCCGAGCAGGTTC 
TGGCCGTGGTGGCAGAGGAGGATGCCAGGCGGCAGCTGCAAGCCCAGATCCGCAAGAATGTCACAGAGAC 
TTTGGTCTCCCTGCGGGTCAACACCGTGGATGACATCCAGCAGATCGCGGCAGCGCTGGCCCAGTGCACG 
GTGTCCAGCAGGGAGCTCGTGTGCCACTCCTGCCTGAAGAAGACGCTGCATAAGCTTGAGGCCATGATGC 
GCATCCTGCAGGCTGAGACGGCTGCTGGCACTGGGACGCCCACGGGCATAGCTGACAGCATTCTCAACAT 
CACAGGCGACCTCATCCACTTGGCCAGTGTGGACATGCAGGGCCTGCAGCCCTCGGAGCTGGGCACAGAG 
CCGCCCTCACTCATGGTAGCATCCAGGGCCTACCACCTCTCATCGGCCCTCATGTGCATTCTCATGCGCT 
CCCGTGTGCTCAACGAGGAGCCCCTGACGCTGGCGGGTGAGGAGATTGTGGCCCAGGGCAAGCGCTCCGA 
CCCGCTGAGCCTGCTGTGCCAGGGCAACGCCTCGGTTCCCAGCTGCCACTTCTCTATCCCCACGGCCTTC 
AGCGGGGCCCTGTCCAACCTCAGTGATGTGGTGCAGCTCATGTTCCTCGTCGACTCCAATCCATTCCCCT 
TTGGCTACATCAGCAACTACACCGTCTCCACCAAGGTGGCCTCCATGGCCTTCCAGACGCAGGCCGGCAC 
CCAGATCCCCATCGGGCAGCTGGCCTCAGAGCGCGCCATCATCGTGAAAGTGCCCAACAGCTCCGACCAG 
GCTGCCCCGGGCCACCGCGCCCCTGCTGGCTCCGCAGTCATCCAGCCCCAGGCCTCCATCAGCGTTGCGG 
TCACCCCTGAGAACAGCAACCCGGCGGCCGGGCTGCACCTGCAGCTCACCTACACGCTGCTCAGTGAGCG 
CTACTTGCCCGAGGAGCCTGAGCCCTACCTGGCTGTGTACTTTGACTCGGTGCCTGGGCCCAACGAGCAC 
AACTGCTCCGCCAGCAGGAGGATCAGCCTGGAGGAGCTGGCGGGCGGCGACCACAGGCCCTATACCTTCT 
TCATTGCCCCAGGGACCAGAGACTCAGGTGGGACTTATTACCTGAATCTGACCAGCCGCTTCCACTGGTC 
AGCACTGGAAGTGAGCGTGGGCCTGTACACGTCCCTGTGTCAGTACTTCAGTGAGAAGGAGATGATGTGG 
AAGACAGAGGGGCTTGTGCCTCTGGAGGAGACGTCCCCCAGCCAGGCCGTCTGCCTTACCCGCCACCTCA 
CTGCCTTTGGTGCCAGCCTCTTTGTCCCCCCCAGCCACGTCCACTTCATCTTTCCAGAGCCGGCCTCAGG 
CGTGAACTACATCGTCCTGCTGACGTGTATCGTGTGCCTGGTCACCTACACAGTCATGGCCGTGATCCTG 
CGTAAGCTGGACCAGCTGGACGTCAGCCGGGTGCGCATCATCCCTTTCTGCGGGAAGGGAGGCCTCTTCA 
AGTATGAGATCCTGGTCAAGACCGGCTGGGGCCGAGGCTCAGGTACCACGGCACACGTGGGCATCATGCT 
GTACGGGGCGGAGGGCCGCAGCGGCCACCGGCACCTGGATGGGGACAGAGCCTTCCGCCGCAACAGCCTG 
GACGTGTTCCAGATCGCCACCCCGCACAGCCTGGGCAGCGTGCGCAAGATCCGCGTGTGGCACGACAACA 
'AAGGCCTCAGCCCCGCCTGGTTCCTGCAGCACATCATTGTCAGGGACCTGCAGAACGCCCGCAGCACCTT 
CTTCCTGGTCAATGACTGGCTGTCGGTGGAGACTGAGGCCAACGGCGGCCTCGTAGAGAAGGAGGTGCTG 
GCAGCAAGCGAGGCGGCCCTGCGGCGGTCCCGGCGCCTCCTCGTGGCCGAGCTGCAGCGCGGCTTCTTTG 
ACAAGCACATCTGGCTCTCCATATGGGACCGGCCGCCTCGGAGCCGCTTCACTCGTGTCCAGCGGGCCAC 
ATGCTGCATGCTCCTCGTCTGCCTCTTCCTGGGCGCCAATGCTGTGTGGTACGGGGTCGTGGGAGACACC 
GCCTCCAGCGCGGGGCCTGTGTCCACTCTCATCCCGTTGAGTGTTGACACGATCGCCGTCGGCCTGGTGT 
CCAGTGTGGTCGTCTATCCCGTCTACCTGGTCATCCTGTTTCTCTTCCGGATGTCCCGGAGCAAGGTGGC 
CGGGGCCCCGAGCCCCACCCCTTCAGGGCAGCAGGTACTGGACGTTGACAGCTACCTGGACTCGTCTGTG 
CTGGATAGCTCCTTCCTCACCTTCCCGGGGCTGCGCACAGAGGCCTTTGCTGGACAAATGAAAAGCGACT 
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TATTTTTGGATGATTCTAAAAGCCTGGTGTGCTGGCCATCCAGTGAAGGCACACTTAACTGGCCGGACCT 

GCTGAGTGACCCGTCCATCATGGGCAGCACCCTGCAGCGGCTGGCTCGGGGCCGCACGGGCCACACGCTG 

GGCCCAGAGGACGACGGTCTCTCCTTGCTGAGCCCCTCTTCACCTGCCAAATACTTCTCAGCTTCAGATG 

AGGACCTGATCCAGCAGATCCTGGCCGAAGGCGCCAGCAGCCTGGCCCCCACCCAGGACACCCAAGTGGA 

AACGGATCTGCTCACCAGCCTGTCTAGCGCCCCCGGGGAGACAACGGAAACGCTGACGCTGCAGAGGCTG 

GGGGAGAGGGGGCCGCCGTGCAGCTCCGGCGTGACCTGGGAGCAGCCCACGTCGGCCAGGCTCTCCGGGA 

CAGGGCTGGCGGACGGTCTGCAGAAGCGGCTGCTGCCCGCCTGGTGTGCGTCCCTGGCCCACGGGCTCAG 

CTTGCTCTTGGCTGCTGTGGCTGTGGGGGTCTCTGGCTGGGTAGGCTCCAGCTTCCCCCCTGGTGTGAGC 

GTGATGTGGCTCCTCTCAAGCAGCTCCAGTTTCTTGGCCTCCTTCCTTGGCTGGGAGCCCCTCAAGGTCC 

TGCTGGAAGCCCTGTACTTCTCGCTGGTGGCCAAGCGGCTCCATCCTGATGAGGATGATACCCTGGTGGA 

GAGCCCGGCTGTGACCCCTGTGAGCGAGCGTGTGCCTCGCGTGAGGCCCCCCCACGGCTTTGCGCTCTTC 

CTGGCAAAGGAGGAAGCCCGAAAGGTCAAGAGGCTGCATGGGATGCTGAGGAGCCTGCTGGTGTATATGC 

TCTTTTTGCTGGTGACGCTGTTGGCCAACCACGGGGATGCCTCATGTCACAACCATGCCTACCGCTTACA 

GAGTGCCATCAAGCAGGAGCTGGGCAGCCAGGCCTTCCTGGCCATCACCCGGTCTGATGAGTTCTGGCCA 

TGGATGTCACACGTGCTGCTTCCCTACATCCATGGGAACCAGTCCGGCCCAGAGCTGGGGCCCCCACGGC 

TGCGGCAGGTGCGGCTGCAGGAAGCTCTGTGCCCAGACCCTCCCGGCGCCGCGGTGCATGCGTGCTCAGC 

CGGCCAGGACGCCTTCAGCACCGGGGACTACAGCATTGGCTGGGGTAGTGCTGCCCAGAACTGCTCCGAG 

ACGTGGGCCTACTCTGCGCCAGACCTACTGGGCATCTGGTCCTGGGGCTACTGCGCTGTGTACGACAGCG 

GGGGCTATGTGCAGGAGCTAGGGCTGAGCCTGGAGGAGAGCCGCGCGCAGCTGGGCTTCCTGCAGCTGCA 

TAACTGGATCGACAACAGGAGCCGCGCCGTGTTCGTGGAGCTCACGCGCTACAGCCCAGCCGTGGGGCTG 

CACGCCGCCGTCACGCTGCGCCTCGAGTTCCCCGCTGCCGGGCACGCGGTGACCGCTGTCAGCGTGCGTC 

CCTTCCCGCTGCAGCGCCTGAGCACCGGCCTCTCCCTGCCGCTGCTCACCTCGGTGAGCCTGCTGCTCTT 

CGCGCTGTACTTCTCCGTGGCCGAGGTGCGCACCTGGCGCAGGGAAGGGTGTAGACGTGCGGCGCAGCCC 

GGGGCGTGGGCGCGGTGGCTGCTGGTGGCACTGACCGCGGCCGCAGCGCTCGTGCGCCTGGCCCAGCTGG 

GTGTTGCCGACCGCCAGTGGGCCCGCTTCTTGCGCCGCCGTCCGCGCCGATTCACCAGCTTCGAGCAGGT 

GGCGCAGCTGAGCGCCGCGGCTCGCGGCCTGGCCGCCTCGCTGCTCTTCCTGCTCCTGGTCAAGGCCGCG 

CAGCAGCTGCGCTTTGTGCGCCAGTGGTCGGTTTTTGGCAAGACGCTGTGCCGGGCCCTGCCGGAGCTCG 

TGGGGGCAGCCCTCGGCCTGGTGGCGCTCGCCGTGGCCTACGCGCACCTGGCCGTTCTGCTGGTCTCCTC 

CTGTGTGGATTCATTCCGGAGTGCGGCGCGGGCCCTCTTGGTGCTGTGCCCTGGGTCAGGGGGTCCCGCC 

CTGTGCCCTGCCGAGTCCTGGCGCCTGTCCCCGCTGCTGTGCACCGGGCTCTGGGCCCTGCGCCTTTGGG 

GCGCCCTGCGGCTGGGGGCCGTCCTTCTGAGATGGCGGTACCATGCCCTGCGTGGGGAACTCTACCGACC 

GGCCTGGGAGCCGCAGGACTACGAGATGGTGGAGCTCTTTCTGCGCAGGCTGCGCCTCTGGATGGGTTTC 

AGCAAGGTCAAGGAGTTCCGCCACAAAGTCCGCTTTGAAGGGATGGAGCCGCTGCCCTCCCGCTCCTCCA 

GGGGCTCCAAGTCCTCCCCGGATGCACCCCCACCCAGCGGGGGCTCGGACACCTCACGGCCCTCCACGTC 

CTCCAGCCAGCTGGACACGCTGAGTGGAGGCCTGGGCCGCCTGGGGCCCCGGGGGGAGCCGGAGCCCTCT 

CGCCTGCAAGCGGTGTTCGAGGCCCTCCTGACCCAGTTCGACCGACTCAACCAGGCCACAGAGGATGTGT 

ACCAGCTGGAGCAGAGGCTGCAGAGCCTGCGGGGCCGCAGGAGCACCGTTCCCCCAGCCTCGCCTCCCCA 

CAGCCCCTGCTCAGCCCTGCAGCCGGCCCTGCCCAGCCGTCTTGCCCGGGCCAGTCGAGGCATGGGCCTG 

GCATCCGGCCCCAGCAGGGCTTCCCTGCGGGCTAAGAACAAGGTCCACCCCAGCAGCACTTAGCCCTCGG 

GGCACCGGGCTCCCCCACCCCCGCTCCGGCTTCTGGGAGGAGCCGGGGCAGACACCGCTCAGTATTAACT 

TCTGCTGCCCTCAAGGTTTGGGCCAGCAGAACAGCCGCACGGAGGCCCCGGAGTAGGCAGCCTCGTCTCT 

CTCTGGGGGTCTCAGCACTTTAAAGAGGCCGTGTGGGCAGCCAGGACCCAAGGGCCCTCCCCAGCTCCCT 

GTGGGTGGACACAGCAGTATCGGGCTGAGCGCCCAGCCTCTGAGATGCTAATTTATTACCAGAGTCCTCA 

GGTACAGCGGGCTGTGCCCGGCCCCACCTCCTGGGCAGACATCTCCCCTTGCGAAGGATCCAGGCTTCGG 

GGAGGGAACCTGCACTTCCCGTGGTCTTCCCCACTAAGTTATTACCTCTCCTGTGCCCCTGCTGAGTGCA 

CTCCCTTTCCGCTGCCATCTGTGTGTCTATCGTCAGTAATTTATATGGGGTTAGGTTAAAATGTATATAT 

TTTTGTACGTCGCTCTATTTTTCACTAGGGCCAAGGGACCTGGTGGCTGAAGCAACCCTGTGCCCACTGT 

CACCCGTGTTGAGGGGGGAGCAGGGACTGCAGAGCTGGCCTCCCTCCCCAGACATGTGACCAGGGGGCCA 

GGGCAGTGGTGGCTGCTGCTTGCATCCAGGTCTGGCCTGAGGCAGGTGCTGGGAGGGGAGGCTGGTTGGG 

AGGGTACAGCCACCTCCGAGGCAGTTCCTGTCGCCCCCCAGCAGCAAGATGGCAGAGCCCAGACCTGCTG 

GTGCCAGGTGTGGGCAATGAGCAGGAGGAGGACAGGGCAAGAACTCCAGGGTGGTCAGGTGGAAAGAGCC 

CTCCCCGGGGGCTGGCTCCCGGGGCTGGGGAGGGTGAGCAGGGGGCCGCGGGTGGCCCAACCGACAGCCT 

GGTACCACGTATGTGGGCATGGCCACAGTTACAGCCTTGACCCCACCCCCCACCCGACAAAGTCAAATAA 

ACAACCTGGCTGACTGC 

>GBCA0007 | Acc 1 AB110699 j Ver | AB110699 . 1 GI : 31076448 1 Canis familiaris RECK mRNA for 
reversion-inducing-cysteine-rich protein with Kasal motifs, complete cds . 
GCGGCTCCGGACCCCCCGGCCCGGACATGGCGGCGGTCCCGGCCTCCCCGCGAGGCGCGCTGCTGCTTCT 
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CCTGGCCGTGGCGGGGGTCGCGGAGGTGGCAGGGGGCCTGGCCCCGGGCAGCGCGGGTGCACTGTGTTGT 

AATCAT TCAAAGGAT AATCAAAT GT GCCATGAT GT AT GTGAAC AGATATT CT CCT CAAAAAGT GAAT CCC 

GACTAAAGCATCTGTTACAGAGAGCCCCAGATTATTGCCCCGAAACAATGGTTGAAATTTGGAGTTGTAT 

GAATTCATCTTTGCCAGGTGTGTTTAAGAAGTCTGATGGCTGGGTTGGCTTAGGCTGCTGTGAACTGGCT 

AT T ACCT T GGAGTGTCGACAGGCAT GCAAGCAGGCATCAT CAAAAAACGATAT TTCCAAAGCC TGCAGAA 

AAGAATATGAGAATGCTCTTTTCAGTTGCATTAGCAGAAATGAAATGGGCTCAGTTTGTTGCAGTTATGC 

AGGCCATCACACAAACTGCCGAGAATACTGTCAAGCCATCTTTCGAACAGACTCTTCTCCTGGTCCATCT 

CAGATCAAAGCAGTGGAAAATTATTGTGCCTCTATTAGTCCCCAATTAATACACTGTGTGAACAATTATA 

CCCAAT CT TATCC AAT GAGGAATCC AACAGAT AGT T TAT AT T GCT GTGACAGAGCT GAAGACCATGCT T G 

CCAAAATGCCTGCAAGAGAATTCTGATGTCTAAGAAAACAGAAATGGAAATTGTTGATGGCCTCATCGAG 

GGTTGTAAGACTCAGCCTTTACCTCAGGATCCTCTTTGGCAGTGTTTTCTTGAAAGCTCACAGTCTGTTC 

ATCCTGGAGTCACCCTACACCCTCCTCCCTCTACAGGCCTTGATGGGGCTAAATTGCATTGTTGTTCTAA 

AGCAAACACTTCAACATGTAGAGAACTGTGCACTAAACTTTATAGCATGAGCTGGGGCAACACACAGAGC 

TGGCAAGAGTTTGATCGTTTTTGTGAATATAATCCAGTGGAAGTGTCCATGTTGACCTGTTTAGCAGACG 

TTCGGGAACCTTGCCAGTTGGGCTGTAGAAATCTTACTTACTGTACTAATTTTAACAACAGGCCAACAGA 

ACTTTTCAGGAGTTGTAACGCTCAGTCAGATCAAGGAGCCATGAATGACATGAAGCTGTGGGAGAAAGGA 

AGCATAAAGATGCCATT TAT CAACAT ACCT GTTCTTGACATTAAGAAGTGTCAGCCAGAAATGTGGAAAG 

CAATAGCTTGTTCACTGCAGATTAAACCTTGTCATAGTAAATCCCGGGGAAGTATTATTTGCAAATCAGA 

TTGTGTGGAGATTCTTAAGAAATGTGGGGACCAGAATAAATTCCCTGAAGACCACACAGCTGAAAGTATT 

TGTGAGCTTCTGTCACCTACAGATGACCTAGAGAATTGTATACCTTTGGATACATACCTCAGGCCAAGTA 

CTTTGGGTAATATTGTAGAAGAGGTCACTCATCCCTGTAACCCAAATCCTTGCCCTGCTAATGAGCTCTG 

TGAGGTAAACCGGAAGGGGTGTCTGTCTGGAGATCCCTGCCTTCCATACTCTTGTGTTCAAGGTTGCAAA 

TTGGGAGAAGCCTCTGATTTCATTGTCCGTCAAGGGACACTAATTCAGGTGCCATCATCTGCAGGGGAAG 

TTGGTTGTTACAAAATTTGCTCATGTGGACAAAGTGGACTCTTGGAAAACTGTATGGAGATGCACTGTAT 

AG ATCTT C AGAAGTCGT GT AT TGTCGGAGGAAAAAGAAAAAGT CAT GGGACAT CGTTT AATAT T GACT GC 

AATATCTGTTCTTGTTTTGCTGGCAATTTGGTGTGTTCTACCCGCCTGTGCCTCAGTGAGCACAGTTCCG 

AAGATGACCGTCGCACCTTCACAGGTCTGCCCTGTAACTGTGCAGATCAGTTTGTCCCTGTGTGTGGGCA 

GAATGGACGCACTTACCCCAGTGCCTGCATTGCTCGCTGTGTTGGCCTCCAAGACCATCAGTTTGAATTT 

GGATCATGCATCTCAAAGGATCCATGTAATCCTAATCCCTGCCCAAAAAACCAAAGATGCATACCCAAAC 

CACAAGT T TGCC TGAC GACT T TTGATAAAT T T GGAT GTAACCAAT AT GAGT GT T TGCCAAGACAGC TCAC 

CTGTGACCAGGTTCGCGATCCTGTCTGTGACACAAACCACATGGAGCACAGCAATCTCTGCACTTTGTAC 

CAGAGGGGGCAAAGCCTCTTATACAAAGGCCCTTGCCAGCCCTTCTGCAGAGCCACAGAGCCCATCTGTG 

GGCACAATGGGGAAACCTATAGTAGCGTGTGTGCTGCATACTCAGATCGTGTAGCAGTCGATTACTACGG 

GCCCTGCCAGGCTGTCGGGGTCCTCTCAGAGTACGGTTCTGTAGCCGAGTGTGCTGCTGTGAAGTGTCCT 

TCACTCTCTGTGACTGAGTGCAAACCCATCATCCCACCAGGTGCTTGTTGCCCATTATGTGCTGGAATGT 

TAAGAGTTT TATT T GACAAAGAAAAACT GGATAC TATTGCT AAGGTAACAAACAAAAAGCCAATTACAGT 

TCTGGAAATACTTCAGAAAATCCGCATGCACGTATCTGTCCCACAGTGTGACGTATTTGGATACTTCAGT 

AT TGAATCT GAAAT TGTGATCCTGATCAT TCCT GTCGAT CAT TAT CCAAAAGCT T T GCAGATT GAGGCTT 

GCATTAAAGAAGCAGAGAAGATCGAATCTCTTATCAACTCTGACAGCCCCACTCTGGCATCCCACGTCCC 

TCTGTCTGCCCTCATCATTTCCCAGGTACAGATCTCGAGTAGTGTGCCATCAGCTGGCATCGAGGCCAGA 

GCCCTCTGCCCCTCCTACCTCCTCCTCCTCAGCCTGGGCCCTGCCTTGCACATGGTCTGGATACGTAACT 

GACCACCCCTGTAAAAGTGCAAAATGTTACTCCATTGAATTTTTCTACATGGNGAAAGACATGCAGGACT 

CCTGGTTTGTAGTTGAATAGTGGCTGAGAAAAAGCACTTGTCACCTCTGTTCACCACACAGTATTTTTTT 

TAAGCTGCCAATATTAGGGTCTTTGTTTTGTTCTTACAAATGT 

>GBCA0008 |Acc|AYl91818|Ver!AY19l818.1 GI ; 30267429 | Canis familiaris Ly49 (Ly49) iuRNA, 
complete cds . 

TCAGGTACGTAAGGGAATCCAGGATTGGAAAAGCCAACTTCTTCCATATCTTTTTTGGATCATCTTTCTC 
TGCCTGTAT CCCAGCAGGGC ATAGACACAGAAGTCAT CCCAT TGTGAGGT TT T AATGCCAAGCAT AT TT C 
CCTTCTTACTGTAAAGATGAGCAATGAGAAAGTAATTTATTCTTCCCTGAGATTTCTTCAGTCTCCAGAG 
TCACAAAATAGATTAAGGGCAGATACGACTCAAAGCCCTGGGAAAAAGGATGGCAAAGGGTTTCCAGTGC 
CAAGACATCTCATTGTAGTGATTCTTGGGATCCTGTGTTTACTACTACTGATCATTGTTGCCGTGTTGGG 
GACAAAGATTTT^TCAGTTTATTCAAGAAAACCATCACCTGGGGGAAATGATAGGAAACCTGACTCAAGAG 
TACCACATT TTGCAAAATGACAGCTACT TAAAGGACCAACT TT TGAC AAATAAG AGT T TAG AAT ATAACA 
T TCTCAAAAAT GAAATGCT TCAGCAGAAAAAGGAACAGGATTTACTCTTTACAAATAGGACGT TTCAGAG 
CAAAAATAAAGGCAAACT CCATGAAAACCACCAGTCCTGT CATAGAATAAAGT ATT AT TAT T TCACTT CT 
AAAAGTGAAAAATGGATTGGATGTAAAAAGACATGCCAAAGTTGTAATTCATCTCTTTTGAAGATAAGTG 
ATGAAGATGAACTGACCTTCATTCAAGCACAAACTTATAAGAAAAACTACTGGATTGGATTATTATATGA 
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TATAAAGGAAGAAAAATGGAAATGGGTTGACACTGACCTACCTTTTGGGATTAATTTTACCTTCATGGGT 
T T T TC T GGAAGAGGACAAT GTGCAT T T T T GAGCT CAACAAGAGTAACAAATAT TGAT T GCTCTAATT CAT 
ACCATTGTATCTGTGAGAAGAGAATTGATAATGTTTTGTCTGCCTCCTTCCAAAGATACAAGAAGAAAAG 
GTGAAATGGAATTTTGTCATTTTTTTGTTCATTTGTTTCTGTGATAATTTGTGATTATTTATGAAGTAAT 
GT T T CTGATAGTAGGAAT TAGT 

>GBCA0009 |Acc|AJ560716|Ver|AJ560716.1 GI : 30519781 | Canis familiaris mRNA for putative' 
secreted frizzled related protein 2 (sfrp2 gene) . 

ATTCGGCACGAGGATGCCGCGGGGCCCCGGCTCGCTGCTGCTGCTCGTCCTAGCGTCGCACTGCTGCTTG 
GGCTCGGCGCGCGGGCTCTTCTTCGGCCAGCCCGACTTCTCCTACAAGCGCAGCAACTGCAAGCCCATCC 
CGGCCAACCTGCAGCTGTGCCACGGCATCGAGTACCAGAACATGCGGCTGCCCAACCTGCTGGGCCACGA 
GACCATGAAGGAGGTGCTGGAGCAGGCGGGCGCCTGGATCCCGCTGGTCATGAAGCAGTGCCACCCGGAC 
ACCAAGAAGTTCCTCTGCTCGCTCTTCGCCCCCGTGTGCCTCGACGACCTGGACGAGACCATCCAGCCGT 
GCCACTCTCTCTGCGTGCAGGTGAAGGACCGCTGCGCCCCGGTCATGTCGGCCTTCGGCTTCCCCTGGCC 
GGACATGCTCGAGTGCGACCGATTCCCCCAGGACAACGACCTCTGCATACCCCTCGCTAGCAGCGACCAT 
CTCCTGCCGGCCACCGAGGAAGCTCCAAAGGTATGCGAAGCCTGCAAAAATAAAAATGAGGATGACAACG 
ACATAATGGAAACTCTTTGTAAAAATGATTTTGCACTGAAAATAAAAGTGAAGGAGATAACCTACATCAA 
CAGAGATACCAAAATCATCCTGGAGACCAAGAGCAAGACCATTTACAAGCTGAACGGTGTGTCTGAAAGG 
GACCTGAAGAAATCCGTGCTGTGGCTGAAAGACAGCCTGCAGTGCACCTGCGAGGAGATGAATGACATCA 
ACGCGCCTTATCTGGTCATGGGACAGAAACTAGGTGGGGAGCTGGTGATCACCTCAGTGAAGCGGTGGCA 
AAAGGGGCAGAGAGAGTTCAAGCGCATCTCCCGAAGCATCCGCAAGTTGCAGTGCTAGTTTGCCCCCCCC 
TCCCCAGGCCGCCTCCAGAGCCAGGCTGACCACTTCCGCTCTGGGTCCCCAGCTCTCATCCCCCCAAGCA 
CAGGCCCTTGCAGCTCTGGCCCCAGCCTGGAGCAGCTTCCCTTGCCTTTTGCACGTTTGCACCCTGGCAT 
CTCCTGAATTATAAGGCCTTAGGAAGCTTCAGGAGTGGATACTGTTTTAAACATACGGGAGGAACCCACC 
CAGATCTTGTAGAAATGTTCAAACTAATAAAATCATGGAATATTTTTACGGAAGTTTTTAAATAGCTCAA 
CTTTAGTTTTGAATAGGTACAGCTGTGACTTGGGTCTGACTTTCCTTCTTTCTGTTTGGTTTGGGCCAAC 
TGATTTTCAATTTCGTGGTAAGGTTGCCGTAACGTGCAAATGGCTTCATTTTTCGATGTGGCCCAAAATG 
TGGTGGGTCACAATCCTTCGTTGAGATAAAGCTGGCTGTTATTCGACGTTTCTCAGCTCCAGCCTGAGAC 
TTCAGAGCCTAAGTCTTATAATAATTCACCTGTCATTTTATGCCCCCGTTGGGAACTTACAACAGTAGCA 
GCATGTACTGATTTCCGGGTAGAGTACTTCCATTTATCAAAAGCACATTAACCACCATAGCATGATTCTT 
C GAAT AAAGG GCAAAACAG AT T T T AT AAT T GAG C T GAGT AC T T T AAGC TT T T G T T T7VAAAC AT T T T T TAG 
TTAATTTTGCAAATTAAACCATTGTAGCTTACCTGTAATATACATAGTAGTTGACCTTAAAAAGTTGTAA 
AAATATTGCTTTAACCAACACTGTAAATATTTCAGATAAGCATTATATTCTTGTATATAAACTTTGCTTC 
CTGTTTTAAA 

>GBCA0010 |Acc|AY240952|Ver|AY240952.1 GI : 30421061 | Canis familiaris microphthalmia- 

associated transcription factor (MITF) mRNA, complete cds . 

GGTGGTGTCTCGGGATACCTTGTTTATAGTGCCTTCTCTATGCCAGTCAGTCTTCGAATCGGAATTACAG 

AAAGTAGAGAGAGTGAATAGTCTACCGTTTCTCATTGGATTGGGGCCACCTAAAACGTTGTTATGCTGGA 

AATGCTAGAATATAATCACTATCAGGTGCAGACCCACCTCGAAAACCCCACCAAGTACCACATACAGCAA 

GCCCAAAGGCAGCAGGTAAAGCAGTACCTTTCTACCACTTTAGCAAATAAACATGCCAACCAAGTCCTGA 

GCTTGCCATGTCCAAACCAGCCTGGCGATCATGTCATGCCACCAGTGCCGGGGAGCAGCGCACCCAACAG 

CCCCATGGCTATGCTCACACTTAACTCCAACTGTGAAAAAGAGGGATTTTATAAGTTTGAAGAGCAAAAC 

AGGGCGGAAAGTGAATGCCCAACCATGAACACGCATTCACGAGCATCGTGCATGCAGATGGATGATGTAA 

TTGATGACATCATTAGCCTAGAATCAAGTTATAATGAAGAAATCCTGGGATTGATGGATCCTGCTTTGCA 

AATGGCAAATACGTTACCTGTCTCTGGAAATCTGATTGATCTTTATGGCAACCAAGGCCTGCCTCCCCCA 

GGCCTCACCATCAGCAACTCCTGTCCAGCCAACCTTCCCAACATAAAAAGGGAGCTCACAGCGTGTATTT 

TTCCCACAGAATC T GAAGCGAGAGCAT TGGCCAAAGAGAGGCAAAAAAAGGACAATCACAACT T GAT T GA 

AC G AAG AC G AC GAT T T AAC AT AAAT G AC C GC AT T AAAG AAC TAG G T AC T T T GAT T CC C AAG T C AAAT GAT 

•CCAGACATGCGTTGGAACAAGGGAACCATCTTAAAAGCATCTGTGGACTATATCCGAAAGTTGCAACGAG 

AACAGCAACGTGCAAAAGAACTTGAAAATCGACAGAAGAAATTGGAGCACGCCAACCGGCATTTGTTGCT 

CAGAATACAGGAACTTGAAATGCAGGCTCGAGCTCATGGACTTTCACTTATTCCATCCACGGGCCTCTGC 

TCTCCAGACTTGGTGAATCGGATCATCAAGCAGGAACCCACTCTTGAGAACTGCAACCAAGACCTCCTTC 

AGCATCATGCAGACCTACCTTGTACGACGACGCTTGATCTCACAGATGGCAGCATCACCTTC2\ACAACAA 

CCTTGGAGCCGGGACCGAGAGTAGCCAAGCCTATAGCGTCCCCACGAAAATGGGATCCAAACTGGAAGAC 

ATCCTGATGGATGACACTCTTTCTCCCGTTGGTGTAACTGACCCACTCCTTTCA.TCAGTGTCCCCTGGAG 

CTTCCAAAACAAGCAGCCGAAGGAGCAGCATGAGCATGGAAGAAACCGATCATGCTTGTTAGCAGGCCCT 

CCCTGCTCTGCGCTTTCAAAAACTGCTTCCTTTCTTGATTCGTAGGTTTCATAATTTACCTGAAGGGGTT 

TTCTTGATAATTTTCCTTTAATATGAAATTTTTTTTCATGCTTTACCAATAGCCCAGGATATATTTTATT 
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T T TAGAAT T T T GTGAAACAGACT TGTATAT T CTAT T T T ACAACTACAAAT 

>GBCAO011 !Acc|AF454670|Ver jAF454670.1 GI : 2008 67 65 | Canis familiaris pregnane X recep 
(PXR) mRNA, partial cds . 

GGCATGAAGAAGGAGATGATCATGTCCGACGCGGCTGTGGAGCAGAGGCGGGCTCTGATCCGGAGGAAAA 
AGCGAGAACGGATGGGCGCGTCGCCGCTGGGAGCCAAGGGGCTGAGTGAGGAGCAGCAGACGATGATCCG 
AGAGCTGATGGATGCCCAGATGAAAACCTTTGACACCACCTTCTCCAACTTCAAGGATTTCCGGCTGCCG 
GCCGCGTGCAGCAGCGGGCGCGAGGTCCCAGGAGCGGCGCACACTCCAGTGGGGGAGGAAGCTGCCAAGT 
G6AGCCAGGTCAGGGAGGATCTGTGCTCGCTGAAGGTGTGCCTGCGGCT6CGCGGG6AGGACGGCAGCGT 
CCAGAACTACACACCCCAGGCCGACCGCAGCGGCGCCGAGATCTTTTCCCTGCTGCCCCACATGGCTGAC 
ATGTCCACCTACATGTTCAAAGGCGTCATCAACTTTGCCAAAGTCATCTCCCACTTCAGGGAATTGCCCA 
TCGAGGACCAGATCTCGCTGCTAAAGGGGGCCACCTTCGAGGTGTGCCAGCTGAGGTTCAACACGGTGTT 
CAACGCAGAGACCGGAACCTGGGAGTGTGGCCGGCTGTCCTACTGCCTGGAAGACCCTGCAGGCGGCTTC 
CAGCAGCTTCTCCTGGAGCCAGTGCTGAAGTTCCACTACAGGCTGAAGAGGCTGCAGCTGCATAAGGAGG 
AGTATGTGCTGATGCAGGCCATCTCTCTTTTCTCCCCAGACCGCCCAGGTGTGGTGCAGCGCAGCGTGGT 
GGACCAGCTGCAGGAGAGATTTGCCATCGCCCTGAAGGCCTACATCGAGTGCAATCGGCCGCAGCCTGCC 
CACCGGTTCCTGTTCCTGAAGATCATGGCCATGCTCACCGAGCTTCGCAGCATCAATGCCCAGCACACCC 
AGAAGCTGCTGCGCATCCAGGACATACACCCCTTCGCCAGCCCCCTCATGCAGGAGCTGTTCAGCATCAC 
GGACGGCTGA 

>GBCA0012 [Acc|AF160250|Ver|AF160250.1 GI : 53 60187 | Canis familiaris thyrotropin alpha 
subunit mRNA, complete cds. 

CCCAAGCTTATGGATTGCTACAGAAAATATGCGGCTGTCATTCTGGCCGCATTGTCTGTGTTTCTGCATA 
TTCTCCATTCCTTTCCTGATGGAGAGTTTACAATGCAGGGTTGCCCAGAATGCAAGCTAAAGGAAAACAA 
ATACTTCTCCAAGTTGGGTGCCCCAATTTATCAATGCATGGGCTGCTGCTTCTCCAGAGCATATCCCACT 
CCAGCAAGGTCCAAGAAGACAATGTTGGTCCCAAAGAACATCACCTCAGAAGCCACATGCTGTGTGGCCA 
AAGCTTTTACCAAGGCCACAGTGATGGGAAATGCCAAAGTGGAGAATCACACGGAGTGCCACTGCAGTAC 
T TGT TAT TAT CACAAATCT TAAATAT T T TGCAAAGAGCACGTT GATGAT TGC TGATT T CCT GGAATGAAA 
ATTAATTTTTTCAGTGTTTATGGCTTTGTGAGATAAAACCCTCCTTTAAGCTTGGG 

>GBCA0013 |Acc|AY266681|Ver|AY266681.1 GI: 30385607 | Canis familiaris heart myotrophin 
mRNA, complete cds, 

CAGTGATGTGCNACAAGGAGTTCATGTGGGCCCTGAAAAACGGAGACTTGGACGAGGTGAAAGACTACGT 
GGCCAAGGGAGAAGATGTCAACCGGACACTAGAAGGTGGAAGAAAGCCTCTTCATTATGCAGCAGACTGT 
GGGCAGCTTGAAATCCTGGAATTTCTGCTGCTGAAAGGAGCAGATATTAATGCTCCAGATAAACATCATA 
TTACCCCTCTTCTGTCTGCTGTCTATGAAGGTCATGTCTCCTGTGTGAAATTGCTCCTGTCAAAGGGTGC 
TGATAAGACCGTGAAAGGTCCAGATGGACTAACTGCCTTTGAAGCCACTGACAACCAGGCAATCAAAGCT 
CTTC TTCAGT-GATGGATGGAT GGACT GATAACT 

>GBCA0014 |Acc|AY156692|Ver|AY156692.1 GI : 274 97537 | Canis familiaris cathepsin S 
preproprotein (CTSS) mRNA, complete cds. 

ATTATTAGTATGGGAGCACCTGCAGGTTCTTTCATGAAATGGCTAGTTGGGCTGCTTCCGTTGTGCTCCT 
ATGCAGTGGCACAAGTACATAAAGATCCCACTCTGGATCATCACTGGAATCTCTGGAAGAAAACCTACAG 
CAAACAATACAAGGAAGAGAATGAGGAAGTAGCACGGCGTCTCATCTGGGAAAAAAATCTAAAATTTGTG 
ATGCTTCACAATCTGGAACACTCAATGGGAATGCATTCATATGATCTAGGCATGAACCATCTGGGAGACA 
TGACTGGTGAAGAAGTGATATCTTTGATGGGTTCCCTGAGAGTTCCCAGCCAATGGCAGAGAAATGTCAC 
TTATAGGTCAAACTCTAATCAGAAATTGCCTGATTCTGTGGACTGGAGAGAGAAGGGCTGTGTTACTGAA 
GTGAAATACCAGGGTTCTTGTGGTGCTTGTTGGGCTTTCAGCGCTGTGGGGGCCCTGGAAGCACAACTGA 
AGCTAAAAACAGGAAAGCTGGTGTCTCTGAGTGCACAGAACTTGGTAGATTGCTCAACTGAAAAATATGG 
GAATAAAGGCTGCAATGGCGGTTTCATGACAACTGCTTTCCAGTATATTATTGATAACAACGGCATTGAT 
TCAGAAGCTTCCTATCCCTACAAAGCCATGAATGGAAAGTGCAGATATGACTCAAAAAAGCGAGCTGCCA 
CATGTTCAAAGTATACTGAACTTCCCTTTGGCAGTGAAGATGCCTTAAAAGAAGCTGTGGCCAATAAAGG 
ACCTGTGTCTGTGGCTATAGATGCGAGCCACTATTCTTTCTTCCTGTACAGAAGTGGTGTCTACTATGAA 
CCATCCTGTACTCAGAATGTGAATCATGGAGTATTAGTGGTTGGCTATGGTAACCTTAATGGGAAAGACT 
ACTGGCTTGTGAAAAACAGCTGGGGCCTCAACTTTGGTGACCAAGGATATATTCGGATGGCAAGAAACAG 
TGGAAATCACTGTGGGATTGCTAGTTATCCCTCTTACCCAGAAATCTAGACCTCTTCATTTTATAACAAG 
TCCAAAAAATTGAAACACTTTCTCTTAATTTAATTTTACCTGCTATAATAGTAAAAATAAATGTGTCATG 
ACCAT 

>GBCA0015 lAcc|AY264844!Ver|AY264844.1 GI : 30267902 | Canis familiaris trefoil factor 3 
mRNA, complete cds. 

AACGATCTCTGAGCGGTCGGGTCCCCAGAGCCCACCCGTGACCATGGAGGCCAGAGTGCTCTGGCTGCTG 
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GTGGTGGTCCTGGTCCTGGGGTCCTCCAGCTTGGCAGTGGCTTACCAGGGCCTGGCGACGAACCTGTGCG 
AGGTGCCGCCCAAGGACAGGGTGGACTGCGGCTACCCTGAGATCACCTCCGAGCAGTGCGTCAATCGGGG 
CTGCTGCTTCGACTCCAGCATCCACGGGGTGCCCTGGTGCTTCAAGCCGTTGCAGGACACAGAATGCAGA 
TTTTGAAGCAACGCCCTCGACCCCGGACACCCTGGGAAGC 

>GBCA0016 |Acc|AY264843|Ver|AY264843.1 GI : 30267 900 | Canis familiaris trefoil factor 2 
mRNA, complete cds . 

GCATGGGACATGGGACCTCGAGGCCTCCAGCTGCTGGCGGTGCTCCTCGCCCTGGGGCTGTGTGCCCCGG 
CGGGGGCCCAGAAACCTTCCGCCTGCCAGTGCTCGCGGATCGAGGCCTCCCACAGGAAGAACTGTGGCTT 
CCCGGGCATCAGCGCCTCCGAGTGCTTCAACACGGGCTGCTGCTTCGACTCCAGAGTCCCCAACGTCCCC 
TGGTGTTTCCATCCCCTCCCGAAGCAAGAGTCGGAGCAGTGTGTCATGGAAGTGGCGGCCCGCAAGAACT 
GTGGGTACCCGGGCATCAGCCCCCAGGAGTGTGCGTCTCGCAACTGCTGCTTCTCCGACACCATCCGCAA 
CGTGCCCTGGTGCTTCTTCCCAATCCTCAATCAAGATTGTCATTATTAAGAGGAGTCCCTTCGGAGAACC 
CACCAGCCTCCCTGGGTGTTTGGAAAT 

>GBCA0017 |Acc|AY258287[Ver|AY258287.1 GI : 30144 608 | Canis ' familiaris trefoil factor 1 
mRNA, complete cds . 

CCCCTGGAGCAGAGAGGACGCTCACGCCACCATGGAGCACAGGGTGATCTACGTCCTAGTGTTGGTCTGT 
GCACTGACCCTCAGCTCCCTGGCCCAGGGCCAGCAGGAGACGTGCACGGTGGCCCCTCACCACAGAGACA 
ACTGCGGCTCTCCGGGCATCACGCCTTCCCAGTGTAAGGACAAGGGCTGCTGTTTCGACAACACAGTTCG 
TGGGGTCCCGTGGTGCTACTACCCTGTGGCCGTGGACAACCCTCCCGAAGAGGAGTGTCCCTTCTAGATG 
CCTGCGGCAGAGCATCGCCAGGAGCTG 

>GBCA0018 |Acc|U91844|Ver|U91844.2 GI : 1030534 0 | Canis familiaris glucose-6-phosphatase 
mRNA, complete cds . 

ATCGCCAAGTCTGTAATAGCTGCAAAGGCTCAGCTGTAGGCTGCCTGAGGAGCCAGGGAGTAAGGATGGA 

GAAAGGAATGGATGTGCTCCATGACTTTGGAATCCAGTCAACGCACTACCTCCAGGTGAATTACCAGGAC 

TCTCAGGATTGGTTCATCTTGGTGTCCGTGATTGCAGACCTCAGGAATGCCTTCTATGTCCTCTTTCCCA 

TCTGGTTCCATCTGCGTGAAGCTGTGGGCATCAAACTTCTCTGGGTAGCTGTGATTGGAGACTGGCTCAA 

CCTCGTCTTTAAATGGATTCTGTTTGGACAGCGTCCATACTGGTGGGTCATGGACACCGACTACTATAGC 

AACACCTCTGTGCCACTGATAAAGCAATTTCCAGTTACCTGTGAAACTGGACCAGGGAGTCCCTCTGGTC 

ATGCCATGGGTACAGCAGGTGTATACTACGTGATGGTCACATCTACCCTTTCTATCTTTCGGGGGAGAAA 

AAGGCCAACCTACAGATTTCGGTGCTTGAATATCCTTCTGTGGTTGGGATTCTGGGCTGTGCAGCTGAAC 

GTCTGTCTGTCCCGAATCTACCTTGCTGCTCATTTCCCCCATCAGGTTGTTGCTGGAGTCCTGTCAGGCA 

TTGCTGTTGCTGAAACTTTCCGCCACATCCAGAGCATCTACAATGCCAGCCTCAAGAAATATTTTCTCAT 

TACTTTCTTCCTGTTCAGTTTTGCCATTGGATTTTACCTGCTGCTCAAGGGGCTGGGTGTGGACCTCCTG 

TGGACACTGGAAAAAGCCAGGAGATGGTGTGAGCGGCCGGAATGGGTTCACATTGACACCACACCCTTTG 

CCAGCCTTCTCAAGAACGTGGGGACCCTCTTTGGCCTGGGGGTGACTCTCAACTCCAGCATGTACAGGGA 

AAGCTGCAAGGGCAAGCTTAGCAAGTGGTTCCCATTCCGCCTCAGCTGCATTGTGGTGTCTCTCATCCTC 

CTGCACCTCTTTGACTCTTTGAAACCCCCATCCCAAACTGAGCTGATCTTCTACACCTTGTCCTTCTGCA 

AGAGTGCAGCAGTGCCCCTGGCATCTGTCAGCCTCATCCCCTACTGCCTTGCCCGGGTCTTCGACCAGCC • 

AGACAAGAAGTCTTTGTAATCTTTGTAAGGCATGTGGAGTCTTCAGTATCAAGCCAATGACTGTGCCAAT 

CATCGAGGTGGCTGGGGTCTTGTGCCAGCCCATTTTGAGGCCAGAGGTGCTAGAGTCAGCTCAGGTAACC 

CCTTCCTCCTTTGCAATTCTAATTGTATTGGGTGGGGTGTTTGTTTTTTTGTGTTTTTTTGTTTTTGTTT 

TGTTTTGGTTTGGTTTTTTTGGTTTTTTTTTAAAGCTAATAAGGCTAGTTGAGAAAGTCTTATCTGTTAG 

TTGGGGTGTTCTGGATTTTTTTTTTCCCCTGAAAACTTACTTGCTCTTCTTTTAGATACACAAAAGCAAG 

GCTTCCAGGTAGGGCCAGCTCACAATCCCAGGCTGGGGATCTCAGCTGCAGGATTTTCTACCTGTCCCAT 

CCTTACAAGAAAAGGGAAAGGAGCAGTGGCATTTGATAGAGAAGAAGAATGGATTAAGGAAAGACTTCTT 

CGTATCCTGCATATCATGCAAATTCATGTTACACAAAATCTAAATCGCTTTGATTATATTTGAATTTTTA 

GGTAAGGAACTCTCAATAGTGGGGGACCAACTTAAAGCATAACTAATAGGTAGTTAATGGGGTAATTCTG 

CTTCTTCTATGTTTCTACTATGTATTCAGTGACCTAGATTTGTGCTGGGTCAGAGCATTCAGATATAGTC 

AGCTTCTCTATCACACTACATCTTCCTCCTTGTCAGCCTAGCTCAGCTTTCCCTAGAACTTTCCACTGCT 

CTACATCGTGCTGACACAGAGATGCCTAAAGGCAGCTCTAGGGTAGTGCTTTTGTATGGTTTAGTCAAGC 

TCTGAAATCTTGGGCAAAAAGGTGAGGAGAGGGCAAGGAGAGGAAAGGATTCCTCTCTCCAGAAGGTCAC 

TCCAATGTTACTTTTGATTCCTAGAGGGTAAATATGACTCCTTTTTCTATCCCAAGCCAACCAAGAGTGC 

TCTTGGAGGAAAAGCCAGCTCTTCCTTGCCTGTTGTCAAGTCTCAGCTGATTTGCAGAATATGTCTTTTA 

AAAATGTTTAAGCCTATTTATTTGAGAGTCCTTGTTTTTGCTACTAATTATATAGTTCATCATATATTAC 

CAT T CACACCAACCATCGT GGT CATAACATCT T TGAAAAGAAAAATATATAT GCGCAGTAT TT TAT TAAA 

AC AAC AT T T TAT T T 

>GBCA0019 jAcc|AJ555547 | Ver | AJ555547 . 1 GI : 29691679 | Canis familiaris mRNA for voltage- 
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gated sodium channel alpha subunit (scn5A gene) . 

AGAAGATGGCAGACTTCCTGTTACCTCGGGGCACCAGCAGCTTCCGCAGGTTCACCCGGGAGTCCCTGGC 
GGCCATCGAGAAGCGCATGGCAGAGAAGCAAGCCCGAGGCTCGGCCGCCTCGCAGGAGAGCCGGGAAGGG 
CTGCCCGAAGAGGAGGCTCCCCGGCCCCAGCTGGACCTGCAGGCCTCCAAAAAGCTGCCAGATCTCTATG 
GCAACCCGCCCCGAGAGCTCATCGGGGAGCCCCTGGAGGACCTGGACCCCTTCTATAGCACCCAAAAGAC 
CTTCATCGTGCTGAATAAAGGCAAGACCATATTCCGCTTCAGTGCCACCAATGCCTTGTATGTCCTCAGT 
CCCTTCCACCCTGTCCGGAGAGCGGCCGTGAAGATTCTGGTTCATTCGCTATTCAGTATGCTCATCATGT 
GCACCATCCTGACCAACTGCGTGTTCATGGCCCAGCACGACCCTCCACCCTGGACCAAGTATGTCGAGTA 
CACCTTCACTGCCATTTACACCTTTGAGTCTCTGGTCAAGATTCTGGCTCGAGGCTTCTGCCTGCATGCG 
TTCACCTTCCTCCGGGACCCATGGAATTGGCTAGACTTCAGTGTGATAGTCATGGCATACACAACAGAAT 
TTGTGGACCTGGGCAATGTGTCAGCCTTACGTACCTTCCGAGTCCTCCGGGCCCTGAAAACTATATCAGT 
CATTTCAGGTCTGAAGACCATCGTGGGGGCTCTGATCCAGTCTGTGAAGAAGCTGGCCGACGTGATGGTC 
CTCACCGTCTTCTGTCTCAGTGTCTTTGCCCTCATCGGCCTGCAGCTCTTTATGGGTAACCTGAGACACA 
AGTGTGTTCGCAACTTCACGGCGCTCAACGACACCAACGGCTCTGTGGAGGCTGACGGCCTGGTCTGGGA 
GTCACTGGACCACTACCTCAGCGACTCAGGAAACTACTTGCTGAAGAATGGCACCTCCGATGTGTTACTG 
TGTGGGAACAGTTCTGATGCCGGGACATGTCCCGAGGGTTACCGGTGCCTAAAGGCAGGGGAGAACCCTG 
ACCACGGCTACACCAGCTTTGACTCCTTTGCCTGGGCCTTCCTTGCGCTCTTCCGCCTAATGACACAGGA 
CTGCTGGGAGCGCCTCTACCAGCAGACCCTGAGGTCTGCAGGGAAGATCTATATGATCTTCTTCATGCTT 
GTCATCTTCCTGGGCTCCTTCTACCTGGTGAACCTGATCCTGGCTGTGGTTGCCATGGCCTACGAGGAAC 
AAAACCAAGCCACCATTGCTGAGACAGAGGAGAAGGAAAAGCGCTTCCAGGAGGCCATGGAGATGCTCAA 
GAAAGAGCATGAGGCCCTCACCATCAGGGGTGTGGACACTGTGTCCCGCAGCTCCTTGGAGATGTCCCCT 
TTGGCCCCAGTAACCACACATGAGAGAAGAAGCAAGAGGAGAAAACGAATGTCTTCGGGGACAGAGGAGT 
GTGGGGATGACAGGTTCCCCAAGTCCGACTCGGAGGATGGTCCCAGAGCAATGAATCGCCTGAGCAGCAC 
ACATGGCCTCAGCAGGACCTCCGTGAAGCCACGCTCCAGCCGTGGGAGCATCTTCACCTTTCGCAGGCGA 
GACCTGGGCTCCGAGACAGATTTTGCAGATGATGAAAACAGTACAGCGGGAGACAGCGAGAGCCACCGCA 
CGTCCCTACTGGTGCCCTGGCCTCTGCGCCAGCCTAGTGCCCAGGGACAGCTCAGTCCAGGGACCTCGGC 
TCCCGCCCTCAATGGTAAAAGGAACAGCACCGTGGACTGCAACGGGGTGGTCTCCTTGCTGGGGGCAGGT 
GATCTGGAGGCCACCTCCCCAGGAAGCCACCTCCTCCGTCCTGTGATACTGGATCGCCCCCCAGACACGA 
CCACACCGTCGGAGGAGCCAGGCAGGCCCCAGATGCTGACCCCACAGGCTCCATGTGTGGATGGCTTCGA 
GGAGCCAGGAGAGCGACAGCGGGCCCTCAGCGCAGTCAGCGTCCTCACCAGTGCACTGGAAGAGTTGGAA 
GAGTCTCACCGCAAGTGTCCACCATGCTGGAACCGCTTCGCCCAGCGCTACCTGATCTGGGAGTGCTGCC 
CGCTGTGGATGTCCATCAAGCAGAGAGTGAAGTTCATGGTCATGGACCCGTTCGCCGACCTCACCATCAC 
CATGTGCATCGTGCTTAACACGCTCTTCATGGCACTGGAGCACTACAACATGACAGCTGAGTTTGAGGAG 
ATGCTGCAGGTCGGAAACCTGGTCTTCACAGGGATCTTCACCGCAGAGATGACTTTCAAGATCATCGCTC 
TGGACCCCTACTACTACTTCCAGCAGGGCTGGAACATCTTTGACAGCATCATTGTCATCCTGAGCCTCAT 
GGAGCTGGGCCTGTCCCGCATGGGCAACCTCTCAGTGCTGCGCTCCTTCCGCCTGCTGCGGGTCTTCAAG 
TTGGCCAAATCCTGGCCCACCCTGAACACGCTCATCAAGATCATCGGAAACTCAGTGGGGGCGCTGGGGA 
ACCTGACGCTGGTGCTGGCCATCATCGTGTTCATCTTCGCTGTGGTGGGCATGCAGCTCTTTGGGAAGAA 
CTACTCAGAACAGAGGCACCGCATCAGTGACTCGGGCCTGCTGCCCCGCTGGCACATGATGGACTTCTTC 
CATGCCTTTCTCATCATCTTTCGCATCCTCTGTGGGGAGTGGATCGAGACCATGTGGGACTGCATGGAGG 
TGTCTGGGCAGTCACTGTGCCTGCTCGTCTTCTTGCTTGTTATGGTCATTGGCAACCTTGTGGTCTTGAA 
CCTCTTCCTGGCTTTGCTGCTCAGCTCCTTCAGTGCAGACAACCTCACAGCCCCTGACGACGACGGGGAG 
ATGAACAACCTCCAGCTGGCCCTGGCACGCATCCAGCGTGGCCTGCGCTTCCTCAAGCGGACCACCTGGG 
ACTTCTGCTGTGGACTCCTACAGCGGCCTCCAAAGCCTACGGCCCTCGCTGCCCATGGCCAGCTGCCCGG 
CTGCATGGCCACATCCAGCTCCCCACCACCCCCGGAGTCACAGAAGGTGCCTCCTGCCCGTAAGGAGACA 
CGATTTGAGGAAGACAAGCAGCCAGGCCAGGGCACCCCTGGGGATACAGAA.CCTGTGTGTGTGCCCATTG 
CCATGGCTGAGTCAGACACGGACGACCAAGAGGAGGATGAAGAGAATAGCCTGGGCACAGAGGAAGAGTC 
CAGCAAGCAGCAGGAATCCCAGCCTGTTTCCGGCAGCCCAGAGGCCGTCCCAGAGCGGGGGGCCTGGAGC 
CAGGTGTCAGAGACTGCCTCCTCCGAGGCCAGTGTGGCTCAGGCAGACTGGCGGCAGCAGCGGAAGGTGG 
AGCCCCCGGCCCCAGGGTGCAGTGAGGCTCCCGAGGACAGTTACTCGGAGGGGAGCACAGCAGACATGAC 
CAACACAGCAGACCTCCTGGAGCAGATCCCTGACCTGGGTGAGGATGTCAAGGATCCAGAGGACTGCTTC 
ACTGAAGGCTGTGTCCGGCGCTGTCCTTGCTGCGCCGTGGATACCACACAGGCCCCAGGGAAGGTCTGGT 
GGCGACTGCGCAAGACCTGCTACCGCATCGTGGAGCACAGCTGGTTTGAGACGTTCATCATCTTCATGAT 
CCTGCTCAGCAGTGGAGCACTGGCCTTCGAGGACATCTACCTAGAGGAGCGGAAGACCATCAAGGTTCTG 
CTCGAGTATGGCGACAAGATGTTCACCTACATCTTCGTGCTGGAGATGCTGCTCAAGTGGGTGGCCTACG 
GCTTTAAGAAGTACTTCACCAATGCCTGGTGCTGGCTGGACTTCCTCATCGTGGATGTCTCACTGATCAG 
CCTCGTAGCCAACACCCTGGGCTTTGCCGAGATGGGCCCCATCAAATCCCTGCGGACACTGCGTGCGCTC 
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CGACCCCTGCGAGCCCTGTCACGATTTGAGGGCATGAGGGTTGTGGTCAATGCCCTGGTGGGCGCCATCC 
CATCCATCATGAATGTCCTCCTCGTCTGCCTCATCTTCTGGCTCATCTTCAGCATCATGGGTGTGAACAT 
GTTTGCGGGGAAGTTTGGGCGATGCATCAACCAGACTGAGGGAGACCTGCCTTTGAACTACACCGTTGTG 
AACAATAAGAGTGACTGTGAGTCTTTCAACGTGACCGGCGAACTGTACTGGACCAAGGTGAAAGTCAACT 
TTGACAACGTGGGCGCCGGGTACCTAGCTCTTCTGCAGGTGGCAACATTTAAAGGCTGGATGGACATTAT 
GTACGCAGCTGTGGACTCCAGGGGGTTTGAAGAGCAGCCCCAGTGGGAATATAACCTCTACATGTACATC 
TACTTCGTCATTTTCATCATCTTCGGGTCTTTCTTCACCCTGAACCTTTTCATCGGTGTCATCA'rCGACA 
ACTTCAACCAACAGAAGAAAAAGTTAGGGGGCCAGGACATCTTCATGACAGAAGAGCAGAAGAAGTATTA 
CAACGC C AT G AAAAAGC T G GG C T C C AAG AAGC C C C AGAAG C C CAT CC C TCGGCCTCT G AAC AAG T AC C AG 
GGTTTCCTATTCGACATTGTGACTAAGCAGGCCTTCGACGTCACCATCATGTTTCTCATCTGCTTGAACA 
TGGTGACCATGATGGTAGAGACAGATGACCAGAGTCCCGAGAAGGTCAACATCTTGGCCAAGATCAACCT 
GCTCTTTGTAGCCATATTCACAGGCGAGTGTATCATCAAGATGGCTGCCCTGCGCCACTATTACTTCACC 
AACAGCTGGAACATCTTCGACTTTGTGGTTGTCATCCTCTCCATCGTGGGTACCGTGCTCTCAGACATCA 
TCCAGAAGTACTTCTTCTCCCCAACGCTCTTCCGAGTCATCCGCCTGGCCCGAATCGGCCGCATCCTCAG 
GCTGATTCGAGGTGCCAAGGGGATCCGCACACTGCTCTTTGCCCTCATGATGTCCCTGCCTGCCCTCTTC 
AACATCGGCCTGCTGCTCTTCCTCGTCATGTTCATCTACTCCATCTTCGGCATGGCTAACTTCGCTTATG 
TCAAGTGGGAGGCCGGCATCGATGACATGTTCAACTTCCAGACCTTCGCCAACAGCATGCTGTGCCTCTT 
CCAGATCACCACGTCGGCTGGCTGGGATGGCCTCCTCAGCCCCATCCTCAACACGGGGCCCCCTTACTGT 
GACCCCAATCTACCCAACAGCAATGGCTCCCGGGGGAACTGTGGGAGCCCGGCTGTGGGCATCCTCTTCT 
TCACCACGTACATCATCATCTCCTTCCTCATCGTGGTCAACATGTACATCGCCATCATCCTCGAGAACTT 
CAGCGTGGCCACAGAGGAGAGCACCGAGCCCCTGAGCGAGGACGACTTCGACATGTTCTATGAGATCTGG 
GAGAAGTTCGACCCGGAGGCCACCCAGTTCATCGAGTACTCGGCCCTGTCCGACTTCGCCGACGCCCTGT 
CCGAGCCGCTGCGCATCGCCAAACCCAACCAGATAAGCCTCATCAATATGGACCTGCCCATGGTGAGCGG 
GGACCGGATCCACTGCATGGACATCCTCTTTGCCTTCACCAAGAGGGTGCTGGGCGAGTCTGGGGAGATG 
GACGCCCTGAAGATCCAGATGGAGGAGAAGTTCATGGCGGCCAACCCGTCCAAGATCTCGTACGAGCCCA 
TCACCACCACGCTGCGGCGCAAGCACGAGGAGGTGTCGGCCACCGTCATCCAGCGCGCCTTCCGGAGGCA 
CCTGCTGCAGCGCTCCGTGAAGCACGCGTCCTTCCTGTACCGCCAGCAGGCCGGCGGCGCGCGGTCCGGA 
GAGCGGGCCCCGGAGCGGGAGGGCCTCATCGCCTACACGATGGCCGAGAACTTCTCCCGGCGCCTTGGCC 
CGCCCTCCAGCTCCTCCATTTCCTCCACGTCCTCCCCCCCCTCGTACGACAGCGTCACCAGGGCCACCAG 
CGATAACCCGCAGGTGCGGGCGTCCGACTACAGCCGCAGCGAGGACCTCGCCGACCTGCCCCCGTCCCCA 
GACAGGGACCGCGAGTCTATCGTGTGAGCCTCAGCCCGGCTGGCCAGGAGGCACCGGGAGGCGGCCTGTC 
GCATCGGAGCAAATGTGACCGCAGCCACAAGCCGGCATCTGCTGGGCCTTCCTTGGGCTCCGGGCGTGAG 
AGCTGGGCCTGGGCCCCGCGGGTCAATGAGGCTGAGTCCTGCGGCACCCCCGTGGATGGCCACAAGCAGG 
TGGCCGGGCTGACCGTTCTGGGTGGCCTGTCACCGGAGGCCCTACACACACCAGTGGCGGGGCTGCTCAG 
GCCACACCCGGGGGCCTTGAAAAGCCACAGCACCCCAGCTGCCGAGGAGAACTACAAAACTGAGACTGTA 
GATGTTGTGAATGGGCTTTCATAA 

>GBCA0020 |Acc|AF494096l Ver [AF494096.1 GI : 2 956878 6 | Canis familiaris tight junction- 
associated guanine nucleotide exchange factor isoform A {GEF-Hl/Lf c) mRNA, complete cds . 
ATGTCTCGGATCGAGTCGCTCACGCGCGCGCGGACCGAGCGGAGCCGGGAGCTGGCGAGCAAGAATCGGG 
AAAAGGAGAAGATGAAGGAAGCCAAGGACGCCCGCTACACCAACGGGCACCTCTTTACCACCATCTCCGT 
CTCGGGCATGACCATGTGCTATGCCTGTAACAAGAGCATCACAGCCAAGGAAGCCCTTATCTGCCCAACC 
TGCAATGTGACTATCCACAACCGCTGTAAAGACACGCTCGCCAACTGTACCAAGGTCAAGCAGAAGCAAC 
AGAAGGCTGCTCTGCTGAAGAACAGCACTGCTTTGCAGTCTGTTTCCCTTCGCAGTAAGACCACCCCCCG 
GGAGCGGCCAAGCTCTGCCATCTACCCCTCTGACAGCTTCCGGCAGTCCCTGCTCGGCTCCCGCCGTGGC 
CGCTCCTCCTTGTCATTAGCCAAGAGTGTCTCCACCACCAACATTGCCGGCCACTTCAGTGACGAGTCAC 
CCCTGGGGCTGCGCCGAATCCTGTCCCAGTCCACAGACTCCCTCAACATGCGGAACCGAGCCCTATCCGT 
GGAGTCCCTCATTGACGAAGGTGCAGAAGTGATCTACAGTGAGCTCATGAGTGACTTTGAGACAGATGAG 
AGGGACTJT TGCAGCCGAC TCAT GGAGCT TGGCAGTAGACAGCAGCTTCCTGCAGCAGCAGAAGAAAGAGG 
TGATGAAGCAGCAGGATGTCATCTATGAGCTCATCCAGACGGAGCTGCACCATGTGCGGACGCTGAAGAT 
CATGACCCGCCTCTTCCGCACGGGGATGCTAGAGGAGCTGCAGCTGGAGCCCGGAGTGGTCCAGGGTCTG 
TTCCCCTGCGTGGATGAGCTCAGTGACATCCACACACGCTTCCTCAGCCAGCTCCTAGAACGCCGACGCC 
AAGCCCTGTGCCCTGGAAGCACCCGGAACTTCGTCATCCATCGCCTGGCAGACCTGCTCATCAGCCAGTT 
CTCAGGTCCCAGTGCGGAGCGGATGCGTAAGGCCTACTCAGAGTTCTGCAGCCGCCACACTAAGGCCTTA 
AAGCTTTACAAGGAGCTGTATGCCCGGGACAAAAGGTTCCAGCAGTTCATCCGGAAGGTGACCCGATCGG 
CTGTGTTGAAGCGTCATGGGGTGCAGGAGTGCATCCTGCTGGTGACCCAGCGCATCACCAAGTACCCGGT 
ACTCATCAACCGGATCCTACAGCATTCCCATGGGACCGACGAGGAGCGCCAGGACCTGACCACAGCACTG 
GGGCTGGTGAAGGAGCTCCTGTCCAATGTGGACCAGGACGTGCATGAGCTGGAGAAAGGAGCTCGCCTGC 
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AGGAGATCTACCACCGGATGGACCCTCGGGCCCAGGCCCCAGTGCCCAGCAAGGGCCCATTTGGCAGAGA 
GGAGCTTCTGCGGCGCAAGCTCATCCATGATGGTTGCCTGCTCTGGAAGACAGCGACAGGTCGCTTCAAA 
GATGTGCTCATGCTCCTGATGACAGACGTGCTGGTATTTCTCCAGGAGAAGGACCAGAAGTACATCTTTC 
CTGCCCTGGACAAGCCCTCAGTGGTATCACTGCAGAATCTGATTGTACGGGACATCGCCAACCAGGAGAA 
AGGGATGTTTCTGATCAGTGCGGCGCCCCCTGAGATGTATGAGGTCCACACCGCATCTCGGGATGACCGG 
AGCACCTGGGTCCGGGTCATTCAGCAGAGTGTGCGCGTATGCCCATCCAGAGAGGACTTCCCCCTGATTG 
AGACAGAGGACGAGGCTTACCTGCGCCGAATCAAGATGGAGCTGCAACAGAAAGACAAGGCGTTGGTGGA 
GTTGCTGCGAGAGAAGGTGGGACTGTTTGCCGAGATGACCCATTTCCAAGTGGAGGAGGACAGTGGCGGG 
GTGGCCCTGCCCGCCCTACCCAGGGGTCTTTTCCGCTCCGAGTCCTTGGAGTGCCCTCGTGGCGAGCGGC 
TGCTGCAGGATGCCATCCGTGAGGTGGAGGGCCTCAAAGACCTCCTGGTGGGGCCTGGAGTAGAGCTGCT 
CCTGACACCGCGGGATCCGGCCTTGCTTGTGGACCCAGACAGTGGCGGTAGCACGAGTCCTGGGGTCACA 
GCCAATGGTGAGGCCAGAAACTTCAATGGCTCCATTGAGCTCTGCAGAACGGACTCTGACTCCAGTCAGA 
AGGACCGCAATGGGAATCAGTTGAGAGCCCCCCAGGAGGAAGCATTACAGCGATTGGTCAATCTCTACGG 
ACTCCTCCATGGCCTCCAGGCGGCCGTGGCCCAGCAGGACACCCTGATGGAAGCCCGGTTCCCTGAGGGC 
CCTGAGCGGCGGGAGAAGCTGGCCAGAGCCAACTCCAGGGATGGAGAGGCTGGCCGAGTGGGGCCCGCCC 
CAGTGGCACCTGACAAGCAGGCCACCGAGCTGGCGCTCCTGCAGCGGCAACATGCTCTGCTGCAGGAGGA 
GCTGCGTCGCTGCCGGCGGCTGGGCGAGGAGCGCGCCACGGAGGCGGGCAACCTGGAGGCCCGGCTCCGC 
GAGAGTGAACAGGCCCGGGCCCTGCTGGAGAGGGAGGCGGAGGAGGCCCGCAGGCAGCTGGCCATCTTGG 
GGCAGAGTGAGCCGCCCCCGGCGGAGGCCCCCTGGGCCCGCAGGCCCTTGGACCCTCGGCGGCGCAGCCT 
CCCTGCAGGCGATGCTCTGTACCTGAGCTTCACGCCCCCACAGCCCAGCCGAGGCCACGACCGTCTGGAT 
TTGTCTGTGACCATTCGCTCTGTCCATCGACCCTTTGAGGACCGAGAGAGGCAGGAGCTGGGCAGCCCCG 
AGGAGCGGCTGCAGGACAGCAGTGACCCTGATACCGGCAGCGAGGAGGAAGGGGGCGGCCGCCTGTCCCC 
ACCCCACAGTCCTCGAGATTTCACCCGAATGCAAGACATCCCTGAAGAGACAGAGAGTCGTGACGGGGAG 
CC TATGGT T TCAGAGAGCT AACTCGAGAT TT CACCCGAATGCAAGACAT CCC TGAAGAGACAGAGAGTCG 
TGACGGGGAGCC TAT GGT T T CAGAGAGCTA 

>GBCA0021 |Acc IAB083366! Ver|AB083366.1 GI : 23616935 I Canis familiaris RCAS1 mRNA for 
receptor-binding cancer antigen, complete cds . 

CAGGTTTTGATTCCCACCATGGCTATCACACAGTTTCGGTTATTTAAAGTTTGCACCTGCCTTGCAACAG 
TATTCT CAT TCCTAAAGAGAT TAAT ATGCAGAT CT GGCAGAGGACGGAAAT T AAGTGGAGACCAAATAAC 
TTTGCCAACTACAGTTGATTATTCATCAGTTCCCAAACAGACTGATGTTGAAGAGTGGACTTCCTGGGAT 
GAAGATGCCCCCACAAGTGTAAAGATTGAAGGAGGGAATGGGAATGTAGCAACACAACAAAATGCTTTGG 
AACAACT GGAACCT GACTATT T TAAGGACAT GACACCAACTATAAGGAAAACT CAGAAAATCATTAT TAA 
GAAGAGAGAACCAT TAAAT T TTGGCAT TCCAGAT GGT AGCACAGGT T TCTC TAGTAGAT TAGCAGCTACA 
CAAGATATGCCTTTTATTCATCAATCTCCTGAATTAGGTGACTTAGATACTTGGCAGGAAAATACCAATG 
CATGGGAAGAAGAAGAAGATGCAGCCTGGCAAGCAGAAGAAGTTCTGAGGCAGCAGAAGATAGCAGACAG 
AGAAAAGAGAGCAGCAGAACAACAGAGGAAGAGAATGGAGAAGGAGGCACAGCGGCTAATGAGAAAGGAA 
CAGAACAAGATTGGCGTGAAGCTTTCATAACAGATGTTCTTCACGTGTCATCGTGCCAGTAGGAGAGATG 
T GAGCT CCACAACT CAAGCAGCAT T TATATGGATAT GAGAGTAT T T T CAGAATACAAATACAT T GC T TGA 
TTTTTAATGCATTCATCAGACCATCTAGGACACCAGGATTCTCTCAGAGTACCTTGAGCTCTTAGTGATT 
GAGACTC 

>GBCA0022 |AcclAY22514 9|Ver|AY22514 9.1 GI : 29170598 | Canis familiaris 12-transmembrane 

domain co-transporter Cell splice variant mRNA, complete cds; alternatively spliced, 

CCCGTCCCCGCGCGCACCGGGGCGCACGGCGCACACTCGCGCTCCGGGACCGAGTCCCGGCCCGTCACCC 

CGCATGGGCCCCGAGGCCGCCGGCCCGGGGAGGGGCGCCGCGCCTCGCCTGCAGGTGAGGACCTGGATCG 

AGCCCGTGGTGGCCGCCACGCAGGTGGCCTCCTCCCTGTACGAGGCGGGGCTGCTCCTCGTGGTGAAGGC 

GTCCTTCGGGGCCGGGGCCGGGGCCGGGGCCGGCGCGGCCTCCAACCACAGCGCCGGCCCGCCGCGGGGC 

GCCCCGGAGGACCAGCAGCAGCGGGCCATCTCCAACTTCTACATCGTCTACAACCTGGTGGTGGGCCTGA 

CGCCGCTGCTGTCGGCCTACGCGCTGGGCTGGCTCAGCGACCGGCGCCACCGCAAGGTCGCCATCTGCGT 

GGCCCTGCTGGGCTTCCTGCTGTCGCGCGTCGGGCTGCTGCTCAAGGTGCTGCTGGACTGGCCCGTGGAG 

GTGCTGTACGGGGCGGCGGCGCTGAACGGGCTGTGCGGCGGCTTCTCGGCCTTCTGGGCCGGCGTCATGG 

CCCTGGGCTCCCTGGGCTCGTCCGAGGGCCGCCGCTCCGTGCGCCTGGTCCTCATCGACCTCATCCTGGG 

CCTGGCGGGCTTCTGCGGGAGCATGGCCTCGGGGCACCTCTTCAAGCAGGTGGCTGGGCACTCGGGCCAG 

GGCCTGGTGCTCACGGCCTGCAGCGTCAGCTGTGCCACTTTCGCGCTCCTCTACAGCCTCTTGGTCCTGA 

AGGTCCCCGAGGCGGCGGCCGGCTCCGGCCAGGCACTCTCCGCGGGCGACTCGGTGGCCGGCACGGTTGG 

CACCTATCGTACCCTGGATCCTGACCACTCAGACAAGCAGAGCGTGCAGGGGCTGCACCCCCCATCTCCC 

GGGAAAGCCAAGCCCCGGAGAACGATCATCGCCCTGCTCTTTCTGGGTGCCATCGTATATGACCTGGCAG 

TAGTGGGCACAGTGGACGTGATGCCCCTTTTCGTGCTAAGGGAGCCTCTCAGTTGGAACCAAGTGCAGCT 
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CGAGCCGTCATGCTGTTCGCTCTCATCCCTATCACAACCATCCGGTCAGCAATGTCCAAACTCATAAAGG 
GCTCCTCTTATGGAAAGGTGTTCGTCATCCTGCAGCTGTCCCTGACTCTGACGGGGGTGGTGACATCCAC 
GGTGTACAACAAGATCTATCAGGTCACCATGGAAAAGTTCATCGGCACCTGTTTTGCTCTCTCCTCCTTC 
CTCTCCTTCCTGGCAATCATCCCGATTGGCATCGTGGCCTACAAACAAGCCTCGTGGTTGCAATATGGAG 
ACGTCAGGGAGACGTGAAGGTTCTGGCCTACAGGAGCTGCGAACACCAGCAACGGTGGAGCCCCTTTGAA 
GGCAAAGGAAGGGACTGGGTGCTGGCGACCGGAGCCACCCACGGCCCCCCGAAGCCCCAAGTTCCAGCCA 
GAGTTGGCCTCGGAATGACCTGCTCTGGCTCAGGGCTCCCTGGTGGGTGGGGAACAGCACTTTCTTGGTG 
ATAGAAGAATTTTCTCAGCTTTTGGATGTCCCTGCTAGACAGAGGTTGGGTTCTGGGGACAGTAAAGTAT 
GGCCTTTCAGGGGTTATACACCGGCTGCATACACAGTCATGCCAGACACACAAAGGGCTTCAGACGGCAG 
CCCCCTTTCTTGCGGGAGTTGTCCCCAGGGCTCCAAGACACGACTAGTCATCTGGGTGCTGCGCTGGGAG 
CCCCACAATGAAAACTCAAACCAAAGCACACATTTTCAACAGCCTAAGGGGAACCCAGAGGGGGTGTTTT 
ATAAGAACTCCCAATGTTTTGGAAGATTTTGGGGCTCGGGCTCTTGGATTCAGGGTACTTTTATTGCTCT 
TGTTACTGTTGCTTATAAGAGGCAAATATCAAAAGACTTTCTTCAGTGGAATAGAATATTGAGTATTTTC 
AGCCAAT GAT ACT T T CAAAGTGGGT GGT GTGAAAGGAGAGAGGAGATATGCCAAGAGCCATT T TAT T TGG 
AGGTCCCTATTTTTATAGCCTATTTNACTTACATCTAGAAAAGCAGACTCACTTCCAAATAAAATCGACA 
TTTATTGTAAAAAAAAAAAAAAAAAAAAA 

>GBCA0023 |Acc|AB104899|Ver IAB104899.1 GI : 28 8 66918 | Canis familiaris TLR9 mRNA for Toll- 
like receptor 9 protein, complete cds. 

AAAGTGGCAGGCTGCGGTGGAAGCAGGTGGAGCCAGGGCAAGGCCAATGCTGCTGCACCCCCAGGAAGGG 
GCTGTGAGCTCCAAGCATCCTTTCCTGCAGCTGCTGCCCAGCCTGCCAGCCAGACCCTCTGGAGAAGCCC 
CCGCTCCCTGTCATGGGCCCCTGCCGTGGCGCCCTGCACCCCCTGTCTCTCCTGGTGCAGGCTGCCGCGC 
TAGCCCTGGCCCTGGCCCAGGGCACCCTGCCTGCCTTCCTGCCCTGTGAGCTCCAGCCCCATGGCCTGGT 
GAACTGCAACTGGCTGTTCCTCAAGTCCGTGCCCCGCTTCTCGGCAGCTGCACCCCGCGGTAACGTCACC 
AGCCTTTCCTTGTACTCCAACCGCATCCACCACCTCCATGACTATGACTTTGTCCACTTCGTCCACCTGC 
GGCGTCTCAATCTCAAGTGGAACTGCCCGCCCGCCAGCCTCAGCCCCATGCACTTTCCCTGCCACATGAC 
CATTGAGCCCAACACCTTCCTGGCTGTGCCCACCCTAGAGGACCTGAATCTGAGCTATAACAGCATCACG 
ACTGTGCCCGCCCTGCCCAGTTCGCTTGTGTCCCTGTCCCTGAGCCGCACCAACATCCTGGTGCCGGACC 
CTGCCACCCTGGCAGGCCTTTATGCCCTGCGCTTCCTGTTCCTGGATGGCAACTGCTACTACAAGAACCC 
CTGCCAGCAGGCCCTGCAGGTGGCCCCAGGTGCCCTCCTGGGCCTGGGCAACCTCACACACCTGTCACTC 
AAGTACAACAACCTCACCGTGGTGCCGCGGGGCCTGCCCCCCAGCCTGGAGTACCTGCTCTTGTCCTACA 
ACCACATCATCACCCTGGCACCTGAGGACCTGG'CCAATCTGACTGCCCTGCGTGTCCTCGATGTGGGTGG 
GAACTGTCGCCGCTGTGACCATGCCCGTAACCCCTGCAGGGAGTGCCCCAAGGGCTTCCCCCAGCTGCAC 
CCCAACACCTTCGGCCACCTGAACCACCTCGAAGGCCTGGTGTTGAGGGACAGCTCTCTCTACAGCCTGG 
ACCCCAGGTGGTTCCATGGCCTGGGCAACCTCATGGTGCTGGACCTGAGTGAGAACTTCCTGTATGACTG 
CATCACCAAAACCAAAGCCTTCTACGGCCTGGCCCGGCTGCGCAGACTCAACCTGTCCTTCAATTATCAT 
AAGAAGGTGTCCTTTGCCCACCTGCATCTGGCATCCTCCTTCGGGAGCCTACTGTCCCTGCAGGAGCTGG 
ACATACATGGCATCTTCTTCCGCTCGCTCAGCGAGACCACGCTCCAGTCGCTGGCCCACCTGCCCATGCT 
CCAGCGTCTGCATCTGCAGTTGAACTTTATCAGCCAGGCCCAGCTCAGCATCTTCGGCGCCTTCCCTGGC 
CTGCGGTACGTGGACTTGTCAGACAACCGCATCAGTGGAGCTGCAGAACCCGCGGCTGCCACAGGGGAGG 
TAGAGGCGGACTGTGGGGAGAGAGTCTGGCCACAGTCCCGGGACCTTGCTCTGGGCCCACTGGGCACCCC 
CGGCTCAGAGGCCTTCATGCCGAGCTGCAGGACCCTCAACTTCACCTTGGACCTGTCTCGGAACAACCTA 
GTGACTGTTCAGCCGGAGATGTTTGTCCGGCTGGCGCGCCTCCAGTGCCTGGGCCTGAGCCACAACAGCA 
TCTCGCAGGCGGTCAATGGCTCGCAGTTCGTGCCTCTGAGCAACCTGCGGGTGCTGGACCTGTCCCATAA 
•CAAGCTGGACCTGTACCACGGGCGCTCGTTCACGGAGCTGCCGCGGCTGGAGGCCTTGGACCTCAGCTAC 
AACAGCCAGCCCTTCAGCATGCGGGGCGTGGGCCACAATCTCAGCTTTGTGGCACAGCTGCCGGCCCTGC 
GCTACCTCAGCCTGGCGCACAATGGCATCCACAGCCGCGTGTCCCAGCAGCTCCGCAGCGCCTCGCTCCG 
GGCCCTGGACTTCAGTGGCAATACCCCGAGCCTGATGTGGGCCGAGGGAGACCTCTATCTCCGCTTCTTC 
CAAGGCCTGAGAAGCCTGGTTCAGCTGGACCTGTCCCAGAATCGCCTGCATACCCTCCTGCCACGCAACC 
TGGACAACCTCCCCAAGAGCCTGCGGCTCCTGCGGCTCCGTGACAATTACCTGGCTTTCTTCAACTGGAG 
CAGCCTGGCCCTCCTACCCAAGCTGGAAGCCCTGGACCTGGCGGGAAACCAGCTGAAGGCCCTGAGCAAT 
GGCAGCTTGCCCAACGGCACCCAGCTCCAGAGGCTGGACCTCAGCGGCAACAGCATCGGCTTCGTGGTCC 
CCGGCTTTTTTGCCCTGGCCGTGAGGCTTCGAGAGCTCAACCTCAGCGCCAACGCCCTCAAGACGGCGGA 
GCCCTCCTGGTTTGGTTCCCTGGCGGGTGCCCTGAAAGTCCTAGACGTGACCGCCAACCCCTTGCATTGC 
GCTTGCGGCGCAACCTTCGTGGACTTCTTGCTGGAGGTGCAGGCTGCGGTGCCCGGCCTGCCTAGCCGTG 
TCAAGTGCGGCAGCCCGGGCCAGCTCCAGGGCCGCAGCATCTTCGCACAGGACCTGCGCCTCTGCCTGGA 
CGAAGCGCTCTCCTGGGTCTGTTTCAGCCTCTCGCTGCTGGCTGTGGCCCTGAGCCTGGCTGTGCCCATG 
CTGCACCAGCTCTGTGGCTGGGACCTCTGGTACTGCTTCCACCTGTGCCTGGCCTGGCTGCCCCGGCGGG 
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GGCGGCGGCGGGGTGTGGATGCCCTGGCCTACGACGCCTTCGTGGTCTTCGACAAGGCGCAGAGCTCGGT 
GGCGGACTGGGTGTACAATGAGCTGCGGGTACAGCTAGAGGAGCGCCGTGGGCGCCGGGCGCTACGCCTG 
TGTCTGGAGGAACGTGACTGGGTACCCGGCAAAACCCTCTTCGAGAACCTCTGGGCCTCAGTTTACAGCA 
GCCGCAAGACGCTGTTTGTGCTGGCCCGCACGGACAGAGTCAGCGGCCTCCTGCGTGCCAGCTTCCTGCT 
GGCCCAACAGCGCCTGCTGGAGGACCGCAAGGACGTCGTGGTGCTGGTGATCCTGTGCCCCGACGCCCAC 
CGCTCCCGCTATGTGCGGCTGCGCCAGCGCCTCTGCCGCCAGAGTGTCCTCCTCTGGCCCCACCAGCCCA 
GTGGCCAGCGCAGCTTCTGGGCCCAGCTGGGCACGGCCCTGACCAGGGACAACCGCCACTTCTACAACAG 
CCAGCCCTTCAGCAGAGGCTCCAAGAGCGTGGCCCGCAGGGTCCTCCAAGCCCTAGAGGGGCTGAAAATG 
GTGGAAAAGGACCAAGATGGGGGCCGCAAACTGACACCTCAGGGACAGCGGGATCTGGACAGAATCGCCG 
GAC AGGT G G C AG C T G C C AAC AAGAAGC AT T AGAACAAAT G C T G GGT T AAT AAAT T GC C T CAT T T G T AAAA 
AAAAAAAAAAAAAA 

>GBCA0024 |Acc|AB080972 }Ver|AB080972.1 GI : 28812183 | Canis familiaris CA6 mRNA for carbonic 
anhydrase VI, complete cds . 

GATTGCAGACCCGCGCACCATGAGGGCTCTGGCGCTGCTGCTGGCTCTGCCCCTCCTGGGGGCCCGGGCC 
CAGCACGGTTCCCTGTGGACCTACTCAGAGGGGGCACTGGACCAAGTGCACTGGCCAAGGGAGTACCCCA 
CCTGCGGGGGGACGAGACAGTCACCCATCGACCTGCAGAGGAGGAAGGTTCAGTACAACCCCTCCCTGAA 
GGCTCTGAAGCTGACCGGCTACAGGATCCAGGTGGGCGAGTTCCCCATGATCAACAACGGCCACACAGTG 
CAGATCAGCCTGCCCCCGACCATGCGCATGATGGCCTCTGATGGCACCGAGTACATAGCTCAACAGATGC 
ACTTCCACTGGGGTGGCGCGTCCTCAGAGATCAGCGGCTCGGAGCATACCATCGATGGGATCAGATTTGT 
GGCTGAGAT TCACAT CGT TCAC TACAATTCTAAAT ACAAGAGCT ACGAT AT AGCC CAACAT GAACCGGAT 
GGTTTGGCTGTGCTGGCAGCCCTTGTTAAGGTCGAGGATTATGGTGAGAACACTTACTATAGCAACTTCA 
TTTCTCACTTGAACAACATCAGGTATCCAGGACAAAGCACAGTTCTGAGTGGCCTTGACATTGAAGACAT 
GCTGCCTGAGAACACCCACCACTACTATACCTACCGTGGGTCGCTCACTACTCCTCCCTGTACTGAGAAC 
GTCCATTGGTTTGTGCTGGTACATCATGTCCGGCTCTCCAGCATACAGACTTGGAAGCTTGAGAATTCCA 
TATTGGATCACCAGAATAAGACCCTCCACAGTGACTACCGCAGGATCCAGCCCCTGAATGGCAGAGTGGT 
GGAAAGCAACTTTGTGAATCTCCCTAGTCAGGGTTCTGAGTTCCAGTTTTACGTAAATAAGCTCAACAAT 
AAGCTTGAATACTTGAGAAGACTTCTCGAAAAGACGAAAGTGGAAAAAAAACCGCACATACACCAAGCTT 
GAAGGGAGAGATGTGTAGGAGGAAGAGGTGGCCCTCCCCCAGCTCTGAGAAATCCTACGTCGGGATCTCA 
GCCTTCCCCTAGGCTCCTGTTTAGTTTCTGATTAAGACCATCATCCGTGAGCAGACGTGAGATGGTTTAA 
GGGTATGAGAAGGGGT T TGT GAGACGACAAT AAT GGGAATTGAT T GGAATAGAAAT T TAAAGGAAATGGA 
GCCCTGCCTACCTTCCTATCGAATCATGCATGTTCATCTATGTAAATTAAAAGCAGCCCAGACTGTGGGA 
TTTGGGTGTAATAAAATATCTTTGGGAATTTTTCATTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAA 

>GBCA0025 |Acc|AY169792|Ver|AY169792.1 GI : 28628178 I Canis familiaris beta-def ensin-like 
peptide 3 mRNA, complete cds. 

CTTTGCTTGTCACTTCGTCAAGACCAGAGACGAGTCCTTGAGTTGCCTGAAGACATGAAGGCTTTTTTGC 
TGACTTTGGCTGCGCTGGTGCTTTTGTCCCAGGTCACTTCAGGCAGTGCTGAAAAATGCTGGAATCTTCG 
TGGCTCCTGCCGTGAGAAATGCATCAAGAATGAAAAGCTTTACATTTTCTGCACGAGTGGAAAACTATGC 
TGTCTGAAGCCCAAGTTCCAGCCAAATATGTTACAGAGAAATAGAAAAGACAATCCTAAAATTTGCCTGG 
AAC T AC AAAAGAT C T T GAAT AT C C AGAGC AAT C T T GAT AAAG AAG AAC AAAGC T GG AAG CAT T G TAG T T C 
TTGATTTAAAACTATTTTACAAAGCTATCTATGGTAATCAAAACAGTGTGAAACAGACATAAAAACAGAC 
ACATAGAT CAAT GGGACAAAAT TGAGAGTCAAGAAATAAGCCT ACACCTAT ATGGT CAAC T AAT AT T TGA 
CAAA 

>GBCA0026 |Acc|AY169791|Ver|AY169791.1 GI : 28628176 ! Canis familiaris beta-def ensin-like 
peptide 2 mRNA, complete cds . 

CCTTTGCTTGTCACTTGGTCAAGACCAGAGACGAGTCCTTGAGTTGCCTGAAGACATGAAGGCTTTTTTG 
CTGACTTTGGCTGCGCTGGTGCTTTTGTCCCAGGTCACTTCAGGCAGTGCTGAAGAATGCTGGAATCTTC 
GTGGCTCCTGCCGTGAGAAATGCATCAAGAATGAAAAGCTTTACATTTTCTGCACGAGTGGGAAACTATG 
CTGTCTGAAGCCCAAGTTCCAGCCAAATATGTTACAGAGGTCTGTGCAATTCTGACACTTAGCACATACA 
TCAGCATGTATAGTTTAGTGGGCTATCTTCACCCAGAAGAAATAGAAAAGACAATCCTAAAATTTGCCTG 
GAACCACAAAAGATCTTGAATATCCAGAGCAAT CT TGATAAAGAAGAACAAAGCTGGAAGCATCACAAT T 
CCAGAT T TCAAGT T ATATTACAAAGCCATAGT AATCAAAACAGTATGGTAC T GGCAT AGAAAATAGACAT 
GTAAAAAAAAAAA 

>GBCA0027 |Acc|AB090353|Ver|AB090353.1 GI : 28557107 J Canis familiaris HGF mRNA for 
hepatocyte growth factor, complete cds. 

ATGTGGGTGACCAAGCTCCTGCCCCTGCTGGTGCTGCAGCAGCTCCTCCTGCACCTCCTCCTGCTGCCCG 
TCGCCGTCCCCCGTGCAGAAGGACAGAAGAAAAGAAGAAACACACT TCAT GAAT T CAAAAAGT CAGCAAA 
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GACTACTCTAATTAAAGAAGACCCATTACTGAAGATAAAAACAAAAAAAATGAACACTGCAGACCAATGT 

GCCAATAGATGTATTAGGAATAAAGGACTTCCATTCACTTGCAAGGCCTTTGTTTTTGATAAAGCAAGGA 

AACGATGCCTCTGGTTCCCTTTCAATAGCATGACAAGTGGAGTGAAAAAAGAGTTTGGTCATGAATTTGA 

TC T C TAT GAAAACAAAGAC TACAT TAGGAACT GCATCAT T GG T AAAGGAGGT AGCT ACAAGGGGACAGT G 

T CTAT CACTAAGAGT GGCAT CAAATGCCAGCCC TGGAAT T CCAT GATACCACAT GAACACAGCTT T T T GC 

CT TCGAGCT AT CGGGGT AAAG ACCT ACAGG AAAACT ACT GT CGAAAT CCT CGAGGGGAAGAAGGGGGACC 

TTGGTGTTTCACAAGCAATCCAGAGGTACGCTACGAAGTCTGTGACATTCCTCAGTGTTCAGAAGTTGAA 

TGCATGACCTGCAATGGGGAAAGTTATCGAGGTCCCATGGATCACACAGAATCGGGCAAGATTTGTCAGC 

GCTGGGATCATCAGACACCGCACCGGCACAAATTCTTGCCGGAAAGATATCCCGACAAGGGCTTTGATGA 

TAATTATTGCCGCAACCCTGATGGCAAGCCGAGGCCATGGTGCTATACTCTTGACCCTGACACCCCCTGG 

GAGTACTGTGCAATTAAAATGTGTGCTCACAGTACTATGAATGATACAGATGTCCCTATGGAAACAACTG 

AATGCATTCAAGGTCAAGGAGAAGGTTACCGGGGCACCATCAATACCATTTGGAATGGAGTTCCGTGTCA 

GCGTTGGGATTCCCAGTATCCTCACCAGCATGACATAACTCCTGAAAATTTCAAGTGCAAGGACCTAAGA 

GAAAATTATTGCCGAAATCCAGATGGGGCTGAGTCACCCTGGTGTTTTACCACTGATCCAAACATCCGAG 

TTGGCTACTGCTCCCAAATTCCAAAATGTGATGTGTCAAGTGGACAAGATTGTTATCGGGGGAATGGCAA 

AAATTATATGGGCAAT T TAT CCAAAACACG ATCT GG ACT AACAT GT TCAATGTGGGAGAAGAACAT GGAA 

GACTTACATAGGCATATCTTCTGGGAACCAGATGCTAGTAAGCTGAATAAGAATTACTGCCGGAATCCTG 

ATGACGATGCCCATGGTCCCTGGTGTTACACGGGAAATCCTCTCATTCCATGGGATTATTGTCCTATTTT 

TCGTTGTGAAGGTGATACCACACCTACAATAGTCAATTTAGACCATCCTGTAATATCTTGTGCCAAAACA 

AAAC AAT T AC GAG T T G T AAAT GG AAT T C C AAC AC G G AC T AAT G T AGG AT G G AT GG T TAG T T T GAAAT AC A 

GAAATAAACATATCTGTGGAGGATCATTGATAAAGGAAAGTTGGATTCTTACTGCAAGACAATGTTTCCC 

CT CTCGAAACAGAGACT T GAAAGAT T ATGAAGCT TGGCT T GGGAT T CATGACGTCCACGGAAAAGGAGAT 

GAGAAACGCAAACAGGTTCTGAATGTTTCCCAGCTGGTATATGGGCCTGAAGGATCAGATCTGGTATTAC 

TGAAGCTTGCTAGGCCCGCTATCCTGGATGATTTTGTTAGTACAATCGATTTACCTAATTATGGATGCAC 

CATTCCTGAAAAAACCACTTGCAGTGTTTATGGCTGGGGTTATACTGGATCGATCAACTTTGATGGTCTA 

TTACGAGTAGCACATCTCTATATTATGGGGAATGAGAAATGCAGCCAATACCATCAAGGGAAGGTGACAC 

TGAATGAGTCTGAAATATGTGCTGGAGCTGAAAATATTGTATCAGGACCATGTGAGGGAGATTATGGTGG 

CCCACTTGTTTGCGAACAACATAAAATGAGGATGGTTCTTGGCGTCATTGTTCCTGGTCGTGGATGTGCC 

ATTCCAAATCGTCCTGGCATTTTTGTCCGAGTAGCATATTATGCAAAATGGATACACAAAATTATATTAA 

C G T AT AAGAT AC AAC AGT C AT AG 

>GBCA0028 1 Acc |AF4 91301 | Ver | AF4 91301.1 GI : 20069142 1 Canis familiaris TCTE1L mRNA, complete 
cds . 

CCACCATGGAGGAGTACCACAGGCACTGCGACGAGGTTGGCTTCAATGCTGATGAAGCTCACAATATTGT 

GAAGGAGTGTATAGATGGGGTCTTGGGTGGTGAAGATTATAACCAGAACAACATCAACCAATGGACTGCA 

AGCATAGTGGAACAATCCTTAACACATTTGGTTAAGTTGGGAAAAGCTTATAAATATATTGTGACCTGTG 

CAGTGGTCCAGAGGAGTGCCTATGGCTTTCACACAGCCAGCTCATGTTTTTGGGACACCACATCTGATGG 

AACCTGTACCGTAAGATGGGAGAACCGAACCATGAACTGTATTGTCAATGTTTTTGCCATTGCTATTGTT 

CTGTGACAGACTAAAAATGTTCGGCCAAAGCCATTAACTTAAGAATTTGTCAGTGTATCCTTTCTAAAAA 

GAGTAGTTACTTATTAATGTGTTAGATGACAAGTGTGCAATATGCTTTCAAAAGCTAGCAACAAAAACTG 

AATATTATAAGCAAGCAATGTCATAGTAAGTTGGCAGTTTATCTCATTCTATCCGGCATCATTTAAATAG 

GAAAAAATTAATGTTGGCAAAACACAAAAACAAATACGGCATGACATGAAAATACAATCTTATGTTTACA 

CCGGCT TTTCACT AACATGTACCT AAGAAGATGG AGAAAT CC ATT CAG AT AAT GAAAT T CTGT T T CATCT 

AGGGAAGTTAACAGGAATAAATGTATGGACCCCCCCCCAAAAAAAAAAGCTGCAGAGATAAATGTAGAGA 

AAATAATAACTGGCTAACACTTCTTAGTTTTTCATTTCTTCTCACTCAGTTGTAAACATCATTTAGTGGA 

AAATAGTTCTGTTCATTTTTTTCCCTACCAACTATTATTGCAGTAGCAACCATCACTGACTTGTTACTTT 

TCTGAGAATTGTCAAGACAGTTTTTAAAATTCCAGATTCTTGGATTTACATTTGAGGGCCAAATAAATCT 

GGTAACCTGAATTCCCTAGTTAAACATAATTCATGACTGTGTGATGAAAAGTACACAACACTGACAGCTG 

CCTTACAACTGACTCATTTCATGTAGATCTAACATTTATGGAATTCCTATTATAAGCATATTTTTCTCTT 

AGCATTATAGTTATCAATGTACTGTGCA2VATTCTGGCACCTGTTCAGTTGGACAGCTAACATGTTGGGGG 

AAGAAATAAGGAATTGTT TTACAAGAAGAAAACAAAT CTGGT TAT CCATGTAGAAGTAAGCAAAATGAAT 

AGCACTTATTGCTGACAGAGAATTATAGATGTCATTTTAAGCATTGCTCCTAGCAAGTAAAAAAAAATGC 

ATAAAATATGCAACTCTTAGTTAAAGGCCTTACTAGCAGTATAACTACACAGATCGTCAGTTTTATCATT 

GCTTTAGTTACAATCATCTGTAAATAATTTAAATACTACATGGGGTTCAAATTGAGTGGAATCAAGTATA 

GATTAAAAGTATACAATCATTAGCAGGTTAAT GAATATCTCAGGGCT TATGAAATGTAGT TAAAT T TAT T 

AAAATAAAAGATGAAAAATTAGGGTACATAGCTGGTCACCAAATATGAAGTCAATCTAGTT^TTTAACCT 

GGAAAATAAAAT TAAGT T T GCATAT TACTAATAATACTAATATGT T TAGAGAG TGGAAT CAT GAT T CAT T 

GCATTTTGAGGGGAAAGGCTTATATTAGTACTGACAATATTAAGATAGTAGATAGTATTCTTGTAGGAAT 
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ACTACGTGCATGTTTGATATGTTGCTGAATAACAGTAATTGGTTAATGTTTAAGAAGAATATTAAAATAT 
GAGGATAGAGTTTCATGCAGTGATCTACATTTTTGGGCACGTCAAAAATTCTCACAGCCATTACCTTTAT 
TTTACTTTGCACTGCTAGCTTTTGTGCCCTTGAAGAATATATAGTGACCAAAATATCTGTGCGGGTAAGG 
CTTGCTTTTGGGTATTATTATTGAAGCCTGATTCTTAAAGGAATAATAATCAAAATATACCT 

>GBCA0029 | Acc|AF470624 | Ver | AF47 0624 . 1 GI : 28194213 | Canis familiaris type IV collagen 
alpha 5 (COL4A5) mRNA, complete cds . 

TTCTTCCACTCTTAAAAAGCTTTCTCCTCACCTAAGCCGACGGGCACAATTGGGACACCCTCGCTGCTCC 
TCTCTGCCTCTAGCTCTCTCCCCACAAACTCAAGATTATGTCAGTTGGTCAGAGCTAGCCAGAGATCTCG 
TGCGGGTGCTGAAGGAGCTGCGGGAGCCGGAGAAGAATGAAACTGCGTGGAGTCAGCCTGGCTGCCGGCT 
GGTTCTTACTGGCCCTGAGTCTTTGGGGGCAGCCCGCAGAGGCTGCGGCTTGCTATGGGTGTTCTCCAGG 
ATCAAAATGTGACTGTAGTGGTGTAAAAGGAGAAAAGGGGGAGAGAGGATTTCCGGGTTTGGAAGGCCAT 
CCAGGTTTGCCTGGATTTCCAGGTCCAGAAGGGCCTCCAGGGCCTCGGGGACAAAAGGGTGATGATGGAA 
TTCGAGGGCCACCAGGACCAAAAGGGATCAGAGGTCCTCCTGGACTTCCTGGATTTCCAGGGACACCGGG 
TCTTCCTGGAATGCCAGGCCATGATGGGGCCCCAGGACCTCAAGGTATCCCTGGATGCAATGGAACCAAG 
GGAGAACGTGGATTTCCAGGCAGTCCTGGTTTTCCTGGTCTAGAGGGTCCTCCGGGACCTCCTGGGATCC 
CAGGTATGAAGGGAGAACCAGGTAGTATAATTATGTCATCACTGCCAGGACCAAAGGGTAATCCAGGATA 
TCCAGGTCCTCCTGGAATACAAGGCCCAGCTGGTCCCACTGGTTTACCAGGGCCAATTGGTCCCCCAGGA 
CCACCTGGTTTGATGGGCCCTCCTGGTCCACCAGGACTTCCAGGACCAAAGGGGAATATGGGCTTAAATT 
TCCAGGGACCCAAAGGTGAAAAAGGTGAGCAAGGTCTTCAGGGTCCCCCTGGTCCTCCTGGGCAGATCAG 
TGAACAGAAAAGACCAATTGATGTAGAGTTTCAGAAAGGAGATCAGGGACTTCCTGGTGACCGAGGGCCT 
CCTGGACCTCCAGGGATACGTGGTCCTCCAGGTCCTCCAGGTGGTATGAAAGGTGAGAAGGGTGAACAAG 
GAGAGCCAGGCAAAAGAGGTAAACCGGGCAAAGATGGAGAGAATGGCCAACCAGGAATTCCAGGTTTACC 
TGGTGATCCTGGTTACCCTGGTGAACCAGGAAGGGATGGAGAAAAGGGCCAAAAAGGTGACATTGGCTCA 
ACTGGGCCTCCTGGACTTGTAATTCCTAGGCCTGGGACCGGTGTAACTGTAGGAGAGAAAGGAAACATGG 
GGTTACCTGGCTTGCCTGGAGAAAAAGGAGAGCGAGGATTTCCTGGAATACAGGGTCCACCTGGCCTTCC 
TGGACCTCCAGGGACTGCAGTTATGGGTCCTCCTGGCCCCCCTGGCTTTCCTGGAGAAAGGGGCCAGAAA 
GGTGATGAAGGCCCACCTGGAATATCTATTCCTGGATTTCCCGGACTTGATGGGCAGCCTGGGGCTCCTG 
GACTTCGAGGGCCTCCTGGCCCTCCTGGCCCTCACATCTCTCCTAGTGATGAGATATGTGAAACAGGCCC 
TCCAGGCCCTCCCGGATCTCCAGGTGATAGAGGACTCCAAGGAGAACAAGGAGTGAAAGGTGACAAAGGT 
GATACCTGCTTCAACTGTATTGGAACTGGCGTTTCAGGGCCTCGAGGTCAACCTGGTCTCCCAGGTCTTC 
CAGGTCCTCCAGGATCTCTTGGTTTCCCTGGACAGAAGGGAGAAAAAGGACATGCTGGTCTAACAGGTCC 
CAAAGGATTAACAGGCATACCGGGAGCTCCAGGTCCTCCAGGCTTTCCTGGATCTAAAGGTGAACCTGGT 
GACGTCCTCACTTTTCCAGGAATGAAGGGTGACAAAGGAGAGTTGGGTTACCCTGGAGCCCCTGGGCTTC 
CTGGTTTACCTGGAACCCCTGGACAGGATGGACTGCCAGGGCTTCCTGGCCCCAAAGGAGAACCTGGTGG 
AATTGCTTTTAAGGGTGAAAGAGGTCCCCCTGGGAATCCAGGCTTGCCAGGTCTCCCAGGGAATAGGGGG 
CCTATGGGCCCTGTGGGTTTTGGCCCTCCAGGCCCAGTAGGTGAAAAAGGCATACAAGGTGTGGCAGGAA 
ATCCAGGCCAGCCGGGAATACCAGGTCCTAAAGGTGATCCAGGTCAGACCATAACCCAGCCAGGGAAGCC 
TGGCCTGCCTGGTAATCCAGGCAGACATGGTGAAGTAGGGCTTCCGGGTGACCCTGGACTTCCCGGCCCG 
CCGGGCTTGCCAGGAATACCCGGTAATAAAGGAGAACCAGGTATCCCTGGAATTGGGCTTCCTGGACCAC 
CTGGTCC.CAAAGGTTTTCCTGGAATTCAAGGACCTCCAGGAGCAGCTGGGACACCTGGAAGAATTGGTCT 
AGAAGGCCCTTCTGGGCCACCAGGCTTTCCAGGACCAAAGGGAGAACCAGGACTTGGGCTGCCTGGGCCA 
CCTGGACCCCCAGGACTCCCAGGTTTCAAAGGAACACTTGGTCCAAAAGGAGATCGTGGTTTCCCAGGAC 
CTCCAGGTCTTCCCGGACGTACTGGCTTGGATGGGCTCCCTGGACCAAAAGGTGATGTTGGGCCAAAAGG 
ACAACCTGGACCAATGGGACCTCCTGGGCTTCCAGGAATAGGTGTTCAGGGACCACCAGGGCCACCAGGG 
ATTCCTGGACCAGTAGGTGAACCTGGCCTACACGGAATACCAGGAGAGAAGGGAGATCCAGGGCCTCCTG 
GGTTTGACGTTCTAGGACCCCCTGGTGAGAGAGGCAGTCCAGGGATTCCTGGAGCACCTGGTCCTATGGG 
ACCCCCAGGAACACCAGGGCTTCCAGGAAAAGCAGGAGCCTCTGGATTTCCAGGTGCCAAAGGTGAAATG 
GGTATGATGGGACCTCCCGGCCCTCCAGGACCTTTGGGAATTCCTGGCAGGAGTGGTGTTCCTGGTCTAA 
AAGGTGATAATGGTTTGCAGGGTCAGCCAGGACCTCCTGGCCCTGAAGGAGAAAAAGGTGGTAAAGGAGA 
GCCTGGCCTTCCAGGCCCTCCTGGACCAGTGGATCCAGATCTGTTGGGCTCAAAAGGAGAGAAGGGGGAC 
CCTGGCTTACCAGGTATTCCTGGAGTTTCAGGGCCAAAAGGTTACCAGGGTTTGCCTGGAGACCCAGGGC 
• AACCTGGACTGAGTGGACAACCTGGATTACCAGGACCATCAGGTCCCAAAGGTAACCCCGGCCTCCCTGG 
GAAACCAGGGCTTACAGGACCTCCTGGGCTTAAAGGAAGCATAGGTGATATGGGTTTTCCAGGTCCTCAG 
GGTGTGAAAGGGTCTCCTGGACCTCCTGGAGTTCCTGGACAACCTGGCTCCCCAGGATTACCTGGACAAA 
AAGGTGAAAAAGGTGATCCTGGTGTTTCAGGCATTGGTCTTCCAGGTCTTCCTGGCCCAAAGGGTGAAGC 
TGGTCTTCCTGGATACCCAGGAAACCCTGGAATCAAAGGTTCTATGGGAGATACTGGTTTGCCTGGATTA 
CCAGGGACCCCTGGAGCAAAAGGACAACCAGGCCTTCCTGGATTCCCCGGAACCCCAGGACTTCCTGGAC 
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CAAAAGGTATTAATGGTCCTCCTGGGAACCCTGGCCTTCCAGGAGAACCTGGTCCCGTAGGTGGTGGAGG 
GCGTCCTGGGCCACCAGGGCCTCCAGGTGAAAAAGGAAACCCAGGTCAAGATGGTATTCCTGGACCAGCT 
GGACAGAAGGGTGAACCAGGTCAACCAGGCTTTGGAATCCCAGGACCCCCTGGACTCCCAGGACTTTCTG 
GTCAAAAGGGTGATGGAGGATTACCTGGCATTCCAGGAAACCCTGGCCTTCCTGGTCCAAAAGGAGAACC 
AGGCTTTCAGGGTTTCCCTGGTGTCCAGGGTCCCCCAGGCCCTCCTGGCTCTCCAGGTCCAGCTCTGGAA 
GGCCCTAAAGGCAACCCTGGGCCTCAGGGTCCTCCTGGGAGACCAGGTCCTACAGGTTTTCAAGGTCTAC 
CAGGTCCAGAAGGTCCCCGGGGTCTCCCTGGAAATGGAGGTATTAAAGGAGAGAGAGGAAACCCAGGCCA 
ACCTGGGCAACCTGGTTTGCCTGGCTTGAAAGGAGATCAAGGACCACCAGGAATCCAGGGTAATCCTGGC 
CGGCCAGGTCTCAATGGAATGAAAGGAGATCCTGGTCTCCCTGGTGTTCCAGGATTTCCAGGTATGAAGG 
GACCCAGTGGAGTACCAGGTTCAGCTGGCCCTGAGGGGGATCCAGGACTTGTTGGCCCACCAGGTCCCCC 
TGGACTACCTGGTCCTTCAGGACAGAGTATTATAATCAAAGGAGATGTTGGTCCTCCAGGGATCCCAGGC 
CAGCCTGGATTAAAAGGTCTACCAGGACTACCAGGACCTCAGGGCTTACCAGGTCCAATTGGCCCTCCAG 
GAGATCCAGGACGCAACGGACTCCCTGGCTTTGATGGCGCTGGAGGGCGCAAAGGAGACCCAGGTCTGCC 
AGGCCAGCCAGGTACCCGTGGTTTGGATGGTCCCCCTGGACCAGATGGAATGCAAGGTCCTCCAGGTCCT 
CCAGGAACTTCCTCTATTGCCCATGGATTCCTCATCACACGTCACAGCCAGACAACAGATGCACCACAAT 
GCCCACATGGAACTGTCCAGATTTATGAAGGCTTTTCTCTCTTATATGTCCAAGGAAATAAAAGAGCTCA 
CGGTCAAGACTTGGGGACGGCTGGCAGTTGCCTTCGTCGCTTCAGTACCATGCCTTTCATGTTCTGCAAC 
ATCAACAATGTTTGCAACTTTGCTTCAAGAAATGATTATTCTTACTGGCTGTCTACCCCAGAGCCCATGC 
CAATGAGCATGGAGCCCCTGAAGGGCCAGAGCATCCAGCCATTCATTAGTCGATGTGCAGTATGCGAAGC 
TCCAGCTGTGGTGATTGCAGTTCACAGTCAGACCATCCAGATTCCCCATTGTCCTCACGGATGGGATTCT 
CTCTGGATTGGCTATTCCTTCATGATGCACACGAGCGCAGGAGCAGAGGGCTCAGGTCAAGCCCTGGCCT 
CCCCTGGTTCCTGCTTGGAAGAGTTTCGTTCAGCTCCGTTCATTGAATGTCATGGGCGGGGTACCTGCAA 
CTACTATGCCAACTCCTACAGCTTTTGGCTAGCAACTGTAGATGTGTCAGATATGTTCAGCAAACCTCAG 
TCAGAAACACTGAAAGCAGGAGACTTGAGACACGACGTATTAGCCGATGTCAAGTGTGCATGAAGAGGAC 
ATAACAT T TTGAAGAACC T GCGT GT T TT TAAATGTGATATATATATATATATATAT AT ATATATAT ATAT 
ATATATATATTTCCCAGGATGCAACGTCTCACTCTTCCCAACTTTTACCACTGCTGCCACCAATGGTGCT 
ACTATATATGACCAAGAGAACATGCTGACTAGTAACCATGAAGATTCGGATGTACCTCAACAATGTGCCA 
GAGCAAGGTCTCTATTATTTTTTTATGAGTGAAATAAGAAAACGAATTTACTTTTTGGGTCCAGAATGAC 
TTTCCCCAAGGATTATAAGATGAAGATGACATATTTTGCCCAGTGACTAAAACAGCACATTAAAAATTCA 
ATTAAGAGAAGAATCATACTGAGTAAAATAAAAGACTGCAGTTTGGGGGAAGAATTATTTTTCACGGTGC 
TCTAATCCTGCTG 

>GBCA0030 |Acc|AY094361|Ver|AY094361.1 GI : 20334923 | Canis familiaris mast cell growth 
factor (KITLG) mRNA, partial cds . 

GCTCCTATTTAATCCTCTGGTCAAAACTAAAGGGATCTGCGGGAAACGTGTGACTGATGATGTGAAGGAC 
GTTACAAAATTGGTGGCAAATCTTCCAAAAGACTATAAGATAGCCCTCAAATATGTCCCCGGGATGGATG 
TTTTGCCTAGTCATTGTTGGATAAGCGTGATGGTGGAACAGTTGTCAGTCAGCTTGACTGATCTTCTGGA 
CAAGT T T TCAAATAT T T CT GAAGGCCT GAGTAAT TATTCTAT CATAGACAAAC T T G T GAAAATAGT GGAT 
GATCTTGTGGAGTGCACAGAAGGATACTCATTTGAGAATGTAAAAAAAGCACCTAAGAGCCCAGAACTCA 
GGCTTTTTACTCCTGAAGAATTCTTTAGAATTTTTAATAGATCCATCGATGCCTTTAAGGACTTGGAGAC 
GGTGGCATCTAAAAGTAGTGAATGTGTGGTTTCTTCAACCTTAAGTCCTGATAAAGATTCCAGAGTCAGT 
GTCACAAAACCATTTATGTTACCCCCTGTTGCAGCCAGCTCCCTTAGGAATGACAGCAGTAGCAGTAATA 
GGAAGGCCTCAAATTCCATTGGAGACTCCAACTTACAATGGGCAGCCATGGCATTGCCAGCATTCTTTTC 
TCTTGTAATTGGGTTTGCTTTTGGAGCCTTATACTGGAAGAAGAAACAACCAAATCTCACAAGGACAGTT 
G AAAAT AT AC AG AT T AAT G AAG AG G AT AAT G AAAT AAG TAT GT T GC AAG AG AAAG AG AG G GAG T T T C AAG 
AGGTGTAATTGTGGCTTCTATCAACACTGTTACTTTTGTACCTTGGCGGGTAACAGTTCATGTTT 

>GBCA0031 |Acc|AB089264 | Ver | AB08 92 64 . 1 GI : 28201160 ) Canis familiaris EDN2 mRNA for 
preproendothelin-2, complete cds. 

GAGGAACAGAGGGCGACTGCCGGTTGTGCAGGCTGCTTAGCTCAGCACCGGTGCAACCCCACGCTGTGCC 
CAGAAAAGCCCGGCTTCTGAGCTGGCAGGAGGCAGGAGCAGAATGCCGGCCCCCGGGGTGCACCACCCCA 
ACACTGCCTCGCCTTTCCTGAAGACAGTGGCCGCAGGCAAGGGCCAGGTGGCCGCTGCCCCGGAGCATCC 
AGCACCCTCAGCCCGGGCCCGAGGCTCCCACCTGCGGCCTCGGCGTTGCTCCTGCAGCTCCTGGCTCGAC 
AAGGAGTGCGTCTACTTCTGCCACCTGGACATCATCTGGGTGAACACTCCCGGACAGACAGCTCCTTACG 
GCCTGGGAAACCCGCCAAGACGCCGGCGCCGCTCCCTGCCAAAGCGCTGCGAATGCTCCAGTGGCGGGGA 
CCCCGCCTGTGCCACCTTCTGCCATCGACGGCCCTGGGCCGAAGCTGTGGTCGTCCCAGGCAGCAGGTCC 
CCCGCAGACGTGTTCCAGGCTGGCAGGACGTGGACCTCCGCAGGAGAGCTCCTCCGGCAGCTGCGGAACA 
TTTCTGCCGCCAAGATCCGCTTTCCTAGGCGACCCCAGGAGGCAGGGAGGCAGCTGAGGCCCACACACCC 
AAGGCGGAGGAAGAGATAGCGCCGGTTGCCAGGGACCGCTGGCAAGGAGCCTGTGTGGAGCCGCGAGCAG 
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AGGAGCAGCCCCGGGCCAGGGACCCTGCCCGCCGGGGTGGCACAAGCTCTGGCCTCCCTGCAGGGCGACC 
CTCATGCTGCCCAGGAAAACCTTCAGCCCCCAGGCTGCAGAGTGGCCTCCCCGGCCGGCCCCAGCCCCAC 
CGCCCCGCTGGAAGGAACCGCATGAGGAGTGTGCTCACCTGGAGGCCACGTCCGGAGAGGTTTCCTGTCT 
GTTGGCTACAAACCAGGATCGACGAGCAGTGGTGGACACGCAGACCGAAGCCGGCCCTGGGGCCCGGAGG 
GCCCTGGGGTCCCGGGTGGCCCCCGTCTGTCCCCTCCCCAGAGTCCTCCTACCCTCCTGCCCTGGGGACA 
CTCCAGGTGAGAAGGGCCTGCTCTGTCTGTATATAACTTATTTGCTCTAAGAACTTTGAGAATCCCAGTT 
ATTTATTTTAATGTATTTTTTTAGACTCAGTTATTTACCTGCGAACTTGTGTTTGTAATAAACAGTGAAA 
TGGTG 

>GBCA0032 |Acc|AY195876|Ver IAY195876.1 GI : 28192676 | Canis familiaris 12- transmembrane 
domain co-transporter Cell mRNA, complete cds. 

CCCGTCCCCGCGCGCACCGGGGCGCACGGCGCACACTCGCGCTCCGGGACCGAGTCCCGGCCCGTCACCC 
CGCATGGGCCCCGAGGCCGCCGGCCCGGGGAGGGGCGCCGCGCCTCGCCTGCAGGTGAGGACCTGGATCG 
AGCCCGTGGTGGCCGCCACGCAGGTGGCCTCCTCCCTGTACGAGGCGGGGCTGCTCCTCGTGGTGAAGGC 
GTCCTTCGGGGCCGGGGCCGGGGCCGGGGCCGGCGCGGCCTCCAACCACAGCGCCGGCCCGCCGCGGGGC 
GCCCCGGAGGACCAGCAGCAGCGGGCCATCTCCAACTTCTACATCGTCTACAACCTGGTGGTGGGCCTGA 
CGCCGCTGCTGTCGGCCTACGCGCTGGGCTGGCTCAGCGACCGGCGCCACCGCAAGGTCGCCATCTGCGT 
GGCCCTGCTGGGCTTCCTGCTGTCGCGCGTCGGGCTGCTGCTCAAGGTGCTGCTGGACTGGCCCGTGGAG 
GTGCTGTACGGGGCGGCGGCGCTGAACGGGCTGTGCGGCGGCTTCTCGGCCTTCTGGGCCGGCGTCATGG 
CCCTGGGCTCCCTGGGCTCGTCCGAGGGCCGCCGCTCCGTGCGCCTGGTCCTCATCGACCTCATCCTGGG 
CCTGGCGGGCTTCTGCGGGAGCATGGCCTCGGGGCACCTCTTCAAGCAGGTGGCTGGGCACTCGGGCCAG 
GGCCTGGTGCTCACGGCCTGCAGCGTCAGCTGTGCCACTTTCGCGCTCCTCTACAGCCTCTTGGTCCTGA 
AGGTCCCCGAGGCGGCGGCCGGCTCCGGCCAGGCACTCTCCGCGGGCGACTCGGTGGCCGGCACGGTTGG 
CACCTATCGTACCCTGGATCCTGACCACTCAGACAAGCAGAGCGTGCAGGGGCTGCACCCCCCATCTCCC 
GGGAAAGCCAAGCCCCGGAGAACGATCATCGCCCTGCTCTTTCTGGGTGCCATCGTATATGACCTGGCAG 
TAGTGGGCACAGTGGACGTGATGCCCCTTTTCGTGCTAAGGGAGCCTCTCAGTTGGAACCAAGTGCAGGT 
GGGCTATGGCATGGCTGCAGGGTACACCATCTTCATCACCAGCTTCCTGGGCGTCCTGGTCTTCTCCCGC 
TGCTTCCAGGACACCACCATGATCATGATCGGTATGGTCTCTTTTGGGTCAGGAGCCCTCCTCTTGGCTT 
TTGTGAAAGAGACATACATGTTCTACATTGCTCGAGCCGTCATGCTGTTCGCTCTCATCCCTATCACAAC 
CATCCGGTCAGCAATGTCCAAACTCATAAAGGGCTCCTCTTATGGAAAGGTGTTCGTCATCCTGCAGCTG 
TCCCTGACTCTGACGGGGGTGGTGACATCCACGGTGTACAACAAGATCTATCAGGTCACCATGGAAAAGT 
TCATCGGCACCTGTTTTGCTCTCTCCTCCTTCCTCTCCTTCCTGGCAATCATCCCGATTGGCATCGTGGC 
CTACAAACAAGCCTCGTGGTTGCAATATGGAGACGTCAGGGAGACGTGAAGGTTCTGGCCTACAGGAGCT 
GCGAACACCAGCAACGGTGGAGCCCCTTTGAAGGCAAAGGAAGGGACTGGGTGCTGGCGACCGGAGCCAC 
CCACGGCCCCCCGAAGCCCCAAGTTCCAGCCAGAGTTGGCCTCGGAATGACCTGCTCTGGCTCAGGGCTC 
CCTGGTGGGTGGGGAACAGCACTTTCTT.GGTGATAGAAGAATTTTCTCAGCTTTTGGATGTCCCTGCTAG 
ACAGAGGTTGGGTTCTGGGGACAGTAAAGTATGGCCTTTCAGGGGTTATACACCGGCTGCATACACAGTC 
ATGCCAGACACACAAAGGGCTTCAGACGGCAGCCCCCTTTCTTGCGGGAGTTGTCCCCAGGGCTCCAAGA 
CACGACTAGTCATCTGGGTGCTGCGCTGGGAGCCCCACAATGAAAACTCAAACCAAAGCACACATTTTCA 
ACAGCCTAAGGGGAACCCAGAGGGGGTGTTTTATAAGAACTCCCAATGTTTTGGAAGATTTTGGGGCTCG 
GGCTCTTGGATTCAGGGTACTTTTATTGCTCTTGTTACTGTTGCTTATAAGAGGCAAATATCAAAAGACT 
TTCTTCAGTGGAATAGAATATTGAGTATTTTCAGCCAATGATACTTTCAAAGTGGGTGGTGTGAAAGGAG 
AGAGGAGATATGCCAAGAGCCAT T TTATTT GGAGGTCCC TATT T TTAT AGCCTAT T TNACTTACAT CT AG 
AAAAGCAGACTCACT TCCAAATAAAATCGACATT TAT TGTAAAAAAAAAAAAAAAAAAAAA 

>GBCA0033 |Acc|AF498324 | Ver | AF498324 . 1 GI : 28190 691 | Canis familiaris uromodulin precursor 
(Umod) mRNA, complete cds. 

GAATTCTACTTTTCTGGCTTCAGGACTCCAGGCATCACAGACAGGGAGGAAACGCCAAGGGGTCAACCTG 
TCCTTGCCTTTGGGCAGGTCTTCTCCAGACCAGAAGTAACTGTGAAGAGCAGAAAAAAATGGGGCAGCTT 
TCCTCTCTGACCTCGGTGTGGATGGTAGTGGTGGTAACCTCTTGGGTCATCATAGCTGCAAACATTGATA 
CTGTGGAAGCAAGAAGCTGCTCTGAATGTCACAGCAATGCCACCTGCATGGAGGATGGGATGGTCACAAC 
ATGTTCCTGCCTGGTGGGTTTCACTGGCAGCGGCTTTGAGTGCGTGGACCTGGATGAATGTGCCATTCCT 
GGTGCCCACAACTGCTCGGAGGGGAGCAGCTGTATGAATACGCTGGGCTCCTACCTCTGCACCTGCCCCG 
ACGGCTTCCGTCTGACACCGGGGCTGGGCTGCATCGACGTGGATGAGTGCTCGGAGCCGGGGCTCAGCCG 
CTGCCATGCCCTGGCCACCTGCATCAACAACAAGGGCAATTACTCGTGCGTGTGCCCAGCGGGCTACCGA 
GGGGACGGGCAGCACTGTGAGTGCTCCCCGGGCTCCTGCGGCCCGGGCTTGGACTGCGTGCCCGTGGGCG 
ACGCGCTGGTGTGCGCGGACCCGTGCCAGGAGCATCGCATCCTGGATGAGTACTGGCGCAGCACCGAGTA 
CGGGGCAGGTTACACCTGCGACGTGGGCCTGAACGGCTGGTACCGCTTCACAGGGCCAGGTGGGGTGCGC 
CTGGCGGAGACCTGCGTGCCAGTCCTGCACTGCAACACGGCCGCGCCCATGTGGCTCAATGGCACACACC 
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CGACCAGAGACCAGGGCATCGTGAACCGCACAGCCTGTGCGCACTGGAGGGGCCACTGCTGCCTGTGGGA 
TGCGTCCATCCAGGTGAAGGCCTGCGCCGGCGGCTACTATGTCTACAACCTCACGGAGACCCCTGAGTGC 
TACCTGGCCTACTGCACAGACCCCACCTCTGTGTTGGGGACATGTGAGGAGTGCAGTGTAGAAGAGGACT 
GCAAATCCCATGATGGCATGTGGAGCTGCCAGTGCAAACAGGACTTCAATGTCACTGATCTCTTCCTTCT 
GGACCGGCTGGAGTGTAGGCCCAATGATATCAAGGTGTCCCTGAGCAAGTGTCAGCTGAAGAGCCTGGGC 
TTTGAGAAGGTTTTCATGTACCTGCGTGACAGCCAGTGCTCAGGCTTCAATGAGAGGGGCGACCGGGACT 
GGGTATCTGTGGTGACCCCAGCCAGGGATGGTCCCTGTGGAACAGTGATGGTGAGGAATGAAACTCATGC 
CACATACAGCAACACTCTTTACCTGGCAGATGAGATCGTCATCCGTGACCGCAACATCAAAATCAACTTT 
GAGTGTTCCTACCCCCTGGATATGAAAGTGAGCTTGGAGACCTCCCTGCAGCCGATAGTCAGCTCTCTAA 
ACATCAGCGTGGGCGGGACAGGCATGTTCACCGTGCGGATGGCACTCTTCCAGACTCCTGACTACACACA 
GCCCTACCAAGGCTCCTCTGTGACCCTGACTACCGAGGCCTTTCTCTATGTGGGCACCATGCTGGATGGG 
GGTGATTTGTCCCGGTTTGCACTGCTGATGACTAACTGTTATGCCACACCCAGCAGCAACGCCACAGACC 
CCTTGAAGTACTTCATCATCCAGGACAGATGTCCACGCACTACGGACTCAACCATCCAGGTGGTGGAGAA 
TGGGGAGTCCCCTCAGGGCCGATTTTCTGTACAGATGTTCCGTTTTGCCGGGAACTACGACCTGGTCTAC 
CTGCACTGTGAAGTGTATCTCTGCGACATCATTAATGAAAAATGCAAACCTACCTGCTCTGGGACCAGAT 
TCCGCAGTGGAGGCATCATAGACCAAAGCCGCGTCCTGAACTTGGGTCCCATCACACGGAAAAATGTCCA 
GGCAGTGGTCTCAAGGGCTGCTTCCAGCAGCTTGGGGTTCCTGAAGGTCTGCCTGCCTCTGCTTCTATCG 
GCCACCCTGACCCTGATGTTTCAGTGATTGGCAGCTGGAAACCCTGTGCTCTGTGGCTTCATTCCTGCTG 
GCTGGGGATGATGCCGCTTAGTGCTCCAGCCACAGAAAAGGGAACTCACACTTCAGTCACCTGCTCCTCT 
TTCCCCACCTTTAATCCTCATTATCACAAAATATCTTAATATCTTTAAATTCTGCCTTCTTTCAAAATGG 
GACTTGTGACATGTGTGCACATGAGGCCCCATGTCTCCTTAAAGATTGTGGCAAAATAATAATAATTTTA 
AGAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0034 |Acc|U52916| Ver|U52916.1 GI : 1777 900 | Canis familiaris transducin beta-3-subunit 
(GNB3) mRNA, complete cds. 

GCCTTGTGGGGGACTGCTCCTATCACCCCACACTCTTGCTCCCACTTACTGCCCCCCTGGTCCCCCTGGG 
CTGGGCCAAGGCTCTCTGGAAGCCACACACCTCCCTTCCTGCCCTCTCCCCACACTGTTGCCAGCTGATT 
TCATTTGCCTGACGTTGTCCTCATTGGCCCTACCTTCTCTGTCAGTGCTCCCCCCAACCCCCCCAGAGTT 
GGGGCCAGGCCAGGCCAGCTCCTCTGGCAGCAGAGCTGGGGCAGGTGACGGGTTGGCGTCGCAGCTGAGG 
GAGTGAAGAGGCGCCTGGGAACTGGAGCTGGAAACCTAGGAGAGGTGCAGTCAGAGTCCAAGAGCCGGAG 
C TACACC TCAACCT ATCAGCCAT GGGGGAGAT GGAGCAGCTACGGCAGGAAGCAG AGCAGCT CAAGAAGC 
AGATTGCAGATGCCAGGAAAGCCTGTGCTGACACTACTCTGGCAGAGCTGGTGTCAGGCCTAGAGGTTGT 
AGGAAGAGTCCAGATGCGGACACGGCGGACGTTAAGGGGACACCTAGCCAAGATCTATGCCATGCACTGG 
GCCACCGATTCCAAGCTGCTGGTAAGTGCCTCGCAAGATGGGAAGCTGATCGTGTGGGACACCTATACCA 
CCAATAAGGTGCATGCTATCCCACTGCGCTCCTCTTGGGTCATGACCTGTGCCTATGCACCATCAGGGAA 
• CTTTGTGGCATGCGGGGGGCTGGACAACATGTGCTCCATCTACAGCCTCAAATCCCGTGAGGGTAATGTC 
AAGGTCAGCCGGGAGCTGTCTGCTCACACAGGATATCTCTCCTGCTGCCGCTTCCTGGATGAGAACAACA 
TTGTGACCAGTTCTGGAGACACCACTTGTGCTCTGTGGGATATCGAGACCGGGCAGCAAAAGACGGTGTT 
TGTGGGACACACGGGGGATTGCATGAGTCTGGCTGTGTCTCCTGACTTCAAACTCTTCATTTCGGGGGCC 
TGTGACGCCAGCGCCAAGCTCTGGGATGTGCGGGAGGGGACCTGCCGGCAGACTTTCACTGGCCATGAGT 
CCGACATCAATGCTATCTGTTTTTTCCCCAACGGAGAGGCCATCTGCACAGGCTCGGACGACGCCTCCTG 
CCGCCTGTTTGACCTGCGGGCTGACCAGGAGCTGACTGCCTACTCCGACGAGAGCATCATCTGTGGCATC 
ACATCTGTGGCCTTCTCCCTCAGCGGCCGCCTGCTCTTTGCAGGCTACGACGACTTCAATTGCAACATCT 
GGGACTCCATGAAGG6CGAGCGTGTGGGCATCCTCTCTGGCCATGACAACAGGGTCAGCTGCCTAGGGGT 
CACAGCTGATGGGATGGCTGTGGCCACTGGCTCCTGGGACAGCTTCCTCAAAGTCTGGAACTAAGGAGGC 
TGGACGAGGGGAGGTAAAAGACCATGAAGACACTCAGCTACCCCCTCCCCTCCCCTGCCCAATTTTTCTT 
CTGAGGTTTCTTTATTGTTTTTTTCTATACCTCAGCTGCCATTCCCACCCAGCTTTGTCCTTTGAGGGCA 
GTGGGGAAAATGGGGAGTATGCCTTTGGGAGACAGCATCAGGGACACAGGGCAAAGAAATGCTCCATCTC 
CTCCCATGGCCTCCCCTCTCCATGGTCCTGCAGCTTCTCCCTTAATGAGCAAGGAC2^lACTGATCCCTCCC 
CAGCCCTTGGCAGGCCTAGCAGGCTTCCAGTCTGAGGCCCCAGGCCCTAGAATTCCTCCCCGGAGCCACT 
AACTTTGTCCAGACCTGGGTGGCAGAGGTGTCAGCTTTGTGACTATGGCTCTGGCATCACTAGGATCCTA 
GCCCCCTTCCTCATGATTTTTCTTCTCTCCCTTTATTTCTCTCCTAAAGGACCTAAAGGACAATAAAGTG 
TAGCACCCTA 

>GBCA0035 |Acc|D78348 | Ver | D78348 . 1 GI : 107164 9 | Canis familiaris ZAP 4 7 mRNA for zymogen 
granule membrane associated protein, complete cds. 

ATGGCGTTCTTGATTCTTGTGACTTTGGCCCTAGCATCTGCTCACTATTCTGGTGAGCACTTTGAAGGTG 
AGAAGGTGTTCCGCGTCAATGTTGAAGATGAAAATCATATCAACTTACTCCATACATTGGCCAGCACCAC 
CCAGATTGACTTCTGGAAACCAGATTCTGTCACACAAATCAAACCTCACAGTACAGCTGACTTCCGGGTT 
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AAAGCAGAAGACAT T T T GACGGTGGAGGAT T TT C T GAAGCAGAATGAAC TACAC TAT GAGGTAT T GATAA 
ACAACCTGAGATTGGTGCTGGAAGGTCAGTTTGGCAGGCAGGTCCCTGCAACTGGACACAGTTATGAGAA 
GTACAACAGATGGGAAACGATAGAGGCTTGGACCCAACAAGTCACCAGTGAGAATCCAGACCTTATCTCT 
CGCAGATCCATCGGAACCACATTTGAAGGACGCACTATATACCTCCTCAAGGTTGGCAAAGCTGGACAAA 
ATAAGCCTGCCATTTTCATGGACTGTGGTTTCCATGCCAGAGAATGGATTTCCCCTGCATTTTGGCAATG 
GTT TGTG AGAGAGGNTAT T CGCACC T AT GGACAAGAGATCC ACAT GACAGAAC T TCTCGACAAGT TAGAC 
TTTTATGTCTTGCCTGTGGGCAATATTGATGGCTACGTCTACACCTGGACCAAGAACCGAATGTGGAGAA 
AGACCCGCTCCACTCAGGTTGGAACTAACTGTGTTGGCACAGACCCCACCAGAAATTTTGATGCTGGTTG 
GTGCAAAATTGGAGCTTCTCGGAACCCCTGTGATGAAACTTACTGTGGACCTGCTGCAGAGTCTGAAAAA 
GAGACCAAGGCCCTGGCTAATTTCATCCGCAGCAACCTCTCTTCCATTAAAGCATATCTGACAATCCACT 
CATACTCTCAAATGATGCTCTACCCTTATTCCTATGATTATAAACTCACAGAGAACAATGCTGAGTTGAA 
TGCCCTGGCTAAAGCTACTGTAAAAGAACTTGCCACCCTGCATGGCACCAAGTACACATATGGCCCGGGA 
GCTACAACAATCTATCCTGCTGCTGGGGGCTCTGATGACTGGGCTTATGATCAAGGAATCAAATATTCCT 
TTACCTTTGAACTCCGGGACAAAGGCAGATACGGCTTTGCCCTCCCCGAATCCCAGATTAGTCCAACCTG 
TGAGGAGACACTGTTGGCCATCAAGCACCTTGCCAGATACGTCCTGCAACATCTGTACTAG 

>GBCA0036 |AcclD17397 |Ver ID17397.1 GI : 397824 | Canis familiaris CYP2D mRNA for P-450 2D, 
complete cds . 

GAGCACCCTGGCTGGCCAGCCCCAGGTCCCTGGTGTGGTGAGGGACACCGGCGTGCCCCACGAGCCCAGC 
GGGCACTGAGACAGCTATGGGGCTGCTGACCGGGGACACGCTGGGGCCCCTGGCCGTAGCCGTGGCCATC 
TTCCTGCTCCTGGTAGACCTGATGCACCGGCGCAGGCGCTGGGCCACACGCTACCCGCCAGGCCCCACGC 
CAGTGCCCATGGTGGGCAACCTGCTGCAGATGGACTTCCAGGAACCAATCTGCTACTTCAGCCAGCTGCA 
AGGCCGCTTCGGAAACGTGTTCAGCCTGGAGCTGGCCTGGACGCCGGTGGTCGTGCTCAACGGCCTGGAG 
GCGGTGCGCGAGGCCCTGGTGCACCGCAGCGAGGACACTGCCGACCGCCCACCTATGCCGATCTATGACC 
ACCTGGGTTTGGGGCCAGAATCCCAAGGGTTGTTCCTGGCGCGCTACGGGCGCGCGTGGCGCGAGCAGCG 
GCGCTTCTCGCTGTCCACCCTGCGCAACTTCGGCCTGGGCAGGAAGTCCCTGGAGCAGTGGGTGACCGAG 
GAGGCCTCGTGCCTCTGCGCGGCCTTCGCCGAGCAGGCGGGCCGCCCCTTCGGCCCCGGCGCGCTGCTGA 
ACAAGGCGGTGAGCAACGTGATCTCGTCGCTCACCTACGGGCGCCGCTTCGAGTACGACGACCCGCGGCT 
GCTCCAGCTGCTGGAGCTCACCCAGCAGGCGCTGAAGCAGGACTCCGGCTTCCTGCGTGAGGCCCTGAAC 
TCCATCCCCGTGCTCCTGCACATCCCGGGACTGGCCAGCAAGGTCTTCTCCGCGCAGAAGGCCATCATAA 
CCCTGACAAATGAAATGATCCAGGAGCACAGGAAGACCCGGGACCCCACCCAGCCACCCCGACACCTGAT 
CGACGCCTTCGTGGATGAGATAGAAAAAGCCAAAGGGAACCCCAAGACCAGCTTCAATGAGGAGAACCTG 

tgcatggtgacctctgacctgttcatcgctgggatggtgtccacctcaatcacgctgacctgggccctcc 
tgctcatgatcctgcacccggacgtgcagcgacgtgtccagcaggagatagatgaggtgatagggcggga 
gcagctaccagagatgggagaccagacccgtatgcccttcaccgtggccgtgatccatgaggtgcagcgt 

TTTGGGGACATCGTCCCACTCGGTGTGCCCCACATGACGTCCCGAGACACTGAAGTGCAGGGCTTCCTCA 
TCCCCAAGGGGACGACACTCATCACCAACCTGTCGTCAGTGCTAAAGGACGAGAAGGTCTGGAAGAAGCC 
CTTCCGCTTCTACCCCGAGCACTTCCTGGACGCCCAGGGCCACTTCGTCAAGCATGAGGCCTTCATGCCC 
TTCTCTGCAGGCCGCCGCGTCTGCCTCGGGGAGCCCCTGGCCCGCATGGAGCTCTTCCTCTTCTTCACCT 
GCCTCCTGCAGCGCTTCAGCTTTTCAGTGCCTGCGGGGCAGCCCCGGCCCAGCGACCACGGGGTCTTCAC 
CTTCCTGAAGGTTCCAGCCCCCTTCCAGCTCTGTGTGGAGCCTCGCTAGGGGCAGGAACCACCACCCCCC 
GCCGCCCGGCTCCTCAGCAGGGGCCCGAGGTACAATAAACCAGTTTGGTGGCTCC 

>GBCA0037 |Acc|D16410 1Ver|D16410.1 GI : 303539 | Canis familiaris mRNA for T-Cell receptor, 
complete cds . 

CGGCCGCAGCTTCCCAGGGCTGCCATGGGCTCCAGGCTTCTCTGCTGTGTGGCCCTTTTCTCCTGGGAGC 
CGGCCCCCGTGGAGTCTGAGGTCATCCAAACTCCAAGACACATGATCAAAGTCAAGAGGACAGACAGTGA 
CCTGAGATGTCCTTATCTCTGGACACTATCTGTGTACTGGTACCAACAGGCCTTGATGGTCCGTTTACCG 
GT TTCTCATTCAGT CATCATAGTCAAAAAAGAAACAT CCGGTCAAGATTCT CAGT GCAGCAGTT C AGT AA 
CTACAGCATCCCAGCTTGAGATGAACTCCCTGGAGCCAGGAGACTCAGCCCTATATCTCTGTGCCAGCAG 
CGGGTACAGTGAGAGCTACGAGCGGTATTTCGGAGCCGGCACCAGGCTCACGGTCCTCGAGGATCTGCAG 
AAGGTCACCCCTCCCACGGTCACAGTGTTTGAACCATCAGAAGCAGAGATCTCGCGGACCCAGAAGGCCA 
CACTCGTGTGCCTGGCACGGGGCTTCTACCCCGACCACGTGGAGCTGAGCTGGTGGAATGACTCCAGCTA 
CTGTCTGAGCAGCCGGCTGAGGGTCTCTGCCTCCTTCTGGCACAACCCGCGCAACCACTTCCGCTGCCAA 
GTCCAGTTCTATGGGCTCGGGGACGACGATGAGTGGAAGTACGATAGAGTCAAACCCATCACCCAGAACA 
TCAGTGCTGAGGCCTGGGGCAGAGCAGACTGTGGCTTCACCTCGGTGTCCTACCATCAGGGCGTCCTGTC 
TGCCACCATCCTCTATGAGATCCTGCTGGGCAAGGCCACGCTGTATGCTGTGCTGGTCAGCATCCTGGTG 
CTGATGGCTAAGGTCAAGAGAAAAGGTTCCTGAGACCAGCTCCAAAAGTGCATCCTGAGATGATCATGAG 
CCTCACCCTCAATTCTCCTTCGCACGCTTCCAGTCTGCGTTTCTAAAAGAGTTATTCTCTCTCTACCTCT 
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TATCACCTTCCTGCTGGGATATCTGTCCCCTCTCTCTGCTTCCCTGCAGACTGAGCTCCTCAAGCCTGAT 
CCTGAAATAGACTAAAACAATAAAAGTGTCCTGCCAGGC 

>GBCA0038 |Acc|D16409|Ver|D16409.1 GI : 303537 | Canis familiaris mRNA for T-Cell receptor, 
partial ccis . 

ATTCGCGGCCGCCGGTGCCCAGTGTTCATCTGCTCCTTGGTCCTCTGGCTCCTGAGTACAGGCACCCTCA 
ATGCAAAAGTCATGCAGACTCCAGGACATCTGGTCAAAGGGAAAGGACAAAAAAGCAAAATGGAATGTGT 
CCCTAAAAGACAATGTTATGTTTTCTGGTATCAGCAGATCCCAGCAAAAGAGTTCAAGTTCTTGATTTCT 
TTCCAGGATAACGCTGTCTTTGATAAAACAGGGATGCCCACGCAGAGATTTTTAGCCTTGTGTCCAAAAA 
ACCTACCCGTATGCCTAGAGATCGAGCGTACAGAGCTGCAGGATTCAGCCGTGTATTTTTGTGCCAGCAG 
TGATATACTCCTGGGGACGAGACAGTATTTCGGTGCCGGCACCAGGCTCACGGTCCTCGAGGATCTGCAG 
AAGGTCACCCCTCCCACGGTCACAGTGTTTGAACCATCAGAAGCAGAGATCTCGCGGACCCAGAAGGCCA 
CACTCGTGTGCCTGGCACGGGGCTTCTACCCCGACCACGTGGAGCTGAGCTGGTGGGTGAACGGGAAGGA 
GGTCACGAGTGGGTTCAGCACCGACCCGCAGCCCGACAAGGAGAGGCCCAGCGAGAATGACTCCAGCTAC 
TGTCTGAGCAGCCGGCTGAGGGTCTCTGCCTCCTTCTGGCACAACCCGCGCAACCACTTCCGCTGCCAAG 
TCCAGTTCTATGGGCTCGGGGACGACGATGAGTGGAAGTACGATAGAGTCAAACCCATCACCCAGAACAT 
CAGTGCTGAGGCCTGGGGCAGAGCAGACTGTGGCTTCACCTCGGTGTCCTACCATCAGGGCGTCCTGTCT 
GCCACCATCCTCTATGAGATCCTGCTGGGCAAGGCCACGCTGTATGCTGTGCTGGTCAGCATCCTGGTGG 
TGATGGCTAAGGTCAAGAGAAAAGGTTCCTGAGACCAGCTCCAAAAGTGCATCCTGAGATGATCATGAGC 
CTCACCCTCAATTCTCCTTCGCACGCTTCCAGTCTGCGTTTCTAAAAGAGTTATTCTCTCTCTACCTCTT 
ATCACCTTCCTGCTGGGATATCTGTCCCCTCTCTCTGCTTCCCTGCAGACTGAGCTCCTCAAGCCTGATC 
CTGAAATAGACTAAAACAATAAAAGTGTCCTGCCAGGC 

>GBCA0039 |Acc|AY185179|Ver IAY185179.1 GI : 27902533 | Canis familiaris transcription factor 
Tbx4 (Tbx4 ) mRNA, complete cds . 

ATGCTGCAGGATAAGGGCCTGTCGGAGAGCGAGGAGGCCTTCCGGGCCCCGGGCTCCGCGCTCGGCGAGG 
CCAGCGCTTCCAACGCCGCCAACGCCCCCGAGCCCGCGCTGGCTGCGCCGGGCCTCAGCGGAGCCGCGCT 
CGGCAGCCCCCCGGGCCCGGGCGCCGACGCCGCCGCCGCCGCCGCCGCCGCCGCCGCCGCAGAGCAGACC 
ATCGAGAACATCAAGGTGGGCCTGCATGAGAAGGAGCTCTGGAAGAAGTTTCACGAGGCGGGCACCGAGA 
TGATCATCACCAAGGCGGGCAGGAGGATGTTCCCCAGCTACAAGGTAAAAGTCACAGGCATGAACCCCAA 
GACCAAGTACATCCTGCTGATTGACATCGTCCCTGCGGATGACCACCGCTACAAGTTCTGTGACAACAAA 
TGGATGGTGGCGGGGAAGGCTGAGCCTGCCATGCCAGGACGGCTCTATGTCCACCCCGATTCTCCTGCCA 
CTGGGGCCCACTGGATGCGGCAGCTGGTCTCCTTCCAGAAGCTGAAGCTCACAAACAACCACCTGGACCC 
CTTTGGCCATATCATCCTCAACTCCATGCACAAGTACCAGCCACGGCTACACATCGTGAAGGCTGATGAG 
AACAATGCTTTCGGCTCCAAAAACACAGCCTTCTGCACTCATGTGTTCCCAGAGACTTCCTTCATCTCTG 
TGACCTCCTACCAGAATCACAAGATCACACAGCTGAAGATTGAGAACAACCCTTTTGCCAAGGGATTCCG 
GGGCAGTGACGACAGTGACCTGCGCGTGGCTCGGCTGCAGAGCAAAGAATATCCTGTGATCTCCAAAAGC 
ATCATGAGACAGAGGCTCGTCTCCACCCAGCTCTCCGCCAAGCCCGATGTCAGCCCCCTGCATGGTGCCC 
ACCAGGCGCTCCAGCACTACCAGTATGAGAATGGGGCTCACATGCAGTTTGCTGCGGCTGAGCCACAGGA 
CCTTCCCCTCAACACCTTCCCAGCCCAGAGGGACTCCAGCCTCTTCTATCACTGCCTGAAAAGACGAGAC 
AGTGCCCGCCATCTGGACTTACCCTGCAAGCGATCCTATCTGGAAGCTCCCCCTGCAGTGGGAGAGGATC 
ATTATTTCCGCTCTCCCCCTCCCTACGACCAACAGATGTTGAGCCCCTCCTACTGCAGTGAGGTGACCCC 
GAGGGAAGCCTGTATGTATTCGGGTTCAGGGCCTGAGATTACTGGGGTGTCTGGAGTGGACGACTTGCCC 
CCGCCCCCACTGAGCTGTAACATGTGGACGTCTGTCTCACCGTACACAAGCTACAGCGTTCAGACGATGG 
AGACTGTGCCTTACCAGTCCTTCCCAACGCACTTCACCGCCACCACTATGATGCCTCGGCTGCCCGCGAT 
CTCCGCTCCGAGCTCCCAGCCTCCAGGGAACAGCCACTTCAGTGTCTACAACCAGCTCTCCCAGTCTCAG 
GTCCGGGAGCGGGGGCCCACCACCTCCTTCCAGAGGGAGCGCGGCCTCCCCTCTGTGTGTGAGAGGAAGC 
CCCCCTCTCCGCACCTGAATGCCGCCAACGAGTTCCTCTACTCTCAGAGCTTCTCCTTGTCCCGGGAAGC 
TTCCTTACAGTATCATTCAGGAATGGGAACTGTAGAGAACTGGACTGACGGATGA 

>GBCA0040 |AcclAB100595)Ver|AB100595.1 GI : 27884305 | Canis familiaris ELS1 mRNA for 
elastase 1, complete cds. 

GGCTTATGCTGGTCCTTTATGGACACAGCACCCAGGACGTTCCAGAAACCAATGCCCGGGTAGTTGGAGG 
GACTGAGGCCCGGAGGAACTCCTGGCCCTCTCAGATCTCCCTCCAGTACCTGTCCGGGGGCAAATGGTAT 
CACACCTGCGGAGGGACCCTCATCAGACAGAACTGGGTGATGACAGCTGCTCACTGCGTGGACAGAACAA 
TGACCTTCCGCGTGGTGATCGGAGAGCACAACCTGAGCCAGAACGACGGCACCGAGCAGTCCGCGAGTGT 
GCAGAAGATTGTGGTGCATCCGTACTGGAACAGCAATGACGTGTCTGCCGGCTATGACATTGCCCTGCTG 
CGCCTGGCCCAGAAAGTTACCCTCAACAGCTATGTCCAGCTGGGTGTCCTGCCGCAGGAGGGAGCCATCC 
TGGCCAACAACAGTCCCTGCTACATCACAGGCTGGGGCCTGACCAAGACCAATGGGCAGCTGGCCCAGGT 
TCTGCAGCAGGCGTACCTGCCCACCGTGGACTACGCCATCTGCTCCAGCTCCTCCTACTGGGGCTCCATC 
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GTGAAGAAATCCATGGTGTGCGCTGGAGGAGACGGAATTCGCTCTGGATGCCAGGGTGATTCTGGGGGCC 
CCCTCCATTGCTCGGTGAATGGCAAGTACACTGTCCATGGAGTGACCAGCTTTGTGTCCAGCCTGGGCTG 
TAACGTCTCCAGGAAGCCCACAGTCTTCACCCGGGTCTCTGCTTACATCACCTGGATAAACAACGTCATT 
GCCTCCAACTGAACATCTTCCTGAACCCAAAGGCCTTCCTAAGTGATGCTTGGATCCACAGTAGGACTTG 
AGGCCATCAGGGGAAAAATGTTCTGAAAGACCTTTGAGCCAGATACAGGAAAACAAATAAAACAGAATTT 
AC AT T C T C AAAAAAAAAAAAAAAAAAAA 

>GBCA0041 |Acc|AJ347749lVer|AJ347749.1 GI : 23304859 | Canis familiaris mRNA for p7 6RBE 
protein. 

GCACGAGCTTGCACGGACAGCATGACGGACGCGCTGCTGCCCGCGGCCCCCCAGCCGCTGGAGAAGGAGA 
GCGACGGCTACTTTCGGAAGGGTTGCAATCCCCTTGCGCAAACTGGCCGGAGCAAACTGCAGAATCAGAG 
GGCTGCCTTGAACCAGCAGATCCTGAAAGCCGTGCGGATGAGAACGGGAGCAGAAAACCTCCTGAAAGTA 
GCTACGAACCACAAGGTACGGGAGCAGGTGCGCCTGGAGCTGAGCTTCGTGAACTCTGACCTGCAGATGC 
TCAAGGAAGAGCTGGAAGGGCTGAACATCTCAGTGGGAGTCTATCAGAGCACGGAGGAGGCGTTTACGGT 
CCCCTTGATTCCGCTTGGCCTGAAGGAAACCAAGGACATTGACTTCTCAGTCGTTCTCAAGGATTTCATC 
CTGGAACATTACAGCGAGGACAGCTATCTATATGAAGACGAAATAGCAGACCTGATGGACCTGAGACAGG 
CTTGCCGGACGCCCAGCCGGGATGAGGCCGGGGTTGAACTGCTCATGAGCTACTTCATCCAGCTGGGATT 
TGTGGAGAGCCGCTTCTTCCCCCCCACCCGACAGATGGGGATCTTGTTTACCTGGTATGACTCCCTCACC 
GGGGTCCCGGTGAGCCAGCAGAACTTGCTGCTGGAGAAGGCCAGCATTCTGTTCAACATCGGAGCCCTCT 
ACACACAGATCGGGACCCGGTGCAATCGGCGGACCCAAGCTGGGCTGGACGGTGCGGTGGACGCCTTTCA 
GAGAGCCGCAGGGGTTTTGCATCACCTGAAAGAGACGTTCACTCACACTCCGAGTTACGACATGAGCCCT 
GCCATGCTCAGCGTGCTGGTCAAGATGATGCTTGCACAAGCCCAGGAGAACGTGTTTGAGAAAATCTGCC 
TTCCTGGGATCCGGAATGAGTTCTTCGTGCTGGTGAAGGTGGCTCAGGAGGCTGCCAAGGTGGGGGAGGT 
GTATCGGCAGCTGCACACGGCCATGAGCCAGGCCCCGGTGAAGGAGAACATCCCCTACTCCTGGGCCAGC 
CTGGTCTGCGTGAAGGCCCACCACTACGCGGCCCTGGCCCACTACTTCGCAGCCACCCTTCTCATCGACC 
ACCAGTTGAAGCCTGGTGCAGATGAGGACCATCAGGAGAAGTGCCTGTCCCAGCTCTACGACCACATGCC 
AGAGGGACTGACGCCCTTGGCCACCCTCAAGAGCGGCCACCAGCGCCGACAGCTGGGCAAGTCCCACCTG 
CGCAGAGCCGTGGCCCACCACGAGGAGTCGGTGAGGGAGGCCAGCCTGTGCAAGAAGCTCCGCAACATCG 
AGGTGCTCCAGGACGTGCTGTCCGTGGCGCACGAGCGGTCCCGCCTCAAGTACGCGCAGCACCAGGACGA 
CGACGATCTGCTCAACTTGATCGATGCTCCCGACATTATCTCTAAAACTGAGCAAGAGGTTGAAATTATA 
TTGCCACAGTTCTCCAAGGTGACAGCAACGGACTTCTTCCAGAAGCTGGGCCCCCTGTCAGTGTTTTCGG 
CTAACAAGAGATGGACACCTCCTCGAAGCATTCACTTCACTGCAGAAGAAGGGGATCTGGGGTTCACCTT 
GAGAGGAAACTCCCCAGTGCAAGTCCATTTCCTGGATCCTCACTGCTCTGCTGCGCTGGCGGGAGCCAAG 
GAAGGGGATTATATTGTTTCCATTCAAGACGTGGATTGCAAGTGGCTGACGGTGAGCGAGGTCATGAAGC 
TGCTGAAGGCCTGTGGCAGGGACGGCGTGGAGATGAAGGTCGTGAGCCTCCTGGACTTCACCTCGTCCAT 
GCATAATAAGTGCGCGACCTACTCTGTGGGAATGCAGAAAACCTACTCCATGATCTGCTTAGCCATCGAT 
GAT GATGACAAAACTGACAAAACCAAGAAAATC T CGAAGAAGCT TT C T T T T T TGAGCT GGGGCACCGACA 
AGAACAGAGTGAAGTCGGCCAGCACCTTGTGCCTCCCGTCGGTTGGGGTGGCGAGGCCTCAGGTCAAGAA 
GAAGCTCCCTTCCCCTTTCAGCCTTCTCAACTCCGACAGTTCTTTGTACTGACGCGAGGAAACAGAAAAC 
CTTCAGGCCCCAAACGTCTCCGGTGCTGACCAGGCCTTCGCATCTGTGCCACAGTGGAAAGATTCCCAAA 
CATTCGCAAATCCCATCTTCTCACTGGGTTAAACTCACAACTGGTAGGGCTTCACGAAGGAAAGTAACGA 
GAAGCCTCGAGAAACTTGGGGAGTGTCACCATAGTGCTGCCAAGTTATTTATTATATAAAGTATTGTAAA 
TAGAACGGTAAATAGTCCTAGAAAATAGGGCTGTTGTTAATGGCTAGTCACGATTTGTGGTTCCTATCAG 
AATTACGTGGGGCTGCCTCTGTTGGGCCTTCCTGTAATCGTTTCCAGCCTTGGGTAGTAATAGATCATTC 
CTTGACTCAGAATCCAGACGACCCCAAATCGAGGCAGGTCAAGGGACCGGATTTAGTTAGATTACTAAGT 
TAGTGTTACCTAGAAGTGCTCCGAAGAACTGCTTCCTAAGGGGAATTCATGTACCTAAAATGCTAAGATT 
TTGCGAGTATTTCTGCATAATTATGAATGCTATTTCCAGATAAAGTCTAGTGCCAAGTCTGTCGTAACTT 
ATCAGAT T GAAACAGAAACAAAACATAGCCAAAAAAAAAACCCCACACACACAAT TTAGGAGCAGT GTTG 
CTTCCAGTCTGATGTCATTTACAAGTTGCTAACACAGTGGCCGTGTTAGACGGGGATGCTATCTACAAGG 
TAGACGATATGCTGTTTGATACTCAAAACATTTTTCTTTTTGTTTAAAGTAGAAAATGCGTAATTGTATA 
TTTTAAGAGTCTTTGAGATGGGTTAGAAACATTTTATAAGGTAAAGATGTAAATGATTCTAGTTTAAAGC 
TCTATTTGACTTTTTAAAACGACGTTCTTACGCGTGTATTTCTCTTGCCATTAAGTTGGATGATGCCGTG 
ATTTTCGTAAGATTCATGGTTGACACAAGTTATATAGCTTAAAAAAAAAGCATTGAAATCTATTTTTGAG 
AATTAACAAGAACTTAAATATTTTCTAGTGTGCAATATGAAAAGGGAAGCAACCATATTTGGGAAAGTGT 
ATCCACTGCTTTTAGGGACATTTTTATATAAATATTTAAATAAACATATTCGTTTGCCTGAAAAAAAAAA 
AAAAAAAAAA 

>GBCA0042 |Acc|AY094504|Ver|AY094504.1 GI : 27447285 | Canis familiaris thyroid peroxide 
(TPO) mRNA, complete cds. 
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ATGGGAGCACTCGCCGTCCTGGGCGTCACGCTGCTGGTGGCCCTCGCGCGCGGCCTCCTCCCCTTCTTCC 
TCGGAGGCCGGGACCTCCTGTGGGGACAGAGCGGAGAGGCCAGTGTCCTTGGCGTCGTGGAGGAGAGCCG 
GCGCGTGGTGGACGGCGCCATCCAGCACACCGTGAGGAGAGACCTCAGCAAAAGGGGGCTCCCTTCCCCG 
TCGCAGCTTCTGTCTTTTTCCAAACTCCCCGAGCCGACCAGCCGAGCCGTCTCCCGAGCGGCGGAGATCA 
TGGAAGCCTCCGTGCAGGCCGTGAGGACACGGGTCTATGGGAAGCTGGGGCGATCTTGGCCTCTCACCGA 
CACGCTGCCCGAAGCCGTGCTGGACACGATTGCCAACGCGTCCGGGTGTCGGCCCCACATGCTGCCCCCC 
AGGTGCCCGGACACCTGCCTGGCCCGCAAGTACCGGCTCATCACGGGCGCCTGCAACAACAGAGACCACC 
CCAGGTGGGGAGCCTCCAACACAGCGCTGGCGAGGTGGCTGCCGCCCGCCTACGAAGACGGCATCAGTGA 
GCCCAGAGGGTGGAACCCCCACGTCCTGTACAGCGGCTTCCCGCTGCCCCCGGTGCGGGAAGTGACCAGA 
CAGGTTATCCGGGTCCCCAACGAGGCCGTCACAGAGGACGACCAGTATTCGGATCTCCTGACGGTGTGGG 
GCCAGTACATCGACCACGAGGTCGCGTTCACACCGCAGAGTGCCAGCGGAGCTGCGTTCGGGGCGGGAGC 
TGACTGCCAGCTGACGTGTGAGAACCGGAGCCCGTGTTTTCCCATCCAGCTGCCCCCCGATGCCTCGGGG 
CCCGCCTGCTTGCCCTTCTCCCGCTCCTCTGCCGCCTGCGGCACCGGGATCCAAGGCGCCTTCTTCGGCA 
ACCTGAGCTCGGCCAACCCGCGGCAGCAGATGAACGGGCTGACGTCCTTCCTGGACGCGTCCACGGTGTA 
CGGCAGCTCCCCGGCCTTGGAGAAGCAGCTGCGCAACTGGACCAGTGCCGAGGGGCTGCTCCGCGTCAAC 
ACGCGCCACTGGGACGCCGGCCGCGCCCACCTGCCCTTCATGCGGCCGCCTGCGCCCTTGGCCTGCGTGC 
CCGAGCCCGGCACCCG'CGGGACGGCCGGAGCGCCCTGCTTCCTGGCGGGGGACAGCCGTGCCAGCGAGGT 
CCCCACTCTGGCGGCCCTTCACACGCTGTGGCTGCGCGAGCACAACCGCCTGGCCTCGGCGCTCAAGGCT 
CTCAACGCTCACTGGAGCGCGGATACCGCCTACCAGGAGGCGCGCAAGGTGGTGGGCGCCCTGCACCAGA 
TCATCACCTTGCGGGACTACGTCCCCAAAGTCCTGGGCCCCGAGGCCTTCCAGCAGCACGTGGGCCCCTA 
CGAGGGTTACGACCCCACCATGGACCCCACCGTGTCCAACGTGTTTTCCACGGCCGCCTTCCGCTTCGGC 
CACGCCACGGTGCACCCGCTGGTGAGGCGGCTGGACGCCCGCTTCCAGGAGCACCCCGGCCTCCCCCCGC 
TGCGGCTGCAGGACGCCTTCTTCAGCCCCTGGAGGCTCCTCAAGGAAGGTGGTCTGGACCCCCTGCTGAG 
GGGCCTTCTCGCGAGCCCCGCCAAGTTGCCGGTGCAGGAGCAGCTGATGAATGAGGAGCTGACCGAGAGG 
CTGTTCGTGCTGGGCAGCTCAGGCAGCCTGGACCTGGGGTCCATAAACCTGCAGCGGGGCCGGGACCACG 
GCCTGCCAGGTTACAACGCGTGGAGGGAGTTCTGCGGCCTGGGCCGGCTGCACACGCGGGCCGAGCTGCG 
CTCCGCCGTCGCCAACGCCACCCTCGCCGGCCGGATCATGGACCTGTACGGGCACCCCGACAACATCGAC 
GTCTGGCTGGGCGGCCTGGCCGAGCCCCTCCTCCCCCGGGCGCGCACGGGCCCGCTGTTTGCGTGCCTCA 
TCGGGAGGCAGATGAAGGCTCTGAGGGACGGAGACCGGTTCTGGTGGGAGAGCAGCGGGGTGTTCACCGA 
CGAGCAGCGGCGCGAGCTGGCGAGGCACTCCCTGTCCCGGGTCATCTGTGACAACACGGGCCTCCCCAGC 
GTGCCCGCGGACGCCTTCCAGGTCAGCAGATTCCCACAGGACTTCGAGCCGTGCGAGAACATTCCGGGTC 
TGAACCTGGACGTGTGGAGGGAGGCCCTTCCGCAAGGCGACGCCTGCGGCCTCCCCGACAGCCTGGACAA 
TGGGGACGTCGTGCTCTGCGGCGAGGCCGGGCGGCGCGTGCTCGTCTTCTCCTGCCGCCACGGGTTCAAG 
CTGCAGGGCCCCGAGCAGGTGGCCTGCTCCCCCCGGGGCGGGGCTGTCCGGGCCCCCGTGTGCAGAGATA 
TCAATGAGTGTGAAGACGCGAGCCACCCCCCCTGTCACGGGTCGGCCCGGTGCAGGAACACCAAGGGTGG 
TTTCAGGTGTGAGTGCACAGACCCTGCGGTGCTCGGGGAGGACGGAACGACGTGTGTAGACTCCGGGAGG 
CTCCCGAAGGCGTCCTTGGTCTCCATCGCGTTGGGCATCGTGCTGGTCGTTGGCCTGGCGGGTCTCACCT 
GGACGCTGGTTTGCAGGTGGGCACATGCGGGCCGCAAAGCCTCACTGAGCATCGCGGAGTTGGGCGGAAG 
AGGAGCCCCCCCGCCGGGCCGTGGAGCGGGCCAGGACGGCGCCTCTGGCAGCCTGGTGCCCCCCCTCGGG 
CCGCAGGGCAGGACC.CGGGCCGTGGACCCCACATCCAGTAGGAGCCACGTGGCGCAGGGAAGCCCGGCAT 
GAGCAGGGGCAGCTGCGGGCCACCTCCTGGGAGCAGAGGTCGGTCCCCAGCACGACGGGGGACGGTGTTC 
CCTCTGGAAACAACCCCGACCCCCACGTTTCTACCTAATAAAGTGTGTGCCGCTTCCCGAAAAAAAAAAA 
AAAA 

>GBCA0043 | Acc | ABO 98 5 62 | Ver | ABO 98 5 62 . 1 GI : 27372797 | Canis familiaris RANTES mRNA for 
RANTES protein,, complete cds. 

CTGCCCTTCAGAGGATCCTGAGACAGCAGGTGGCTCTCCATCAGCAGGTACCATGAAGGTCTCCGCAGCT 
ACCTTTGCAATCCTCCTCGCCACTGCTACCTTCCGTGCTCCTGCCTCTGCCTCCCCATATGCCTCAGACA 
CCACACCCTGCTGCTTTGCCTACATTTCCGGCCGACTACCCTTCACCCACGTCCAGGAGTATTTCTACAC 
CAGCAGCAAGTGCTCCATGCCAGCAGTCGTCTTTGTCACCCGAAAGCACCGCCAGGTGTGTGCCAACCCA 
CAGAAGAAATGGGTGCGGGAGTACATCAACTCTTTGGAGATGAGTTAGGATGTAGGGCATCTGGAACCTG 
AACTCATGCAAACTTTCCTACTGCTTCTTGCTCTTGTCCTATGCAGCTTGGGAGACCCTCACCAACCCCT 
ACCCCCACCCCTTCCTGGGAGGGCACAGATGCCACCACCCAGTAGCAGTTATAAAAGTAGTAGCAGTTAT 
AAATAAAAGCCTCCTCCATCTAAAGTTTGCAAGAGCTCCGGAGGCTCTGCTTTGTGCACAGAAGGTCTCT 
AGGCTCTTGAGTTTCAGGCCTCTCAGCTTGACCGCAGCTCTGCAGTCAGGAAGGAGATCAACAAGCCTCC 
AGAGACGAAGATGGGAAGAAGACTGGGCTCCTTCGGCAATGTCCCATGGCCACAGCTATCCTCTCAGCCC 
CTCACTGGGAAGGGCTGACTGATAAATGTGAGAAAACAGCTTTCCATTAAAATTCTCGCTGCAGTC 

>GBCA0044 1 Acc | ABO 8 0230 | Ver | ABO 8 0230 . 1 GI : 2737218 9 | Canis familiaris mRNA for Bax, 
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complete cds . 

GGTGCTGCGGCCGCCCGGGCGGACCCGGCGAGAGGCGGCGGCGGGAGCGGCGGTGATGGACGGGTCCGGG 
GAGCAACCCAGAGGCGGGGGGCCCACCAGCTCTGAGCAGATCATGAAGACAGGGGCCCTTTTGCTTCAGG 
GTTTCATCCAAGATCGAGCAGGGCGAATGGGGGGAGAGACACCTGAGCTGCCCTTGGAGCAGGTGCCCCA 
GGATGCATCCACCAAGAAGCTGAGCGAATGTCTCAAGCGCATCGGAGATGAACTGGACAGTAACATGGAG 
TTGCAGAGGATGATCGCAGCTGTGGACACAGACTCTCCCCGTGAGGTCTTCTTCCGAGTGGCAGCTGAGA 
TGTTTTCTGATGGCAACTTCAACTGGGGCCGGGTTGTTGCCCTCTTCTACTTTGCCAGCAAACTGGTGCT 
CAAGGCCCTGTGTACCAAGGTGCCCGAGCTGATCAGGACCATCATGGGCTGGACACTGGACTTCCTTCGA 
GAGCGGCTGCTGGGCTGGATCCAGGACCAGGGTGGTTGGGACGGCCTCCTCTCCTACTTTGGGACACCCA 
CGTGGCAGACAGTGACCATCTTTGTGGCTGGAGTGCTTACTGCGTCACTCACCATCTGGAAAAAGATGGG 
CTGAGGCCACCAGCCGCCTTGGACTGTGTCTTTTCTGCATAAATTATGGCATTTTTCCGGGAGG 

>GBCA0045 |AcclAJ388555|Ver|AJ388555.1 GI : 544 1610 | Canis familiaris mRNA for partial 
hypothetical protein, clone BC61. 

GTTCTCTCAATGGTGTTTGCTCTGAGGGTGGGACACAAGGCTGTTTAGTGTCTCGTAAAACATTTACCAA 
AAGCACTGAGCCATGGTTTTGAAGGGCATTCCGTTGCCAGAGTGTGGGAGGAGAGCGAGCCGGGGAAAGG 
AGAGCTCCAGGTGTTTGGCAGGTCTCCGCCAGCCGTGGATGCCTTTGACACCATGACCGCAGAGGACGCC 
GCCGCAGCCATGAGCAGCGACTCCGCGGCGGGCGGCGCGGCCTCGGCCAAGGCGCCCGAGGGCGTGGCCG 
GGGCGCCCAACGAGGCGGCGCTGCTGGCGCTGCTGGCGCGCACGGGCTACCGCATGGTGCAGGAGAACGG 
GCAGCGCAAGTACGGCGGCCCGCCGCCCGGCTGGGAGGGCCCGCACCCGCAGCGCGGCTGCGAGGTCTTC 
GTGGGCAAGATCCCGCGCGACGTGTACGAGGACGAGCTGGTGCCCGTGTTCGAGGCGGTGGGCCGCATCT 
ACGAGCTGCGCCTCATGATGGACTTCGACGGCAAGAACCGCGGCTACGCCTTCGTCACGTACTGCCACAA 
GGGCGAGGCCAAGCGCGCCGTGCGCGAGCTCAACAACCACGAGATCCGCCCGGGCCGCCTGCTCGGCGTG 
TGCTGCAGCGTGGACAACTGCCGCCTCTTCATCGGCGGCATCCCCAAGATGAAGAAGCGCGAGGAGATCC 
TGGAGGAGATCGCCAAGGTCACCGAGGGCGTGCTGGACGTCATCGTCTACGCCAGCGCGGCCGACAAGAT 
GAAGAACCGCGGCTTCGCCTTCGTCGAGTACGAGAGCCACCGCGCCGCCGCCATGGCGCGCCGCAAGCTC 
ATGCCCGGCCGCATCCAGCTGTGGGGCCACCAGATCGCCGTGGACTGGGCCGAGCCCGAGATCGACGTGG 
ACGAGGACGTCATGGAGACCGTGAAGATCCTCTACGTGCGCAACCTCATGATCGAGACCACCGAGGACAC 
CATCAAGAAGAGCTTCGGCCAGTTCAACCCGGGCTGCGTGGAGCGCGTCAAGAAGATCCGCGACTACGCC 
TTCGTGCACTTCGCCAGCCGCGAGGACGCGGTGCTCGCCATGAACAGCCTCAACGGCACCGAGCTGGAGG 
GCTCGTGCCTCGAGGTGACGCTGGCCAAGCCCGTGGACAAGGAGCAGTACTCGCGCTACCAGAAGGCGGC 
CAAGGGCGGCGGCGCGGCCGAGGCGGCGGCGCCGCAGCCGGGCTACGTGTACTCCTGCGACCCCTACACG 
CTGGCCTACTACGGCTACCCCTACAACGCGCTCATCGGGCCCAACAGAGACTACTTTGTGAAAGCAGGCA 
GCATAAGAGGCCGGGGTCGAGGTGCAGCTGGCAGCAGAGCCCCAGGGCCCAGGGGTTCCTACCTTGGGGG 
ATATTCAGCTGGCCGTGGTATTTATAGCCGATATCACGAAGGAAAAGGAAAGCAGCAAGAAAAAGGATAT 
GAACTTGTACCGAATTTGGAAATCTCTGCCGTCAATCCAGTTGCCATTAAACCTGGTACAGTGGCCATCC 
CTGCCATTGGGGCCCAGTATTCCATGTTCCAGGCAGCGCCAGCCCCTAAAATGATCGAGGATGGGAAAAT 
CCACACAATGGAGCACATGATCAGCCCCATCGCTGTGCAGCCAGACCCAGCCAGTGCCGCCGCCGCCGCC 
GCTGCCGCCGCCGCCGCCGTCATCCCTGCCGTGTCCACGCCGCCACCTTTCCAGGGCCGGCCCATCACTC 
CGGTGTACACGGTGGCGCCCAACGTGCAGAGGATTCCCGCGGCCGGGCTCTACGGGGCCGGGTACGTCCC 
GTTCGCGGCGCCCGCCACCGCCACGCTCGCCACACTACAGAAGAACGCGGCGGCCGCCGCCGTGTACGGG 
GGCTACGCGGGCTACATACCTCAGGCCTTCCCCGCCGCCACCATCCAGGTGCCGATCCACGACGTCTACC 
CGACGTACTGACCCGGCGGGGCGCGCGGAGGCCGCGGAGGCCGCGGAGGCCGGGCCCAGCCACCCCGCCG 
CGGGACACTGTGCTATGTATGAAGAACCAACGTGCCGCGGGAGCACGCCTCGGAAACCCGAAAGTGAAGA 
ATGTTGTCAGACATCATCCCGAAAAGATTTTATATTCATGAAGTTTTCACTAGTTTTGTTGTCGTTGTCG 
TTTTGTCTTTTCGTTTTTGTTTTTTTAAGACTATTTTCAACGTAGCGG 

>GBCA0046 |Acc|AJ388554|Ver|AJ388554.1 GI : 5441608 j Canis familiaris mRNA for partial 
hypothetical protein, clone C2 . 

AAGGGGCAGAAATGGCGGCTCCGCTCGGCTCCCGCTGAGGAGGGCGAAGCCGGTGGAGGGTCTGAGCTGC 
CGGCCGGGGGCACCGCTCCCGCTTCCCGCCTCCTGCCTTCTCGCGCCTACTTGTCTTCCTGTGCCCGACT 
CTCGCCTGTCGTCGGCTCCGCGGCGCANANTCCGGGTGGGCTCGCGTCTCCCGGCCCGGCTCCGCTGGCC 
CTGCCTGCCCGGCCGGCGCCGGCCTCCCTCGGCTCCCCGGGCGCGGCGGGCGCGGGCTGGACCCCGTCCG 
CGGGGCCGCACCATGGTGAACACCCGGAAGANCTCTCTGCGTCTCCTCGGGTCCAAGTCGCCCGGGCCCG 
GGCCTGGGCCTGGGGCCGGANCGGAACTGGGGCGACCGGANGCAGCANCCATTTCATCTCGTCTCGGACC 
GCTCCTCCAANACCGCGCCGCCAGCTGCCCGGGCGCCAANGCCGGGGGAAACGCGGCGCCGGCGGCGCTC 
TGGAAGAAGCCCGGAAACTGAAATTGATGGTANTTTAAGTGATAACCACGTTTCTCCTCCANCCAAACGC 
ATTTGAAACAACCTGATTCTGTTTGCAN 

>GBCA0047 |Acc|AJ388552|Ver|AJ388552.1 GI : 5441604 | Canis familiaris mRNA for partial 
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hypothetical protein, clone V2.89. 

GGGACCGAATACTGCTGCTCCGCGGCANA1SJCGAAC1S1GCGGTTTCCTCGGGAACTGGCGTCGCCGCTGGAA 

ANCAGAGCGCCGCCCGGGAGCGTCCCCCCCTCCGGCCCGNTNCACTGTANTGCGGTCCCCGCCTCGCCCG 

GCATAAGGCAANCNANAAGGGACGCACTTTGCCGGCTCGCGAAGCGAGGCGGACGGGACCCGACANTTGG 

GACCTCACNCGGGCGGAGAGCGAGCCTGAGGCCTG1SIAAGGAAGCCCGCTCGCCGAGCAAANACCCCGCGG 

GAGCANCGGCGCGCGAGGACTCCAGCCACCGGGAATCACGGGAGCGCGCTCCGCGGGTCATCTCGGGCGG 

GGATGCGACTGCCGGCCTCCCTGGGGCTGCGTCNNCNCCGGGACCGGANGCCTTGGGCGGGGANGCACNG 

AACCCCTATCGGGGCCCGGGGCGTTCCCGAGCCTGCNGCGGGCGAAACTTCCGGGACCCTNGGAAACTCC 

GGCCTNGCGGCCTCAAACCACCTGTTCGGCCGCCGCAGGACGGAGGGAAGCGGGGGCGGGAGTCTTTGGA 

GGTGCGGGCGGGAAGGGCCGCGGGGGAGAGTGCGGGCTTCCAGAAGCCGCCGAAGACCGCTCGCTGAAAT 

GCGGGCAGGTGTCGATGGGGGGAACGAACTGTACAGATCACCTTAGAACACGGAAAGAGGCCAGCCCGGG . 

GCTCAGCGGTTCAGCGTCGCCTGCAGCCCGGGGCGTGACCCGGGAGACCCGGGATCGAGCCCCACGTCGG 

GCTCCCTGCCTGGAGCCTGCTTCTCCCTCTGCCTGAGTCCTCTCTCTCTCTCTCTCTCTCTCTCTGNGCG 

T C T C T AAT G AAT AAAT AAAAAT C T T T T T T AAAAAAT AAAAT AC AG AAAG AAG T 

>GBCA0048 |Acc]AJ388547|Ver|AJ388547.1 GI : 5441594 } Canis familiaris mRNA for partial 
hypothetical protein, clone R1.07. 

GCCGAGGCATAGGGCCCNTGTGCAGAGGCAGCAGTTGGGAACGGCCATCAGGTCACAATGTAGGGCCGTG 
T GCAGCCCAGCAGCACGAAGGCGACACCAGCACAGCCGAAGCACGTT CTGT CGAGGAGCGAGGAT GAAGG 
ATAGAGACAGGCGCCTCCGGGAGCAGGGAGCGCGGGGACTTGCGGGGACTTGTGGCTCATTGGGAGGGGG 
CTGAGGCTGGTCTGCAGGGCTGGGCCACTCCCCCCCGCCATGGCCTATTTGGAAGGCAGGTGTCCCGCAG 
CCTCCCGCATGTGGGGCATATGANGCTGANGTTCAACCTTCTGCTCCANNGGTGGCCTCTCGTATCCTAA 
ATGGTTCCTTCTGGGCAGGAACGTACGTTTCTAAGTGGGCTGNCTTCGCTTAGGCATGTCCCA 

>GBCA0049 |Acc|AJ388546|Ver IAJ388546.1 GI : 5441592 | Canis familiaris mRNA for partial 
hypothetical protein, clone BC10. 

CJLAAGGCAGGGGGCTCAACCACTGAGCCACCCAGGCGCCCCAAGGGCTTTTTTTTATCAAGAGGATAAAA 
GAATCACTTTTGTTATCCAAAAAGATCACATATCGAAGAGGAAGGGGAGGCAGGGGTGGAGGACGGGAAT 
CTTGACAGTTTATAGAGAAATGAGCATTTGGAATTAATAAAGCACTAATAACAGATGTTAAGGAAGCATT 
T TG ATAT GGGGGAAAGGT ATGGACT T TGTGAGGGT GT CT ACT T T TT ACTTCCCAGTTAT GATTT GGATAG 
AT TAAT TTTTTTTTT TAAT T T TTAT T TAT T TAT GATAGT CACAAAGAGAGAGAGAGAGGCGGAGACGCGG 
GCAGAGGGAGAAGCAGGCCCCATGCACCGGGAGCCCGATGTGGGATTCGGTCCCGGGTCTCCAGGATCAC 
GCCCTGGGCCAAAGGCAGGCGCCAAACCGCTGCGCCACCCGGGGATCCCAGATTAATTTTTTTTTAGCCT 
TAAT T T TT TCAGT T TGGAAACAAGGACAAA 

>GBCA0050 )Acc|AJ388545|Ver|AJ388545.1 GI : 5441590 | Canis familiaris mRNA for partial 
hypothetical protein, clone B71. 

CTGGCGTGGAGCTCCGCGGTCCGGCTGCCTCGGCCCCAGTCCCCGCTCCTGCGCTCGGCCACCCCTGCCT 
CCTGCAGCACAGCGTCAGGGGAGCCACCGCCGGACGGAGCAGCGGAGGCTGTCGGGCCCATCTGTCCCCC 
GGGCCCGCGGCGGCCGTGCTGGCCGTAGGTTTGCCTTGTGTCAATCAGGTACCGTGTCTCCTCCTAAGTA 
CTCGGATCAGCCAGGACTTTTTTTTTTTTTTTTTTTTTAAAGAAAACGGACTTCTCGCTTCCCCGACGTT 
CTGAGGTTGAGGTGTTTTCATANAACATGGAGAGGCTCCTGCCACCTTCAATAAAGACCTGAATCGGAGC 

GATT 

>GBCA0051 lAcc|AY005140}Ver )AY005140.1 GI : 15072320 1 Canis familiaris dev-stage embryo 
troponin T isoform 1 mRNA, complete cds. 

ATGTCTGACGTGGAGGAAGAGGTGGAAGAGTACGAGGAGGAGCAGGAAGAAGAAGCTGTGGAAGAAGAGG 
AGGACTGGAGAGAGCACGACGACGAGCAGGAAGAGGAGGCCGCAGAGGAGGCAGGAGGTGAGGCTGCGAC 
GGAGGAGACCAACGCGGAAGGAGATGGCCAGGAAGGCGAGGCTAAAGAGGCCGAAGATGGCCCGGTGGAG 
GAGTCCAAACCAAAGCCCAGGCCATTCATGCCCAACCTGGTGCCACCCAAGATCCCAGATGGAGAGAGAG 
TAGACTTTGACGACATCCACCGGAAGCGCATGGAGAAGGACCTGAACGAACTGCAGACGCTGATCGAGGC 
TCACTTTGAGAACAGGAAGAAAGAGGAGGAGGAGCTGATTTCACTCAAAGACAGGATTGAGAAGCGGCGG 
GCCGAGCGGGCCGAGCAGCAGCGCATCCGGAACGAGCGGGAGAAGGAGCGTCAGACTCGCCTGGCTGAGG 
AGAGAGCCCGACGAGAGGAGGAGGAGAACAGGAGGAAGGCCGAGGACGAGGCCCGGAAGAAGAAGGCGTT 
GTCCAACATGATGCACTTTGGGGGCTACATCCAGAAGGCCCAGACCGAGCGGAAAAGTGGGAAGAGGCAG 
ACGGAGCGGGAAAAGAAGAAGAAGATTCTGGCTGAGAGGAGGAAGGTGCTGGCCATCGACCACCTGAACG 
AGGACCAGCTGAGGGAGAAGGCCAAGGAACTGTGGCAGAGCATCTACAACCTGGAGGCCGAGAAGTTCGA 
CCTGCAGGAGAAGTTCAAGCAGCAGAAATACGAAATCAATGTTCTCCGGAACAGAATCAATGATAACCAG 
AAAGTCTCCAAGACCCGCGGGAAGGCCAAGGTCACCGGGCGCTGGAAATAG 

>GBCA0052 | Acc | AY1 622 93 | Ver | AY1622 93 . 1 GI : 26984046 | Canis familiaris inhibitor-1 of 
protein phosphatase type 2A mRNA, complete cds. 
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ATGGAGATGGGCAGACGGATTCATTTAGAGCTGCGGAACAGGACGCCCTCTGATGTGAAAGAGCTTGTCC 
TGGACAACTGCCGGTCGATTGAAGGCAAAATCGAAGGCCTCACAGATGAATTTGAGGAACTGGAGTTCTT 
AAGTACAATCAACGTAGGCCTCACCTCAGTCGCAAACTTACCAAAGTTAAACAAACTTAAGAAGCTTGAA 
CTAAGCGATAACAGAATCTCAGGGGGCCTGGAAGTATTGGCAGAAAAGTGTCCGAACCTCACGCATCTAA 
ATTTAAGTGGCAACAAAATTAAAGACCTCAGCACAATAGAGCCACTGAAAAAGTTAGAAAACCTCAAGAG 
CTTAGACCTTTTCAATTGTGAGGTAACCAACCTGAACGACTACCGAGAAAACGTGTTCAAGCTCCTCCCG 
CAGCTCACGTATCTCGATGGCTACGACCGGGACGACAAGGAGGCCCCCGACTCGGACGCTGAGGGCTACG 
TGGAGGGCCTGGATGACGACGAGGAGGACGAGGATGAAGAAGAATATGATGAAGATGCTCAGGTAGTGGA 
AGACGAGGAGGATGAAGAGGAGGAGGAAGAAGGAGAAGAGGAGGATGTGAGCGGAGAAGAGGAGGAGGAT 
GAAGAGGGTTATAACGACGGGGAAGTAGACGATGAGGAAGATGAAGAAGATGTTGGTGAAGAAGAAAGGG 
GTCAGAAGCGAAAACGAGAACCTGNAGATGANGGAGAAGAT GAT GACTAA 

>GBCA0053 |Acc|AJ534245|Ver|AJ534245.1 GI : 26800812 1 Canis familiaris mRNA for prenylated 
Rab acceptor 1 (pral gene) . 

GGGCTCGGGCTGGGCCGCCGGGGTCTGCAGGGCCCCGGGCTCGTTACAGCGGTTCTACCCCTCACGACGC 
AGACATGGCGGCCGAGAAGGACCAGCAGAAGGATGCTGAGCCGGAAGGGCTGAGCGCCACGACCCTGCTG 
CCGAAACTGATCCCATCTGGCGCGGGCCGTGAGCGGCTGGAGCGGCGCCGCGCGACCATCCGGCCCTGGA 
GCTCCTTCGTGGACCAGCGGCGCTTCTCGCGGCCCCGCAACCTGGGCGAGCTGTGCCAGCGCCTCGTACG 
CAACGTGGAGTACTACCAGAGCAACTATGTGTTCGTGTTCCTGGGCCTCATCCTGTACTGCGTGGTGACG 
TCCCCTATGCTGCTGGTGGCTCTGGCTGTCTTCTTTGGCGCCTGTTACATCCTCTATCTCCGCACATTGC 
AGTCCAAGTTTGTGCTGTTTGGCCGAGAGGTGAGCCCAGCCCATCAGTATGCTCTGGCCGGGGGCGTCTC 
CTTTCCCTTCTTCTGGCTGGCTGGTGCAGGGTCTGCTGTCTTCTGGGTTCTGGGAGCCACCCTCGTGGTC 
ATTGGCTCCCATGCCGCCTTCCACCAGATGGAAGCTGTGGATGGGGAAGAGCTGCAGATGGAGCCTGTGT 
GAGGACCTGCGGGCCTCTGGAATCGGCTGCCTCATCCCTGTTCCCCCCTGCCCCGCTTGGCCCCGAGGCC 
CTGGCCAAAGCCTCCTTCCATCTCGAGCCCAGGCGGGATTCAACTG 

>GBCA0054 jAcc|AY0570781Ver|AY057078.1 GI : 23428517 j Canis familiaris truncated thiopurine 

methyltransf erase (TPMT) mRNA, complete ccis, alternatively spliced. 

ATGGACAAGACAAGAA.CTTTCCTGGATGTTAAAGAGTACCCCGATACTGAGGTACAGAAAAACCGAGTAC 

TGACTCTGGAAGAATGGCAAGAAAAGTGGGTGAGCCGCAGAATTGGATTCCATCAAGAGCAAGGACATAA 

GTTATTAAAAAAGCATTTGGATACTTTCCTTAAAGGCGAGAATGGACTGAGAGTATTTTTTCCTCTCTGT 

GGAAAAGCAGTTGAGATGAAATGGTTTGCAGACCGAGGACACAGTGTAGTAGGTGTGGAAATCAGTGAAC 

T TGGGATACAGGAGT T TT T T GCAGAGCAGAAT CT T T CTTACACAGAAGAACCCATT GTGGAAAT TC CTGG 

AGGCAAAATATTCAAGCTATGCAGATATAATGCTGTCCCTAACAAGAAAAGGGTTTCATTACCTCTTGGC 

TGTTCTTTGTTACGATCCCACTAAACATGCAGGTTCAATATGTAACATTCATTGCCTTGAGAAAGTTGAT 

GT T T T T GAAGAGC AACAT AAAAGT T GGGGAAT TGAC TACAT TAT T GAAAAGT T ATATCTGT TTACAGAAA 

AGTGA 

>GBCA0055 |Acc)AY057077 |Ver IAY057077.1 GI : 23428514 | Canis familiaris thiopurine 

methyltransf erase (TPMT) mRNA/ complete cds, alternatively spliced. 

GGAAACCAGACTTGAGAGTTCGTCCAAAGAGTACTTTGGGteGCCAGACTAGTGCATCCGCTGTTTCCGTG 

TGCCGGCACTGGAACCATCTGTTTTGTAAGGCAGAGGTGTCTCTGAAACCATGGACAAGACAAGAACTTT 

CCTGGATGTTAAAGAGTACCCCGATACTGAGGTACAGAAAAACCGAGTACTGACTCTGGAAGAATGGCAA 

GAAAAGTGGGTGAGCCGCAGAAT TGGAT T CCATCAAGAGCAAGGACATAAGT T AT TAAAAAAGCAT T TGG 

ATACTTTCCTTAAAGGCGAGAATGGACTGAGAGTATTTTTTCCTCTCTGTGGAAAAGCAGTTGAGATGAA 

ATGGTTTGCAGACCGAGGACACAGTGTAGTAGGTGTGGAAATCAGTGAACTTGGGATACGGGAGTTTTTT 

GCAGAGCAGAAT CT T TCT TACACAGAAGAACCCAT TGT GGAAAT TCCT GGAGGCAAAAT AT TCAAGAGCT 

CTTCAGGGAACATTTCGCTGTACTGTTGCAGCCTTTTTGATCTTCCCAGAGC21AATATCGGCAAATTTGA 

CCGGATCTGGGATAGAGGAGCATTAGTTGCTATTAACCCAGGTGATCGCGAACGCTATGCAGATATAATG 

CTGTCCCTAACAAGAAAAGGGTTTCATTACCTCTTGGCTGTTCTTTGTTACGATCCCACTAAACATGCAG 

GCCCACCATTTTATGTTCCAGAGGCGGAAATTAAAAAATTATTCGGTTCAATATGTAACATTCATTGCCT 

TGAGAAAGTTGATGTTTTTGAAGAGCAACATAAAAGTTGGGGAATTGACTACATTATTGAAAAGTTATAT 

CTGTTTACAGAAAAGTGAATGAGACAAGTAAAAACAAGTAATAGCAACATGGTTTTGGGCAATGAACAGT 

TATGCCAAGGCATGAAAATATAGTGGATGACTCTTGGAAAATTATTCACGGATCACATTACAAATCTTTG 

CTCACAAATACACATAACTTTATAGAAAAGAACATATAACTAAATCAGTGAAGTAGCTACCTTTAGAAAG 

AGTGTGACTGGGAGGGTGAAAGAATCT TACT TACAGATTGCAAGAATTTTTTATAATCAGCC TGT GT TGT 

ATAATTTTAAAAATTAAAAATTAAGGGGGCACCTGGCTGGCTCAGTCGGTGGAGGATACAACTTGTGATC 

TTGGCGTCATGAGTTTGAGCCCCACTTTGGGTATGGAGATTACGTAGAAATAAACCGG 

>GBCA0056 |Acc|AB093582 | Ver | AB093582 . 2 GI : 26006286 I Canis familiaris mRNA for Mcl-1, 
complete cds . 
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GGGGGGGGGGGGCCGGACTCAACTCTACTGTGGAGTCGGGGCCATCCCTCATTTTTCTCACTCAGGAGCG 

GCTGGCTGGCGGCGGCTGGCTGGCGGCAGGAGCTGGCAATGTTTGGCCTCAAGAGAAACGCAGTAATCCG 

GACTCAACTCTACTGTGGGGGGGCCGGGCTGGGGGCCGGCAGCGGCGGCGCCTCCTCTTCGGGAGGGCGG 

CTTTTGGCTTCGGGGAGGGAGGCCACGACCAGACGGGAGGGAGGGGGAGGGGAAGCCGGTGCGGTGATTG 

GCGGAAGCGGCGGCGCAAGTCCCCCGACCACTCTGGCGCCGGACGCCCGGAGGGTCGCGCGGCCCTCACC 

CATTGGCGCTGAGGGCCCCAACGTCAGCGCGACCCCCCCGAGGCTGCTGCTGCTCGCGCCCCCCTGCCGC 

GCGTCGCCGCCTGAAGAGATGGAAGGCCCGGCCGCCGACGCCATCATGTCGCCCGAAGAGGAGCTAGACG 

GGTACGAGCCGGAACCTTTGGGGAAGCGGCCGGCGGTCCTGCCTCTGCTGGAGCTGGTGGGGGAGGCCAG 

CAGTGGCCCCGGCATGGACGGCTCGCTACCCTCGACGCCACCCCCGGCGGAGGAGGAGGAAGATGAGTTG 

TACCGGCAGTCCCTGGAGATTATCTCTCGGTACCTTCGGGAACAGGCCACAGGCGCCAAGGACGCGAAAC 

CACTGGGCGGGTCTCGGGCGGCCAGCCGGAAGGCGTTAGAGACCCTCCAGCGAGTCGGGGACGGGGTACA 

GCGCAACCACGAGAC AGGCT T CCAAGGCATGCT T CGGAAACT GGACATC AAAAACGAAGACGATGTCAAA 

TCGTTGTCTCGAGTGATTGTCCATGTTTTCAGTGACGGAGTAACAAACTGGGGCAGGATTGTGACTCTTA 

TTTCCTTTGGTGCCTTTGTGGCCAAACACTTGAAGAGTATAAACCAAGAAAGCTGCATCGAACCATTAGC 

AGAAAGCATCACAGATGTTCTCGTAAGGACGAAACGAGACTGGCTAGTCAAACAAAGAGGCTGGGATGGG 

TTTGTGGAGTTCTTCCATGTAGAGGACCTAGAAGGCGGCATCAGAAATGTGCTGCTGGCTTTTGCAGGTG 

T T GC T GG AGTAGGAGC T GG T T T GGC AT AT C T AAT AAGAT AG C C T T T T AAGT G C AAT AAT T AAC T T T T AAA 

CAACCCCAGGCACCAAAACCACATAT GACT GCT GTGAAATCAAATGTAT TTATGAAGT TGGACT T TGAGC 

TGTCCAGGCTGTAACCTCGGAGAGTTCTACTCTAGCAACGTAGAAAAGCAAGTGGCAAGAGGATTATGGC 

TAACAGGAATAAATACATGGGAGAAGTAGTCCCCCT T GAAGAGTCAC TGT CTAAAAGAAGCAGAGCT CAG 

TTTCAGCAACAGGCAAACTTGGGGAGGCCATGGAGGAGGACTTTTAGATTTAGTAAAGTTGGTAGGGTTG 

AAGAGACTTAATTTTCTTGTCTAGAACAGGAGAGTGGCCAGTAGCCAGGCTAGTCATAGAGTCCATTAAA 

TATGTCCACTGAATTCATTAACTTCCCATATAGTGTTAAAAGAGAAGCACTAACAATGGCATTGATCTGT 

ATGAAATGGATTTAAGCTACAGGTGATAGAACTATGACTAGAAGCCGCAGTACTGTACAACAGTGTGAAG 

GAAAGCTTTTTCTCTGTAATTAGCTTTCCCAAGTATACTTCTTGAAAGTCCAAGTGCTCAGGACGTTTTA 

CCTGTTCTACTTTGGCTTGGTTTGAGTGGTTTAGTTTATTAGCCTAGTAATGGCCAACAATACTTGACTT 

AGGGTCAATAATTACAATTGCAAATGTGGGAATAGCCTCAATTTTTAAGGCAAAAACAAATTATAAATGT 

ATTTGTCTGTAAAAATTGTGTATATTTTTACAGAAAGTCTATTTCTTTGAAATGTAAAGGGATGAAGAGT 

CTCAAAATATATTAGTTTTTTTTTCATGCCCGTTTGAAATTTACAACTTCTGTAGTTAGGAATCTATTTC 

TTACAGCTTTTCTAAATTTTGTCCTGGTCAGTTCTAGATTGTATACAGAACCAATTGATGTAATTGTATG 

CAACTTGGTTGTAGTGGAACAATTCCAATTCATAACTATGCAGACTTTTTAATTTTCCTATCTGATTGGT 

AAGTATTCTTTAGTGGTTTTGGGTGTTTTGTTTTGTTTTAAACCTGGGATTGAGAAGTTGATGAATGGAA 

ATTCATCCTTTAACTTCATTACATGTGGGTTTACAATAATTGAGTCAAGGTGAAGTTTGAAGTTTGGGGG 

CAGGGGGCGTGTGTGGGTTGATAACTTAAAAAAATAATGGGCTCTGATTGGGCAGCTACTCATTTGAGTT 

CCTTCCATTTGACCTAATTTAACTGGTGAAATTTAAATTGAGTTTATGAGCTCATCTTCAAAACTTTTGC 

TAGAAGAT T T TCAGCTGT TCCAAATGGGACTTAC TAACAG TAT GTATAT AAAAAGATCACATCAGT GGAT 

GAGAGACATTTGATCCCTTGTTTGCTTAATAAATTGTAAAATGATGGCTTGGAAAAGCAGGCTTATAGTC 

TAACCATGGTGCTATTATTAGGCTTGCTTGTTAAACACAGGTCTAAGCCTAGTATATCAATAAAACAAAT 

ACTTATTTCATTTGAAAAAAAAAAAAAAAAAAAA 

>GBCA0057 )Acc|AF447922|Ver|AF447922.1 GI : 25990915 | Canis familiaris Rh type B 
glycoprotein mRNA, complete cds . 

AGGTGGACCCGGGATGAGGCTCTCGAGTAACAGCGGCTGTGAAGTCACTGAGCTGGCCCGCGCCTCGGGT 
CCTTTGGGGGCGATGGCACCACACTTCTTGGTGTCCAGATGGAGCAGCATGCTAGCCACCCGAACGAAAA 
AGCCAAAGAGGAAAGTAATGCCGTGCCTCTGTGTCGAGCTAAACCCTCTCCTAGCTTTATTAATCTTCAA 
GCAAGCTCCCCACCGGCCACTTTCCTGAACATCCAGAGAACAAAGCTGCCCTCAGGTTTCCAGGATGTGC 
ATGTCATGGTGTTTGTGGGCTTCGGCTTCCTCATGGCCTTCCTGCAGCGTTATGGCTTCAGCAGCGTGGG 
CTTCACCTTCCTCCTGGCTGCCTTTGCCCTGCAGTGGTCCACACTTATCCAGGGCTTCTTCCACTCCTTG 
CACGGAGGCTATATCCATGTCAGCGTGAACAGCATGATCAACGCTGACTTCTGTGCTGGGGCTGTGCTCA 
TCTCCTTTGGTGCCATCCTGGGCAAGACTGGGCCGGCTCAGCTGCTGCTCATGACTGTGCTGGAGGTGGC 
GCTGTTTGGCATCAATGAGTTTGTGCTCCTTAATCTCCTACAGGTGAAGGACGCAGGAGGCTCCATGACT 
ATCCACACTTTCGGGGCCTACTTCGGACTGGTGCTCTCACGGGTCCTCTACAGGCCTCAGCTGGAGAAGA 
GCAAGCATCGCCAGTGCTCTGTCTACCATTCGGACCTCTTTGCCATGATTGGGACCATCTTCCTGTGGAT 
CTTCTGGCCCAGTTTCAACTCTGCACCCACCACACTGGGGGACGGGCAGCACCGAACAGCCCTCAACACA 
TACTACTCTCTGTCGGCGAGCACCCTCGGCACCTTTGCCATGTCAGCCCTCGTTGGGGAGCGTGGCCGGC 
TGGACATGGTCCACATCCAGAATGCCGCACTGGCTGGAGGGGTTGTGGTAGGGACAGCAGGTGAAATGAT 
GCTGACACCCTTTGGGGCCCTGGCAGCTGGCTTCCTGGCTGGGACAGTCTCCACGCTGGGCTACAAGTTT 
TTCACGCCCATCCTCGAGGCAAAATTCAAAGTCCAAGACACATGTGGTGTTCACAACCTTCATGGGATTC 
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CTGGGGTCCTGGGAGCCCTCCTGGGGGTCCTTGTGGTCGGGCTGGCCACCCATGAAGCTTATGGAGAAGG 
CCTAGGCAGTGTGTTTCCGCTCATAGCCAAAGGCCAGCGCACTGCCATGTCTCAGGCCATGTACCAGCTC 
TTCGGGCTGTTTGTCACTCTGATGTTTGCCTCTGTGGGTGGGGCCCTCGGAGGTCTCCTGCTCAAGCTGC 
CCTGCCTGGGTTCCCCGGCAGACTGCCAGTGTTATGAGGACCAGGTGTACTGGGAGGTGCCTGGGGAGCA 
TGAAGATGCAGCCCAGGGACCCCTGAAGGCGGAAGAGCCAGATACCCAGGCCTAACTTGCTTCCAGTCCT 
CGAGAGGACGAGAGGATGCTCTTGTTTTAGGAGATGGTGACTGGCTGCCATAGGGATGTTCTTTTCTAGC 
TCCTGACTCTCCTGATACAAGAAAGGCTGAGAGCTGCCTGGGGTACTGGGCACAGGGCGGTGGAAGGGGC 
GGCGATGGGGGGGAAGCCGCACCTGGCCCAGGTTGGGGGGAGAACTCACATCAACCCCACCCCACCCCTG 
GGCCTGTGAGCGAGGTTTTGGGCACAGCAATTACCATGAGGTGTGAGCCAGGCCCGGTGGCTGTTGGGGT 
GATAAACACCACCTATACCAAGGAAAAAAAAAAAAAAAAAA 

>GBCA0058 [Acc|AJ518867 |Ver IAJ518867.1 GI : 25809291 | Canis familiaris mRNA for ankyrin 
repeat and SOCS box containing protein 17 (asb-17 gene) . 

CACGAGGACTTCCTGTTGGTGGAGTAAAGCCTACCACATTATCAAAATATGTAACTGAAGGATCACAGTA 
TGACCTCCTGTGATTTTATTTCTGTATTGTTGCCTTAAATAGCGATGAGTAAATCTTCTAAATTATGTCG 
T AAG AC TTCTTGTC C AAG AAG C AAT AT AT T C T G C AAT C T CAT T G AC AAAAT T G T T AAAAG AC CAT C C T T G 
CAGTTTTTGGGACAGTGGGGATATCACTGTTATGAACCTAGGATTTACAGAACCCTGGCAAAAATTCTGA 
GGTATGTCGACTTGGATGGGTTTGACATACTACTCTCAGATTATATTGCATTTGTGGAAAAATCAGGATA 
CCGTTTCGAACTAAATTTTAATCTTGAATTTACTGAAATATGTGTGAATACAATTCTGTACTGGGTATTC 
GCCAGAAAAGGTAATCCTGACTTTGTGGAATTGCTTCTCAAGAAGACAAAGGACTATGTTCAAGACAGAA 
GTTGTAACCTGGCACTGATATGGAGAACTTTTACACCAGTGTACTGTCCAAGCCCACTAAGTGGCATCAC 
ACCTCTACTCTACGTAGCTCAGACAAGACAATCTAATATCTTAAAAATACTCCTGCAATATGGAATCTTA 
GAAAGAGAAAAAAATCCCATCAACATTGTGATAACAATATTGCTCTACCCTTCAAGAGTGAGAATAATGG 
TTGATCATGAATTGGTAGACATCCAGGAAGATGCCAAAACATGTTTAGTGCTGTGTTCCAGAGTGCTTTC 
TGCCATTTCAATCAGGGAAATAGAGACGCAGCTAAGTTTAGGAAGACGTCCAATTATTTCTAATTGGCTG 
GACTACAT T CC T TCAACAAGAT ACAAAGAT CCATGT GAACTATCACATCT T TGCAGAAT AACCAT TAGGG 
C T C AAC T AC T G ACC AAC AAT AT GC T C C C AAAT GG AAT AT T T T C AC T T CAAAT AC C G GN T C G T C T AC AG AA 
GTACCTGAATTTAGAAAGTTAATAAACATCTTTCTCCTGAGTTCTTTAAGGATACTCACCATTGTATGGT 
TTAGAAGTTAATAAACTATTAACTTCATGCAAAAAAAAAAAAAAAAAAACTCGAGACTAGGGGAGATGGC 
CGAGACGGACCCCAAGACCGTGCAGGAT 

>GBCA0059 | Acc I ABO 9510 8 j Ver | ABO 95 10 8 . 1 GI : 24 636590 I Canis familiaris mRNA for survivin, 
complete cds . 

ATTAACCGCCAGATTTGAATCGCGGGACCCGTTGGCAGAGGTGGCGGCGGCGGCATGGGTGCCCCGACGT 
TGCCCCCTGCCTGGCAGCCCTTTCTCAAGGACCACCGCATCTCTACATTCAAGAACTGGCCCTTCTTGGA 
GGGCTGCGCCTGCACCCCGGACCGGATGGCAGAGGCCGGCTTCATCCACTGTCCCACTGAGAACGAGCCA 
GACTTGGCCCAGTGTTTCTTCTGCTTCAAGGAGCTGGAAGGCTGGGAGCCAGATGATGACCCTATAGAGG 
AGCATAAAAAACATTCATCTGGTTGTGCTTTCCTTTCTGTCAAGAAGCAGTTTGAAGAATTAACCCTTGG 
TGAAT T TT T GAAACTGGACAGAGAAAGAGCCAAGAACAAAAT TGCAAAGGAAACCAACAATAAGAAGAAA 
GAATTTGAGGAAACTGCGAAGAAAGTGCGCCGTGCCATCGAGCAGCTGGCTGCCATGGATTGAGGCCTCT 
GGCCGGAGCTGCCTGGTCCCAGAGTGGCTGCACCACTTCCAGGGTTTATTCCCTGGTGCCACCAGCCTTC 
CTGTGGGCCCCTTAGCAATGTCTTAGGAAAGGAGATCAACATTTTCAAATTAGATGTTTCAACTGTGCTC 
TTGTTTTGTCTTGAAAGTGGCACCAGAGGTGCTTCTGCCTGTGCAGCGGGTGCTGCTGGTAACAGTGGCT 
GCTTCTCTCTCTCTCTCTCTTTTTGGGGGCTCATTTTTGCTGTTTTGATTCCCGGGCTTACCAGGTGAGA 
AGTGAGGGAGGAAGAAGGCAGTGTCCCTTTTGCTAGAGCTGACAGCTTTGTTCGCGTGGGCAGAGCCTTC 
CACAGTGAATGTGTCTGGACCTCATGTTGTTGAGGCTGTCACAGTCCTGAGTGTGGACTTGGCAGGTGCC 
TGTTGAATCTGAGCTGCAGGTTCCTTATCTGTCACACCTGTGCCTCCTCAGAGGACAGTTTTTTTGTTGT 
TGTGTTTTTTTGTTTTTTTTTTTTTGGTAGATGCATGACTTGTGTGTGATGAGAGAATGGAGACAGAGTC 
CCTGGCTCCTCTACTGTTTAACAACATGGCTTTCTTATTTTGTTTGAATTGTTAATTCACAGAATAGCAC 
AAACTACAATTCAAACTAAGCACAAAGCCATTCTAAGTCATTGGGGAAACGGGGTGAACTTCAGGTGGAT 
GAGGAGACAGAATAGAGTGATAGGAAGCGT TGGCAGATACTCCT T TTGCC ACT GCTGTGT GAT TAGACAG 
GCCCAGTGAGCCGCGGGGCACATGCTGGCCGCTCCTCCCTCAGAAAAAGGCAGTGGCCTAAATCCTTTTT 
AAATGACTTGGCTCGATGCTGTGGGGGACTGGCTGGGCTGCTGCAGGCCGTGTGTCTGTCAGCCCAACCT 
TCACATCTGTCACGTTCTCCACACGGGGGAGAGACGCAGTCCGCCCAGGTCCCCGCTTTCTTTGGAGGCA 
GCAGCTCCCGCAGAGCTGAAGTCTGGCGTAAGATGATGGATTTGATTCCGCCCTCCTGCCCTGTCATAGA 
GCTGCAGGGTGGATTGTTACAGCTTCGCTGGAAACCTCTGGAGGTCATACTCGGCTGTTCCTGAGAAATA 
AAAAGCCTGTCATTTCAAAC 

>GBCA0060 |Acc|AB080188 | Ver | AB080188 . 1 GI : 22335682 | Canis familiaris CCR4 mRNA for CC 
• chemokine receptor 4, complete cds. 
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ATGAATCCCACAGATATAGCAGACACCACCTTGGATGAAAGCATCTATAATAATTACTATCTCTACGAAA 
ACATCCCTAAGCCTTGCACCAAAGAAGGCATCAAGGCATTTGGGGAGCTCTTCCTGCCCCCTCTCTACTC 
CTTGGTCTTCCTGTTTGGTCTCCTTGGAAACTCTGTGGTGGTTGTGGTCCTGTTCAAGTACAAGAGGCTC 
AAATCCATGACTGACGTGTACCTGCTCAACCTTGCCATCTCGGACCTGCTCTTCGTGCTCTCTCTCCCCT 
TCTGGGGCTACTATGCTGCAGACCAGTGGGTTTTTGGACTAGGTCTCTGCAAGATTATTTCCTGGATGTA 
CCTGGTGGGCTTTTACAGTGGCATCTTCTTCATCATGCTCATGAGCATCGACAGATACCTGGCAATTGTG 
CATGCAGTGTTCTCCCTGAGGGCGAGGACCTTGACGTATGGGGTCATCACTAGCTTGGCCACGTGGTCTG 
TGGCTGTCCTGGCCTCTCTTCCAGGCCTTTTATTCAGCACCTGTTATACCGAGCGCAACCATACCTACTG 
CAAAACCAAGTACTCCCGCAACTCTACAAGGTGGAAGGTGCTGAGCTCCCTGGAGATCAACATTCTGGGA 
TTGGTGATTCCCTTGGGCACCATGCTGTTCTGCTACTCCATGATCATCAGGACACTGCAGCACTGCAAAA 
ATGAGAAGAAGAGCAAAGCAGTGAGGATGGTCTTTGCCGTGGTGGCCCTCTTTCTCGGGTTCTGGGCGCC 
TTACAATGTGGTGCTCTTCCTGGAGACTCTGGTGGAACTGGAGGTCCTTCAGGACTGCACCTTTGAAAGG 
CACCTGGACTACGCTATTCAGGCCACAGAGACCCTGGCTTTCGTTCACTGCTGCCTTAATCCCGTCATCT 
ACTTTTTCCTCGGGGAGAAATTCCGCAAGTATCTCGTGCAGCTCTTCAAAACCTGCAGGGGCCCTTTCAT 
GCTCTGCCAATACTGTAGGCTCCTCCAAATGTACTCCCCCGACACTCCCAGCTCGTCCTACACGCAGTCC 
ACCGGGGATCACGATCTTCACGATGCTCTGTAA 

>GBCA0061 |AcclAB047312|Ver|AB047312.1 GI: 9886744 I Canis familiaris mRNA for QKI-5, 
complete cds . 

GATATGCGGAGCCTGCAATATGGTCGGGGAAATGGAAACGAAGGAGAAGCCGAAGCCCACCCCAGATTAC 
CTGATGCAGCTGATGAACGACAAGAAGCTCATGAGCAGCCTGCCCAACTTCTGCGGGATCTTCAACCACC 
TCGAGCGGC TGCT GGACGAAGAAAT TAGCAGAGTACGGAAAGACAT GTAC AATGACACAT TAAAT GGCAG 
TACAGAGAAAAGGAGTGCAGAATTGCCTGATGCTGTGGGACCTATTGTTCAGTTACAAGAGAAACTTTAT 
GTGCCTGTAAAAGAATATCCAGATTTTAATTTTGTTGGAAGAATCCTTGGACCTAGAGGACTTACTGCTA 
AACAACTTGAAGCAGAAACGGGATGTAAAATAATGGTCCGAGGCAAAGGCTCGATGAGGGATAAAAAGAA 
GGAGGAGCAGAATAGAGGCAAGCCTAATTGGGAGCATCTCAATGAAGACTTACATGTACTGATCACTGTG 
GAAGATGCTCAAAACAGAGCGGAGATCAAACTGAAAAGAGCCGTTGAGGAAGTGAAGAAATTACTGGTAC 
CTGCAGCAGAGGGAGAAGACAGCCTGAAGAAGATGCAGCTGATGGAGCTTGCAATTCTGAATGGCACCTA 
CAGAGATGCCAACATTAAATCACCAGCCCTTGCCTTTTCTCTTGCAGCAACAGCCCAGGCTGCTCCAAGG 
ATTATCACTGGGCCTGCGCCTGTTCTCCCACCAGCTGCCCTGCGTACTCCTACGCCAGCTGGCCCTACCA 
TAATGCCTTTGATCAGACAAATACAGACCGCTGTCATGCCAAACGGAACTCCTCACCCGACTGCTGCAAT 
AGTTCCTCCGGGGCCCGAAGCTGGTTTGATCTACACACCCTATGAGTACCCCTACACGTTGGCACCAGCG 
ACATCCATCCTTGAGTATCCTATTGAACCTAGTGGTGTATTAGGTGCGGTGGCTACTAAAGTTCGAAGGC 
ACGATATGCGTGTCCATCCTTACCAAAGGATTGTGACCGCAGACCGAGCCGCCACCGGCAACTAACCTAT 
GACCTTCTGACCTCTGAACTCTTCACCCAATGATGACCTGACCATGCCTGCCTGCTGATCAGTTAACTGG 
TAATCGCCTTTGCTTGCCTGTCGTCAGT 

>GBCA0062 |Acc|AF483595|Ver|AF483595.1 GI : 232 66716 | Canis familiaris glucocorticoid 
receptor DNA binding factor 1 mRNA/ complete cds. 

GGCTGGACGAGGAGCAGCAGAACATGGCGCCGGGGCCGCCGTCGTCGCTGCTGGGATCCTGGAGGCCGGA 
GCCGCGCTGAGGGCGCCCAGCTGGAAGAAATGTTTACTATTTGGCGATGAGACGTGGTGAAAACTGACCT 
CGTACTGGTATACAGACACTATGGGACCTGACACCTTAGCTGCGTGGGCAGCTGGCCCCCACTGATGATG 
TGGGGAAACCATCAGGTCCACTGGAAAACACTAATCTGATCTTGGAAGTGGCTGATTGTGGCAGGATGTG 
TCGACGATGATGATGGCAAGAAAGCAAGATGTCCGCATTCCCACCTACAACATCAGTGTGGTGGGATTGT 
CTGGGACCGAGAAGGAGAAGGGCCAGTGCGGCATTGGGAAGTCTTGTCTGTGCAACCGCTTCGTGCGCCC 
GAGTGCTGATGAGTTTCACTTGGACCATACCTCTGTCCTTAGCACCAGTGACTTTGGTGGGCGAGTGGTC 
AATAATGACCACTTTCTCTACTGGGGAGAAGTTAGCCGTTCCCTGGAGGATTGTGTGGAATGTAAGATGC 
ACATTGTGGAGCAGACTGAGTTCATTGATGATCAGACTTTTCAACCTCATCGAAGCACGGCCCTGCAGCC 
CTATATTAAGAGAGCTGCTGCAACCAAGCTCGCATCAGCTGAAAAACTCATGTACTTTTGCACTGACCAG 
CTGGGGCTGGAGCAGGACTTTGAGCAGAAACAAATGCCAGATGGAAAGCTGCTGATTGATGGTTTTCTTC 
TTGGTATTGACGTTAGCAGGGGCATGAATAGGAACTTTGATGACCAGCTTAAGTTTGTGTCCAATCTCTA 
CAATCAGCTTGCAAAAACAAAAAAGCCCATAGTGGTGGTCCTGACTAAGTGTGATGAGGGTGTCGAGCGG 
-TACATTAGAGAT GCACATACT T T T GCCT TAAGCAAAAAGAACCTCCAGGT T GTGGAGACCTCAGC AAGAT . 
CCAATGTAAATGTGGACTTGGCTTTCAGCACCTTAGTGCAACTCATTGATAAAAGTCGGGGAAAGACAAA 
AATC AT TCCT T ATT T T GAGGCTCTCAAGCAGCAGAGTCAGCAGATAGCTACAGCAAAAGACAAAT ATGAG 
TGGCTGGTGAGTCGCATCGTGAAGAACCACAATGAGAACTGGCTGAGTGTCAGCCGAAAGATGCAGGCCT 
CTCCTGAGTACCAGGACTACGTCTATCTGGAAGGGACTCAGAAAGCCAAGAAGCTCTTTCTCCAGCACAT 
TCACCGCCTGAAGCATGAGCACATTGAGCGCAGGAGAAAGCTGTACCTGGCAGCCCTTCCATTAGCTTTT 
GAAGCTCTTATACCCAATCTAGATGAAATAGACCACCTAAGCTGCATAAAAACCAAAAAGCTCTTGGAGA 
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CCAAGCCAGAATTCCTGAAGTGGTTTGTTGTGCTCGAAGAAACACCATGGGATGCCACCAGCCACATTGA 

CAACATGGAGAATGAACGGATTCCCTTTGACTTGATGGATACAGTTCCTGCTGAGCAGCTGTACGAGGCC 

C AC T T AGAG AAGC T G C GGAAT GAG AG G AAAAG AGC T GAG AT G AG AAG GG C AT T T AAAG AAAAC C T G GAGA 

CCTCTCCCTTCATAACTCCTGGAAAGCCTTGGGAAGAGGCCCGTAGTTTTATTATGAATGAAGATTTCTA 

CCAGTGGCTAGAAGAATCTGTATACATGGATATTTATGGCAAACACCAAAAGCAAATCATAGACAAAGCA 

AAGGAAGAGTTTCAGGAGCTGCTTTTGGAATATTCAGAATTGTTTTATGAGCTGGAGCTGGATGCTAAGC 

CCAGCAAGGAGAAGATGGGTGTCATTCAAGATGTTCTGGGGGAGGAACAGCGATTTAAAGCATTACAGAA 

GCTCCAAGCGGAGCGTGATGCTCTTATCCTGAAACACATTCATTTTGTGTATCACCCAACAAAGGAGACA 

TGCCCTAGCTGCCCAGCTTGTGTGGATGCTAAGATTGAGCACTTGATTAGTTCTCGGTTTATCCGGCCAT 

CTGACCGGAATCAGAAAAATTCACTCTCTGACCCCAACATTGATAGGATCAACTTGGTTATCTTGGGCAA 

AGATGGCCTCGCACGTGAGTTGGCTAATGAGATTCGAGCTCTCTGTACAAATGATGACAAGTATGTGATA 

GATGGTAAAATGTATGAGCTTTCCCTGAGGCCAATAGAAGGGAATGTCAGGCTTCCTGTGAACTCCTTCC 

AAACACCAACGTTTCAGCCCCATGGCTGTCTCTGCCTTTACAATTCAAAGGAATCTCTATCCTATGTGGT 

AGAGAGTATAGAGAAGAGT AGAGAGTCCACACT TGGCAGGCGAGAT AATCAT T TAGT CCATCT T CCCCT G 

ACGT TAATCT T GGT TAACAAGAGAGGAGATACCAGTGGAGAGACCCT GCATAGCT TAATACAGCAAGGTC 

AGCAGATTGCCAGCAAACTGCAGTGTGTCTTTCTTGACCCTGCCTCTGCTGGCATCGGTTATGGACGCAA 

CATTAATGAAAAGCAAATCAGTCAAGTTTTGAAAGGACTCCTGGACTCCAAGCGTAACTTAAACCTGGTC 

AGTTCTACTGCGAGCATCAAAGATCTGGCTGATGTTGACCTGCGAATTGTCATGTGTCTAATGTGTGGAG 

ATCCTTTCAGTGCAGATGACATACTCTTTCCTGTCCTTCAGTCCCAAACCTGTAAGTCTTCCCATTGTGG 

AAGCAACAACTCTGTTTTACTTGAACTACCAATCGGACTCCACAAGAAGCGCATTGAACTGTCTATTCTT 

TCGTACCATTCCTCATTTAGTATCAGAAAAAGCCGGTTGGTCCATGGGTACATTGTTTTTTATTCAGCCA 

AACGTAAGGCCTCCTTGGCTATGTTACGTGCCTTTCTTTGTGAAGTGCAAGATATTATCCCCATTCAGCT 

GGTTGCACTCACTGACGGCGCTATAGATGTCCTGGACAATGACTTAAGTCGGGAACAGCTGAGTGAGGGG 

GAGGAGATTGCTCAAGAGATTGATGGAAGATTCACAAGCATCCCCTGTAGCCAACCCCAGCATAAACTTG 

AGATCTTCCACCCATTTTTTAAAGATGTGGTGGATAAAAAGAACATAATTGAGGCTACTCATATGTACGA 

TAATGCTGCCGAGGCCTGTAGCACCACGGAAGAAGTGTTTAATTCCCCCCGAGCGGGCTCTCCACTCTGC 

AACTCAAACCTGCAGGATTCAGAAGAGGATATCGAGCCCCCTTCTTACAGCTTGTTTCGAGAAGACACAT 

CACTGCCCTCTCTGTCCAAAGACCATTCTAAGCTCTCTATGGAACTGGAGGGAAATGATGGGCTGTCTTT 

CATCATGAGCAATTTTGAGAGTAAACTGAACAACAAAGTACCTCCACCAGTCAAACCAAAGCCTCCTGTC 

CAATTT GATAT TACAAAGGGGGAT CTGTCTTAT T TAGACCAAGGCCATAGAGATGGACAGAGGAAGTCTG 

TGTCTTCTAGCACCTGGCTACCTCCGGATGGCTTCGATCCTTCTGATTACGCTGAACCCATGGATGCTGT 

GGTAAAGCCAAGGAATGAAGAAGAAAACATATACTCAGTGCCCCACGACAGCACCCAAGGCAAAATCATT 

ACCATTCGGAATATCAACAAAGCCCAGTCCAACGGCAGTGGCAATGGCTCTGACAGTGAAATGGACACCA 

GCTCTCTGGAGCGAGGCCGCAAGGTCTCCATCGTGAGCAAGCCAGTGCTGTACAGGACAAGATGCAGCCG 

GCTAGGGAGGTTTGCCAGTTACAGAACCAGCTTCAGTGTGGGGAGTGATGATGAGCTGGGGCCCATCCGG 

AAAAAAGAGGAGGATCAGGCATCTCAAGGTTATAAAGGGGACAATGCTGTCATTCCCTATGAGACAGATG 

AAGATCCAAGGAGGAGGAATATTCTTCGCAGTCTAAGGAGGAACACTAAGAAACCAAAGCCCAAACCCCG 

GCCATCCATCACAAAGGCAACCTGGGAGAGTAACTATTTTGGGGTGCCTTTGACAACTGTCGTGACTCCA 

GAGAAGCCCATCCCT GT TTT TATT GAGAGAT GTATTGAGT ACAT TGAAGCCACAGGAT TGAGCACT GAAG 

GCATCTACCGGGTCAGCGGGAATAAGTCTGAGATGGAGAGTCTGCAGAGACAGTTCGATCAAGATCACAA 

CCTGGACTTGGCAGAAAAAGATTTTACAGTGAATACCGTGGCTGGTGCCATGAAGAGCTTTTTCTCAGAG 

CTGCCAGACCCCCTGGTCCCATACAACATGCAGATTGATCTGGTGGAGGCACACAAAATCAATGACCGGG 

AGCAGAAGT TACAT GCCCT TAAGGAGGTACTCAAGAAAT T TCCAAAGGAAAACCACGAAGT CTT CAAATA 

CGTCATCTCTCACCTGAACAAAGTCAGCCACAACAACAAGGTGAATCTCATGACCAGTGAGAACCTCTCC 

ATCTGCTTCTGGCCCACCTTGATGAGACGCGACTTCAGCACCATGGATGCCCTCACAGCCACGCGGACCT 

ACCAGACAATCATTGAGCTCTTCATCCAGCAGTGCCCCTTCTTCTTCCACAATCGGCCCATCAGTGAGCC 

TCCCGGGGCCACGCCCAGCTCCCCCTCTGCCGTGGCTTCCACTGTCCCCTTCCTCACCTCCACACCTGTC 

ACGAGTCAGCCATCACCTCCCCAGTCACCACCACCCACCCCCCAGTCCCCCATGCAGGCCCTGCTCCCCT 

CCCAGCTTCAAGCTGAACACACGCTGTGAGCCACCAAGGCCTGGGGCAAAAGGAGACCTTCTCTCTTCCA 

TGGGGCAACATTTGGCTTTGAGCAAAACCAGGTCCACTGGGGTGTGGGTGGGGAGAGTGACCCCTCTCCC 

CTGTTACCTTCTCAAGACCTCAGCAGTAACATCAGCCCCAGTCCACCGTGGGCTGGGCTATCAGGCTCCC 

TGAACCCAACGCTGCAGACCTGGAGCTATTTGCAGGCAGCAGCCAGGGAACACCCTGCCCTTTGACTTGG 

ACCCTTTTGAGGACTGAACTGGCCAGGCAGTGGCCCTCCACATGCTCATAGCTCCCCAGATCACCTGCCC 

ACGCACAGCAGCCTCAGGGCATCCAGGGGCATCTAACCACTGCTGGGACAGAGCCCTAGCCTCTGCCAAT 

GGGAGGAGGTTCTGAGATTTGGGCCGCCCCAGGGGCGGGGCCACGGCCCCTACAGAGAACAGTTCCCATC 

CCTGTTGTCTGTCTCCTCCCACCTTCCATATCTGCACCCCCACCCCCTCTAGGGGAGCCTCTGTCCAGCA 

GCCTCCTCGGAAACACACAGGCCACAGCTCTGTCGACCCAAGGTACAGTGCTGAGGGGGCTGGCCCAGCA 
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GGTCGGGGCAGGGAGGGCAGCTCTGYGCCTGGACCAAGAGTGTGTGGCTCCCCACCTACTTCCCACATAC 
CCCCTCCTACTTCCCAGGCTTTGGGGATAACATGCCCTTTAAAACAACACTGGAAGAAACATGGGGAAAA 
AACCCTCCAGTAATTTACAAAAAAAAAAAAAAAAAA 

>GBCA0063 |Acc|AF544242|Ver|AF544242.1 GI : 24021295 | Canis familiaris glutamine synthetase 
mRNA, complete cds, alternatively spliced. 

AGAGCCGAGAATGGGAGCGGAGGGGAGCTTCTGAGCAGCGCCCCGGCCTCCTCTCCTCGCCGCACCTCGC 
TCTCGCGGCCCGCCCGCCCGCCCTGCTGCCTGCGACCCGCCCAGAAAGCTCCGGTGTATGGACCAGCGGG 
AGCCCGAGAGCCTGGAGAGGCGCGAACGCGACTCCAAACGGAGAAGGGCCAGGGAAGGCAATCCCAACGA 
CCCGATTGACCTTCTGTGGCTGGGAACAACTTCCACCATGGCCACCTCTGCGAGTTCCCACTTGAACAAA 
GGCATCAAGCAGGTGTACATGTCCCTGCCTCAGGGCGAGAAAGTGCAAGCTATGTATATTTGGATTGACG 
GGACTGGAGAAGGATTACGTTGCAAGACCCGGACCTTGGACAGTGAGCCCAAGGGTGTTGAAGAGTTGCC 
TGAATGGAATTTTGATGGCTCTAGCACCTTTCAGTCTGAAGGCTCCAACAGTGACATGTATCTTGTCCCT 
GCTGCCATGTTTCGCGACCCTTTCCGCAAGGACCCCAACAAGCTGGTATTCTGTGAAGTCTTCAAATACA 
ACAGAAAGCCT GCAGAAACCAAT T TAAGGCATACCTGTAAACGGATAATGGAC AT GGT GAGCAACCAACA 
CCCCTGGTTTGGAATGGAGCAGGAATATACTCTCATGGGCACAGATGGTCACCCTTTTGGTTGGCCTTCC 
AATGGCTTCCCTGGGCCCCAAGGTCCGTACTACTGTGGTGTAGGAGCAGACAAAGCCTATGGCAGGGATA 
TCGTGGAGGCTCACTACCGGGCCTGCTTGTATGCTGGCATCAAGATTGCTGGGACAAACGCTGAGGTCAT 
GCCTGCCCAGTGGGAATTCCAGATAGGACCCTGTGAAGGAATCGACATGGGAGATCATCTCTGGGTGGCC 
CGTTTCATCTTGCATCGTGTATGTGAAGACTTCGGAGTGATAGCAACCTTTGATCCTAAGCCCATTCCCG 
GAAACTGGAATGGTGCAGGCTGCCACACCAACTTCAGCACCAAGGCCATGCGAGAGGAGAATGGTCTAAA 
GTACATTGAGGAGTCCATTGAAAAACTGAGCAAGCGGCACCAGTACCACATCCGAGCCTACGATCCCAAG 
GGAGGCCTGGATAATGCCCGGCGCCTAACTGGATTCCATGAGACATCCAACATCAACGACTTTTCTGCCG 
GCGTGGCCAACCGTGGTGCTAGCATCCGCATTCCCCGGACTGTCGGCCAGGAGAAGAAGGGTTACTTTGA 
AGACCGTCGCCCCTCTGCCAACTGCGACCCCTTTTCGGTGACAGAAGCCCTCATCCGCACATGTCTTCTC 
AACGAAACTGGCGATGAACCCTTCCAGTACAAAAACTAA 

>GBCA0064 |Acc|AF34 6625|Ver|AF34 6625.1 GI : 24020877 | Canis familiaris heavy neurofilament 
protein (NFH) mRNA, NFH-C allele, complete cds . 

GCAGTGCCGCCCGCCCCGTCCCGGCCTCGGGTGTCCCCCTCCGCCGGCGGCCGCACCTGCTCCGGCCATG 
ATGAGCTTCAGCGGCGCGGACGCGCTGCTGGGCGCCCCGTTCGCGCCGCTCCATGGAGGCGGCAGCCTGC 
ACTACGCGTTGGCCCGCAAGGGCGGAACGCGCTCTACCGCCGGCTCATCCAGTGGCTTCCACTCCTGGGC 
GCGGACATCCGTGAGCTCCGTGTCGGCCTCTCCGAGCCGCTTCCGTGGCGCAGCAGCCACCTCAAGCACC 
GACTCCCTAGACACGCTGAGTAAGGGACCGGAGGGCTGCGTGGTGGCAGCAGCCGCGGCCCGCAGCGAGA 
AGGAGCAGCTGCAGGCGCTGAATGACCGCTTCGCGGGCTACATCGACAAGGTACGGCAGCTCGAGGCTCA 
CAACCGCAGCCTGGAAGGCGAGGCGGCGGCCCTGCGGCAGCAGCACGCTGGCCGCGCCGCCATGGGCGAG 
CTGTACGAGCGAGAGGTGCGCGAGATGCGCGGCGCTGTGCTGCGCCTGGGCGCGGCGCGCGGTCAGCTGC 
GCCTGGAGCAGGAGCACCTGCTCGAAGACATTGCGCACGTGCGCCAGCGCCTAGACGACGAGGCCCGGCA 
GCGGGAAGAAGCCGAGGCGGCGGCGCGCGCACTCGCGCGCTTTGCGCAAGAGGCCGAGGCGGCGCGCGTC 
GAGCTGCAGAAGAAGGCGCAAGCGCTGCAGGAAGAGTGCGGCTACCTGCGGCGTCACCACCAGGAGGAGG 
TGGGCGAGCTGCTCGGCCAGATCCAGGGCTGCGGCGCCGCGCAGGCGCAGGCGCAGGCCGAGGCGCGCGA 
CGCCCTGAAGTGCGACGTGACGTCGGCGCTGCGCGAGATCCGCGCGCAACTTGAAGGCCACGCGGTGCAG 
AGCACTCTGCAGTCGGAGGAGTGGTTCCGAGTGAGGCTGGACCGACTATCAGAGGCAGCCAAGGTGAACA 
CAGACGCCATGCGCTCAGCCCAGGAGGAGATAACAGAGTATCGCCGGCAGCTGCAGGCTAGGACCACAGA 
GCTGGAGGCACTCAAAGGCACCAAGGACTCACTAGAGAGGCAGCGCTCTGAACTGGAGGACCGTCATCAG 
GCTGACATCGCATCCTACCAGGAGGCCATCCAGCAGCTGGACACTGAGCTGAGGAACACCAAGTGGGAGA 
TGGCAGCCCAGCTCCGAGAGTACCAGGACCTGCTGAATGTCAAGATGGCTCTGGATATTGAGATTGCCGC 
TTACAGAAAACTCCTGGAGGGTGAAGAATGTCGGATTGGCTTTGGCCCCAGTCCTTTCTCCCTTCCAGAA 
GGACTCCCCAAAATTCCCTCTACATCCACTCACATAAAGGTCAAAAGTGAAGAGAAGATCAAAGTGGTAG 
AAAAGTCAGAGAAGGAAACCGT G ATT TTGGAGGAACAGACAGAGGAGAT CCAAGT GAC T GAAGAAGTGAC 
TGAAGAAGAAGAGAAAGAGGCCAAAGAGGAGAAAGGTGAGGAAGAGGAAGCAGAAGAGGGAGAAGAAGAA 
ACAAAGTCTCCCCCAGCAGAAGAGGCTGCATCTCCAGAGAAGGAAGAGGCCAAGTCCCCAGAAAAGGCTA 
AGTCCCCCATGAAAGAAGAAGCAAAATCACCAGCTGAGGCCAAGTCCCCAGTGAAGGAAGAGGCCAAGTC 
TCCAGCTGAGGTGAAGTCCCCTGAGAAAGCTAAATCCCCCATGAAAGAAGAAGCAAAATCTCCAACGGAG 
GTGAAATCCCCAGAGAAGGCCAAGTCCCCAGCTAAGGAAGAAGCAAAGTCCCCTGTGGAGGCCAAGTCCC 
CCGAAAAGGCCAAGTCTCCAGTAAAGGAAGAGGCCAAGTCCCCTGAGAAGGCCAAGTCCCCAGTGAAGGA 
GGAGGCCAAGTCCCCAGAGAAGGCCAAGTCCCCGGTGAAGGAGGAGGCCAAGTCCCCTGAGAAGGCCAAG 
TCCCCAGAGAAGGCCAAGTCCCCGGTGAAGGAGGAGGCCAAGTCCCCTGAGAAGGCCAAGTCCCCGGTGA 
AGGAGGAGGCCAAGTCCCCAGAGAAGGCCAAGTCCCCAGTGAAGGAGGAGGCCAAGTCCCCCGAGAAGAC 
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CAAGTCCCCAGTGAAGGAGGAGGCCAAGTCCCCAGAGAAGGCCAAGTCCCCCGAGAAGGCCAAGTCTCCA 
GTGAAGGAGGAGGCCAAGTCCCCTGAGAAGGCCAAGTCTCCAGTGAAGGAGGAGGCCAAGTCCCCTGAGA 
AGGCCAAGTCCCCGGTGAAGGAGGAAGCCAAATCCCCAGAGAAGGCCAAGTCTCCAGTGAAGGAGGAGGC 
CAAGTCCCCTGAGAAGGCCAAATCCCCAGTGAAGGAGGAGGCCAAGTCCCCAGAGAAGCCCAAGTCCCCG 
GTGAAGGAGGAGGCCAAGTCCCCTGAAAAGGCCAAGTCCCCTGAGAAGGCCAAGTCCCCGGTGAAGGAGG 
AGGCCAAGTCCCCTGAGAAGGCCAAGTCCCCGGTGAAGGAGGAGGCCAAGTCCCCTGAGAAGGCCAAGTC 
CCCGGTGAAGGAGGAGGCCAAGTCCCCTGAGAAGGCCAAGTCCCCAGTGAAGGAGGAGGCCAAGTCCCCC 
GAGAAGGCCAAGTCCCCAGTGAAGGAGGAGGCCAAGTCCCCTGAAAAGGCCAAGTCCCCAGAGAAGGCCA 
AGTCCCCGGTGAAGGAGGAGGCCAAGTCCCCAGAGAAGGCCAAGTCCCCTGAGAAAGCCAAGTCCCCAGT 
GAAGGAGGAGGCCAAGTCCCCTGAGAAGGCCAAGTCCCCAGAGAAGGTCAAATCTCCTGTGAAAGAAGAG 
ACCAAGGCTCCTGAGAAAGAGGTCACAAAGAAGGAAGAGGCAAAGTCCCCCATAAAGGAGGAAGAGAAAC 
CCCAGGAAGTGAAAGTCAAAGAGCCCGCAAAGAAGGCAGAGGAAGAGAAAGCTCCAGCCACACCAAAAAC 
TGAGGAGAAGAAGGACAGCAAGAAAGATGAGGTGCCAAAGAAGGAGGCTCCAAAGCCTGAGGTCCCCGAA 
AAGAAGGAGCCTGCTGTGGAGAAACCCAAAGAATCCAAAGTTGAAGCCAAGAAAGAGACTGAAGATAAGA 
AAAAAGCAGTGACCCCAGAGAAGGAGGTTCCTGCCAAGGTGAAGGAAGAAGCCAAACCCAAAGAGAAGGC 
TGAGGTGGCCAAGAAGGAGCAAGATGATGCCAAGGCCAAAGAACCCAGCAAAGCAGCAGAGAAGGAGCCA 
GAAAAGCCAAAGAAGGAAGGGACACCTGCAGCACCCGAGAAAAAAGATGTCAAGGAGGAGAAGACCCCAG 
AAGCCAAGAAATCTGAGGAGAAACCCAAAGCAGAGGCCCCAGCCAAAGAAGAGCCCAGCAAGGAGGCCCC 
CACACCTGGCAAAGCCAAGACAGAAAAGGCTGAGAAATCCTCTAGCACAGACCAAAAAGACAGCAGGCCT 
GCAGAGAAGGCCACAGAAGACAAGGCCTCCAAGGGGGAGAAGTAAGGCAGGGAGAAAGGACGTATCCAGA 
ACAGCCAAAGATACTCAGGAGGGCCCAGGAGCTCAAGGGTCGACATAACAAATTTTCATTTTTTCTCCCT 
TTTCTTTATATAAAAAGAAACTCTGCTTAGATGATGGGGCCCTCCTTCACCAAACAGGAATTTCTATTAG 
CAATATGTTAGCAAGAGAGGGTATTCCCAGTCCCCTGGCCCTACACCCCAAACCCTCCCCAGGCGATGGA 
CAATTATGTTATGATAGCTTACGTAGCCGAATGTGATATATGCCGAATGCCACATGTAAACACTTGACTA 
TAAAAACTGACCCCCTCCTTTCTAAATAAGTGCATTTATTACCTGTATGTGCAATTGACAGATGATCGCA 
ATAATGAATGAGCAGTTAGAAACACATTATGCTTGAGATGTCTTAACCTATTCCTGAATGGCTTCTGTTT 
TCCAAAGGAGTGGCTGAGCCCTTGCCCAGAGCTCTCTATCCTGGAAGAGCTGGAGCAGGTGGGGCTGGGC 
ACTGGCCACTGAATCATGCCAGGGCGCACTTTTCCACTGGAGTCCACTTTCAATTGCTTCTGTGCAATAA 
AACCAAGTGCTTATAAAATGAAAAAAAAAAAAAAAAAAA 

>GBCA0065 lAcc|AF535138|Ver|AF535138.1 GI : 23452498 | Canis familiaris cyclooxygenase mRNA, 
complete cds . 

CGGCGAGCGCAGCAGCCGCCCAGAGCTATGAGCCGTGAGTTCGACCCTGAGGCCCCCAGGAACCCTCTTC 
GCCTCCCGGGGGAGCCTCGAATGCCAGGCCCAGCCCTCACCTCTCGCTCCGCAGGGGGGAGTCGCCTGCA 
CCGGTGGCCGCTGCTCCTGCTGCTGCTGCTGCTGCTCCCGCCGCCCCCGGTCCTGCCCGCGGAAGCCCGG 
ACCCCGGCGCCTGTGAACCCGTGTTGTTACTACCCATGTCAGCACCAAGGGATCTGTGTCCGCTTCGGCC 
TTGACCGCTACCAGTGTGACTGCACCCGCACGGGCTATTCTGGCCCCAACTGCACCATCCCCGAGCTGTG 
GACCTGGCTCCGGAATTCACTGCGCCCCAGTCCCTCTTTCCTCCACTTCCTGCTGACGCATGGGCGCTGG 
TTTTGGGAATTCATCAATGCCACCTTCATCCGTGACATGCTCATGCGTCTGGTACTCACAGCGCGTTCCA 
ACCTTATCCCCAGTCCTCCCACCTACAACATAGCGCATGACTACATCAGCTGGGAGTCCTTCTCCAATGT 
GAGCTATTACACTCGTGTTCTGCCCTCTGTGCCCCAAGATTGCCCCACGCCCATGGGGACCAAAGGGAAG 
AAGCAGTTGCCAGACGCCCAACTCCTGGGCCGTCGCTTCCTGCTCAGGAGGAAGTTCATACCTGACCCCC 
AAGGCACCAACCTCATGTTCGCCTTCTTTGCACAACACTTCACCCATCAGTTCTTCAAAACTTCTGGCAA 
GATGGGTCCTGGCTTCACCAAGGCCTTGGGCCATGGGGTAGATCTTGGCCACATTTATGGGGACAATCTG 
GACCGTCAGTATCAGCTGCGGCTCTTTAAGGATGGGAAACTCAAGTATCAGGTTCTGGATGGAGAGATGT 
ACCCGCCATCTGTGGAGGAGGCGCCTGTGTTGATGCACTACCCACGGGGCATTCTGCCCCAGAGTCAGAT 
GGCCGTGGGCCAGGAGGTGTTTGGGCTGCTTCCTGGGCTCATGCTCTATGCCACGCTCTGGCTGCGTGAG 
CACAATCGTGTGTGTGACCTGCTGAAGGCTGAGCACCCCACTTGGGGTGATGAGCAACTCTTCCAGACGG 
CCCGACTCATCCTCATTGGGGAGACCATCAAGATTGTGATTGAGGAGTATGTGCAGCAGCTGAGTGGCTA 
CTTCTTGCAGCTGAAGTTCGACCCGGAGCTGCTGTTTAGCGCCCAGTTCCAGTACCGCAACCGCATCGCC 
ATGGAGTTCAACCAGCTGTACCACTGGCACCCGCTCATGCCAGACTCCTTCTGGGTGGGTTCCCAGGAGT 
ACAGCTATGAGCAGTTCCTGTTCAACACCTCCATGCTGACGCACTACGGGATCGAGGCCCTGGTGGATGC 
CTTCTCTCGCCAGAGCGCCGGCCGGATTGGTGGAGGTAGAAACATAGACCACCATGTCCTGCACGTGGCT 
GTGGAAACCATCAAGGAATCCCGCGAGTTGCGGCTGCAGCCCTTCAATGAGTACCGCAAGAGGTTTGGCA 
TGAGGCCCTACATGTCCTTCCAGGAACTCACAGGGGAGAAGGAGATGGCAGCCGAGTTGGAGGAGCTGTA 
TGGAGACATTGATGCCTTGGAATTCTACCCGGGGCTTCTTCTGGAGAAGTGCCATCCAAACTCCATCTTT 
GGAGAGAGTATGATAGAAATTGGGGCTCCCTTCTCCCTTAAGGGCCTCCTAGGGAATCCCATCTGTTCTC 
CAGAGTACTGGAAGCCAAGCACATTCGGTGGTGAGATGGGCTTCAATATGGTCAAGACAGCCACACTGAA 
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GAAGCTGGTCTGCCTTAACACCAAGACTTGTCCCTATGTTTCCTTCCGTGTGCCTGACCCCCACCAGGAT 
GGCGGGCCTGGTGTGCAGCGGCCGTCCACAGAGCTCTGAGGGGGCAGAGCAGCAGCATTCTGGAGGGTGG 
ACTTGTCATCCCAGAATGCTGAGGCTGGGGTTAATAATCCCAAATGTTGGGTCTTTGGTTTGCCTCAAGA 
ATATCAAGGTCAACATTTAGAACTTTGTGTCTCTCACCCATTATCTGGAA.TATCATGGTCTTGTTTGTTA 
TTCTAGAATGCTGAATTCCTGGTTGACCATCTAGAATGGATGGAGTGATGCTTCTTTGGCAAGCCAGAAC 
ACTGGTTCCTGGCCGACAACCTAGAATGTCAGACTTCTGGTTGACTTAAGACGTAGGCATTCTCTAATGT 
GAAGCTCCTGACAGAATCATCTAGAAAGATAGGGGATTCTTATTTTGCATTCTAGAATTCTGGGCAGCCC 
TCCAGCATGTTGATTTTTTTCACTGGCAGTTCAGAATGTTGTGCTCTTGATTGCTGATCCAAAATAGTGG 
CTGGTATGCCAGATCAGTCTTGCTCTGAATGCCTAGAATGGTAATTTGATTCATTTTCCTGTTCAGTGAG 
ATACCCCCAAAGCAGGAGAATCTACAGCCTAACCAGAGTGCATTGCCTGCCTCTGTGCCTGCCCCGAGGA 
CTTAGGGGGCAGAGTGTTCTTCCTGGGACGCTGACTCAGACCCTGGTCCAAGGAGCTAGAACAGGTGGGC 
TTTTTCCAGGTCATTGGTTGGAGGCCACCAGAGCTCTGTTGCCATCTTTGTCTTGACTCATGACAGCTGT 
TTCTCATGAAACTAATAAAATTCTTTTTCCAAAAAAAAAAAAAA7VA 

>GBCA0066 | Acc|AF416724 | Ver | AF416724 . 1 GI : 23451061 | Canis familiaris delta-tubulin (TUBD) 
mRNA, complete cds . 

CCCTCTGAAGTTTGAACAGAGCGGAGAGACGGCTGGTTTTGGGTTGCTTACTTTTTTGAGGGAATAGGTC 
TACTTTGCATCTCAGCATGTCAGTAGTAACAGTGCAACTTGGTCAGTGTGGCAATCAGATTGGTTTTGAA 
GTATTTGATGCTCTGTATAGTGACTCACACTGTCCCCAAGGACTCTGCTCTGAACGAGAAAA.TGAGGCAT 
ATCAAGCATCTTCCAAAGAAAGATTCTTTAGTGAGGAGGAAAATGGAGTTTCAATTGCCCGGGCTGTCCT 
TGTTGATATGGAACCAAAAGTTATCAATCAAACACTATCAAAGGCTGCCCAGTCTGGCCAATGGAAATAT 
GCCCAGCATTCGTGCTTCTGTCAAAAAGAAGGTTCTGGAAACAACTGGGCCTATGGTTACTCTGTTCATG 
GACCCAGGC ACGAAGAATCTATAAT GAACCTCAT CCAGAAGGAAGTAGAGAAAT GT GAC T CT T TGAGTGG 
TTTTTTCATCATAATGAGTATGGCTGGGGGCACAGGATCAGGGCTAGGAGCCTTCGTTACACAGAATTTA 
CAAGATCAGTACTCAAACTCTTTGAAAATGAATCAGATTATATGGCCTTATGGAACTGGTGAGGTTATTG 
TTCAGAACTACAACTCCGTTTTGACTCTTTCTCACTTATACCGATCTTCAGATGCCCTACTTGTTCATGA 
AAATGATGCCATTCATAAGATCTGCGCAAAACTGATGAACATCAAGCAGATCTCCTTTAGTGATATAAAC 
CAAGTCCTTGCGCATCAGTTGGGAAGTGTGTTCCAGCCTACTTATTCTGTGGAAGGTTCATGTCACTACA 
GAAGAAATCCATTAGGAGACTTAATGGAGAATTTAGTTCCCCATCCTGAATTCAAGATGCTGGGTATTCG 
TAACATTCCTCAAATGTCTGAGAACTCACTGACATACAGCACGTTTACTTGGGCTGGCCTCCTCAAACAT 
CTGAGACAGATGCTCATTTCTAATTCAAAAATGGAAGAAGGTATTAATTGGCAGGTACGGCCTCCTTTAC 
CAGGACTTCCTACTCTTGGTAAAGTGTCTCTCAACAGGGAGCTTCATTTTAACACTTCCATTGCTAACTT 
GGTCATCCTTCGTGGGAAAGATGTACACAGTGCGGATCTGGGAGGATTTAAAGATCCAGCTCTCTATACT 
TCTTGGTTGGAGCCTATTGATGCTTTCAATGTGTGGAAAACCCAGCGAGCCTTTAGCAAATATGAGAAGT 
CTGCAGCATTGGTCAGCAATAGCCAGTTCTTACTAAAACCACTTGATACAATTGTGGGCAAAGCCTGGAA 
TATGTTTGCTTCAAAAGCCTACATTCATCAGTACACAAAATTTGGAATCGAAGAAGAGGACTTTTTGGAC 
AGTTTCACTTTGTTAGAACAGGTTGTGGCCAGTTACTGCAACCTCTAATCTTGAACAAAGGAGAAAAAGT 
ACCTTAAGTCATTTTCAGGCTAAAATATTTTTAATAGTACTTTCTCTGAAAGGTTTTCATATCTCTACCT 
TAAAGGAACAAAGTCAAATGCCATTTTCTTTGGCTTACTATGACCACAGAAAAGGAGGAAAACCTTTTAA 
ACAGAGACATCATGTTTTCAATGAAAATGTCTACTTGATATTTTCATTTGTAAGAAAGAAATTGGTGCTC 
C TGTAAAGAAAT T T GGAAACAT T T TGCTGAGAT GTT GGAACTC TGGAAGTATGCAAAAAAAAGGGAATAC 
TCTGTTTTGTCCCCATGTTTCTAAGTCTTCCCTTTTTTATTCCAAAAAGGATTCACTAAAATAACAGCTA 
AACTTTCACCACACAATTTGAAGCTAAGAAATTGCAGTTCTGCTTTTAATTGAAGTGAGTGCTTT(5AACC 
ACAGGGGGGAGCAATTGTCAAATGCTAGATTTATAAATACCTCGAATATTTTATTCTCTAACAGATTTTC 
CACTTGAAGCAGCTAT T TAAAAAGAGATCTCAGATT T T GTTAATAAATGTATAT CAT GGGATCCCTGGAT 
GGCGCAACGGTTTGGCGCCTGCCTTTGGCCCAGGGCGTGATCCTGGAGACCCGGGATCGAATCCCACATC 
GGGCTCCCGGTGCATGGAGCCTGCTTCTCCCTTTGCCTGTGTCTCTGCCTCTCTCTCTCTCTCTCTCTCT 
GTGTGACTATCATAAATAAATAAAAATAAAAAAAAAAAAAAAAACTA 

>GBCA0067 |Acc|AJ271644 | Ver | AJ27164 4 . 1 GI : 6782310 | Canis familiaris mRNA for ID3 protein 
(ID3 gene) . 

GAATTCGGCACGAGCTGCTGTCGGGGCTCCCTGGCTCTCCTGCTCCTCTCGGCACCTCCGGCCTCACTCT 
GCAATATGAAGGCGCTGAGCCCGGTGCGCGGCTGCTACGAGGCGGTGTGCTGCCTGTCCGAACGCAGCCT 
GGCCATCGCGCGCGGGCGCGGCAAGGGCCCGGCGGCCGAGGAGCCGCTGAGCCTGTTGGACGACATGAAC 
CACTGCTACTCGCGCTTGCGGGAACTCGTACCCGGAGTCCCGCGAGGCACTCAGCTTAGCCAGGTGGAAA 
TCCTGCAGCGCGTCATCGACTACATCCTCGACCTGCAGGTGGTCCTGGCCGAGCCCGCCCCTGGACCCCC 
CGACGGCCCGCATCTTCCCATCCAGACAGCCGAGCTCGCTCCGGAACTCGTGATCTCCAACGACAAGAGG 
AGCTTCTGCCACTGACCTGGCAGCCCTGGCGCCTCCAGAACGCAGGTGCTGGCGCCCGTTCCGCCTGGGA 
CCCCGGG 
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>GBCA0068 |Acc|AF540075|VerlAF540075.1 GI : 23267154 | Canis familiaris alkaline phosphatase 
(ALP) mRNA, partial cds . 

GTGCCAGAGAAAGAGAAAGACCCCAAGTATTGGAGAGACCAAGCTCAACAGACCCTGAAATACGCCCTCA 
GGCTTCAGAATCTCAACACCAACGTGGCAAAGAATGTCATCATGTTCCTGGGAGATGGGATGGGTGTCTC 
CACGGTGACGGCCACTCGCATCCTCAAGGGTCAGCTCCACCACAACCCCGGGGAGGAGACCAGGCTGGAG 
ATGGACAAGTTCCCTTACGTGGCCCTCTCCAAGACATACAACACCAACGCTCAGGTCCCTGACAGCGCAG 
GCACTGCCACCGCCTACTTGTGTGGAGTGAAGGCCAACGAGGGCACGGTGGGCGTGAGCGCCGCGACCCA 
GCGCACCCAGTGCAACACGACTCAGGGAAACGAGGTCACCTCCATCCTGCGCTGGGCCAAGGACGCTGGG 
AAATCTGTGGGCATTGTGACCACCACGAGGGTGAACCACGCCACCCCCAGTGCCGCCTACGCCCACTCCG 
CTGACCGGGACTGGTACTCGGACAACGAGATGCCCCCGGAGGCCCTAAGCCAGGGCTGCAAGGACATTGC 
CTACCAGCTCATGCACAACGTCAAGGACATCGAGGTGATCATGGGGGGCGGCCGGAAGTACATGTTCCCC 
AAGAATAGAACAGATGTGGAGTATGAGATGGACGAGAAGTCCAGGGGCACGAGGCTGGATGGCCTGAACC 
TCATCGACATCTGGAAGAACTTCAAACCGAGACACAAGCACTCTCACTACGTCTGGAACCGCACGGAACT 
CCTGGCCCTCG^CCCCTACACCGTGGACTACCTCTTGGGTCTCTTTGAGCCGGGGGACATGCAGTACGAG 
CTGAACAGGAACAACGTGACTGACCCGTCACTCTCCGAGATGGTGGAAATAGCCATCAAGATTCTGAGCA 
AGAACCCCAGAGGCTTCTTCTTGCTGGTGGAAGGAGGCAGGATTGACCACGGGCATCACGAGGGCAAGGC 
CAAGCAGGCGCTGCACGAGGCAGTGGAGATGGACCGGGCAATTGGGAAGGCAGGCGTCATGACCTCCTTG 
GAAGACACGCTGACCGTCGTCACTGCGGACCACTCCCACGTCTTCACCTTTGGGGGGTACACCCCCCGGG 
GCAACTCTATCTTTGGTCTGGCCCCCATGGTGAGTGACACGGACAAGAAGCCCTTCACGGCCATCCTGTA 
TGGCAACGGGCCTGGCTACAAGGTGGTGGGCGGTGAGCGAGAGAACGTCTCCATGGTGGACTACGCTCAC 
AACAACTACGAGGCGCAGTCCGCGGTGCCCCTGCGCCACGAGACCCACGGTGGGGAGGACGTAGCAGTCT 
TCGCCAAGGGTCCCATGGCACACCTGCTGCACGGCGTCCACGAGCAGAACTACATCCCCCACGTGATGGC 
TTATGCGGCCTGCATCGGTGCCAACCAGGACCACTGTGCCTCAGCCAGCTCGGCAGGTGGCCCTTCTCCA 
GGTCCCCTGCTCCTCCTGCTGGCCCTGCTCCCCGTGGGCATCCTATTCTGAGGGCCCAGGACCTGGGCAC 
CCACCAGCCTATGACAGATGGCCAGCCTCCCTCTCTCAGTGCTGCCCACCGCCTGGGAGCCCACACCTCA 
AGGGCCAGGTAGGCGGGAGGCCTTCACAGCCTCTGCAGCTGGCAGAAAGAGGACCCAGGAAACCAAAGTC 
TGCTGCCCACCTCACTCCCCTCTGGAATCCTCCACCAGGGCCAGCCGAGTTCCTGGCCTCCGGCCTCCGC 
TCCCTCCCTGCTGCCCCTTTGGCCAACAGAGTAGGTTTCTCTCGGGCAGGCAGAGAATACAGACTGCAGA 
AATTCTCAAAGCATCTTATTTTTCTAGCAAACACATTTCTCCAGACCTGGAGGCCCCAGAGCTTCCATGG 
AACATTCCGGATCTGACCTTCCCACTCCCCTCCCCTCCTGGAACCACCAGGCCCCATCATGCTAAGTCCC 
TACTGCAGGGGAGACCAGGTTCTCCACAGGAAGGGGATTTGCTCACTCATTCCAAGGCTGCCGGGGGCTC 
CCAAGAAGTGAACTGGGACTGGCCATCCGACCCCAGGGCTTCCTGGGCTGGGAAGAGCAGCAGCCTGGAC 
AGACAGACATTTCTCAGCTCTTAACATGCATTGCCCACTCCTCTCTGAAGGAACACTCCTGTTTGGGACG 
GCAAAAT T T T TT T CCCCTCT TT T TGGT GTTGGT TAAAAGGGAACACAAAACAT T TAAATAAAACTT T CCA 
AAT AT T T C T GAGGAC AG A 

>GBCA0069 |Acc| AB090854 |Ver |AB090854.1 GI : 22531687 1 Canis familiaris csa mRNA for serum 
albumin, complete cds. 

GGCACGAGAGAGAGAGAGAGAGAGAGAGAGAGAGATGAAGT GGGTAACT T T TATT TCCCTCT TCT T T CTC 
TTTAGCTCTGCTTATTCCAGGGGCTTGGTTCGACGAGAAGCATATAAGAGTGAGATTGCTCATCGGTACA 
ATGATTTGGGAGAAGAACATTTCAGAGGCCTGGTGCTGGTTGCCTTTTCTCAGTATCTCCAGCAGTGTCC 
ATTTGAGGATCATGTGAAACTAGCCAAGGAAGTGACTGAGTTTGCAAAAGCCTGTGCTGCTGAAGAGTCA 
GGGGCCAACTGl'GACAAATCCCTTCACACCCTGTTCGGGGACAAGCTGTGCACGGTGGCCTCCCTCCGGG 
•ACAAGTACGGGGACATGGCCGACTGCTGCGAGAAGCAGGAGCCCGACAGGAACGAGTGCTTCCTGGCGCA 
CAAGGACGACAACCCGGGCTTCCCCCCGCTGGTGGCCCCCGAGCCCGACGCGCTGTGCGCCGCCTTCCAG 
GACAACGAGCAGCTGTTCCTGGGGAAGTACCTGTACGAAATTGCCAGAAGACATCCGTACTTCTACGCCC 
CAGAACTCCTGTACTATGCTCAACAGTATAAAGGAGTCTTTGCGGAGTGCTGCCAGGCCGCAGACAAGGC 
CGCCTGCCTGGGACCCAAGATTGAGGCTTTGAGGGAAAAAGTACTGCTTTCATCTGCCAAGGAGAGATTC 
AAGTGTGCCAGCCTCCAAAAATTCGGAGATAGAGCCTTTAAAGCCTGGTCAGTAGCTCGCCTGAGCCAGC 
GATTTCCCAAAGCTGACTTTGCAGAGATCTCCAAGGTGGTGACAGATCTTACCAAAGTCCACAAGGAATG 
CTGCCATGGTGACCTGCTGGAGTGTGCAGATGACAGGGCGGATCTTGCCAAGTATATGTGTGAAAATCAA 
GATTCAATCTCCACTAAACTGAAGGAATGCTGTGATAAGCCTGTGTTGGAAAAATCCCAGTGTCTTGCTG 
AGGTGGAAAGAGATGAGTTACCTGGTGACCTGCCCTCATTAGCTGCTGATTTTGTTGAAGATAAGGAGGT 
TTGCAAAAACTATCAGGAGGCAAAGGATGTGTTCCTGGGCACGTTTTTGTATGAATACGCAAGAAGGCAT 
CCAGAGTACTCTGTCTCATTGCTTTTGAGACTCGCCAAGGAATATGAAGCCACACTAGAGAAATGCTGTG 
CCACCGATGATCCTCCTACATGCTATGCCAAAGTGCTTGATGAATTTAAACCTCTTGTGGATGAGCCTCA 
GAATTTAGTCAAAAC2\AACTGTGAACTTTTTGAAAAACTTGGAGAGTATGGCTTCCAAAATGCGCTCTTA 
GTTCGTTACACCAAGAAAGCACCCCAAGTGTCAACTCCAACTCTCGTGGAGGTCTCAAGAAAACTAGGAA 
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AAGTGGGCACCAAATGTTGTAAGAAACCTGAATCAGAGAGAATGTCCTGTGCTGAAGACTTTCTGTCCGT 
GGTCCTGAACCGGTTGTGTGTGTTGCACGAGAAGACCCCAGTGAGCGAGAGAGTTACCAAATGCTGCTCA 
GAGTCCTTGGTGAACAGACGACCATGCTTTTCTGGTCTGGAAGTCGATGAGACCTATGTTCCCAAAGAGT 
TTAATGCTGAAACATTCACTTTCCATGCAGATTTATGCACACTTCCTGAGGCTGAGAAACAAGTCAAGAA 
ACAAACT GCACT T GT T GAACT GCT GAAACACAAGCCCAAGGCAACAGATGAACAACT GAAAACT GT TAT G 
GGAGATTTTGGAGCCTTTGTAGAGAAGTGCTGCGCAGCTGAAAATAAAGAGGGCTGCTTTTCTGAAGAGG 
GTCCAAAACTCGTTGCTGCTGCTCAAGCTGCCTTAGTCTGAAAGAACACAATAACAAACATCTCAGCCTT 
CCCTGAGAATAAGAGAAAAAAAGAGAAATGAAGACCTAGAGCTTATTCATCTGTTTTTCTTTTCTGTTGG 
TGTAAAACCAACCCTCTATCTTAAGAACACAAATTCTTTTAAACATTTTGCCTCTTTTCTCTGTGCTGCA 
ATTAATAAAAAATGAAAAGAATCTAAAAAAAAAAAAAAAA 

>GBCA0070 |Acc|AB089789lVer|AB089789.1 GI : 22218071 | Canis familiaris afp mRNA for alpha- 
fetoprotein, complete cds. 

CATGAAGTGGGTGGTATCATTTTTTTCCATTTTCCTACTAAATTTTTCTGAATCCAGGACAATGCATAGA 

AATGCATATGGAATAGCTTCCATCTTGGATTCTTCCCAATGTTCTGCAGAAATGAATTTAGTTGACCTAG 

CTACCATATTTTTTGCTCAGTTTGTCCAAGAAGCCACTTACAAAGAAGTAAGCAAAATGGTGAAAGATAT 

ATTGACTGTAATTGAGAAATCTACTGGCAGCGAGCAGCCCGGAGGATGTTTAGAAAACCAGCTCCCTGCC • 

TTTCTGGAAGAAATTTGCCATGAGAAGGAAATTTCCGAAAAGTATGGACTTGCAGATTGCTGCAGCCAAA 

GAGAAGAGGAAAGACATAACTGTTTCCTAGCACACAAAAAGGCTGCTCCGCCATCCATCCCACCCTTCCA 

AGTTGCAGAACCCGTCACCAGTTGTAAGGCATATGAAGAAAACAGGGATATGTTCATGAACAGGTACATC 

TATGAGATAGCAAGAAGGCACCCCTTCCTGTATGCACCCACGATTCTTTCTTTGGCTGCCCACTATGGCA 

AAATAATTCCACTTTGCTGCAAAGCTGAAAATGCGGTCGAATGCTTCCAAACAAAGACATCATTGATTAC 

AAAAGAAT T AAGAGAAAGCAGT T TGT TAAATCAACATATATGTGCGGTAATGAGAAAT T T TGGACC TCGC 

ACCTTCCGAGCCATAACGGTTACTAAACTGAGTCAAAAGTTCTCCAAAGCCAATTTTACTGAAATTCAGA 

AACTGGTCCTGGATGTGGCCCACATCCATGAAGAATGTTGCAGAGGAAATGTGCTGGAGTGTCTGCAGGA 

TGGGGAAAAAATTATGTCCTACATATGCTCTCAACAAGATATTTTGTCAAGCAAAATAGCAGACTGCTGC 

AAACTGCCCATACTTGAACTTGGTCAATGCATAATTCATGCAGAAAATGATGGCAAACCTGAAGGCTTAT 

CTCCAAAT CTAAATAGGT TT T TGGAAGAGAGAGAT T TCAACCAAT T T TCT T CAAGGGAAAAAGACC T TT T 

CATGGCAAGATTTACTTATGAATATTCGAGAAGACATACAAAACTTGCTGTCCCAGTCGTTCTAAGAGTC 

GCTAAAGGATACCAGGAGTTATTGGAGAAGTGCTCTCAGTCTGAAAACCCTCTTGAATGCCAGGATAAAG 

GGGAAGAAGAATTAGAGAAATACATCCAAGAAAGTCAAGCACTGGCAAAGCGAAGCTGTGGCCTCTTCCA 

GAAACTAGGAGAATATTACTTACAAAATGCGTTCCTTGTTGCTTACACAAAGAAAGCCCCTCAGCTGACC 

CCACCTGAGCTGATGGCCTTCACCAGGAAAATGGCGACCGCAGCAGCCACTTGTTGCCAACTCAGTGAGG 

ACAGACAACTGGCCTGTGGCGAGGGAGCGGCTGATCTTATTATTGGACAATTATGCATCAGGCATGAGGA 

GACTCCTATAAATCCTGGTGTCGGCCAGTGCTGCAGTTCTTCATATGCCAACAGGAGGCCGTGTTTCAGC 

AGCTTAGTGGTGGATGAAACATATATCCCTTCACCCTTCTCTGCTGACAAGTTCATCTTCCATAAGGATT 

TGTGCCAGGCTCAGGGTGTAGCACTACAAACAATGAAGCAACAATTTCTCATTAACCTTGTGAAGCAAAA 

GCCACAAATAACAGAAGAGCAACTTGAGGCCGTCATTGCAGATTTCTCTGGTCTACTGGAAAAGTGCTGC 

CAAGGCCAAGAGCAGGAAGCCTGCTTTGAGGAAGAGGGTCCAAAATTGATTTCAAAAACTCGTGCTGCTT 

TGGGAGTTTAAATCACTTCAGGGGGAAGAAAAGAAGCCAGAACAAGTCTTTATGGTTTTGGTGTGAATCT 

TTTCCTTTTAATTCTGAGATAGTGCTTTTTGTGAATTAATGAAAT 

>GBCA0071 |Acc|AF494190|Ver|AF494190.1 GI : 22347540 j Canis familiaris neutrophil elastase 
mRNA, complete cds . 

AAAGACACCGCCACCGCCCGGCCATGACCGCCCGCCGAGTGCCCGCCGGCCCTGCCCTGGGCCCACTGCT 

GCTGCTGGCCACGCTGCTGCCCGGCCCCGCTCTGGCCTCGGAGATCGTGGGTGGCCGCCCGGCCCAGCCC 

CATGCATGGCCCTTCATGGTGTCCCTGCAGCGGCGTGGAGGTCACTTCTGTGGTGGGACCCTCATCGCCC 

CCAACTTCGTCATGTCGGCGGCCCACTGCGTGGATGGCTTGAACTTCCGGTCAGTGGTGGTGGTGCTGGG 

GGCGCATGACCTGGGGGAACGCGAGAGCACCAGGCAGTTGTTCGCCGTCCAGCGGGTCTTTGAAAACGGC 

TTCGACCCCGTCAGGCTGGTGAATGACATCGTGCTCCTGCAGCTCAACGGCTCGGCCACCATCAACGCCA 

ACGTGCAGGTGGCCAGGCTGCCCGCCCAGAATCAAGGCGTGGGCAACGGCGTGCAGTGCCTGGCCATGGG 

CTGGGGCCAGCTGGGCACGGCCCAGCCGCCGCCCAGGATCCTGCAGGAGCTCAACGTGACCGTGGTGACC 

ACCCTGTGCCGCCGCTCCAACGTGTGCACGCTGGTGCCACGCCGGCGGGCCGGCATCTGCTTCGGGGACT 

CCGGGGGGCCCCTGGTCTGCAACGGGCTGATCCAGGGCATCGACTCCTTCATCCGCGGCAGCTGCGCCTC 

CGGGTTCTTCCCCGACGCCTTCGCCCCCGTCGCTCAGTTCGTGGACTGGATCAACTCCATCATCCGCCGC 

CCGCCCGCCCTCCCGCCCGCGCGCCCCGGCCAGCAGGACCCCGAACGAGGCGCCGCCCGCGCGCCGCCGC 

CCGCCCCGCATCGCCCGCGTCCCACCCAATAAAGCCCTCCCTGGTTGTGAAAAAAAAAAAAAAAAAAA 

>GBCA0072 |AcclAB082936|Ver|AB082936.1 GI : 19911570 | Canis familiaris PgnB mRNA for 

pepsinogen B, complete cds. 
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GTCCTGTGTGTCTGTGGGCCACAGAAATCAGCACCATGAAGATCCAGGTCTTGGTTTTGGXTTGCCTACA 
CCTCTCAGAGGGTGTGGAAAGAATTATCCTGAAGAAAGGCAAGTCCATCCGCCAGGTGATGGAAGAGCGG 
GGTGTCCTAGAGACATTCCTGAGGAACCACCCAAAGGTTGACCCAGCTGCCAAGTATCTTTTCAATAATG 
ATGCTGTTGCTTATGAGCCCTTCACCAACTACCTGGATTCCTACTATTTTGGAGAGATCAGCATTGGGAC 
ACCACCACAAAATTTCCTGATCCTCTTTGATACAGGCTCCTCCAACCTGTGGGTGCCCTCCACCTACTGC 
CAGAGCCAGGCCTGCTCCAATCACAACAGGTTCAACCCCAGCAGATCCTCCACCTACCAAAGCAGCGAGC 
AAACCTATACACTGGCCTATGGTTTTGGGAGCCTGACTGTGCTCCTGGGATATGACACTGTGACTGTTCA 
GAAC AT T GTCAT CCATAACCAGCTAT T TGGCATGAGT GAGAATGAACCCAACTACCCAT T T TACTATT CA 
TATTTTGATGGTATCCTGGGAATGGCCTACTCCAACCTGGCAGTAGATAATGGCCCAACAGTCCTGCAGA 
ACATGATGCAGCAGGGCCAGCTCACCCAGCCCATCTTCAGTTTCTATTTCTCTCCCCAACCAACCTATGA 
GTATGGTGGAGAGCTCATCCTGGGAGGTGTGGACACACAGTTTTATTCTGGTGAGATCGTCTGGGCTCCA 
GTCACTCGGGAAATGTACTGGCAGGTTGCCATCGATGAGTTTCTCATCGGTAACCAGGCCACTGGCTTGT 
GGTCTCAGGGCTGTCAAGGCATCGTGGATACAGGAACCTTCCCACTGACTGTTCCTCAGCAGTACTTGGA 
CTCCTTTGTGAAGGCAACAGGAGCCCAGCAAGATCAAAGTGGCAATTTTGTGGTCAACTGCAACTCCATA 
CAGAGCATGCCCACCATCACCTTTGTCATCAGCGGGTCACCTTTACCTCTGCCTCCATCTACCTATGTTC 
TTAATAACAATGGCTACTGCACACTCGGGATTGAAGTCACCTACCTGCCCTCTCCCAATGGGCAGCCTCT 
GTGGATTCTGGGAGATGTCTTCCTCAGGGAATATTACACAGTCTTTGATATGGCTGCCAACAGAGTGGGT 
TTTGCCCTCTCTTCCTAGACTAGCAAAAGGTAGCTGTCTCCATCCTTCCAGCAGGACTCTGGGGTTGCCC 
TACTGTTTCTCTGGTCTGACAGAAGCATTTTGGACTATCTGACCCTTCTGTGCACTAGTCTTTTTTTCCT 
GCAACTAATAAATTAAGAATCTCCAAAAAAAAAAAAAAAA 

>GBCA0073 |Acc|AF5254931Ver|AF525493.1 GI : 22038136 [ Canis familiaris Hll kinase mRNA, 
complete cds. 

ATGGCTGACGGTCAGATGCCCTTCTCCTGCCACTACCCGAGCCGCCTGCGCCGCGACCCCTTCCGAGACT 
CGCCCCTGCCCTCCCGCCTGCTGGATGATGACTTTGGCATGGACCCCTTCCCCGACGACTTGACTTCCTC 
ATGGCGCAACTGGGCCCTGCCTCGATTTTCCACCGGGTGGCCTGGGACCCTGAGGTCAGGCATGGTGCCC 
CGGGGGCCCACGGCCGCAGCCAGGTTTGGGGTACCTGCGGAGGGCAGGAGTCCCCCACCCTTCCCCGGGG 
AGCCCTGGAAAGTGTGTGTCAACGTGCACAGCTTTAAGCCAGAGGAGCTGATGGTGAAGACCAAGGATGG 
ATACGT GGAGGT GT CCGGCAAACACG AAGAGAAGCAACAAGAAGGTGGCAT CGTT T CCAAGAAT TT CACA 
AAGAAAATCCAGCTTCCCGCAGAGGTGGATCCTGTGACAGTATTTGCCTCACTTTCCCCAGAAGGCCTGC 
TGATCATCGAAGCTCCCCAGGTTCCCCCTTACTCACCATTTGGAGAGAGCAACTTCAACAATGAGCTTCC 
CCAAGACAGTCAGGAAGTCACCTGTACCTGA 

>GBCA0074 |Acc|AF490511|Ver|AF490511.1 GI : 220237 92 | Canis familiaris cyclic nucleotide 
gated channel beta subunit (CNGB3) mRNA, complete cds. 

GT T TTCAGACCCACCT CAGAGAAAAT GT T TAAATCACTGACAATAAAAT CCAACAAGGTGAAGCCTAGAG 
AAG AG AAT GAT G AG AAT AAAC AAG AT C C T GAT C C AAG C AAT C AGC C T C AGC AAT C T AC AAG AC AG G GAGA 
AAACAAAAGTGAAAATAAATCTCTCCAAACCAAGATGACTCCAGTCACGTTTGAAGAATCACATGCCAAA 
ATGCAAGATAAAATCTCCGAGAAAAAT TCAC T CAGAGACCT GACGACAAATCCCAACCAT CAACATCCAA 
CAGAATCAAAGGGGGCAATGTCAGAGCAGAAGGAAATGGAAACTGGGAAAGAAGGCCTAGTCAGCCCAAA 
AAGCAAACCCCTTGGAGTCCCTGTTATAAATGAGTATGCTGATGCTCAGCTACACAACCTGGTGAGAAGG 
ATGCGTCAAAGAACAATGCTCTATAAGAAAAAGTTGGCAGAAGGAGATATATCCTCACCTGAAGCTAGCC 
CCCAAACT GCAAAGCCCACAGCCGTACCAT CAACACAAGAGAGCAATGCTAAGC TAAAAGAAGAACATTA 
CTATCACATATTGTGTTTTAAATTCCAGAAGATGCCTCTGACAGAGTACCTAAAACGATTTAGACTTCCA 
GGAAGCATAGATTCATACACAGATCGACTCTATCTCCTGTGGCTCTTGCTTGTCACCATTGCCTATAACT 
GGAACTGCTGGCTTATACCACTACGCCTCGTCTTTCCATATCAAACACCAGACAACACACACTACTGGTT 
TATTACAGACATCACATGTGATATCATCTACCTTTGTGATATGCTATTAATCCAGCCCAGACTCCAGTTT 
ATAAAAGGAGGAGACATAATGGTGGATTCAAATGAGT TAAAGAGACACTACAGGAGCTCTACAAAATT T C 
AGTTGGATGTTGCGTCAGTAATGCCATTTGATGTTTTTTACCTCTTCTTTGGGTTTAATCCAGTATTTAG 
GATGAAT AGGATATTGAAGTACAC T T CAT T T T T TGAAT T TAATCATCACCTAGAGT CT ATAAT GGACAAG 
GCATATATCTACAGAGTCATTCGAACAACTGGATACTTGCTATATACTCTGCACATTAATGCCTGTATTT 
ATTACTGGGCTTCTGACTATGAAGGAATTGGAAGTACTAAATGGGTGTATAACGGTGAAGGAAACAAGTA 
TCTAAGATGTTATTATTGGGCTGTTCGAACTTTAATTACCATTGGGGGCCTTCCAGAACCACAAACATCA 
TTTGAAATTGTTTTTCAACTGTTGAATTTTTTTTCTGGAGTTTTTGTGTTCTCCAGCTT2\ATTGGTCAGA 
TGCAAGATGTAATTGGGGCAGCCACAGCCAATCAGAACAACTTCCGAATCAGCATGGATCATACCATTTC 
CTACATGAACACT TAT TCCAT TCCTAAGAATGTGCAGAATCGGGT T CGGAC TTGGTAT GAATATACATGG 
GACTCTCAAAGAATGCTAGATGAGTCTGATCTGCTCTGCACCCTGCCTGTCACCATGCAGTTAGCCCTCA 
CTGTGGATGTGAACCTCAGCATCATCAGCAAAGTCGAGTTGTTCAAGGGTTGTGATACACAGATGATTTA 
TGACATGCTGCTAAGATTGAAATCCACTGTTTATTTGCCTGGTGACTTTGTCTGCAAAAAGGGAGAAATT 
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GGCAAGGAAATGTATATCATCAAGC^AGGAGAAGTCCAAGTTCTTGGAGGTTCTGATGGTGCCCAAGTTC 
TGGTTACTCTGAAAGCTGGAGCAGTGTTTGGAGAAATCAGCCTTCTAGCAGGGAGAGGAGGAAATCGCCG 
AACTGCCAATGTGATAGCCCATGGGTTTGCCAATCTTTTAACTCTGGACAAAAAGACCCTCCAAGAAATT 
CTAGTGCATTATCCAGATTCTGAAAAGCTCCTCATGAAAAAAGCCAGTGTGCTTCTAAAGAAGAAGGCTC 
CGGCCACAGAGACAACCCCTCCAAGAAAAGGACTTGCCTTTCTCTTCCCACCAAAACAAGAGACACCCAA 
AAT T T T T AAAGCT CTCC T GGGAGGTACAGGAAAAGCAGGACT TACAAGACTAC T CAAACT GAAGAGAG AA 
CAAACCAT T CAGAAAACAAGT GAAAACTCTGAAGAAGGAGGGGGT AAAAGAAGAG AATAT GAAGAT AAAG 
AAAGAGAGCCATCAGAGAAAATACTGGACAGCTCTGAATGTAGAGCAAATTGTATTATAGCAGAGGAAAT 
GCCCCAGTCCATTAGAAGGGCAGCTTTACCCAGAGGAACTACTCGTCAATCCCTCATCATCAGCATGGCT 
CCTTCTGCAGAGGCAGGGGAAGAGGTTCTGACAATTGAAGTCAAAGAAAAGGCTAAGCAATAAGTGTTTG 
ATTATCTTTAGATGTAATCTAGCTCATTCCCAAAGAGATTGTACCCACGAATGTAGCTTAAGTTAATGAG 
GGGGGAAGACCTCACTGGGACCCTTGAGAAATGATAGACAAATCCTTAGCTTAGTTTCTAGGAATTATCT 
GAGAGGGTGATCTTACGCAGTGGTAAGATTATTTAAAAAATATCCCTATTCTCTGTTGTCATTAGCTTTA 
TGCTATTGGTATTTCTCCTAATTTTATGTAGTAGGGTTTTTTCTTCCATTCTCTCTTGATGTTTCTTCCC 
TCCATCCTCCGTTTTGATTAGTTTGGTCTTGGCCCTGAAGTGATTCACTTACCTTTACAATTTTTATGTG 
TGTGTTGAAGTCTTGCACGACAGTTAGTCTTCGTTAAATGTCCTATGCATGTGAATATTACTTCTCACTT 
G T AG GGG AT T AT G AT AC T T T AAT AAA 

>GBCA0075 j Acc I-AF525133 | Ver ) AF525133 . 1 GI : 22001282 | Canis familiaris protein phosphatase 
2A inhibitor 2 mRNA, complete cds . 

ATGGCCCCGAAGCGGCAGTCCTCACTTGCACCTCAAATGAAGAAACCGAGGCTGCTTCCTGCCCCCATGC 
CGGAGGAAATGTCAGCCTCTCAGCCCTTGCCGAACGGAGAAAAAGAACAGCAAGAAGTAATTGAACATAT 
TGATGAAGTACAAAATGAAATAGACAGACTT AATGAAGAAGCC AGTGAGGAGAT T T TGAAAGT AGAACAG 
AAATATAACAAACTCTGCCAACCATTTTTTCAGAGGAGGTCAGAATTGATCCCCAAAATCCCCAACTTTT 
GGGTAACAACATTTGTCAACCATCCACAAGTGTCTGTACTGCTTGGAGAGGAGGATGAAGAGGCACTGCA 
TTAT T TGAC AAGAGT TGAAGT AACAGAATCTGAAGAT AT T AAAT CAGGT TACAGAATAGATT T T T ATT T T 
GATGAAAACCCGTACTTCAAAAATAAAGTTCTCTCCAAAGAATTTCATCTGAATGAGAATGGTGATCCAT 
CTTCAAGGTCCACTGAAATCAAATGGAAATCTGGAAAGGATTTGACGAAACAGTCAAGTCAAATGCAGAA 
TAAAGCCAGCAGGAAGAGAGAGTACGAGGAACCAGAGGGCT TCT T CACCTGGT TTACT GACCATTCTGAT 
GCAGGTGCAGATGAGTTAGGAGAGATCATCAAAGATGATATTTGGCCAAATCCATTACAGTACTACTTGG 
T TCCTGATACAGATGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAT GT TGAT GAT GAT GAT GAT G A 
T GAAGGATT GGAAGATAT TGATGAAAGAGAT GAGGGTGAAGAT GAAGAT GAT GAT GAT GATGATGATGAT 
GATGATGATGAAGGGGAGGAAGGAGAGGAGGACGAAGGCGAGGATGATTAG 

>GBCA0076 | Acc | AF525132 | Ver j AF525132 . 1 GI : 2200128 0 | Canis familiaris protein kinase A 
alpha mRNA, complete cds. 

GATGGGCAACGCCGCCGCCAAGAAGGGCAGCGAGCAGGAGAGCGTGAAAGAGTTCTTAGCCAAAGCCAAA 
GAAGACT T TC T TAAAAAAT GGGAAAATCCTGCTCAGAATACAGCCCAT T TGGATCAGT TTGAACGAAT CA 
AGACCCTCGGCACGGGCTCCTTTGGGCGGGTGATGCTGGTGAAGCACAAGGAGACCGGGAACCACTTTGC 
CAT GAAGATCCT CGACAAACAGAAGGT CGT GAAGCT GAAACAGAT T GAGC AT ACCCT GAACGAAAAGCGC 
ATCCTGCAAGCGGTCAACTTCCCGTTCCTCGTCAAACTCGAGTTCTCCTTCAAGGACAACTCGAATTTAT 
ACATGGTCATGGAGTATGTGCCTGGCGGGGAGATGTTCTCGCACCTGCGGCGGATCGGAAGGTTCAGTGA 
ACCGCATGCCCGCTTCTATGCGGCCCAGATCGTCCTGACCTTCGAGTACCTGCACTCACTTGACCTCATC 
TACCGGGACCTGAAGCCGGAGAACCTCCTCATTGACCAGCAGGGCTACATTCAGGTGACAGACTTCGGTT 
TTGCCAAGCGTGTAAAAGGCCGCACCTGGACCTTATGCGGGACCCCCGAGTACCTGGCCCCGGAAATCAT 
CCTGAGCAAAGGCTACAACAAGGCTGTGGACTGGTGGGCCCTAGGGGTTCTCATCTACGAGATGGCCGCT 
GGCTACCCACCCTTCTTTGCTGACCAGCCCATCCAGATCTATGAGAAGATTGTCTCTGGGAAGGTGCGGT 
TCCCGTCCCACTTCAGCTCTGACCTGAAGGATCTGCTACGGAACCTGTTGCAGGTGGACCTCACCAAACG 
CTTCGGGAACCTCAAGAATGGGGTGAACGATATCAAGAACCACAAGTGGTTTGCCACAACTGACTGGATC 
GCCATCTATCAGAGGAAGGTGGAAGCTCCCTTCATACCAAAGTTTAAAGGCCCTGGGGACACGAGTAATT 
T TGACGACTAT GAGGAGGAAGAGAT CCGAGTCTCCATCAATGAGAAGTGT GGCAAGGAGT T T TGTGAGT T 
CTAG 

>GBCA0077 | Acc | AF525130 | Ver | AF525130 . 1 GI : 22001276 | Canis familiaris protein phosphatase 

type 1 catalytic subunit gamma isoform mRNA, complete cds. 

ATGGCGGATATCGATAAACTCAACATCGACAGCATCATCCAACGGCTGCTGGAAGTGAGAGGGTCCAAGC 

CTGGTAAGAATGTCCAGCTACAGGAAAATGAAATCCGAGGACTGTGCTTAAAGTCCCGAGAGATCTTTCT 

CAGTCAGCCTATCCTACTAGAACTTGAAGCACCACTCAAAATATGTGGTGATATCCATGGGCAATACTAT 

GATTTGCTTCGACTTTTCGAGTACGGTGGTTTCCCGCCAGAAAGCAACTACCTGTTTCTTGGGGACTATG 

TGGACAGGGGGAAGCAGTCATTGGAGACTATCTGCCTCTTACTGGCTTACAAAATCAAATATCCCGAGAA 
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TTTTTTTCTTCT CAGAGGAAACCAT GAAT GTGT CAGCATCAATAGAAT T TAT GGAT T T TACGATGAAT GT 
AAAAGAAGATAT AACATT AAACTAT GGAAAAC TT T CACAGACT GCT T T AAC T GT T TACCGAT AGC AGCCA 
TCGTGGATGAGAAGATATTCTGCTGTCATGGAGGTTTATCACCAGATCTTCAATCTATGGAGCAGATTCG 
GCGAATTATGCGACCAACTGATGTACCAGATCAAGGTCTTCTTTGTGATCTTTTGTGGTCTGACCCCGAT 
AAAGATGTCTTAGGCTGGGGTGAAACTGACAGAGGAGTGTCCTTCACATTTGGTGCAGAAGTGGTTGCAA 
AATTTCTCCATAAGCATGATTTGGATCTTATATGTAGAGCCCATCAGGTGGTTGAAGATGGATATGAATT 
TTTTGCAAAGAGGCAGTTGGTCACTCTGTTTTCTGCACCCAATTATTGTGGAGAGTTTGACAATGCAGGT 
GCCATGATGAGTGTGGACGAAACTCTAATGTGTTCTTTTCAGATTTTAAAGCCTGCAGAGAAAAAGAAGC 
CGAATGCCACGAGACCTGTAACACCTCTAAGGGGTATGATCACAAAGCAAGCAAAGAAATAGATGTCATT 
TGACACTGCCTAG 

>GBCA0078 |Acc|AF525129 j Ver IAF525129.1 GI : 22001274 | Canis familiaris protein phosphatase 
type 1 beta isoform mRNA, complete cds . 

ATGGCGGACGGGGAGCTGAACGTGGACAGTCTCATCACCCGACTGCTGGAGGTACGAGGATGTCGTCCAG 
GAAAGATTGTGCAGATGACTGAAGCAGAAGTTCGGGGCTTATGTATCAAGTCTCGGGAGATCTTTCTCAG 
CCAGCCTATTCTTTTGGAGTTGGAAGCACCCCTGAAAATTTGTGGAGATATTCATGGACAGTATGCAGAT 
TTACTGCGATTATTTGAATATGGAGGTTTCCCACCGGAAGCCAACTATCTTTTCTTAGGAGATTATGTGG 
ACAGAGGAAAGCAGTCTTTGGAAACCATTTGTTTGTTATTGGCTTATAAAATCAAATATCCAGAGAACTT 
CTTTCTTTTAAGAGGAAACCATGAGTGTGCTAGCATCAATCGCATTTATGGGTTCTATGATGAATGCAAA 
CGAAGGTTTAATATTAAATTGTGGAAGACCTTCACCGATTGTTTTAATTGTCTGCCTATAGCTGCCATTG 
TGGATGAAAAGATCTTCTGTTGTCACGGAGGACTGTCACCAGATCTGCAATCTATGGAACAGATTCGGAG 
AATTATGAGACCCACTGATGTCCCTGATACAGGTTTGCTCTGTGATTTGCTGTGGTCTGACCCAGATAAG 
GATGTGCAAGGCTGGGGAGAAAATGATCGTGGTGTTTCCTTCACTTTTGGAGCTGATGTAGTCAGTAAAT 
TTCTGAATCGTCATGATTTAGACTTGATTTGTCGAGCTCATCAGGTAGTAGAAGATGGATATGAATTTTT 
TGCTAAACGACAATTGGTAATCCTATTTTCAGCCCCAAATTACTGTGGCGAGTTTGATAATGCTGGTGGA 
ATGATGAGTGTGGAT GAAACT TT GATGTGT T CAT T TCAGATAT T GAAACCAT CT GAAAAGAAAGC TAAGT 
ACCAGTATGGTGGACTGAATTCTGGACGTCCTGTCACTCCACCTCGAACAGATAATCCGCCGAAGAAAAG 
GTGAAGAAAGGAA 

>GBCA0079 | Acc | AF34 6417 | Ver | AF34 6417 . 1 GI : 18150345 | Canis familiaris Cu/Zn superoxide 
dismutase (SOD1) mRNA, complete cds. 

CGAGTCATGGAGATGAAGGCCGTGTGCGTGTTGAAGGGCCAGGGCCCGGTGGAGGGCACCATCCACTTCG 
TGCAGAAGGGAAGTGGGCCTGTTGTGGTATCAGGAACCATTACAGGGCTGACTGAAGGCGAGCATGGATT 
CCACGTCCATCAGTTTGAAGATAANACACAAGGCTGTACTAGTGCAGGTCCTCACTTTAATCCTCTGTCC 
AAAAAACATGGTGGGCCAAAAGATCAAGAGAGGCATGTTGGAGACCTGGGCAATGTGACTGCTGGCAAGG 
ATGGCGTGGCCATTGTGTCCATAGAAGATTCTCTGATTGCACTCTCAGGAGACTATTCCATCATTGGCCG 
CACCATGGTGGT CCACGAGAAACGAGAT GACTT GGGCAAAGGT GACAATGAAGAAAGTACACAGACAGGA 
AACGCCGGGAGTCGTTTGGCTTGTGGTGTCATTGGGATCGCCCAATAAACATTC 

>GBCA0080 | Acc | AF2 6354 6) Ver ) AF2 635 4 6 . 2 GI : 2155334 6 | Canis familiaris scamper mRNA, 
complete cds . 

TTAAGATACTTTTTCTAAAAAGATTTATTTCCAGAGTGTTCCCATGTTGGTTTAAAATTCACTGTTTTCA 
ACATTTTAGAGCAATACCTCATCTACTTGATTTTGTGTCTGCTGAAGTCTTCGGTTGCTGCCAGAGGCAG 
CACTTGACCCTGGGGTTGCACCTGCAGACCTGAAATGGGTAAAGGCACAAGCATGAGTAAACTATGATTC 
CAGATACAT T TT T TATAAGTATGAAGACATTAT CCCAAGGCATCACT GT T T AAAGGT T CAGAACTTAAGC 
AGAAAAAGAAACCCTTCCTACAGTAAGGAACAAAGGTTCTAATGACATTTCTTCTAATTCCTCTATAATT 
TCCAGGATTCATCATATGTTAAAAGTGAGCAGGGTCTCAAGTGAAGGTTTAATATCACTTTCTATCACTG 
AGGCACC T GAT CT TAAGATCAGGGATCCTAAGATAGAGAAACTCTACC T TCCAGT T TT T T ATT TAAATGC 
ACACATCTACTTAAATGCACTCAGTACTCTCCTGAACTCTCATTGTGGCGAGAACTGTTTTCATGGTTAT 
GAACAATT ACAGAAT GCCACTTTTCCAGT TTGGAGAAATATAT TCAT TTATATAAACAGGGTCAGGAACA 
TCAAGAGGCAAGGAGGAGGGGGTGGTGTGAGTGGGAAAGGTGAGATGAAGCAGTGCTTCCTCTCTTAAAA 
GGTACTTCTCTTTTCAAATCCTCAACTGAAGGCCTATTGCTCTCCAGCCAGATCTTTCTTGACCACTGTG 
GCTTTGAAGTCCTTATCGCTTCCGTTTCTTGGCTGGCCATGCTTTCATTTTTCACACACACATACACACA 
CAGCTGACCCTTGAACAAGGTGGGGTGTTTGGGGTGCCGACGCCGACCCCTCCCCCTCCCCATGGTTGAA 
AATCTGCATATAACTTTTGACTCCTCCCAAAATTTAACTACTAATAGCCTACTGCTGACCAAAGGCCTTA 
CCAATAACATAAACAGTCGATTAACAAGTATTTTGTATATTATATGTATCATACACTGTGTTCTTACAGT 
AAAGTAAGCTAGAGCAGAAAATGTTAAGAAAATCGTAAGACAAGGGCAGGCCAGGTGGCTCAGCAGTTTA 
GCGCCACCTTCAGCCCAGGACTGATCCTGGAGACCCGGGATGGAGTCCCATGTCGGGCTCCCTGCATGGA 
GCCTGCTTCTCCCTCTGCCTGTGTCTCTCTCATGAATAAATACATAAAATCTT 

>GBCA0081 | Acc | AF4 61733 | Ver | AF4 617 33. 2 GI : 21492645 1 Canis familiaris proton-coupled 
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peptide cotransporter PepTl mRNA, complete cds. 

CCGCCCCGCCTGCACACCTCCAGCTGCACAGGTGGCTGGGCAGGGCCTGGAAACCAAGTCATAAGAGCGA 

CACCTTAAAAAAAAGGTCCTCTCTCCCGGACTGCCCGCTCGCCAGTCGCAGGGAGCCCTCGGAGCCGCCA 

CCATGGGCATGTCCAAGTCATATGGTTGCTTTGGTTACCCCTTGAGCATCTTCTTCATCGTGGTCAATGA 

GTTCTGTGAAAGATTTTCCTACTATGGAATGAGAGCACTCCTGATTCTGTACTTCAGACGGTTCATCGGG 

TGGGACGATAATCTGTCCACGGCCATCTACCACACGTTTGTGGCTCTGTGCTACCTGACGCCGATCCTCG 

GCGCACTGATCGCAGACTCCTGGCTGGGAAAGTTCAAGACAATCGTGTCACTCTCCATTGTCTACACAAT 

TGGACAGGCGGTCACTGCAGTAAGCTCAATTAATGACCTCACAGACTATAACAAAGATGGAACTCCTGAC 

AATCTGTCCGTGCATGTGGCACTGTCCATGATTGGCCTGGCCCTGATAGCTCTGGGAACTGGAGGAATAA 

AGCCCTGTGTGTCTGCATTTGGTGGAGACCAGTTTGAAGAGGGCCAGGAAAAACAAAGAAACAGATTCTT 

TTCCATCTTTTATTTGGCCATTAATGCTGGAAGCTTGATTTCCACTATTGTCACTCCCATGCTCAGAGTT 

CACGAATGTGGAATTTACAGTCAGAAAGCTTGTTACCCACTGGCATTTGGGGTTCCTGCTGCTCTCATGG 

CCGTATCTCTGATTGTATTTGTCATTGGCAGTGGAATGTACAAGAAGTTTCAGCCCCAGGGTAATGTCAT 

GGGTAAAGTTGTCAAGTGCATTGGTTTTGCCCTCAAAAATAGGTTTAGGCACCGGAGTAAGCAGTTTCCC 

AAGAGGGAGCACTGGCTGGACTGGGCTAAAGAGAAATACGATGAGCGGCTCATCTCTCAAATTAAGATGG 

TCACAAAAGTGATGTTCTTGTACATCCCACTCCCAATGTTCTGGGCCCTGTTTGACCAGCAGGGCTCCAG 

GT GGAC ACTGCAAGCAACAGCT ATGAGTGGGAAAAT T GGACT T CT T GAAGTT CAGCCAGATCAGATGCAG 

ACTGTGAATGCCATCTTGATTGTCGTCATGGTCCCCATCATGGATGCCGTGGTGTACCCTCTGATTGCAA 

AATGTGGCTTCAATTTCACCTCCTTGAAGAGGATGACAGTTGGAATGTTCCTGGCTTCCATGGCCTTCGT 

GATGGCGGCGATTGTTCAGCTGGAAATTGATAAAACTCTTCCAGTCTTCCCCAAACAAAATGAAGTCCAA 

ATCAAAGTACTGAATATAGGAAATGGTGCCATGAATGTATCTTTTCCTGGAGCGGTGGTGACAGTTAGCC 

AAATGAGTCAATCAGATGGATTTATGACTTTTGATGTAGACAAACTGACAAGTATAAACATTTCTTCCAC 

TGGATCACCAGTCATTCCAGTGACTTATAACTTTGAGCAGGGCCATCGCCATACCCTTCTAGTATGGGCC 

CCCAATAATTACCGAGTGGTAAAGGATGGCCTTAACCAGAAGCCAGAAAAAGGAGAAAATGGAATCAGAT 

TTATAAATAGTCTTAATGAGAGCCTCAACATCACCATGGGCGACAAAGTTTATGTGAATGTCACCAGTCA 

CAATGCCAGCGAGT AT CAGT TCT TT T CT TT GGGCACAAAAAACAT TACAATAAGT T CAACACAACAGATC 

TCACAAAATTGTACAAAAGTTCTCCAATCATCCAACCTTGAATTTGGTAGTGCATATACCTATGTAATCG 

GAACGCAGAGCACTGGCTGCCCTGAATTGCATATGTTTGAAGATATTTCACCCAACACAGTTAACATGGC 

TCTGCAGATCCCGCAGTACTTCCTCATCACCTGCGGCGAGGTGGTTTTCTCTGTCACAGGACTGGAGTTC 

TCATATTCTCAGGCCCCCTCCAACATGAAGTCGGTGCTTCAGGCGGGATGGCTGCTGACAGTGGCTGTTG 

GCAACATCATTGTGCTCATTGTGGCAGGAGCAGGCCAGTTCAGTGAACAGTGGGCTGAATACATCCTATT 

TGCGGCATTGCTTCTGGTTGTCTGTGTAATATTTGCCATCATGGCCCGGTTTTACACTTACGTCAATCCA 

GCAGAGATTGAAGCTCAGTTTGACGACGATGAGAAAAAGAAGCTGGAAAAGATGAATGTATATTCCACGG 

TAACTCCGGTCTCACAGACACAGATGTGAATATCAGGAAGCAAGTGGAGGATGGACTGGGTCCAGGACTT 

CTGTCCCCTGATGGCAGGACACTCTGATGGAAAAGACTTCCAAATTGTGAATCAGAAAGCTCTTTTCTAA 

GCAGCCAGCAATGAACCTAAAACTCTGGAAGAAGTCTTTTTTTTTTTAAAGAAAAGTCATATTTAAGGCA 

TGCACAT ACACAAACACACAT ACATAT ACAT ACACAC T CAT T T T T ACAACAATAAAT CCATACC T TCCCC 

TTAACTCCTTTTCTACCACATAAATGGAATTATTTTAGACTAACATCATTTTTCTGAAAGGGTGGCAAAG 

TGCCATATGGTTTACACTCTAACACTCTGAAAACACCATTAAATGAGGCAAGAGCCAATGTGAAAAGTGA 

ATTTACATGCTTTAGAATGGCATGTAATAAGCACCAGCTAGTATTAACTGATAACTTTACCTTTTGTTTG 

TTTGTTTTGTTTTTTTCCATTTCCTACCTCTTTTAAATTTTGTGTGACTCAAAAGACCACTCAGGTAAAG 

GCCAGTAATGATTTTTGGGGTTTCAATGGTATGAAATACATTCCTGTTTTTAAGAAl'AAGTGTCTGTGTG 

TTTTGAGGGTAGGATAAGAAATCCTTAACCTGTATCCCGATTCTAAAAGTTATGTACACTCAATAAAATG 

TCATCAGAAGTTGATAAAGTATGAACAAAAGCAATGCGCACATACAATAAATTCCAGGAACATGAAAAAA 

AAAAAAAAAAAAAAAA 

>GBCA0082 tAcc|AY112 659|Ver.| AY112659.1 GI : 214 64519 | Canis familiaris melanin-concentrating 
hormone receptor subtype 2 mRNA, complete cds . 

ATGTATTCACTTCACTCATCCTGTTGGAACACCTCTGCTGAACCTTTGAACAAATCCTGCAATAAAGAGT 
TTGCTTATCACACCCTCAGCATTTTAGATACARTCAGGCTTCCTTCTATGATTGGGATTATCTGTTCAAT 
GGGGCTAGTTGGCAACATCCTCATTGTATTCACTATAATAAGGTCCAGGAAAAAAACCATTCCTGACATT 
TATATCTGCAACCTGGCTGTGGCTGATCTGGTCCACATCATTGGAATGCCATTTCTTATTCATCAGTGGG 
CCCGGGGAGGAGAGTGGGTGTTTGGGGGGCCCCTCTGCACCATTATCACATCCCTGGATACCTGCAACCA 
GTTTGCCTGTAGTGCCATCATGACTGTGATGAGTATAGACAGGTACTTGGCTCTCGTCCAACCATTTCGA 
CTTACAAGTTGGAGAACGAGGTACAAGACCATCCGCATCAATTTGGGCCTTTGGGCAGCTTCCTTCATTC 
TGGCGCTGCCTGTCTGGGTCTACTCGAAGGTCATCAAATTTAAAGACGGCGTGGAGAGTTGTGCTTTTGA 
TTTAACATCCCCTGACGATGTACTCCGGTATACACTTTATTTGACGATAACAACTTTTTTTTTCCCTTTG 
CCTTTGATTTTGGTGTGCTATATTTTAATTTTATGCTATACTTGGGAGATGTATCAACAGAATAAAGATG 
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CAAGATGTTACAATCCCAGTGTTCCAAAAGAGAGAGTGATGAAGCTGACAAAGATGGTGCTGGTGCTGGT 
GGCGGTCTTTATCCTAAGTGCTGCCCCCTACCACGTGATACAACTGGTGAACTTAAAGATGCAGCAGCCC 
ACACTGGCCTTCCATGTAGGCTATTATCTCTCCATCTGTTTCAGCTATGCCAGCAGCAGCATTAACCCTT 
TCCTCTACATCATGCTGAGTGGAAATTTCCGGAAACGCCTACCTCAAGTACAAAGGAGAGTGACTGAGAA 
ATCAACAATATAG 

>GBCA0083 | Acc | AY112658 | Ver | AY112 658 . 1 GI : 214 64517 | Canis familiaris melanin-concentrating 
hormone receptor subtype 1 mRNA, complete cds . 

ATGGACCTGCAAGCCTCGCTGCTGCCCCCCGGCCCCAACGCCAGCAACACCTCGGAGGGCCCGGACAACC 
TCACCTCTGCCGGGCCACCTCGTCGCACAGGGAATGTCTGCTACATCAACATCATCATGCCTTCCGTGTT 
CGGCACCATCTGCCTGCTGGGTATCATCGGGAACTCCACAGTCATCTTCGCGGTGGTGAAGAAGTCCAAA 
CTGCACTGGTGCAGCAATGTCCCCGACATCTTTATCATCAACCTCTCGGTGGTAGACCTCCTCTTTCTCC 
TGGGCATGCCCTTCATGATCCACCAGCTCATGGGCAATGGTGTTTGGCATTTTGGAGAGACCATGTGCAC 
ACTCATCACGGCCATGGACGCCAACAGTCAATTCACCAGCACCTACATCCTGACCGCCATGGCCATTGAC 
CGCTACCTGGCCACTGTCCACCCCATCTCCTCCACCAAGTTCCGGAAGCCCTCTGTGGCCACCCTGGTGA 
TCTGCCTCCTATGGGCCCTCTCATTCATCAGCATCACCCCCGTGTGGCTCTACGCTAGGCTTATCCCCTT 
CCCAGGGGGCACAGTGGGCTGTGGCATCCGCCTGCCCAACCCAGACACTGACCTTTACTGGTTCACCCTG 
TACCAGTTCTTCCTGGCCTTTGCCCTGCCCTTCGTGGTCATCACAGCCGCGTATGTGAGGATCCTGCAGC 
GCATGATGTCCTCGGTAGCCCCTGCCTCTCAACGCAGCATCCGGCTGCGGACAAAGAGGGTGACTCGCAC 
GGCCATTGCCATCTGCCTGGTCTTCTTCGTGTGCTGGGCTCCCTACTATGTGCTACAGTTGACCCAGTTG 
TCCATCAGCCGCCCGACACTCACCTTTGTCTACCTGTACAACGCAGCCATCAGCTTGGGCTATGCCAACA 
GCTGCCTAAACCCCTTTGTGTACATCGTGCTCTGTGAGACATTCCGCAAGCGCTTGGTCCTGTCGGTGAA 
GCCTGCCGCCCAGGGGCAGGTTCGAGCCGTCAGCAATGCTCAGACAGCTGATGAGGAGAGGACAGAAAGC 
AAGGGCACCTGA 

>GBCA0084 j Acc ) D38223 | Ver | D38223 . 1 GI : 540498 | Canis familiaris ZAP 3 6 mRNA for zymogen 
granule membrane associated protein, complete cds. 

ATGGCAGCCAAGGGAGGCACCGTCAAACCAGCGTCAGGATTCAGTGCCACCGAGGATGCACAGACCCTGA 

GGAAGGCCATGAAGGGGCTTGGCACCGACGAAGATGCCATCATCAGCGTCCTTGCTCCACGCAACACGTC 

CCAGCGCCAGGAGATTAGAACGGCCTACAAGAGCACCATCGGCAGGGACCTGATGGACGACCTGAAGTCG 

GAGCTGAGCGGCAACTTCGAGCGGGTGATCGTGGGGATGATTACGCCCACCGTGCTGTACGACGTGCAGG 

AACTGCGCAGGGCCATGAAGGGATCTGGCACGGATGAGGGCTGCCTCATCGAGATCCTGGCCTCGCGAAC 

GCCCGAGGAGCTCCGGTGCATAAACCAGACCTACCAGCTCCAGTACGGCCGGAGCCTCGAGGACGTCATT 

CGCTCCGACACGTCCTTCATGTTCCAGAGGGTGCTGGTGTCGCTGTCGGCCGGTGGCAGGGATGAAGGAA 

ATTTTCTGGACGATGCTCTCATGAGACAGGATGCTCAGGACCTGTATGAGGCTGGAGAGAAGAAATGGGG 

AACAGATGAGGTGAAATTTCTGACTGTTCTCTGCTCCCGGAACCGAAATCACCTGTTGCATGTGTTTGAT 

GAATACAAAAGGATAT CACAGAAGGATAT TGAGCAGGGTAT TAAATCT GAAACAT CCGGTAGCT TTGAAG 

ATGCTCTGCTGGCCATAGTAAAGTGCATGAGGAACAAATCTGCATACTTTGCTGAAAGGCTTTATAAATC 

TATGAAGGGCTTGGGAACAGATGATAACACCCTCATCAGGGTTATGGTGTCTCGAGCGGAGATCGATATG " 

ATGGACATCCGGGAGAGCTTCAAGAGGCTTTACGGAAAGTCTCTGTACTCCTTCATCAAGGGTGACACAT 

CTGGAGACTACAGAAAGGTTCTGCTCATTCTCTGTGGAGGAGATGATTAA 

>GBCA0085 |AcclAY034786|Ver IAY034786.1 GI : 21303188 | Canis familiaris retinitis pigmentosa 
1 protein (RP1) mRNA, complete cds. 

ATGAGTGAAACTTCTTCCACTAGTGTTTCCATGATTCATCGGTCTTTTGAAGGTCAAGGTCCTCCTCGCC 

ACCTGAGTGTCATGCATCCTGTTGTGGCCAAAAAAATCAGCTTCTACAAGAGTGGAGACCCACAGTTTGG 

CGGGGTCAAGGTGGTGGTCAACCCGCGTTCCTTCAAGACATTTGATGCTTTGCTCGATAACTTATCAAGG 

AAGGTGCCTTTACCTTTCGGGGTGAGGAACATCAGCACCCCTCGGGGAAGGCACAGCATCACACGCCTGG ' 

AGGAGCTGGAGGACGGCGCGTCGTACCTGTGCTCCCACCGTAGGAAAGTGCAGCCGGTCGACCTCGACAA 

GGCCCGCCGGCGCCCGCGACCGTGGCTCAGCAGCCGGGCCATCAGTGCGCATGCGCAGCGCTCCCCGCCG 

ACCAGCATAGGCGCCGCCGGGGCTCCCGGCATGCTACGCGCCCCGCGAAGGCTTCTGGTCTTTAGAAATG 

GCGACCCGAAGATAAGGCGCGTGGTTATTGTGAACAGAAGGGTCACGCAGAGCTTCCAGGCTTTTCTGCA 

GCACCTGACAGAGGTTATGCGGTTCCCGGTGACCAAGCTGTACGCCACGGATGGAAGGAAGGTTCCCAGT 

CTCCAGGCGGTGATCCTGAGCTCTGGAGCTGTGGTGGCAGCAGGAAGGGAGCCATTTAAACCAGGAAATT 

AT GACAT CCAGAAGT ACT TGCT T T CTGCAAGATTACCAGGGACCTCTCATCAT GTATACATCAAGGGAAA 

TACTAGATCAGAAAGCAGAAAGAT GAGCACACATGTGCCTT CAAGCCCAAGGT CCCAGAT T TAT TCT GTT 

TCTTCTGGCAAAATGCATAATAATGATTGCTACTCAGACCATTCTTTTGCTTCTGAAAATTACTTGGCCT 

TGGAAAAAAATGATTCTCGGAATTTACTGATATACCCTTCTGAAGATGATATTGAGAAATCAATTATTTT 

TAATCAAGATGGCACCATGACAGT TGAGAT GAAAGTTCGAT TTAAGATAAAAGAGGAGGAAACCATAAAG 

TGGACCACTGTCAGTAGAGCTAGTCTTTCTCATAACAATGAAAAGTGTGAGGTAGGCTGTTTTCCAGGAA 



1201 



WO 2005/067649 



PCT/US2005/000517 



GAACAGATGATCAGTCATCTCATTTAAAGATTGCGGCATGCTCATTGTCTGCAGATGTCTCATCTCTGGA 
GAAAGACAATAATCAAGAGGTCAGT T T GACAGAGGAAATAAACACT CGAATAACAGAT CAAGAGACTGAA 
ACTTGCACTTCTGTTAGTTGGGAGAATGGTGCTATGGACACAAACATCTGTACCAGGGTGACTCAGGATC 
AAGCAAAGCATCATTTTTATAGGCCCCCTACACCTGGACCAAAGAGAGTGAGACAAAAATCTGTGAGAGG 
GAGTGTGACCTTGGTTTCTGAAACGGAAGTTGAAGAGGAAATGATTAGACAATTTTCCTATAGTGAAGCA 
AGGGAAGATGGGGAAAACAAATCTGAGTATCACATGTTCACACATTCTTGCAGTAAAATGTCATCAGTAT 
C T AAC AAAC C AC TGCTTGTT C AG AT C AAT AAC AAT G AGC AG AT G GAG T CAT C T T T AG AAAG G AAAAAG G A 
GAGCAGGTTGCTCAAGTCAGGTGCAATACGTGCTGGTGTAGAAATTACAAATCAGAAGATGTTAGAGATG 
TCTCATAATAATGGCTCGCCGCAGACTATATCAGAAAACTCAATTGTGGGGGAAGTTATAGTTGATAGTT 
T AACAT CAGACAACAAAACT AAT AT CAAAAT C T TAAGGCCT T ATAGT AGGACCAGGGATAGAT TCAGCCC 
TATTTTAGCAGATACGACTCATTCTTTAAGTAACGACTCTGGAATTGACAAAACTGTTTCTGAGATCCCA 
GCTTTGGTAGAGTCTTCCACTGTTACCACAAGAATTGACAGACTAATTAATGAATTTGCTCAGTGTGATT 
TAACAAATTCAGCAAATGAAAAGCAGACTTCGTTATCTGTTGCCAGCAAAAAGAAGATGAAATCTCAGCA 
ACAAGT GATAAATTCTAGGCATCAGATCCGGAAGAT T GCAACCAAAGGAAT T C T T AGTAAGAATAAGAGA 
ATAAACACAGGACGTAGAATTGCACAGGAAATCATATTGGAGGGTTCAGATGGTTCCCTTAAAGGAGGAG 
TAGTTTGTGAGGAAGACCTCCATGTAAGTGATACGGTAATTGAATCAAATTATTGTTCCCAAAGTGATCT 
CAATCCTGTAAATTCCAAGAATTTCCATGTAAATAAATTAAATACTCTTCAGAATCCTAAGAAGTTTCAA 
G G AC T T T T AGC T AAAAG AAAAT C C AGAC C AC T AAC C AAAGT AAG T T T AGG AG G AC C T AC AAAAAG AG AAA 
TT GGTCAAGGAGAT AAAG TAT T T CCCCATAATGACT T TAGGT AT T GCAAAAATAAT T T TGAAGATCAAAA 
TTTATTTCCTATGTTTAACTTCCTTGAGCAAAGACCCAGTGATTTTTGTGGACCACAGGGCCAAGCAGAA 
ATAGCATC T TGGTAT TTGGGAGGAAT T ACTAAGAAAAAT T TAGT TTCAAAAGTTAATAAT T CACACATAA 
CT T TAAAAAC T CAGAAGAAACAAAAAGGGGATAAGT TAAAATCAAGTACTACTGTAAGTAAACAACAAGT 
TACAACCAGGGCAAATTCCTTAGGTTCTTTGAAAAAAGCTGTTTTTCCTGAGGCTATTAGCCATCATTCA 
GT T CAAAAT TAT ATACAGAGAT GGT TGCAGAACACAAAT CCACATTCAGC T T TGCAATCTAGAAAATCAG 
CTCCAATATACAAAAAGGATAGGAGTGTGGTAAGTTGTAACAACAATGGTTTTGCAGGAACTAAGTCCCA 
CACAAGTTCT GGAGAAGGAAATAAT T TT GCTAGAGAAAGTAACAAGTATATAACTAAAAATGCCAGT T TG 
ACAGAAAAT CTAGGTAAAAAGGTAGGTAAAT T T T T TGACAAAGT T AACAGTGAAGAAC T T T CTAAAGATC 
TCTGTGAGAACCAGGTTGAATCTCTGAATGATGCTTGCTTGCTTCCCTTGCATGAAAATTGTGCTTTGTC 
ACAGTCAGCTATTGATGATCATAATACTAAAATCCAGGTATGTGCTGAAAAATTAGGACCAGAGATAAGC 
CTTGTTTACCAAGAGATAAATGTAGCTACAAAAAGGCACAGCGTAGAAGCTGCCATTCAAGTAGATCTTA 
CAGAAGAAGACACTTCAAAAGACCCTTTACCAATCTTATTGCTTCGCCAACTGCAAGCTTTAGTTCCTAG 
TATTCATAAGACTCAGAATGGAATTACTCAAATGCCAGGTTCACTTGCAGATATTCCCTTCTCTTCCCCA 
ATATGTAAGTCTTATACTAATGTTCTTCTAGCTTGGCTTCTGGTACTAACCTTAAAAGGAAGTATAAATA 
GCTTCTGTCAAGGTGATGCTCACAAGACTACCAACAGAGCTTCAGAAATACTTGGATTATTGGAGGTCCT 
AAGGCATACTGCCATCACAGAGGAAGCTGATGATTTGAAGGCTGCTGTTGCCAATTTAGTGGAATCAACC 
ACAAATCACTTTGGACTCACTGAGAAAGAACAAGACATGGTTCCAGTAGGACTTTCTGCAAATTGTTCCA 
CACCCAACCTTCATAGAGTTCCTAAGTGCGTTGAAAATGAAAAAACACAGAAAATCTCTTCAGGTGGAGG 
CCACTCTGCCAGTGAGCACTGTGGCCCTGAAGCCTGTGTTTCAGAGTTGACTTGTTCATGTCAGATGTGC 
ATTGTGAATAAGACCTGTCCTCCAAAAGAGACTTGTAACCTCAGTGACATTTTTTGCCCTAGTGATGGCT 
GTACTGTTGATCAGACCCCCATGAATAAGGCTTGTTTCCAAGGAGAGGTCTGTTCACTTACTGATGCTCT 
ATCTTCCCACAGGGCTTGTGCTCATGAAGAAAACCATAGTCGTAAGGCAACTTGCCCAATTGATGAGGCC 
TACATTCCCAACAAAATCTGTAACACCAGTGATTTTTTAATTTTTAAAGAAAACACATGTACTGATAATT 
TGGAAT TGACTGAAGAATTAGAAAGAATAAAT AAAGT TCAGAAAGAT C TAAAT GT TT TGGCAGACCCTGG 
GTGTAAACATAGCTTTAATATAT TGGTAT CAGACCAGAAT ATCAGCAAT TTAAGCTACTCTAGCT T T CCC 
ATAAATGAAACTGAACCAGAAT TTGATAAGGAACGTAGT T C T GTAGCTGAAT T GAAAAAT TAT TCAT T AA 
AGACATTTCAGGGTAAAAATGCATATACATCCTCTGATAAGGAAGACTCCAAGACTTCTGAAGAACCAGG 
CTCAATAACCAATAGCATGACATCAAGTGAAAGAAACATTTCAGAATTGGAATCTTTTGAAGAATTAGAA 
AACCAGGACACTGATACCTTTCATATGAAGGTAAATGCAAGAGAGCAGGCCGCTGAAGAATTGATCCAAA 
AAGAGT TAGAGGCTAGTAAAAAT T TGCAATTGATCGATGGCTCCAGAAGGAACAT TACCGAAGAAGAAGA 
AAGAAATGGTATAATTT GCGAGGCAATCCGAAGGAGGC TGGCAACACCACCAT CT T TAGTGT TTT GCTAT 
GATTCTAAGCAAAATACTGAAAAGGACCTCAATGAAGGAGAAACTAAAATGAGAGTAAAAATGATGGTGA 
AAAGCGTGGAAATTGGAAGTTATTCAGAGTCCTCTCTTGATTTTAAAAATGACTTCATAGGACCAGTGAC 
TTCTGATTGGTCTGAATTTAGACCAAGCAGTGAGAATGAGCAGCCATATAAAACATCCAGTGATGGCCCC 
AAT GGCAGT TGTGAGGAAAT TGT TCAAGACAAGGACTATAATAAAGGAT TTGTTAAAAGGACAATAGAAA 
AACTTTACAGTAAAGGGGAAATTATTAAACCATCTTTTTTTTCTGGGTCTATACACAGATCTCAGGTTTG 
TCCTTATAATTCTGTTGAATTTCAGTGTGCTAGGAAAGTAGATCTTTATGATTGTGAAGGTCAGTCATTT 
GGCTCTTCTGAACAGCTCTCTAGTAATTCATCTATGTTGCAGAAATTTCTAGAAGAAGGACAAGATAAAT 
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GTGACTTTAATGATGTGAGGGCCAATTATCATGGAGGAGACATTTTAGGACATGGTACAAAACAAAACGA 
T CAT AACAGAAT CATCAGAGACATAGAAGAAGGAGT ACTGAT T GAT AAAGGAAAGT GGCT CTTGAAAGAA 
AAT CAT TT GT TAAGAATATCAT C T CCT GAAAAT T CAGGC TT AT ATGGCAATGCAGACACCATATC AGTGG 
ATACTCTACTTAATAATGACAATGAAGTACCATATTCCCATTTCGGAAATTTGGCCCCAGACCCAACCAT 
GGCTGAGCTGTCCTCTTCAGAATTGGAGGAATTGAGTCAACCCCTTGAACTGAAATGCAGTTATTTTAAT 
ATGCCTCATTGTAGTGATTCTGAGCCTTTTTGTGAGGATTTGCTAGATGTTCAAAATAAAACTTGTGCCA 
GGGAGAGAATACCAGT T CATCAT GCAGAGGAGAAGGCT AAT CATAAAT CAGAAAGAGTAT GCACATCAGT 
AACTCATGGCTTTACATCTGCTGGTAACAAAGTTCATCCTGTCTCTGATGATACTATTAAAAATCAACCT 
TTGCCTGTTAATAATGCAATTCATGGTGCACTTCAGGAAGGCGACTCTCTGGATAAACTCTATGCTATCT 
GTGGACAGCATTGCCCAATACTAACTGTTATCATCCAGCCTATAAATGAGGAAGACCGAGGATTTGCATA 
TTGCAAAAATTCTGATATTGAAAATTTCTTGGGCCTCCATTTATGGATGAAAGTACATCCATATTTACTA 
CCAT CAAACAAAACCAT ATT TAGAGAT GCTAACAATAAAGCAAAT GGT AGAAAAGCAT TT AT TGATAATG 
CCTT T GATGATACAT TT GAC T TGATGGAT AAAAGAAAAT T AAGAAAT TTAAAAGGAAT TAGTTCATT GGG 
C T TAGAGGAAGAAAATAATT TAAAGAAAT TTCAATTATATT TAAAGAAAAAGT T T T GTGTGAAT T TC T T G 
CACACATCAT TGT T GATTGTGGATAAT AGGAAT TCAGATACACGTGACTCCAT TAATCAGACAAATGAAA 
TCT T TGAAGTAGT TGATGAGAATAATAAT T T C T TGAATAGCAGATT TCAGAACTCAAGAACAAAT CTC AA 
CCAAGTAGTAAGAGAATGTAGTGACTTCTTTTTTGAAATGCATGGTCAGACTTGCCTATTTTACCAAGTT 
GAAACATCCTTAAAT ATTAGTAACAGAAATACAGTAGAAATAT T TTAT GTAT T TGAGGATGAAAAT C T T T 
TTAT TTGGGAAGAGGAAAGCCAAT T TGATCT TGAAAGCAAT GATGAAGAT T TATAA 

>GBCA0086 |Acc|AF506750|Ver|AF506750.1 GI : 20977256 | Canis familiaris cardiac troponin I 
(TONI3) mRNA, complete cds . 

TGTCTTCAGTGAAGCTTGAGCAGTGCAGACAGACTGAAGCTCTGGGGGCCTTCAAGGTCATCCCGGATGC 
CCCCTCACTGACCTTCCAATCGCCCCTTGCCCTTCTTTGCCTCCTGCAAGCCTTGGCCTGAGTCTGCGCA 
TGGCGGATGAGAGCGGCGATGCGGCGGGGTGCCCGCCCCCCGCTCCGGCCCCGATCCGACGCCAGTCTTC 
CGCCAACTACCGCGCGTACGCCACGGAGCCGCACGCCAAGAAAAAGTCCAAGATCTCCGCCTCGAGGAAA 
CTGCAGCTGAAGACCCTGATGCTGCAGATCGCGAAGCAAGAGCTGGAGAGGGAGGCGGAGGAGCGGCGCG 
GAGAGAAAGGGCGCGCCCTGAGCACGCGGTGCCAGCCGCTGGAGTTAGCCGGGCTGGGCTTCGCGGAGCT 
GCAGGACT TGTGCCGACAAC TCCACGCCCGAGT GGACAAAGT GGATGAAGAGAGATACGAT GT GGAGGCG 
AAAGTCACCAAGAACATCACAGAGATAGCAGATCTGACCCAGAAGATCT TT GACCT TCGTGGCAAAT T TA 
AGCGGCCCACCCTGCGGAGGGTGAGGATCTCTGCAGATGCCATGATGCAGGCGCTGCTGGGCACCAGGGC 
TAAGGAGTCCTTAGACCTGCGGGCCCACCTCAAGCAGGTGAAGAAGGAGGACACAGAGAAGGAAAACCGG 
GAGGTGGGAGACTGGCGTAAGAACATCGATGCGCTGAGTGGAATGGAGGGCCGCAAGAAAAAGTTTGAAG 
GCTGAGCTGGCTGCCCCCTGCCCTGGCCCTGAAGGTGTCCTTGAGGAATAAAGTTTCTCTCTGAGCTAAA 
AAAAAAAAAAA 

>GBCA0087 |Acc|AB085580|Ver|AB085580.1 GI : 20975411 | Canis familiaris mRNA for caspase-3, 
complete cds.. 

GGGGGGGGGGGGGGCAGAAACACTGGCGACCGGCGGAAACCCACGGGGTTCGCAGAAGCAGACCCGAAGG 
CTTGCATAAGGCCGCGCCGCCCTTTCCCGGGCTCGCATCCGCTGCCGAAGTCCCCTGGAGAGTGCCGTTC 
TCACCCTGTCCCGCCGGGCTTCGCCGGGCACAGGCTGCCTCCTTCCCTGTGCTCCGGAGGCAGAGTGCCA 
TGGGAAGTACCTTTACTTCTGGAAGGCCAGAGAAGACATGGGAGAACAACGGAACACAAGTATTAGAAGT 
ATCCAT GGAGAACACTGAAAACT CAGT GGAT GCAAAAT CCT T TAAAAATGCAGAAACAAAGAT CTTACAT 
GGAAGTAAATCAATGGACTCGGGAATGTCCTTCGACAACAGTTATAAAATGGATTATCCTGAAATGGGTT 
TATGTATAATAATTAATAATAAGAACTTTCATAAAAGTACTGGAATGGCACCTCGGTCTGGTACAGATGT 
AGATGCAGCAAACCTCAGGGAAACAT T CACAAACT T GAAATAT GAAGT CAGAAATAAAAAT GATC TCACA 
TGCGAAGAAATTTTGGAATTAATGAACAGTGTCTCTAAAGAAGATCATAGCAAAAGGAGCAGTTTTGTTT 
GCGTGCTTCTAAGCCATGGGGATGAAGGAATAATTTTTGGAACAAATGGACCTGTTGACCTGAGAAAAGT 
AACAGGTTTCTTCCGAGGAGATTACTGTAGAAGTCTGACTGGAAAACCCAAACTTTTCATTATTCAGGCC 
TGCCGAGGTACAGAACTAGACTGTGGTATTGAGACTGACAGTGGAATTGAGGATGACATGGCCTGTCAGA 
AAATACCAGTCGAAGCGGACTTCTTGTATGCT TACT CTACAGCCCCTGGTTACT ATT CCTGGCGAAATTC 
AAAGGATGGATCCTGGTTCATCCAGTCACTTTGTGCGATGCTGAAACTATACGCTCACAAGCTTGAGTTT 
ATGCACATTCTTACTCGGGTTAACCGAAAGGTCGCAACAGAATTTGAGTCCTTTTCTCTAGACTCTGCTT 
TTCATGGAAAGAAACAGATTCCATGTATTGTGTCTATGCTCACAAAAGAACTGTATCTTTATCACTGAAG 
ATGGATGGGTTGGTTTGGTTTGGTTTGGTTCATATGCCAAGTGAGGAAATGGTTTAACTGATCCTATATT 
TTCCTCTCATTTAAATCTAATTGAATACTTGAAGTGCTACTTCAGAACATGCTCCTTTCATAGCAATAGA 
AC TAT GAGGC T ACCT C AC AC T CAG AAC C AGGT AG C TAAAAT T AAAT T T AAT T AGGAAT AAAT AG AAAT GG 
GTAATGGTATAATCATTGTGAGAGGAAATGTTTCTAAATTAACTGCCCTGATAATTAGCAAGTTTTAGTG 
ATGGTGTTATGTATTTTTAAGTAATTATGGAAAAAAGTTAAGCATTGTAGTTATGAAAAAAAAAAAAAAA 



1203 



WO 2005/067649 



PCT/US2005/000517 



AAA 

>GBCA0088 | Acq | AB043895 |Ver |AB043895.2 GI : 20502477 | Canis familiaris Brca2 mRNA, complete 
cds . 

AAAGAAGGCCGGCGGAGGCGGAGGCGGAGCTGCTGGGGCTTGGCGCTCTGGAAGTCGTCCCAGCCGCGGG 

TCGCCGAGGAAAGGAGCCTGCGGGTCAGCTTTCTGGCCGAAGTGCCGGCGCGAATTTGTTAGCCGTCTCC 

GGCCAAAAAGAGCGGCACCTCGGAAGGCGAGTTATTTACCAAGCACTGGAGTAATATTGTAGATAAAAAT 

GCCTGTTGGATGCAAAGAGAGGCCAACATTTTTTGAAATTTTTAAGACGCGGTGCAATCAAGCAGATTTA 

GGACCAATAAGCCTTAATTGGTTTGAAGAACTTTCTTTAGAAGCTCCACCCTATAATTCTGAACCCACAG 

AAGAAT C T GG T T AT AAAAT C AGC TAT GAAC C AAAC C T AT T T AAAAC ACC AC AAAG G AAAC C T TAT AAT C A 

GT T GGCT TCAACTCCAATAGTAT TCAGAGAGC CAAT ATACCAAC AATCT CCT T T AAAAGAAT TAGATAAA 

TACAGATTAGATTCAGGAAAGGATATTACCGATAGTAAACATAAAAGTTGTTGCACAATGAAGTCTAAAA 

TGGATCGAGCAAATGATGTTACCAGCCCACCTCTAAATTCTTATCTTAGTGAAAGTCCTGTTCTACGATG 

TACACATGTAACACCACAGAGAGAAAAGTCGGTGGTATGTGGAAGCTTATTTCATACACCGAGGCTTATG 

AAGGGTCAGACACCAAAACGCATTTCTGAAAGTCTAGGAGCTGAGGTGGATTCTGATATGTCTTGGTCAA 

GTTCTTTAGCCACACCACCAACCCTTAGTTCTCGCATTTCTGAAAGTCTAGGAGCTGAGGTGGATTCTGA 

TATGTCTTGGTCAAGTTCTTTAACTGTGCTAATAGTCAGAGATGAAGAAGTATCTGCAGCTGTATTTCCT 

AAT GACACTACT GCTAT T TT TAAAAGC TGT T TT TCTAACCATGATGAAAGT CTGAAGAAAAAT GAT CGGT 

TTATCCCTTGTGGTCCAGGCAAAGAAAACAAAAATCAAAGGGAAGCTAAAAGTCAAAGTTTGGGGAATTC 

ATTTGGTAAAGTAAATAGCACCAAAGACCATTTTGTAAAGTCTACACCAAATGTCCTAGAGGGTGAAGTA 

CATGAAAAAGTTCTAGATGTTTCTGAAGAAGAAGATAGTTTTTCATTATGTGTTCCTAAATATAAAACGA 

GAAATCTACAAAAAATAAAAACTAGCAAAACTAGGAAAAAT ATT T T TAATGAGACAAAAACCAGT GAAT G 

TGAAGAAGCT AAAAAGCAAAT GAAAGAAAATAAACATTCAT TGGTAT CT GAAAT GGAACCAAAT GACAG T 

C AT C CAT TAG AT T G GAAT G T AAC AC AT GAG AAG C C C T T T G GG AAT G GAAC T GAC AAAAT C T C C AAG G AAA 

TTGTACTGTCTTCAGCCTCTGGATGTTCTGACCTAACCCTCTCAAGTCTAAATGGAGCTCAGATGGAGAA 

AACACCTCTATTGCATACTTCTTATGACCAAAATAATTCAGAAAAAGACCTCATAATCACGGATAAAGAA 

TGCACCAACTTCATTACTTTGGAAAATTCTTGGCCACAGATTTCAAATGTACCAAAGTATTCAGAGAAGA 

C G T T AAAT GAG GAAAT AG TAG T AAAT AAGAT AAAC G AAGGGC AG T GT C T T GAAT C T CAT G AAG AT T C C G T 

TGTTTCGGTAAAGCAAGCAATATATGAAACTACTTTAATAGCTTCTCCACTTCAGGGTATCAGAAAGTCT 

ATAT TCAGGATAAGAGAATCACCTGAAGGGATGT CCAAT GCAATGT T CTCAAATAAT AT G ACTAAT CC AA 

ACTTTAAAGAACCTGAAGCCTCTGAAAGTGGATTGGAAAAACATACTATTTGCTCTCAGAAAGAGGATTC 

TTTATGTACAAGTTCAATTGATGATGGAAGCTGGCCAGCAACTATCAAACATACTTCTGTAGCTTTGAAG 

AAT T TAGGT T TAATAT CTAGT T T GAAAAAGAAAACAAAAAAGT T TAT T TACGT TAT AAAT GATGAAAC AT 

CTAATCAAGGCCTGAAAACACAGAAAGACCAAGAGTCAAGAC TAAT TAACCTT T CGACCC AATT TGAAGC 

AAATGCTTTTGAAGGACCCCTGACATTTACAAATGCTGATTCAGGTTTATTGCATTCTTCTTCCATCAAA 

AAAAACTGTTTACAGAATGACTCAGAAAAACCAGCTTTGTCTTTAACCAGCTCTTTTGGGACAATTCTGA 

GAAAAGT T T CC AGT AAT G GAG C C AG T T C T CC TAAT AAT AAAAT AAT AT C T C AG GAT CCT GAT TAT AAAG A 

AGCAAAAAT TAATAAGAAAAAAT TGGAGTCAT T TATAACCACAGAAAC T GAT T GT CTGTCAT CCCT GCAG 

GAAAAACAT TGGGAAGAT GATGCAAAAAAACAAAGAGT T TCAGATAT AAAAGAAAAAGT CT TGCC TACAG 

TAAGTCACCCTCCTGTGCCACATTCAGAAGTGGAAGGTAGTGATATTCACTTTCAGTCTCCAGAAAGCTT 

TTCATTTGACTGTGATAATACCAGTCTGTTAACTCCTAGCTCTAGGGATTCTCCATCAAGCCTAGTTGTG 

ATGTCTAGAGGAAAAGAATCATATAAAATATCAGAGAAACTAAAATGTAAGAATCATGAAACTGGTTTTG 

AAT T AACCAAAAATAT TCCC AT GGAAAAGAAT CAAGACATACAT GT T TTAAAT GCAGAT T CT AAAAATGC 

TAAACTGTTGTCAACTGAAAAACATATAACAGTAGCATCATCTTCAGTAAAGGTTCAGTTC2\ACCAAAAT 

GCAAAT C TCACCACAATCCAAAAAGACCAAAAAGAAACTACT T TAAT T TCAAAAATAACTGTTAAT CCAA 

AC T C T G AAG AAC T T T T C C C AG AT GAT G AAAAT AAT T T T GT C T T AAAG AT AAC TAAT G AAAG TAAT AC T C C 

TGTTTTAGGAAATACTAAGGAACTACATGATTCAAACCTCTGTTGTGTAAGAGATTCTGTTCCTAAGAAC 

TCTACCATGGTAGTATGTACAGACCTGGATGACAAACAAACAGCCAAAGTGTCGATTATGAAAGATTGTT 

ATTCATCAAGCAT AGATGAT CT TACAGAAAGGAACAGAAGT ACCATAAAGCAAC AACTAAAAAT GACTCT 

AGAT CAAGATT CAAAATC AGACAT TACCTCAGATATAGT TAGGAAAT CAAAT GGAAACAGTGATTATATG 

GATAATTGGGCAAGACTGTCTGATCCAATTTCAAATCACAGTTTTGAAAATGGCTTCAAAACAGCTTCTA 

ATAAAGAGATAAAACTCTCTGAAAACAACATTAGGAAAAGTAAAATGCTTTTCAAAGATATTGAGGAACA 

T TATCCTACTAACTTAGCATGTCTT GAAAT TGTAAATACTT CAT CAT TAGAAAGT CAAAAGAAACCAAGC 

AAATCTCATGCACTTGATCCACAGTCAATTAATATCATATCTGGGTTTGTGCAGAATAGCACATATGTTT 

CTGATAGTGAAAGTGGTCACACAGCTCCTCCAACTTTATCTTTAAAGCAAGATTTTGATTCAAATCGTAA 

TTTAACTCCTAGTCAAAAGGCAGAAATTACAGAACTTTCTACTATTTTGGAAGAATCAGGAAGCCAGTTT 

GAATTTACACAGTTTAGAAAACCAAGCCACATAATACAGAAAAATCCATTTGAAATGCCTGAAAACCAGC 

TGACTATCTTGAATAGCACTTCTAAGGAATGGAAAGATGATGATCTTCATCTCACAACTAATGCTCCATC 
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TATCAGTCAGGTAGATAGCAAGAAATCTGAAGGTATAATTGGAGGTAAGCAGAAGTTTGCTTGCTTGTCA 
AGAACCAGCTGTAACAGAAGTGCTTCTGGCTATTCAACAGATAAAAATGAAGTGGAGTTTAGAGGCTTTT 
ATTCTGCTCGTGGCACAAAACTGAATGTTGGTAGTGAAGCATTGCAAAAAGCTAAGAAACTGTTCAGTGA 
CC T TGAGAATATC AAT GAGGAAAC TT CT GT AGAAG TAGATAGAAGT T TCTCCT CAAGCAAAT ACAAT GAT 
TCTGTCT CAATGAT TCAGAT AGAAGAT T GTAAT GAT AAAAAT T TAAATGAGAAAAAT AATAAAT GCCGGC 
TAATACTACAAAATAAT ATT GAAAT GAC T ACTGACAT T T T T GT TGAAGAAT AT ACT GAAAGT T ACAG GAG 
AAATACAGAAAATGAAGGTAACCAATGTACTGACGCTGGTAGAAATACTTGTAACTCAGAATCTGATGGC 
AGT GAT T CAAGT AAAAAT GATACAGTT TATAT TCATGAAGAAGAAAAT GGCT TGCCCT GT AT TGAT CAGC 
AC AAC AT AGAT C T GAAAT TAT T T AGC C AGT T TAT G AAG G AGGG G AAC AC T C AAAT T AAAG AAGG T T T GT C 
AGATTTAACCTGTTTGGAAGTTATGAAAGCTGAAGAAACATCTCATGTTACTATGTCAAATAAACAGCAG 
T T AACAG C T AAT AC GG G GCAAAAC ATAAAAGAT T T T G AC AC T T T T TAT T TAT C C T T T C AG AC T GC AAGC A 
GAAAAAATATAAGGGT CT CCAGAGAGTCAT TAAAT AAAG C TAG AAG T C T CCT T AAT CAAAAATGGACAGA 
AGAAGAAT TAAATAAC T T T T CAGAT T CCT TGAAT T CTGAAT TAG T T CCTGGCATAGATATCAAGAAAACA 
GACATCTCAAATCATGAGGTAATAGAAAATACTGAAAGAAAAGACAAAATAACGAAAGAAAGTGACCTAA 
TTGGTACTGAAAATATATTACTGATCCTGCAGCAAAGACCAGAAAGTAAAATAAAAAAGATCAAAGAATC 
TGCTGTGTTGGGTTTTCATACAGCTAGTGGGAAAAAAATAGAAATTACAAAGGAATCTTTGGACAAAGTA 
AAAAAT C T T T T T G AAG AAAAAG AGC AAG AT AAT AG T GAAAT C AC T AAT T T T AGC CAT C GAG G G G C AAAG A 
TGTCCAAGGACAGAGAAGAATGTAAAGATGGGCGTGAATTAGCTTGTGGGACAACTGAAATAACAACTAC 
CCCAGAGTATGAAGAAACTCACAGTTCTCTAGAGAAGAAAAAACTTGTTTCTAATGAGATTGCAGCCTTA 
AGACCCAGGCTCTTAAGTGATAATTTATACAAACAAACTGAAAATCTTAAAATATCAGATCATGCCTCTC 
AGAAAGT TGAT GTACATGAAAATACAGAAAAAGAAACAGCAAAAAAGCCTACAAT GTATACAAAT CAATC 
CACTTATTCAGCCATTGAAAACTCACCTTTAACATTTTACACAGGACACGGAAGAAAAATTTCTGTGAGT 
GAGGCT TCACT ATT TGAAGCAAAAAAAT GGC T TAGAGAAGG AGAAT GGGAT GATCAATCAGAAAGAAT AA 
ATGCTGCCAAGGTTAACTGCTTAAAAGAATATCCTGATGATTACGTAGAAAATCCTTCATGTGGAAATAG 
TTCAAATAGTGCCATAACTGAAAATGACAAAAATCATCTCTCTGAAAAACAAGGCTCAACTTATTTAAGT 
AATAGTACCATGTCTAACAGCTATTCATACCATCCTGGCTTTTGTCATTCTAGTGAAGTGTATAATAAAT 
CAGAATAT CT TTCAAGAAGTAAAAT T GAT AATT CTGGTAT T GAACCAGT AATAAAGAATATT AGAGAGAG 
AAAAAACATTGGTTTTTCTGAAATAATGTCCCCTGGAAGAGAAGCAGACACAGACCCACAAAGTGTAAAT 
G AAG AT AT T T G T G T T G AG AAAC T T G C G AC T AAC T C T T CAT G C AAAAAT AAAAAT AC AGC CAT T AAAG T G G 
CCATATCTGACTCA?^ATAATTTTAATACAATTCAAAAGTTGAATTCTGATTCAAATAATTCTGTACCTGC 
AT ACAGT ACAG TAAAT AGTAAAAGAGTC TT T GT TGCACACCAGACAAAAGT GACAGAGGGGT T T AC AGAC 
AACTGCAGCATGGTAACTAAACAAAACACCAAGAGTAAATCAGACACTTGCCATGCAGAAATTGTGGCAG 
ATTATCCTAAGGCACTGGATGATTCAGAGGCTATTTTTCCTAACTCTCTGGGTGCTATAGAATGTTCACC 
TTCACATAAGGTTTTTGCTGACATTCAAAGTGAACAAACTTCACAACTTAACCAAAGTATGTCTGGATTG 
GAGAAAGTTTCTGAAACACCACCTTGTCAGATTAATTCAAAAACTTCTGATAGATGTGAACTTCCTAGGG 
GGAAGCTTCCCAAGTCAGTCTCTTACACAAATGCATGTGGGATTTTTAGCACAGCAAGTGGAAAATCTGT 
ACAAGTATCAGATGCTGCAATACAAAAGGCAAGAGAGGTGTTTTCTAAGCTAGAAGATAGTGCCAAGCAA 
C TCT TTCCT G AAGT AT CACT TAAAGATAAT GAAGAACAT TCAGAAAAGTT CACAAAT GAAGAAAAT ACT G 
TGATATATACCTCCCAAAATTTACTATCATCTGCTTTCTCTGGATTTAGGACAGCAAGTGGGAAACAAGT 
TCCAGTTTCTGAAAGTGCCTTATGCAAAGTTAAGGGAA.TGTTAGAAGAATTCAATCTGATCAGAACTGAA 
AGTTGTCTTCAGCATTCATCTACTTCTAGACAAGATGTATCAAAAATGCCTCCTCCCTCTTGTATTGGTA 
AGAGAACCCCAGAACAC TCCAGAAACTCCAAATT GGATAAAGCCT GCAAT AAAGAAT T T AGATTATCAAG 
TAACTGTAACAATCAGAGTGGTTCTTCAGAAAATCATCACTCTATTAAAGTTTCTCCATGTCCCTCTCAA 
TTGAAGCGAGACAAACCACAGTTGCTAGTCGGAAGCAAAGGATCACTTGTTGAGAACATTCATCCTTTGG 
GAAAAGAACAAGCTTTACCTAAAAATATAAAAACAGAGATTGG6AAAGCTGAAACTTTTCCTAATCTTCC 
TGTGAAAACAAAT AT AGAAT T T T GT TCTAC T TACT CC AAG GAT CCAGAAAAC TAT T T T GAAACAGAAACC 
GTAGAGATTGCCAAAGCTTTTATGGAAGATGGTGAGCTGACAGATTCCGAACTGCTAAGTCATGCCAAAC 
ACT TTGTT T TT ACATGCCAAAACACTAAGG AAATGGTTT TGT TAAAT TCAAGAAT T GGAAAAAGAAGAGG 
AGATGCACTTGTCTCAGTTGGAGAACCCCCAATTAAAAGAAACTTGTTAAATGAATTCGGCAGGATAATA 
AAAAATCAAGAAACATCTT TAAAAGCT TCAAAAAGCACT CCAGACGGCATC C T AAAAGACAGAAGC T TGT 
TTATGCATCATATTTCTTTAGAGCCAATTTCCTGTGGACCCTTTCGCACAACTGAGGAACGGCAAGAAAT 
ACAGAATCCAAATTTCACTGCACCTGGTCAAGAATTTTTGCCTAAATCTCATTTTTATGAACACCTGGCT 
TCAGAAAAATCTTCAAGTAATTTATCAGTTTCACGGCAACCATTTTGTATGGTTCCTGCCACAGGAAATG 
AAAAAAGGAGACACTTGATTGCTCCAGGCAAACCAGTGAAAGTCTTTGTCCCACCTTTTAAAACTAAATC 
ACAT TT TCAC AGAGAT GAGCAG TGC AT TAGCAAGAAT ACT AAAT TGGAAAAAAAC AAAC AAAAC T CCAAA 
GACATAGATGAACTTGGCTCTGGTGATAGTGAAAAAAATATTAATGACAGTGGAATCCATCAGCTTAAGA 
AAAATAACT CCAATCAAGCAGCAACTATAAT ATTCACAAAGAATGAAAAAGAACCT T TAGAT T TAAT TAC 
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AAATCT TCAGAACGCCAGAGATATACAGGAT AT GCGGAT TAAAAAGAAACAAAGGCAGCAT AT T T T T CC A 

CAGCCAGGTAGTCTGTATCTTGCAAAAACCTCCACTTTGCCTAGAATCTCTCTGAGAGAAGCAGTAGAAG 

GCCGAGTCCCCTCTGCATGTTCTCATAAACAGCTCTATATGTATGGTGTTTCCAAACATTGTGTAAAAAT 

AAACAGCAAAAATGCAGAGTCTTTTCAGTTTCATGCTCAGGATTATTTTGGTAAGGAAGGCCTATGGTCT 

GGAGAAGGAATACAATTGCCTGATGGTGGATGGCTCATACCCTCCAATGATGGAAAGATTGGAAAAGAAG 

AATTTTATAGGGCTCTGTGTGACACCCCAGGTGTGGATCCAAATTGTATTTCTAGAGTTTGGGTATATAA 

TCACTATAGATGGATTATATGGAftATTGGCAGCCATGGAATTTGCCTTTCCTAAGGAATTTGCTAATAGG 

T G T C T AAG T C C AG AAAG AG TGCTTCTT C AAC T AAAAT AC AG AT G T GAT G T G G AAA.T T G AT AAAAG C AG AA 

GATCAGCTATAAAGAAGATAATGGAAAGGGATGACACAGCTGCAAAAACACTTGTTCTCTGTATTTCTGA 

AATCATTTCGTCAAGTGCAGATATATCTGAAACTTCTAGTAGTAAAACTAGTAGTGTGGGTACCAAAAAA 

GTGGGCATTATTGCGCTCACAGATGGGTGGTATGCTATTAAGGCCCAGTTAGACCCTCCCCTCTTAGCTC 

TCGTAAAGAACGGGAGATTGACTGTGGGTCAGAkGATCACTATTCATGGAGCAGAACTGGTAGGCTCTCC 

TGATGCCTGCACACCACTTGAAGCCCCAGAATCTCTTATGTTAAAGATTTCTGCTAACAGTACTCGTCCT 

GCTTGCTGGTATACCAAACTTGGATTCTCTCCTGATCCTAGACCTTTCCCTCTCCCCTTGTCATCACTTT 

TCAGTGATGGAGGAAATGTTGGTTGTGTTGATGTAGTTGTTCAAAGAGCATACCCAATACAGTGGATGGA 

GAGGACCCCAT CT GGAT TATGCATAT T TCGCAAT GAAAGAGAGGAAGAAAAGGAAGC AAC AAAATAT GCA 

'GAAATC CAACAA&AGAAACTAGAAGT T T TAT T CAATAAAATT CAAGCAGAAT TT G AAAAG AAT GATGAAA 

ATATAACAAAGCAGTGTATACCATCATGTGCATTAACAAGACAGCAGATCTGTGCTCTGCAAGATGGTGC 

AGAGCT T TATGAAGCAGTGACAAATGCACCAGACCCAAGT GACC T GGAGGGT T AT T T TAGTGAAGAGCAG 

T TAAGAGCC T TGAAT AAT CACAGACAGAT GT T GAATGAT AAGAAGCAAGCAC AGAT CCAGT TAGAAT T CA 

AGAAGGCTATGGAATCTGCTGAGCAAGGAGAACAAATTCTACCAAGGGATGTTACAACTGTGTGGAAGTT 

ACGTAT CATAAGC TACAGGAAAAAAGAAAAAGAT TCAGT T ACAT T GAGT AT C T GGCGT CCAT CACCAGAT 

T TATAT TCCCTGT T AATAGAAGGAAAGAGAT ACAGAAT CTATCATCTT GCAGCAT CACAAT CTAAAAGTA 

AAT C T GGAAAAGCCAACACACAGCT AACAGCAACAAAGAAAACT C AGT ACCAGC AAC TACCAGCATCAGA 

TGAAATCCTATCCCAAGTTTATCAGCCAAGGGAACCCCTTTACTTCAACAAACTGTTGGATCCGGACTTC 

CAACCACCTTGTTCTGAGGTGGACCfAATAGGATTTGTAGTTTCTGTTGTGAAAAAAATAGGTCTTGCTC 

CTGTGGTCTATTTGTCAGATGAATGCCATAATTTATTGGCAATAAAGTTCTGGACTGATTTTAATGAAGA 

CAT TAT T AAAC C T T AC ACAT T AAT T GC T GC AAGC AAC C T C CAG T G G C G AC C AG AAGCC AAAT CAGGAAT T 

CCTACTTTATTTGCTGGAGATTTTTCCAGGTTTTCTGCCAGTCCAAAGGAGGAGCATTTTCAAGAGACAT 

TCCACAAAATGAAAAATACTGTTGAGAATATTGGTATGTTTTACAATGATGCAGAAAACAAACTTGTGCA 

TATACT TAAT GCAAAT GATCCCAAGT T GTCCACCCC GACTAA&GACT AT GCT TCAGAGCCACACACAGCT 

CAAATAGTCCTTGGCATAGGAAATAAATTTCTGATGTCTTCTCCCAATAATGAGATGAATTATCAGAGTC 

CTTTATCACTTTGTAAGCCAAAAGAGAAGTCTGTCCCCATACCTGGATCAACCCAAATGACTTCAAAGTC 

TTATTGTAAAGAGGAGAAAGAGATGGATGACCCAAAAACCTGCAAAAAGAGAAGAGCCTTGGACTTTTTG 

AGTAGAGTGCCTTTACCTCCATCTGTCAGTCCCATTTGTACATTTGTTTCTCCAGCTGCACAGAAAGCAT 

T T CAGCCACCACGGAGT TGCGGC ACCAAATATGAAACACT GAT GAAGAAAGAGTT GAAT T CT CCACAGAT 

GACTCCACGTAAATTTAATGACCTTTCCCTTTTGGAAAGTGATTCAATAGCAGACGAAGAACTCGCAATG 

ATAAACACCCAAGCCCTTTTGTTGGGTTCACCAGGAGAACATCAACTTGTGTCTGTCAGTGACTCTACCA 

GGACTGCTCCCACGAGCTCAAAAGATTATCTTGGACTGAAAAGGCATTCTACTGCACCCGGGGTCAGAGG 

ACCCGAGAGCCCCCAGGCCTGCACCAGGAAGCGGGAGCCCCGTGTACAGAACACAAGTGATCTGAAAAGG 

ACCATCTCTGAGACTGCAGAGGCAACAZVACACAAAAATGACAATGAATTGGTGACTGACTCAACCTTTCC 

AATGTGTGGAAAACACAGCCTCAACCTGTATGTCAAGATGTGCATAATGAGACAAGAAAGACCACATCCC 

AAATCTCCTGTGTGCTTGTCTATCTTAGGAAACCTGGCCTATCTCTGTACTGGTCGGTGTACTTTATTTC 

AGTTATGTGTCTGAAAATTGTGTATTTATTAGCTAATCAGGAAAAAAAATCTCCTTTAAACTCTTATGAT 

TGGATATGATCAAGTATATTTTACAAAGTAAACACACTTTTTCTTTAAATTGTGTCCCTAATTAAATGAA 

AGTAGGTTTCAAAGTACTGTTAAAAAAAAAAAAAAAAA 

>GBCA0089 |AcclAY092841|Ver)AY092841.1 GI : 204 65208 | Canis familiaris T4R mutant opsin 
mRNA, complete cds . 

ATGAACGGGAGGGAGGGCCCGAACTTCTACGTGCCCTTCTCCAACAAGACGGGTGTGGTGCGCAGCCCCT 
TCGAGTACCCACAGTACTACCTGGCTGAGCCATGGCAGTTCTCCATGCTGGCTGCCTACATGTTTCTGCT 
GATCGTGCTCGGCTTCCCCATCAACTTCCTCACGCTCTACGTCACAGTCCAGCACAAGAAGCTGCGTACA 
CCTCTCAACTACATCCTGCTCAACCTGGCTGTGGCTGACCTCTTCATGGTCTTCGGTGGCTTCACCACCA 
CCCTCTACACCTCTCTGCATGGATACTTTGTCTTCGGGCCCACAGGATGCAATGTGGAGGGCTTCTTTGC 
CACACTGGGCGGTGAAATTGCCCTGTGGTCTTTGGTGGTCCTGGCCATTGAGCGGTACGTGGTGGTGTGT 
AAGCCCATGAGCAACTTCCGTTTTGGGGAGAACCATGCCATCATGGGCGTCGCCTTCACCTGGGTCATGG 
CGCTGGCCTGTGCGGCACCCCCCCTCGCTGGCTGGTCCAGGTACATCCCAGAGGGCATGCAGTGCTCATG 
TGGGATCGACTACTACACACTCAAGCCAGAAATCAACAATGAGTCCTTCGTCATCTACATGTTCGTGGTC 
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CACTTCGCCATCCCCATGATTGTCATATTCTTCTGCTATGGACAGCTCGTCTTCACAGTCAAGGAGGCAG 
CTGCCCAGCAGCAGGAATCGGCCACCACCCAGAAGGCTGAAAAGGAGGTCACCCGCATGGTCATCATCAT 
GGTCATCGCTTTCCTGATCTGCTGGGTGCCCTATGCCAGTGTGGCATTCTACATCTTCACCCACCAGGGC 
TCCGACTTTGGCCCCATCTTCATGACCCTCCCAGCGTTCTTCGCCAAGTCCTCCTCCATCTACAACCCTG 
TCATCTATATCATGATGAACAAGCAGTTCCGGAACTGCATGATCACCACCCTCTGCTGCGGCAAGAACCC 
ACTGGGTGACGACGAGGCCTCTGCCAGCGCCTCCAAGACGGAGACCAGCCAGGTGGCACCGGCCTAA 

>GBCA0090 |Acc|AF448227)Ver|AF448227.1 GI : 17 64 6638 | Canis familiaris DNA-dependent protein 
kinase catalytic subunit mRNA, complete cds . 

ATGTTCTCTTCTTCACAAATCCCTCGAGTCTTCCTGATTCCCTCCAGGAGAGAGCTACGGTTGGTGCTGC 
AGCTGCAGGAGTCCTTGTCTGCTGGGGACCGCTGCAGCGCCGCGATGGCCAGTTACCAGCTGACCCGAGG 
CCTGGGGCAGGAGTGCGTGCTGAGCTCCGACCCCGCGGTGCTGGCATTACAGACTTCCTTAGTTTTTTCC 
AAAGATTTCGGTTTGCTTGTATTTGTTCGGAAGTCACTTAGCATTGATGAATTTCGTGATTGTAGAGAAG 
AAGTCTTAAAATTTTTATATATTTTCTTGGAAAAAATTGGCCAGAAGATCACACCTTATTCTCTTGATAT 
TAAGACTACTTGTACCAGTGTTTACACAAAGGATAAAGCTGCTAAATGTAAAATCCCAGCCCTAGATCTT 
CT TAT TAAGT TACT TCAGACTTTAAGAAGTTCTAGACTCATGGATGAATTTAGTATTGGAGAAT TAT TTA 
AT AAAT TCTAT GGAGAACTTGCAT TGAAAACAAAAAT ACAGGAT ACAGT AT TAGAAAAAATAT ATGAGC T 
TCTAGGAGTATTAGCTGAAGTTCATCCTAGTGAGATGATAAATAATTCAGAAAAACTGTTCCGGGCTTTT 
CTGGGTGAACTTAAGATCCAGATGACATCAGCAATAAGAGAACCCAAACTGCCTGTTCTGGCAGGGTGTC 
TGAAGGGATTGTCTTCACTCATGTGTAACTTTACCAAATCCATGGAAGAAGATCCCCAGACTTCGAGGGA 
AATTTTTGATTTTGCATTAAAGGCAATTCGTCCTCAGATTGACCTGAAGAGATATGCTGTACCCTTAGCT 
GGCTTGTGCTTATTTACCCTGCATGCATCTCAGTTTAGCACCTGCCTTCTGGACAACTATGTTTCTTTAT 
TTGAAGTGCTGTCAAAATGGTGTAGCCATACAAATGTAGAAATGAAAAAAGCTGCACATTCAGCTCTGGA 
ATCTTTTCTGAAACAGGTTTCTTTTATGGTGGCAAAAGATGCAGAAATGCATAAGAGTAAGCTACAGTAC 
T TCAT GGAGCAAT T C TATGGAAT CATCAGGAACAT GGAT T CAAACAGCAAGGAT T T ATCC AT TGCAAT T C 
GAGGATAT GGAC T T T T T GCAGGACCT TGCAAGGT TATAAAT GCAAAAGATGT TGACT TCATGTACATAGA 
GCTCATTCAGCGCTGCAAGCAGCTGTTCCTCACCCAGATAGACACTGTTGATGACCACGTTTACCACATG 
CCAAGTTTCCTCCAGTCTATTGCAAGTGTCTTGCTTTACCTTGATAGAGTTCCTGAGGTGTATACACCGG 
TTCTGGAACATCTCATGGTGGCACAGATAGACAGTTTCCCACAGTATAGTCCAAAAATGCAGTCAGTGTG 
TTGTAAAGCCCTAGTAAAAGTTTTCCTAGCCCTAGGTGGAAAAGGACCAGTTCTCTGGAATTGCATCAGT 
ACTGTGGTGCATCAGGGTTTAATCAGAATATGTTCTAAGCCAGTGATCCTTCAAAAGGGTGTTGAGTCTG 
AACCTGAAGAGTATCGTGCATCAGGGGAAGTTAGAACTGGCAAATGGAAAGTGCCCACGTATAAAGACTA 
TTTGGATCTTTTTAGAAGTCTCCTGAGTTGTGACCAGATGATGGATTCTCTTTTAGCAGATGAAGCATTT 
CTCTTTGTGAATTCTTCACTTCAAAATTTGAATCGTTTGCTGTATGATGAATTTGTCAAATCAGTTTTGA 
AGATTATTGAGAAATTGGATCTTACGCTAGAGAAACGGAATGTTGGGGAACATGAGGATGAAAATGAAGC 
TACTGGTGTTTGGGTGATCCCAACCTCAGATCCAGCTGCTAACTTACATCCTGCTAAACCCAAAGATTTT 
TCAGCTTTCATTAACCTGGTGGAGTTTTGCAGAGACATTCTTCCTGAGAAACATATAGAATTTTTTGAGC 
CATGGGTATATTCATTTGCATATGAATTAATTTTGCAGTCTACACGGCTCCCTCTCATTAGTGGTTTCTA 
CAAATTGCTTTCTGTTGCTGTGAGAAATGCCAAGAAAATAAAATATTTTGAGGGAGTTGGTATGAAGAGT 
CAGACGCAGGCTCCCAAGGACCCAGAAAAGTATTCTTGCTTTGCTTTGTTTGCAAAATTTGGTAAAGAGG 
TAACAGTTAAAATGAAGCAATATAAAGATGAACTTTTGGCCTCCTGTTTGACCTTTATTCTGTCCCTGCC 
ACATGACATCATTGAACTTGATATTAGAGCCTACATTCCTGCATTGCAGATGGCTTTTAAACTGGGCTTG 
AGCTATACCCCATTGGCAGAAGTAGGCCTGAATGCCTTAGAAGAATGGTCAGTTTGCATCTGCAAACATA 
TAATTCAGCCCCAT TATAAAG ACAT T T TACCCAGCCTT GACGGATAT CTGAAAACTT CAGC TT TATCAGA 
TGAGACCAAGAATAGTTGGGAAGTGTCAGCACCTTCTCAGGCTGCCCAGAAAGGATTTAACCAAGTTGTG 
TTAAAGCATCTGAAAAAGACAAAGAACATTTCATCAAATGAAGCACTGTCTTTAGAAGAAATAAGGATTA 
GAGTAGTACAAATGCTTGGCTTTCTAGGAGGACAAATAAACAAAAATCTCCTAACAGCCACATCCTCAGA 
TGAAATGATGAAGAAATGTGTGGCATGGGACAGAGAAAAAAGACTCAGTTTTGCTGTACCATTTATAGAA 
ATGAAGCCTGTCATTTATCTGGATGTGTTCTTGCCTCGGGTCACAGAATTAGCTCTTTCAGCTAGTGACA 
GACAAACTAAAGTTGCAGCTTGTGAACTTTTACACAGTATGGTTATGTTTACGTTGGGAAAAGCCACTCA 
GATGCCTGAATGTGGTCAGGGATTCCCACCCATGTACCAGCTCTACAAGCGAACTTTTCCTGCGCTACTT 
CGACTTGCATGTGATGTAGATCAAGTGACAAGGCAACTATATGAGCCCTTAGTAATGCAGCTGATTCACT 
GGT TCACTAACAATAAGAAAT T TGAAAGT C AGGAT AC T GT CGC CT TACTGGAAACGATACT GGATGGAAT 
TGTAGATCCTGTTGACAGTACTTTAAGAGATTTTTGTGGTCGGTGTATTCGCGAATTCCTCAAATGGTCC 
ATTAAGCAGACAACACCGCAGCAGCAAGAAAAAAGTCCAGT GAACACTAAATCACT TTTCAAGCGACT GT 
ACAGCTTTGCACTTCACCCCAATGCTTTCAAGAGGCTAGGTGCATCACTTGCCTTTAATAATATCTACAG 
AGAATTCAGGGAAGAAGAGTCTCTGGTAGAGCAGTTTGTGTTTGAGGCATTGGTTACGTACCTGGAAAGT 
CTGGCCTTAGCACACACAGATGAGAAACCCTTAGGTACAATTCGACAATGTTGTGATGCCATTGATCACC 
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TAAGGCATATCATTGAAAAGAAGCATGTATCTTTAAACAAAGTAAAAAAACGACGTAGGCCACGAGGATT 

TCCACCTTCGGCATCATTGTGTTTACTGGATATGGTCCAGTGGCTGTTAGCCCACTGTGGAAGGCCCCAA 

ACAGAATGTCGACACAAATCCATAGAACTCTTTTATAAATTTGTTCCTTTATTGCCAGGCAACAAATCTC 

CTTCTTTATGGCTGAAAGATATTCTTAAGAACAAAGATACTTCCTTTCTCATAAACACATTTGAGGGGGG 

AGGAGGAAGTTGTGATCGGCCGTCAGGCATCCTTGTTCAGCCCACCCTCTTCCATCTGCAAGGGCCGTTC 

AGCTTGAGAGCTGCCCTGCAATGGATGGACATGCTTTTGGCGGCTCTGGAGTGCTACAACACATTCATTG 

AAGAGAAAACCCTCAAGGCACCTGATGTCCTGGGTACTGAAACACAGTCTTCACTTTGGAAAGCGGTGGC 

TTTCTTTTTAGATAACATTGCTATGCATGATATCACAGCAGCAGAAAAGTGCTTTGGCACTGGGGCAGCA 

GGT CACAGACC CAGCCCACAAGAGGGAGAAAGATATAAT TACAGCAAAT GCACAAT TGT GGT CCGGAT T A 

TGGAGTTTACCACAACGCTGCTCAACACCTCCCCAGACGGCTGGAAGCTCCTTGAGGAGGATTTATGTAA 

TAACAAAAACTTTATGACACTCTTGGTGAAAATCCTATGTCAGCCCTCGAGCATAGGTTTCAACATTGGT 

GATGTCTTAGTTATGAATCATCTTCCTGACGTTTGTGTAAACCTGATGAAAGCTCTAAAGAAGTCCCCAT 

ACAAAGACACCCTGGAGATGTGCCTCAAGGAAAAAATAACAGTACAGAGCATTGAGGAGCTCTGTGCCGT 

TGACCTGTATGGTCCTGATGCTTATGTGGATAGGGCCACACTGGCTTCTGTTGTGTCAGCTTGTAAACAA 

CTTCACAGAGCTGGTGTTTTGCATGTTGTATTACCGTCTCAGTCTGCAGATCAGCGTCATTCTGTTGGCA 

TAAAACTTCTTTTCCXGGTTTATAAAAGCATTGCACCCGGAGATGAACGAGAGTACTTTCCTTCGCTAGA 

CCCCAGTTGTAAGCGATTAGCCAGTGGACTTCTGGAGTTGGCCTTTGCTTTTGGAGGACTGTGTGAGCAC 

CTTGTGGATCTTCTCCTGGACACAGCAGTGTTGTCTATGCCAGCCTCAGGAGAGTCCCAGAGAAACATGG 

TCAGCTTCTCTCATGGAGAGTATTTTTATAGCTTGTTTTCAGAGATAATCAACACTGAATTGTTGAGAAA 

TCTAGATATGACTGTATTGAAGCTCATGAAATCATCTGTGGATAATCCCAAAATGGTGAGTGCCATTTTG 

AAT GGAAT GT TAGAT CAGAGCT TCCGGGATCGAGCCAGCCGGAAACAGCAAGGAC T GAAACTT GCAAGTA 

CAATTCTGCACAACTGGAAGAAGTGGGACTCATGGTGGGCCAAGGATTCTGCTCCTGAAAGTAAAACGGC 

GGTGCTGACCTTATTAGCAAAAATTTTGCAGATCGATTCATCTGTATCTTTTAATACAAATCATAGTGCA 

TTCCCTGAAGTCTTTAC7VACATATACTAGTCTACTTGCTGATTCAAACTTGGGTTTACATTTAATGGGTC 

AGGCTGTAATTCTTCTTCCATTCTTCACCAATCTTACTGGAGGCAATCTTGAGGACCTTGAGCATGTTCT 

TGAAAAGCTTATTGTTTCTAATTTCCCCATGAAGTCTGAAGAATTTCCCGTGGGAACTCTGCGGTACAGT 

AATTATGTAGACTGCATGAAAAAGTTTCTAGATGCTTTGGAATTATCTCAAAGTCCTGTATTGTTGCAGT 

TGATGGCAGAAATTCTCTGTCGAGAACAGCAGCATGTTATGGAAGAATTATTTCAATCTACTTTCAAAAA 

GATTGCCAGAAAGAGTTCTTGTGTCACACAATTAGCCCTTTTGGAAAGTGTATACAGAATGTTCAAGAGG 

GATGACCTACTTTCAAATGTCACTCGCCAAGCATTTGTAGATCGCTCTCTTCTCACTCTGTTGTGGCATT 

GTGGCCTGAATGCTTTGAGAGAATTCTTTGGCAAAATTGTGGTGGAAACCATTGATGTGTTGAAGTCTAG 

AT TTACAAAGCTAAATGAAT CTACT TT T GATACT CAAAT CACCAAGAAGAT GGGGT T T T ATAAGATGCTA 

GATGTGATGTATTCTCGTCTTTCAAAAGATGATGTTCACTCAAAGGAATCTAAAATTAATCAAGTTTTCC 

ACGGCTCAT GTAT TACAGAAGGAAATGAAC T TACAAAGACACT TAT TAAATTGT GCTAT GAT GCAT T TAC 

AGAGAACATGGCGGGTGAGAATCAGTTGCTGGAGAGGAGAAGACTTTACCATTGTGCTGCATACAACTGT 

GCCATTTCTGTTATCTGCTGTGTCTTCACTGAATTAAAATTTTACCAAGGTTTTCTGTTTAGTGAAAAAC 

CTGAAAAGAACTTGCTTATTTTGGAAAATCTGATTGACCTGAAACGCTGCTATACTTTTCCTATAGAAGT 

TGAGGTTCCTATGGAAAGAAGGAAAAAGTACATTGAAATTAGGAAAGAAGCCAGGGAAGCAGTAAATGGG 

GATTCAGATGGCCCTCATTATCTGTCTTCCTTGTCATATTTGGCAGACAGCAGCCTGAGTGAGGAAATGA 

GTCAATTTGATTTCTCAACTGGCGTTCAGAGCTATTCATACGGTTCCCAAGACCCTAAATCTACCCATGG 

TCATTTTCGGAGACGGGAGCATAAAGACCCCATGGTCCAAGATGCTGTCCTAGAGTTAGAGATGGATGAG 

CTCAATCAACACGAATGTATGGCAACCATGACAGCCCTGATTAAGCACATGCAGAGAAATCAGATACTAT 

CTAAAGATGAGGGTTCAGTACCAAGAAATCTTCCTCCTTGGATGAAATTTCTTCATGACAAACTAGGAAA 

TCCATCGGTATCATTAAATATCCGTCTCTTCTTAGCTAAGCTTGTTATTAATACAGAAGAAGTCTTTCGC 

CCTTATGCGAAGTACTGGCTAAGCCCCTTACTGCAGCTGGTGGTTTCTGAAAATAATGGAGGAGAAGGAA 

TTCACTATATGGTGGTTGAGATAGTGGTTACTGTTCTTTCATGGACAGGATTAGCTACTCCTGTGGGTGT 

CCCTAAAGACGAAGTGTTGGCAAATCGATTGCTTCATTTCCTAATGGAACATGTTTTTCATCAAAAAAGA 

GCTGTGTTTAGGCATAACCTTGAAATTATAAAAACCCTTGTTGAATGCTGGAAGGATTGTTTATCTGTTC 

CT TATAGGT TGATAT TTGAAAAGTTTT CCAGTAAAGATCCTAAT TCTAAAGACAATT CAGTAGGAAT TCA 

AT TAT TAGGCAT TGTAATGGCCAATAACT T GCCTCCCTATGACCCAAAAT GT GGCATAGAGAGAATAAAA 

TACTTTGAAGCTTTGGTCAGTAACATGTCCTTTGTAAAATATAAAGAGGTATATGCAGCAGCAGCAGAAG 

TTCTAGGACTTACTCTTCGATATATTACCGAGAGAGAAAATATATTGGAGAATGTGGTGTATGAACTGGT 

CATAAAGCAGTTGAAACAACATCAGAATACGATGGAGGACAAATTTATTGTGTGCTTGAACAAAGTTGTG 

AAGAACTTTCCTCCTCTTGCCGATAGATTTATGAACGCCGTATTCTTCCTGCTGCCAAAATTTCATGGAG 

TGATGAAGACCCTCTGTCTGGAGGTGGTGTTGTGTCGTGCAGAGGAAATAACAAATATCTACTTAGAGTT 

AAAGAGCAAAGAT TT CAT TCAAGTCATGAGACACAGAGAT GAT GAAAGACAGAAAGTGTGT TTGGACATA 

ATTTATAAGATGATGGCAAAATTGAAACCAGTAGAACTCCGAGACCTTTTGAATTCTGTTGTAGAATTCA 
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TTTCTCATCCTTCTCCAGTGTGTAGGGAACAAATGTATAATATTCTAATGTGGATTCATGACAATTACCG 

AGAT CCAGAAAGT CAAGCAGAT GATGACTCT CGGGAAGTAT T T AAGT T GGC AAAAGAT GTGT T GAT TCAA 

GGATTGATTGATGAGAACGCTGGGCTTCAATTAATTATTCGAAATTTCTGGAGCCATGAAACAAGATTAC 

CTTCAAATACTTTGGACCGATTGTTGGCACTAAATTCCTTATATTCTCCGAAGATAGAAGTGCACTTTTT 

AAGTTTAGCAACAGATTTTCTACTTGAAATGACTAGCCTGAGTCCAGATTATGCAAACCCTGTGTTTGAG 

CATCCTCTGTCAGAATGTGAATTTCAGGAATATACCATTGATTCTGACTGGCGTTTCCGAAGTACTGTTC 

TCACTCCGATGTTTATTGAGACTCAGGCTTCCCAAAGTACTCTTCAGACTCGGACGCAGGAGCGATCCCT 

CCCAGCTCAAGGAGTGATGGCTAGGCAAATACGGGCCACCCAACAGCAGTATGACTTCACACCTACACAA 

ACTGCAGATGGTAGAAGCTCCTTTAATTGGCTGACTGGGAGCAGTATTGACCCACTGGTGGATTATACAG 

TCTCATCATCGGATTCTTCATCTTCCTCCTTACTGTTTGCCCAGAAGAGGAATGAGAAGTCACAGAGAGC 

ACCCTTGAAGTCAGTCGGACCTGATTTTGGGGAAAAAAAGCTGGGCCTTCCAGGGGACAAAGTAGATAAC 

AAAGCAAAAGGT AT AGACAATCGGACAGAAATAT TAAGAT TAC GC AGAC GAT T CAT AAAGG AC CAAG AAA 

AGCTCAGT T TGAT TTATGCCAGAAAAGGTAT T GC T GAAC AAAAACGAGAGAAGGAGAT CAAGAGT GAGT T 

AAAAAT GAAGCACGAT GCCCAAGTCATT T TGTACAGAAGTTACCGCCAAGGAGACCT T CCTGACATT CAG 

ATTAAATACAGTAGCCTGGTCACCCCCTTGCAAGCTGTGGCCCAGAGAGACCCAGTAGTTGCAAAACAGC 

TCTTTGGCAGCTTGTTTTCTGGAATTATAAAGGAGATGGATAAGTACAAGACCATGTCTGAAAAAAACAA 

CATTACTCAAAAGTTGCTCCAGGATTTCAGTCATTTTCTTAACTCCACTTTCTCTTTCTTTCCACCTTTT 

GTCTCCTGTATTCAGGAAATCAGTTGCCAACACACAGACTTGCTGAGCCTGGACCCTGGTTCTATCCGTG 

CCAGCTGCCTTGCCAGTCTGCAGCAGCCTGTGGGCGTCCGTCTCCTCGAGGAGGCCCTACTTCACCTGGG 

GCCTCAAGAGCCACCTGCCAAGCAGTTTAAGGGGAGGATGCGTGTCTCTCCTGATGTTGTCAGATGGATG 

GAAC T TGCT AAACT GT ATAGAT CTATT GGAGAATATGACATCCTCCGTGGT AT T TT TAGCAGT GAGATAG 

GAACAAAGCAAATCACTCAAAGTGCAATTTTTGCAGAAGCAAGAAGTGATTATTCTGAAGCTGCTAAGCA 

GTATAACGAGGCTCTCAATAAAGAAGAGTGGGTTGATGGTGAGCCTACGGAAGCTGAGAAGGATTTTTGG 

GAACTTGCATCCCTCGACTGTTATAACCAGCTTGCTGAATGGAAGTCATTAGCATACTGTTCTATAGTCA 

GTGTTGATAATGAAAACCCTCCAGATCTAAATAAAATGTGGAGCGAACCATTTTATCGGGAGACCTATCT 

ACCTTACATGATCCGCAGCAAGCTGAAGTTATTGCTACAAGGGGAGGCTGACCAGTCCCTGCTGACATTT 

ATTGATGAAGCTGTGAACAAGGATCTTCAGAAGGCTCTTATAGAGCTGCATTATAGTCAAGAGTTGAGTC 

T TCT TTATATCT T ACAAGAT GACATT GACAGAGCCAAATAT TAT ATT GAAAAT TGCAT TCAGATT T TTAT 

GCAGAATTAC TCAAGTAT T GATGTCCTCT T ACACAGAAGTAGACT CACCAAAT TGCAGTCTGTACAAACC 

ATGATAGAAATTCAGGAGTTCATCAGTTTTATAAGCAGACAAGGTAACTTATCATCTCAAGCTCCCCTTA 

AGAGACTTCTAAAATCCTGGACAAACAGATACCCGGATGCTAGAATGGACCCAGTGCACATCTGGGATGA 

CATCATCACAAATCGATGTTTCTTTCTCAGCAAAATAGAGGAGAAACTTACTCTTCCTCTAGGTGATCAT 

AGTTTGTCCATGGAT GAAGAGAGAGAT TCTAGT GATAAGAT GGAAGT GCAGGAACAGGGAGAAGAGGT CT 

GT T CTCTGAT T AAGAACTGTATGT T CT CCAT GAAAAT GAAGATGGTAGAAAGTGCAAGAAAGCAGCACAA 

TTTCTCACTTGCCATGAAACTACTAAAGGAGCTTCGTAGAGAGTCAAAAACAAGAGATGACTGGCAGGTG 

AAGTGGGTGCACACCTACTGCCGGCTCAGCCACAGCCGGATCCAGGGCCAGAGCTGCCTACAGCAGATTC 

TCTCAGCGCTGAAAACAGTCTCCTTGCTGGCAGGAGAGAGCACATCAAGTTACTTCAGCAAAAATGTTCT 

GGCTTTCCATGACCAGAACATTCTCTTGGGTACAACTTACAGCATCATAGCTAATGCTCTCCGCAGGGAG 

CCAGCCTGCCTTGCCGAAATCGAGGAAAGCAGGGCTAGAAGAATCTTGGACCTTTCTGGATCCAGTTTAG 

AGAATGCAGAAAAGGTGATCGCAGTTCTGTACCAGAGAGCCTTCCATCACCTTTCTGAGGCTGTACGGAC 

AGCGGAGGAGGAAGCCCAGCCTTCTCTCAGAGGCCAGGGTCCTGTAGCCAGCCTGACAGATGCTTACATG 

ACACTGGCGGATTTTTGTGACCAGCAGCTCCGCAAGGAGGAAGAGAGTGCATCAGTTACTGAGTCTGTAG 

AACTGCAGACATATCCAGGCCTTGTGGTGGACAACATGTTGAAAGCTTTAAAATTGCATTCCAGTGAAGC 

CAGGCTGAAGTTTCCCAGACTACTGCAGATTATAGAGCTGTATCCAGAAGAGACCCTAAGCCTAATGACA 

AAAGAGATTTCTTCCACTCCTTGCTGGCAGTTCATTGGCTGGATCAGCCACATGGTGGCCTTATTGGACC 

AAGAGGAAGCTGTTGCTGTCCAGTGCACTGTGGAAGAGATTGCTGATAACTATCCACAGGCAATTGTCTA 

CCCATTTATAATAAGTAGTGAAAGTTATTCCTTCAAAGATACTTCTACTGGTCATAAAAACAAGGAGTTT 

GTCGCAAGGATTAAAACTAAGTTGGATCTAGGAGGAGTGATTCAAGATTTTATTAGTGCCCTAGAACAGC 

TCTCTAATCCTGAAATGCTCTTTAAGGATTGGACTGATGATATGAAAGCCGAACTGGCAAAAAACCCTGT 

TAGTAAAAAAAACATTGAAAAGATGTATGAAAGAATGTATGCAGCTTTGGGAGATCTAAGGGCTCCAGGG 

CTTGGGGCTTTCAGAAGGAGGTTTATTCAGGTTTTTGGAAAAGAATTTGATAAACACTTTGGGAAGGGAG 

GTTCTAAGCTACCTGGAATGAAACTCCGTGACTTCGGCAGTATTACCGACTCACTATTTTATAAAATGTG 

CACAGACTCAAAGCCACCTGGGAATCTGAAAGAATGCTCACCCTGGATGAGTGACTTCAAAGTAGAATTC 

TTGAGAAATGAGTTGGAGATTCCTGGTCAGTATGATGGCAAAGGAAAGCCACTACCAGAATACCATGCAC 

GAATCGCTGGGTTTGATGAGCGGATAAAAGTAATGGCTTCTATCAGAAAGCCGAAGCGCATTATCATCCG 

AGGCCGTGATGAGAAGGAGTACCCTCTCCTTGTCAAGGGGGGTGAAGATCTGCGGCAGGACCAGAGGATC 

GAACAACTCTTTGAGGTCATGAATGTCCTCCTTTCTCAGGACACCGCCTGTAGCCAGAGAAACATGCAGC 
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T GAAGAC T TACCACGT TAT ACCCAT GAC C TCCAGAT T AGGACT AAT TGAATGGAT TGAAAAT ACT C T TAC 
CTTGAAGGACTTCCTTTTGAGTAACATGTCACGAGAGGAGAAAGCAGCTTATACAAGTGATCCCAAAGCA 
CCACCATGTGAATATAGAGATTGGCTGGCAAAGATGTCTGGAAAATATGATGTTGGCGCTTACATGTCAA 
TGTTTAAGGCAGCTAGTCGTACTGAAACAGTCACATCTTTTAGAAGGAGAGAAAGTAGAGTGCCAGCTGA 
TCTCTTAAAGCGGGCCTTTCTGAAGATGAGCACAGGCCCTGCAGCCTTCCTGGCACTTCGCTCCCACTTT 
GCCAGTTCTCATGCTCTTATGTGCATTAGCCACTGGATTCTGGGTATCGGAGACAGACATCTGAACAATT 
TCATGGTAAGCATGGAGACAGGCGGATTGATCGGAATCGACTTTGGACATGCATTTGGATCAGCTACTCA 
GTTTCTGCCTGTCCCTGAGTTGATGCCTTTTCGTCTGACTCGCCAATTTATCAATCTGATGTTACCAATG 
AAAGAAGCAGGTGTTGTGTATAGTATCATGGTGCATGCACTGAGAGCCTTCCGCTCACAGTCTGACCTGC 
TTACTAACACCATGGACGTGTTTGTAAAGGAACCTTCCTTCGACTGGAAAAATTTTGAACAGAAAATGTT 
AAAAAAAGGAGGATCATGGATTCAAGAAATAAACGTAACTGAAAAAAATTGGTATCCCCGGCAAAAAATA 
CATTACGCTAAGAGAAAGTTAGCAGGTGCCAATCCAGCAGTTATTACTTGCGATGAGCTGTTCCTGGGCC 
ATGAGAAGGCACTTGCCTTTGGAGATTATGTGGCTGTAGCACGAGGAAGCAAAGATCACAACATCCGTGC 
CCAACAACCAGAGAAT GGACT GT CAGAAGAGGCT CAAGTAAAGTGC T T GAT TGAC CAGGCAACAGACCCC 
AACATTCTTGGCAGAACTTGGATAGGATGGGAGCCCTGGATGTGATAA 

>GBCA0091 [Acc|AB043896|Ver|AB043896.1 GI : 20387090 | Canis familiaris mRNA for Rad51, 
complete cds . 

AATTTGGCGGGATCTCCAAACACTCCCCGGAGGGAGCTCTGCGGTTTGAGACCCAGCCTGAGGAGACTGA 
CGCGCCCTTAGGGGCGTCGTTGGGAGCTGAAGCTCGCTTGGGTTGTGTGCGGAAGGCGGCAAAAAGGGAG 
TAGAAAATTTGGCAGCAAGGGAGGGAGTCCAGAGCCCGTCCAGAGTCGTGCGCGGACCGGACCCGCGGAC 
AGAAGTCGGAGCGCGCAGCCCGGCAGTGAGGAGCGCTGTGGACCGAGTATTAAATGCAAAGTAATGGCTA 
TGCAAATGCAGCTTGAAGCAAATGCAGATACTTCAGTGGAAGAAGAGAGCTTTGGCCCACAACCTATTTC 
ACGATTAGAGCAATGTGGCATAAATGCCAATGATGTGAAGAAATTGGAAGAAGCTGGATTCCATACTGTG 
GAGGCTGTTGCCTATGCACCAAAGAAGGAACTAATAAGTATTAAAGGGATTAGTGAAGCCAAAGCTGACA 
AAATTCTGACTGAGGCAGCTAAGTTAGTTCCAATGGGTTTCACTACTGCAACTGAGTTCCACCAAAGGCG 
ATCAGAGATCATACAAATTACTACTGGTTCCAAAGAACTTGACAAGCTACTTCAAGGAGGAATTGAGACT 
GGATCCATCACAGAGATGTTTGGAGAATTCCGAACTGGGAAGACTCAAATCTGTCATACACTGGCTGTTA 
CATGCCAGCTTCCCATTGACCGAGGTGGAGGAGAAGGAAAGGCCATGTACATTGACACTGAAGGTACCTT 
TAGGCCAGAACGGCTGCTAGCAGTGGCTGAGAGATATGGCCTCTCTGGCAGTGATGTCCTGGATAATGTA 
GCATATGCTCGAGGGTTCAACACAGACCACCAGACCCAGCTCCTTTATCAAGCATCAGCCATGATGGTAG 
AATCTAGGTATGCACTGCTAATTGTAGACAGTGCCACTGCCCTCTACAGAACAGACTACTCAGGTCGAGG 
GGAGCTTTCTGCCAGGCAGATGCACTTAGCCAGGTTTCTGCGGATGCTTCTGCGACTTGCTGATGAGTTT 
GGTGTAGCAGTGGTAATCACCAACCAGGTGGTAGCCCAAGTGGATGGAGCAGCCATGTTTGCTGCAGATC 
CTAAAAAACCTATTGGAGGAAATATCATTGCTCATGCCTCAACAACCAGGCTGTATCTGAGGAAAGGAAG 
AGGGGAAACCAGAATCTGCAAAATCTACGACTCTCCCTGTCTTCCTGAAGCTGAAGCTATGTTTGCCATC 
AATGCAGATGGAGTGGGAGATGCCAAAGACTGAAGCATTGGGGGTTGTCCTGTGAGAAACCTTAAGTGCT 
GCAGCCTAATGAAGAGGACTGCTCCCTGGGGTTCTTCATAGGCCTCTTCCTGTTGTGACTGCCAGAAAAA 
GGCTTCTGGAAAACCGGTTATTGTATCGGCTTTTCTGATGGTATTAACAGGAGACAGGTCAGTAGTCACA 
GACTGATCTG 

>GBCA0092 |Acc]AF308439|Ver|AF308439.1 GI : 15824 621 | Canis familiaris preproglucagon mRNA, 
complete cds . 

TACATGAGCTCAGGACACAGCACAGCCAAAGTTCCGAAAAGAGGGCTCGCTCTCTCCCCACCTGCTCTGT 
TCCAATCGCGGTGTCAGAAGGCAGCAAAAATGAAAAGCATTTACTTTGTGGCTGGATTGTTTGTAATGCT 
GGTACAAGGCAGCTGGCAACGTTCTCTTCAAGACACAGAGGAGAAATCCAGATCATTCTCAGCTCCTCAG 
ACAGAGCCGCTCAATGATCT GGATCAGATGAATGAAGACAAGCG TCAT TCTCAGGGTAC AT TCACCAGT G 
ACTACAGCAAGTATCTGGACTCCAGGCGTGCCCAGGATTTCGTGCAGTGGTTGATGAACACCAAGAGGAA 
CAAGAAT AACAT T GCCAAACGTCATGATGAAT T T GAGAGACATGC T GAAGGGACCT T TACCAGTGAT GTA 
AGTTCTTATTTGGAAGGCCAAGCTGCCAAGGAATTCATTGCTTGGCTGGTGAAAGGCCGGGGAAGGCGAG 
ATTTCCCAGAAGAAGTTGCCATTGTTGAAGAATTCCGTCGCAGACACGCCGACGGTTCCTTCTCTGATGA 
GATGAACACAGTTCTTGATACTCTTGCCACCCGGGACTTTATAAACTGGCTGCTTCAGACCAAAATTACT 
GACAGGAAGTAAGTATGTCACTCTTCAAGATCACCTTCACATCACCTGCGAGCCATGGGGGATATTTGAA 
AT T TTAAGAAT T CTGTAAATT TAAGAGGT GTATTCCGAAACTAT ATTGCT TTGCATGCTAATAAATAAAT 
TTTCTTTTGATGTTGTGTAGCCAAAGATTGTAAATGGAATAAACTACTGTCAAAATATTGCTAAAATACC 
AGGCTTTAAAACATGAAATTACAGAATTCTCTCGATTTTCTTATTTTGGATGAAGTACCCTAACCTGCTT 
ATAT TTAGCAAT GAAAT TAT T T TT CTGTGATATAAT T TGTACATAGAAAT TAT T T CAAT CACAGCATATT 
TGCATTGTAATGGTAGGATAAGGGAGGACAAGTAGCCACAGCGGTAAAACTGGAAAGAGACATTCCTTCT 
TGAAACGTTTGTCGTAAAAGTGCTCCGCTTTCAATACATTAAAGGTAGCTAAATAAAATTTTCAAGCTTC 
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TCT 

>GBCA0093 |Acc|AJ243320 [Ver IAJ243320.1 GI : 52 62815 | Canis familiar is mRNA for for brain 
cell membrane protein 1 (BCMP1 gene), clone C60-1. 

CTGGCGGCGAAGGTCCGCGGCGGGCTCGGCGTGGCTGCGGCTGCCCAAGACCCCCCAGCCCGGCCGGGAG 

CTCCCGCAGACCCACCTTCGCGGCGCGCGCTTCCCTCCAGAGGAGGTCGGGCTCCCGGCTCTGCGGACCC 

GCCTGGCGACCTCGCCTCCGGCGGCGGGGCGCGCGGCTGCGGCGCCCGGGGCATGGCTTCGGCGGGCAGC 

GGCATGGAGGAGGTGCGCGTGTCGGTGCTGACGCCGCTGAAGCTGGTGGGGCTGGTGTGCATCTTCCTGG 

CGCTGTGCCTGGACCTGGGGGCCGTGCTGAGCCCGGCCTGGGTCACGGCCGACCACCAGTACTACCTGTC 

CCTGTGGGAGTCCTGCCGGAAACCCGCCAGCTTGGACATCTGGCACTGCGAGTCCACGCTCAGCAGCGAT 

TGGCAGATTGCTACTCTGGCTTTACTCTTGGGCGGTGCTGCCATCATTCTTATTGCATTCCTGGTGGGTT 

TGATTTCTATCTGCGTGGGATCTCGAAGGCGCTTCTACAGACCTGTTGCTGTCATGCTTTTTGCAGCAGT 

TGTTTTACAGGTTTGCAGCCTGGTCCTTTACCCAATCAAGTTCATTGAAACTGTGAGCTTGAAAATTTAC 

CATGAGTTCAACTGGGGTTATGGCCTGGCCTGGGGTGCAACTATATTTTCGTTTGGGGGTGCCATCCTTT 

ATTGCCTGAACCCTAAGAACTACGAAGACTACTACTAGAACCAACAGTCTCAGATTTTAAAAACAACCAA 

CCATCCAACAAAAGGATTACTTCTGTATCTTTTCTAACTCACTGTTTTCTAAAACACTTGTGGAGTATCA 

AGCAGTTTGCTCAGTTGATTTAATATCTTTTGCCTTTTGGCTGTCAGTATCATAACCAGCTTTTACATCC 

AT T T TAGGGACCT GCACAAAT TAAGAGAGCT GAT TAGACAT AGGCAAATGCTGCAAACTTCCAATAT GT T 

CATGTCATTTTTCTTGACAAGTGAAAGGGTCTGTATGACAGCAACCATTGTGAGATACTAGTTGGAATGA 

GAAATGCCTGAATCTCCTATTGCCTGCAGGGGAGCAGCTGGCATAAGAAACATTTAGAAGTTCCTTTGCT 

CTGACAAGGATTCCACTGCTATAGAGTCCTTATTACCTGCTTATCCCACCCAATGACTAAATTGGCCATT 

GGTTATTTGCTTGAGTGAGCTTTTGAAAGGTGAACTGCCCTTCAGCACCTAATGGGAGTTCTGAGTGTAA 

TGGGTTAAAGGTATATAGATTCTACCTTCAAGAATAGTCTTTTTGAATGGGAGGCAATGCTTTGGCAGTC 

AGCATCTCCCTGGGAAAGGAGTCAAGACTTGGAGACATGTGCTTTTCATTATGTGGTTAGAAATTGTGCC 

TCAGCCGTATCTAGAATGAGGACAATTGAGAGTCTCTACTTTCCCTGGGGCAACTAGAAAGAACTATGCA 

TGAGTTGCTTTTGTCCTAAGTACCCTTTAAATCATTTACCAAACATTACCGCAAATAATTGTGCGTATGT 

AACAAGCTTAAATATTTTTATAGAAGGTGAACCATTAGTATACATGGTAGTAAACTATTCCGTAGCCCTA 

TACATGCATTTGCCTATTACACATAAAAGTAACATTTGCTCTAGTGAAGTGATTTGAACACTAACCTTGT 

ACACGTTAAGAGGCTTAGATTGGTATTCACACTTACTTACTGTACAAAAGTACATATATTTTAAAGCTTT 

TGCTCTCTGTTCTCTACTGTTTCACTGGAAAGTTTTAATAGAATTGTAAAGAAGAAAAATTGCAATGGTG 

T T AACC T GAAAAT T CAT GAT T C T T C T GT AAGC AC TAT AG T T C AAC G AAG AG TAG C AAT T AG AAT GAT CAT 

TTTGTTAAAAATTCAGTAAAATAGAAGGCTGCTTTTTTTTTCAAGTACCTTAAATGTCTTTATTAAAAAA 

T AAAAGAATAGTGATAGAT T TATAGAAATGT CT TAAT GTCTCAGTAGAGGAGT AGAAT T CAT TGGTGATC 

ACCTGGTCCTCTGAAGTGAACTAATGGGCTAACTGATTTGTGCACACAATTATGATGGATTTATGTTACA 

GGAATCATTTGTTGGCTGTTCAAATGGAAGGAAATATCAATGATAGGGAATAAGTTTGCCACTAATCTCA 

GACTGCAAACTTGTGTTAATCCTGTTTACTATACAAATTTGGATAGTTTAATTGTAAACATATTTTTATA 

T CAAATAT ACAGT TCT AATATAAAAGT TAT AAATAATTAT T T T TGT TAACAAAGGCACT AAAACAGTAT T 

CCTGGTTTTGGCCCTTTTGCAGAAAGAAGCATTGGAAAAATCATTTAAAACATACTTATGTTCTATTGTA 

TTGCAAAATCCGTTAAGAGCAGGACTACATCAATAGTATT TAAT AAT TTGGTTTACCTCCCAGAACAGAG 

TTCTGCTTTCAGCATGTCTTATGAACTGTTTGCCAAAACAACAGAAAAAAAAATCTATTTTATTATTCAA 

ATGCTTAGAAAAAAAAAAAAACCCTCCTATCTTGTGACTTTTCTGTAGGATCACAAAGTAAATATGAAGA 

ACCAGGCTGAATCTTATTTTAGCAATGACAGACAAAAGTAATTAAATGCATCCTAGAGAGAAACCTTTAT 

G AAAGT ATATGATTCTCT CTAGAATCATAAGAAACT AT GGGT GAAGT TT T CCAGAAAAATAT TAG TAT T A 

TATAATCCTTTGAAGCAATTTTCTTGAGAAATAGTAAAATCTGGGCCAGACTGTCTTGCAGTTAATTGCG 

TATTGTCAGAGCAGCATGAGAAATACGATATTTGTTGGATAGGGATTTCGGTTACTAACCACTCTCTATT 

GTGAGAGAGTCTCTTTATTCCTGAATAATGGAAGAACAGTACTTTGGTGCTGACATCAATGAGGCACTTT 

TCTTAGTCCTAGTGGAGGATGCAGTGTGCTGTTAGACCAGTACCACATCTCGAGTCTTTTCAAGTTTTCA 

TTCTCTGTCAATATGACAGGCTGGAAAATGACAATATGTTATAGGCTAAGGCACACATGTTTGCAGTACA 

CTGAAAAGTAGATTTCTTCTATAACTTTTTTCCTCTCCCCAGTGAAGAGCCCTATGTTATATTTCTACCA 

TCACTAATATTTGAAAGTATTTCATGACTAACGAACTCAGTACAACATGAAAGTTGTTGCTCATCCGAAA 

TATGGTATCGTCTATCAAAATAAACACGTGAATTTTCACCTACATTATGTCTTTGCCGCTTTAGGTTTGT 

T TGAT GTTTTCT T ACAAGCAAAAC TGTTAACTATAAAT CCAT T GTT TATCT T AGATATAT ACATGTACAC 

ACATAGAGCATAAAATACTCAGCAGGGCTAGTTATTTGGATTTCTTGCACAACTATTTAGCTTTTTGTAA 

GT TCAACAT GTAAAT T TTAAAGACAAATATAGAGAGACCTAT GT GT T T GAAATATAAAT GAT AT AT AT GG 

ATTAGCATGTACCTGTATATTATTAAACATGCAATGAACTGACTGGTAAGTGATGTCTAATTGTATGGCT 

AGCAATGTAATTTATTCAGACTGTATTTTTGTACAGAGCAGCGCACACTAACCTATGCCTCTGTGTCCTC 

TTTAATGCCTAAAACTGTGCCTAGAAATTTCATCTGTCTTAAGAAATAAAATTATACTTCATGCTGTTTA 

TGCTATAGTTTCTCTACTGCTGTTCTATATTTATTATTTTTAAATATATGACATGTTTACTACTTAAATA 
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TGAATCCATGGTATTCTGGTTATTTTTTTTAACAGTCCTCTGGGGGGAACCTGTTTCTCACTCCAGTGGT 
TTTGAGTTTGCAGTTTCACAATCAGTTCTTCATTTCATGATTTTTGTAGCTGACATATGAAGTTATCTAT 
GTGGATAAAATAAAAATAAAAGTGGTTTCACTGAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0094 |Acc|AF494098 | Ver | AF494098 . 1 GI : 20149232 | Canis familiaris periplakin mRNA, 
partial cds . 

CAGCTGGAGGCAGAGTACCGGCGGCTGCAGGAGGACCAGCAGCGGGAGGGCAAGCTCAGGGAGGAGCACG 
AGGAGGAAGCCAGTTTCCTCCAGGACAAGCTCAAGAGGCTGGAGAAGGAGCGGGCCATGGCGGAGGGGAA 
GATCACAGTGAAGGAGGTGCTCAAGCTGGAAAAGGATGTGGCAACTGAGAGGGAGGTCGGCGACCTCAAA 
CGCCAGTATGAGGATGAGGAAGCCAAGGCTCGTGCCAACCAGAGAGAGAAGACTGAGCTGCTCCGCAAGA 
TCTGGGCCTTGGAGGAGGAGAATGCCCGAGTGCTGGTGCAGGAGAAAGTGCGGGAAATCGTCCGGCCAGA 
CCCTGAGGCAGAGAGGGAAGTGGCCAATCTCCGCCTGGAGCTTGTGGAGCAGGAGCGCAAGTACCGGGGG 
GCCGAGGAGCAGCTGAAGAGCTACCAGAGTGAGCTGGAGGCACTCAGGAGGCGGGGCCCCCAGGTAGAGG 
TCAAAGAAGT GACT AAGGAAGT CAT CAAGTACAAAACTGACCCT GAGATGGAGAAAGAGCT T CAGAGGCT 
CAGGGAGGAGAT TGTGGACAAGACAAGACTCATT GAAAGGTGT GAT GTAGAAAT T TACCAGCT GAAGCAA 
GAGATCCAGTCCCTGAAAGACACCAAACCGCAGGTGCAGACCAAGGAGGTGGTCCAGGAGATTCTCCAGT 
TCCAGGAAGACCCCCAAACCAAAGAGGAAGTACAGTCTTTAAGGGCCAGGCTATCGGAGGAGCAGAAGAA 
ACAAGTGGATCTGGAAAGGGAGAGGGCCTCCCAGGAGGAGAAGATCAAGCAGAAGGAGGAGGAGCTGTCC 
CACGTGAAGGAAAAGGTGGTCCAGCAGGAAGTGGTCAGGTACGAGGAGGAGCCTGGCCTGCGGGCTGAGG 
TGAACGCCTTCACTGAGAGCATAGATGCGGAGCTGCGGCAGATCGATACCCTCCGTGGGGAGCTGCGGCG 
GCTGCAGCGCAGGCGTGCTGGAGCTAGAACGCAGCTGGAGGAGCTGGAGCGTGAGAAGCAGGCGCGCAGG 
GAAGCCGAGCTGGAGGTGCAGCGCCTGAAGCAGCGGCTGGCAGAGCTGGAGGAGGAGGGGGAGGCCCGGG 
AGAAGGTGACTCTCAAGCAGAAGGTCGTGCTGCAGCAGGACCCCCAGCAGGCCCGGGAACACGCTCTGCT 
CAAAGTCCAGCTGGAGGAAGAAAGGCACCGGCGGCAGGTGCTGGAGAGTGAGCTCGAGACCCTGAGAAAG 
AAGCTTGTCAACCTGGAGAAGATGGAGGTCAAGGAGAAGGTGGTCTTCTCTGAAAGTGTCCAGGTGGAGA 
AGGGCGACACTGAACAAGAGATTCAGAAGCTGAAGAGCAGCCTGGAGGAGGAGAGCCGGAGCAAGAGAGA 
ACTGGATGCAGAAGTTAGTCGGCTAGAAGCCAAGCTGTCAGAGCTAGAGTTCTGTAACTCCAAGTCCTCC 
AAAGAGCTGGACTTCCTAAGGGAAGAAAACCACAGGCTAGACCTGGAGCGACAGAGCCTGCAGTCCGAGA 
CCGGGAGGCTCCAGTCAGAAATTGAAATGGCAGCAACAGAAACACGAGACCTGAGAAATGTGACCGCGGT 
GGACTCTGGGACAAACCTGAACTCCAGACTGTGGTCCCTGGAGAGAGAATTGGATGACCTCAAGAGGCTC 
TCCAAAGACAAAGACCTGGAAATGGATGAGCTGCAGAAGCGCCTGGGCTCCGTGGCCGTCAAGAGGGAGC 
AGAGGAGAACCACCTGCGGCGCTCCATTGTGGTCATCGACCCTGACACATCGGGTCGGTCTCATCGACTG 
GAACATGTTTGTCAAACTCAGGAGCCAGGAGTGTGACTGGGAGGAAATATCGGTGAAGGGTCCTAGTGGG 
GAGTCCTCTGTGATCCTCGACAGGAAGTCTGGCAGGAAGTTCTCCATTGAAGAGGCCCTGCAGAAAGGCA 
GGCTGACCCCGGCTCAGTACGACCGCTATGTCAACAAGGATATGTCCATCCAGGAGCTGGCCGTCCTGGT 
GTCTGGGCAAAAGTAAGCACAGCTCAGCCCTCCATCTTCTTGGAAGCCAGTGGCTGGCTGTCCCCTACCC 
AGTAGCACCATGTCTTCTCCTCCTTGGCCCTGTGCAGGCTCCTGACCTGCGCCCTCGCTGTCATTCAACC 
TGGGTGAGGGACCTGCTTCATCCTCTAATCATTGGACAACCGTGATATCCCTCTTCTGTCCCTTCTCCTA 
CACACTTCCATCAATAGACTCTCTTTGTGACATCTGGAAGCAACCCTAAAAACTAAAGCACATGACACAG 
GACAACTGGCAGACAAGCCCACTCTGCGCACTGGCCTTCACACCCCAGGTGGGGGGATTCTAGGGCAGAA 
AGGCCTCCCTTCCACACACCTTTCTGTACATCAAAGGACTGGGCCCCTCAAGGCTGCTGACCTACATTCA 
CATTCCCCCAGGGTTCTGGCTGACAGCAGACTTTCTGTCAGAGGCCGCCTGCACAGATAGATCTGGGCTC 
TAGGCCAGAAAAGGTGCAAAGAAACCAGAACAGTGTTTGGCTTCGGTGCTAGAGTGAAGGCTGTCAGCCA 
GACTGTCCCAGGGGAATGCACCATCAGAGAATCCGTTGTGGTTCTGAAATTATTTTCATAAAGGACTCTG 
TTGCTGTTAGCCTTAGCTTCAGTGCCTTACAAGTCTTACTAGCTCATTGGTATTTAGGTATACTACACAC 
TTGATTTTCACCAAATGAATTTTAGGTTCTCTGTTATCTCATATATTATGTAACAAAATGGGACTAGGGA 
ACTCTATTTATAGTGCAAAAATAAACCCCTGGTGGCTTGATTCTAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAA 

>GBCA0095 |Acc|AB046106|Ver|AB046106.1 GI : 9795235 | Canis familiaris mRNA for uncoupling 
protein 1 UCP1, complete cds. 

ATGCTGCGGGCCCCGGGCTCCGACGCGCCCCCGACCCTGAGCGTCCGGATCGCCGCGGCGGCGGGGGCGG 
CCTGCCTGGCGGACATGATCACCTTCCCGCTGGACACCGCCAAAGTGCGGCTGCAGATCCAAGGGGAAGG 
CCAGGGCCAGCCCCCCAGGGCCCCCAGGTACCGCGGCGTCCTGGGCACGGTGGCCACCCTGGCAAGAACC 
GAGGGGCTGCAGAAGCTGTACAGCGGGCTGCCCGCGGGCCTCCAGAGGCAGGTGGGCTTCGCGTCCCTCC 
GGATCGGCCTGTACGACAGCGTCCGGGAGTGGCTCAGCCCGGGCCAGGGAGCAGCAGCTAGTTTAGGAAG 
CAGGATCTCCGCTGGTGTAATGACGGGAGGAGCAGCAGTGTTCATAGGGCAACCCACTGAGGTCGTGAAG 
GTGAGACTTCAAGCACAGAGCCATCTGCATGGCCGCAAACCTCGGTACACCGGCACTTACAATGCCTACA 
GAATCATAGCCACCACGGAGGGCCTGACGGGCCTTTGGAAAGGGACTACTCCCAACCTGATGAGAAATGT 
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CATCATCAATTGTACGGAGCTAGTCACGTATGACCTAATGAAGGAGGCCCTTGTGAAAAACCATCTACTA 
GCAGACGACCTACCTTGCCACTTCCTATCAGCTCTTGTTGCTGGATTTTGCACAACCGTTCTCTCCTCTC 
CGGTGGATGTGGTAAAAACCAGATTTGTTAATTCTGTACCAGAACAGTACACAAGTGTGCCCAACTGTGC 
AATGACAATGCTCACCAAGGAAGGACCATTGGCTTTTTTCAAAGGATTTGTACCTTCCTTCTTGAGACTC 
GGATCCTGGAACGTCATTATGTTTGTGTGCTTTGAACAGCTGAAGCGAGAACTGATGAAGTCAGGGCGGA 
CCGTGGACTGTGCCACATAA 

>GBCA0096 !Acc|AB022020 |Ver IAB022020.1 GI : 68552 63 1 Canis familiaris ucp3 mRNA for 
uncoupling protein 3 r complete cds . 

atggttggactaaagccttcagaggtaccccctaccacagctgtgaaattcctgggggcaggcacagcag 
cctgttttgctgatctcctcacctttccactggacacagccaaggttcgcctgcagatccagggggagaa 
ccaggcgacacaggcagcccggagaatccaataccgcggtgtgctgggcaccatcctgaccatggtgcgc 
accgagggcccccgcagcccctacaacgggctggtcgccggcctgcagcgccagatgagctttgcctcca 
tccgcattggcctctatgactctgtcaagcagttctacacccccaaaggatcagaccactccagcatcac 
tacgcggattttggcaggctgcaccacaggagccatggcagtatcatgtgcccagcccacagatgtggtg 
aaggtccgatttcaggccagcatacaccttggggcggggagcaacaggaagtacagtgggacaatggatg 
cctacaggaccatcgccagggaagaaggggtcaggggcctatggaaaggaacattgcccaacatcacaag 
gaatgccatcgtcaactgtgctgagatggtgacctatgacatcatcaaggagaagctgctagactatcat 
ctgctcactgacaatttcccctgccacttgatttctgccto?tggagccggtttctgtgccacag'tggtgg 
cctccccagtggatgtggtgaagacccggtacatgaactcgcccccaggccaatactgcagccccctgga 
ctgtatgctgaagatggtgacccaagagggccccacagccttctataagggatttacaccatcctttttg 
cgtttgggaacctggaatgtggtgatgtttgtgacctatgagcagctgaaacgggccttgatgaaagtcc 
agatgctacgggaatctccattctga 

>GBCA0097 |Acc|AB020887 |Ver IAB020887.1 GI : 68552 61 | Canis familiaris ucp2 mRNA for 
uncoupling protein 2, complete cds. 

ATGGTTGGGTTCAAGGCTACGGATGTACCCCCTACTGCCACTGTGAAGTTCCTGGGGGCTGGCACAGCTG 

CCTGCATTGCAGATCTCATCACCTTTCCTCTGGACACCGCTAAAGTCCGGCTGCAGATCCAAGGAGAAAG 

GCAGGGGCCAGTGCGGGCTGCGGCCAGCGCCCAGTACCGAGGCGTGCTATGCACCATCCTGACCATGGTG 

CGCACTGAGGGCCCCCGTAGCCTCTACAGTGGGCTGGTCGCCGGCCTGCAGCGCCAGATGAGCTTTGCCT 

CTGTCCGCATCGGCCTCTACGACTCTGTCAAGCAATTCTACACCAAGGGTTCTGAGCATGCTGGCATCGG 

GAGCCGCCTCCTGGCAGGCAGCACCACAGGTGCCTTGGCTGTGGCTGTAGCCCAGCCCACAGATGTAGTA 

AAGGTCCGGTTCCAGGCTCAGGCCCGGGCTGGAAGTGGCCGGAGATACCAAAGCACTGTTGATGCCTACA 

AGACCATCGCCCGAGAGGAAGGGTTCCGAGGACTCTGGAAAGGGACCTCTCCCAATGTTGCTCGTAATGC 

CATTGTCAACTGTGCTGAGCTGGTGACCTACGATCTCATCAAGGACGCCCTCCTGAAGGCCAACCTCATG 

ACAGATGACCTCCCTTGCCACTTCACTTCTGCCTTCGGGGCAGGCTTCTGCACCACCGTCATCGCCTCCC ' 

CCGTCGATGTCGTCAAGACGAGATATATGAACTCTGCCCTAGGCCAGTACAGCAGCGCTGGCCACTGTGC 

CCTCACCATGCTCCAGAAGGAGGGTCCCCGAGCCTTCTACAAAGGGTTCATGCCTTCCTTTCTCCGTTTG 

GGTTCCTGGAACGTGGTGATGTTTGTCACCTATGAGCAGCTCAAACGGGCCCTCATGGCTGCCTGCACTT 

CCCGGGAGGCTCCCTTTTAA 

>GBCA0098 ] Acc | AF454 668 | Ver | AF454 668 . 1 GI : 19568247 | Canis familiaris photoreceptor- 

specific cone-rod homeobox protein (CRX) mRNA, complete cds. 

CCACCTGAGGACTCTGACTCCAACCAGGTCCTGGGCCACCAGGAGAGCCTGACCCTGTTTTTGGAAGGCC 

CGCAGACCTGGGCCACAGTATCCCCAAAGATCATGATGGCGTATATGAACCCGGGGCCCCACTACTCGGT 

CAACGCCTTGGCCCTCAGCGGTCCCAGCGTGGATCTGATGCACCAAGCTGTGTCCTATCCAAGTGCCCCA 

AGAAAGCAGCGGCGGGAGCGGACCACCTTCACCCGGAGCCAGCTGGAGGAGCTAGAGGCTCTGTTCGCCA 

AGACTCAATACCCGGATGTGTATGCTCGAGAGGAGGTGGCTCTGAAGATCAACCTACCTGAGTCCAGGGT 

TCAGGTTTGGTTTAAGAACCGCAGAGCTAAATGCCGGCAGCAGCGCCAGCAGCAGAAAGAGCAGCCTCAG 

CCCCCCGGCGCACAGACCAAGGCTCGTCCTGCCAAGAGGAAGGCAGGCATGTCCCCAAGATCCTCCTCCG 

ACGTCTGTCCAGACCCCCTAGGCATCTCAGACTCCTACAGCCCCCCTCTACTCGGCCCCTCAGGCTCTCC 

TACCACGGCCGTGGCCACCGTGTCCATCTGGAGTCCAGCCTCAGAGTCCCCTTTGCCTGAGGCCCAGCGC 

GGAGGGCTGGTGGCCTCGGGGCCACCCCTGACCTCCACACCCTACGCCATGACCTACGCCCCTGCCTCTG 

CTTTCTGCTCCTCCCCTTCGGCCTACGGGTCTCCGAGCTCCTATTTCAGTGGCCTGGATCCCTATCTTTC 

CCCCATGGTGCCCCAGTTGGGGGGCCCAGCCCTCAGCCCCCTTTCAGGCCCCTCCGTGGGACCCTCCCTG 

GCCCAGTCCCCCACTTCCCTGTCAGGCCAGAGCTATGGCACCTATAGCCCCGTGGACAGCTTGGAGTTTA 

AGGACCCCACAGGGACCTGGAAGTTCACCTACAACCCCATGGATCCTCTGGACTACAAAGATCAGAGTGC 

CTGGAAGTTTCAGATCTTGTAGAAGATCCTCTTCTGTATGTCTCTCTGCATCTCATCTCAACCCGGCATC 

CCCAGGAAAGCAGTGGGGCTGGCCCTCCCTCCAAAAGTTGTGGCCTCTCTGGCCTCATGTGTGGAGTAGC 

CCACCACAGTCCACCCCCCTCTCCCCGGGACAGTCTCCTCACTCTCCGGGGAAGTTCAATAGATCTTAGT 
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AACCCTCCACCCAGCCCCGCCTCACCATGGATGCTGGCTGCCATTTTAACCATGAGCCCTGGACTCCAGA 
AACTGGTGCTATGAATGTGCTCTGAGATGAAATTAAACCAAATTCAAGTAGTCAGTTTAGGGGTCCTGGT 
CAGGTCAGAATCGAGATGCCCTGGAACAGACAGGTAGGGAGACTCAATGTCATACCTTCCATTTGGGACA 
CTTCCTTAGCATGTGGCTAGGATCCTTCTAGAAAATCCAAAGATAGTTTTAAGAAGCCCCACCATGGCAG 
CTTAGGTCAGTTGTACAGTTCAATTAAAAAATCCATTTGGCGATTTTACAGATTTCCCAAATATCAAGTT 
TACATGGTAGGTTTAGGGGGCTCTTTGATATATATTTTTTTCTTTTTAGTTTCTTCTTAAAGACATTTCG 
TCAGGAATGCATTCTTTTGGACTTTGAGAGTGGCCATGTTTGGNTTTGTTTTAGGATTTTCTAAAGGTGG 
ATTTCACCCCAGCGCTGGAGGAACTGTGGTAGTTGCCACTGGGGCCAACCATGGTAGTTGGCTCCAACAT 
AGCTGTGGGTATATCAAAAAAAAGAAGAACAGGAGGTGGCAGGCTTCTCATTTGTAAATATGCAAGAGAC 
GAGGTTGGCGGGATAAGTGGATTTGGAACAAGCCCCACATTTCAAAAATACAGTCCCTCTCTTAGATTTT 
GTTTCCATTGCAGGATGGGACCAGAGAGCGCAGCCTGATGGAGTGGCACCATATTTCTTTCTGTGCGTTG 
ACCCCCAGTGACAGAGACAAGCACTGAGAGACTTTTAAGATGGAGTCAGGCATTTTAACACTCTTGGTAG 
TTTGATGCTTTGGCCTTGCTTGAATTTTTTTTTTTTTTTTTTTTTTTTTTGTCTTTGGCCCTGGGAGGCA 
GTAGCCACGAGCCTTTCACTGGTGGGCTTCACAAGGTAAAAGGAAGTAGGGCAGGAAGGTGGTGGTGTGC 
TGGTATGTGGTAACCATTGGCTCCCTAAAAGAAGAGGAAAAACCTTGATTTGTAGTGATTGCCAATTTCT 
GTGGTGTAAATTATCCCACTATGGCTGATTTCAAGGCACCAAGTCTGTGGTCATGGCCTCGGAGCTGGAT 
GCATGCCATCTGTGCTCATGGGCTGGTAGGAACTGGTTCCAGGTCGCCGGTGTAGGAAGGGATGTCAGGA 
GGCAGGCACAGTGTGGAGAGAGGCTGGGAGGCCTCAGATGGATTTTTCTGGGTCCAGGCCAGAAGAGGTC 
CATATGGACTAGACCCCCCAAGACCCTCTGAAGGGGCACACGGCGGATCACTGGAATCCTCAAGGATGGT 
TTACTCAGCACACCACATGACCATGTCTCATGGGCCTGAGTCATACTGGCCTCTGGGACATTAGACCCAG 
GAGTGAGTGGCTCAGAGTCCAGTGTGGGACACAAAGGATAAACAGAGGAGGACAGTGCAGGTGGGGGTGG 
AAGATAGACGATCCAAGCAGAATCCGCAGNNGAGGGACAGGGAGGAGGTGACATTGTGTAAAAGTTGGGA 
CCAGATGCACTGCCATTGATTCATTTTGCAGAGACTCCCAGAGTCTGTGCTGGAGGNNGGGGTCTCAGGA 
GTACATAGGAATTTCTCTCTGCCCCACGGAGCTCCCAGAGCTCTGGTTCACNGNNGAGGGTGTGTCTTGT 
GAACACGAACAATTCACAGGCACGCTGATAAGGGGGTCCGGGAGAGCATGAAGGATGGACGTCATGTTCT 
GGAGGAGGGTGGAAGGTGTAGAGCCTGGGGGGCCACAGTCACAGGCCCACAGGCTCAGATGTCAGGAGAC 
CCCTCTCGCTAGGGCTGGACAGAGCAAGAGGGTGCATTTGTTCGGGAGGTCCTGGCTTCCTTTCCCGGGG 
CCAACCTCCTGAGCTGTGGGGATGTCAAAGGTTCTACTTCTTTGAGACAAAAAGCCAGGACAAGTGACAA 
GAGAGAGAAGGAAGCGGCCAGGAGCCCCCTTCACTCTGTGTTCCCTCCCCCACTCCTTGAGACTCCAGTC 
CCCTTCCTTCCAGGACAACCACCCCCCACCCCAAGCGAAAATAATTAAATTGTTGAATCTCGCTAAAAAA 
AAAAAAAAA 

>GBCA0099 ! Acc | M59172 | Ver | M59172 . 1 GI : 164061 | Canis familiaris serum amyloid A- like 
protein (SAA) mRNA, complete cds . 

ACCAGCACCTCGCTCCATTGGGAACTCAGCACCATGAAGCTTTTCCCGGGCCTCCTTTTCTGTTCCTTGG 
TCCTGGGTGTCAGCGGCCAATGGTATTCATTTGTCAGTGAGGCTGCTCAAGGGGCTTGGGACATGTGGAG 
AGCCTACTCTGACATGAGAGAAGCCAACTACAAAAATTCAGACAAATACTTCCATGCCCGGGGGAACTAT 
GACGCTGCACAGAGGGGCCCTGGGGGCGCCTGGGCTGCTAAAGTGATCAGCGACGCCAGAGAGAATTCTC 
AGAGAATCACAGACCGTCTTAAGTTTGGAGACAGCGGCCACGGAGCGGAAGACTCGAAGGCTGACCAGGC 
TGCCAACGAATGAGGCCGGAGTGGCAAAGACCCCAACCACTTCCGACCTGCTGGCCTGCCTGACAAGTAC 
TGAGCTTCCTCTTGGCTCTGCCCTGGGGAGCCGGGCTGTGAGCCCCCTGAGGGCAGGGACACCCACTCGT 
TGAGATCTCTGGCCACGCAGGCTGGGGAGGGCACCTAAGAGGTGTCTAATAAATGCTTAAGAGATGG 

>GBCA0100 |Acc|AY044905|Ver|AY044905.1 GI : 19072833 | Canis familiaris prostaglandin G/H 
synthase-2 mRNA, complete cds. 

TGGAGCACGCCTCGGGAACTCCGCCGCGATGCTGGCCCGCGCCCTGGTGCTCTGCGCCGCCCTGGCGGTC 
GTCCGCGCAGCAAATCCTTGCTGTTCCCACCCATGTCAAAACCAAGGTATTTGTATGAGCACAGGATTTG 
ACCAGTATAAGTGTGACTGTACCCGAACAGGATTCTACGGCGAAAACTGCTCAACACCGGAATTTCTGAC 
AAGAATAAAATTATACCTGAAACCCACTCCAAATACAGTACACTACATACTTACCCACTTCAAGGGAGTC 
TGGAACATTGTCAATAACATCCCCTTCCTGCGAAATACAATTATGAAATATGTGTTGACATCCCGGTCAC 
ATTTGATTGAGAGTCCACCAACTTATAATGTGAACTACGGCTATAAAAGCTGGGAAGCCTTTTCTAACCT 
CTCCTATTATACCAGAGCTCTTCCCCCTGTACCTGATGACTGTCCAACACCCATGGGTGTGAAAGGCAAG 
AAAGAGCTTCCTGATTCAAAAGAGATTGTGGAAAAGTTTCTTCTGCGAAGAAAGTTCATTCCTGATCCCC 
AAGGCACCAATATGATGTTTGCATTCTTTGCCCAGCACTTTACCCATCAATTTTTCAAGACAGATCATAA 
GCGAGGACCAGCTTTCACCAAAGGATTGGGCCATGGGGTGGACTTAAATCATGTTTATGGGGAAACTTTG 
GATAGACAACATAAACTGCGCCTTTTCAAGGATGGAAAAATGAAATATCAGGTAATTGATGGAGAGGTGT 
ATCCTCCTACCGTCAAAGATACTCAGGTCGAGATGATCTACCCACCTCATGTTCCTGAACACCTGCAGTT 
TGCTGTGGGCCAGGAGGTCTTTGGTCTGGTGCCTGGTCTGATGATGTATGCCACCATTTGGCTGCGGGAG 
CATAACAGAGTGTGTGATGTGCTTAAACAGGAGCACCCAGAATGGGATGATGAGCGGTTATTCCAGACGA 
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GCAGGCTAAT ACT TATAGGAGAAACC AT TAAGAT T GT GAT T GAAGAC TAT GTACAACACT TGAGTGGCTA 
TCACTTCAAGCTGAAGTTTGACCCAGAGCTGCTTTTCAACCAACAATTCCAGTACCAAAACCGCATTGCT 
GCTGAGTTTAACACACTCTACCACTGGCATCCCCTCCTGCCTGACACCTTGCAAATAGATGACCAGGAGT 
ACAATTTCCAACAGTTTATCTAC2\ACAACTCTATATTATTGGAACATGGCCTTACCCAGTTTGTGGAATC 
ATTCAGCAGGCAAATTGCTGGCAGGGTTGCCGGTGGCAGGAATGTTCCAGCTGCAGTACAACAAGTAGCA 
AAAGCTTCGATTGACCAGAGCAGACAGATGAAATACCAGTCTCTTAATGAGTATCGCAAACGCTTTAGGC 
TGAAGCCCTATACATCATTCGAAGAACTTACAGGAGAGAAGGAAATGGCTGCGGGGTTGGAGGCCCTTTA 
TGGTGATATTGATGCCATGGAGCTGTATCCTGCCCTCTTGGTAGAAAAGCCTCGTCCAGATGCCATCTTT 
GGTGAGACCATGGTAGAAATGGGAGCACCATTCTCCTTGAAAGGACTTATGGGTAATCCCATCTGTTCAC 
CTGACTACTGGAAGCCTAGCACCTTTGGTGGAGAAGTAGGCTTTAAAATCATCAACACTGCCTCAATCCA 
GTCTCTCATCTGCAATAACGTGAAGGGCTGTCCATTCACTGCATTCTCTGTTCAAGACGGACAACTCACC 
AAAACAGTCACCATTAATGCAAGCTCTTCGCACTCCGGTCTAGATGACATCAATCCCACAGTCCTACTGA 
AAGAACGGTCAACTGAACTATAGAAGCCTGTTAATCCTATTTATTTATTTATATGGACGATTCCTTTTAA 
CTTAATTATTTAATATTTATGTTAAACTCCTTATGTTACTTAACATCTGTTAAGGAGAAAGGGGTCATAC 
TTGTGAAGATTTTCATGTCACTATTTTAAAGATGTCTTCGGGTTAAAGAGGAAAACAGTTTTCTGTTTTA 
T AAAT GAGT T T GACAT CCTT TTAC T TGAAT T T CAGT T TAT AT TAT TATTATGAACAAAAGCGAAGAT GT T 
GGATATTTAAATGCTGTTCCAGGATGACAAAATGCTGCAAGTTTTTTTCGACACTATCGGGATTTCTAGT 
GTATCTTCCCTGGTGCATTAGAAGCAACTACCTGCACACTTTCTTTTCTTCTGTAAGCCACTGTGGCTGT 
AGAAACTCTCTTCTGATCAGTTTACTTTCTTGGTTTCCTTGATTTTTAAGATCTGAGTATACCTTTCTTT 
GGACTCTGTGTATACTTTCTTACCTGAACTTGTGTAAGTTTTCAGGAAAACCTCAACTCAGGACTACTAG 
TAAT T TAGCTCCTC T TAAGAGGAAT GAAAAAAAAAAAAAAACAGCCC TTAAAGGACTCTAT ACACAACAG 
TATACACT TAT T TTAAGTGAAAGGCAGCGAT CT T TT T GTAAAT TAAT T T T AAAT TGT AACAGAAGGC T TC 
AATGAGGCTAATGACTGACAAAGAACTGTAGGGGGTTCTTGATGGAAGGAAGTCGTATTTCTATTAAGAA 
TATCCTTTCTCATTTAAAAGCAAAGTCAAATTCTGAATAGTTCCCGGGAAGATAATGTTTCTTTTCCACA 
TCTCATTGTCAGCTGACATTTGCTGGTACTGTATACTTAATTTATTGAGGATTATTATTTGTTTTGGTTA 
GGATGTTATTATAAACTAGGTTTAAGCTGCAATCATTTTTTTTTTTGCATTATGTGAGAATCAGTATATC 
T T C T T T GAGAT T AAC T C T GAAT T AT TAT G T AAACAC T AAGAGAAAT TAT T T GAG AT C T G T GAG T AAAT T T 
TCAGGAACCCAACTCTGGTATATTGAAATATGGCAAGTTGGAATTGAAATATAGATTTCCCTATATACCA 
GCCCACAGAGAACACTGTGTCTCATTAACCTGCATGTACCATAAGATCTTTACAGTTTTGAGGGACCTAT 
GGATCCTTCATTAAGTCATTCAGCTATAACTTATTGAGGACACAGGTGCAAATATCACTGTGGGTTTTAA 
TATTTTTTGTGGATTCTAATTTTTTTAAATCATGCACTGATTACAGATAACATCAGTATTTGTAAATGAG 
AAAGCATGT CTTT AGGT AGAGAAAGAAAATGAAATT T TAT TAAAGGAAAT AACTCAGGGGAAT TT T TAAG 
AT T T TAT GT TTAAAAAGT TAAGAAATAGTCAATAT T AGAAGGGCT TATGTAAAAACCT T T T TAACT T CAC 
TGAAAGAAATTTTGTTATTAATATCAATGCCGACTGAATTCGGAGTATAATATATGAATGTTTTGGTGCC 
TCAGACAAATGTGTATTTAAATTAACTTATGTAAGATGTAAGTGTTAACAAATGCCTGTTTATTTTTATA 
CTATCTAAGAATGAAAAATCTCTTCTAAAATAAATTTTTGACTGTTTCCATAAAAAATAAAAAAAAAA 

>GBCA0101 |Acc|AB080363|VerlAB080363.1 GI : 18 958364 | Canis familiaris TLR4 inRNA for Toll- 
like receptor4 protein, complete cds . 

AAAAACTAACATCTCTAGAGGATTTCCCCATTGGACATCTCAAAACCTTGAAGGAGCTTAATGTGGCTCA 
CAATCACCATTCCTTCAAGCCACCTGCGTATTTCTCTAACATGCCCAACCTGGAGAACGTGGTATCTTTC 
CAATAACAAGATCCAAAATATTTATCGTGAAGACTTGCAGGATATCTGCATCACATGCCACTACTCAACC 
TTTCTTTAGACTTGTCCCTGAACCCTTTATACTTTATCCAACCAGGTTCCTTTAAAGAAATTAAACTCCA 
T AAAC T GAG T T T G AG AAG TAAT T T TAAT AG TAG AG AT G TAAT G AAAAC T T T TAT T C AAAGT C TGGCTGGC 
T TAAAGATCAATCAGT TGGT TCTGGGAGAAT T TAAAAAT GAAAGGAAGT TGGAAAGCT T TGACAATTCTC 
TCCTGGAAGGAC TGTGCAATT TGACCAT TGAAAAAT TCCGGATAGCATACT T TGATAGCT T CT CAAAGGA 
TACTACTAACTTATTTAACCAGTTGGTAAACATTTCTGCAATTTCTTTGGCGCATCTGTATTTAGACACA 
CCAAAATACCTTCCTAAAAATCTCAGATGGCAACGGTTGGAAATAGTTAATTGTAACTTAGAACAATTTC 
CCGCATGGGAGCTGGACTCTCTCAAGGAGTTTGTTCTCACTTCCAACAAAGGTATGAACACTTTTGCTGA 
TATGAAGATGGAAAGCCTTGAGTTTCTAGATCTCAGTAGAAATCGCCTGAGTTTCAAGACTTGCTGCTCT 
CACTCTGAT T TTGGGACAACCAGACT GAAGCAT T TAG AT CTGAGC T T CAATGAAATCATTACCAT GAGT T 
CAAACTTCTTGGGCTTAGAACAACTGGAATATCTAGATTTACAGCATTCCAGTTTGAAGCAGGCCAGTGA 
TTTTTCAGTATTCTTGTCCCTCAGAAACCTCCGTTACCTTGATATTTCTTATACTCGCACTGAAGTTGCT 
TTCCAGGGCATTTTTGATGGCTTGGTCAGCCTCGAAGTCTTGAAAATGGCTGATAATTCCTTTCCGGACA 
ACTCCCTTCCAAATATTTACAAAGGGTTGACTAACTTAACCATTCTGGACCTTTCTAGGTGTCATCTGGA 
ACGGGTGTCCCAGGAATCATTTGTCTCACTTCCTAAACTTCAGGTGATAAATATGAGTCACAATAGCCTC 
TTGTCATTGGATACACTAGCTTATGAACCTCTCCTCTCCCTCCAGATCCTAGATTGCAGTTTCAATCGAA 
TAGTAGCCTTCAAGGAACAAGGACAACAGCATTTTCCAAGTAATCTAGTTTCCTTAAATCTTACTCGGAA 
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TAGCTTTGCTTGTGACTGTGAACATCAGAGTTTCCTGCAGTGGGTCAAAGACCACAGGCAGCTCTTGGTG 

AAAGTTGAACAAATGGTGTGTGCAAAACCTTTAGACATGAAGGACATGCCCTTGCTAAGTTTTAGGAATG 

CCACCCTGTCAGAGGAAGCAAGACTATCAATTAGTGTGTCAGTTTTCACTGTGCTTCATGGTTTCTCTGG 

TAGCAGTTTTAGCCGGTATAAGTTCTATTTTCACCTGATGCTTCTCGCTTGGCTTGCAAAAGGTATAACA 

GAGGGGAAAGTACCTATGATGCATTTTGTTATCTACTCAAGCCAGGATGAAGACTGGGTGAGGAATGAAT 

TGGTAAAGAACTTGGAGGAGGGAGTGCCCCCCTTTCAGCTCTGCCTTCACTACAGAGACTTCATTCCTGG 

TGTGGCCATCGCCGCCAACATCATCCAGGAAGGCTTCTACAAAAGCCGGAAGGTTATTGTTGTGGTGTCC 

CAACACTTCATCCAGAGTCGATGGTGCATCTTTGAGTATGAGATTGCCCAGACTTGGCAGTTTCTTAGCA 

GTCGTGCTGGCATCATCTTCATTGTCCTGCAGAAGGTGGAGAAGTCCCTGCTGCGGCAGCAGGTGGAACT 

GTATCGCCTCCTCAGCAGGAACACTTACCTGGAATGGGAAGACAGTGTCCTGGGGCGCCACATCTTCTGG 

AGACGGCTCCGAAAAGCCTTGCTGGATGGTAAACCGTGGAGTCCAGAAGGAACAGAGGATGCAGAAAAAA 

GCTAGCATGAAGCAGGAAACTCTGCTTGAGGATGAAAAGCTCCTGTGGTGCTTCTTGCCCAGCTGGACCC 

AGTACTTGTTCAGTTAGCGATGTACCTGCCACTGTGCTAAGGGCGGATGATTCAGTGGTGCACGAGGGCT 

GCAGGATGCCAACCTCATGGAGTTTACAGTGCAGAGGGAATAAAGCTGTGCTAAACCACAGAACCTCCAG 

GTGGATGCTTCCACCAAATCAGCTGAGGAGTCCATGGCTGAGTCCATGGAAAGTCAACTCAATTCTTACC 

CCATCAAACTGAGTTGGAACTAGGAGACTGGGTCCCAGAGAGATCAGGGAAGAGATATAGTTCTTCAACT 

GAGTCTCTGGAGTGGAAACTACCTCATGACATGCTAGCTCTCTGAAAGCTGTTTGGGCAGTTTTAACTGA ' 

ACCAGGTCTTTGCCCACTTTTCCCTTTTCTATTGAATGCAATTGAAATTCCGCTTGATGACTCAAAAGGA 

TCCTGATTCAGATCCCTTCCCCACTACTCTAAGCCAGTTTCCTTACAAAGGCTAAATAAAGTCTAGCAAC 

TAGTTCCAAAGGAATTCTGATTAACGCAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0102 | Acc|AB054 642 |Ver|AB054 642.1 GI : 14 970991 | Canis familiaris mRNA for chemokine, 
complete cds. 

ATGATTCCCTTGAAGATGCTGCTCCTGGTCACGCTCCTCCTGGGGGCTTCTCTGCAGGTCACCCATGCAG 
CTCGAGGCACCAACGTGGGCCGGGAGTGCTGCCTAGAGTACTTCAAAGGAGCCATTCCTATCAGCAGGCT 
GACAAGGTGGTACAAGACTTCAGGGGAGTGTCCCAAGGATGCCATCGTGTTTGTAACTGTCCAAGGCAAG 
TCCATCTGTTCCGACCCCAAGGACAAGAGGGTGAAGAAGGCGGTCAGATATTTACAAAGAACCTGGAAGG 
GAGGGCCCCAAGAGTCCTGATTCCTGCCTGGATCATTTGGAGACCTCCACCCTCAGCGTTTGCTACCCCA 
ACCTCCAGCTGCTGGAGTCCAGTGGAGGCCTCCAAGGACAAAGGTGAACCCTGTCCCCTCTTCTGGATGG 
AACCATGGCACGAAAGAGCCCATTAAAGTCTGTCTCTTTGTACTTT 

>GBCA0103 |Acc|AJ298295 | Ver | AJ298295 . 1 GI : 12957058 | Canis familiaris mRNA for preproMTLRP. 

GAATTCGGCACGAGGGGAATCCCAGGCGCATCTGACACCATGCCCTCCCTGGGGACCATGTGCAGCCTGC 

TGCTCTTCAGTGTGCTCTGGGTGGACCTGGCCATGGCGGGCTCCAGCTTCCTAAGTCCCG7\ACACCAGAA 

ACTACAGCAGAGAAAGGAGTCCAAGAAGCCGCCGGCCAAACTGCAGCCCCGAGCCCTAGAAGGCTCCCTT 

GGCCCAGAAGAGACAAGTCAAGTGGAAGAGGCAGAGGATGAGCTGGAAATCCGGTTCAATGCCCCCTTTG 

ATGTTGGAATCAAGCTGTCAGGGCCTCAGTACCACCAGCATGGCCAGGCACTCGGGAAGTTTCTTCAAGA 

GGTTCTTTGGGAAGACACCAACGAGGCCCTGGCAGACGAGTGATCATCCACAAGATGGGCCTGCCTGTTC 

TCCCCCCACCCTAGAAGCACTCACCTGACTTTTACACTGTTTCTGCAGCTACTCCCAGTTCTGAGTGGTA 

CTAGT T GAAGAGGT GAAT AAACATTCAAACCAT AAAAAAAAAAAAAAAAAAC T CGAG 

>GBCA0104 |Acc|AF197950|Ver|AF197950.1 GI : 657 87 66 | Canis familiaris androgen receptor (AR) 
mRNA, complete cds. 

ATGGAGGTACAGTTAGGGCTAGGGAGGGTCTACCCCCGGCCGCCGTCCAAGACCTATCGAGGAGCTTTCC 
AGAACCTGTTCCAGAGTGTGCGCGAAGTGATCCAGAACCCGGGCCCCAGGCACCCTGAGGCCGTGAGCGC 
AGCACCTCCCGGTGCCCATTTGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGGAGACCAGTCCTCGGCAG 
CAGCAGCAGCAACAGCAGGGTGACGATGGCTCTCCCCAAGCGCAGAGCAGAGGCCCCACAGGCTACCTGG 
CTCTGGATGAGGAACAGCAGCCTTCCCAACAGCGGTCAGCCTCCAAGGGCCATCCGGAGAGTGCCTGCGT 
TCCAGAGCCTGGAGTGACTTCGGCCACCGGCAAGGGGCTGCAGCAGCAGCAGCCAGCACCACCGGACGAG 
AATGACTCAGCTGCCCCATCCACATTGTCACTGCTGGGCCCCACTTTCCCGGGCTTAAGTAGCTGTTCCA 
CCGATCTTAAAGACATCCTGAGCGAGGCTGGAACCATGCAACTCCTTCAGCAGCAGCGGCAGCAGCAGCA 
GCAGCAGCAGCAACAGCAACAGCAGCAGCAGCAGCAGCAACAGCAGGAGGTAGTATCAGAAGGTAGCAGC 
AGCGGGAGAGCAAGGGAGGCCGCCGGTGCTTCCACCTCCTCCAAGGACAGTTACCTAGGTGGCAGTTCGA 
CCATCTCGGACAGCGCCAAGGAGTTGTGTAAGGCAGTGTCGGTGTCCATGGGTTTGGGTGTGGAGGCATT 
GGAACATCTGAGCCCTGGGGAACAGCTTCGGGGGGATTGTATGTACGCCCCGCTCCTGGGAGGTCCACCC 
GCCGTACGTCCTTGCGCTCCGCTGGCCGAATGCAAAGGTTCTCTGCTGGATGACGGCCCGGGCAAGGGCA 
CCGAAGAAACTGCTGAATATTCCCCTTTCAAGGCAGGTTATGCGAAAGGGTTGGATGGGGACAGCCTGGG 
CTGTTCGAGCAGCAGTGAAGCAGGGGGCTCCGGAACACTTGAGATGCCATCCACCCTGTCTCTTTACAAG 
TCTGGAGCACTAGATGAAGCGGCAGCTTATCAAAGTCGAGACTACTACAACTTTCCTCTCTCCCTAGGCG 
GGCCGCCTCCCCATCCACCACCTCCCCATCCTCACACCCGCATCAAGCTGGAAAACCCTCTGGACTATGG 
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CAGCGCCTGGGCGGCTGCAGCGGCACAATGCCGCTACGGGGATCTGGCGAGCCTGCACGGAGCGGGTGCA 
GCAGGACCCAGCTCGGGCTCACGTTCGGCCACCACCTCCTCTTCCTGGCACACTCTCTTCACAGCAGAAG 
AAGGCCAGCTGTATGGGCCCTGCGGCGGGAGTGGAGGCGGCAGTGCAGGCGACGGGGGATCTGTAGCCCC 
CTATGGCTACACTCGGCCACCTCAGGGATTGGCGGGTCAGGAAGGTGACTTCCCTCCACCTGATGTGTGG 
TATCCGGGCGGTGTGGTGAGCAGAGTGCCCTTTCCAAGTCCTAGTTGTGTCAAAAGCGAGATGGGCTCTT 
GGATGGAGAGCTACTCCGGACCCTATGGGGACATGCGTTTGGAGACTGCCAGGGACCATGTTCTACCCAT 
TGACTATTACTTTCCACCTCAGAAGACCTGTCTGATCTGCGGTGATGAAGCTTCTGGCTGTCACTATGGA 
GCTCTCACTTGTGGAAGCTGCAAAGTCTTCTTTAAAAGAGCCGCTGAAGGGT^AACAGAAGTACCTGTGTG 
CCAGCAGAAATGATTGTACCATCGATAAATTCCGAAGGAAA^TTGTCCATCTTGTCGCCTCCGGAAATG 
CTATGAAGCAGGGATGACTCTGGGAGCCCGGAAGCTAAAGAAACTGGGGAATCTGAAACTGCAAGAGGAA 
GGAGAGGCTTCCAATGTCACCAGCCCCACTGAGGAGCCAACCCAGAAGCTGACGGTGTCACACATTGAAG 
GCTATGAGTGTCAGCCCATCTTTCTGAATGTCCTTGAAGCCATCGAGCCAGGCGTGGTGTGTGCTGGACA 
TGACAACAACCAGCCCGACTCCTTTGCAGCCTTGCTCTCTAGCCTTAATGAATTGGGTGAAAGGCAGCTT 
GTACATGTGGTCAAGTGGGCCAAGGCCTTGCCGGGCTTCCGCAACCTGCACGTGGATGACCAGATGGCAG 
TCATTCAGTACTCCTGGATGGGGCTCATGGTGTTTGCCATGGGCTGGCGATCCTTCACCAATGTCAACTC 
CAGGATGCTCTACTTCGCCCCTGACCTGGTTTTCAATGAGTACCGCATGCACAAGTCCCGGATGTACAGC 
CAGTGTGTCCGAATGAGGCACCTCTCTCAAGAATTTGGATGGCTCCAAATCACCCCGCAGGAATTTTTGT 
GCATGAAGGCGCTGCTGCTATTCAGCATTATTCCAGTGGATGGGCTGAAAAATCAAAAATTCTTTGATGA 
ACTTCGAATGAACTACATCAAGGAACTTGATCGTATCATTGCTTGCAAGAGAAAAAATCCCACATCCTGC 
TCAAGGCGCTTCTACCAGCTCACCAAGCTCCTGGACTCTGTGCAACCTATTGCTCGAGAGCTGCATCAGT 
TCACTTTTGACCTGCTAATCAAGTCCCACATGGTGAGCGTGGACTTTCCAGAAATGATGGCAGAAATCAT 
CTCCGTGCAAGTGCCCAAGATTCTTTCTGGGAAAGTCAAGCCCATCTATTTCCACACGCAGTGAAGCTTT 
AGAAGCCCCTGTCTTCTCACCACCACCACCACCACCCCCGCCCCCTACTTTTTAAAACCTTGGTGTTTGT 
TTCATCTGCTTTTAGAACGTGCGATATTTCCAGTACCTACTTTTTTGCTGAATCCAAAGATATATAAATA 
T AAATATAT AT AT T T TAT AAAGAT CAAAAT GATAT AAAGGAGAT ACGT T TCTTCCTT TAAAAAAAAACAA 
ATAGAAATTCATTGTTAATGTTCGTATTATGATGCCACTTTTCTAAATCGTGCATCTTGTATATGTGCTG 
CCGAAGTGAGCACTAAATCGTGCATCTTGATGGAAAGGTGTAAATATCAATCACCAGGACTGCTTAGTTA 
ATTGGTATTTAATATCTAGGTGAATTGGGGGTATGGGGTGGGGGTATGACAGGACATACTTGGCTTGCCC 
TCCTCGAAATGACTGCCAGTTTTCCATATGCCTGTCCAGTTCCAGGAATTTTGTTCACAAGTGTGGGGGC 
GTCATAGGAGTAAAGCCTGTAGGACAGATGAAACCCCCTGCTTCAGAGGAGCAAGAGCTCCAAGGCCAAC 
TGTTTAACAAGCAAGGTGTTTTTTTTTCTTTCTTTCTTTCTCTTTCCAATGTGTGGAATTTTGATGATGG 
AAATGTCATTCTGAGAGCAATATTTAAAATTCTCAGGAATTGACTTATAGTATTGAGAATGAATTCAGTT 
GC AAT C AAGT T TAG AT T AAAT GTTGCTTT T AAAAAAT C T C AG T CAT AC T T C AC AC T GC AAAG AAT C C AG A 
TCACATGGGATAACTTATGAGATGGTTGAGTGGTAAGCTCTGACTGCTTTGCTGATCATTTTGTAAATAA 
AGGTTTC 

>GBCA0105 |AcclAF177934|Ver|AF177934.1 GI : 60034 80 | Canis familiaris prostaglandin E2 
receptor EP4 subtype mRNA, complete cds . 

GCGAGAGCAGAGCTGGGAAGCCGCGGCCGGGAGGGGGAAGATGAACGCAACCAGGTGTTCGAAAGCTTGC 
CACTGTGACCCCAGTTCCGGAAGCCTGGCAGCCACCGAGCCCCGGCTGTGACAGGGCAGAGGCTTGCCCG 
GCCCGCGCCGAGGCCGGGTTGAGGCGTGTCTTGGAAGTCTGCGTCTTGACCCTGGGGGCCTCCGCGGCCG 
CCCCCGCCGCGGCCACCGCAGACCCAGCCTCGAACTCCATCCAAGGCCGCGCGTGCCCAGGGCCACCGCC 
ATGTCCACTCCCGGGGCCAATGCGTCCGCCTCCTCCACCCCCGACCGTCCGAACAGCCCGGTGACCATCC 
CGGCGGTGATGTTCATCTTCGGGGTAGTGGGCAACCTGGTGGCCATCGTGGTGCTGTGCAAGTCGCGCAA 
GGAGCAGAAGGAGACGACCTTCTACACGTTGGTGTGCGGGCTGGCCGTCACCGACCTGCTGGGCACGTTG 
CTGGTGAGTCCGGTGACCATCGCCACGTACATGAAGGGCCAGTGGCCGGGAGGCGAGGCCCTCTGCGAGT 
ACAGCACCTTCATCCTGCTCTTCTTCAGCCTGTCCGGCCTCAGCATCATCTGTGCCATGAGTATCGAGCG 
CTACCTGGCCATCAACCACGCCTACTTCTACAGCCACTACGTGGACAAGCGGCTGGCGGGCCTCACGCTC 
GTCGCGGTCTATGCGTCCAACGTGCTCTTCTGCGCGCTGCCCAACATGGGCCTGGGCAGCTCGCGGCTGC 
AGTACCCGGACACCTGGTGCTTCATCGACTGGACCACCAACGTGACGGCGCACGCCGCCTTCTCCTACAT 
GTACGCGGGCTTCAGCTCCTTCCTCATTCTGGCCACGGTGCTGTGCAACGTGCTGGTGTGCGGCGCGCTG 
CTCCGCATGCACCGCCAGTTCATGCGCCGCACGTCGCTGGGCACGGAGCAGCACCCCGCGGCGGGCGCGC 
TCGCGGTGCCCTCCGCGCTCTGCCGCAGCCACCCGGCCGCCGCCGCCCCCTCCCCCGCGCTGCCGCGCCT 
CAGCGACTTTCGCCGCCGCCGGAGTTTCCGCGGGATAGCGGGCGCCGAGATCCAGATGGTCATCCTGCTC 
ATCGCCACCTCCCTGGTGGTGCTCATCTGCTCCATCCCGCTCGTGGTACGGGTGTTCATCAACCAGTTAT 
ATCAGCCACGTTTGGTGAAAGAAATCAGCAAAAACCCAGACTTGCAGGCCATCCGAATTGCTGCTGTGAA 
CCCTATCCTGGACCCCTGGATATACATCCTTCTGCGGAAGACCGTGCTCAGCAAAGCAATAGAGAAGATT 
AAATGCCTCTTCTGCCGCATCGGCGGGTCCCGCAGAGACCGCTCGGGACAGCACTGCTCAGAGAGCAGAA 
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GGACATCCTCTGCCATGTCCGGCCACTCTCGCTCCTTCCTCTCCCGGGAGCTGAAGGAGACCAGCAGCAC 
ATCTCAGACCCTCCTCTACATGCCCGACCTCAGCGAAAACGGGCTTGGAGGCAGGAATCTGCTTCCCGGT 
GTCCCTGGCATGGGCCTGCCCCAGGCAGACACCACCTCCCTGAGGACTTTGCGAATATCCGAGACCTCGG 
ACTCCTCCCAGGGGCAGGATTCAGAGAGTGTTTTATTGGTGGACGAGGTTGGTGGAAGCAGCCACCAGTC 
TGGCCCTGGCCCAAAGGGGAACTCTCTGCAAGTCACTTTTCCCAATGAAACACTGAACTTATCAGAGAAA 
TGTATATAGTAGCTAAGGAAGGAAATACAGCACTATTTCTGGAAGCATATAAAATCCTGTGCAATAGACA 
CATAAATGAGGTGTTTGGCTGTGCTCAGAAGGGCTGTTTTGTCCTTCAACTCACATTAAAGAACATCTGG 
GCTCTCTAGCACTTTTCAAACAATCAAGTTGATTCATACGGGAACCCATGGTCTGAAGCGCATTGGTTGT 
CACTTCACTATGACACAGGATTTCTGTCACCACTTGATGGCTGGGAAGGCCTACCCTCAGTTTTTCTACT 
TGATAGGAGGATGGCATAAGTTTTGCTATTTTCATAACATCCAGAGCTTTTTATCTGGCACACAGCAGCA 
GGCCAGGTACAGAAGGGCTCTATTCCAATAAACTATGAGGACTGATCTTGTGATTTAAGTGTCTCACTAA 
AGCATGAAATGTGAATTTTATTGTTGTAAATATGACTTAAGGTATTTAAAGTATTTTCTTCTCTGTGAGA 
AGGTTTATTGTTAATACAAGGTATAATAAAATTATGGTAACCCTCTTCTTCCCAGTATAACCAGCTGAAG 
T TGCAGATGTTAGAT T T T TT T CATAAACAAGGTCAGGCCAAAAT GT GGAAAAT AT ACAATGAGACTCATA 
GCTAT AAAACAGATATAAAT TT T T AAAAGAAAGAGT T T AGTAT TAT AAAAGGAATAAAGCAAAATACTAT 
T T T AAGACAT GAAGACT ATAAT CCAAAATATT AAAGT T CT T T CCAAGCT ATGTAT TATAATACATAGTGA 
AAAATTTTTAGTGATGCTACATGTATTCAGAAAACTGTGATTTCAGGAGAAGCTAACCGCTGGTAAATAT 
TTTCTACTTTCCTCCCCACTGATACTTTTTAAAATATGACAAATTTTAAAAAGTCTTAAATAACCCATAA 
TTGAAGTGTGTAATATAAAAGAAGTCTAAGCAACTTGTTTTCCCTCTTAAACTGTTCATAGTTTTACTTT 
CCTAAGGAATGATCTAGAATATCCTTTAAAATGTAAGAGGAAGAAGGCACATTGCCCCATGAAGGCCTTT 
AT GAT GAGAT GTGGAAGTATCACAGAT GCCAT AGG AGT T T AAC AAC AT TAGGAAAT TGGACACAT GAGGA 
TAACCTTCTAGCAGTTTTGTGTAACACCCAGTGATGCTGTACACATTTGAAGGACCTTTCTCAAGGAACT 
ACTAAGCATGTTTTGTTGCTTAAAGTGTTTTTGTGAATTGCTTGGTTGTAATTAAATTCTGAGCCTGGTA 
GTTGATACAGT T T TAAGAAGCAGT TGT ACCAACTGAAAT TAT T T TGGAGAT TATAATAAATAAATACAC T 
CAGTCTGAGTTCCATATAAAAAA 

>GBCA0106 |Acc|AY047597 |Ver IAY047597. 1 GI : 18466798 | Canis familiaris beagle Murrl (Murrl) 
rnRNA, complete cds . 

GCGGGGCTGCTGGCCAGCATGGCGGCCGAGCTCGAGGGCTCCAAGGCGCTGGGCGGGCTGCTGAGCGGCC 
TGGCCCAGGAAGCTTTCCACGGGCACCACGGCATCACGGAGGAGCTGCTGCGGAGCCAGCTCTATCCGGA 
GGTGTCCCTCGAGGAGTTCCGCCCCTTTCTGGCGAAGATGAGGGGCATCCTTAAGTCGATTGCATCTGCA 
GACATGGATTTCAACCAGCTGGAGGCATTCTTGACTGCTCAAACCAAAAAGCAAGGTGGGATCACATCTG 
ACCAAGCT GCT GT CAT T TCCAAAT T TTGGAAGAACCATAAGACAAAAAT TCGAGAGAGCCT CATGAACCA 
GAGCCGTTGGGACAGTGGGCTTCGGGGCCTGAGTTGGAGAGTTGACGGCAAATCACAGTCAAGGCATTCA 
GCTCAAATACATACCCCTGTTGCCATAATGGAGCTGGAAATAGGAAAAAGTGGACAGGAATCAGAATTTC 
TGTGTTTGGAATTTGATGAAGTCAAGGTCAGTCAACTCCTAAAGAAGCTCTCAGAGGTAGAAGAAAGTAT 
CAGCACACTGATGCAGCCAGCCTAGCTGAAGATGGAGTTGTTGAAGCAAAGGTGTTCATGATCCCTCCCC 
AGTGACCTGCGATTTTTTTTTTTTAAATCTTATTCACCCATTTTATTAAATCCCCAAATTCAAATCTGTT 
TGTCTCACTTGCTGAGATTTCTTTTGTCTTTCTCTTTCATTCATTCTTACAGTTGTACTACTTGTAGAGG 
TTCTAAAACTTTAGCATGCAGAGTGCTCATAAAAGCACCTTGAGATCAAGAGTCACCTGCTTCACTGAGT 
AAGCCAGCCCGGTTCCCCATTATAAAAGCATTTTAAAAAGGCTTAAGGGCCATATCCCTAGACACTTGAA 
TTGAGTAGGACTAGGTGGAGTCAACTTCAGGAACCCTTACTATGGTGGTCGGTTCCTGGAGTAGGATTCC 
ATAAATCAT GGAAGAATT AGAAAAGGGGGAACAAAACAT TTTAT T CATGCAAATACAAGGCTGACCAAAA 
GCCATGTGTCTTGAGCTGAGGCTTAGAAAGCCTGCCTAACCTACAAAAAGTTTACTGATCCTGGTAAAAC 
CTGTGATGCTCCTGGAACTGATTCAGACATTTGGATTCATTCTCACTAAATATGAGGGGTCTGGTTTGAT 
CTGAACTACTGAGAAAGTTGGGCTTTTCTGGAACCTAGAACTAAACGGTCCTTGTCACAAAGGGACTGAC 
TCCCTTTATACTTACTTCAAGTCAGAGTTGTATGAAAGGAAAAATGTCTACTGAGCTGATGTGAGGTCTT 
TTACATCAGAAAATTTTACTTGGGTCATCAAATAAAACCTTTTGAAGAAAACTAATAAAGGGGTACCTGG 
CTGGGTCAGTTGGTATAACATGTGACTCTTGATCTTGGGGTTGAGGGCATAGAGATTACTTAATAAATAA 
AT AC AAAT T AAAAG AAAG AAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0107 |Acc[AY048585|VerlAY048585.1 GI : 1847 6188 | Canis familiaris opticin rnRNA, 
complete cds . 

CTCAGTTCTGGAACAGGAGGATGGGAGTACCTGCAGGGACTGGACGCTGAGGTGATTCGACCCCATTCTC 
GCTTCTGCTGCCACCTGCTCCCAGGGTCCCCATGAAGCTCCCAGCATTTCTGAGCCTGCTGGCCCTGGTG 
CTGCTGGAAGCGGGGACAGCTTCTCTCCCCAAGGAGAGGAAGCGGAGAGATGAGATGCACGGGGAAGGTG 
ATTCTTATGTAGTCCTGGGGAACTATGTCCTGGGCCCGGACAACTATGATGAGGTCATTGACCTCAGCGA 
CTACGAGGGGCTCATGGACTACGGGGACCAGCTCCCTGAGGCTAAAGTGACCAACCTGGCTCCTCCCACC 
GGGATCAGTTCTGCTCAGAGCACAATGACTCCAAGGACCCTATCTTTGAAGCCCACGATGATCAGGCCTA 



1218 



WO 2005/067649 



PCT/US2005/000517 



CGGAGCTGGGCGTCCTGGGCTCCCCAAACAGCCACGGCCTGCCCACCTGTCTCATCTGCGTGTGCCTTGG 
CTCCTCTGTGTATTGTGATGATGCTGACCTGGAGAACATCCCTCCTCTCCCCAAGACAACCACTTACCTG 
TATGCCCGCTTCAACCGCATCCGCCGGATTCGAGCTGGAGACTTCAAGGGGCTGACAAAGCTGAAGAGAA 
TTGACCTTTCCAGCAATTCCATCTCCTCCATTGATGACGACGCCCTCCGCCTGCTGCCCGCCCTGCAGGA 
CCTGATCCTCCCAGAGAACCAGCTGGCAGCCCTGCCTGCGCTGCCCCCTGCCATTGAGGTGCTGGATGCC 
CGCCACAACCAGCTCCAGAGTTCAGGGATACAGCCTGAAGCTCTCAGGGCACTCGAGAAGCTGCAGTTCC 
TCTACCTGGCTGACAACCTTCTGGACTCCATCCCTGGGCCTCTGCCCCCAAGCCTGCGTTCGCTGCATTT 
GCAGAATAACTTGATAGAGACCATGCAGACAGACGCCTTCTGTGACCCCGAGGAGCACAAACACAGCCGG 
AGGTGGCTGGAAGACATCCGCCTGGATGGCAATCCCATCAACCTGGGCCTCTTCCCCAGCGCCTACTTCT 
GCCTGCCTCGGCTCCCCACGGGCCACTGCTGCTAGCTCACGGCTCCCAGCTCACGGCTCCCCACTCCCCA 
GCAAGGGGCCTCACCACCTGCCAAAAGCACAGACTGCCTCCACCTCCACAGGGTGTCCTTTGTTCACAGG 
GGAATCAGCCTCCCGAGCCAACTGCAAAACTCACCCCCACTCCCTTCCTCCAACTGCTACACCCGAGCAC 
ACACACACATGCACACACATATACACACAGATATACATCCACAGACATGTACATATACACAGACATATAG 
ACATATAGACATATACACAGAGACAGACATACACGCATAGACACACAGACACATGTACACAGACACACCG 
ATGCACAGAT AT ACACACACGTAGACAT ACACACGTGT GCAT GTGCAGAAT GTCC T T CAGT AACCAAAT T 
CGCATTTCTCATCCTCTTTCCTGTTAAGGAAAACCTTACGGCTCCTGACTCAGAGAAAAGTAGCATCTGC 
AGCAAAGCTCATTCAAATATTCCCCATCCCTCCTACCCACACAGAATGTCAGGAAGTCATGGAAGAGGAA 
GAGGAGAAGAAAAGGAGGAAGCGGGAGAAGCAGTGGCATGCTTTAGCCAGCTCTTACTACAAGGCTTCCA 
GAACCAAT T GT TACATCT T CCAGAAT T T CATACGCCAGTCAT T AAACACCGCT TTTAT T AAAGATT AAAT 
TATAAGCT T GCAT TTAAAT ATAT GAT GT TGAAAATAAATGTAATAAATACT CAGACTCAT TACT T CCC 

>GBCA0108 |Acc|AJ296287 |Ver IAJ296287.1 GI : 166054 94 | Canis familiaxis tcofl gene for 
treacle protein. 

GGCACGAGGGGGCGTGCAGGTGAGCGGACAGGCCGAGTTTCGCCGGCATGGCCGAGGCCAGGAAGCGCCG 
GGAGCTCCTTCCCCTGATCTACCAGCACTTACTGCAGGCGGGCTACGTGCGCGCGGCGCGGGAAGTGAAG 
GAGCAGAGCGGCCAGAAAAGTTTCCTGACTCAGCCTGTGACCCTTATGGACATCTATACTCACTGGCAAC 
AAACCTCAGAGGTTGGCCAGAAGCGGAAGGCAGAGGAGGATGCAGCGCTGCTGGCTAAGAAGACCCGAGT 
GTCAGACCCCATTAGCAGCTCAGAGAGCTCAGAAGAGGAGGAGGAGGAGGAGACAGAAGCTGAAGCCACC 
AAAACCACCCCAAGACTAGCATCTACC AACTCC TCAGT T CCAGGACCGGT TTT GCCAT CAAGCACAAAAG 
AAAAAGGCGTGGCAAAGACCAACAAAGCCAGCAAGATGGTCAACTCCACACCACATCCGGCCTCTGCCAA 
GGCAGTGGCCCACATTCTGTCTGGGAGATCACCCAGGAAGTCTGCAGGGCCCTCGGCAAATACCATCCTG 
GTCTCGGAAACTGAGGAAGAGGGCAGTGTCCCGGCACTCGGAACCACAGCCAAGCCTGGAATGGCATCAG 
CCAACCAGGCCGACAGCTCCAGCGAGACCTCCAGCTCCAGTGATGAGACCGATGTGGAGGTGAAGGCCTC 
AGAGAAAATTGTCCAGGCCAAAGCTGCCTCGGGTCCTGTCAAGGGGACCCCTGGGAAAGGGGCCACTCCA 
GCTCCCCCTGGGAAGGCAGGGCCTTCGGCTGCCCAGGCCAAGACAGAGAAGCCAAAGGAGGACTCAGATA 
GCAGTGAGGAGGACTCCGACAGCGAGGAGGAGCCACCAGCTGCCAAGACGCCACTTCAGGTGAAGCCTTC 
AGGGAAGACACCCCAGGTCAAAGCTGCCTCAGCTTCTGCCAAGGAGTCCCCTAGGAAAGGGGTCCCTCCA 
GTGCCCCCCGGCAAGGTAGGGCCTGCAGCCGGCCAGGCTAAGAAGGGGGCGGGGGAGGAAGACCCGGACA 
GTAGCACCGAGGAGTCTGACAGCGAGGAGGAGGCACCAACAGCTGTACCCCCAACCAGGAGCCCTGTTCA 
GGCAAAGCCCTCAGGGCAAAACTCCCAGGTCAGAACTGCCTCGGGTCCTGTCAAGGGGCCCCCTCAGAAG 
GCAGGGCCTGCAGCCACCCCAGTAGGAAAACAGGAGGAGGACTCAGAGAGCAGCAGCGAGGAGGAATCAG 
ACAGCGAGGGGGCAGCGCCAGCCCAGGCAAAGTCTTCTGGGAAAATCCCCCAGGTCAGAGCTGCCTCGGG 
TCCTGCCAAGGGGCCCCCTCAGAAGGCAGGGCCTGCAGCCACCCAGGCCAAGGCCAAGATGTCCAAGGAT 
GACTCAGAGAGTAGTGAGGAGGAGTCAGAGAGTGAAGAGGAGGCGCCTGCAGCCATGGCTCCAGTCCAGG 
CAAAATCAACTGTGAAAACACCCCAGACGAAGGCCTCCCCAAAGAAGGGCACCCCCATTACCCCTATACC 
TGCCAAAGCTCCCCCAGTGCGAGTGGGCACACCAGCCCCTTGGAAGGCGAGAGCAGAAGCTTCTCCAGCC 
TGTGCCTCGTCTCCAGCTATGGCGAGGGGCGCCCAGAAGCCAGAGGCCTCTTCAAGCAGCGAGGAGTCTG 
AGAGTGAGGAGGAGACTGCTCCCGCCCCAGCAGCAGGACAGGCAAAGCCTGTGGGGAAAGGTGTCACCGT 
GAAGGCTGCCTCCACACCCACCAAGAGGCCCTCAGGCCAAGGGACTGCCCTAGCACCCCCTGGGAAGGCA 
GGGCCTGCAACAGCCCCAGTGAAAACTGAGGTGCAGGAAGACTCCTCAGAGAGCAGCGAGGAGGAATCGG 
GCAGTGAGGAGGCTGAGGAGGCGGCTGCGGCTCCTGCTCAGGTGAAGACCGCAGTGAAAACCCCTCAGAG 
CAAGGCCAACCAAGCTCCCACCAGAGCAACTTCAGCCAAAGGGGCAGCATCAGCTCCAGGAAAAGTTGTC 
AGTGCAGCTGTTCAAATCAAGCAGGAGTCCCCGGCCAAGGTAAAGCCACCAGCAAGAACCTCCCAGAGCA 
ATGCTGTCTCAGTGAGGGGCCAGGGCGCTGTGCCAGCTGTGGGGAAGGCAGTGGCCACAGCAGCCCAGGC 
CCAGCCAGGGCCAGTCAAGAACCCAGAGGAGGACTCGGAGAGCAGTGAGGAGGAGTCCGACAGTGATGGG 
GAGGCCCCCACTCCGGTGAAGCCCTCAGGGAAGACCCCCCAGGTCGGAACTGCCTCAGCCCCCAGCAAGG 
GGCTGTCCAGGAAAGGGGCCACAGCAGCCCCTCCCAGGAAGACAGGAGCCGTGGCCACCCAGGCTGGGAA 
GCCGGAGGAGGACTCTGAGAGCAGCAGTGAGGAGGAGTCTGACAGCGAGGAGGAGGCGCCGGCCCAGGTA 
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AAACCTGGTATAAAGCCTCCCCAAACCAAGGCTTCCCTGCTGAM.GGTGTCTCAGGCACTCCTGCATCTG 

CCGAGGCCTCCACAACACGAGTGGACAACTCAGCCCCACAGAAGGCTAGACCAGCACCTCCTGCCAAGAA 

AGAGGGGAGCTCCAAAACTGCGAAAAGCAAGGCCCAGGCCCCAGCACCTCCGGAGAAGAACGCAGAGGGG 

TGCTCCGAGAGCAGCGACGACGAGCTGCCAGCCACCCAGGTGATTAAACCCCCTCTGATTTTTGTCGACC 

CTAATCGTAGTCCAGCTGGCCCAGCTGCTACCGCCACACAAGCTCCAGCTGCAGACACCCCGAGGAAGGC 

CCAGGCCTCGGAGAGCACAGCCAGGAGCTCCTCCTCCGAGAGTGAGGATGAGGATGTGATCCCCGCTACG 

CAGTGCTCCGTTCCTGCCGGTAGAACCAACGTGACCCCACTCACGGCCCACCCAAGGCCGGCTGTCAGAG 

CCAGCACTGTTGGGGCCAGCGGCGGTGAGGCATCCGGTCGGGTGTCAGAAGGCAAGAAGCAGGAGGCACC 

CATCACTCAGGTGACAAAGAGGAACCCTGCTCACCTCCCGCTGACCCAGGCTGCCCTGAAGGTCCTTGCT 

CAGAAAGCCAGTGAGGCCCAGCCTCCTGCTGCCAGGACCCCGTCTTCAAGTGGGGTTGACCATGCTCTGG 

GCACACTCCCTGTAATGAGTCCTCAGATCACCCCTGTGCAGGCCAAGATGACCAACAAGCTCAAAAAGGC 

TGAGGTCCCTGCAGTCGAGCGAGCCACAGCCACTCCTGTGGGACACCCCAAAGCCAAGGCCTCTGAGACC 

TCCAACGACAGCGAGGACAGCAGCGGCAGCTCTTCAGGGAGTGAGGAGGATGCTGACGGGCCCCAGAAGG 

CCCACAGGCGGGTAGGTCCAGCCCCCTCTGCGACGGAGACCTTGGTGGAGGAGACCACAGCAGAGTCTAG 

CGAGGATGAGGTCGTGGCACCCTCTCAGTCTCTCCTCTCAGGTTATGTGACCCCTGGGCCAACTCTGGCC 

AACTCCCAGGCTTCAAAGGCCACTCCTAGGCCAGACCTCAACCCGTCGGCTTCCTCTACTTCCATCAGCA 

AAGATGCCCCAGATGGCAAGCAGGAAGTGGAGCCCCAACACGTAGCAGGCACTGTATCCCCTAAAACAAG 

CAGGAGAGAGGCTGATGCCACGCCTCAGAAGCCCCGGAAGCCCAAGAAGGAGGCCGGGAGCCCCCAAGCC 

TCCACGCTGGCCCTGCAGAGCGACATCAGCCGACGCCTCCTGAGTGAGCCCTGGCCCCTGAATGAGGCCC 

AGGTCCAGGCCTCGGTGGTGAAGGTCTTGACAGAGCTGCTGGAGCAGGAACGGAAGAAGGCCGCCGATGC 

CGCCAAGGAGAGCAACAGGAAGGGCCGGGTGGGCCGCAAGCGGAAGCTGTCGGGGGACCAGACAGCAGCC ' 

AGAGTCCCCAAGAGCAAGAAAAAGAAGCAGCTCGTGGCCGGGGGAGGTGGGGAGGGTGCTGCTGGCTCAC 

CAGAAAAGGCCCTCAGGACTCCCAAGGGGAAAGCCAAGAGAGATGGAGCAAGCAGTGACATCAAGGAGAA 

GAAGGAGAAAGAGTCTCCTGGCTCTCTAGAGGCCAAGGAGAAGCCGGAAGGGGAGCCGGGGACACTGAAG 

GTTGAAGGTGGAGACCAAGGCAACCCAAAGATCAAGAAGGAGAAAAAGAAATCAGATAAGAAAAAAAAAG 

ACAAG GAAAAAAAGG AAAAGAAG AAGAAGGC AAAAAAG GC C T C AAC CAAAG AC C C T G AC T C AC TAT T C C A 

GAAGAAAAAGAAG AAA&AGAAGAAGACAGCAGAGCAAACTGT CT GAGGGGCACAAGGCGACAGGGAT T TC 

TTAGCCAAGTGGTGACCAGCCCCATGCCTCTGCCCTGTGCCCACCGTGGGCTGGAACTGAATCTTTAGCT 

TCCCCCGTCCCCAGAAGAGGCCAGCCAGCCACAGTGTCCACGCTGGCCGAGCTAGTGAGCCCTGCAGAGG 

CTGGTCCGAGGAGGAGGAGAAGCTTCCAGCTCCAATGACTGGCACTCACTGACTCCGCGTCTGACTTCTG 

TCCTGACACAG7y\TGCTTCATAGAGATGTGTACAGTATATATATATTTTTTTAAGAGACCTGCCCCTCCC 

CCTTCAAACTGACACTCCCAGAGGCCTCGGGACCTTCCATCCTTTGACCTGCAGACCCAGCAAGGCCCGG 

CCTGCAGCTCCTCCCATGTCCCTGGTCTCTGGTCTCTGGCTGATGCTGAGGCTTTGTCCTCTCTGTTTTT 

CACATTTTGTTTGTGGTTTTTTGTAACAACTCGGAAAATAAAAGGCTTGAAGGA 

>GBCA0109 |Acc|AY064407|Ver|AY064407.1 GI : 18252813 | Canis familiaris CMP~sialic acid 
transporter gene, complete cds . 

ATGGCTGCCCCAAGAGAAAATGTCAGTTTATTATTCAAGTTCTACTGCTTGGCAGTGATGACCCTGGTGG 
CTGCAGCT TATACCATAGC T T TAAGATACACAAGGACATCAGACAAAGAACT CTACT T T TCAACCACAGC 
CGTGTGTATCACAGAAGTTATAAAGTTACTGCTAAGTGTGGGAATTTTAGCTAAAGAAGCTGGTAGTCTG 
GGTAGATTCAAGGCATCTTTAAAAGAAAATGTCTTGGGGAGCCCCAAGGAACTGATGAAGTTAAGTGTAC 
CATCATTAGTGTATGCTGTTCAGAACAATATGGCTTTCCTAGCTCTTAGCAATCTGGATGCAGCAGTATA 
CCAGGTGACCTATCAATTGAAGATTCCCTGCACTGCTTTATGTACTGTTTTAATGTTAAACCGGACACTC 
AGCAAATTACAGTGGATTTCAGTTTTTATGCTGTGTGGTGGAGTCATACTTGTACAGTGGAAGCCAGCCC 
AAGCTACAAAAGTTGTGGTGGAACAGAATCCATTGTTAGGGTTTGGCGCTATAGCTGTTGCTGTATTGTG 
CTCAGGATTTGCAGGAGTGTATTTTGAAAAAGTTTTAAAGAGTTCAGATACTTCCCTTTGGGTGAGAAAC 
ATTCAAATGTATCTCTCAGGGATTGTTGTGACATTAGTTGGCGTCTACTTGTCAGATGGAGCTGAAATTA 
ATGAAAAAGGATTTTTCTATGGTTACACATATTATGTATGGTTTGTCATCTTTCTTGCAAGTGTTGGAGG 
CCTCTACACTTCCGTTGTGGTCAAGTACACAGACAACATCATGAAGGGTTTTTCTGCGGCAGCAGCCATT 
GTCCTTTCTACCTTTGCTTCAGTGATGCTGTTTGGGTTACAGATAACACTCACCTTTGCTCTGGGCACTC 
TTCTTGTATGTGTTTCTATATATCTGTATGGATTACCCAGACAAGACACTACATCCATCCAACAAGGAGA 
AATAGCTTCAAAAGAGAGAGTTGGTGGTGTATGA 

>GBCA0110 | Acc | AY064406 ) Ver | AY064 406 . 1 GI : 18252811 1 Canis familiaris UDP-galactose 
transporter mRNA, complete cds . 

ATGGCAGCGGTTGGGGTTGGCGGATCTGCCGCGGCGGCCGGGCCAGGGGCCGTATCCGCTGGCGCGCTGG 
AGCCTGGGTCCGCTACAGCGGCTCACCGGCGCCTCAAGTACATATCCTTAGCTGTGCTGGTGGTCCAGAA 
CGCCTCCCTCATCCTTAGCATCCGATATGCTCGTACACTGCCTGGTGATCGCTTCTTTGCCACCACCGCT 
GTGGTCATGGCTGAAGTGCTTAAAGGTGTCACCTGTCTCCTGCTGCTCTTCGCCCAGAAGAGGGGTAATG 



1220 



WO 2005/067649 



PCT/US2005/000517 



TGT^AGCACCTGGTTCTCTTCCTCCACGAGGCTGTCCTGGTGCAATATGTGGACACACTCAAGCTCGCGGT 
GCCGTCTCTCATCTATACTTTGCAGAATAACCTCCAGTATGTTGCCATCTCCAACCTGCCAGCTGCCACT 
TTCCAGGTGACATATCAGCTCAAGATCCTGACTACAGCACTGTTCTCCGTGCTCATGTTGAACCGCAGCC 
TCTCACGCCTGCAGTGGGCCTCCCTGCTGCTGCTCTTCACTGGTGTGGCGATTGTCCAGGCACAGCAAGC 
TGGTGGGGGTGGCCCACGGCCACTAGATCAGAATCCCGGGGCCGGACTAGCAGCTGTGGTGGCCTCCTGT 
CTCTCCTCAGGCTTTGCAGGGGTATACTTTGAGAAGATCCTCAAAGGCAGCTCAGGTTCTGTGTGGCTGC 
GTAACCTCCAACTAGGCCTCTTTGGCACAGCACTGGGCCTGGTGGGGCTCTGGTGGGCTGAAGGCACTGC 
TGTGGCCCGTCGAGGCTTCTTCTTTGGATACACGCCTGCTGTCTGGGGGGTGGTACTAAACCAAGCCTTT 
GGTGGGCTACTGGTGGCTGTTGTAGTCAAGTACGCTGACAACATCCTCAAGGGCTTTGCCACCTCCCTGT 
CTATTGTGCTGTCCACTGTTGCCTCCATTCGCCTCTTTGGCTTTCACCTGGACCCATTATTTGCCCTGGG 
CGCTGGGCTCGTCATTGGTGCCGTCTACCTCTACAGCCTTCCCCGAAGTGCAGTCAAAGCCATAACTTCT 
GCCTCTGCCTCTGCCTCTGCCTCTGGGCCCTGCATTCACCAGCAGCCTCCTGGGCAGCCACCACCACCAC 
CGCAGCTGTCTTCTCGAGGAGACCTCATCACGGAGCCCTTTCTGCCAAAGTTGCTCACCAAGGTGAAGGG 
TTCGTAG 

>GBCA0111 |Acc|AF384054'(Ver |AF384054.1 GI : 15420723 | Canis familiaris flavin-containing 
monooxygenase 3 mRNA, complete cds. 

TTTTTTGTTTATTTTGTCTTCTCTCTTTTCTTCTCTGATTATTCTTGATAAAGAAAAAAGGTAACTATGG 

GGAAAAGAGTGGCCATCATCGGAGCTGGAGTCAGTGGCTTGGCCTCCATCAGAAGCTGTCTGGAAGAGGG 

GCTAGAGCCCACCTGCTTTGAGAGGAGTGAAGACATCGGGGGCCTGTGGAAATTCTCGGAGCATGCAGAG 

GAAGGCAGAGCTAGCATTTACCAGTCTGTCTTTACCAACTCTTCCAAAGAGATGATGTGTTTCCCAGACT 

TCCCATATCCTGATGACTTCCCCAACTTTATGCATAATAGCAAGCTCCAGGAATACATCACTGTATTTTC 

CAAAGAAAAGAACCTCCTGAAATACATACAATTTAAGACTCTTGTATGCAGTGTAAATAAACGTCCTGAT 

TTCTCAGTCTCCGGCCAATGGGATATTACCACTGAAAGGGATGGTAAAAGAGAATCAGCTACCTTTGATG 

CTGTACTGATTTGTTCTGGACACCATGTGTACCCCAATCTACCAGAAGAGTCCTTTCCAGGACTAAAACT 

T T T T AAAGGCAAATGT T TCC ACAGCCGGGAAT AT AAGG AACCAGGAAT AT T CAAGGGGAAGCGAGT TCTG 

GTGATAGGCCTGGGGAATTCAGGCTGTGATATTGCTACGGAACTCAGCCACACAGCTGAACAGGTCATCA 

TCAGTTCCAGAAGTGGCTCCTGGGTGATGAGCCGGGTCTGGGATGATGGTTATCCATGGGACATGATGTT 

CAT C ACTCGAT T T GAAACCT T CCTCAAGAACAGCT T GCCAACAAT CAT CT CTGACT GGT GGT ACATGAAG 

CAAAT GAAT GCAAGAT TCAAGCAT GAGAACTATGGCTTGAT GCC T T TAAAT GGAACCCTGAGAAAAGAAC 

CTGTGTTTAATGACGAGCTCCCAGCTTGCATTCTGTGTGGCACGGTGTCCATTAAGCCTAATGTGAAAGC 

ATTCACTGAGACTTCAGCCATTTTTGAGGATGGGACAGTGTTTGAGGCCATCGATTGTGTCATTTTTGCA 

ACAGGCTATAATTATGCCTACCCCTTCCTTGATGAGTCCATCATTAAGAGCAAAAACAATGAGATCACCT 

TGTTTAAAGGCATTTTCCCTCCTAAATTGGAAAAACCGACCATGGCAGTGATTGGTTTTGTCCAGTCCCT 

TGGGGCTACCATTCCCACAACTGATCTGCAAGCCCGCTGGGCAGTACAAGTAATAAAAGGAACTTGCACT 

TTGCCTTCTGTAACAGACATGATGAATGATATTGATAAAAAAAGGGAGGGAAAGCTCAAATGGTTTGGCA 

CCAGCGAGACAGTACAGACGGATTATATTAGTTATATGGATGAACTTGCCTCCTTCATTGGGGCAAAGCC 

CAATATCCCGTGGTTGTTCCTCACAGATCCCAAATTGGCTGTGGAGGTTTTCTTTGGCCCTTGCAGCCCA 

TACCAATTTAGGCTAGTGGGCCCAQGGAAGTGGCCAGGAGCCAGAAATGCCATCCTGACCCAGTGGGACC 

GGACCCTGAAACCCATGAAGACAAGAGCTGTTGGGAACCCTCAGAAACCTTGCATGCTTTGCCATTTGGT 

CAAGCTCTTTGTTCTTCCTGTTCTGTTCATTGCTGTTTTCCTCGCATTGATCTAATTATCATTCCCCACA 

GGAT TC TG AAAGT T ACTGAT G AT ACCCAGGAT AGAACTCTCCT AT T T AAAAAATAAGAATTT CACACCTC 

CTACTTTCCTATTCAGCAGGCATTCATCAGTAACACAGTACTATTTCCAGGCTTTCAAGTAAGCCCCTTT 

AAGAATCAAATCACGACCTAAAGACAGCATTAAT TACT TT TCT TT AGGT T CCAC TAACAT T TCATAAT CA 

GAACTATGCTTTTCACCACTAACCTCAAGCATCTCCTGAAACATTGCGATGTGATTCCTTTTCTCCTTTA 

ATCAAAGTTTGAAATACATGCTTCAAACTTAAACAAAGAGCAAACTCAGCAGAGTAGTTATGATATTCTC 

CAGCCACTTCTGAAAACCATTTGCAGGAGAATCAAGTAGAGAATTTGGCTTTTAATTCTATTTTTGTTTT 

ATGCCAAATCCTCCAGGCAATATGTCCTGATCCCTGGCCAAAAATTATAGCATGGATGGGGATCCCTGGG 

TGGCTCAGCAATTTGGTGCCTGCCTTCAGCCCTGGGTGTGATCCTGGAGACCGGGGATCAAGCCCCACAT 

AGGGCTCCCTGCATGGGGCCTGCTTCTCCCTCTGCCTGTGTCTCTGCCTCTCTCTCTCTCTCTCTGTGTC 

TCTCTCATGAATAAATAAATAAAATCTTAAAAAAAAAAAGTATAGTATGGAGACCTGGTCTATAATGAAA 

GT TAACAAGAAGTAACATTATGGACTGAT AAAGGAT AT AATAT T CT TCTCAAACT TAT GT AGCCAAC ACA 

TTCTCTTAATGTCCTATTAATGTCAATCTTTCTCCATACTTAAGACATGAATTATTTTAACTATTTTTGA 

TGTCTTAATTACTTCTTTATTAACAGCGATGATTTTTGATCACTCATTTTTGCTCTCAAGTTTTACTGAT 

AAAATT AAAT AT AT ATT T AT GTCT TAAAAGAT AT ACAATT TGAACAT ATGAAGCACAAAAGATCTTTTCA 

CTCCCAAT T T CATCTCATCATATCTATATT CTCAATAAGGACAC 

>GBCA0112 |Acc|AF384053|Ver IAF384053.1 GI : 15420721 | Canis familiaris flavin-containing 
monooxygenase 1 mRNA, complete cds. 
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GAGGAGAACATGGCCAAGCGGGTTGCAATTGTGGGAGCTGGGGTCAGTGGCCTGGCCTCCATCAAGTGCT 
GCCTGGAGGAAGGACTGGAGCCCACATGCTTTGAGAGGAGTGACGACCTCGGGGGGCTGTGGAGATTCAC 
CGAACATGTTGAAGAAGGCAGAGCCAGCCTCTACAAGTCTGTGGTTTCCAACAGCTGCAAGGAGATGTCT 
TGTTACTCAGACTTTCCTTTCCCAGAAGATTATCCAAACTATGTGCCAAATTCTCAATTCCTGGAATATC 
TCAAAATGTATGCAAACCGGTTCAGCCTTCTGAAATGCATTCGATTCAAGACTAAAGTCTGCAAAGTAAC 
AAAATGCCCAGATTTTACTGTCACCGGCCAATGGGAGGTAGTCACTCAGCATGAAGGAAAGCAAGAGTCT 
GCCATCTTTGATGCTGTCATGGTCTGCACTGGTTTCCTTACTAACCCACATTTGCCACTGGACTGTTTTC 
CAGGTAT AAATACAT TTAAAGGCCAATACT TTC ATAGCCGACAGTAT AAACAT CCAGATAT ATT TAAGG A 
CAAGAGAGTCCTTGTGATTGGAATGGGGAATTCAGGCACAGACATTGCTGTAGAGACCAGCCGCCTGGCA 
AAAAAGGTGTTCCTCAGCACCACTGGAGGGGCATGGGTGATGAGCCGAGTCTTTGACTCAGGATACCCAT 
GGGACATGGTGTTCATGACTCGATTTCAGAACATGTTCAGAAATTCTCTCCCAACTCCAATTGTGACGTG 
GTTGATGGCAAGGAAGATGAACAGCTGGTTCAATCATGCAAATTATGGCTTAGTACCAGAAGACAGGACG 
CAGCTGAGAGAGCCTGTGCTAAATGATGAGCTTCCAGGCTGTATCATCACAGGAAAAGTGCTCATAAAGC 
CAAGCATAAAGGAGGTGAAGGAAAATTCTGTTGTATTTAACAACACCCCAAAGGAAGAGCCCATTGATAT 
CATCGTCTTTGCCACTGGATACACCTTTGCTTTCCCCTTCCTTGATGAGACTGTAGTCAAAGTTGAAAAT 
GGCCAGGCATCGCTGTACAAGT.ACATCTTCCCTGTGCATCTGCCAAAACCAACCCTGGCTGTCATTGGCC 
TCATCAAACCCTTAGGCTCCATGATACCCACAGGAGAAACACAAGCACGATGGGCTGTTCGAGTCCTGAA 
AG G T AT AAAT AAG T T AC C AC C ACAAAGT G C CAT G AC AG AGG AAGT T AAC G C AAGAAAAG AAAAC AAACC C 
AGTGGGT T TGGCT T GTGCT ACT GCAAAGCT T T ACAAT CAGAT T ACAT CACATACATAGAT GAACTCCT GA 
CCAATATCAATGCAAAACCCAACCTATTCTCATTGCTCCTGACGGACCCACGCCTGGCTTTGACCATCTT 
CTTTGGCCCATGCACACCATACCAGTTCCGCTTGACTGGCCCAGGGAAATGGAAGGGAGCCAGAAATGCT 
ATCTTGACTCAATGGGATCGAACATTCAAAGTCACCAAAACTCGAATTGTACAAGAATCCCCAACTCCCT 
TTGCAAGCTTGCTTAAACTCTTAAGCCTTCTGGCTTTGCTAATGGCCATTTTCCTAATTTTCCTATAAGA 
•AGTACCCAGATGGCCTGTCAGATGCACATAGTAGATTTACAGTGCTCTGGTCCCTCCATTCCCACATCAT 
GACCCTCACAGCCTTGAACTATATTCAAGTGGTGAAGGCCACCTCCCATCCTTCCCTGGCTGACCCCAAG 
GCTACCACTGGTATTCCTGGACCTCTCCCAGCCCCACCTGCTCCCAGTGCTAGAGCAAGATAATCATGAT 
TTCTGTGCATTTGAAGGCTACTGGGAAGTTCCATGTTCATTTTACAAAGAGAGTTGTTTACGGCAGCACT 
CTGAGCATTTATATCTCTCTCTCATATAAACCATTTCATAGGCCTCAAATAAAACCCCCTAATTCACAAA 
AGATTTGGTTGTACTAAAATGATGTTGTTAGGTATCAGCTGATT 

>GBCA0113 |Acc|AF239917 |Ver |AF239917.1 GI : 7330263 | Canis familiaris interleukin-4 mRNA, 
complete cds . 

ATTGTGAGCCTCTCCTAGTAAACTGATTTGTCTGCTATTGTCACTGCAAATAGAGATCTATTAATGGGTC 
TCACCTCCCAACTGATTCCAACTCTGGTCTGCTTACTAGCACTCACCAGCACCTTTGTCCACGGACATAA 
CTTCAATAT TACT AT TAAAGAGAT CAT CAAAATG T TGAACAT CCT CACAGCGAGAAACGACTCGT GCAT G 
GAGCTGACTGTCAAGGACGTCTTCACTGCTCCAAAGAACACAAGCGATAAGGAAATCTTCTGCAGAGCTG 
CTACTGTACTGCGGCAGATCTATACACACAACTGCTCCAACAGATATCTCAGAGGACTCTACAGGAACCT 
CAGCAGCATGGC AAACAAGACC T GT TCTAT GAAT GAAATCAAGAAGAGTAC ACT GAAAGACTT CT TGGAA 
AGGC TAAAAGT GATCAT GCAGAAGAAAT ACT ACAGGCAT TGAAGCT GAATAT T T T AATT TAT GAGT T TT T 
AAATAGCTTT AT T T TAAAAATAT T TAT AT AT T TAT AACAT A&T AAAATAAAATATATATAGACT CTAAAA 
AAAAAAAAAAAAAAAAAAAA 

>GBCA0114 |Acc|AY063765 | Ver [AY063765.1 GI : 17978 64 6 | Canis familiaris inhibitor-1 mRNA, 
complete cds. 

CCATGGAGCAAGACAACAGCCCCCGAAAGATCCAGTTCACGGTCCCGCTGCTGGAGCCGCACCTTGACCC 
CGAGGCGGCGGAGCAGATTCGGAGGCGCCGCCCCACCCCTGCCACCCTCGTGCTGACCAGTGACCAGTCA 
TCCCCAGAGATAGATGAAGACCGGATCCCCAACCCACATCTCAAGTCCACTTTGGCAATGTCTCCACGGC 
AACGGAAGAAGATGACAAGGATCACACCCACAATGAAAGAGCTCCAGATGATGGTTGAACATCACCTGGG 
GCAACAGCAGCAAGGAGAGGAACCTGAGGGGGCCGCTGAGAGCACAGGAACCCAGGAGTCCCGCCCACCT 
GGGATCCCAGACACAGAAGTGGAGTCAAGGCTGGGCACCTCTGGGACAGCAAAAAAAACTGCAGAATGCA 
TCCCTAAAACTCACGAGAGAGGCAGTAAGGAACCCAGCACAAAAGAACCCTCAACCCATATACCACCACT 
GGAT TCCAAGGGAGCC AACT T CGTCTGAGAGAGGAGGAGGT AT CT TGGGAT CAAGAC TGCAGT T T GGGAA 
TGCATGGACACCGGATTTGTTTCTTATTCCTTCACTTTTGGG 

>GBCA0115 |AcclAF448499| Ver IAF448499.1 GI : 17646739 1 Canis familiaris type 2A protein 
phosphatase catalytic subunit mRNA, complete cds. 

CATGGACGAGAAGTTGTTCACCAAGGAGCTGGACCAGTGGATCGAGCAGCTGAACGAGTGCAAGCAGCTG 
TCCGAGTCCCAGGTCAAGAGCCTCTGCGAGAAGGCTAAAGAAATCCTGACAAGAGAATCCAACGTGCAAG 
AGGTTCGATGTCCAGTCACCGTCTGTGGAGATGTACATGGGCAATTTCATGATCTCATGGAACTGTTTAG 
AAT TGGT GGCAAATCACCAGACACAAAC T ACT TGT TT AT GGGAGAT T ATGT TGACAGAGG ATAT T ACTCA 
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GTTGAAACAGTTACTCTGCTTGTAGCTCTTAAGGTTCGTTACCGTGAACGCATCACCATTCTTCGAGG^ 
AT CATGAGAGCAGAC AGAT CACACAAGTATATGGT T TC TAT GATGAGTGT T TAAGGAAATATGGAAAT GC 
AAATGTTTGGAAATACTTTACAGATCTTTTTGACTATCTTCCTCTCACTGCCTTGGTTGATGGGCAGATA 
TTCTGTCTACATGGTGGCCTCTCACCATCCATAGATACACTGGATCACATCAGAGCACTTGATCGCCTAC 
AAGAAGTTCCTCATGAGGGTCCAATGTGTGACTTGCTGTGGTCAGATCCAGATGATCGTGGTGGTTGGGG 
TATATCTCCTAGAGGAGCTGGTTATACCTTTGGGCAAGACATTTCTGAAACATTTAATCATGCCAATGGC 
CTCACATTGGTGTCCAGAGCTCACCAGCTGGTGATGGAGGGATATAACTGGTGCCACGACCGGAATGTAG 
TAACGATTTTCAGTGCTCCAAACTATTGTTATCGTTGTGGTAATCAAGCTGCAATCATGGAACTTGATGA 
TACTCTAAAATACTCTTTCTTGCAGTTTGACCCAGCACCTCGCAGAGGCGAGCCACATGTTACTCGTCGT 
ACCCCAGACTACTTCCTGTAA 

>GBCA0116 | Acc| AY062037 | Ver | AY062037 . 1 GI : 1742642 6 | Canis familiaris protein phosphatase 
type 1 alpha catalytic subunit mRNA, complete cds . 

CCATGTCCGACAGCGAGAAGCTCAACCTGGACTCCATCATCGGGCGCCTGCTGGAAGTGCAGGGCTCGCG 
GCCTGGAAAGAATGTACAGCTAACAGAGAACGAGATCCGTGGTCTGTGCCTCAAATCACGGGAGATTTTC 
CTGAGCCAGCCCATTCTTTTGGAGCTGGAGGCACCCCTCAAGATCTGCGGTGACATCCATGGCCAGTACT 
ACGACCTTCTGCGGCTCTTCGAGTATGGTGGCTTCCCTCCAGAGAGCAACTACCTCTTCCTGGGGGACTA 
CGTGGACCGGGGCAAGCAGTCTTTGGAAACCATCTGCTTGCTGCTGGCCTATAAGATCAAGTACCCCGAA 
AACTTCTTCCTGCTCCGTGGGAACCATGAGTGTGCTAGCATCAACCGCATCTATGGCTTCTACGATGAGT 
GCAAGAGACGCTACAATATTAAACTGTGGAAGACCTTTACTGACTGNTTCAACTGNCTGCCCATTGCTGC 
CATCGTGGATGAGAAAATCTTCTGCTGCCATGGAGGCCTGTCCCCAGACCTGCAGTCCATGGAGCAGATT 
CGGCGTATCATGCGGCCTACAGACGTGCCGGACCAGGGCCTGCTGTGCGACCTGCTGTGGTCTGACCCTG 
ACAAGGACGTGCAGGGCTGGGGCGAGAATGACCGTGGTGTCTCCTTTACCTTTGGGGCTGAGGTAGTGGC 
CAAATTCCTGCACAAGCACGACTTGGACCTCATCTGCCGGGCACACCAGGTGGTAGAAGATGGCTATGAA 
TTCTTTGCCAAGCGGCAGCTGGTGACTCTCTTCTCGGCTCCCAACTACTGTGGCGAGTTTGACAATGCAG 
GCGCCATGATGAGTGTGGATGAGACACTCATGTGCTCCTTCCAGATACTCAAGCCCGCTGACAAGAACAA 
GGGGAAATACGGGCAATTCAGTGGCTTGAACCCTGGAGGCCGGCCCATCACCCCACCCCGCAACTCCGCC 
AAAGCCAAGAAATAGCCTCCGCGTGCCCGCACTCTGCCCCAGATGGTGGATTTGTACAGAAATTACGTGG 
CCATGCTAGGGGGTTCACGCTGGCCCCCCAGGCCCACCTGTCACGGGGAACATGGA 

>GBCA0117 |Acc|AY052750|Ver|AY052750.1 GI : 17223786 | Canis familiaris frizzled-6 mRNA, 
complete cds . 

ATGGAGATGTTTACATTTTTGTTGACGTGTGTTTTTCTACCCTTCGTAAGAGGGCACAGTCTTTTCACTT 
GT G AAC CAAT C AC TGTGCCCC GAT GT AT GAAAAT GG C C T AC AAC AT G AC G T T T T T C CC T AAT T T GAT GAG 
ACATTATGACCAGAGTACAGCTGCTGTGAAAATGGAGCCCTTTCTTCCCCTTGCAAATTTGGAATGTTCA 
CCAAACATTGAAACTTTCCTTTGCAAAGCTTTCGTACCAGCGTGCACAGACCAAATTAATGTGGTTCCAC 
CTTGTCGTAAGTTTTGTGAGAAAGTATATTCTGATTGCAAAAAACTAATCGACACTTTTGGTATGCGATG 
GCCTGAGGAACTTGAATGTGACAGATTGCAGTACTGTGATGAGACTGTTCCTGTAACTTTTGATCCACAC 
ACACAGTTT CT TGGTCCT CAGAAGAAC ACAGAGCAAGTCCAGAGAGACAT T GGAT T T T GGT GT CCAAGGC 
ATCTTAAGACTTCTGGGGGACAAGGCTATAAGTTTCTGGGGATTGACCAGTGCGCGCCTCCATGCCCTAA 
CATGTATTTTAAAAGCGATGAGCTAGAGTTTGCAAAAAGTTTTATTGGAATAGTTTCAATATTTTGTCTC 
TGTGCAACTCTTTTCACATTCCTTACTTTCTTAATTGATGTTAAAAGATTCAGATACCCAGAGAGACCAA 
TTATATATTACTCCGTCTGCTACAGCATTGTGTCCCTGATGTACTTTATCGGATTCTTGTTAGGCGATCG 
CACAGCCTGCAACAAGGCAGAT GAGAAGCT AGAACTAGGT GACACAGTAGT TCT GGGT TCT CAGAATAAG 
GCTTGCACTGTTCTGTTTATGTTTCTGTATTTTTTCACAATGGCTGGCACCGTGTGGTGGGTGATTCTTA 
CCATTACGTGGTTCTTAGCTGCAGGAAGAAAATGGAGTTGTGAAGCCATTGAACAAAAAGCAGTGTGGTT 
TCATGCTGTTGCATGGGGAATACCAGGTTTTCTGACTGTTATGCTTCTTGCTATGAACAAAGTTGAAGGA 
GACAACATTAGTGGCGTTTGCTTTGTTGGCCTTTATGACCTGGATGCTTCTCGCTACTTTGTACTCTTGC 
CACTGTGCCTTTGTGTGTTTGTCGGGCTGTCTCTTCTTTTAGCTGGCATTATTTCCTTAAATCATGTTCG 
ACAAGTTATACAACAT GAT GGCCGGAACCAAGAGAAACTAAAGAAAT T TATGATT CGAAT T GGAGT CT T T 
AGTGGCCTGTATCTTGTGCCACTGGTGACACTTCTGGGATGTTACGTCTATGAGCAGGTGAATAGGATCA 
CCTGGGAGATAACCTGGGTCTCTGACCACTGTCGTCAGTACCATATCCCGTGTCCTTATCAGGCTAAAAC 
AGAAACTCGACCAGAATTGGCTTTATTTATGATAAAATATCTGATGACATTAATTGTTGGCATCTCTGCT 
GTCTTCTGGGTTGGAAGCAAAAAGACATGCACAGAATGGGCTGGGTTTTTTAAACGAAATCGTAAGAGAG 
ATCCAAT CAGT GAAAGTAGAAGAGTACTACAGGAGTCATGT GAGT T CT TCT TAAAGC ACAAT TCTAAAGT 
TAAGCACAAAAAGAAGCAC TACAAACC AAGT TCGCACAAGCTGAAGGT CATT T CCAAATCCATGGGAACC 
AGCACAGGTGCTACAGCCAATCATGGCACTTCTGCAGTGGCAATCACTAACCACGATTACTTAGGACAAG 
AAACTTTGACAGAAATACAAACCTCCCCTGAAACATCAGTGAGAGAGGTGAGAGCAGATGGAGCGAGCAC 
CCCCAGGTCAAGAGAACAGGACTGTGGGGAGCCAGCCTCCCCAGCAGCATCCAGCTCCCGACTCTGTGAG 
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G AAC AGGCT GACAGGAAAGGCCGGGCAGGCAAT GGG ACTGATAAGAT CAGCAT ATC TG AAAGTACACGGA 
GTGAAGGAAGGGTAACTCCAAAAAGTGATGTCACTGAAACCGGCCCAATGCAGAGCAGCAGCTTGCAGGT 
CCCAGGCTCTTCAGAGCCCGGCAGCCTGAAAGGCTCCACATCACTGCTCGTTCACTCAGCTTCAGGAGGT 
AG AAAAGAGCAT GGCACT GGAAGTCACTCTGATAC GTGA 

>GBCA0118 |Acc|AF039223 |Ver|AE , 039223.1 GI : 2724 138 1 Canis familiaris caveolin-2 (cav-2) 
mRNA, complete cds. 

CTCCGCGATGGGGCTGGAGACCGAGAAGGCCGACGTCCAGCTCTGCATGGACGACGACGCCTACAGCCAC 
CACAGCGCCGTGGACTTCGGCGACCTGGAGCAGCTGGCGGACTCGGGCTCGGACCGCGACCCCCGCCGCC 
TCAACTCGCACCTCCAGGTGGGCTTCGAGGACGTGATCGCGGACGCCGTGTCTACGCACTCCTTTGACAA 
AGTGTGGATTTGCAGCCATGCCCTGTTTGAGGTCAGCAAGTACGTGATCTACAAGTTCCTGACGTTGCTC 
CTGGCGATGCCCATGGCCTTCGCGGCAGGGGTTCTCTTCGCCACCCTCAGCTGCCTGCACATCTGGATTA 
TAATGCCTTTCGTGAAGACCTGCCTCATGGTCCTGCCTTCGGTGCAGACCATATGGAAGAGTGTAACAGA 
TGCTGTCATTGCCCCGTTGTGTTCAAGTGTAGGACGCAGCTTCTCTTCTGTCAGCTTGCAAGTGAGTCAC 
GACTGAGCACTTGGACCCCAGGGCTGGAGAGCTGGATACTGTAATACTTCTTTGTTGTTATAATGCAAAA 
GCACTACTGTTCTGTTCTAAGCATCCCCAACTGTTCTAATTAAGAAAACATTTTTAAGATGGGCAACCAC 
ATTTGGAAATGTTGATTGGCAGATCTTCTCAAATAATGCTCTTCTAATTCATAGTCAAGGATTTCGTATC 
TAACTTTAGAGCCAGAATAATACAGTAGGTTGGCAACACTTAATTTTAAAGGCAAGTCTTTACTTTAGTA 
CAAAAGTACATAT TT TATAACGATGAATT TAT AAAG ATCGAGGGACGT T T CCCAAACACT AT AAT AGTTT 
TGTGCACAACTGCTTGTAAAAAATATGGAATTTCTTTTTTTTTTTTTTTTTACTCTGAAAGCAATGCTTT 
T T AAAT T ACCT TTGCAGATAAAGTCATGGGAATAC T T ACAGGAAAAATATACAAAGATCC TAGAAATTAC 
AGTGACAAAAGCATGCCGTGGTAATAGGAGCTATCAAATATAGTTGTACAGTTTATCGTATAACTATAAA 
ATCACAAGACTGATTGACTTTTAACATAATAAAATCTATGTAGTCAAATGAGTGGTAATGTTTTAAGGTA 
ATGATCATGGGACTCTCAAGGATGCTACAGAGGCACTTTTGAAGTCTCTTTTGTAGCTATTTTCAAAAGG 
ATAGGAG T TTC AT AG T T T AAT CAT T CAT TT ACT T TGGGCCCCAATAGTATTCCAGTTCAGACATCCT T TA 
TATTTACCAGTCTTGGCAACTTGGAAAAGTTAAACTTATCTTCATCGAATGAAGATTTGTCATCTATGTA 
GATGTTCAAAGGAATGTTTATTCAGGTTCTGATAATAAATCTGAGAATTTGAGCACTTTCACACTTTTTA 
AGATGTGTGAAATTATAGTGAACCACGTATATCATAGACATCTTCTGTATATGCCTCTCATWTTGGGATA 
ATGAGAT T T TTAAACAACAGTGACTCATAACAT T GDAATAGGACACAT 

>GBCA0119 |Acc|AB075027 | Ver | AB075027 . 1 GI : 17298185 | Canis familiaris hsp70 mRNA for heat 
shock protein 70, complete cds. 

CGATTAAGAGACCGAGCTCCTCCTCGTCGCGGAGCCCGACCGCCTTTCGGAAACCTGAACGTGAGCCTGA 
GCGCGGGCAGGGAAGCGGGACGCCGTCATGGCTAAGAGCGCGGCCATCGGCATCGACCTGGGCACCACCT 
ACTCCTGCGTGGGGGTGTTCCAGCACGGCAAGGTGGAGATCATTGCCAATGACCAGGGCAACCGCACCAC 
.CCCCAGCTACGTGGCCTTCACCGACACCGAGCGGCTCATCGGGGATGCGGCCAAGAACCAGGTGGCGCTG 
AACCCGCAGAACACCGTGTTCGACGCGAAGCGGCTCATCGGCCGTAAGTTTGGCGACCCGGTGGTGCAGT 
CGGACATGAAGCACTGGCCTTTCCAGGTGGTCAACGACGGGGACAAGCCCAAGGTGCAGGTGAGCTACAA 
GGGGGAGACCAAGGCGTTCTACCCCGAGGAGATCTCGTCCATGGTGCTGACCAAGATGAAGGAGATCGCC 
GAGGCCTACCTGGGCTACCCGGTGACCAACGCGGTGATCACCGTGCCGGCCTACTTCAACGACTCGCAGC 
GCCAGGCCACCAAGGACGCGGGGGTGATCGCGGGGCTCAACGTGCTGAGGATCATCAACGAGCCCACTGC 
CGCCGCCATCGCCTACGGCCTGGACAGGACCGGCAAGGGGGAGCGCAACGTGCTCATCTTTGACCTGGGC 
GGGGGCACCTTCGACGTGTCCATCCTGACGATCGACGACGGCATCTTCGAGGTGAAGGCCACGGCCGGGG 
ACACGCACCTGGGCGGGGAGGACTTCGACAACAGGCTGGTGAACCACTTCGTGGAGGAGTTCAAGCGGAA 
GCACAAGAAGGACATCAGCCAGAACAAGCGAGCCGTGAGGCGGCTGCGCACCGCCTGCGAGAGAGCCAAG 
AGGACCTTGTCGTCCAGCACCCAGGCCAGCCTGGAGATCGACTCCCTGTTCGAGGGCATCGACTTCTACA 
CGTCCATCACCAGGGCGCGGTTCGAGGAGCTGTGCTCCGACCTGTTCCGGAGCACCCTGGAGCCCGTGGA 
GAAGGCCCTGCGCGACGCCAAGCTGGACAAGGCCCAGATCCACGACCTGGTCCTGGTGGGGGGCTCCACC 
CGTATCCCCAAGGTGCAGAAGCTGCTGCAGGACTTCTTCAACGGCCGCGATCTCAACAAGAGCATCAATC 
CCGACGAGGCGGTGGCCTATGGGGCGGCCGTGCAGGCAGCCATCCTGATGGGAGACAAGTCCGAGAACGT 
GCAGGACCTGCTGCTGCTGGACGTGGCGCCCCTGTCGCTGGGGCTGGAGACGGCCGGGGGCGTGATGACC 
GCCCTGTCGCGCAACTCCACCATCCCCACCAAGCAGACGCAGATCTTCACCACCTACTCGGACAACCAGC 
CTGGAGTGCTGATCCAGGTGTACGAGGGTGAGAGGGCCATGACGCGCGACAACAACCTACTGGGGCGCTT 
CGAGCTAAGCGGCATCCCCCCGGCGCCGCGGGGCGTGCCCCAGATCGAGGTGACCTTCGACATCGACGCC 
AACGGCATCCTGAACGTCACGGCCACGGACAAGAGCACGGGCAAGGCCAACAAGATCACCATCACCAACG 
ACAAGGGCCGCCTGAGCAAGGAGGAGATCGAGCGCATGGTGCAGGAGGCCGAGAAGTACAAAGCCGAGGA 
CGAGGTGCAGCGCGACAGGGTGTCTGCCAAGAACGCCCTGGAGTCCTACGCCTTCAACATGAAGAGTGCG 
GTGGAGGACGAGGGTCTCAAGGGGAAGATCAGCGAGGCCGACAAGAAGAAGGTGCTGGACAAGTGCCAGG 
AGGTGATTTCCTGGCTGGACGGCTTCACCTTGGCGGAAAAGGACGAGTTTGAGCACAAGAGGAAGGAGCT 
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GGAGCAGGTGTGTAACCCCATCATCACCGGACTGTACCAGGGAGCGGGTGGTCCTGGGGCTGGTGGCTTT 
GGGGCTCAGGCTCCCAAAGGGGGCTCTGGGTCTGGCCCCACCATCGAGGAGGTGGATTAGGACTTCTTCC 
CCAGATTGTTCCTGTTTGTGTCAGAAACGGTTAGGATTAAGGATTCTAACATTGCCTTATATGTCTGTGT 
TTCATCAGTCTCAACTCTGCAAGTTGTTTGCAAAGTTTCAACTGTCTTTTGGTGAAGTTATGAAGTTCCT 
TTTTTTTTTAGAGTCCAAATGTAGGAAGAATTTATACTGCCATTTTTTTTTCTTTTTTGTAGTATTGACG 
TTGAACCTGGGCCTTTGTTATAACTGATTTTTGCAGAGTAAATAAACTCAATCATTTGTCTTGCCAAAAA 
AAAAAAAAAAAA 

>GBCA0120 )Acc|U6537 6|Ver IU6537 6.1 GI : 17 627 62 | Canis familiaris rod photoreceptor 
transducin alpha 1 subunit mRNA, complete cds . 

CTGCAGGTCGACACTAGTGGATCCAAAGAATTCGGCACGAGGGGTCAGAAGGGTGTTGGGAGACCTGAGG 
CCAGCCTGAGCCCGGCTCTGGGGATCCTCTCCATCTAGAAGAACCAAATAACCATCCTGTTCACCTGTTG 
CCGGGACCATGGGGGCTGGGGCCAGCGCTGAGGAGAAGCACTCAAGGGAGCTGGAAAAGAAGCTAAAAGA 
AGATGCTGAGAAGGATGCTCGAACCGTGAAACTGCTGCTTTTGGGTGCGGGGGAGTCCGGGAAGAGCACC 
ATCGTCAAGCAGATGAAGATTATCCACCAGGACGGGTACTCGCTGGAAGAGTGCCTCGAGTTCATTGCCA 
TCATCTACGGCAACACGCTGCAGTCCATCCTCGCCATCGTGCGCGCCATGACCACGCTCAACATCCAGTA 
CGGAGACTCTGCCCGCCAGGACGATGCCCGGAAGCTGATGCACATGGCAGACACCATCGAAGAGGGCACG 
ATGCCCAAGGAGATGTCGGACATCATCCAGCGGCTGTGGAAGGACTCGGGTATCCAGGCCTGTTTCGAAC 
GCGCCTCTGAGTACCAGCTCAACGACTCCGCGGGCTACTACCTCTCGGACCTGGAGCGCCTGGTCACCCC 
GGGCTACGTGCCCACTGAGCAGGACGTGCTGCGCTCGCGTGTCAAGACCACGGGCATCATTGAGACCCAG 
TTTTCCTTCAAGGACCTCAACTTCCGGATGTTCGATGTGGGCGGGCAGCGCTCAGAGCGCAAGAAGTGGA 
TCCACTGCTTCGAGGGTGTGACCTGCATCATCTTCATCGCGGCGCTGAGCGCCTACGACATGGTGCTGGT 
GGAGGACGACGAAGTGAACCGCATGCACGAGAGCCTGCACCTGTTCAACAGCATCTGCAACCACCGCTAC 
TTCGCCACCACGTCCATTGTGCTCTTCCTCAATAAGAAGGACGTTTTCTCCGAGAAGATAAAAAAGGCGC 
ATCTCAGCATCTGCTTCCCCGATTACGACGGGCCCAACACGTACGAGGACGCGGGCAACTACATCAAGGT 
GCAGT T CCT CGAGCTCAACAT GCGACGTGACG T GAAGGAGATCT AT T CCCATAT GAC T TGTGCTACAGAC 
ACACAGAACGTCAAATTTGTCTTCGATGCCGTCACCGATATCATCATCAAGGAGAACCTCAAAGATTGCG 
GCCTCTTCTGAGGTGCCTGAACTCAGGCTTGTTCCTGACACCCTATAGTCCTAGCCTCCTAGTAGCCCTA 
GCCCACAGGAGCCTATCA 

>GBCA0121 |Acc|AF440218 |Ver IAF440218.1 GI : 17226389 | Canis familiaris ventricular myosin 
light chain 2 mRNA, complete cds. 

GGGGAAGCAGTTCTGTGTCCTTTCCACCATGGCACCCAAGAAAGCCAAGAAGAGAGCAGAAGGCGCCAAT 
TCCAACGTGTTCTCTATGTTTGAA.CAGACCCAGATCCAGGAATTTAAGGAGGCTTTCACCATCATGGACC 
AGAACAGGGATGGCTTCATCGACAAGAATGATTTAAGGGACACCTTTGCTGCTCTTGGGCGTGTGAACGT 
GAAAAATGAGGAAATTGATGAAATGCTCAAGGAAGCTCCAGGTCCAATTAACTTTACTGTGTTCCTAACA 
ATGTTTGGGGAGAAACTTAAGGGGGCAGACCCCGAGGAGACCATTCTCAACGCATTCAAAGTGTTTGACC 
CTGAAGGCAAAGGGGTGCTCAGGGCTGATTATGTTCGGGAGATGCTGACCACACAGGCAGAGAGATTTTC 
CAAAGAGGAGATTGACCAGATGTTCGCCGCCTTCCCCCCTGATGTGACTGGCAACTTGGACTATAAGAAC 
CTGGTGCATATCATCACCCACGGAGAAGAGAAGGACTGAGGGGGCTCACCAACCAACCCTGGGCTTGTCT 
TTGGTGGGGATGTAGTCCCTGCCCTCCTCTCACTTTGCCCAGTAATGCTGCCATCCCTGCTACCGGCCCG 
TTAGTCGTGTGGCTGCCTCATTAGCCACCTTCATCTTCTTTGCAGCCTCTGTGGCATATAGATACCATGT 
GGCCACATATCCTGTAGATGGAAATCCATCCAGAAGCTGTGTTCAAATAAATGAGAGGTTGTCTCTCTAA 
AAAAAAAAAAAAAAAAAAAAAA 

>GBCA0122 |Acc|AB020986|Ver|AB020986.1 GI : 4038726 1 Canis familiaris mRNA for leptin, 
complete cds . 

GAGGCCCAACAAGCACAGCCGGGGAAGGAAAATGCGTTGTGGACCTCTGTGCCGATTCCTGTGGCTTTGG 
CCCTATCTGTCCTGTGTTGAAGCTGTGCCAATCCGAAAAGTCCAGGATGACACCAAAACCCTCATCAAGA 
CGATTGTCGCCAGGATCAATGACATTTCACACACGCAGTCTGTCTCCTCCAAACAGAGGGTCGCTGGTCT 
GGACTTCATTCCTGGGCTCCAACCAGTCCTGAGTTTGTCCAGGATGGACCAGACGTTGGCCATCTACCAA 
CAGATCCTCAACAGTCTGCATTCCAGAAATGTGGTCCAAATATCTAATGACCTGGAGAACCTCCGGGACC 
TTCTCCACCTGCTGGCCTCCTCCAAGAGCTGCCCCTTGCCCCGGGCCAGGGGCCTGGAGACCTTTGAGAG 
CCTGGGCGGCGTCCTGGAAGCCTCACTCTACTCCACAGAGGTGGTGGCTCTGAACAGACTGCAGGCGGCC 
CTCCAGGACATGCTTCGGCGGCTGGACCTCAGCCCTGGGTGCTGAGACCTCGAAGGCTTCTCTTCCCCAA 
GTCGAGGAGAGAACCTGGGCTCCCAGGTGTCTCCAGGAAAGAGACCGTATGGGTGTCCTTTATCCTGGCC 
CCTAGCCGTTTCTCTCTCACACCACAGAGCCACTCTTCCAAAGGCATAAGCCTCCACGGCACAAAACCAA 
AGATAAGAATGCAGGATTCCATGCTCACCGGGAAGGGGGACCCACCTGGCAAACAGTGACCTGCATCTGG 
GGTTCTCACAAAAGGCTTCCTTCCTGTGCCACCTCCCCCCTCACTGCATGCTTCAGCGTGACCTGGGGTG 
ATGTCAGGAGGCACCCGCTGAGCCTTTGGACCATCAAGCAAGGTTCTGTCTGAAAATTCTGGGAGCACCA 
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TGAAAGCTACATCCACATAGCTGCAAACTCCCAAGCAACACATTATTTATTATGCATTTTATTCTGGATG 
GATTTAAAGCAAAACATCAGCCTTTCCAGGCTCTTTGGGGCCAGCCAGAGCTAGGAATGCTATTTCCAAT 
CCCATCGGTGGGCCTGGCTGAGGCAAACCCATTTCTAGTGACTTGAGGGCTCTCAAGTTAGTTCTTTGGT 
AACTGGCTATGTTTCTACTGTGACGGATGTTAAATTACAGTGTTTGCAATGGCATTGCCCTGAGCGGATC 
TCCAAGGACCAGGTTATTTCAAAAAGAAGATGAATTTTGTCATGTGTGATATATAGATGTGTGTACCTGG 
AGGTAGGAGAACGTGTTAGCAGGAAGGGGAAGGATCCAGGATGTATTTTTTGAATTACATTTGTGCGATG 
GGCTCTTCGAATGGAGGGGGGTTCATGTTCTCATCTCTGCAACCACTTAGTGTGGTTTTAATGAGAATAA 
CAAAGGATATGACTCCTTCAGCGGGGGTTGTGGGGTTTTGCCAGCCACCCATGGGGGGGGCAGTGGCACT 
GACGACTGTTTACTGGGGCAGTTGTGAGCGCTGGCCTTCTCCAATTGCTGGAGACAGGTCTTTCTTATCA 
GGGAATGAGGATCCCTCACTGGAGGTGGTGATCCCCAGAGCAGGGGTCCTTAGTATGGGCCTTGGAATGG 
TCTAGGGATGATCCCACACTGGATTTGTAACATGGAAGTACCCCTACTTGGGATTTGCATGCCAAATTGT 
GGTTCTCATCTGACTGGCTCACCCAAACAAGACCATGTTTCCCTCTCATTCGGGGTAGATTTATACTCCA 
GGGGGAAGTTCTAGGGCTTTAGCGAATAGTCCCAAGACCTGGACTGGCACTGGTGAGTGCCGGGCCGCCA 
GGAATGCCCTTCCCACCAGAGGTCACGTTTGGTGGGATGAACAAGGAGGCTTGGGTTTTCCACCATCCTG 
CCACTATGATGAGGCCATCATACTCTAGGTGGTGGATCTGTTCAAGGAAATTTGAATCAAAGCTATTAAC 
TTTAAGACCGAGCACCTACTTTGTGCTCAGTCCTGATTGGTGCTATGGGCTAGAGAAGCTCACCAAGTAA 
ACGTTAAAATCCAGCCTTACCCTCAGGGACCTTGCATTCCAGATGGTAAAAATGCCACACACCAGTATGC 
AAAGGCTGGCCTCGCACCATGGCAACTGAGCAGCTGAACCAGCGCACTCCTCAGCAGGCGGAAATGCTGA 
ACTGAGAATGTCAGTGCTCAGGGGCCCACAGGCTAACCCTGCTCCCACTTCGTAGCATTTTTGCTTTTCA 
GGGCACGGCAGCATTTATTACTGTGTAGCCACATCCCTCTGAAGCAGCAGCATAGCTGACAATTTAAAAA 
TAAGAACTAAGAACATACCTAAGACCATAACGGCAGACAAGTAGCAGGGCCGAGACTAGAGTTCAGGACC 
TCTGACTCCCAGAGTGTCCCGGGAGCCAGGTAATGCTCCCTGGAGGTGCAAATAGGGTTGGGCAGGGGAG 
ACCAGAAGTGCT TACAGGGAGAGAGGAC TT GGAGGTGATT T TGCAGGAGGT GAGGGAT GTGAAT T GCC T G 
AATGGCGGAGGCTGTTTTGTTCATGCTGAGACACCGGGGTGAAGGTATGTGCAGTCAGTTATAAAGAAAG 
GCTGCCAAAGGCAAGGCGGGAGGGAAAGTGACATGTTGAAGAGGTCTTCAGTGGTCAAAGAAATTTGATA 
TCAGAAGGGTCAAGAATCGAAAGTTCTAGAACGGAGATTCATGAGATAGACAGAGTAAGACCCGTTCTGG 
AGAGTATGACCTAGATAATCATTACCACCCAGCCAGGCTGGGATCTTTTAAGCCTTTCACTTACCCAAAC 
CTGGCACCATGGGTCATTCTCAGAGTGTGAAAGTTCTAAAATGTAAATGAATGTCTTTTTTTGTAACTTA 
AAAAATTTTTTTTCTTGTTAAAAAAAAAAAAGTCAAATAAATTAACTTTGCCCCC 

>GBCA0123 | Acc j AF354267 | Ver | AF354267 . 1 GI : 17066529 | Canis familiaris immunoglobulin gamma 
heavy chain D mKNA, complete cds. 

CCAGGTGACCCCATTCAGTGCTCAGGACACAACACAGACAAACCACCATGGAGTCTGTGCTCTGCTGGGT 
TTTCCTTGTCTCTATTTTAAAAGGTGTCCAGGGTGAGGTGCAACTGGTGGAGTCTGGGGGAGACCTGGTG 
AAGCCTGGGGGGTCCTTGAGACTGTCCTGTGTGGCCTCTGGATTCACCTTCAGTGACTATGGCATGAGTT 
GGGTCCGTCAGTCTCCAGGGAAGGGGCTGCAGTGGGTCGCAGCTGTTAGCAATCGTGGAGATACTTACTA 
CGCAGACGCTGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCCAAGAACACGCTGTATCTCCAGATG 
AGCAGCCTGAAAGCCGAGGACACGGCAATCTATCACTGTGTGACGGGAGTATGGCCGCGACATTATTATG 
GTATGGACCACTGGGGCAATGGCACCTCACTCTTCGTGTCCTCAGCCTCCACCACGGCCCCCTCGGTTTT 
CCCACTGGCCCCCAGCTGCGGGTCCACTTCCGGCTCCACGGTGGCCCTGGCCTGCCTGGTGTCAGGCTAC 
TTCCCCGAGCCTGTAACTGTGTCCTGGAATTCCGGCTCCTTGACCAGCGGTGTGCACACCTTCCCGTCCG 
TCCTGCAGTCCTCAGGGCTCTACTCCCTCAGCAGCACGGTGACAGTGCCCTCCAGCAGGTGGCCCAGCGA 
GACCTTCACCTGCAACGTGGTCCACCCGGCCAGCAACACTAAAGTAGACAAGCCAGTGCCCAAAGAGTCC 
ACCTGCAAGTGTATATCCCCATGCCCAGTCCCTGAATCACTGGGAGGGCCTTCGGTCTTCATCTTTCCCC 
CGAAACCCAAGGACATCCTCAGGATTACCCGAACACCCGAGATCACCTGTGTGGTGTTAGATCTGGGCCG 
TGAGGACCCTGAGGTGCAGATCAGCTGGTTCGTGGATGGTAAGGAGGTGCACACAGCCAAGACGCAGCCT 
CGTGAGCAGCAGTTCAACAGCACCTACCGTGTGGTCAGCGTCCTCCCCATTGAGCACCAGGACTGGCTCA 
CCGGAAAGGAGTTCAAGTGCAGAGTCAACCACATAGGCCTCCCGTCCCCCATCGAGAGGACTATCTCCAA 
AGCCAGAGGGCAAGCCCATCAGCCCAGTGTGTATGTCCTGCCACCATCCCCAAAGGAGTTGTCATCCAGT 
GACACGGTCACCCTGACCTGCCTGATCAAAGACTTCTTCCCACCTGAGATTGATGTGGAGTGGCAGAGCA 
ATGGACAGCCGGAGCCCGAGAGCAAGTACCACACGACTGCGCCCCAGCTGGACGAGGACGGGTCCTACTT 
CCTGTACAGCAAGCTCTCTGTGGACAAGAGCCGCTGGCAGCAGGGAGACACCTTCACATGTGCGGTGATG 
CATGAAGCTCTACAGAACCACTACACAGATCTATCCCTCTCCCATTCTCCGGGTAAATGA 

>GBCA0124 |Acc|AF354266|Ver|AF354266.1 GI : 17066527 | Canis familiaris immunoglobulin gamma 
heavy chain C mRNA, complete cds. 

AAGTGCTCAGGCACAACACAGACAAANCACCATGGAGTCTGTGCTCTACTGGGTTTTCCTTGTCGCTATT 
TTAAAGGGTGTCCAGGGTGACGTGCAGCTGGTGGAGTCTGGGGGAGACCTGGTGAAGCCTGGGGGGTCCT 
TGAGACTGTCCTGTGTGGCCTCTGGATTCACCTTTAGTAGCTGTGCCATGAGCTGGGTCCGTCAGTCTCC 
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AGGGAAGGGGCCTCAGTGGGTCGCAACTATTCGGTATGATGGAAGTGATATATACTACGCAGACGCTGTG 
AAGGGCCGATTCAGCATCTCCAGAGACAACGCCAAGAACACGGTGTATCTGCAGATGAACAGCCTGAGAG 
CCGAGGACACGGCCGTGTATTATTGTGCGAAGGCCCCCCCCTACGATAGTTACCACTATGGTATGGACTA 
TTGGGGTCCTGGCACTTCCCTCTTCGTGTCGTCAGCCTCCACCACGGCCCCCTCGGTTTTCCCACTGGCC 
CCCAGCTGTGGGTCCCAATCCGGCTCCACGGTGGCCCTGGCCTGCCTGGTGTCAGGCTACATCCCCGAGC 
CTGTAACTGTGTCCTGGAATTCCGTCTCCTTGACCAGCGGTGTGCACACCTTCCCGTCCGTCCTGCAGTC 
CTCAGGGCTCTACTCCCTCAGCAGCATGGTGACAGTGCCCTCCAGCAGGTGGCCCAGCGAGACCTTCACC 
TGCAATGTGGCCCACCCGGCCACCAACACTAAAGTAGACAAGCCAGTGGCCAAAGAATGCGAGTGCAAGT 
GTAACTGTAACAACTGCCCATGCCCAGGTTGTGGCCTGCTGGGAGGGCCTTCGGTCTTCATCTTTCCCCC 
AAAACCCAAGGACATCCTCGTGACTGCCCGGACACCCACAGTCACTTGTGTGGTGGTGGATCTGGACCCA 
GAAAACCCTGAGGTGCAGATCAGCTGGTTCGTGGATAGTAAGCAGGTGCAAACAGCCAACACGCAGCCTC 
GTGAGGAGCAGTCCAATGGCACCTACCGTGTGGTCAGTGTCCTCCCCATTGGGCACCAGGACTGGCTTTC 
AGGGAAGCAGTTCAAGTGCAAAGTCAACAACAAAGCCCTCCCATCCCCCATTGAGGAGATCATCTCCAAG 
ACCCCAGGGCAGGCCCATCAGCCTAATGTGTATGTCCTGCCGCCATCGCGGGATGAGATGAGCAAGAATA 
CGGTCACGCTGACCTGTCTGGTCAAAGACTTCTTCCCACCTGAGATTGATGTGGAGTGGCAGAGCAATGG 
ACAGCAGGAGCCTGAGAGCAAGTACCGCATGACCCCGCCCCAGCTGGATGAAGATGGGTCCTACTTCCTA 
TACAGCAAGCTCTCCGTGGACAAGAGCCGCTGGCAGCGGGGAGACACCTTCATATGTGCGGTGATGCATG 
AAGCTCTACACAACCACTACACACAGATATCCCTCTCCCATTCTCCGGGTAAATGA 

>GBCA0125 |AcclAF354265|Ver|AF354265.1 GI : 17066525 | Canis familiaris immunoglobulin gamma 
heavy chain B mRNA, complete cds . 

AGTGCTCAGGACACCACACAGACAAATCACCATGGAGTCTGTGCTCTTCTGGGTTTTCCTTGTCACTATT 
TTAAAAGGTGTCCAGGGTGAGGTACGTTTGGTGGAGTCTGGAGGAACCCTGGTGAAGCGTGGGGGGTCCC 
TGAAACTCTCTTGTGTGGCCTCTGGATTCACCTTGAGAAGATACTCCATGGACTGGGTCCGCCAGGCTCC 
AGGCAAGAGCCTGCAGTGGGTCGCCGGGATTAACGGTGATGGCACAGGAACATCCTATTCACAGACTGTG 
AAGGGCCGATTCACCATCTCCAGAGACAACGCCAAGAACACCCTCTATCTGCAGATAAACAGCCTGAGAG 
CCGAAGACTCTGCTGTGTATTATTGTGCCAAGAGCTGGTCTCGTAATGGGGATCTTGACTACTGGGGCCA 
GGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCACGGCCCCCTCGGTTTTCCCACTGGCCCCCAGCTGC 
GGGTCCACTTCCGGCTCCACGGTGGCCCTGGCCTGCCTGGTGTCAGGCTACT.TCCCCGAGCCTGTAACTG 
TGTCCTGGAATTCCGGCTCCTTGACCAGCGGTGTGCACACCTTCCCGTCCGTCCTGCAGTCCTCAGGGCT 
CTACTCCCTCAGCAGCATGGTGACAGTGCCCTCCAGCAGGTGGCCCAGCGAGACCTTCACCTGCAACGTG 
GCCCACCCGGCCAGCAAAACTAAAGTAGACAAGCCAGTGCCCAAAAGAGAAAATGGAAGAGTTCCTCGCC 
CACCTGATTGTCCCAAATGCCCAGCCCCTGAAATGCTGGGAGGGCCTTCGGTCTTCATCTTTCCCCCGAA 
ACCCAAGGACACCCTCTTGATTGCCCGAACACCTGAGGTCACATGTGTGGTGGTGGATCTGGACCCAGAA 
GACCCTGAGGTGCAGATCAGCTGGTTCGTGGACGGTAAGCAGATGCAAACAGCCAAGACTCAGCCTCGTG 
AGGAGCAGTTCAATGGCACCTACCGTGTGGTCAGTGTCCTCCCCATTGGGCACCAGGACTGGCTCAAGGG 
GAAGCAGTTCACGTGCAAAGTCAACAACAAAGCCCTCCCATCCCCGATCGAGAGGACCATCTCCAAGGCC 
AGAGGGCAAGCCCATCAGCCCAGTGTGTATGTCCTGCCGCCATCCCGGGAGGAGTTGAGCAAGAACACAG 
TCAGCTTGACATGCCTGATCAAAGACTTCTTCCCACCTGACATTGATGTGGAGTGGCAGAGCAATGGACA 
GCAGGAGCCTGAGAGCAAGTACCGCACGACCCCGCCCCAGCTGGACGAGGACGGGTCCTACTTCCTGTAC 
AGCAAGCTCTCTGTGGACAAGAGCCGCTGGCAGCGGGGAGACACCTTCATATGTGCGGTGATGCATGAAG 
CTCTACACAACCACTACACACAGGAATCCCTCTCCCATTCTCCGGGTAAATGA 

>GBCA0126 | Acc| AF354264 |Ver |AF354264 .1 GI : 17066523 | Canis familiaris immunoglobulin gamma 
heavy chain A mRNA, complete cds. 

GGCACGAGCCAGCCCCCAGGATCCCCAGGTGACCCCATTCAGTGCTCAGGACACAACACAGACACCACCA 
TGGAGTCTGTGTTCTGCTGGGTTTTCCTTGTCGTTATTTTAAAAGGTGTCCAGGGTGAGGTGCAGTTGGT 
GGAGTCTGGGGGAGACCTGGTGAAGCCTGGGGGGTCCCTGAGACTCTCCTGTGTGGCCTCTGGATTCACC 
TTCAGTTCGTACTACATGCATTGGATCCGCCAGGCTCCAGGGAAGGGGCTTCAGCGGGTCGCACATATTA 
GAGGTGATGGAAGGACTACACACTACGCAGACGCTATGAAGGGCCGATTCACCATCTCCAGAGACAACGC 
CAAGAACACGCTGXATCTGCAGATGAATAGCCTGACAGTCGAAGACACGGCTATTTATTACTGTGTAAAG 
GACATATACTATGGGGTCGGGGACTATTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGCCTCCACCA 
CGGCCCCCTCGGTTTTCCCACTGGCCCCCAGCTGCGGGTCCACTTCCGGCTCCACGGTGGCCCTGGCCTG 
CCTGGTGTCAGGCTACTTCCCCGAGCCTGTAACTGTGTCCTGGAATTCCGGCTCCTTGACCAGCGGTGTG 
CACACCTTCCCGTCCGTCCTGCAGTCCTCAGGGCTTCACTCCCTCAGCAGCATGGTGACAGTGCCCTCCA 
GCAGGTGGCCCAGCGAGACCTTCACCTGCAACGTGGTCCACCCAGCCAGCAACACTAAAGTAGACAAGCC 
AGTGTTCAATGAATGCAGATGCACTGATACACCCCCATGCCCAGTCCCTGAACCTCTGGGAGGGCCTTCG 
GTCCTCATCTTTCCCCCGAAACCCAAGGACATCCTCAGGATTACCCGAACACCCGAGGTCACCTGTGTGG 
TGTTAGATCTGGGCCGTGAGGACCCTGAGGTGCAGATCAGCTGGTTCGTGGATGGTAAGGAGGTGCACAC 
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AGCCAAGACCCAGTCTCGTGAGCAGCAGTTCAACGGCACCTACCGTGTGGTCAGCGTCCTCCCCATTGAG 
CACCAGGACTGGCTCACAGGGAAGGAGTTCAAGTGCAGAGTCAACCACATAGACCTCCCGTCTCCCATCG 
AGAGGACCATCTCTAAGGCCAGAGGGAGGGCCCATAAGCCCAGTGTGTATGTCCTGCCGCCATCCCCAAA 
GGAGTTGTCATCCAGTGACACAGTCAGCATCACCTGCCTGATAAAAGACTTCTACCCACCTGACATTGAT 
GTGGAGTGGCAGAGCAATGGACAGCAGGAGCCCGAGAGGAAGCACCGCATGACCCCGCCCCAGCTGGACG 
AGGACGGGTCCTACTTCCTGTACAGCAAGCTCTCTGTGGACAAGAGCCGCTGGCAGCAGGGAGACCCCTT 
CACATGTGCGGTGATGCATGAAACTCTACAGAACCACTACACAGATCTATCCCTCTCCCATTCTCCGGGT 
AAATGAGCAACACGCCCGGCACCCAGCAAGCCCCCCACCCTTGGCTCTCAGGATCCCCTGAGGACACCTG 
AGCCCCTGTCCCTGTGTACATAACCCTGGGTAGGCACCCATCATGAAATAAAGCACCCAGCACTGCCCTG 
GGCCCTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0127 1 Acc|AF0388 62]Ver|AF0388 62.1 GI : 4090989 ] Canis familiaris transducin gainma 

subunit (GNGT2) inRNA/ complete cds . 1 

GTCTTAGAATTACTAAAGTTGGGCACTTGGCAGGCCTTCCTGATAATCCTGTCCTGATGATGTTGATATC 

AGTAACTATAATATTAATAGTAAATATATTATTCATATGTGCCAGACAGAGGGTTAAAATATTTTACATG 

CATTATTTTCTGAGGACTTACAAAAAACTCACACAAGCTGCAGAATCCTGTCTGGGAGCAGGTCTCTGGG 

ACAGGATGGCCCAGGAGCTCAGCGAGAAGGAGCTACTGAAGATGGAGGTGGAACAGCTGAAGAAGGAAGT 

G AAGAACCCAAGAGCTCTGATTTCCAAGACAGGAAAGGAAAT CAAGGAT TAT GTGGAGGCT GAAGCAGGA 

AACGACCCTCTCCTCAAAGGCATCCCTGAAGACAAGAATCCCTTCAAGGAAAAAGGTGGTTGTATGATAA 

GCTGATGGCCCTGGAGCCCCTCCCCCCGGACATCTGTCCCTGCTCAGCCCCCCTGCTCTGCACCAGGAAC 

CGAGCTTCCCGGGGACACCCAGGGACCCAGGGAATCATCCCCTTCTTTCAGCCACAGCCATGGCATGAGT 

AGACCCCTGGCCCATGCCCTGGGATCCACTCCCCACTCCTACCTTCGGCTCTCCTCTACTCCACCTGCTG 

GGTCACCACTGGCCCCACTCAGAGGACAGCTTCCCTGCCTCAGCAGCTGGCACCTTGAGTGGTGGGATTC 

AAAGAGCCCCGAGACCCCAGATGGCAATCCTTAGAGACATTTACTCCTCCCCGAAGCTGGGCCATTCTTT 

CCCTCTGCACTCTTCCTAGGACCCAGTCTCTTATTCAGAATAGTTTGGGTTGAGGCCCAGAGTTGGGGGG 

TCCTTTTGTCCCTCATCTGCAGGTCCAATCCTGTGGTCATCCTCTAAAGTCACTTAGATCACCCCAGAGG 

GCCTGAGGCAAAAGAGTCTATAAAGTCACAATGTCATGATTGATTTAATATTATGGAGTGTCTGTTCCTT 

GCTGGGT ACT AGGAC GAGAAGAGTGGCAACACAAACATGGCTCGTGTCATAT TGT T TAGCAGAGAAAAAT 

ATGGAGCAAAATAAGTGCCACTCTCTGGAGAGGACCATCCAGGTGGTGTGGAGCCTGGGGCGAGGTCCCT 

GTGAATTGCTGCAGGCCAGTGGGCCATGGGGTGGAACTAGGCAGACAGAGGCCCAAGAGGAAGATGGAAT 

GAAGACTTAAAGCACCCAGTGAGCTCAGCTAAGGACTCTGTTCTGCACTGGTTGCAAGGGGAAGCCTAGG 

AGGGGGTGAAGCAGCCAAGGGACAGACGGGATTTGACCAGCGGGAGGGAGGCCAGATCCTGCTAAGGAGG 

GCGCTGGTTCCTGGGCCTTGTTAGCAAGCAGATTATAGTCTTACAGT^ACCTCAGAAGTGATGTGGGAGCA 

GAAGGCAAGCTAAGGACAAAGCACTAGCTGACACCCCACCACTCTCAGGTGGGATGTGTGTGACATTCCT 

CAGGCACTCCTGGCTGCCCTAAAGCTAAGGGATCGAAAAACCAATTGTTAATTTATAGAGTTTACAGTCC 

TGCAAGACAAAATGTCTTAGTGATTTACCAGGGGAAAAATAACCCTTCTGGAAGTTAGGTTATTGATAAC 

CTAACTTCCAGAAGGAAACTCCCAACTGTCTTACTGTTAATGCTTTCCTAGAGGGAAAAACCATCTGAAC 

TTGATGATGGCAAGGCGTCTAGTATCTTGTAGGCCCTCTTTAGCATACAAAAATTCTTTTGAAAACCTCC 

CTTTTTCCTTACCCCCAGCTCCCAAGTATATAATCTGTCACCTTTCACGACCCCCTGAAGTTGGGCACCT 

GGCAGCTCTTTCTGCCTACGGGTCCTGTCCCCGTGTTTGAATAAAACCATTTTGCACCAAAAAAAAAAAA 

AAAAA 

>GBCA0128 lAcc|AB073983|Ver|AB073983.1 GI : 16874533 | Canis familiaris mRNA for Bcl-xL, 
complete cds . 

GGGGGGGGGGGGGCAGCACTGTCCGTGGGGGTGACTTTCTGAGGAAGGCGTTTCAGAGAAAAGGGGGTGG 
TGAGGTACAAAAAAAAAAAAAAAAAAAGCCGGTGTGGTGATTCAAAAAGAGCCCACGGGTGCTTTCAATT 
TGACTTCATTGAAGTCTTTTGGACGCTAGACCCAGACCTTCCTAAGAACCACAAAGAAACCAGTTCTGGT 
ACCTGGAAGGGGAATGGAATGTTGTAGGTTAAATGGCATGCATATTAATTTTTTTTTTCCCGAAGCTCTT 
TCTCTCCCATCAGAACCTTATCTTGGCTTTGGATCTCAGAAGAGAACCACTAAGCAGAGACCAGACTCAG 
TGAGTGAGCAGGTGTTTTGGACAATGGACTGGTCGAGCCCATCCCTATTATAAAAATGTCTCAGAGCAAC 
CGGGAGCTGGTGGTTGACTTTCTCTCCTACAAGCTTTCCCAGAAAGGATACAGCTGGAGTCAGTTTAGTG 
ATGTGGAAGAGAACAGAACTGAGGCCCCAGAAGGGACTGAATCAGAGATGGAGACCCCCAGTGCCATCAA 
TGGCAACCCATCCTGGCACTTGGCAGACAGCCCTGCGGTGAATGGAGCCACTGGCCACAGCAGCAGCTTG 
GATGCCCGGGAGGTGATCCCCATGGCAGCGGTGAAACAAGCGCTGAGGGAGGCTGGGGATGAGTTTGAAC 
TGAGGTACCGGCGGGCATTCAGTGACCTGACATCCCAGCTTCACATCACCCCAGGGACAGCATATCAGAG 
CTTTGAGCAGGTAGTGAATGAACTCTTCCGGGATGGGGTGAACTGGGGTCGCATTGTGGCCTTTTTCTCC 
TTCGGTGGGGCACTGTGCGTGGAGAGCGTAGACAAGGAGATGCAGGTATTGGTGAGTCGGATCGCAGCTT 
GGATGGCCACTTACCTGAATGACCACCTAGAGCCTTGGATCCAGGAGAACGGCGGCTGGGATACTTTTGT 
GGAACTCTACGGGAACAATGCAGCAGCCGAGAGCCGGAAGGGCCAGGAGCGCTTCAACCGCTGGTTCCTG 
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ACAGGCATGACTGTGGCTGGTGTGGTTCTGCTGGGCTCGCTCTTCAGTCGGAAATGACCAGACACTGACC 
ACCCACTTACCCTCCCCTCCACACTTGTTCCAGCTCTTTGAAATAGTTCTGTGTGAAGGTGAAAGTGCAG 
TTCAGTAATAAACCGTGTTGACTCAGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA012 9 |AcclU39663 L2 9285 | Ver | U39663 . 1 GI : 6649539 | Canis familiaris TIFF66 mRNA, 
complete cds. 

AGCGGAAGTCGAAACCCGCAACAGCTCCTCCGAGGCAGCATCTTAAAACTGCGACAAGAAACCAGAGTGT 

TCGCCCCCGCGATCCGCGGACGCCCGGGGTGGGTGTTGGCCCGTCGGCCGAGACCCGGGGCACCAGAGGA 

GCCTTGACTTGCTCTCTTTATCAGCAGTCATCTGACTTCAGCATGATTACCTCTCGGTTACTGGTTTATG 

TGGCAGTTTTGGTTCTCTGTGTCATAAAAGTCAGCTCCCGGGATACATTTATTGCAGCTGTTTATGAACA 

TGCAGTGAAATTGCCTAATGCCACCCTAGTACCAGTGTCCCATGAAGAGGCATTGGCAGTAATGAACCAA 

AATCTGGACCTGTTGGAGGCAGCAATCACTTCAGCAGCAAACCAGGGTGCACATATTATTGTGACTCCAG 

AAGATGGTATT TAT GGCTGGAAC T T T AGC AGGGAAACT ATCT ACCCAT ACT T GGAGGAT ATCCCAGACCC 

TGGAGTGAACTGGATCCCTTGTAATAATCCTAAAAGGTTTGGCTACACCCCAGTGCAAGAAAGACTCAGC 

TGCCTGGCCAAGGACAACTCTATCTACGTTGTAGCTAATATTGGAGATAAGAAGCCATGCAATGCCAGTG 

ACTCTCAGTGTGCCCTCGATGGTCGTTATCAATACAACACTGATGTGGTGTTTGATTCTCAGGGAAAACT 

GGTGGCACGCTACCATAAGCACAACCTTTTCATGGGTGAAAATCAATTCAATGTACCCAAGAAACCTGAG 

ATTGTGACTTTTGACACCATCTTTGGAAGATTTGGCGTTTTCACATGCTTTGATATACTCTTCTATGATC 

CTGCTGTTACTCTGGTGAAAGATTTCCATGTGGATACCATAGTCTTCCCAACAGCATGGATGAATGTTTT 

GCCACATTTATCAGCTATTCAATTCCACTCAGCTTGGGCAATGGGCATGGGAGTCAACTTCCTTGCATCC 

AATATACATCACCCCTCAAAAAGAATGACAGGAAGT GGCAT CTATGCACCC GAT T CTCCAAGAGCAT T TC 

ATT AT GAT ATGAAGAC AAAAGAGGGAAAACTTCT CCTCT CACAACTGGATTC T TATACACATCACCCTAT 

CGTGGTGAATTGGACTTCTTATGCCAGTGGTATAAAAGCATTCCCAACAGAAAATCAGGAATTTACAGGT 

ACTGCTTTTTTTGATGAATTCACCTTCTTGGAGCTCACAAGAGTCACAGGAAATTACACAGTTTGTCAGA 

AAAAACTCTGCTGTCATCTAAGCTACAAGATGTCTGAAAAGAGAACAGATGAAGTTTATGCCCTAGGGGC 

GTTTGATGGACTACATGTTGTCGAAGGGAGGTATTATTTACAGATTTGTACTCTGCTGAAGTGTAAAACA 

GCACATGTACATACTTGTGGTGGTGCAGTTGAAACTGCTTCTACCAGGTTTGACATGTTTTCCCTCAGTG 

GTACTTTTGGAACCCAGTATGTTTTCCCTGAGGTGTTGCTAAGTGAAACTCAGCTTGCACCCGGAGAATT 

TCAGGTGTCAAGTGACGGACGGTTGTTTAGCATGAAGCCGCTATCTGGACCCCTCTTGACCGTGACTCTG 

TT T GGGAGAATATAT GAGAAGGACCAGACAT TAAAGGCT T CAT CAGATCCCAGGTCACAAGTACCAGGAG 

TAATGCTCTTAGTCATAATACCAATTGTGTGCTCATTAAGTTGGTAGAATATTTTCATTTGTTCTCTTTT 

AT T T TGT GT AAT TT AAAAAATGAT GGAT GAGAAAAGAAT GAAGACGATAACAGTGGT CATGGTCTCT T GT 

ACAAGCAAATACAAGTAT AT T T TCATATATAGT T CAC T GT T T TT TAGACACACACACACACAC ACCCCCC 

AGATAATAGAT GCCGGATAAACT GTGACATAATT T T GAAAGT AAAATCTAT AAAAT GAGAGTAACAGT T T 

TACCCATAT T T TACAGGATTTCTT GGGGT GAGAATTAAATAATTGAATACAT TT AAAGTCCTTAGGCAAG 

TTTTCTGGGTCTGGTATGTGTGCTCGCTATTATAACTGTGTGACTATCACAATAAAAGCACGTGTGATAT 

AAAAAAAAAAAAAAAAA 

>GBCA0130 |Acc]U52868]Ver|U52868.1 GI : 1305486 j Canis familiaris retinal cyclic-GMP 

phosphodiesterase alpha-subunit (PDEA) mRNA, complete cds. 

CTTGCAGGTCGACACTAGTGGATCCAAAGAATTCGGCACGAGAAAACACCTCCTGACTCTGTCTTGCCCC 

CAGCTATAGACCTTCCCTGGGCAGGCCAGCTTTAGGCTCTCCTGGGAAGTAGCCAGCGGGATTCCAGTCA 

TGGGTG AGGTGACAGCAGAGCAGGTGGAGAAGT T CCT GGACTCGAAT AT T AT CT TTGCCAAACAGTACTA 

CAACCTCCGCTACCGGGCCAAGGTCATCTCAGACATGCTGGGGGCCAAGGAGGCAGCGGTGGACTTCAGC 

AACTACCACTCGCTGAGCAGTGTGGAGGAGAGTGAAATCATCTTTGACCTCCTGCGAGACTTCCAGGAGA 

ATTTGCAGGCCGAGAGAT GCATCT TCAATGTCATGAAGAAGCTGT GCTTCCT CCT T CAGGCAGATCGCAT - 

GAGCCTGTTCATGTACAGGGTCCGAAATGGCATCGCAGAGCTAGCCACCCGGCTCTTCAATGTCCACAAG 

GATGCTGTCCTTGAGGAATGCCTGGTGGCGCCCGACTCAGAGATTGTGTTCCCCCTGGACATGGGTGTGG 

TGGGTCACGTTGCCCACTCTAAAAAGATCGCCAACGTCGTCAACACAGAAGAGGATGAGCATTTCTGTGA 

CTTTGTGGACACCCTCACTGAGTACCAGACCAAGAACATCCTGGCTTCCCCCATAATGAATGGGAAGGAC 

GTAGTGGCAGTAATCATGGCTGTGAATAAAGTGGACGAGCCCCACTTCACCAAGAGAGATGAAGAGATTC 

TTCTCAAGTACCTCAATTTTGCAAACCTAATCATGAAGGTATACCACCTGAGTTACCTACACAATTGCGA 

GACTCGGCGTGGCCAGATACTGCTGTGGTCTGGGAGCAAAGTCTTTGAAGAGCTTACGGACATCGAGAGG 

CAGTTCCACAAGGCCCTGTACACAGTCCGGGCCTTCCTCAACTGTGACAGATATTCTGTGGGACTCTTAG 

ACATGACCAAGCAGAAGGAATTTTTTGATGTGTGGCCAGTCCTGATGGGGGAGGCTCCACCCTATTCTGG 

TCCCAGGACTCCGGATGGAAGGGAAATCAACTTTTACAAGGTCATTGACTATATCCTACACGGCAAAGAA 

GACATCAAAGTAATCCCGAATCCACCTCCTGATCATTGGGCTTTAGTAAGTGGTCTGCCCACTTATGTTG 

CCCAGAATGGCCTGATTTGCAACATCATGAATGCACCTGCAGAGGACTTTTTTGCATTCCAGAAAGAGCC 

TCT GGATGAGTCT GGAT GGAT GAT T AAGAATGTCCTTT CTTTGCCAATT GT GAACAAGAAGGAGGAAATT 



1229 



WO 2005/067649 



PCT/US2005/000517 



GTTGGGGTGGCCACGTTTTACAATCGCAAAGATGGAAAACCCTTTGATGAAATGGATGAGACCCTCATGG 
AGTCTTTGGCTCAATTCCTGGGCTGGTCCGTCTTAAATCCTGATACTTACGAGTCAATGAACAGACTTGA 
AAACAGGAAGGATAT T T T CCAGGACAT GGTAAAATACCACGT GAAGT GTGACAAT GAAGAGATCCAGAAA 
ATCCTGAAAACCAGAGAGGTGTATGGGAAGGAGCCGTGGGAGTGCGAGGAAGAGGAACTCGCTGAGATCC 
TGCAAGGAGAGCTGCCAGATGCAGAGAAATATGAAATCAATAAATTCCACTTCAGCGACTTGCCCCTGAC 
CGAACTGGAGCTGGTGAAATGTGGGATACAGATGTACTATGAGCTCAAAGTGGTGGATAAATTTCACATT 
CCTCAGGAGGCCCTGGTGCGCTTCATGTACTCGCTGAGCAAGGGCTACCGCAGGATCACCTACCACAACT 
GGCGGCACGGCTTCAACGTGGGGCAGACCATGTTCTCCTTGCTGGTGACCGGAAAGCTGAAGCGATACTT 
CACAGACCTAGAGGCCTTGGCCATGGTCACCGCTGCCTTCTGCCATGACATTGACCACAGAGGCACCAAC 
AATCTCTACCAGATGAAGTCCCAGAACCCACTGGCCAAGCTCCATGGGTCCTCCATCTTGGAAAGACACC 
ACTTGGAGTTCGGCAAAACGTTGCTGCGAGATGAGAGCCTGAATATCTTTCAAAACCTCAATCGCAGGCA 
GCACGAGCACGCCATCCACATGATGGACATAGCAATCATTGCCACAGACCTCGCCCTGTATTTCAAGAAG 
AGGACAAT GT TCCAAAAGAT CGT GGATCAGTCTAAAACATAT GAAAC T CAGCAGGAGT GGACACAGTACA 
TGATGCTGGAGCAGACACGGAAGGAAATTGTTATGGCCATGATGATGACCGCCTGTGATCTCTCAGCCAT 
CACCAAGCCCTGGGAGGTGCAGAGTAAGGTAGCTCTACTGGTTGCTGCCGAATTCTGGGAACAAGGTGAC 
CT GGAGCGCACAGTGC T GCAGCAGAATCCCAT T CCCAT GATGGACAGGAACAAGGCAGAT GAAC T CCCCA 
AGCTTCAAGTCGGCTTCATTGACTTTGTTTGCACCTTTGTCTACAAGGAATTCTCCCGTTTCCACGAGGA 
GATCACTCCCATGCTGGATGGGATCACCAACAACCGCAAGGAGTGGAAGGCGCTCGCCGATGAGTACGAC 
ACCAAGATGAAGGCCCTGGAGGAGGAGAAGCAGAAGCAGCAGACAGCCAAGCAAGGGGCGGCAGGAGATC 
AGCCGGGGGGCAACCCCAGCCCGGCCGGGGGCGCACCTGCATCCAAGTCCTGCTGCATCCAGTAACGCTG 
CCTGGCATCAGCTGCACCGAATGGTACCACCCTTCCTGGAAAGAGACCACCCAAGCCAGCAGAAAACCAA 
AACCCTGCTTGTGAAGTAAAATAGTAATCGGATTTGAAAGCTGGGAGAGAATTTAGCTTACTTTCATCTA 
GTGGTTTTTGAACATTTTTTCAGTTTTGAATACTTTTTACTGAGCTAAAACCAACATTCTAGCTTTAATA 
GACATCAATTAAACATTTAATTAAGGCCAAGTTCATCTGCTTGCTTAGAATCATTTTCACTCTTATACTT 
CCATTTTATGATTTCTTATAACAATTGTCTAGCATCCTCAAAAGTAGAGAATTGTTCAGTGAATCCCTCC 
TCCTCATCACCCAGATTCCAATATCAGGGTTTTGCCCCATTTGCTTCATCCATTCTTTTACATTTCTTTC 
GCATTTTTTTCTTAGCTGAAGTGAAGTATTTTCTTTATTAAATTGATGGTCTTTTTTCTTTTTTTA 

>GBCA0131 |Acc|AF177470|Ver [AF177470.1 GI : 9957241 | Canis familiaris progesterone receptor 
(PR) mRNA, complete cds . 

GAATTCCACCTGCTTTGTCTTCCCCCGCGGCTTCCAGCTTCTATATTGCCCACACCCCCTCCTCCCTGCC 
CGCTCCCTCCTCCCCGCAGACGGGGGAGGAGGAGAGGGGAGTCCCGGTCGTCATGACGGAGCGGACGGGA 
AAGGATGCCCGGGCTCCCCACGTGGCGGGAGGCGCGCCCTCCCCCGCGCCGGCCGCAGAGCCCGAGTCCC 
GACGTCGAGACGGCGGCCGCCTCCGGGCGAGTCAGACCTCGGACGCCCCGCGGGTCGCCGCAGCCGCAGC 
CGCAGCCGCAGCCGCAGCCTCAGCCGCGCCCTCCGCGCCCTCGGACCGGCTGCTCTTCTCCCGGCGCGGC 
CAGGGCGCGGACCCTGGCGGGAAGGCGCAGGACGCGCAGCCGCGGCCGGACGTGGCCCGGGCGGATCCGA 
GACTCGAAGCCGCGAGCGGGGCGGGAGCCGACAGCCCCGGGCCCCCGCGCCAGGACCGAGGGCCGCTGCA 
CGGCGCTCCGAGCACAGCGCTGCGCCCCGCCGGCCCGGGGCAGGGCCGCAGCTCTCCGGCCTGGGAGCCC 
CGCAGCCCGCGGTGCCCGTCTGGCCCCGAGCCGCCCGAAGATCCCCGGGGCGCCCGCAGCAGCCAGGGCG 
CGGCGTGCCCGCTCATGAGCCGGCCGGAGGGCAAGGCTGGCGACGGCTGCGGGACGGCAGGTGCCCACAA 
GGGGCCG'CCCAGGGGCCTGTCCCCGTCCCGGCAGCCGCTGCCCCTGTGCCCCGGGGCCCACGCCTGGCCC 
GGGGCCGCGGGGAAAGCCGCCACGCAGCCCGCTGCGCTGGGCGTGGAGGAC6AGGGCGGCTTCGCGGCCG 
AGGGCTCCCCGGGCCCGCTCCTCAAGGGCAAGCCCCGGCCCCCCGCGGGCCCGGGGGCCGCAGCCGGCGC 
CGCTCCCGCTGCGCCGGGGACGGCCCCCGGGGGCACCGCCCCGGTCCCCAAGGAGGACTCCCGCCTCCCC 
GCGCCCAAGGGCTCCCTGGCCGAGCAGGACGCGCCGGCGCCCGGGTGCTCCCCGCTGGCCACCACGATGA 
TGGACTTTATCCACGTGCCCATTCTGCCCCTCGGCTCGGCCTTCCTGGCGGCGCGCACCCGGCAGCTGCT 
GGAAGCGGAGACCTACGACGCCGGCGCCTTCGCTCCGCCGCGGGGCTCGCCCTCCGCGCCCTGCGCCCCG 
CTGGCGGCCGGCGACTTCCCCGACTGTGCGTACCCGTCCGACGCCGAGCCCAAGGACGACGCGTTCCCGC 
TCTACGGCGACTTCCAGCCGCCGGCCCTGAAGATCAAGGAGGAGGAGGAGGGCGCCGAGGCGGCTGCGCG 
CTCCCCGCGGCCGTACCTGGCGGCGGGGCCTCACTCCTGCGTCTTCGCGGACGCGCCGCCGGCGCTGCCG 
GCGCTGCCCCCGCTCCCCCCGCGAGCGCCGTCGTCCAGGCCCGGGGAAGGCGCGCCCGCGGCCGCCGCGG 
CCGCCGGCTGCTCCGCGTCGTCGGCGTCCTCGCCGGGGCCCGCCCTGGAGTGCGTCCTGTACAAGGCGGA 
GGGCGCGCCGCCGCCGCAGGGCCCGTTCGCCGCCGCGCCGTGCAGGGTTCCGGGCGCCGGCGCCTGCCTG 
CTGCCCCGGGACGGCGCGGCCGCCGCTGCCTCGGCGGGGGCCGCGGGGGCCAGCCCCGCGCTCTACCAGC 
CGCTCGGCCTCGGCGCCCTTCCGCAGCTCGGCTACCAGGCGGCCGTGCTCAAGGAGGGCTTGCCGCAGGT 
GTACCAGCCGTACCTCAACTACCTGAGGCCTGATTCAGATGCCAGCCAGAGCCCACAGTACAGCTTCGAG 
TCATTACCTCAGAAGATTTGTTTAATCTGTGGGGATGAAGCATCAGGCTGTCATTATGGTGTCCTAACTT 
GTGGGAGCTGTAAGGTCTTCTTTAAAAGGGCAATGGAAGGGCAGCATAACTATTTATGTGCTGGAAGAAA 
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TGACTGCATTGTTGATAAAATCCGCAGAAAAAACTGCCCAGCATGTCGCCTTAGAAAGTGCTGTCAGGCT 
GGCATGGTCCTTGGAGGTCGAAAATTTAAAAAGTTCAATAAAGTCAGAGTTATGAGAACATTGGATGCTG 
TTGCTCTCCCACAACCTGTGGGCATTCCAAATGAAAGCCAAGCTCTAAGCCAAAGAATATCTTTTTCACC 
AAGTCAAGATATACAGTTAATTCCCCCATTGATTAACCTGCTAATGAGCATTGAACCAGATGTGATCTAT 
GCAGGACATGACAACACCAAACCTGATACCTCCAGTTCTTTGCTGACGAGTCTTAATCAACTAGGCGAGA 
GACAACTTCTTTCAGTAGTCAAGTGGTCTAAATCATTGCCAGGTTTTCGAAATTTACACATTGATGACCA 
AATAACTCTCATCCAGTATTCTTGGATGAGCTTAATGGTGTTTGGACTAGGATGGAGATCTTACAAACAT 
GT CAGTGGGCAGAT GCTATAT TT T GCACC T GAT CTAATACT AAAT GAACAGAGGATGAAGGAAT CAT CAT 
TCTATTCATTATGCCTCACCATGTGGCAGATCCCACAGGAGTTTGTCAAGCTTCAAGTTAGCCAGGAAGA 
GTTCCTGTGTATGAAAGTATTGCTACTTCTTAATACAATTCCTTTGGAAGGACTAAGAAGTCAAAACCAG 
TTTGAAGAGATGAGATCAAGCTACATTAGAGAGCTCATCAAAGCAATTGGCTTGAGGCAAAAAGGAGTTG 
TCTCTAGCTCACAGCGTTTCTACCAACTCACAAAACTTCTTGATAACTTGCATGATCTTGTCAAACAGCT 
TCATCTGTACTGCTTGAATACATTTATCCAGTCCCGGGCACTGAGTGTTGAGTTTCCAGAAATGATGTCT 
GAAGTTATTGCCGCACAGTTACCCAAGATCTTGGCAGGGATGGTGAAACCTCTGCTCTTTCATAAAAAGT 
GAATGCCATTTTTATCTTTAACAATTAAATTTTGTGGTATGTCTGTTTCTCTTTTGGTCAGGATTGTGAG 
GTCTTGGGATTTTACAATTTTCTTCTCAAAGCCTTACATTTATAACATATCACATTGTGTTAATTTCAGA 
AAAAAATGTGAAGTTTTGTTTTCTGTATAATGCATAATTAGAATTTTAAGGTGTTTCTGTGTGCCCATAT 
ATTCTTTAACAGTTCACAAGATTAAAAAAGTACTAAAATTGTTTGCCAAAGTAAACTTAGTCTTTTCCAT 
GCTATTTCATATCATTTAAGTGAAGATTTTTAACTTTTGCATCTAACCAATCTTCTACTCTAGAGGAAAA 
AAAATCTTATATGTAAAAATAAAAAGTTATTTTATGTTCCTCCTAGGT 

>GBCA0132 |Acc|AF314533|Ver IAF314533.1 GI : 16151870 | Canis familiaris interleukin 13 
receptor alpha chain 2 (IL13Ra2) mRNA, complete cds . 

GGCACGAGGCTGAGTTTGTGTGCTTGATTATCAGACAGGAAGGGAAGTCTTAGAGATTCTAATTAATGTC 
TCCAAACT GGAGAAGAGAAAAAAAAGAGGACCTGTGAT AAT TGCCTATGATAATTCAT T TCT TGAGAAAC 
CATATTATTGAGTGGAAACTTCAAAGTATTGAATCTTGGAGGAATGGCTTTCATTCATTTGGATGTCGGA 
TTCCTCTATACCCTGCTTGTTTGCACAGCATTTGGCTCTATGCTTTCAAATGCTGAGATAAAAGTTAATC 
CTCCTCAGGATTTTGAGATAGTGGACCCTGGATATTTAGGTTATCTCTCTTTGCAATGGCAACCTCCATT 
ATT T CCGGAT AAT T T TAAGGAATGCACAAT AGAAT ATG AATTAAAAT ACCGAAACAT TGATAGTGAAAAC 
TGGAAGACCATCAT T ACCAAGAAT CTACAT TACAAAGATGGGT TT GATCT T AAC AAAGGTAT TGAAGCAA 
AGATAAACACACTTCTGCCAGCACAATGCACAAATGGATCAGAAGTTAGAAGTTCATGGGCAGAAACTAC 
T TAT T GGACATCACCACAAGGAAAT CGGGAAACTAAAAT TCAAGAT AT GGAC T GT GT ATAT TACAAC T GG 
CAATATTTAGTCTGCTCTTGGAAACCTGGCATGGGTGTCCATTTTGATACCAATTACCAGTTGTTTTACT 
GGTATGAGGGCTTGGACCATTCAGCAGAGTGTACTGATTACATCAAGGTTAATGGAAAAAATATGGGATG 
CAGGTTTCCCTATTTGGAGTCATCAGACTATAAAGATTTCTACATCTGTGTTAATGGGTCATCAGAATCC 
CAGCCTATCAGACCCAGCTATTTTATTTTTCAGCTTCAAAATATAGTTAAACCTATGCCACCAGACTACC 
TTAGTCTTACTGTGAAGAATTCAGAGGAAATTAACCTGAAATGGAACATGCCTAAAGGACCCATTCCAGC 
CAAATGTTTCATTTATGAAATTGAATTCACAGAGGATGGTACTACTTGGGTGACTACCACAGTTGAGAAT 
GAGATACAAAT CACAAGAACATCAAATGAAAGCCAAAAAT TATGCTTT T T GGTAAGAAGTAAAGTGAAT A 
TTTATTGCTCAGATGATGGAATCTGGAGTGAGTGGAGTGATGAACAATGCTGGAAAGGTGACATATGGAA 
GGAAACCTTAGTATTTTTCTTGATACCATTTGCTTTTGTCTCAATATTTGTTTTGGTAATAACTTGCCTG 
CTTTTGTATAAGCAAAGGGCTTTACTGAAAACGATCTTTCATACAAAAAAAGAAGTCTTTTCTCATCAAG 
ACACATTCTGTTGACTCAGTAACTTTCAGTCTTATGGCCAGATGTTAAATATGAGTCTTATTAAACTGAA 
GCTTTTCCTCAAATATTGAATAAATCTTATTTTAAAANGAAAAAAAAAAAAAAA 

>GBCA0133 |Acc|AF314532|Ver[AF314532.1 GI : 16151868 | Canis familiaris interleukin 13 
receptor alpha chain 1 (IL13Ral) mRNA, partial cds. 

GGCGGGGTCGCCGCACCCACCGAAACTCAGCCACCTGTGACGAATTTGAGTGTTTCTGTTGAAAACCTCT 
GCACGGTCATATGGACATGGAACCCTCCCGAGGGAGCCAGCCCGAATTGCACCTTACGGTATTTTAGTCA 
TTTTGACAACAAACAGGATAAGAAAATTGCTCCTGAAACTCATCGTTCAAAAGAAGTACCCCTGAATGAG 
AGGATTTGTCTGCAAGTGGGGTCCCAGTGCAGCACCAATGAAAGTGACAATCCTAGCATTTTGGTGGAAA 
AGTGCACCCCACCACCTGAAGGTGATCCTGAGTCGGCTGTGACTGAGCTACAATGTGTTTGGCACAACCT 
GAGCTACATGAAGTGTACTTGGCTTCCTGGAAGGAATACAAGCCCTGACACCAACTATACTCTCTACTAT 
TGGCACAGCAGCCT GGGAAAAAT TCT TCAAT GCGAAGACATCTATAGAGAAGGTCAACACAT TGGT TGT T 
CCTTTGCTCTGACTAATTTGAAGGATTCCAGTTTTGAACAACACAGTGTCCAAATAATGGTCAAGGATAA 
TGCAAGAAAAATTAGACCGTCCTTCAATATAGTGCCTTTAACTTCTCATGTGAAACCTGATCCCCCCCAT 
ATTAAGCGTCTCTTCTTCCAAAATGGTAACTTGTATGTGCAATGGAAGAATCCACAAAATTTTTATAGCA 
GATGCTTATCTTACCAAGTAGAAGTCAATAACAGCCAGACTGAGACGAATGATATATTCTACGTTGAAGA 
AGCCAAATGTCAGAATTCAGAATTTGAGGGAAACCTGGAGGGTACAATTTGTTTCATGGTCCCCGGCGTT 
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C T T C C T GAT AC T T T GAAC AC AG T C AG AAT AAG AG T C AGAAC AAAT AAGT T AT GC T AT G AGG AT G AC AAAC 
TCTGGAGTAATTGGAGTCAAGCGATGAGTATAGGTGAGAATACCGACCCCACGTTCTATATAACCATGTT 
GCTCGCCACTCAAGTCATCGTTGCAGGTGCCATCATAATCCTTCTGCTTTATCTCAAAAGGCTCAAGATC 
ATTATATTCCCTCCAATTCCTGATCCTGGCAAGATTTTTAAAGAAATGTTTGGAGACCAGAATGATGATA 
CGC T GCAC T GGAGGAAGTACGACATCTATGAGAAGCAAACAAAAGAAGAAACGGACTCAGTAGT GC TGAT 
TGAAAACCTGAAGAAAGCCTCTCAGTAATGGGGATAACTTATTTTAGCCTTCAGCATGACCTTGTAAAGA 
TTCATCCCCACGTTCTCGGGAAGCTTCAAGGTCAAGCATCTTGGGAAAGGACATTACAGTTTCTACAGCA 
TGGTGTACCTGGGCATCTCCGACTACTTCTTCAACACAGCAGGGCTTGTGTACCAAGAGGCAGGGGCCTT 
AAACATGACCATCACGGACGACATGATACCAAAGAAATCCAAATTCCGACTGACAACCGATTTTTTGGGG 
ACCCTCATACCCCAAGTGGCCGAGATGTTCCCCAACATGACGGTTCAATTCAACGTCTGGGCCTCCTCCC 
CGCCGCA 

>GBCA0134 | Acc|AF04 6874 jVer|AF04 6874.1 GI : 33354 00 | Canis familiaris phosducin mRNA, 
complete cds . 

AAT T C G G C AC GAGAC AAG C T T C T CAT C C AC T GAAC AT AAG C AAGG AT AC C AGGCAC AG AGAAC CAAAC T A 
TTAT ATAAAAT CAAAT CCCTAAAAT GGAAGAAGCCAAAAACCAAAGT T T GGAGGAAGACTT TGAAGGACA 
GGCCACACAT ACAGGACCCAAAGGAGTAATAAAT GAT TGGAGAAAGT TTAAAT T AG AG AG TG AAG AC AG T 
GAT TCAGT TCCACCTAGTAAGAAGGAGAT TCTCAGACAAAT GTCTT CT CCTCAGAATAGAGATGACAAAG 
ACTCAAAAGAAAGAT T CAGCAGAAAGAT GAGCAT TCAAGAATATGAACTAAT TCACCGAGACAAAGAAGA 
TGAAAATTGCCTTCGTAAATATCGTAGACAATGTATGCAGGATATGCACCAGAAGCTGAGTTTTGGGCCT 
AGATATGGGTTTGTGTATGAGCTTGAGACTGGGGAGCAATTCTTGGAAACCATTGAAAAGGAACAGAAAA 
TCACCACAATTGTTGTTCACATTTATGAAGATGGCGTTAAGGGCTGTGATGCTCTAAATAGTAGCTTTAC 
ATGTCTTGCAGCTGAATACCCTATGGTCAAGTTCTGTTy^AATAAAAGCTTCTAATACAGGTGCTGGGGAC 
CGCTTTTCCTCAGATGTGCTCCCCACACTGCTCATCTACAAAGGTGGGGAACTCCTAAGCAATTTTATTA 
GTGGTACTGAACAGTTTGCAGAAGAATTTTTTGCTGGGGATGTGGAGTCTTTCCTAAATGAATATGGGTT 
ACTACCTGAAAGGGAGATACATGCCCTAGATCAGACCAACATGGAAGAAGATACTGAATAAAGAGTCACT 
ATGTCAAATCTTGTATTTCTCCTTTACAAATTGTACATTGATTTTGGTAGTATCCATATTCCTTTGGTGA 
ACACCAAGTATGGCCATGGCTATTTTAATTTGCAGGGGATAAAAAGATTGATACTAAAATTATTTGATTC 
AGCATTTTTTAGTTACTTAAGTGCATAGAGGCTTTACTACAAAATATTGTAGTCTTTAGCAACATGTTAG 
TAAGCAAAGAGGATATAAATAATATTGTGGCAGTTTTCAAAAATTCCTTTCAAGTTATATGTTGACTTTT 
TTACTCCTTGTTTTTGTTTTTGTTTTTTTTTCCCCCTCAGTGGTGTTATTTGGGCTTTCCAAATTACATT 
AT CAATCAT AAT T TTGCT TGTATGATAAAAATAAAGTCT TAAGAGGATATACAAAAAAAAAAAAAAAA 

>GBCA0135 |Acc|AF331919|Ver|AF331919.1 GI : 1591918 0 | Canis familiaris interleukin-5 mRNA, 
complete cds . 

CAAGGCAAACACTGAACATTTCAGAGCTATGAGAATGCTTCTGAATTTGAGTTTGCTAGCTCTTGGGGCT 
GCCTATGTTTCTGCCTTTGCTGTAGAAAATCCCATGAATAGACTGGTGGCAGAGACCTTGACACTGCTCT 
CCACTCATCGAACTTGGCTGATAGGCGATGGGAACCTGATGATTCCTACTCCTGAAAATAAAAATCACCA 
ACTGTGCATTAAAGAAGTTTTTCAGGGTATAGACACATTGAAGAACCAAACTGCCCACGGGGAGGCTGTG 
GATAAACTATTCCAAAACTTGTCTTTAATAAAAGAACACATAGAGCGCCAAAAAAAAAGGTGTGCAGGAG 
AAAGATGGAGAGTGACAAAGTTCCTAGACTACCTGCAAGTATTTCTTGGTGTAATAAACACCGAGTGGAC 
ACCGGAAAGTTGAGAACAAACCGGCTTATTGTAGTGGAAGATTTTGGAGAAGAATGGTTTTTTGGCGATG 
AGAATGAGGGCCAACCAACAGTAGGGACTTAATGGCCAGTATAACTAAGCTTCAGAGACAAAGTAAATAT 
T TCAGGCATCCTACTACT T TATCACT T CACACAGATGAAATATATTT GAG 

>GBCA0136 |Acc|AF190740|Ver|AF190740.1 GI : 15428283 | Canis familiaris alpha-tocopherol 
transfer protein mRNA, partial cds. 

CGCCGCTGCCGCTCACCGACGCCTTCCTGCTGCGCTTCCTGCGCGCCCGGGACTTCGACCTGGAGCTGGC 

CTGGCGGTTGCTGAAAAACTATTATAAGTGGAGAGCAGAATGTCCAGAAATAAGCGCAGATCTATGTCCC 

AGAAGTATTCTTGGTCTTCTGAAGGCTGGTTACCTTGGAGTCCTGAGAGCCAGAGATCCCACTGGCAGCA 

AAGTTCTTATTTACAGAATTGCACAATGGGACCCAAAAGTTTTCACAGCTTATGATGTTTTTCGTGTAAG 

TCTAATCACATCCGAGCTTATTGTACAGGAGGTAGAAACGCAACGGAATGGTATCAAGGCTGTCTTTGAT 

CTAGAAGGCTGGCAGTTTTCTCATGCTTTTCAAATTACCCCATCTGTAGCCAAGAAGATTGCTGCTGTTC 

TTACAGATTCCTTCCCATTAAAAGTTCGTGGTATCCATTTGATAAATGAGCCGATAATTTTCCATGCTGT 

CTTTTCCATGATTAAACCATTCCTGACTGAAAAAATTAAGGAACGGATTCACATGCATGGGAACAATTAC ' 

AAACAAAGCTTACTTCAGCATTTCCCAGACATTCTTCCTCTGGAATATGGTGGAGCTGAATTCTCCATGG 

AGGACATTT GTCAGGAGT GGACAAATT T TATAATGAAGTCTGAAAAT TAT CTCAGCAGCATT TCACAGAT 

CAGCGAAT GAGAAAAA 

>GBCA0137 |AcclU33843|Ver|U33843.1 GI : 1000198 | Canis familiaris interleukin-10 (IL-10) 
mRNA, complete cds . 
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CATGCATGGCTCAGCACTGCTCTGTTGCTGCCTGGTCCTCCTGGCCGGGGTGGGAGCCAGCCGACACCAG 
AGCACCCTACTTGAGGACGACTGCACCCACTTCCCAGCCAGCCTGCCCCACATGCTCCGAGAGCTCCGAG 
CTGCCTTCGGGAGGGTGAAGATCTTCTTTCAAATGAAGGACAAGCTGGACAACATACTGCTGACCGGGTC 
CCTGCTGGAGGACTTTAAGAGTTACCTGGGTTGCCAAGCCCTGTCGGAGATGATCCAGTTTTACTTGGAG 
GAGGTGATGCCCCGGGCTGAGAACCACGACCCAGACATCAAGAACCACGTGAACTCCCTGGGAGAGAAGC 
TCAAGACCCTCAGGCTGAGACTGAGGCTGCGACGCTGTCACCGATTTCTTCCCTGTGAGAATAAGAGCAA 
GGCGGTGGAGCAGGTGAAGAGCGCATTTAGTAAGCTCCAGGAGAAAGGTGTCTACAAAGCCATGAGTGAG 
T T T GACATCT T.CAT CAACT ACATAGAAACCTACATGACAAT GAGGAT GAAAATC TGAAACGTGC TGGAG A 
ACAAAACACCCAGGATGGCAACTCTTCTCGACTCTAGGACATGAATTGGAGATCTGCAAAATACCATCCC 
GAGATGTAGGAGAGCCGACCAACTGCTTGGAGAACCCCGTCATACCTCTCTCTTAGAATATTTATTACTC 
TGATACCTCAACTCCCATTTGTATTTATTTACTGAGCTTCTCTGTGAA 

>GBCA0138 lAcc|AJ290948 (Ver IAJ290948.1 GI : 1514 987 6 | Canis familiaris mRNA for UDP- 
glucuronosyltrans f erase (UGT1A6 gene) . 

ATGGCTCGCCTCCTTCATTTGTTTCAAAAGGTGTTCTTCCTAATGCTCTGGGGGGAGGCTGTAGGTGACA 
AGCTTCTGGTGGTCCCTCAGGACGGAAGCCACTGGCTCAGTATGGAGAACATAGTTGAGCTCCTCAGTGA 
GAAGGGGCATGACATTGTGGTGCTGGTGCCAGAAGTCAATTTGCTTCTGAAGGAATCCAAACACTACACG 
AGACAAATCTACTCAGTGCCATTTGGCCAGGAAGGGTTGGAGAACCGCTACCGCTCTTTTGGAAAGAATC 
ACTTTGCTGAGAGATGGCTCCTGAACGCTGCTCAGATGGAGTACAGAAATAGCATGATTGTTATTGACAT 
GTACTTCACCAACTGCCAGAGCCTTCTGGAGGACTCGGCCACGCTCAGTGTCCTCAGGCAGAGCAAGTTC 
GATGCCCTTTTCACAGACCCAGCTCTGCCCTGTGGGGTGATCCTGGCCGAGTACCTGGGCCTGCCCTCCG 
TGTACCTCTTCAGGGGCTTCCCATGCTCCCTGGAGCATACTATCAGCAGGAGCCCAAACCCTGTGTCCTA 
CATTCCCAGGTGCTATACTCAGTTCTCAGACAAGATGACATTTCCCCAACGGGTGGGCAGCTACCTCGTT 
AATTACCTGGAGACCTACCTGTTCTACTGTCTGTATTCAAAGTACGAAGACCTTGCATCCAATATCCTCA 
TGAGAGATGTGCACTTACCCACCTTGTATCGGAACGGCTCCATTTGGCTGTTACGATATGACTTTGTGTT 
T GAG TAT C C C AGACC AGT C AT G C C CAAC AT GG T T T TC AT T GGAGG GAG C AAC T GC AAG AT GAAGGG AG T C 
CTGCCTCAGGAATTTGAAGCCTATGTTAATGCTTCTGGAGAACATGGAATTGTGGTTTTCTCTTTGGGCT 
CCATGGTATCAGATATTCCTGAGAAGAAAGCTATGGAGATTGCTGATGCTTTGGGCAAAATACCTCAGAC 
GGTCCTGTGGCGTTATACTGGCACTCCACCACCGAATCTTTCAAAGAATACAATACTTGTCAAGTGGCTG 
CCCCGGAATGATCTGCTTGGTCACCCGAAGGCTCGCGCCTTTATCACACATTCTGGCTCCCATGGCATAT 
ATGAGGGAATATGCAACGGCGTTCCAATGGTGATGCTGCCCTTGTTTGGTGATCAGATGGACAATGCGAA 
GCGCATGGAGACTCGGGGGGCTGGAGTGACCTTGAATGTCCTGGAAATGACTTCTGGAGATTTAGCAAAT 
GCCCTAAAAGCTGTCATCAATGACAAAAGCTATAAGGAGAACATCATGCACCTCTCCAGGCTGCACAAGG 
ACCGCCCCATCGAGCCCCTGGACCTGGCTGTGTTCTGGGTGGAGTTCGTCATGAGGCACAAGGGGGCTCC 
CCACCTGCGTCCCGCAGCCCACGACCTCACCTGGTACCAGTACCACTCTTTGGACGTGATCGGCTTCCTC 
CTGGCCGTGGTGCTGGGGGTTGTCTTCATCACTTACAAATGTTGTGCCTTTGGCTGCCGGAAGTGCTTTG 
GGAAAAAAGGACGGGTTAAGAAACCTCACAAATCCAAGGCACACTGA 

>GBCA0139 | Acc | AF2 6 2 2 1 9 | Ver | AF2 62219.1 GI : 10178 634 | Canis familiaris transglutaminase 1 
mRNA, complete cds . 

GCGTGATGGATGGTCCTCGTTCAGATGTGGGCCGCTGGGGCGGGAACCCCTGGCAGCCCCCTACCACACC 
TTCGCCAGAGCCAGAGCCAGAGCCAGAGCCAGAGAGACGGTCTCGTCGAGGAGGCCGTTCCTTCTGGGCT 
CGCTGCTGTGGCTGCTGCTCCTGCCGAAACAGGGCAGATGATGACTGGGGACCTGAGCCCCACCGAGACC 
GAGGGTCTGGCTCTGGGAGGCGAAGACCCGACTCCCGGGGCTCAGATTCCCGCCGGCCTGGCTCCCGGGC 
CAGCGGTGTGAACGCAGCTGGAGATGGCACCATCCGAGAGGGCATGCTGGTGGTGACTGGTGTGGATCTG 
CT GAGT TCGCGGTCAGACCAGAATCGCCGAGAGCACCACACAGAT GAGT TTGAATACGATGAGTTGAT TA 
TACGCCGTGGGCAGCCTTTTCACATGGTTCTGCACTTCTCTCGCCCCTATGAATCCTCTGATCGCGTCGC 
CCTGGAGCTGCTTATTGGAAACAACCCTGAGGTGGGAAAGGGCACCCACGTGATCATCCCAGTGGGCAAG 
GGGGGCAGTGGAGGCTGGAAAGCCCAGGTGACCAAGGCCAGTGGGCAG2^ATCTGAACCTCCGAGTCCACA 
CCTCCCCCAATGCCATCATCGGCAAGTTTCAGTTCACTGTCCGCACACACTCAGAGGCTGGCGAGTTCCA 
GCTGCCTTTTGACCCCCACAACGAGATCTACATCCTCTTTAATCCTTGGTGCCCAGAGGACATCGTGTAC 
GTGGACCATGAGGACTGGCGACAGGAGTACGTGCTTAATGAGTCTGGGAGAATCTACTACGGGACTGAAG 
CACAGATTGGTGAGCGGACCTGGAACTATGGGCAGTTTGATCATGGGGTGCTGGATGCTTGCCTGTACAT 
TCTGGACCGGCGGGGCATGCCATATGGAGGCCGTGGGGACCCTGTCAGTGTCTCCCGGGTCATCTCTGCC 
ATGGTGAACTCCTTGGATGACAATGGGGTCCTGATTGGAAACTGGTCTGGTGATTACTCTCGAGGCACCA 
ACCCTTCAGCGTGGGTGGGCAGCGTGGAGATCCTACTCAGCTACCTCCGCACTGGCTATTCTGTCCCCTA 
TGGCCAGTGCTGGGTCTTCGCCGGTGTGACCACCACAGTGCTGCGTTGCCTGGGCCTGGCTACCCGCACT 
GTCACCAACTTCAACTCGGCACATGACACAGACACATCCCTCACCATGGACATCTACTTTGACGAGAACA 
TGAAGCCCCTGGAGCACCTGAACCATGATTCTGTTTGGAACTTCCACGTGTGGAATGACTGCTGGATGAA 
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GAGGCCAGACCTGCCCTCTGGCTTTGACGGGTGGCAAGTGGTAGACGCCACGCCCCAGGAGACCAGCAGC 
GGGATCTTCTGCTGTGGCCCCTGCTCTGTGGAATCCATCAAGAATGGCCTAGTCTACATGAAGTATGACA 
CACCCTTCATTTTTGCCGAGGTCAACAGTGACAAAGTTTACTGGCAGCGACAGGACGATGGCAGCTTCAA 
GATCGTGTATGTGGAAGAGAAGGCCATTGGCACGCTCATTGTCACAAAAGCTGTTGGATCCAACATGCAG 
GACGATGTCACCCACATCTATAAACACCCAGAAGGCTCAGAAGCAGAGCGCAAGGCGGTGGAGACAGCAG 
CTGCGCATGGCAGCAAACCCAACGTGTACACCAACCGCGACTCGGCTGAGGATGTGGCCCTGCAGGTGGA 
GGCCCAAGACGCAGTGATGGGGCAGGACCTGACAGTCTCCGTAGTGCTGACCAATCGCGGCAGCAGCACC 
CGCACTGTGAAGCTGCATCTCTACCTCTCAGTCACCTTCTACACTGGTGTTACAGGGCCTGTCTTCAAGG 
AGAGCAAGAAGGAAGTGGTGCTCGCGCCAGGGGCCACGGAACGCGTGTCCATGCCTGTGGCCTACAAGGA 
ATACCGGCCCCAAATCGTAGACCAGGGGTCCATGCTGCTCAATGTCTCAGGCCACGTCAAGGAGAATGGA 
CAGGTGCTGGCCAAACAGCATACCTTCCGTCTGCGCACCCCAGATCTCTCCCTCACATTATTGGGGGCAG 
CTGTGGTTGGCCAGGAGTGCGAAGTACAGATTGTCTTCAAGAACCCCTTGCCTGTCACCCTCACCAATGT 
CGTCTTCCGGCTTGAGGGCTCCGGGCTACAGAGACCCAAGATCCTCAATGTGGGGGACATTGGGGGCAAC 
GAGACAGTGACACTACACCAGAAGTTTGTGCCTGTGCGGCCAGGCCCCCGCCAGCTCATCGCCAGCTTGG 
ACAGCCCACAGCTCTCCCAGGTGCATGGTGTCATCCAGGTGGACGTGGCTCCAGCCCCTGGGGGTGGGGG 
CTTCTTTTCAAATGCTGGAGGCAATAGTCCCTTGGGGGAGACCATCCCTATGGCATCTCGAGGTGGGGCT 
TAG 

>GBCA0140 |Acc|AF285177|Ver|AF285177.1 GI : 1507 6950 | Canis familiaris ferritin mRNA, 
complete cds . 

TTGTTCCTGCTTCAACAGTGCTTGGACGGAACCCGGCGCTCGTTCCCCTCCCCGGCCCGCCGCTCAGAGC 
CAGCCCTCGGCCACCCTCCACGCAGCGCTCTCGGACCGCCCCGAGGCCTCCGCCGCCGCCGCCCCAGCGC 
CGCGCAGCCGCCGCCGCCGCCGCCTCTCCTCAGCCTCCGCCATGACGACCGCGTCCCCCTCGCAGGTGCG 
CCAGAACTACCACCAGGACTCCGAGGCCGCCATCAACCGCCAGATCAACCTGGAGCTCTACGCGTCTTAC 
GTCTACTTGTCCATGTCTTATTACTTTGATCGCGATGATGTGGCTTTGAAGAACTTTGCCAAATATTTTC 
TCCACCAATCTCATGAGGAGAGGGAACATGCTGAGAAACTGATGAAGCTGCAGAACCAACGAGGTGGTCG 
AATCTTCCTTCAGGATATTAAGAAACCAGACCGTGACGATTGGGAGAATGGGCTGAATGCAATGGAGTGT 
GCATTACACTTGGAAAAGAGCGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGATAAAAATG 
ACCCCCACTTGTGTGACTTCATTGAGACTCATTACCTGAACGAGCAGGTGAAATCCATCAAAGAATTGGG 
TGACCATGTAACCAACCTGCGCAAGATGGGGGCTCCCGAATCTGGCATGGCAGAGTATCTCTTTGACAAG 
CACACCCTGGGAAACAGTGATAATGAGAGCTAACCTTAGCTGCTTCCATACCGCAGGGTGACTTCCTGGC 
ACCGAGCATGCATGCATGTTGGGGTATCCTTTACCTTTTCTATAAA 

>GBCA0141 |Acc|AJ278477|Ver [AJ278477.1 GI : 11024570 | Canis familiaris E12a gene for 
epididymal secretory proteins, genomic RNA. 

GG C AC G AG AGAC CACC T G C C T C AC AT C AGAAG AAAT GCAGAAAAAGAAC TAT G C AAGGAT T AG AAAT AAG 

AGGCCAGTTGAGATGAACCCATGGTCCAGTTATCTGTTGGGATGGACAACTTTCCTCCTCTACTTCTATG 

AGACAAGTGGAAAGATTCCTAACCTGAGTTCACTGGGAAAGCATGAGTTCACGAAGCCCTGGATTAGTAT 

AAAAGAAGATCAGAAAGATTCATGTGTATTTCCCTTCGTCTACAAGGGGTCTTCTTACTTCTCTTGCATC 

AAAACGAATAGCTTCTCTCCTTGGTGTGCAACCAGAGCTGTTTATAATGGGCAGTGGAAATTCTGCATGG 

CAGACGATTACCCACGATGCATCTTCCCCTTCATCTTTCGAGGAAAGTCCCATAACAGCTGCATCACGGA 

GGGCAGCTTCCTCAGAAGGCTGTGGTGCTCAGTCACCTCCAGCTTTGATGAGAATCAGCAGTGGAAATAC 

TGTGAAACCAATGAGTATGGGGG2\AATTCTTTCAGCAAGCCCTGCATCTTCCCCTCCATCTTCAGAAATA 

GCACGAT CT T TGAATGCATGGAGGATGAAAACAACAAGC TCTGGT GCCCAACCACAGAGAACAT GGATGA ■ 

GGATGGGAAGTGGAGCCTTTGTGCTGATACTAGAATTTCCTCCTTGGTTCCTGGCTTTCCCTGCCACTTC 

CCATTCAGCTATAAAAACAAGAATTATTATAACTGTATCGGCAAAGGAACAAAAGAGAACCTTACGTGGT 

GTGCAACCTCTTACAACTACGACCGGGACCACACCTGGGTGTATTGCTGATGCAAAGGGGAGGAGAAACA 

TCTTCAGAGGAAGACGGACATACTAAGTCTAGAACCTGCTTCATCATTTTCATCAAGTCTTTCAAGTTTA 

ATTGCTTTTAGAAGTACCTTGTCTGCCATTTTGCTTAATCACTTGGTCCTTTGTGAAGAACAGAGGGAAT 

ATGTGGCATAACCACCAATAAAGGAGCCCACAGTTAACCCCCAGGGCTGCTCTTTGTGCTCTCTGGAATG 

AGATAAGGTGAGGGACCAGAATGTATGGTGAAGGAAGCCTTGGTGACTGAGTGGTGAGTCTCACAGGCGG 

AGGTCAGATTCTTAGCCCAGGGGCCCTTGGAAGGAACTGCAACCTGCTATCTCTTTCTGGGAAACTGTAG 

AT T TGGGTGGAGCAT T TGTAGATACTTGTTAAAT CATTAAT AAAT AAAT TAGTAAGTTA 

>GBCA0142 | Acc | Y18220 | Ver | Y18220 . 1 GI : 11557 969 | Canis familiaris mRNA for multidrug 
resistance protein 2. 

TCATGCTGGAGAAGTTCTGCAACTCTACGTTTTGGAACTCTTCATTCTTGGATAGCCCAGAAGCGGACCT 
GCCACTTTGTTTTGAGCAAACTGTTCTGGTGTGGATTCCCTTGGGTTTCCTTTGGCTCCTGGCCCCTTGG 
CAGCTTCTTCATGTGTATAGGACCAAGATCAAGAGATCTTCTATAACCAAACTCTACCTTGCTAAGCAGG 
TGCTTGTTGGGTTTCTTCTTATTCTAGCAGCCATAGAGCTGGTCCTTGTACTCACAGAAGACTCTGGAGA 
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AGCCACAGTCCCCGCCATTAGATACACCAATCCAAGCCTTTACCTGGGCACATGGCTCCTGGTTTTGCTG 
ATCCAATACAGCAGGCGATGGTGTGTACAGAAGGATTCTTGGTTCCTGTCTCTATTCTGGATTCTCTCAA 
TACTCTGTGGTAGTTTCCAATTTCAGACTCTGATCCGGACACTCTTAAAGGACAGCAATTCTAACTTGGC 
TTACTCCTGCCTGTTCTTCATCGGCTATGCACTACAGATCCTGGTCCTGATCCTATCAGCATTTTCAGAA 
AAAGATGCCTCCTCAAATAATCCATCATTCACGGCCTCATTTCTGAGTAGCATTACGTTTAGTTGGTATG 
ACAGCATTGTTATGAAAGGCTACAAGCAACCTCTGACACTGGAAGATGTGTGGGATGTTGATGAACAGAT 
TACAACCAAGGCACTGGTCAGCAAGTTTGAAAAATATATGGTAGAAGAGCTGCAGAAGGCCAGAAAGACC 
CT CCAGAAACAGCAACAGAGGAACACCCAGGGGAAGT CT GGAGAAAGGC TGCAT GACT T GAACAAGAATC 
AG AG T C AAAGC C AAGAT AT CC T T GT T C T G G AAG AAG T T AAAAAG AAAAAAAAG AAG T C T G GG AC C ACAG A 
AAAGTTTCCCAAGTCCTGGTTGGTCAAGAGTCTCTTCAAAACTTTCTATGTCATACTCTTGAAATCATTC 
CTACTGAAGCTGGTGTTTGACCTTCTCACGTTCCTGAATCCTCAGCTGCTGAAGTTGCTGATCTCCTTTG 
CAAATGACCCAGACATGTATGTGTGGACTGGGTATTTCTATTCGGTCCTCTTCTTTGTTGTGGCTCTCAT 
CCAGTCTCTCTGCCTTCAGAGCTACTTTCAAATGTGCTTCATGTTGGGTGTAAACGTACGGACAACCATC 
ATGGCTTCCATATACAAGAAGGCGCTGACCCTTTCCAACCAGGCCAGGAAGCAGTACACCATTGGAGAAA 
CAGTGAACCTGATGTCTGTGGATGCTCAGAAGCTCATGGATGTGACCAACTTCATTCATCTGCTGTGGTC 
AAATGTTCTCCAGATTGCTTTATCTATCTACTTCCTGTGGGCAGAGCTGGGACCCTCCATCTTAGCAGGT 
GTTGGGGTGATGATACTCCTAATTCCAGTTAATGGGCTACTTGCCTCTAAGAGTAGAGCTATTCAGGTAA 
AAAATATGAAGAATAAAGACAAACGTTTAAAGATCATGAATGAAATTCTCAGTGGGATCAAGATCCTGAA 
AT AT T T T GCC T G GGAAC C T T CAT T C AAAAAC C AAG T C CAC GAAC T T CGG AAGAAAG AGC T CAAGAAC C T G 
CTGACCTTCGGGCAGATGCAGTCTGTAATGGTGTTTCTCTTATACTTAACTCCGGTCTTGGTGTCTGTGA 
TCACGTTTTCAGTTTACACTCTGGTGGACAGCAATAATGTTTTGGATGCAGAGAAGGCATTCACCTCCAT 
CACCCTCTTCAATATCCTGCGCTTTCCCCTAAGCATGCTCCCCATGGTAATCTCCTCACTGCTCCAGGCC 
AGCGTTTCCAGAGAACGCCTGGAAAAGTACTTGGGAGGGGATGACTTAGACACATCCGCCATTCGACGTG 
ACAGCAGTTCTGACAAAGCTGTGCAGTTCTCAGAGGCCTCCTTCACCTGGGACCGGGACTCGGAAGCCAC 
AATCCGAGATGTGAACCTGGAGATTATGCCAGGCCTTATGGTGGCTGTGGTGGGCACTGTAGGCTCTGGG 
AAGTCTTCCTTGATGTCAGCCATGCTGGGAGAAATGGAAGATGTCCATGGGCACATCACCATCAAGGGCA 
CCATAGCCTACGTCCCACAGCAATCCTGGATTCAGAATGGCACCATAAAGGACAACATCCTTTTTGGATC 
CGAGTTGGATGAAAAGAGATACCAGCAGGTGCTAGAAGCCTGTGCCCTCCTACCAGACTTGGAAGTGCTG 
CCGGGAGGAGACCTGGCTGAGATTGGAGAGAAGGGTATAAATCTTAGTGGGGGTCAGAAGCAGCGGATTA 
GCCTGGCCAGAGCTACCTATCAGAATTCAGACATCTATGTTCTGGATGACCCCCTGTCAGCTGTGGATGC 
TCATGTGGGAAGACATATTTTCAATAAGGTCTTGGGTCCCAATGGCCTATTGAAAGGCAAGACTCGTCTC 
TTGGTTACACATAGCATTCACTTTCTTCCCCAAGTGGATGAGATTGTGGTTCTGGGGAATGGCACCATCT 
TGGAGAAGGGATCCTACAACACTCTGCTGGCCAAGAAAGGATTGTTTGCTAAGATTCTGAAGGCATTCAC 
AAAACAGACGGGTCCTGAAGGAGAGGCCACAGTCAATGAGGACAGTGAAGAAGATGATGACTGTGGGCTG 
ATGCCCAGTGTGGAGGAAATCCCTGAGGAAGTGGCCTCCTTGACCATGAAAAGAGAGAACAGCCTTCATC 
GAACACTTAGTCGCAGTTCCAGGTCCAGGAGCAGACATCAGAAATCCCTAAGAAACTCTTTGAAAACCCG 
GAATGTGAACACTCTGAAGGAGGAGGAGGAACCAGTGAAAGGACAAAAACTAATTAAGAAGGAATTCATA 
CAAACTGGAAAGGTGAAGTTCTCCATCTACCTGAAGTACCTACGAGCAATAGGATGGTATTTGATATTCC 
TCATCATTTTTGCCTATGTGATCAATTCTGTGGCTTATATTGGATCCAACCTCTGGCTCAGTGCTTGGAC 
CAATGACTCTAAAGCCTTTAATGGCACTAACTATCCAGCCTCTCAGAGGGACATGAGAATTGGCGTCTAT 
GGAGTTCTGGGATTAGCTCAAGGTGTGTTTGTGCTCATGGCAAATCTCTTGAGTGCCCATGGTTCCACCC 
AT GCATCAAACAT CCTTCACAGGCAAC TGCTAAACAAC ATCCTT CAAGCACCCATGAGT T T TTT TGACAC 
AACACCCACAGGTCGGATTGTGAACAGGTTTGCTGGTGATATTTCCACAGTGGATGACACCCTCCCCCAA 
TCCTTGCGCAGCTGGATATTGTGTTTCCTGGGAATAGTCAGCACTCTTGTCATGATCTGCACGGCCACTC 
CAGTGTTCATCATCGTCATCATTCCTCTTAGCATTATTTATGTGTCTATTCAGATATTTTATGTGGCTAC 
TTCCCGCCAGCTGAAACGTCTAGACTCTGTCACCAGATCCCCAATTTACTCTCACTTCAGTGAGACAGTG 
TCAGGTTTGTCCGTCATCCGTGCCTTTGAGCATCAGCAGAGATTTCTGAAACACAATGAAGTGGGGATTG 
ACACCAACCAGAAATGTGTCTTTTCCTGGATTGTCTCCAACAGATGGCTTGCAGTTCGTCTGGAGCTGAT 
TGGGAACTTGATTGTCTTCTTTTCATCCCTGATGATGGTTATTTATAAAGCTACCCTAAGTGGAGACACT 
GTGGGCTTTGTTCTGTCCAATGCACTTAATATCACACAGACCCTGAACTGGCTAGTGAGGATGACGTCAG 
AAATAGAGACCAACATT GTGGC TGT TGAAAGAATAAATGAATACAT AAAAGTGGAAAATGAGGCACCCTG 
GGTGACTGATAAGAGACCTCCCCCAGGTTGGCCCAGCAAAGGGGAGATTCGGTTTAACAACTACCAAGTG 
CGGTACCGGCCTGAACTGGAT CT TGTACTGAGAGGGATCACT T GT GAT AT TAGGAGCATGGAGAAGATTG 
GTGTGGTGGGCAGAACAGGAGCTGGGAAGTCATCCTTGACAAATGGCCTCTTCAGAATCCTAGAGGCTGC 
AGGTGGTCAGATCATCATTGATGGGGTAGATATsTGCTTCCATTGGGCTCCATGACCTCCGAGAAAAATTG 
ACCATCATCCCCCAGGATCCCATCCTGTTCTCTGGAAGCCTGAGGATGAATCTAGACCCTTTTAACCACT 
ACTCAGATGGGGAGATTTGGAAGGCCTTGGAGCTGGCTCACCTCAAAACATTTGTGGCTGGCCTGGAACT 
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GGGGTTGTCCCACGAAGTGGCAGAGGCTGGTGACAACCTTAGCATAGGGCAGAGGCAGCTACTGTGCCTG 
GCCAGGGCTCTGCTTCGGAAATCCAAGATTCTGATCATGGATGAGGCCACTGCTGCGGTGGACCTAGAGA 
CCGATCACCTCATCCAGATGACCATCCAAAGGGAGTTCTCCCACTGCACGACTATCACCATTGCTCACAG 
GCTACACACCATCATGGACAGTGACAAGTGAGTGTGGGGGACAGCTTGACAGATGGGACCAAGCCCTTGA 
ACAACAGTAATAACACTGGCCGTAGGATATCTACAGCTAAAGGTTGAACCACCTTCATTTTACTGATGAG 
GAAACCGAGAATTCAAGTAATTTGTCCAAAATTAAACATGAAGTTAATGAAAGCCAACTCAGTTAAGGGA 
ACTGGACTTGAGGGTAAAATGGGCAATTGTGTGTTTACTTATTAACTGAGTTTGGGGAGGTGGCGGCCCG 
AGCTATGAGAGGCTGATATTAACCAGAGATCTTCTCAACTACTCAACAGCTCAACAGCTGTTCTCAACAG 
CTGTTCCCAAGCAAGAAGCTTTCTGGCTTCTGACTAGAAGCTTTCTACTTCTTCCAACTCTGACATATTA 
CATTAAAAATGGGGGTAACACCAGTAATCTTGGAAGCTGTTTGGAGAGAATAGGCTCCCTTAAACAATAT 
ATATTTGTAAAAAAAAACTTCTGTAATTGGACTGACTCATACTGCA 

>GBCA0143 |Acc|AF112115|Ver IAF112115.1 GI : 6650623 | Canis familiaris tissue inhibitor of 
metalloproteinase 2 precursor, mRNA, complete cds . 

CCATGGGCGCCGCGGCCCGCAGCCTGCGCCTGGCGCTCGGCCTCCTGCTGCTGGCGACGCTGCCGCGCCC 
GGCCGACGCCTGCAGCTGCTCCCCGGTGCACCCGCAACAGGCGTTCTGCAACGCGGACGTAGTGATTAGG 
GCCAAAGCGGTCAGTGTGAAGGAGGTGGACTCTGGGAATGACATCTACGGCAACCCCATCAAGCGGATTC 
AGTATGAGAT CAAGC AGATAAAGATGT T CAAAGGACC AGACAAGGACATAGAGT T TATC TACACGGCT CC 
TTCCTCCGCCGTATGCGGGGTCTCCCTGGACATCGGAGGAAAGAAGGAGTATCTCATTGCGGGAAAGGCC 
GAGGGGAACGGCAAGATGCACATCACCCTTTGTGACTTCATCGTGCCCTGGGACACCCTGAGCAGCACCC 
AGAAGAAGAGTCTGAACCATAGGTACCAGATGGGCTGTGAGTGCAAGATCACGCGCTGCCCCATGATCCC 
GTGCTATATCTCGTCTCCGGATGAGTGCCTCTGGATGGACTGGGTCACGGAGAAGAGCATCAACGGGCAT 
CAGGCCAAGTTCTTCGCCTGCATCAAGAGAAGCGACGGCTCCTGTGCATGGTACCGCGGAGCAGCACCCC 
CCAAGCAGGAGTTTCTCGACATCGAGGACCCATAAG 

>GBCA0144 |Acc|AF016248|Ver |AF016248.1 GI : 3002535 | Canis familiaris cytochrome P450 2C41 
mRNA, complete cds . 

CATGGATCCAGTTGTGGTTCTGGTGCTTTGTCTCTCCTGTTGCCTTCTCCTTTCACTCTGGAAACAGAGC 
TCGAGGAAGGGGAAGCTCCCACCTGGCCCCACACCTCTCCCTTTTATTGGAAATATCCTACAGTTAGATA 
AGGACATCAACAAATCCTTAAGTAATCTCTCAAAAGCCTATGGCCCTGTATTCACTCTGTATTTTGGCAT 
GAAACCCACTGTTGTACTGCATGGGTATGACGCAGTGAAGGAAACCCTGATTGATCTGGGAGAAGAGTTT 
TCTGCAAGAGGACGTTTCCCAATAGCCGAAAAAGTTAGTGGAGGACACGGAATCATTTTCACCAGTGGAA 
ACAGATGGAAGGAGATGCGACGCTTTGCCCTCACGACCCTGCGAAATTTGGGGATGGGGAAGAGTGACCT 
TGAGAGCCGAGT T CAAGAGGAAGCCTGCTACCT T GTAGAAGAGT T GAGAAAAACCAAT GCC T TACCAT GT 
GATCCCACTTTTGTCTTGGGCTGTGCTTCCTGCAATGTGATCTGCTCCATTATTTTCCAGAATCGTTTTG 
ACTATACAGATCAGACTTTAATTGGTTTCTTGGAAAAACTTAATGAAAACTTCAGGATTTTGAGCTCCCC 
ATGGATCCAGGCCTACAATAGTTTCCCTGCTCTCCTTCATTATCTCCCAGGAAGCCATAACACAATATTT 
AAAAATTTT GCT T T CAT AAAAAGT TACATTT T GGAGAAAATAAAAGAACACCAAGAATCCTTCGAT GT TA 
ACAATCC TCGGGATT TCATTGAT TAT T TCC T GATAAAAAT GGAACAGGAAAAGCACAACCAGCCAT TGGA 
ATT TAC TTTCGAAAACT T GAAAACT AT TGCCAC T GAT TTGT T TGGAGC TGGGACAGAGACAACAAGCACA 
ACCCTACGATATGGTCTCCTGCTCCTGCTGAAACATCCAGAAGTCACAGTGAAAGTCCAGGAAGAGATTG 
* ACCGTGTAATTGGCAGACACCAGAGCCCTCACATGCAGGACAGGAGTCGCATGCCCTACACGAATGCGGT 
ACTGCATGAGATTCAGAGATACATTGACCTTGTCCCAAACAGCCTGCCTCATGCAGTGACCTGTGACGTT 
AAATTTAGAAACTATGTCATCCCCAAGGGCACAACTATATTAATATCACTGTCTTCTGTGCTATCTGATG 
AAAAAGAATTCCCCAGACCAGAGATATTTGACCCTGCCCACTTCCTGGATGATAGCGGCAACTTCAAGAA 
GAGTGACTACTTCATGGCTTTCTCAGCAGGAAAACGAATTTGTGTGGGAGAAGGACTGGCCCGCATGGAG 
CTGTTTTTATTCCTGACCACCATTTTACAAAAATTTACCCTGAAACCTCTGGTCGATCCAAAGGACATTG 
ATACCACCCCACTTGCCAGTGGGTTTGGCCATGTCCCACCCACCTACCAGCTCTGCTTCATTCCCGTGTG 
AGGAAAGGCAGACCACCTGCCTGCTGTTGTGCTATTGTCTGTAGATCCTCTTCCTCTGGGGTATCATTCA 
TCTCCCTCTCACTACTGGGGWTGCTTTCCCCGACCTTATCTCATATTTCCCCATTCCTTCCATTCCCAGT 
GAACATCCAACCTCCATTAAAGGAAAGTCTCCAGAATTTCTTTGCAAAAAAAAAAAAAAAAAAAAAAAA 
>GBCA014 5 |Acc|U117 62 | Ver | U11762 . 1 GI : 521134 | Canis familiaris type I iodothyronine 
deiodinase (dio 1) mRNA, complete cds. 

GGCACGAGCGGCCTCAGAGCCAGCTCTGCATGTGCCGAGATGGGGfcTGCCCCGGCCAGTGCTGTGGCTAA 
GGAGGCTCTGGGTCCTCTTGCAGGTGGCCGTGCAGGTGGCCGTGGGCAAAGTGTTCCTGAAACTGTTTCC 
CGCAAGAGTCAAGCAACACATCGTGGCCATGAATGGGAAGAACCCTCACTTTTCCTATGACAACTGGGCC 
CCCACCCTCTACAGCATGCAGTACTTCTGGTTTGTCCTGAAAGTCCAATGGCAGCGACTAGAGGACAGGA 
CTGAGCCAGGAGGTCTGGCCCCCAACTGCCCTGTGGTCCGGCTCTCGGGACAGAGGTGCAACATTTGGGA 
CTTCATGCAAGGCAACAGGCCATTGGTGCTCAATTTTGGAAGTTGTACCTGACCTTCATTTCTTTTCAAA 
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TTTGACCAATTCAAGAGACTTATTGAAGACTTCTGCTCCACAGCAGACTTTCTCATCATTTACATCGAAG 
AAGCACATGCATCAGATGGCTGGGCCTTTAAGAACAACGTGAACATCAGGACTCACCAGACTCTCCAGGA 
CCGCCTGCAGGCAGCCCGCTTGCTGCTGGACAGGGCCCCCCCATGCCCCGTGGTGGTGGACACGATGAGG 
AACCAAAGCAGCCAGTTCTACGCGGCCCTACCCGAGAGGCTCTTTGTGCTCCAGGAGGGCAGGATCCTCT 
ACAAGGGTAAACCTGGCCCTTGGAACTACCATCCCGAGGAAGTTCGTGCTGTTCTGGAAAAACTGCACAG 
TTAGCCTGGAAAGATCCCCCAGTTCTATAGGTGATCCACAGGAGGGCTCCTCAAGTCCTGGCTCTCCTCC 
CAGCCCAGGTGGCTTTTACCTCTTGACCCGTGTCACTAGCTCAGATTGGTCTGATCTAACCAAACAATTG 
TACTCAGGAAACGAAGCAGCGAGTAAGCTGAAGGTTAAAGACCCTTCACCTCGACGCTGCCCCCACGGTG 
GAGACCACAATAATTGCACATCGTCCCCATGTGAGAAAGGTCCCTCCCCACTGGATACTGCTGGGGTATG 
CGGTCTGTCTCCAGCCACTCTGATCCCACGTGGTCAGATACAGCAGTCCTCATGTGAGTCAAACTCATTT 
TACCAAATCTGCCGTTTATGGACACCATCAAAAAGACACTAATTTGGCTGTTAGAACCCAGCATGGGAGA 
ATGCCAGTTGCTTGGAGAGATGAGGAATTGAAAGCTGTTGTACATTTATGCAGAAGCTCATATTCGAAAC 
TATTTCTCTGATTTCTTTGCAAGTCTCCTGATGGTCATTTGTGTTAGATTACATCAGACCGATGGACAAC 
CATTGGTATTCATCTGTTTTAACTCTGCTTCTTTTCATGTTTGTCTATGACGGCCACAGCCTAAAGCACA 
CAC AGCTGT GACT T GAT T T GAAAGAAAATGT T T TAAGATGCAGCAAGCTAATACAGAATGAT TAAAATAT 
CTCAGGCTAAAA 

>GBCA0146 |Acc|U19489|Ver|U19489.1 GI : 3068552 | Canis familiaris glycoprotein lb mRNA, 
complete cds. 

CAAAGCAGTGACGCTCTGCACCCTCAGAGGTCTTTCTGTTTGCCGGTCCTCATGCATCTGCTCCTGTGGT 
TGCTTCTGCTGGCCCGCCTCTGCCGCCCTGAGTTCATCTGCGAGGTCTCCAAGGTGACCAGCCAGGTGGA 
GGTGAACTGTGACAACAAGGGGCTGAAGGCACTGCCCCCGGGCCTGCCAGGGGACACGGCCATCCTTCAT 
CTGGCCGAGAAGCCCCTGGGTGCCTTCTCCACGGCCCTGCTGGGACCTCTGACCCGGCTGGCCCAGCTGC 
ACCTGCGTCAAAGCCAGCTGACCCAGCTGCAGGTGGATGGGATGCTGCCGCGGCTGGAGACCCTGGACGT 
GTCCCACAACAGGCTGAAAAGCCTGCCGTCGCTGGGACGGGCCCTGCCAGCACTCACTACCCTGGACGCG 
TCCTTCAATGAGCTGGTGGCACTGTCCCCTGGCACACTCGATGGCCTGAGCCACCTCCATGAGCTCTACC 
TGCGCGGCAACAAGCTGAAGACGCTACCCCCGAGGCTCCTAGCGCCCACGGCCCAGCTGAGGAAGCTCAA 
TCTGGCCGACAATAGGTTGACTGAGCTGCCCCCGGGGTTCCTGGAGGGGCTCGGGGAACTGGACACCCTC 
TACCTCCAAGGGAACTGGCTGCGCACCGTACCTAAAGGCTTCTTTGGGGACCTCCTCCTGCCGTTCACTT 
TCCTCCATGGCAACCCCTGGTCTTGTGACTGCGAGATCCTCTACTTGGCTCGCTGGCTGCGGGACAACAG 
CAATAATGTCTACTTGTGGAAGGAGGGTGTGGAAGCCAAAGCCACGACGCCTAACGTGGACAGCGTGCGA 
TGTGTCAACTGGAAAAATGTGCCCGTGCACACCTACCAGGGGAAGGACTGCCCCAGCCCCATGGACGGGG 
GTGACATGGACTACGACAACTATGACGATGAGGATGAGAAACTCCCGGGGGTTGAGGCGCCTGCCACACG 
GGCTGTGGTCAGCTTCTCTACCCACACCAAAGCCCACACAACCCACTGGGGCCTGCTCTACCCAACATTT 
GCTTATCCAGACCACCAAATGGCCTACTTGTCTTCCACCCTGGAGCTCACTGAGAAACAGACCATGTTCC 
CGAGTACCCTGGGGCCCATTATGCCCACCACCACCCCAGAGCCCACCACACCCCCCACCACCCTGGAGCC 
CACCACAACCCCAACCACCCCAGAGCCCACCACACCCCCCACCACCCTGGAGCCCACCACAACCCCAATC 
ACCCCAGAGCCCACCATGCCCCCCACTACCCTGGAACCCACCACAACCCCAATCACCCCAGAGCCCACCA 
CACCCTCCACAACCCCCACCACCCCGCAGCCCGCCACAACCCCCACCACCCCGCAGCCCGCCACAACCCC 
CACCACCCCGCAGCCCGCCACAACCCCCACCACCCCGCAGCCCACCACAACCCCAACCATCCCGGAGCTC 
CCAACGCCCCCAACCACCCCGGAGCCCACCATGCCTCCCACCACCTTGGAGCCCACCACAACTCCAACCA 
GCCCCACCACAACCCTAATTCTCTCCGAATCAAACACCTTCTTAGGCATCCCAGAATTAACTTCACCTTG 
TACTACTTCAGAATACCCAATAGTCCCCTCCCTTGTCCACCTCCCAGAGGCCCATGAGGTGGCTCGAGGA 
ACTTCAGATAGCTCCAGAAACCATCGTTTGTTCAACCCTGACCTCTGCTGCCTCCTCCCCCTGGGCTTCT 
ATATTTTGGGTCTCCTCTGGCTTCTGTTTGCCTCTGTGGTCCTCATCCTGCTGCTGACCTGGGCCCAGCA 
CGTGAAGCCCCAAGCTCTGGCCATGGCCACGTACACCACCCATCTGGAGCTGCAGTGGGGAAAGCAGGTG 
ACTGTGCCCTGGGCCTGGCTGCTCTTTCTTCAAGGGTCATTCCCCACTTTCCGCTCCAGCCTCTTCCTGT 
GGGTCCGAGCTAACAGCTACGTGGGGCCTCTGAT-GGCAGGACGGCGGCCCTCTGCCCTGAGCCTGGGTCG 
TGGGCAGGACCTGCTAGGTACGGTGGGCGTTAGGTACTCCAGCCACAGCCTCTGAGGCGACGGTGGGCAG 
TTTGGGGACCTTGAGAGGCTGTGATGGGCCCTCCTATCAGGATCTTGCTGGGGGTGGGTGGGCAGGGAGC 
ACAGGATTGGGGGGAGGCCTTAAGCACCTTTTCTGGGTCAGAAGCCTCCTCTCCGCATTGCATGTGCAAC 
CTCAGTGAAGCAGCATGGGCAGGGGAGCCGGACGGGCCACCCAACAGAGCTCCTTATGCTGCAGGAGGGG 
TTCACAGACCACTCGGACATCACCATCACCTTGGGGGGGGTGCTTGAGGGAAAAGCAAATtGAACAGAGC 
GTGATTCTCACGTGCAGGTACCTAAGGGAACTGGGGAAGAGATGCACCAAGACGAGAGCCCTCGTCATCC 
CTGGGGAGCCCAAGCCTAGGGGTTTTCTTCCTCTTCCCGTTTAGCATTTTCCACCATCGTATGTTACTTG 
TATAATAATTA 

>GBCA0147 | Acc | AF325357 | Ver | AF325357 . 1 GI : 14388930 | Canis familiaris signaling lymphocyte 
activation molecule SLAM mRNA, complete cds. 
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TTCCCTGTCTCCCTGGCCGATGGATTCCAGGGGCTTCCTCTCCCTGCGCTGCCTGCTGGTCCTCGCCCTG 
GCGTCCAAGCTGAGCTGTGGGACAGGTGAGAGCTTGATGAATTGCCCAGAAGTCCCTGGGAAGTTGGGAA 
GCAGTTTGCAGCTGTCCTTGGCATCCGAAGGGATAAGCAAGAGGATGAACAAGAGCATCCACATCCTTGT 
CACAAGGGCGGAATCACCGGGAAACAGTATCAAGAAGAAAATAGTGTCTCTGGATCTGCCAGAAGGGGGG 
TCTCCACGCTACCTGGAAAATGGCTATAAATTTCATCTGGAAAACCTGACCCTGAGGATCCTGGAAAGCA 
GGAGGGAAAATGAAGGCTGGTACTTCATGACCCTGGAGGAGAACTTTTCAGTTCAACACTTTTGTCTGCA 
GCTGAAGCTCTATGAGCAGGTCTCCACTCCAGAAATTAAGGTGTTGAACTGGACCCAGGAGAATGGGAAC 
TGCAGCATGATGCTGGCCTGCGAAGTGGAAAAGGGGGACAATGTGGTTTACAGCTGGAGTGAGAAACTGG 
GGATTGACCCACTGATCCCAGCCAACAGTTCTCACCTCTTGCACCTCAGCCTCGGCCCTCAGCATGTCAA 
CAACGTCTATGTCTGCACCGTGAGCAACCCCGTCAGCAACCGCTCATGGTCCTTCAACCCATGGTCCAAG 
TGCAGGCCAGAGTCTTCGGTGCCAAGACAATGGAGACTGTATGCTGGGCTCTTCTTAGGGGGTATCGTTG 
GTGTCAT CT T GAT TT T CG AAGTGGT AT TACTGCT GT T GAGAAGAAGAGGTAAAACAAAT CAT TAG AAGCC 
AACAAAGGAAGAAAAAAGCCTTACCATCTATGCCCAAGTCCAGAAATCAGGTTCTACTCAGAAGAAACCT 
GATCCCTTGCCAGCTGAGGACCCCTGCACCACCATTTATGTTGCTGCCACAGAACCTGTCCCAGAACCTG 
CCCCAGAACCTGTCCAGGAACCACATTCTATCACGGTCTATGCCAGCGTGACGTTCCCAGAGAGCTGACA 
CCACAGGCTCAGTG£AGGGACTTTCTGAAG 

>GBCA0148 |Acc| AB023629 | Ver 1AB023629. 1 GI : 14331124 | Canis familiaris CESdDl mRNA for 
carboxylesterase Dl, complete cds. 

CGCACGATGTGGCTCTTCGATCTGGTCCTGACCTCCCTCGCCACTTCCATGGCTTGGGGGTACCCGTCCT 
TGCCACCTGTGGTGGACACTGTGCAAGGCAAAGTCCTGGGCAAGTATGTCAGCTTAGAAGGATTTGCACA 
GCCTGTGGCCGTCTTCCTGGGAGTCCCTTTTGCCAAGCCTCCTCTTGGACCACTGAGGTTTGCTCCACCA 
CAGGCTGCAGAGCCATGGAACTTCGTGAAGAATACCACCTCATACCCTCCTATGTGCTCCCAGGACGCAG 
TGGGAGGTCAGGTGCTCTCAGAACTCTTTACCAACAGAAAGGACAACATTCCTCTCAAGTTTTCTGAAGA 
CTGCCTTTACCTCAATATTTACACTCCCGCTGACTTGACAAAGAACAGCAGGCTGCCGGTGATGGTGTGG 
ATCCACGGAGGGGGTCTGGTGGTGGGCGGGGCATCAACCTATGATGGGCTGGCCCTCTCTGCCCACGAAA 
ACGTGGTGGTGGTGACAATTCAGTATCGCCTGGGCATCTGGGGATTCTTCAGCACAGGGGATGAACATGG 
CCGCGGAAACTGGGGTCACTTGGACCAGTTGGCTGCACTTCGCTGGGTTCAGGAGAACATTGCCAACTTT 
GGAGGGAATCCAGGTTCTGTGACCATCTTCGGAGAGTCGGCGGGAGGTGAAAGCGTGTCCGTTCTTGTGC 
TATCTCCTCTGGCCAAGAACCTCTTCCATCGGGCCATCTCTGAGAGTGGTGTGGCCCTCACTGCTGCCTT 
GGTTAAGAAAGACATGAAGGACACAGCTCAGCAAATTGCTGTCTTTGCTGGGTGTAAAAGCACCACGTCG 
GCTGTCCTTGTTCATTGCCTGCGCCAGAAGACGGAAGATGAGCTCTTGGAGGTTTCACTGAAGTTGAAAT 
TTTTCACTCTTGATTTATTTGGAGACCCCAGAGAGAGCTATCCTTTCCTGCCTACGGTGGTTGATGGAGT 
GCTGCTGCCAAAGATGCCCCAAGAGATTCTGGCTGAAAAGAAATTCAACTCTGTTCCCTACATCATCGGA 
ATCAACAAGCAGGAGTTTGGCTGGCTTCTTCCAATGATGATGGGTTACCCACTCTCTGAAGACAAGCTGG 
ACCAGAAGACGGCCTCGTCACTCTTGTGGAAGTCCTACCCCATTGCTAACATCCCTGAGGAACTGACTCC 
ACTGGCTAGTGAGAAGTATTTAGGAGGAACAGATGACCCTGTCAAAAAGAAAGCCCTGTTCTTGGACATG 
TTAGGAGATGTGGTGTTTGGTGTCCCATCCGTGACTGTAGCCCGTCACCACAGAGATGCCGGAGCCCCCA 
CCTACATGTATGAGTTCCAGTATCATCCAAGCTTCTCATCGGACATGAAACCCCAGACCGTGGTTGGGGA 
CCACGGGGATGAGCTCTTCTCAGTCTTCGGGGCCCCATTTTTAAAAGGGGGTGCCTCAGAAGAGGAGATA 
AGACTCAGCAAGATGAT.GATGAAACTATGGGCCAACTTCGCTCGGAGCGGGAACCCCAATGGGGAAGGGC 
TGCCCTCTTGGCCCGCCTACGACCAGAAGGAAGGGTACCTGCAGATTGGAATCCCCACTCAGCCAGCCCA 
GAAGCTGAAAAGCAAGGAAATGGCTTTCTGGACTGAGCTCCTGGCCAAGCGGGCAGCAGAAAAGGTGAGT 
CCCACAGAGCACGTCGAGCTGTGAATGGGCGGCTGCCTGCCTCGGGGCCTGGGGAGCCAGACAGGGCTAT 
TCTACAGAGGGTGTCTATGAGCCAAAGAGGGATCTTACTGTGGAGGTTGGGATGGTCTGGTGGAGGAGGG 
AAGAGGTCTGGGAGAGGGAATTGTGGCTTCAATTTGGGGAATAAATGTTCTTTTGGATCAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0149 lAcclAB035080|Ver | AB035080. 1 GI : 7 959047 | Canis familiaris mRNA for beta-casein, 
complete cds . 

ATCATCCACTTAGCTTCCCCTTCACTTTCTGTACTCCACCTTGGAAAAAAGGACTTGATAACCATGAAGG 
TCTTCATCCTGGCCTGCCTTGTGGCTCTTGCTCTTGCAAGAGAGAAGGAAGAACTCACTCTATCCAATGA 
GACTGTGGAAAGCCTTTCAAGCAGTGAGGAATCTATTACACACATCAACAAGCAGAAACTTGAGAATTTT 
AAACACGAGGAGCAACAGCAAAGAGAGGATGAACGCCAGAATAAAATCCACCCCCTTTTCCAGCAACAGC 
CTCTAGTCTCTCCTTATGCTGATCCCATCCACTATGCTATCCTTCCACAGAACATCCTGCCTCTGGCTCA 
GCCTGCTGTGGTGGTGCCTTTCCTTCAGCCTGAAATAATGGAAGTCCCTAAAGTTAAGGAAAACATCTTT 
CCTAGGCACAAAGTAATGCCCTTTCTTAAATCTCCAGTGACACCCTTCTTGGACAGCCAAATCCTGAATG 
TGGCTGATCTTGAAAATGTGCATTTTCCTCTTCCTCTATCTCTGCCTCTGCTCCAGCCTCTGATGCACCA 
GATCCCTCAGCCTCTTCCTCTGCTCCAGCCTCTGATGCACCAGATCCCTCAGCCTCTTCCTCAGACTCCT 



1238 



WO 2005/067649 



PCT/US2005/000517 



ATGCTTACTCCTCAGTCAGTGCTGTCTATCCCACAGCCCAAAGTCTTGCCTTTTCCTCAGCAAGTGGTGC 
CCTACCTCCAGAGAGATATGCCCCTACAAGCCTTTCTGCCATACCAGGAATCTACCCACCAGGCCCAACC 
TGTGACTCAACCACTTGCCCCACTTGTCAACTCTGCTCTTGTTTAAAAGAATTCCAAAGTTAATGTCCCC 
TCCTCACTTTTGAATTGACTGTGACTGGAAACGTGGCATCTTTTCACTTGGCATCATGTTACCAAAAATT 
AATAATTTTTAAATGAACCTACATGGAAAAAAATGAAAATTTGTTTCTTTATTTATTTTATGTACCATTG 
GCATTCATCTTAATCTGAATTTGGCTCATAAACTCTACATTTTCCAAACTTTAATTCAATTATACCATAG 
AAAT T T AAT T T T GAG T T GGAAAT AC AC AT AAG C AT GGGAAAAAT AT GT AT AG T T T T T G C AAT C AT GT T T G 
TTGTTATTTAAATATCTATTTCCTAACCAGTCATTTCAATAAATTAATCCTTTAGGCATAAAAAAAAAAA 
AAAAAA 

>GBCA0150 |Acc|AF259962 jVer IAF259962.1 GI : 8101066 | Canis familiaris T~cell costimulatory 
molecule CD28 (CD28) mRNA, complete cds. 

ACAACCTCTTCTCAAAGGAGTTCCGGGCATCCCTTTATAAGGGAGTAGATCCCCTCACACTTTGGGCTCC 
TCAGGGAGGAGGTGGCTGGAGCCCTAGACCACCGTTAGCACAATGATCCTCAGGCTGCTTCTGGCCCTCA 
ACTTCTTCCCCTCGATTCAAGTAACAGAAAACAAGATTTTGGTGAAGCAGTTGCCCAGGCTTGTGGTATA 
CAACAATGAGGTCAATCTGAGCTGCAAGTATACCTACAACCTCTTCTCAAAGGAGTTCCGGGCATCCCTT 
TATAAGGGAGTAGATAGTGCTGTGGAAGTCTGTGTTGTGAATGGAAATTACTCCCATCAGCCTCAGTTCT 
ACT CAAGTACAGGAT T CGAC T GT GATGGAAAACTGGGCAAT GAAACAGTC5ACAT TCTACCTCCGGAAT TT 
GTTCGTTAACCAAACGGATATTTACTTTTGCAAAATTGAGGTCATGTATCCACCTCCTTACATTGGCAAT 
GAGAAGAGCAAT GGGACCAT T ATCCATGT GAAAGAAAAACATCT T T GTCCAGAT GAGCTGT T T CCT GAT T 
CTTCTAAGCCATTTTGGGCACTGGTGGTGGTTGGTGCAGTCCTAGTTTTCTATAGCTTGCTAGTAACAGT 
GGCTCT TT GTGCC TACTGGAT AAAGAGT AAGAGTAGCAGGAT CCT T CAGAGTGACTACAT GAACAT GACC 
CCCCGGGAGGCCGGGCCCACCCGAAGGCACTACCAACCCTATGCCCCAGCACGGGACTTTGCAGCATACC 
GCTCCTGACATGGACGCCTATCCAGATGCGAGCCGGCTGGCAGCTCTTCACCTGCTCAACACAACTGCTC 
TGGATAGGAAAAACCCGCCTCGTCTTCAGCCGGCCATGGGCGCCTTTTAGGGGCTCTTATTAGGCCTCCG 
ATGCCAATT T T TCT TGAAT GAC TAT CCCAAATAACATTATT TTGAGACT CT GAAAT GAAGT TAAAGAAT A 
TTACTGTGGCAGGCTCTATCTTGCAGTGCCATGACCCAAATTCCAACTTACCATGTATTTATTGACTTGA 
GGTTACAGTAGAAAACAAAACAAAAAAAGCAATGGATTCTATTAAAAAAAAAAAAAAAAA 

>GBCA0151 | Acc | AF3 17416 | Ver 1 AF317416 . 1 GI : 14133509 | Canis familiaris serum/glucocorticoid- 
regulated kinase 1 (sgkl) mRNA, partial cds. 

AAGAGCCAGTCCCCAACTCCATTGGCAGGTCCCCCGACAGCATCCTCCTCACAGCCAGCGTCAAGGAAGC 
GGCCGAGGCCTTCCTAGGCTTTTCCTATGCACCTCCTATGGACTCTTTNCTCTGAATAGTCCGAGGGTTG 
GTCTTGAAGGA 

>GBCA0152 |Acc| AF358908 | Ver |AF358908.1 GI : 13991614 1 Canis familiaris integral membrane 
protein claudin-3 mRNA, complete cds. 

AAAGCACAGGCAGGTGCAGGCGCTGCCCCGGCGCCAGCGGGCAGAACGGAGCCGTTAGCGCGCGCCGTCG 
GTGCCTCCGTCCTTCCGTCCGTCCGTCGAGGCATCGGTCGGCCGGCGCGCGGCAGCTCCCGCCCAGGCCC 
AGCGGCCACGGCCCCTCGTCGCCCCGCACCCTGAGCCGCCGGGCAGAGCCGGCTTTGGCGCGGCAGCCAT 
GTCCATGGGCCTGGAGATCGCGGGCACGTCGCTGGCCGTGCTGGGCTGGCTGAGCACCATCGTGTGCTGC 
GCGCTGCCCATGTGGCGCGTGACGGCCTTCATCGGCAGCAGCATCATCACGGCGCAGATCACCTGGGAGG 
GCCTGTGGATGAACTGCGTGGTGCAGAGCACCGGCCAGATGCAGTGCAAGGTGTACGACTCGCTGCTGGC 
GCTGCCGCAGGACCTGCAGGCGGCCCGCGCCCTCATCGTCGTGTCCATCCTGCTGGCCGCCTTCGGGCTC 
CTCGTGGCACTCGTGGGCGCCCAGTGCACCAACTGCGTGCAGGACGACACGGCCAAGGCCAAGATCACCA 
TCGTGGCGGGAGTGCTCTTCCTGCTGGCCGCCTTGCTCACCCTGGTGCCGGTGTCCTGGTCGGCCAACAC 
CATCATCCGGGACTTCTACAACCCGCTGGTGCCGGACGCGCAGAAGCGGGAGATGGGCGCGGGCCTGTAC 
GTGGGCTGGGCGGCCGCGGCTCTGCAGCTGCTGGGGGGCGCGCTGCTCTGCTGCTCCTGCCCGCCGCGCG 
ACAAGAAGTACGCGCCCACCAAGATCGTCTACTCCGCGCCGCGCTCCGCCGGCCCCGGCACCAGCACAGC 
CTACGACCGCAAGGACTACGTGTGAGGGGCAGCGGCGGGGAGCCCCCAGCACCCGTCGAGCTACAGCGCC 
CCTGTCCGGCGTGCAGCCTCTCGGAGACCAACCCACTCCAGACGCCCCGAGCTCTCCCACGGGACTGGGA 
GGGGCCAGCCCGGCGGCCCCTTCCCC 

>GBCA0153 |Acc|AF358907 | Ver | AF358907 . 1 GI : 13991612 | Canis familiaris integral membrane 
protein claudin-2 mRNA, complete cds . 

CTGCAGCCCGGAAGGCAAAGGAACAAGCCCTGAAGACACTTCTGCTGGGAGGTCCGCCATGGCCTCTCTC 
GGCCTCCAACTTGTAGGCTACATCCTAGGCCTCCTGGGGCTGTTGGGCACCCTGGTGGCCATGCTGCTTC 
CCAGCTGGCGAACAAGCTCCTACGTTGGTACCAGCATCGTGACGGCGGTCGGCTTCTCCAAGGGCCTCTG 
GATGGAGTGCGCCACACACAGCACAGGCATAACCCAGTGTGACATCTACAGCACCCTCCTAGGCCTGCCT 
GCTGACATCCAGGCTGCCCAGGCCATGATGGTGACATCCAGTGCGATCTCTTCGTTGGCCTGCATTGTCT 
CTGTGGTGGGCATGAGATGCACTGTCTTCTGCCAGGACTCCCGAGCCAAAGACAGACTGGCGGTGGTGGG 
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TGGAGTCTTCTTCATCATTGGAGGCCTCCTGGGCTTCATCCCCGTTGCCTGGAACCTTCACGGGATCCTG 
CGGGACTTCTACTCCCCGCTGGTACCCGATAGCATGAAGTTCGAGATCGGAGAAGCTCTCTACCTGGGCA 
TTATTTCCTCCTTGTTCTCCCTGGTAGCTGGCATCATCCTCTGCTTTTCCTGCCCACTCCAGGGAAATCG 
CTCCGACTACTATGACTCCTACCAGGCCCAGCCCCTTGCAACTAGAGGCTCTCCAAGGCCGGGTCAACCG 
CCCAAAGCCAAGAGCGAGTTTAACTCCTACAGCCTGACAGGGTATGTGTGAAGAACCAGGGGCCAGAGCT 
AGGGGGGCGGTTGGTGGCCGAGTCTGTGAAAACCAGTGAACAGCACCTCCCAAACCACCACCCCTGGGGC 
CACAGGTGAGGGACATTGGCACTGTATCATGTCAGAAGGTGCTGCTGAGGCTAGATTGACTTTGCCCACT 
GGATCAAGTGAAGGCAGAAATGAGAACTGGTGCAACAGCATGC 

>GBCA0154 lAcciAB038231|VerlAB038231.1 GI : 12082092 | Canis familiaris AC mRNA for catalase, 
complete cds . 

GGCAACATGGCGGACAGCCGGGACCCAGCCAGCGACCAGATGAAGCTCTGGAAGGAGCAGCGCGCCGCGC 
AGAAACCTGATGTCGTGACCACCGGGGGCGGTAATCCAATAGGAGACAAACTTAATGTGATGACAGCAGG 
GCCTCGGGGGCCCCTTCTTGTTCAGGATGTGGTTTTCACTGATGAAATGGCTCACTTTGACCGGGAGAGA 
ATCCCTGAGAGAGTCGTGCACGCTAAAGGAGCAGGGGCTTTTGGCTACTTCGAGGTCACACATGACATTA 
CCAAATACTCCAAAGCAAAGGTGTTTGAGCATATTGGAAAGAGGACCCCCATTGCAGTTCGATTCTCCAC 
TGTTGCTGGAGAATCAGGCTCGGCTGACACAGTTCGTGACCCTCGTGGGTTTGCAGTGAAATTTTACACA 
GAGGATGGTAATTGGGATCTTGTTGGAAATAACACCCCCATTTTCTTCATCAGAGATGCCATATTGTTTC 
.CGTCCTTTATCCATAGTCAAAAGAGAAACCCTCAAACACACCTGAAGGATCCGGACATGGTCTGGGACTT 
CTGGAGCCTGCGCCCTGAGTCTCTGCACCAGGTTTCCTTCTTGTTCAGTGATCGAGGGATTCCAGATGGA 
CACAGGCACATGAATGGATATGGATCACATACTTTTAAGCTGGTTAATGCAGCGGGAGAGGCGGTTTATT 
GCAAATTCCATTATAAGACTGACCAGGGCATCAAAAACCTTTCTGTTGAAGACGCAGCAAGACTTTCTCA 
TGAAGATCCTGACTACGGCCTCCGGGATCTTTTCAATGCCATTGCCACAGGCAACTACCCCTCCTGGACA 
TTTTATATCCAAGTCATGACTTTTAGTCAGGCAGAAACTTTTCCATTCAATCCATTTGATCTTACCAAGA \ 
TTTGGCCTCACCAAGACTACCCTCTTATCCCAGTTGGTAAACTGGTCTTAAACCGGAATCCAGTTAATTA 
CTTCACTGAGGTTGAACAGATGGCATTTGACCCAAGCAACATGCCACCTGGCATTGAGCCCAGCCCTGAC 
AAAATGCTTCAGGGTCGTCTTTTTGCCTATCCTGACACTCACCGCCACCGCCTGGGACCCAACTATCTTC 
AGATACCTGTGAACTGTCCTTTCCGGGCTCGAGTGGCCAACTACCAACGGGATGGCCCCATGTGCATGCT 
CGACAATCAGGGTGGTGCTCCAAATTACTACCCCAATAGCTTTAGTGCTCCTGAACAACAGCGTTGTGTC 
CTAGAGCATAGCAGCCAATGTTCGCCAGATGTGCAGCGCTTCAACAGTGCCAATGAAGATAATGTCACTC 
AGGTGGGGACCTTCTATTTGAAGGTACTTGGTGAAGAGGAGAGGAAACGCCTGTGCGAGAACATTGCTGG 
CCATCTGAAGGACGCACAACTTTTCATCCAGAAGAAAGCGGTCAAGAACTTCAGTGATGTCCACCCTGAC 
TACGGGGCCCGCATTCAGGCTCTTTTGGACAAATACAATGCTGAGAAACCTAAGAACGCGATTCACACCT 
TTATGCAGCATGGGTCTCACCTGGCTGCCAGGGAAAAAGCCAATCTGTGAGAGTCGTGCCCCAGGTTGCT 
CTCCACCTGTGAAGCAAAGCGTGGTGTTCGCACACGTACCCACCCTTCGCTGGATAGAAGATTCTCCTGT 
GCTAGGTGCGCAGATGCAAGCTTACGCCTTTAAAATAAGCCAGGTTTCTATCGCAAGTAATGTAGCAGTG 
GCTTTTAATGCTATTTCCCTAGGGGGAAGTAAGGGTAGGGCTTAACAATGATATAAAAGAAAATGTATTT 
GCTTTTGGCAGTGGGTTGGATTATTCACTTAAAATGACTAGAATGAAAGTTTCTGGCAGAAATATGATTT 
TATTTGATAAGATAAAGTCTTGGTGAAATTAGTATGTTTATATATATCATCTCATGGCCTTATTAAATAA 
AAGTGTGGCTGTAATTATGTAAGAAGAAAAGATGATCTACCCAGAAATTTAAATTTTTCTCAGTTCC'ATA 
TGGGAAAAACACATTTAATGCATTGATGTCTTTTGAAAATAACTTCAGTGACATCATAGCTTAATGCTTA 
TTCCTGCCTGGAATTGATCAGATTTTTTTAAAACCTGGAATTACATTCATGCTAATATAGCATTGATTTT 
ACAACAGACTGAT T TGTAACT GCTACATT T T TACAATAAAATAATCTGTAC 

>GBCA0155 |Acc| AF153062 |Ver |AF153062.1 GI : 4960162 | Canis familiaris type I collagen pre- 
pro-alphal (I) chain (COL1A1) mRNA, complete cds. 

CAGGAGGCACGCGGAGTGTGAGGCCACGCATGAGCCGACGCTAACCCCCACCCCAGCCGC2VAAGAGTCTA 
CATGTCTAGGATCTAGACATGTTCAGCTTTGTGGACCTCCGGCTCCTGCTCCTCTTAGCGGCCACCGCCC 
TCCTGACGCACGGCCAAGAGGAGGGCCAAGAAGAAGACATCCCACCAGTCACCTGCGTACAGAACGGCCT 
CAGGTACTATGACCGAGACGTATGGAAACCCGAGGCCTGCCGGATCTGTGTCTGCGACAACGGCAACGTG 
TTGTGCGATGACGTGATCTGCGACGAAACCAAGAACTGCCCCGGCGCCCAAGTCCCCCCGGGCGAGTGCT 
GCCCCGTCTGCCCCGACGGCGAGGCGTCACCTACCGACCAAGAAACCACAGGAGTCGAGGGACCCAAAGG 
AGACACCGGCCCCCGAGGTCCAAGGGGACCTGCCGGGCCCCCTGGCCGAGATGGCATCCCCGGACAGCCT 
GGACTTCCCGGACCCCCTGGACCTCCCGGACCCCCTGGACCCCCTGGCCTCGGAGGAAACTTTGCTCCCC 
AAATGTCTTATGGCTATGATGAGAAATCAACTGGAGGAATCTCCGTGCCTGGCCCCATGGGTCCTTCTGG 
TCCTCGTGGTCTCCCTGGCCCCCCTGGCGCACCTGGTCCTCAAGGTTTCCAAGGCCCCCCTGGTGAACCT 
GGCGAGCCTGGAGCCTCAGGTCCCATGGGTCCCCGTGGTCCCCCTGGCCCCCCTGGCAAGAACGGAGATG 
ACGGTGAAGCTGGAAAGCCTGGTCGTCCTGGTGAGCGTGGGCCTCCTGGGCCTCAGGGTGCTCGGGGATT 
GCCTGGAACAGCTGGCCTTCCTGGAATGAAGGGACACAGAGGTTTCAGTGGTTTGGATGGTGCCAAGGGA 
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GATGCTGGTCCTGCTGGTCCCAAGGGTGAGCCTGGTAGCCCCGGTGAAAATGGAGCTCCTGGCCAGATGG 
GCCCCCGTGGTCTGCCCGGTGAAAGAGGTCGCCCTGGAGCCCCTGGCCCTGCCGGTGCTCGTGGAAACGA 
TGGTGCTACTGGTGCTGCTGGGCCCCCTGGTCCCACTGGCCCCGCTGGTCCTCCTGGCTTCCCCGGTGCT 
GTTGGTGCTAAGGGTGAAGCTGGTCCCCAAGGAGCCCGTGGCTCTGAAGGTCCCCAGGGCGTGCGTGGTG 
AGCCCGGCCCCCCTGGCCCTGCTGGTGCTGCCGGCCCTGCCGGAAACCCCGGTGCTGATGGACAGCCTGG 
TGCTAAAGGTGCTAACGGCGCTCCTGGCATTGCTGGTGCTCCCGGCTTCCCCGGTGCCCGAGGCCCCTCT 
GGACCCCAGGGCCCCAGCGGTCCTCCTGGTCCCAAGGGTAACAGCGGTGAACCTGGTGCTCCCGGAAACA 
AAGGAGACACTGGTGCCAAGGGAGAGCCCGGCCCCACTGGTATTCAAGGTCCCCCTGGCCCTGCTGGGGA 
AGAAGGAAAGCGAGGAGCCCGAGGTGAACCTGGACCCACTGGCCTGCCCGGACCCCCTGGCGAGCGTGGT 
GGACCTGGTAGCCGTGGTTTCCCTGGTGCAGATGGTGTCGCTGGTCCCAAGGGTCCCGCTGGTGAACGTG 
GTTCTCCTGGTCCCGCTGGGCCCAAAGGTTCTCCTGGTGAAGCTGGTCGCCCTGGTGAAGCTGGTCTGCC 
TGGTGCCAAGGGTCTGACTGGAAGTCCTGGCAGCCCCGGTCCAGATGGCAAAACTGGCCCCCCTGGTCCC 
GCTGGTCAGGATGGTCGTCCCGGACCCCCAGGCCCCCCTGGTGCCCGTGGTCAAGCTGGTGTGATGGGAT 
TCCCTGGGCCTAAAGGTGCCGCTGGAGAGCCTGGCAAGGCTGGAGAGCGTGGTGTCCCTGGCCCCCCTGG 
TGCTGTTGGTCCTGCTGGCAAAGATGGAGAAGCAGGAGCTCAGGGGCCCCCTGGCCCTGCTGGCCCCGCT 
GGCGAGAGAGGTGAACAAGGTCCTGCTGGCTCCCCCGGATTCCAGGGTCTCCCTGGCCCTGCTGGTCCTC 
CCGGCGAAGCAGGCAAACCTGGTGAACAGGGTGTTCCTGGCGACCTTGGTGCCCCCGGCCCCTCTGGAGC 
AAGAGGCGAGAGAGGCTTTCCTGGTGAACGTGGTGTGCAAGGTCCCCCCGGTCCTGCAGGTCCCCGAGGA 
GCCAACGGTGCCCCTGGCAATGATGGTGCTAAGGGTGATGCTGGTGCCCCTGGAGCCCCAGGTAGCCAGG 
GCGCTCCTGGCCTTCAGGGAATGCCTGGTGAACGAGGTGCAGCTGGTCTTCCTGGCCCTAAGGGTGACAG 
AGGTGATGCCGGTCCCAAAGGTGCTGATGGTTCTCCTGGCAAAGATGGTGTCCGTGGTCTGACTGGCCCC 
ATTGGTCCTCCTGGCCCTGCTGGTGCCCCTGGTGACAAGGGTGAAGCTGGTCCTAGCGGCCCTGCTGGTC 
CCACTGGAGCTCGTGGTGCCCCCGGAGACCGTGGTGAGCCTGGTCCCCCTGGTCCTGCTGGCTTCGCTGG 
GCCCCCCGGTGCTGACGGCCAACCTGGTGCTAAAGGTGAACCCGGTGATGCTGGTGCTAAAGGCGACGCT 
GGTCCCCCTGGCCCTGCTGGACCCACTGGACCTCCCGGCCCCATTGGTAACGTTGGTGCTCCTGGACCCA 
AAGGTGCTCGTGGCAGCGCCGGTCCCCCTGGTGCTACTGGTTTCCCTGGTGCTGCTGGCCGCGTCGGTCC 
CCCCGGCCCCTCTGGAAATGCTGGACCCCCTGGCCCTCCTGGCCCTGCTGGCAAAGAAGGCGGCAAAGGC 
GCCCGTGGTGAGACTGGCCCTGCTGGACGTCCCGGTGAAGTCGGTCCCCCTGGTCCCCCTGGCCCTGCTG 
GCGAGAAAGGATCCCCTGGTGCTGATGGACCCGCTGGTGCTCCCGGCACTCCCGGACCTCAAGGCATTGC 
TGGACAGCGTGGTGTGGTCGGTCTGCCCGGTCAACGAGGAGAAAGAGGCTTCCCTGGTCTTCCCGGCCCC 
TCTGGCGAACCTGGCAAACAAGGTCCTTCTGGAACAAGTGGTGAACGTGGTCCCCCTGGTCCCATGGGCC 
CCCCTGGATTAGCTGGACCCCCTGGCGAGTCTGGACGGGAGGGATCTCCTGGTGCTGAAGGCTCCCCTGG 
ACGAGATGGTTCTCCTGGCCCCAAGGGTGACCGTGGTGAGACCGGCCCTGCTGGACCCCCTGGTGCCCCC 
GGTGCCCCTGGTGCTCCTGGCCCTGTCGGCCCTGCTGGCAAGAACGGTGACCGCGGTGAGACTGGTCCTG 
CTGGTCCTGCTGGCCCAATCGGCCCTGTTGGTGCTCGTGGTCCTGCTGGACCCCAAGGCCCCCGTGGTGA 
CAAGGGTGAGACAGGCGAACAGGGTGACAGAGGCATAAAGGGTCACCGTGGCTTCTCTGGTCTTCAGGGT 
CCTCCTGGCCCTCCCGGCTCTCCTGGTGAACAAGGTCCTTCTGGAGCTTCTGGTCCTGCTGGTCCCCGAG 
GTCCCCCTGGCTCTGCTGGTTCTCCTGGCAAAGACGGACTCAACGGTCTCCCAGGCCCCATTGGCCCCCC 
CGGTCCTCGTGGTCGCACTGGTGATGCCGGTCCTGTTGGTCCCCCTGGCCCTCCTGGACCCCCTGGTCCC 
CCCGGTCCTCCCAGCGGCGGTTTCGACTTCAGCTTCCTGCCCCAGCCACCTCAGGAGAAGGCTCACGATG 
GCGGCCGCTACTACCGGGCCGATGATGCCAAGGTGGTCCGTGACCGTGACCTCGAGGTAGACACCACCCT 
CAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCCCTGAAGGAAGCCGCAAGAACCCTGCCCGCACC 
TGCCGCGACCTCAAGATGTGCCACTCCGACTGGAAGAGCGGAGAATACTGGATTGACCCCAACCAAGGAT 

GCAACCT CGATGCCATCAAGGT T TT CT GCAACATGGAGAC AGGT GAGACCTGCGTATACCCCACTCAGCC f 

CCAGGTGGCCCAGAAGAACTGGTACATCAGCAAGAACCCCAAGGAGAAGAGACACGTCTGGTACGGCGAG 

AGCATGACCGACGGATTCCAGTTCGAGTATGGTGGCCAGGGCTCCGATCCTGCCGATGTGGCCATCCAGC 

TGACCTTCCTGCGCCTGATGTCCACCGAGGCCTCCCAGAACATCACCTACCACTGCAAGAACAGCGTGGC 

CTACATGGACCAGCAGACCGGCAACCTCAAGAAGGCCCTGCTCCTCCAGGGTTCCAACGAGATCGAGATC 

CGGGCCGAGGGCAACAGCCGCTTCACCTACAGTGTCACCTACGACGGCTGCACGAGTCACACTGGAGCCT 

GGGGCAAGACAGTGATCGAATACAAAACC^CCAAGACCTCCCGTTTGCCCATCATCGATGTGGCACCATT 

GGACGTTGGCGCCCCAGACCAGGAATTCGGCATGGATATTGGCCCTGTCTGCTTCCTGTAAACTCCCTCC 

CACCCAACCTGGCTCCCTCCCACCCAACCCCCTCACCCCTGACCCTGGAAACAGACAAACAACCCAAACT 

GAACCCCCCAAAAAGCCAAAAAATGGGAGACAATTTCACATGGACTTTGGAAAATATTTTTTTCCTTTGC 

AT T CATCT CTCAAACT TAGTT TT T ATCTT TGACCAACTG AACATGACC AAAAACCAAAAGCACATT CAAC 

CTTACC 

>GBCA0156 ]Acc]AF252536lVer|AF252536.1 GI : 13810652 | Canis familiaris calmodulin-activated - 
cyclic nucleotide phosphodiesterase (PDE1A) inRNA, complete cds . 
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CCTTGCAGCACGATAGACCAGGATAAGCTTCTACATTCTCTCCCTGGATTTCTGGAGTGGTTTCCAGGAA 
GAAG T T AAAC T T T TAG C T T T AAAT G G AT GACC AT GT C AC AAT C AG G AAGAAAC AT C T C C AAAGAC C CAT C 
TTTAGACTAAGATGCTTAGTGAAGCAGCTGGAGAGAGGTGATGTTAACGTCGTAGACTTAAAGAAGAATA 
TTGAATATGCAGCATCTGTATTGGAAGCTGTTTACATTGACGAAACAAGAAGACTGCTGGATACTGAAGA 
TGAGCTCAGTGACATTCAGACAGACTCAGTCCCATCAGAAGTACGGGACTGGTTGGCGTCCACCTTCACG 
CGGAAAATGGGGATGATGAAAAAGAAATCTGAGGAAAAACCCAAATTTCGAAGCATTGTGCATGCTGTTC 
AAGCTGGAATTTTTGTGGAAAGGATGTACAGAAAGTCCTATCACATGGTTGGTTTGGTATATCCAGAAGC 
TGTCATAGTAACGTTAAAGGACGTTGATAAATGGTCTTTTGACGTATTTGCCTTAAATGAAGCAAGTGGA 
GAACACAGTCT G AAGT T TATGATT TATGAACTGT TT ACCAGAT ATG AT CT TAT CAAT CGTT T CAAGATTC 
CTGTTTCTTGCCTAATTTCCTTTGCAGAAGCTTTAGAAGTTGGTTACAGCAAGTACAAAAATCCTTATCA 
CAATTTGATTCATGCAGCTGATGTCACGCAAACTGTGCACTACATAATGCTTCATACAGGTATCATGCAC 
TGGCTCACTGAACTGGAAATTTTAGCAATGGTCTTTGCCGCTGCCATTCATGATTATGAGCATACAGGAA 
CTACAAACAACTTTCATATTCAGACAAGGTCAGATGTTGCCCTTTTGTATAATGATCGCTCTGTCCTAGA 
GAAT CACCATGTGAGTGCAGC T TAT CGAC TTAT GCAAGAAGAAGAAAT GAAT GT T T T GAT AAAT T TAT CC 
AAAGATGACTGGAGGGATCTTCGGAACCTAGTGATTGAAATGGTTTTATCTACAGACATGTCAGGTCACT 
TCCAGCAAATTAAAAATATAAGAAACAGTTTGCAGCAGCCTGAAGGGATTGACAAAGCCAAAACTATGTC 
CCTGATTCTTCATGCAGCAGACATCAGCCACCCGGCCAAGTCCTGGCAGCTGCACTACCGGTGGACCATG 
GCCCTGATGGAGGAGTTTTTCCTACAGGGAGATAAAGAAGCCGAGTTAGGACTTCCATTTTCTCCACTTT 
GTGATCGGAAGTCAACGATGGTGGCCCAGTCACAAATAGGTTTCATTGATTTCATAGTAGAGCCAACATT 
TTCTCTTCTGACAGACTCGACAGAGAAAATTATTATTCCTCTTATAGAGGAAGCCTCAAAAACAGACACT 
TCTTCCTATGGGGCAAGCAGACGATCAAATATGAAAGGCACCATGAACGATGGAACCTATTCCCCAGACT 
ACTCCCTTGCAAGCGTGGACCTAAAGAGCTTCAAAAACAACCTGGTGGACATCATCCAGCAGAACAAAGA 
GAGGTGGAAAGAGTTGGCTGCTCAAGGTGAACCAGATCTTCATAAGAACTCAGAAGATCTAGTAAACGCT 
GAAGAAAAACAT GT GGAT ACACATTCATAGGTTTGAAATACCTTACAGGC T TCTGTCAT T T TAAACAT GA 
GAGGTAAT TT TATTT T TTAGACAAGAAACC T AAT T TCTGAAGTGAAT GGT T CjGTAGAATATC ATTAGAGA 
CAAAGCTATCTCATTGCAGTGTCCTCCT 

>GBCA0157 }Acc]AJ245513)Ver)AJ245513.1 GI : 10 636209 j Canis familiaris mRNA for T brachyury 
protein (t gene) . 

ATGAGCTCCCCCGGCGCCGAGAGCGCGGGGAAGAGCCTGCAGTACCGAGTGGACCACCTGCTGAGCGCCG 

TGGAGAGCGAGCTGCAGGCGGGCAGCGAGAAGGGCGACCCCACGGAGCGCGAGCTGCGCGTGGGCCTGGA 

GGACAGCGAGCTGTGGCTGCGCTTCAAGGAGCTCACCAACGAGATGATCGTGACCAAGAACGGCAGGAGG 

ATGTTCCCCGTCCTGAAGGTGAACGTGTCCGGCCTGGACCCCAACGCCATGTACTCGTTCTTGCTGGACT 

TCGTGGCGGCCGACAACCACCGCTGGAAGTACGTGAACGGAGAGTGGGTCCCAGGGGGCAAGCCCGAGCC 

CCAGGCGCCCAGCTGCGTCTACATCCACCCGGACTCGCCCAACTTCGGAGCTCACTGGATGAAGGCTCCC 

GTCTCCTTTAGCAAAGTCAAGCTCACCAACAAGCTCAACGGAGGGGGTCAGATCATGCTGAACTCCTTAC 

ACAAGTATGAGCCTCGGATCCACATAGTGAGAGTTGGGGGCGCACAGCGCATGATCACCAGCCACTGCTT 

CCCAG AGACCCAGT TCAT AGCAGTGACTGCTTATCAGAACGAGGAGAT CACGGCTCT TAAAAT TAAATAC 

AATCCAT TTGCAAAAGC T TTCCT TGATGCAAAGGAAAG AAGT GAT CACAAAGAT AT GATGGAAGAGCCTG 

GAGACAGCCAGCAATCTGGGTACTCCCAATGGGGTTGGCTCATCCCTGGAACCAGCACCCTGTGTCCACC 

TGCCACCCCCCACCCTCAGTTCGGAGGCCCCCTCTCACTTCCCTCCACGCACGGCTGTGAAAGGTACCCC 

GCCCTGAGGAACCACCGTCCATCCCCCTATCCCAGCCCTTACGCACATCGGAAT2\ATTCTCCAACCTATT • • 

CTGACAATCCATCTGCATGTTTGTCCATGCTCCAATCCCATGACAGTTGGCCCAGCCTTGGGACGCCTGC 

CCACACCAGCATGCTCCCCATGAGCCAC^GTGCCGGCCCACCCACCGGCTCTAGCCAATACCCCAGCCTG 

TGGTCCGTGAGCAATGGCACCATCACGCCGGGAGCGCAGCCGGCCGGGATGTCCAACGGGCTGGGAGCGC 

AGTTCTTCCGGGGCTCCTCTGCGCACGGGGCGCCTCTCGGCCACGCGGTCCCGGCTCCCTCGGCCTCCGG 

ATCCCCGCTGTACGAGGGGGCCCCCACGGCCACAGACGTTCCCGACAGCCAGTACGACGCCTCGGCCCAA 

GCCCGCCTCATCGCCTCGTGGACGCCTGTGTCGCCGCCTTCCATGTAG 

>GBCA0158 |Acc|AF350327|Ver[AF350327*l GI : 13752441 | Canis familiaris peroxisome 
proliferator activated receptor alpha mRNA, complete cds. 

GCAGGTTTCCCATTGCCGCTCAAGTAGGGTCACCGTGATTTCCTCTTCCAAGGTGGTGGAGAGTTGGGGA 
GAATCCAGAGGACATATCGTAACCGTTTCCTCCTTTACCTCCGAACTGCCAAGGCTGCAGGGAAGGGACC 
GGCCCTGCCTCGGCCTGGGCTCCCGGTGAGGCGAGCTCAGAGGTCGGCCGGGCCGCCACAGGTTGGGGCT 
CAGCTACATTTCCAGAACCATCCAGTCAAGATGGTAGACACAGAAAGCCCGATTTGCCCCCTCTCCCCCC 
T TGAGGCT GATGACCTGGAAAGCCCGTT ATCTG AAGAAT T TCTACAAGAAAT GGGAAACATCCAAGAGAT 
TTCTCAGTCCATTGGTGAGGATAGTTCTGGAAGTTTTAGTTTTACAGAATACCAGTATTTAGGAAGTGGC 
CCGGGATCAGATGGATCTGTTATCACAGACACGCTCTCACCAGCTCCCAGCCCCTCGTCGGTCACGCACC 
CGGCGGCTCCCGGTGGTGCCGAGGAACCTTCCAGCGTAGCCTTGAACATTGAATGCAGAATCTGCGGGGA 
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CAGAGCCTCGGGCTACCATTACGGAGTCCACGCGTGCGAAGGCTGCAAGGGTTTCTTCCGGCGAACCATC 
CGGCTGAAGCTGGCCTATGACAAATGTGACCGCAGCTGCAAAATTCAGAAAAAGAACCGGAATAAGTGCC 
AATATTGTCGTTTCCACAAGTGCCTTTCGGTCGGGATGTCCCATAATGCCATCCGCTTTGGAAGAATGCC 
AC GAT CAGAAAAAGCAAAAC T GAAAGCGGAAATTCT CACC TGT GAACAGGACCCAGAAGACGCAGAGACA 
GCAGATCTCAAGTCCCTGGCCAAGAGAATTTACGAGGCCTACCTCAAGAACTTCAACATGAACAAAGTCA 
AAGCCCGGGTCATCCTCGCAGGGAAGGCCAGCAACAACCCGCCCTTTGTCATACATGACATGGAGACGTT 
GTGCATGGCTGAGAAGACTCTGGTGGCCAAGCTGGTGGCCAATGGCATCCAGAACAAGGAGGCAGAGGTG 
CGCATCTTCCACTGCTGCCAGTGCACATCTGTGGAGACCGTCACGGAGCTCACGGAGTTCGCCAAGTCCA 
TCCCTGGCTTCGCGAACTTGGACTTGAATGATCAGGTCACTCTACTGAAATATGGAGTGTATGAGGCCAT 
ATTTGCGATGCTGTCTTCTGTGATGAATAAAGACGGGATGCTGGTAGCCTATGGAAATGGCTTTATAACT 
CGTGAGTTCCTAAAGAGCCTAAGGAAACCGTTCTGTGATATCATGGAACCAAAGTTTGATTTTGCGATGA 
AGTTCAATGCACTGGAGCTAGATGACAGCGACATCTCCCTTTTTGTGGCTGCTATCATTTGCTGTGGAGA 
TCGCCCCGGCCTTCTAAACGTGGGACACATTGAAAAAATGCAGGAGGGCATTGTGCATGTGCTCAAACTT 
CACCTGCAGACCAACCACCCGGACAACATCTTTCTCTTCCCAAAACTCCTTCAAAAAATGGCAGACCTCC 
GGCAGCTGGTCACCGAGCACGCACAGCTGGTGCAGGTCATCAAAAAGACGGAGTCGGACGCAGCCCTGCA 
CCCCCTGCTGCAGGAAATCTACAGGGACATGTACTGACGGCTTGAGAGCGAACCGCACGACAAGCAGCTC 
TTCGAGGACTTTTAAAGTCGACAGCACTACAAATGAAAACTGGGAGCAATGCCTGCTTTGCACAAATTCC 
ACCATTTTCACCTTAGAGAATGGGACGGATGAGCCCTAGGTAACCGGAAACCTAGACCACATTTCTTTCT 
TTTTCACATCAGTACTTGTAAGAGCGTGCCAAGTGTCGAAACGCCGGTGACAGGTAGCTGATAGGCAGTT 
CTTGGAAAATTAAGGGGAATGATGCCCAGCAGTCTGATTTTAACTCACTTGATGTTAATCCATGCAGATT 
TCT T TAT ATCACAT TAGCCGTGT AGCCT T GAATTAACT GGTGACC T TGAAAAAAAAAAAAAAAAAAAAAA 
AA 

>GBCA0159 1 Acc 1X94122 | Ver 1X94122.1 GI : 13751031 1 C . familiaris mRNA for peripherin/retinal 
degeneration slow protein. 

GAACCTTAACGGGGGTCCCAGGCTAAGGGGCCCAACATGGGCAGCTCCCAGGGCAGCTCCCTGCAGCGTG 
GGCCGTCTGCTCCCTGCCCAGAGCCCTGAGCGTTCAGGCCCCCGGGCTCACTGCAGTCAGGAGTGGGAGC 
CGAGCTGGGAAGCTGCCTGCACTGCGCTCGGCGAGAATGGCGCTGCTCAAAGTCAAATTTGACCAGAAGA 
AGAGGGTGAAGTTGGCCCAAGGGCTCTGGCTCATGAACTGGCTCTCCGTGTTGGCTGGCATCGTCATCTT 
CAGCCTAGGGCTGTTCCTTAAGATCGAGCTGCGGAAGAGGAGCGATGTGATGAATAATTCAGAGAGCCAT 
TTTGTGCCCAACTCCTTGATAGTGATGGGGGTGCTGTCCTGTGTCTTCAACTCTCTGGCTGGCAAGATCT 
GCTACGATGCCCTGGACCCCGCCAAGTACGCCAAGTGGAAGCCCTGGCTGAAGCCGTACCTGGCTGTCTG 
TGTCCTCTTCAACATTGCCCTCTTCCTGGTGACCCTCTGCTGCTTCCTGATGCGGGGCTCACTGGAGAGC 
ACCCTGGCCCACGGGCTCAAGAACGGCATGAAGTACTACCGAGACACAGATACCCCGGGCAGGTGTTTCA 
TGAAGAAGACCATCGACATGCTGCAGATTGAGTTCAGATGCTGTGGCAACAATGGCTTTCGAGATTGGTT 
TGAGATTCAGTGGATCAGCAATCGCTACCTGGACTTTTCCTCCAAAGAAGTCAAAGATCGCATCAAGAGC 
AATGTGGATGGGCGATACCTGGTGGATGGTGTTCCCTTCAGCTGCTGCAACCCCAGTTCTCCACGGCCCT 
GCATTCAGTACCAGCTCACTAACAATTCGGCGCACTACAGCTATGACCACCAGACAGAGGAGCTCAACTT 
GTGGGTGAATGGCTGCAGGGCTGCCCTGCTGAGCTACTACAGCAGCCTCATGAACTCCATGGGTGCTGTC 
ACACTACTTGTCTGGCTCTTTGAGGTGACCATCACGATTGGCCTGCGCTACCTACACACAGCACTGGAAG 
GTGTGTCCAACCCTGAAGACCCTGAATGTGAAAGCGAGGGCTGGCTTCTGGAAAAGAGCGTGTCGGAGAC 
TTGGAAGGCCTTTCTGGAGAGCTTGAAAAAGTTGGGCAAGAGTAACCAGGTGGAAGCTGAGGGTGCAGAC 
GCAGGCCAGGCCCCAGAGGCTGGCTGATGGCCCCAGGGCCCCTCCCCTCCTGGACACTGAAAAGTAGTGG 
ACTCCAGGAAAGTGGATACCCCCCTCATCCAATCTGAATCTCCCAAGGAGGGCAGCCATCTTACAAACTC 
TTCTTGATGGTGGGATTTAAAGTTTAGGATCCCTAAAAGCATTTGGCAAACATTTGTTAAATGATTGACT 
TAAAAATGAATGAGCCTCTATTCAGGCCCACCTCATGGTGGACTCAGGGGGCCTCTTAGTGGATCACTCT 
TAAAAGCACATGAATTCAGTTCCACCCGGGACTGGACTACACCTACTACTGGACACACCTGAGGGCAGTT 
CCCCTTTTAAGAGTCTGCCATTACAAGCTCCAAGTTGCTTCATTCTATATTCAAAGCATCACTTGTTGCA 
TAAGCACAGAAGTCTAAAAAAAT T T ACTGGCCATGCTGTCATGT T T T T TT TAAATGCCAATAT TGACAGG 
TCAGCCATTTTATTTGTATAATTGTGGAAGGTGGGGGATGTTATACTTTTCTAAGAGAATGCACTCTCCA 
AAGCACTGGGGGCTCACAAGAGGAATTCT TCAAC GAT GGGGC AAACGAAC TTAAAGACAGGAT T AT T T T T 
CCTCACCAAATACATAGTTAAAGGCTATTTCTGTGTCACATTCTTATGCCCTCACTTAGCCTGGAGTGAG 
CTATGGGCTGAGGAAGTCAGGTTGTTAGCATATTCTGGCAACATCCCACCCCTAACGTGCCACGCAACCT 
CCTTTGGCTTATCTGTGGAAGCACTGGGTTAGATGGTTGCCTTTTACTGGAAGAGGAGCAACGATTAGAC 
AAGAGTCCACTCTTTGGAGACCAGGCCTCACCTCTTGGAGGGCCCAGGAACACCCATACAGGTGGCCATG 
ACAGCCCCCATGGACAACATGAATTGTCTACAGTGGAGGGCAAAAACATCCTCTGGGAGCTTCTTCCTGT 
TTCTTTCCCCAGCTACCCATCCTGCAAGGCAATATTTCTGGAATGCCTCCATATTTAAAGAAGATTCCTT 
GAGACAGTCCATCTT T C TGCGC TAGTGACAGTAAGAGAAGT T T T TAATT T C TCT CAGAAAAGCGAAAAAA 
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gggaagcttttacgggaaggagaggaggacttcattgctgttctaatgtgttcagtggggagaaaattta' 
agacttccggtgctgcctggggcatgttctggggctctagttctcccaggcgttaggatcagatcaaaga 
tatttggatactatcaaacgctggtcccaggtttaattagacttctgaatcttcttgagaccaaagagtg 
gtccacattgaacatgctgagggagtcagccacctctgagggtcctgtaactctctcccctcaggagtac 
tgagaaccatcatgaaagtgctgctctaggccacgtgtaactatgctgttaacagctgtatcatagacat 
taaaaattatattgtgtgaaaaaaaaa 

>GBCA0160 |Acc|AB049597 |Ver |AB049597.1 GI : 13537340 | Canis familiaris cegf mRNA for 
epidermal growth factor, complete cds . 

ATGCTGCTCCCCCTTATCATTCTGTGGCCGGTAGTTTTTAAATGTAGTTTTGCTAGTCTCTCAGACCCGG 
AGAACTGGAACTGTCCTGAAGTCTCTCCCTCAGGAAAGGGGAGCCCTGCTTGTGTGGGTCCTGCACCCTT 
CTTAATTTTCTCCCATGGAATCAGTATCTTTAGGATTGACCTGGAAGGCACTAATCATGAGCAATTGGTG 
GCAGATGCTGGTGTATCAGTGATCATGGATTTTCATTATAATAAAGAAAGAATCTATTGGGTAGATCCAG 
AAAGACAACT T T T GCAAAGAGT T T T TCT GAATGGGACAAGGCAAGAGAGAGTATGCAATATAGAGAAAAA 
TGTTTCAGGAATGGCAATAAATTGGATAAATGAAGAACT TAT TTGGTCAAATCAACAGGAAGGAAT CATC 
ACAGTAACAGATATGAAA.GGAAACAATTCGCGAGTTCTCTTAAGAGCCTTAAACTATCCTGCAAATGTAG 
CAATTGATCCAATAGAAAGGTTTATATTTTGGTCTTCAGAGGTGGCAGTGGCTGGCAGCCTTCACAGAGC 
AGATCTCAATGGTGTGGAAGAGAAGATTCTTTTACAGACATCAGAAAGAATAACAGCTGTGTCATTGGAT 
GTGCTTGATAAACAGCTTTTTTGGATTCAGTACAGCAGAGATGGAAGCAATTCTCATATTTATTCCTGTA 
ATTATGATGGAGGTTCTGTCCATCTTAGCAAACATCTTACACAGCATAATTTTTTTGCAATGTCCCTTTT 
T GGGAAT C AG AT C T T C TAT T C AJ\C AT G G AAAAAGAAGACAAT T T GG AT AGC T AAC AM.CAC AG T G G GAAG 
GATATGGTTAGAATTAACCTAGATTCATCATTTGTACCACCTGGTGGAATCAAAGTAGTGCATCCACTCT 
TACAGCCCAAGGCAGAGAGTGGCACTTGGGCACCTGATCAGAAACTCTGCAAATGGA^GCAAGGTAACTG 
CAGAGGCAGCACGTGTGGTCAAGATTCAAAGTCCTATTCATGCACGTGTGCAGAGGGATATACTTTAAGC 
CAAGATGGAAAATACTGTGAAGATGTCAATGAATGTGCCTTTTGGAATCATGGCTGTACTCTTGGGTGTG 
AAAACATCCCTGGATCTTATTATTGCACATGCCCTGTAGGATTTATTCTGCTTCCTGATGGGAAACGGTG 
TCATCAATTAATTGCCTGTCCGAGCAATACATCTAAATGTAGCCATGACTGTGTTCTGACATCAGATGGT 
CCCATATGTTTCTGTCCTGAAGGCTCAGTGCTTGAGGCAGATGGAAZVAACATGTAGTGGCTGTTCATCAC 
CTGATAATGGTGGATGTAGCCAGCTCTGCCTCCCTCTCAGCCCAGTATCCTGGGAft.TGTGGCTGCTTTCC 
TGGGTATGACCTACAACTGGACAAACAAAGCTGTGCAGCATCAGGACCACAACCATTTTTGCTGTTTGCC 
AATTCTCAAGATATTCGACACATGCATTTTGATGGAACAGATTATGGAACCCTGCTCAGCCAGCAAATGG 
GAATGGTTTTTGCCCTTGATCACGACCCTGTGGAAAATAAGATATACTTTGCCCATACAGCCCTGAAGTG 
GATAGAGAGAGCTAACATGGATGGTTCCCAGCGAGAAAGGCTTATTGAGGAAGGAGTGGATGTGCCAGAA 
GGTCTTGCCATAGATTGGATTGACCGTAAATTCTACTGGACAGACAGCGGAAAATCTCTTATTGAAGGGA 
GTGATTTAAATGGAAAACATCGTGAGATAATCATCAAGGAGGACATCTCTCAGCCACGAGGAATTGCTGT 
TCATCCAATGGCCAAGAGATTATTCTGGACTGATATGGGGATTAATCCACGAATTGAAAGTTCTTCCCTT 
CAAGGCATTGGCCGACTGGTTATAGCTAGCTCTGATCTGGTCTGGCCCAGTGGAATAACGATTGATTATG 
TAACTGACAAATTGTACTGGTGTGATACCAAGCTGTCTGTGATTGAGATGGCCAATCTGGATGGTTCAAA 
ACGCCAAAGACTTGCCCAGAACGATGTAGGTCACCCATTTGCTATGGCCGTGTTTGAGGATCACGTGTGG 
TTCTCTGATTGGACTATGCCATCAATAATAAGAGTGGACAAGAGGACTGGCAAAAACAGGGTACGTCTCC 
GAGGCAGCATGCTGAAGCCTTCATCACTGGTTGTAGTTCATCCATTGGCAAAACCAGGAGCACAGCCCTG 
CTTATATCAAAATGGAGGCTGTGAACATATTTGCAAAGAGAGGTTTGGAACTGCTCAATGTTTGTGTCGT 
GAAGGTTTTGTGAAAGCCCCAGATGGGAAAATGTGTCTGGCTCTGAATGGCCATCAGATACCGGCAGTAG 
GTAGTGAAGCAGATCTAAGTAATCACGTAACGCCAGGGGATGTCTTACCCAGAAGTGAAGGATTTGAAGA 
TAACATTACAGAATCTCAGCATATGCTAGTGGCCGAAATCATGGTGTCAGATGCTGACGACTGTGCTCCT 
GTGGGATGCAGTACATGGGCTGAGTGTGTTTCAGAGGGAGAAAATGCCACATGTCAGTGTTTGAA^GGAT 
TTACTGGGGATGGAAAGCTATGTTTTGACATAGATGAATGTGAGATGGGCATCACGATTTGCCCTCCTAC 
CTCCTCAAAGTGCGTCAATACTGAAGGTGGTTATGTTTGTCAGTGCTCAGAAGGCTACCGAGGCGATGGG 
ATCCACTGTCTGGATATTAATGAGTGCCAACTGGGCATGCACACCTGTGGGGAAAATGCCACCTGTACAA 
ATATGGAGGGAAACTATACCTGCATGTGCGCTGGCAGCCTGTCTGAACCTGGACAGATATGTGCTGACTC 
TACTCCGCCTTCTCATCCCATGGAGGACAGTCACTATTCTGTGAGAAATGGTTATCGGGAATGCCCCTCA 
TCCTATGACGGGTACTGCCTCTATAATGGTGTGTGTATGTACATTGAAGCAGTCGACAGATACGCATGCA 
ACTGTGTTTTTGGCTACGTCGGGGAGCGATGTCAGCACCGAGACCTGAAATGGGAACTGCGCCACGCGGG 
CCAGGGCCGGCAGCGGCAGGTCGCCGCGGTGGCCGTGGGCGTGGTCGTGCTCGTCCTGCTGCTGCTGCTC 
GGGCTGGGGGGCGCGCACTGCTACAGGACTAAGAAGTTGTCATCAAAAAATTTAAAGAATCCTTATGAAG 
AGCCAAGCAGAGAGGGTAGCAGTAGCAGGCCTTCAGACAGCGAGGCTAGGATGGCCTCTTTTCCCCAACC 
TTGGTTTGTGGTTATAAAGGAACATCAAAATCTCAGGAATGGAAGTCAACCTATGGCCCTCAAGGATGGT 
GAGTCAGCAGATGTTAGCCAATTTTCCTCTCCAGAGCCAGGGTCAGTAAAACGGACCTCATGGAGAAATG 
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AACACCAGTTATATAAGGACACAGAGCAAGGCTGCTGCACTCCACCATCCAGTAATAGAGGCACCGGCTC 
TCAGTCAATGGAGCAGAGCTTTTCTGTCCCCTCCTATGAGGCACAGCCCATTGCTTTGGGGGTTGAGAAG 
CCACAGTCTCTCCTATCAGCTAAACCCTTATTGCAACAAAGGGCCCCAGATCCACCACACCAAATGAAGC 
TGATTCAGTGA 

>GBCA0161 ] Acc | ABO 38 5 63 1 Ver | AB0385 63 . 1 GI : 13516834 | Canis familiaris MAOA mRNA for 
monoamine oxidase A, complete cds . 

AT GGC GAG T AG AG AGAAG AC GAG TAT C GAGGGCCAC AT G T T T GACG TAG T C G T GAT AGGAG GC G GC AT C T 
CAGGATTGTCTGCTGCCAAACTCTTAGCCGAACATGAAGTTGATGTCTTAGTTTTAGAAGCACGAGATAG 
AGTTGGAGGAAGAACATACACCGTGAGGAATGAACATGTCGATTACGTAGATGTTGGTGGGGCTTATGTA 
GGACCAACTCAGAACAGAATCTTACGACTATCTAAGGAGCTGGGTCTAGAGACTTACAAAGTGAACGTAA 
ATGAGCGTCTTGTACAGTATGTCAAGGGGAAAACTTACCCATTCCGAGGAGCCTTTCCTCCGGTATGGAA 
TCCTATCGCATATTTGGATTACAACAACCTGTGGCGGACAATGGATAACATGGGGAAGGAGATTCCAGCA 
GATGCACCATGGGAGGCCCCACATGCCGAGGAATGGGACAAGATGACTATGAAGGATCTTATCGATAAAA 
TCTGCTGGACAAAGACTGCTAGGAGGTTTGCATCCCTCTTTGTGAATATCAATGTGACCTCTGAGCCCCA 
CGAGGTGTCTGCGCTCTGGTTCCTGTGGTATGTGAAGCAGTGCGGAGGTACCACTCGGATATTCTCGGTG 
ACCAATGGAGGCCAGGAACGGAAGTTTGTGGGAGGATCCGGTCAAGTGAGTGAACGGATAATGGAGCGCC 
TTGGGGACAGAGTCAAGCTGAAGCGCCCTGTCACCTATGTTGACCAGTCAGATGACAACATCATCATAGA 
GACACTGAATCATGAACTTTATGAGTGCAAATACGTGATTAGTGCCATCCCTCCAACTTTGACTGCCAAG 
ATCCACTTCAGACCAGAGCTTCCATCAGAGAGAAATCAGTTAATTCAGCGTCTTCCAATGGGAGCTATCA 
TCAAGTGTATGATGTATTACAAGGAGGCCTTTTGGAAGAAGAAGGATTACTGTGGCTGTATGATCATTGA 
AGACGAGGAAGCTCCAATTTCAATAACCCTGGATGACACCAAGCCAGATGGATCACTGCCCGCTATCATG 
GGCT TCATACT T GCCAGAAAAGCT GACCGAC T T GCCAAGCTC CATAAAGAAAT AAGGAAGAGGAAAATCT 
G T G AGC T C TAT G C CAAAG T G C T AGGAT C CCAAGAAGC T T T AC AAC C C G T AC AC TAT G AAGAGAAG AAC T G 
GTGCGAGGAGCAGTACTCCGGGGGCTGCTATACCGCCTACTTCCCCCCTGGGATCATGACTCACTACGGA 
AGGGTGATCCGCCAGCCATTTGGCAGGATTTACTTTGCTGGCACTGAGACGGCAACACACTGGAGCGGTT 
ATATGGAAGGAGCTGTAGAGGCTGGGGAACGGACAGCTAGAGAGGTCTTAAATGCTCTCGGGAGGGTGGC 
AGAGAAAGACCTGAAGACCCAGGAACCTGAATCAAAGGATGTTCCAGCTATGGAAATCACCCACACCTTC 
TGGGAGAGGAACCTGCCATCGGTGACAGGCCTGCTGAAGCTCATTGGATTTACCACATCAGTAACTGCCC 
TGTGGATTGTGGCGTACAAATTCAGGCTGCTGAGACGATCCTGAGTCTTCAGCCCCACACTCTCTGCTTA 
CTCTTCCCCAGCACCATCAAAAGCAAAATGTCGACAAAGGCTGTGTCATTGGACCATCTTTAAATGCACT 
GATTTAAAGTTTAAGTCTTAGTCAGTGTCATAAGT 

>GBCA0162 |Acc|AF343440|Ver)AF343440.1 GI : 1350738 6 | Canis familiaris lysosomal H+ 

transporting-ATPase subunit M9.2 (ATP6H) mRNA, complete cds. 

CAGGGGCTTGCGCCTCCGCGGCAGCCATGGCGTATCACGGCCTCACTGTGCCTCTCATCGTGATGAGCGT" 

GTTCTGGGGCTTCGTCGGCTTCTGCGTGCCCTGGTTTATCCCTAAGGGTCCCAACCGGGGAGTTATCATC 

ACCATGTTGGTAACCTGTTCAGTTTGCTGCTATCTCTTTTGGCTGATTGCAATTCTGGCCCAACTCAACC 

CTCTCTTTGGACCACAGTTGAAAAATGAAACCATCTGGTACCTCAAGTATCATTGGCCTTGAGGAGGAAG 

ACCTGCTCTCCAGCGCTCAGTCACTGAGGTCACGAAGAGAATTCCTCTAGATGCAAAATCAACTCCAAAC 

CCAGACCGCCTTCTTTGACTTGCCTATTTTGGCCATCAGCTGCCTTAAACATTCACACCATATTTGAATA 

TCTTATTCTACAATGCAGTATTTTTTCCTGTTGCCTTTTTTTACATTTTGATGAATTATGTGCCTACTTA 

AACTGTGCTGACTCCATAAAATGTTTATGCACTCTTCTGAGATAGAGGGTGCTATTCTTCTGAGAAATAC 

ATTGCTCTCTCCTTGGAACCTGTGAATTTGAAGATGACTCCTGCCTGGTCACAACATGAGAATCAGCAAA 

GTGTTTAAAAACTGTCACAAGACAAGGCAGTCAGTAGGAGAGCATGTTCAGAGGGAATATCTGTCCCAAC 

AGAATTACACCAAAGTATATTTTCAGGATGGCTTTCTTATTTCTGCCATCTACTGGAATAAATTATTTTT 

CAGCTTTCTGTGG 

>GBCA0163 |Acc|AF334948 | Ver | AF334948 . 1 GI : 13383985 | Canis familiaris B2 bradykinin 
receptor (Bdkrb2) mRNA, complete cds. 

GCGGCTCCTAGGAGGACTGAGGACATCAGGCAGTCCTGCAGGACCGAGGGAGCTCTCTAGGTGCCCACGT 
GGCTTGCTCTGGGCAAGAGGGGTCCCAGGAGGACAGGAGGTCCCAGGACAAAGAGAGAGCCAGCAGTCAG 
CCCAGGAGCCTCACTTACATCCCACCCTGAGTCCAAATGTTCTCTGCCTGGAAGAGACCGATGTTCCTGT 
CTTTTCATGAGGACCCTGTGCCCACTACAGCCTCTCTCAGCACTGAAATGTTCAACAGCACCTCGCAAGA 
CCTCATGCCCACTCTCAATGGGACCCTGCCCAGTCCCTGCGTCTACCCCGAGTGGTGGAACTGGCTTAAC 
ACCATCCAGGCCCCCTTCCTCTGGGTCCTGTTCATACTGGCCGCCCTCGAGAACCTCTTCGTCCTCAGCA 
TCTTCTGCCTCCACAAGAGCAGCTGCACGGTGGCTGAGATCTACCTGGGCAACCTGGCCCTGGCAGACCT 
GATCCTGGCCTCCGGGCTGCCCTTCTGGGCCATCACCATCGCCAACAACTTCGACTGGCTCTTCGGGGAG 
GTGCTGTGCCGCGTGGTGAACACCATGCTCTACATGAACCTCTACAGCAGCATCTGCTTCCTGATGCTGG 
TGAGCATCGACCGCTACCTGGCCCTGGTGAAAACCATGTCCATGGGCCGGATGGGCGGGGTGCGCTGGGC 



1245 



WO 2005/067649 



PCT/US2005/000517 



CAAGCTCTACAGCCTGGTGATCTGGGGGTGCACGCTGCTCCTGAGCTCGCCCATGCTGGCCTTCCGGACC 
ATGAAGGAGTACAGAGACGAGGGCTACAACGTCACCGCCTGCGTCATCATCTACCCGTCCCGCACCTGGG 
AAGTGTTCACCAACGTCCTCCTGAACTTCGTGGGCTTCCTGCTGCCCCTGACCGTCATCACCTTCTGCAC 
GGTGCAGATTATGCAGGTGCTGCGGAACAACGAGATGCAGAAGTTCAAGGAGATCCAGACGGAGAGGAAG 
GCCACGGTGCTGGTCCTGGCCGTGCTGCTGCTCTTCGTCATCTGCTGGCTGCCCTTCCAGATCAGCACCT 
TCCTGGACACGCTGCTGCGCCTCGACATCCTGTCCGGCTGCCGGCATGAGCACCTGGT.GGACGTCTTCAC 
GCAGATCGCCTCCTACGTGGCCTACAGCAACAGCTGCCTCAACCCGCTGGTGTACGTGATCGTGGGCAAG 
CGCTTCCGCAAGAAGTCCCGGGAGGTGTTCCGGGGACTGTGCCAGAAAGGGGGCTGCGTCCTGGAGTCCA 
ACAAGATGGACAACTCCATGGGCACCCTGCGGACCTCCGTCTCGGTGGAGGGCCAGATTCACAAACTGCC 
CGAGTGGGCGGAGAACAGCCAGTGAGGGGCCGCGGCCGCCAGGACCACGGTTCGTGTGTGTGAGGACCGG 
GGGACAGCAGAGCTTCAGGATATGCCTGACAAGGAATGGCAGGCAGGCCACGTGTGTGGCCTCGGCCAAT 
AAGTCGATGTCTCTGGTAAAACCCAGGAGCTTGGCTCCTGTCCCATGCAAGCTGCAGGGGGTCAGGCCGG 
GAGGGTGGGGTGGCCTCACACCCAGCCAAGGGGCCCCATAAACACGACAGTATTATTGTCCTCATTTGCC 
ACCGCCTCTGGGCCAGTCTGCATCTTTCCAGGAGTGGAAGGGGCCTGGGGACAGGGACAGGAGTGACTGA 

G 

>GBCA0164 lAcc|AY0264 62lVer IAY0264 62.1 GI : 127 46560 | Canis familiaris interleukin-1 
receptor antagonist mRNA, complete cds . 

GTGACTCCGAGATGCGGTGTCCCGTTGCCTCGCTGTGGCCACCGAATGGAAACCTGCAGGTGTCCTCTCA 
GCTACCTAATCTCTTTCCTCCTTTTCCTGTCCCATTCAGAGACAGCCTGCCGTCCCTTGGGGAAGAGACC 
TTGCAGGATGCAAGCCTTCAGAATCTGGGATGTTAACCAGAAGACCTTCTACCTGAGGAATAACCAACTA 
GTCGCTGGATACTTGCAAGGATCAAATACTAAATTAGAAGAGAAGTTAGATGTGGTGCCCGTCGAGCCTC 
ATGCCGTGTTCTTGGGGATCCATGGGGGGAAGCTGTGCCTGGCCTGTGTCAAGTCTGGAGATGAGACCAG 
GCTCCAGCTGGAGGCCGTTAACATCACTGACCTGAGTAAGAACAAGGATCAAGACAAGCGCTTTACCTTC 
ATCCTCTCAGACAGTGGCCCTACCACCAGCTTTGAGTCTGCTGCCTGCCCTGGCTGGTTCCTCTGCACAG 
CACTGGAGGCCGACCGGCCTGTCAGCCTCACCAACAGACCAGAAGAGGCCATGATGGTCACTAAGTTCTA 
CTTCCAGAAGGAATAATAGTGTGTCCATTCCGTGCTTCCCCCCCACTCCCAACACATCAATGACTCCAGA 
GATGCCTCTCCATTCTGCCTGGGGTCTCCTGGCTGTGGTGGAGGCTCTGAGGAGCAGCCTCGGTGGGGTG 
GACCCTCAGAAGGATGTATGAGAGCCCTGGTAACGGGACCCTGCCTCCAGCCTCCTCAGCTAGCCAACCT 
CAATGCTGCCACCACAGTGGTCTTTCT2VAAGTGCACCTCTAGCTGCAGCACTGCTCCAGGCCTTTCAGGG 
CTGCCTCTGCCTTCTGGATTAAAGCCAGGCTGCTTGGCCAGCCTGGCCCCCTGCTCTCCTCTCCGTAACT 
CCTTGCTCTCCTCCCTTGCCCCATGTCCATGTCCTGGATCCCTCCTGCCCCTTTGCTGGCCTCCCAAACC 
TTGTGTTTTGCAAACCGAAAAAAAAAAAAAAACGATCCGGTACCTCTAGATCAGAA 

>GBCA0165 |Acc|AF191546| Ver IAF191546.1 GI : 617 9931 | Canis familiaris tektin mRNA, complete 
cds . 

ACACCAATGTGGAGGGGAGACGCGCGGTTTACCCGCCGGGTCTGCGGGGGCCGCAGCTGCAGGTGGGGTG 

CGAACCTGTGTTCAGCGGTTCCCGAAGCGCCACGGCTAGTGCAGGCGGCCCACTCTCTGACCCCCTGCCT 

GGAACCCCGGCCAGCCCCCGCCGGCCTCCTCTCCACCTCCCCTGGGCTGCTCGGGACTTTGGAAAGCAGA 

AATGGCCAAACTCCTCCAACCTTCACCCAAGTTCTTGCCTGAAGAGTGGCACATCGCTAACAAGAACCAG 

TACCACAGAGCAGAGGCCCAAAGGTCCCGGTCCGAACGCCTGGTGGCAG21AAGCCAGAGGCTTGTGGATG 

AGATTGAAAAGACCACAAGAAAGTCTCAGAGCGATGTAAACAAGAAACTAGAACAGAGACTCGAGGAAGT 

CAGGTTCTGGAAGAAGGAGCTGGATGACAAGCTGGAGCAGCTAGTGTGCACCACAGAGGACCTGCTCACT 

TATCAGACTAGGCTGCAGAACGCCCTGGAGAGCCTGAAGGAGCCCCTGCACATCACCCAGATGTGCCTGG 

AATACAGGGACAAGCGCATTGGCATCGACCTGGTGCATGATGAGGTGGAACAGGAGCTGCTGAAGGAGGC 

TGAGGTCATCCACGGGGTCATGGCCCTGCTGACCCGCACCATGGATGAGGTGACTGAGCAGATCAGGCTG 

AACCGCTCCGCCAAGT ACAACCT AGAGAAGGAT T TGAAGGACAAGTT T GTGGCCT T GACCATCGACGATG 

TTTGCTTCTCCCTCAACAACAACTCCCCAGGCATCTACTACTCGGACAGTGTTGTGAGAGTTGAGCCACA 

CTCCGTGAGTCTGGAGGACTGGCTGGACTTCTCCAACACCAATGTGGAGAAGGCGAACAGGCAGAGAAAC 

AACTCCCTGGCGCTGAAGGCCCTGGTGGACCGGATCCTGTCCCAGACAGCTGACGACCTGCGCAGGCAGT 

GTGACATGGTGGACACGGCATTCCAGATGGGGCTGAAGGAGACCAAGGCCGCCAGGGACCAGCTGGCTGC 

CCACCTGGCCAAGGTCATGGAAGAGATCGCATGCCAGGAGAAGAACATGACGGTTCTGGAGAAGGCCATC 

CTTGATCAAGAGGGGCCTGCCAAGGTGGCTCACACGCGCCTGGAGACCCGAACACGCAGGCCCAACGTAG 

AGCTGTGCCGCGATGTCGCACAGTACCGGCTGGTCAAGGAAGTCGGAGAGATTGCCCAGAATGTCGGAAG 

GCTGAAGGAGGCCCTGGCACAGGCGCAGGTGGAGCTGAAGGGCCTGAACCGCCGGCAACTGGCGCTGCAG 

GAGGAAGTCCAGGTCAAGGAGAACACCATCTACATCGACCGAGTGCTGTGCACCCACATGAGGAAGTCCA 

ATCCCCTGCGGGATGGGGGCGACCAAGGCCAGTGGGCCAGGGCCTGCGCCCCGACACCATCTGCTGAGGA 

TGGCACTTCACACACTGATTAAACCCTGGTCACCGTCAAAAAAAAAAAAAAAA 

>GBCA0166 ]Acc)AJ277753|Ver|AJ277753.1 GI : 12049570 | Canis familiaris msx2 gene for Muscle 
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Segmentation Homologue (MSX2 protein) . 

ATGGCTTCTCCGTCCAAAGGCAGTGACCTGTTCTCGTCCGMGAGGAGGGCCCGGCGGCGCTGGCCGGGC 
CGGGCCCGGGGCCTGGGGGCGCGGAGGGGGCGGCCGAGGAGCGCCGCGTCAAGGTCTCCAGCCTGCCCTT 
CAGCGTCGAGGCGCTCATGTCGGACAAGAAGCCGCCCAAGGGGGCGTCCCCGCGGCCGGCAGACAGCGCC 
TCTGCCGGGGCCGCCCTGCGGCCGCTGCTGCTGCCGGGACACGGCGCCCGGGAAGCCCCCAGCCCCGGGC 
CGCCGGGGAAGCCCTTCGAGGCCGCCTCGGTCAAGTCGGAGAGCGCCGAGGACGGAGCCGCGTGGATGCA 
GGAGCCCGGCAGATACTCGCCGCCGCCAAGACATATGAGCCCCACCACCTGCACCCTGCGGAAGCACAAG 
ACCAATCGGAAGCCGAGAACGCCCTTCACCACGTCGCAGCTCCTCGCCCTGGAGCGCAAGTTCCGCCAGA 
AACAATACCTCTCCATTGCAGAGCGCGCGGAGTTCTCCAGCTCTCTGAACCTCACAGAGACCCAGGTTAA 
AATCTGGTTCCAAAACCGAAGGGCCAAGGCGAAAAGACTGCAGGAGGCAGAACTAGAAAAGCTGAAGATG 
GCTGCAAAACCTATGCTGCCCTCTGGCTTCAGCCTTCCTTTCCCCATCAACTCGCCTCTGCAAGCAGCAT 
CCATATACGGAGCGTCCTACCCTTTCCATAGACCTGTGCTCCCCATCCCGCCCGTCGGACTCTATGCGAC 
CCCAGTCGGATATGGCATGTACCATCTATCCTAA 

>GBCA0167 | Acc] AJ38 8551 | Ver j AJ38 8551 . 2 GI : 6687240 | Canis familiaris mRNA for bHLH protein 
Hesr-l/Heyl, clone BC8 . 

CGGGAGCGGGCGCAGTGTGCGCGGGACGCGAGCCCCCGAGCGCGCAGAGGCGCCGCCGCTGAGAGCCCCC 
CGGCCCGCCGCGCCGACCCGCCCGCGGAGCCCCGGCCGCGCAGCCAGCATGAAGCGAGCCCACCCGGACT 
ACAGCTCCTCGGACAGCGAGCTGGACGAGACCGTCGAAGTGGAGAAGGAGAGCGCGGATGAGAATGGAAA 
CTTGAGTTCGGCTCTAGGTTCCATGTCCCCAACTACATCTTCACAGATCTTGGCCAGGAAAAGACGAAGA 
GGCATCATTGAGAAGCGCCGACGGGACCGGATTAATAACAGTTTGTCTGAGCTCAGGCGGCTGGTACCCA 
GTGCTTTTGAGAAGCAGGGATCTGCTAAGCTAGAAAAAGCCGAAATCCTGCAGATGACCGTGGATCACCT 
GAAAATGCTGCACACGGCAGGAGGAAAAGGCTATTTCGACGCGCACGCCCTTGCTATGGACTATCGGAGT 
TTGGGGTTCCGGGAGTGCCTGGCGGAGGTGGCCCGATATCTGAGCATCATTGAGGGACTGGATGCCTCCG 
ACCCGCTTCGAGTTCGGCTGGTCTCCCACCTTAACAACTACGCCTCCCAGCGGGAAGCGGCCAGCGGCGC 
CCACGCAGGCCTGGGACACCTCCCCTGGGGCAGCGCCTTCGGACACCACCCGCACGTCGCGCACCCCCTG 
CTGCTGCCCCAGAGCGGCCACGGGAACACTGGCACCAGCGCCTCGCCCACGGACCCGCACCACCAGGGCA 
GGTTGGCTGCGGCGCATCCGGAGGCGCCCGCCTTGCGCGCGCCCCCTAGCGGCGGCCTCGGACCGGTGCT 
CCCCGTGGTCACCTCGGCCTCCAAGCTCTCGCCGCCCCTGCTGTCCTCGGTGGCTTCCCTGTCGGCCTTC 
CCCTTCTCCTTTGGCTCCTTTCACCTCCTGTCTCCCAATGCACTGAGCCCTTCGGCACCCACGCAGGCCG 
CAAACCTTGGCAAGCCCTATAGACCTTGGGGGACGGAGATTGGAGCTTTTTAAAGACCCGACGCTGTAGG 
ATGGAGGGAGGGGAACACCTAAAGGCCCAGCTGAGCTGGGCTGTGGCCAACATCACCTTAAAGTCCTCAG 
TAAAAGTAAAGAGGAGAAAAGGTACACGTTCAGATCAATTTTGTTGAAAGACTAAAGGTTTGTTGGTTTA 
CTTTTTCTTTTTTAATGTTTTTTTTTTCTTTTTTAAAATCAGGTCCCGTCTTAGCAGTTTTTAAAAGCTA 
GT T GT T AAAT T T TGT TCCAAACATT ACATT GAAATAGTGAGTATAAACC 

>GBCA0168 |Acc|AJ388557|Ver|AJ388557.1 GI : 54 41614 1 Canis familiaris mRNA for zinc finger 
protein, clone BC3. 

CAACTTCCGGCCCGGCCGCTTCGGGCTCCCGGGTCCGGCGTCCGCGAGGCGCACCTGCCCCGAGTCCGAG 
CCGAACCTCTTGAGACCCAGGCATGGAAGTCTCAGTGTTGGTGTGA2UVAGCAGGCTGGTCAAATTCCTTT 
ACAGTCTTCCCTCCACCTGCCATTTCACCCACCTCCTTGGGATGAGCTAAGAGATCCAATGATGGCCGTC 
AAGCAGCTCCTTCGTGCTGGGTCCCAGGTTTTGGTTTCCTTTGAAGACGTGGCTGTGCTACTCTCCCGGG 
AGGAGTGGGGCCGTCTGGGCCCTGCTCAAAGGGGCCTCTACAGTGATGTGATGCTGGAGACCTACAGGAA 
CCTGATCTCACTGGGACTTCAAGGTTCGAAACCTGATGTCATCTCCAGGCTAGAGAAGGGGGAAGAGCCA 
TGGGCCCCATACTCAGCGAAAATTGAGGAGAGCTGGATCCGGAGTCATGAGAGTGAAAGTTTTCAGTCTC 
TGATGGAAAAGAAAGGATTGACTCCAAAACAGGAAATTTCCAAAGCAATGGGGTTCCGGAGAGCAAAGTC 
AGAATATGTAAGGAATGT TTCCAAGGAAT CTGAGT TT GAAGAGATGAATAAAACCAAGGGAAAGT TAAAG 
AAT TACAGGAAAAAATCT GCAGAGGAAGAAC T TAAGAAATCCTT CTCCCAGAAGAACAGT TCC AGGCCAG 
TGACGTTGACACATGTGAAATCCCCTGTTTCAGGAAAAGGCCAAAAATCCAGTTCTCTGGAGGTAGACTA 
CACTGTAGATGCAAGCCCTGTCAGATTTCATAGAGCATCTACAGGGGGTAGTCTCCACCAGAATGTGCCA 
TGTGTAAATGACTTTCAACAAAGTCAGGACCTCATTAATCTCCAGTGTTTGCATCTAGGAGAAAGAGCTT 
GT CAGACAGAT CTGTTCAT GAAAGCACCCAGGCAGAGTT CAGT TCTCAGTGAGAATCAGAGGGT TAAC AA 
TCCAGAAAAATCCTTTGAATGTACTGAGTGTAGAAGACTTTTCAGCCCAAGCAAAGCTCTGTCTCAGCAT 
CAGAGAAGTCACACTGGAGAGATACCCTGTGAGAGTGGTGGATGTGGAAGAACTTCCCACCACTGCTCTG 
TCCTCAGCCAACATCAGGAAGTTCACCATGGAGGGGAGTCCCATACCTGTGCTGAGTGTGGCAAAGCTTT 
CAAGGCCCAT TCCTACT TCAT TC AGCAGC ATAACACTCACACAGGAGAAAGGCCT T ATGAGTGCAGT GAG 
TGTGCACATTTATCTTACAGTCAACATCTTCAAATTCATAGTGGGCAGAAACCTCATGAGTGTAGTCAGT 
GTGGAAAAGCCT T TAGTCATAGT TCTAACCT GT T TCATCAT CAGAGAAT TCATAGTGGAGAGAAACCATA 
CGAGTGTAAGGAATGTGGGIVAGGCGTTCGGTAGGCACTCGCACCTCCTTCAGCATAAGAGAATTCATTCT 
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GGAGAGAAACCTTATGACTGTACTGAGTGCGGCAAAGCCTTCAGTGCACGGTTATCTCTCATTCAGCATC 
AGAGAACTCATACAGGAGAAAAACCCTATGAATGCAATGAATGTGGGAAATCCTTTAGCCTGAACCGAAC 
CCT T ATTGT TC AT CAG AGGAT TCACACT GG AGAG AAACCCT AT AGGTGT AAT GAAT GT GGGAAAT CCTT C 
AGTCAGCGT GCAC AAGT CAT T CAGCACAAGAGAAT TCACACT GGAGAGAAGCCCTAT GT C T GCAAT GAGT 
GTGGAAAGTCATTCAGTGCTCGCTTGTCCCTCATCCAGCATCAGAGAATTCACACTGGAGAAAAACCTTA 
TGGATGCAGTGAGTGTGGGAAAACGTTCAGTCAAAAGGGACATCTGATTCAGCATCAACGAATTCACACT 
GGAGAGAAACCCTATGAGTGTAATGAGTGTGGAAAAGCCTTCAGCCAGAGTTTTAATCTTATTCATCATC 
AAAGGACACACAATGGTGAGAAGCCCTATGAATGTAATGAATGTGATAAAGCCTTCAGTGTGCTCTCTTC 
CCTTGTTCAACATCAGAGGGTCCATAATGGTGAGAAGCCCTATGAGTGTCACAAATGTGGGAAGGCCTTT 
AGCCAGGGCTCGCACCTCATTCAGCATCAGAGGAGCCACACTGGAGAGAAACCCTATGAGTGTAATGAGT 
GTGGGAAAACCTTTGGGCAGATATCCACCCTAATTAAGCATGAGAGAACACACAATGGAGAGAAACCCTA 
TGAGTGTGGTGACTGTGGGAAAGCCTTCAGCCAGAGTGCACACCTCGTCCGCCATCGAAGGATTCACACT 
GGAGAGAATCCCTATGAGTGCAGTGACTGTGGGAAAGCCTTCAATGTCCGTTCCTCTCTTGTTCAGCATC 
ACAGAAT TCATACAGGGGAGAAGCCTTAT GAAT GCGAGAAGTGT GGCAAGGCCT TCAGTCAGCAT TCACA 
ATTTATTCAGCATCAGAGGATTCACACTGGAGAGAAGCCCTATATTTGCAATGAATGTGAGAAAGCCTTC 
AGTGC ACGT T TAT CCCT T ATCCAACACAAGAG AATTCACACAGGGGAGAAACCTT ACAAATGCACTGAAT 
GTGGAAAATCCTTCCGACAAAGCTCTCACCTTATTCGACATCAGAGAGTTCACAGTGGAGAGCGACCTTA 
TATGTGTAATGAAT GT GGGAAAACT TTTAGCC AGAG AAT AACT C T TAG TAGTCATGAGAAAACTCACACC 
AGAGAGCAAGCCTATAAGTGTGTTAAACGTGAGGACCTCTTAACTGCACAGTCAGCTTCCATTCAGCACC 
ATAAAGTTCACAAT GGAGAATAACAT CT T TAT TCAATAAAGTC T TCAC TAT T T TACATCAGGAGCAGTAT 
ACTGATGGGAAGCCATCACTTTTACAGCTTTCATTTTGGAGATTTATCTCTTAAGTGATTTAACAGTCTC 
CCAGTGCACTGTTAACTAAAAGCAAGATGCCAAAATATGTGGCAAAAATTCCAAGGTCACATGCCATCCC 
TT AGAT TCAGAGGGT GGAT CTATGCTTGAGTAT T TTAAAGGAT CACAAT TTAAT T ACACT T ACTCAAGAT 
TGTGTTTT CAT AG CAC CAG AC T T T AA 

>GBCA0169 lAcc|AJ388540)Ver|AJ388540.1 GI : 5441582 | Canis familiaris mRNA for partial 
splicing factor SRp55-l (srp55-l gene) . 

AAAGTCGNTCCCGATCCAGGTCTCGGAGCAAAGTTCGATCACGTTTTCGATCAAAAGGCAGGAAATNTAG 
ATCAAAAAGCAAATCTAAGCCCAAGTCTGATCGGGGCTCCCGTTCGCGCTCTCGAAGCAGATCTAAGGAG 
TATGAGAAATCTCGAAGCAGGTCTCGCTCTCGATCTCGTTCCCCCAAAGAAAATGGAAAAGGTGATATAA 
AGTCAAAGTCTAGGTCAAGAAGCCAGTCTCGTTCAAATTCTCCCCTTCCTGCTCCACCCTCAAAAGCACG 
TTCTGTGTCCCCTCCACCAAAAAGAGCTTCAAGATCCCGTTCTAGATCTCGTTCAAAGTCCAGGTCACGG 
TCCAGATCGAGTTCCAGAGATTAACCTAGAACTCTACATTCTTTGCACACTATTATGGAACACTTTCCTA 
CTTGCTTAGGCAGTTACTCTTCCATGTTTGTACTTGGCCTCTTCTGCAAGAGGAATCTCCTGAAAATGGG 
GGCACACAGAAATTTGATTTGTGGCCAAATTTGATGGAAAAAAAATGAGGTTCTAAGGAAATGGTGGCAT 
GAAGACCCTCTCAC 

>GBCA0170 |Acc|AJ388536|Ver|AJ388536.1 GI : 5441576 | Canis familiaris mRNA for partial ras- 
related rho protein (rho gene) . 

CGCATCCAAGCCTACGACTACCTCGAGTGCTCGGCCAAGACCAAGGAGGGCGTGCGCGAGGTCTTCGAGA 
CGGCCACGCGCGCCGCGCTGCAGAAGCGCTACGGCTCCCAGAACGGCTGCATCAACTGCTGCAAGGTGCT 
ATGAGGGCCGCGCCCGCCCCGCCTGCCCCTGC 

>GBCA0171 )Acc|AJ388535)Ver]AJ388535.1 GI : 5441574 | Canis familiaris mRNA for partial 
ubiquitin carrier protein (E2-EPF gene) . 

GCCAGTGGGGGTGCCACCCCCTCCACTGACCCCATGGCCCCGGGGGGCCCAGGTGGAGCCGATGGCCCCA 
TGGCCAAAAAGCATGCGGGTGAGCGGGATAAGAAGCTGGCATCCAAGAAAAAGACGGACAAGAAGCGGGC 
ACTGCGGCGGCTGTAGTGGGTTTTTCTCCCGGTTCTACCCACCCCTGACCCCAACCCCCAACTCTGTCTC 
TAAGTTATTTAAATTATGGCTGGGGTGGGGGAGGTGTGGGGGCACTGGGACCTGATTTGTTTTTCTAAAT 
AAAGT T GGAAAAGCACCT 

>GBCA0172 |Acc|AJ388523|Ver|AJ388523.1 GI : 54 4154 0 ) Canis familiaris mRNA for Ribosomal 
protein S17 (rpS17 gene) . 

CGCCAACATGGGCCGCGTGCGCACCAAAACCGTGAAGAAGGCGGCCCGAGTCATCATCGAGAAGTACTAC 
ACGCGCCTGGGGAACGACTTCCACACCAATAAGCGCGTGTGCGAGGAGATTGCCATCATCCCCAGCAAGA 
AGCTCCGCAACAAGATCGCAGGCTATGTGACACATCTGATGAAGCGGATTCAGCGGGGCCCGGTGAGAGG 
•CATCTCCATCAAGTTGCAAGAGGAGGAGAGAGAAAGGAGGGATAATTACGTGCCCGAGGTTTCAGCCCTG 
GATCAGGAGATCATCGAGGTAGATCCTGACACTAAGGAGATGTTGAAACTCTTGGACTTTGGAAGCCTGT 
CCAACCTGCAGGTCACTCAGCCTACAGTTGGGATGAATTTTAAAACACCACGGGGAGCTGTTTGAATCTT 

TCTGC 

>GBCA0173 |Acc|AJ388521|Ver|AJ388521.1 GI : 5441536 | Canis familiaris mRNA for Rxbosomal 
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protein, L17/L23 (rpL17/L23 gene) . 

GTTCAAGATGTCGAAGCGAGGACGTGGTGGGTCCTCCGGTGCAAAATTCCGGATTTCCCTGGGCCTTCCG 
GTAGGAGCCGTCATCAATTGTGCTGACAACACAGGAGCCAAAAATCTGTATATTATCTCTGTGAAGGGGA 
TTAAGGGACGATTGAACAGACTTCCTGCTGCTGGTGTGGGGGACATGGTGATGGCCACAGTGAAGAAAGG 
C AAAC C AG AN C T C AG G AAG AAG G T AC AT C C AG C AG T G G T GAT T C G AC AAC G AAAAT CAT AC C GG AG AAAA 
GATGGTGTGTTTCTCTATTTTGAGGATAATGCGGGGGTCATAGTAAATAATAAAGGTGAAATGAAAGGTT 
CTGCTATTACAGGACCAGTCNCAAAGGAGTGTGCAGACTTGTGGCCCANGATTGCTTCCAATGCTGGCAG 
CATTGCATGATTCTTTGGTGTATTTGTTTTAAAAAAAAATAAAAATTATTTGTTCTC 

>GBCA0174 lAccjAJ388520|Ver|AJ388520.1 GI : 5441534 | Canis familiaris mRNA for partial 
Ribosomal protein Sll (rpsll gene) . 

GGAGGCCATTGAGGGCACCTATATTGACAAGAAATGCCCCTTTACTGGCAATGTCTCCATCCGAGGGCGG 
ATTTTGTCTGGTGTGGTGACCAAAATGAAGATGCAGAGGACTATTGTCATCCGCCGAGACTACCTCCACT 
ACATCCGAAAGTACAACCGCTTTGAAAAACGCCACAAGAACATGTCGGTGCACTTGTCTCCTTGCTTCAG 
GGATGTCCATATCGGCGACATTGTCACAGTGGGTGAGTGCCGCCCTTTGAGCAAGACTGTGCGTTTCAAC 
GTGCTCAAAGTCACAAAAGCTGCTGGCACGAAGAAGCAGTTCCAGAAGTTTTGAGGCAAGACTTCTGTCT 
ACACCCCTGAAGAAAATAAAACTGTCTACACCCCTGAAGAAAATAAAACTGTCTACACCCCTG 

>GBCA0175 | Acc| AJ388519 | Ver | AJ388519 . 1 GI : 5441532 | Canis familiaris mRNA for partial 
Ribosomal protein S18 (rpS18 gene) . 

AGCAGGAGAGCTCACTGAGGATGAGGTGGAACGTGTGATCACTATTATGCAGAATCCACGCCAGTATAAG 
ATCCCTGACTGGTTTTTGAACAGACAAAAGGATGTAAAGGATGGAAAGTACAGCCAGGTCCTGGCCAATG 
GTCTGGACAACAAACTTCGTGAAGACCTGGAGAGACTGAAGAAAATTCGAGCCCACAGGGGGCTGCGCCA 
CTTTTGGGGACTTCGTGTCCGAGGCCAGCACACCAAGACCACAGGGCGCCGTGGTCGCACCGTGGGTGTG 
TCCAAAAAGAAATAAACCTGTAGGCCTTGTCTTGTTAATAAATCGTTTATACACCT 

>GBCA0176 |Acc|AJ388518|Ver|AJ388518.1 GI : 5441530 | Canis familiaris mRNA for non-histone 
chromosomal protein HMG-17 (hmg~17 gene) . 

GGCGAGAACGACCCCCGGACCGGCCAAAGCCCGCGTGCCGCCGCATCCCCGCGTCCAGCGCTTACGTCCC 
GCCGCCGTCGCCACCATGCCCAAGAGAAAGGCTGAAGGGGATGCTAAAGGAGATAAAGCCAAGGTGAAGG 
ATGAGCCACAGAGAAGATCTGCAAGGTTATCTGCTAAACCTGCTCCTCCAAAGCCAGAGCCCAAGCCTAA 
AAAGGCCCCTGCAAAGAAGGGAGAGAAGGTACCCAAAGGGAAAAAGGGGAAAGCTGATGCTGGCAAGGAT 
GGAAATAATCCTGCAGAAAATGGAGATGCCAAAACAGACCAGGCACAGAAAGCTGAAGGTGCTGGAGATG 
CCAAGTGAAGTGTGTGCATTTTTGATAACTGTGTACTTCTGGTGACTGTACAGTTTGAAATACTATTTTT 
TATCAAGTTTTATAAAAATGCAGAATTTTGTTTTACTTTTTTTTTTTAAGCTATGTTGTTAGCACACGGA 
ACACTTCATTGTTGTTTTGGGGGAAGGGCATATGTCACTAATAAAATATTTCCCAAGCTAGATTGATAAC 
GAAGGAAAAACACCTTCCCCTTCTANTTTTGAAAAACTTCCTCTTGGCTCCAGGAAGAAGGATCCCTGAT 
GTTGACCACATGAACCNCCTTNGTGG 

>GBCA0177 |Acc|AJ388516|Ver|AJ388516.1 GI : 54 41526 | Canis familiaris mRNA for ribosomal 
protein L27. 

GGCTCGAGTGGCTGGTGTCGAGATGGGCAAGTTCATGAAACCCGGGAAGGTGGTGCTGGTCCTGGCCGGA 
CGCTACTCCGGACGCAAAGCGGTCATCGTGAAGAACATTGATGATGGCACCTCAGACCGTCCCTACAGCC 
ATGCTCTGGTGGCCGGAATAGACCGCTATCCCCGAAAAGTGACAGCTGCCATGGGCAAGAAGAAAATCGC 
CAAGAGGTCAAAGATCAAGTCTTTTGTGAAAGTTTATAACTACAATCACCTCATGCCCACAAGGTACTCT 
GTGGATATCCCTTTGGACAAAACTGTCGTCAACAAGGATGTCTTCAGAGACCCTGCTCTTAAACGCAAGG 
CCCGACGAGAGGCCAAGGTCAAGTTCGAGGAGAAGTACAAGACTGGCAAGAATAAGTGGTTCTTCCAGAA 
GCTGCGGTTTTAGATTTCTTTCAGTCATTAAAAATAAATT 

>GBCA0178 |AcciAJ388514 |Ver IAJ388514 .1 GI : 5441522 j Canis familiaris mRNA for partial 
Ribosomal protein S14 . 

CGCTGCCATGTTGGCTGCCCAGGATGTGGCCCAGAGGTGCAAGGAGCTGGGCATCACTGCTCTCCACATC 
AAACTCCGAGCCACAGGAGGA2VATAGAACCAAGACCCCTGGACCTGGGGCCCAGTCAGCCCTCAGAGCCC 
TTGCCCGCTCAGGAATGAAGATTGGGCGGATTGAGGATGTCACCCCCATCCCCTCCGATAGCACCCGCAG 
GAAGGGAGGTCGCCGTGGTCGCCGTCTGTGAACAGGATTCTTCAAACTATTTTCTGTTAATAAATTGCCT 
TTGTGTAAGCT 

>GBCA0179 |Acc|AF322417 1 Ver 1 AF322417 . 2 GI : 12007711 \ Canis familiaris MDM2 alpha mRNA, 
complete cds . 

AGGCCAATGTGCAATACCAACATGTCTGTGTCTACTGATGGTGCTGTAAGCACCTCACAGATTCCAGCTT 
CGGAGCAGGAGACCCTGGTTAGACCAAAGCCATTGCTTTTGAAGTTGTTGAAGTCTGTAGGTGCACAAAA 
AGACACT TATACTAT GAAAGAGGACT TC TTGGGCATCCAT GGAT CCCAGGT T AAGAAC T TCTGCAC TAGA 
GAT ACATGAGTACAGTATACTGATC TT T CT GGGATAGAGGTGATAT TT TAT CTTGGCCAGTATATTATGA 
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CTAAACGATTGTATGATGAGAAGCAACAGCATATTGTGTATTGTTCCAATGATCTTCTAGGAGATTTGTT 
TGGAGTGCCAAGCTTCTCTGTGAAAGAGCACAGGAAAATATATACAATGATCTACAGAAACTTGGTAGTA 
GTCAATCAGCATGAACCATCAGATTCAGGCACATCTGTGAGTGAAAATAGCTGTCACCGTGAAGGTGGGA 
GTGATCAAAAGGACCCTGTGCAAGAGTTGCAGGAAGAGAAACCTTCATCTTCAGATTTGATTTCTAGACC 
AT CT ACCT CATCT AGAAGGAGAACAAT TAGT GAGACAGAAGAACATGCAGAT GAT T TACCTGGTGAACGG 
CAGAGAAAGCGCCACAAATCTGATAGTATTTCCCTTTCCTTTGATGAAAGCCTTGCTCTGTGTGTAATAA 
GGGAGATATGTTGTGAAAGAAGCAGTAGCAGTGAGTCAACAGGGACGCCATCAAATCCGGATCTTGATGC 
TGGTGTAAGTGAACATTCAGGTGATTGGTTGGATCACCATTCAGTTTCAGATCAATTCAGTGTAGAATTT 
GAAGTTGAGTCTCT TGAT TCAGAAGAT TATAGCCT T AGTGAAGAAGGACAAGAACTCTCAGATGAAGATG 
ATGAGGTGTATCGAGTAACTGTGTATCAGGCAGGGGAGAGTGATACAGATTCATTTGAAGAAGATCCTGA 
AATTTCCTTAGCTGACTATTGGAAGTGTACCTCATGCAATGAAATGAATCCTCCTCTTCCACCTCATTGC 
AATAGATGTTGGGCCCTTCGTGAGAATTGGCTTCCTGAAGATAAAGGGAAAATCCCTGAGA2^AGCCACAC 
CAGAAAACTCAACACAAGTAGAAGAGGGCTTTGATGTCCCTGATTGTAAAAAAGCTGCAGCCAGTGATTC 
CAGAGAATCATGTGCTGAGGAAATTGATGATAAAATCACACAAGCCTCCCACTCCCAAGAAAGTGAGGAC 
TATTCTCAGCCATCAACTTCTAACAGCATCATTTATAGCAGCCAAGAAGATGTCAAAGAATTTGAGAGAG 
AAGAAACACAAGACAAAGAAGAAATTGTGGAATCTAGTTTTCCCCTTAATGCCATTGAACCTTGTGTGAT 
TTGCCAAGGTCGACCTAAAAACGGTTGCATTGTTCATGGCAAAACAGGACATCTTATGGCATGCTTCACG 
TGTGCAAAGAAGCTAAAGAAAAGGAATAAGCCCTGTCCAGTATGTAGACAACCAATTCAAATGATTGTGC 
TAACTTATTTCCCCTAGTTGACCT 

>GBCA0180 |Acc|AF213513)Ver IAF213513.1 GI : 12003983 | Canis familiaris galactokinase (GALK1) 
mRNA, complete cds . 

TGGCGCGCGTCATGGCTGCTTCGAGCCCGCCCCGGGCCGGGGAGCTGCTGGCCGAGGCCCGCAGAGCTTT 
CCGGGAGGAGTTCGGGGCCGAGCCCGAGCTGGCGGTGTCGGCGCCGGGCCGGGTCAACCTGATCGGGGAG 
CACACGGACTACAACCAGGGCCTGGTGCTGCCCATGGCGCTGGAGCTGGTGACCGTGCTGGTGGGCAGCC 
CTCGGGCAGATGGCCTTGTCTCCCTCCTCACCACCTCTGAGGATGCTGATGAACCCAGGCGGCTGCAGTT 
TCCACTGCCTACAGCCCAGCGATCACTGGAGCCTGGGACCCCCCGCTGGGCCAACTATGTCAAGGGAGTG 
ATTCAGCACTACCCAGCTGCCCCCCTCCCTGGCTTCAGTGCAGTGGTGGTCAGCTCAGTGCCCCTGGGGG 
GTGGGCTGTCCAGCTCCGCATCCCTGGAAGTGGCCACGTACACCTTCCTGCAGCAGCTCTGCCCAGACTC 
AGGGTCAGTAGCTGCCCGGGCTCAGGTGTGTCAGCAGGCCGAGCACAGCTTCGCAGGGGTGCCCTGTGGT 
ATCATGGACCAGCTCATCGCACTGCTCGGGCAGGAAGGCCACGCGCTGCTCATTGACTGCAGGTCCCTGG 
AGACAAGCCTGGTGCCACTGTCAGAGCCTAAGTTGGCTGTGCTCATCACCAACTCCAATGTGCGCCACTC 
CCTGGGCTCCAGTGAGTACCCTCTGCGGCGGCGCCAGTGTGAAGAAGTAGCCCGGGCATTGGGCAAGGAA 
AGCCTTCGGGAGGTGCAGCTGGAGGAGCTGGAGGCGGGCAGAGAGCTGGTGAGCAAGGAAGGCTTCCGGC 
GGGCACGGCACGTGGTAGGTGAGATCCGGCGCACGGCCCAGGCGGCAGCTGCCTTGTGCCGCGGAGACTA 
CAGAGCCTTCGGTCGCCTCATGGTAGAGAGTCACCACTCGCTCAGGGATGACTACGAGGTGAGCTGTCCT 
GAGCTGGACCAGCTCGTGGAGGCTGCGCTTTCAGCACCTGGGGTTTACGGCAGCCGCATGACTGGTGGTG 
GCTTTGGCGGCTGCACTGTGACCCTGCTGGAAGCCTCCTTCACTTCCCAGGTCATGCAGCACATACAGGA 
GCAGTACAGTGGTACCGCCACCTTCTACCTCTCTCAGGCAGCCGATGGTGCCAAGGTGCTGCACTGGTGA 
GGCACTCCTCCAGGATGGCACCCGCTGGGCAGGGGGCCTGCCAGGCAGCAAGTCACGAAGCTCCGGGGCT 
CTGGCATCTGCCCTCACATCTGGGTGCTCAATAAACTTGTGCCTCCCAAAAAAAAAAAAAAAAAA 

>GBCA0181 |Acc|AF212974 1 Ver | AF212974 . 1 GI : 12003373 | Canis familiaris gamma tubulin (TUBG) 
mRNA, complete cds . 

GGCACGAGCTGCAACGCCGGTACCTGAGGAGCGATGCCGAGGGAGATCATCACCCTACAGTTGGGCCAGT 
GCGGCAATCAGATTGGGTTCGAGTTCTGGAAGCAGCTGTGCGCCGAGCATGGTATCAGCCCCGAGGGCAT 
CGTGGAGGAGTTCGCCACCGAGGGCACTGACCGCAAGGACGTCTTTTTCTACCAGGCAGACGATGAGCAC 
TACATCCCCAGGGCAGTGCTGCTGGACCTCGAGCCACGGGTGATCCACTCCATCCTCAACTCCCCCTATG 
CCAAGCTCTACAACCCAGAGAACATCTACCTGTCAGAGCATGGAGGAGGAGCTGGCAACAATTGGGCCAG 
TGGATTCTCGCAGGGAGAGAAGATCCACGAAGACATTTTTGACATCATAGACCGGGAGGCAGATGGTAGT 
GACAGTCTAGAGGGCTTCGTGCTGTGTCACTCCATTGCTGGGGGGACAGGCTCTGGCCTAGGCTCCTACC 
TCTTAGAACGGCTGAATGACAGGTACCCCAAGAAGCTGGTGCAGACATACTCAGTGTTTCCCAACCAGGA 
CGAGATGAGCGATGTGGTGGTCCAGCCCTACAACTCCCTGCTCACACTTAAGAGGCTGACTCAGAATGCA 
GACTGTGTGGTGGTGCTGGACAACACAACCCTGAACCGGATCGCCACAAACCGTCTGCACATTCAAAACC 
CGTCCTTCTTCCAAATCAACCAACTGGTGTCCACCATCATGTCGGCCAGCACCACCACCCTGCGCTACCC 
CGGCTACATGAACAATGACCTCATCGGCCTCATTGCCTCGCTCATTCCCACTCCTCGACTCCACTTCCTC 
ATGACTGGCTACACCCCGCTCACCACGGACCAGTCGGTGGCCAGCGTGAGGAAGACCACGGTCCTGGATG 
TCATGAGGCGGTTGCTGCAGCCCAAGAACGTGATGGTGTCCACAGGCCGGGATCGCCAGACCAACCACTG 
CTACATCGCCATCCTCAACATCATCCAGGGGGAGGTGGACCCCACCCAGGTGCACAAGAGTCTGCAGAGG 
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ATCCGGGAACGGAAGCTGGCCAACTTCATCCCCTGGGGCCCTGCCAGCATCCAGGTGGCCCTGTCAAGGA 
AGTCTCCCTACCTGCCTTCGGCCCACCGGGTCAGTGGGCTCATGATGGCCAACCATACCAGCATCTCCTC 
GCTCTTTGAGCGGACCTGTCGCCAGTATGACAAGCTGCGGAAGCGGGAGGCCTTCCTGGAGCAGTTCCGC 
AAGGAGGACATCTTCAAGGAGAACTTCGACGAATTGGACACGTCCAGGGAAGTTGTGCATCAGCTCATTG 
ACGAGTACCATGCAGCCACACGGCCGGACTACATCTCCTGGGGCGCCCAGGAGCAGTGAGTACGCCAGGA 
TGGGGACCTCATCTGCCTTACCGGTTGGCCCAGGCCCTGCCTGACTGACCACCCCCTTAGAGAACAGATC 
AGGGACCTCACATATTTGTTTCTCAGAAATACACTCACACGTATTCTGTATCGGCTTGGGGATGTGTTTA 
TGTCTCCTCTTATGAGACTATTTATGTTTAATAAAGCACTGGACATAAATCAAAAAAAAAAAAAAAA 

>GBCA0182 |Acc|AF154843|Ver|AFl54843.1 GI : 12002691 j Canis familiaris costimulatory 
molecule B7 receptor CD152 (CD152) mRNA, complete cds . 

CAGGATCCTGAAAGGTTTCACTCTGCTTCCTGAAGACCTGAACACTGCTCCATAAAGCCATGGCTGGCTT 

TGGATTCCGGAGGCATGGGGCTCAGCCGGACCTGGCTTCTAGGACCTGGCCCTGCACTGCTCTGTTTTCT 

CTTCTCTTTATCCCCGTCTTCTCCAAAGGGATGCATGTGGCTCAGCCTGCAGTGGTTCTGGCCAGCAGCC 

GGGGTGTTGCTAGCTTCGTGTGTGAATATGGGTCTTCAGGCAACGCAGCCGAGGTCCGGGTGACAGTGCT 

GCGGCAGGCTGGCAGCCAGATGACTGAAGTCTGTGCCGCGACATACACAGTGGAGGATGAGTTGGCCTTC 

CTGGATGATTCTACCTGCACCGGCACCTCCAGTGGAAACAAAGTGAACCTCACCATCCAAGGGTTGAGGG 

CCATGGACACGGGGCTCTACATCTGCAAGGTGGAGCTCATGTACCCACCACCCTACTATGTAGGCATGGG 

AAATGGAACCCAGATTTATGTCATCGATCCTGAACCTTGCCCAGATTCTGACTTCCTCCTCTGGATCCTT 

GCAGCAGTCAGTTCGGGCTTGTTTTTTTATAGCTTTCTTATCACAGCTGTTTCTTTGAGCAAAATGCTAA 

AGAAAAGAAGCCCTCTTACCACAGGGGTCTATGTGAAAATGCCCCCAACTGAGCCAGAATGTGAAAAGCA 

AT T T CAGCCT T ATT T TAT TCCCATCAAT T GAGAGAT CAT TAT GAAGAAGAAAGAATAT T T T CCAAT T T CC 

AGGAGCTGAGGCAATTCTAACTTTGTGCTATCCAGCTATGTGTACTTGTTTGTATATTTTGGGGGGGGTT 

TCATCTCTCTTTAATATAAAGCTGGATGCAGAACCCAAATGAAGTGTACTACAAATTCAAAGCAAAGGTG 

CAAGAAAACAGAGCCAGGATGTTTCTGTCACATCAGATCCAATTTTCGTAAAAGTATCACTTGGGAGCAA 

TATGGGGATGCAGCATTAGGACATGCGCTCTAGGATATAGGTTAGGGAGTGGTGCGGTCCAAAGAAAGCA 

AAGGAGAGAGAGTCAGGGAGAGGATGATAT TGTACACACTTTGTATT T ACATGTGAGAAGT T TATAGCT G 

AAGTGACGTTTTCAAGTTAAATTTTTGTGCTATGTTATTTTTCATAAATGTAAAATCACGTGAAGACTTT 

AAAAATATTCACATGGCTATATTTTAGCCAGTGATTCCAAAGGTTGTATTGTACCAATATATATTTTTTT 

ATCTGATAGTATTATGCATGGGGGCCACATGTGCTTTTGTGTATTTGTTGATGGTTTCAATATAAACACT 

ATATGGCAGTGTCTTCCCACCAGGGGCTCAGGGGAAGTTTTATGGAGGGATTCAGGACACTAATACGCCA 

GGTAAAATACAAGGTCACTTGGTAACTGGCTTGGAAACTGGATGAGGTCATAGTTGATTCTTGTAGACGT 

GTTGGGCTAAATTGGTGTTGACATGTGCTTTGGGCTTTTATGTTAGCTCCTTTCAAAGATTTGTAAGGGA 

GTCAAAACTGGTATATCTGATTTAACTCCATAGAACACCATCGTCAAGTAAACGGCTCATTCCAGGAGTC 

TTGGAGGTATGAACTTCAAGGAAGCTCTAGTTTCACAAGGGCCCCAATTCCTTGCTCATGGTTAATGCCA 

TGGGCAGAAAACAGCAGCAGGTGGCAGAACAGGGTGATGAAGGTTTCCGAAAACAAACACTGTTGGTGTT 

TTTTTAACTCACTATTTTCTGTGAAAATGCAACAACATGTATAATATTTTTAATTAAATAAAAATCTGTG 

GTGGTCATTAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0183 | Acc | AF005360 | Ver | AF005360 . 1 GI : 4101627 | Canis familiaris desmoglein-1 precursor 
(DSG-1 ) mRNA, complete cds. 

CCCAGCAGCGATGAACTGGCACTTTTTAAGAACAGCCACAGTGCTGCTCATTTTTCTGGTGGTGGTGGAA 
ATT AACAGTGAAT TTC GAAT CC AGGTAAGAGAT TACAACACTAAAAATGGCACCATCAAGT GGCAT TCAA 
TCAGGAGGCAAAAACGTGAATGGATCAAGTTCGCTGCAGCCTGTCGTGAAGGTGAAGACAATTCAAAGAG 
GAACCCAATCGCCAAAATTCATTCAGATTGTGCTGCAAACCAGCAAGTTACATACCGCATCTCTGGAGTA 
GGAATTGATCAGCCACCTTATGGAATCTTCATCATCAATCAAAAAACTGGTGAAATTAATATTACATCCA 
TAGTTGATCGAGAGATCACCCCTTTTTTCATTATCTATTGCCGGGCTCTGAATTCACTGGGTCAAGATTT 
AGAGAGGCCTCTTGAGCTCAGAGTCAGGGTTCTGGATATAAATGACAATCCTCCAGTATTTTCTATGTCT 
ACTTTCGTAGGACAAATAGAAGAAAATTCTAATGCAAATACTCTGGTGATGAGACTCAATGCTACTGGTG 
CAGATGAACCAAAT AACT TGAACT C AAAAAT AGCCT T CAAGATCATAAGACAAGAACCTT CT GAT T CACC 
AAT GT TTAT TATCAACAGAAACACT GGAGAAATTCGT ACAAT GAAT AAT T T TCTAGACAGAGAGCAATAT 
AGCCAGTATTCCCTTGCTGTGAGAGGCTCAGACCGAGATGGTGGGGCAGATGGTATGTCAGCAGAGTGTG 
AGTGCAACATTAAAATCCTCGACGTTAATGATAACATCCCATACATGGAACCGTCTTCTCATATGGTTAG 
AATTGAAGAAAATGCTCTATCTCAAAATTTGGTCGAGATTAGAGTAATCGATTTGGATGAGGAGTTCTCA 
GCTAATTGGATGGCAGTAATTTTCTTTATCTCCGGAAATGAGGGAGGTTGGTTTGACATAGAAATGAATG 
AAAGGACAAATGTGGGAATTTTAAAGGTTATTAAGCCCCTAGATTATGAAGCTGTGCAGAATCTGCAACT 
TAGTCTCGGTGTCAGAAATAAAGCTGACTTTCACCATTCAATTATGTCTCAATATAAAGTCACAGCAACT 
GCAATCTCTGTGACTGTGTTAAATGTAATTGAAGGTTCAGTGTTTCGTCCAGGTTCAAAGACATATGTAG 
TAAGGAGTGACAT GGGACAGAAT TATAAAGTGGGAGACT T TGT AGCT ACTGACCT GGACACAGGTCT AGC 
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TTCAACAACTGTTAGATATGTAATGGGAAATAATCCAGCTAACCTACTAAATGTTGACTCAAAAACAGGC 
GT AAT TAC T T T GAGAAATAAAGTTACCATGGAACAATATGAAATGCT TAAT GGAAAAT ACCAAGGAACAA 
TTCTATCTATAGATGATGCTCTTCAAAGAACTTGTACTGGAACAATTAATATTGACCTTCAAGGTTCTGG 
GTGGGAAAAAGATTCTGAAAAAGTTACCAGTTCACAAAACAGTGGAAGTTCTACTGGAGATAGCAGTGGA 
GGTACAGGTGGAGGTGGCAGAGAAAATCCTAGCGAAGGTGATACCACTACAAACACAGGTGGCAAAACTT 
CCAC T GACTAT GAAGACGG TGAAACCCAGACACAGAGCAACAACAACCAT CAGGAATTAGGTAGTAATAA 
TCTGTCAGATAATGTCCATTTTGGTCCTGCTGGCATCGGACTACTCATCATGGGATTCTTAGTCCTAGGA 
TTGGTCCCATTTTTGTTGATGTGCTGTGACTGTGGAGGTGCTCCTGGTGCAGGAGCTGGCTTTGAGCCTG 
TCCCTGAATGTTCAGATGGAGCAATTCACTCATGGGCAGTAGAAGGACCACAGCCACTTCCCACAGATGC 
GACCACGGTCTGTGTACCACCAATACCATCTAATAATGCAAATGTAATTGAATGCATTGACACATCCGGG 
GTTTACACAAATGAGTATGGTGGCAGAGAAATGCAAGATCTGGGAGGAGGAGAAAGAACAACAGGATTTG 
AACTAACAGAAGGAGT T AAAACGTCAGGAGTACC TGAAATATGTCAAGAATAT T CTGGAACAT TAAGAAG 
AAAT T C T AT GAG AG AAT G T AG AGAAGG AG G T C T G AAT AT G AAC T T C AT GG AAAG C TAC T T C T G T C AG AAA 
GCATATGCTTATGCAGATGAAGATGAAGGACGTCCATCCAATGACTGTTTGCTCATTTATGATATTGAAG 
GTGTAGGTTCTCCTGCTGGCTCCGTGGGTTGTTGTAGCTTCATTGGAGAAGATTTGGATGACAGCTTTTT 
GGACACACTGGGGCCTAAATTTAAGAAGTTGGCAGATATCAGCCTGGGAAAAGAAGTTGAACCTGATCCC 
TCTTGGCCACCTGAGAGCACTGAACCGATTTGCCCTCAGCAGGGAACAGAGCCCATCATTGGTGGACACC 
CACCCATCTCCCCACATTTCGGTACTACCACAGTCATTTCTGAGAATACCTACCCCTCAGGACCTGGTGT 
ACAACATCCTATGCCTATTCCTGATCCTCTGGGCTATGGTAATGTCACTGTGACCGAGTCTTACACCACC 
TCTGGCACTCTGAAGCCCACTGTCCATGTTCATGATAATCGACATGCATCAAACGTAGTGGTGACAGAGA 
GGGTTGTTGGCCCAATCTCTGGCACTGATTTGCATGGAATGTTAGAGATGCCTGACTTGAGAGATGGGTC 
AAATGTTATAGTGACAGAAAGGGTAATAGCACCAAGCTCAAGTCTACCCACCTCTTTGACTATGCCTGAT 
CCCAGAGAATCATCAAATGTGGTAGTGACAGAAAGAGTAATCCGACCAGCTTCTGGCATGATGGGCAATC 
TAAGTATACACCCTGAGTTATCAAATGCCCAAAATGTGATTGTGACAGAGAGGGTTGTTTCTGGCTCTGG 
CATAAGTGGTATTAGTGGCCTAGTTGGCAGTGCAATGGGAGTAAGTGGTGGTGGCATGGCAATGAACAGC 
CTGGGAGGAGGTGGTGGCCTGAGTAGCAGCATGGGGGGCACAGCCACCATCGGTCATGTGAGGAGCTCCT 
CTGACCATCACTTTAGCCAGACCCTTGGATCTGCCTCCCCTAGTACTGCCCGAAGCCGAATCACAAAGTA 
CAGTACAGTACAATATACTAAGTAGCCAGGATCCCAGTACATTTGTTCTCAGTAATGGTGATTTAGATTC 
CATTCCCACCACCAAAAAACTAATGATGTGTTTGATGATGTGCAGGTAGGTGCTAAAAAACTGTGGAACA 
AAGGTCAGAAACCACAATGAGAAAGATGGAAACAGTGCTATTGGGCAAGAGCTCTCCCTAGCATTTGTAA 
ACTTTTTTCTTATATTAATACTTATGGAATCATGACAGTGAAGTAAAACTTGAGACAGGGTCTTCTTTGC 
TTCTGTGTGGCCTGTCATATATCTCCAGCACAGGGAATAAATTAAACTCAGTCATGCAAAACCACTGGCC 
TTAAGATGGCTA^TCAGCACAACTCTCCTTACTCTGTTTTGATTTGCCATGTAGCTCAGGCAATATTAAAA 
AAGGACTAAACATGTAACATGAGCTCACATATGTAGGAAGAATTTGAAATATGTGCTAAGCACCTGGTCA 
GTTTCACAGATAATAGGAATAAAAATCCAACCATGTATTCAGACCATGATGAACCATTAAAGAAAACAAA 
AT C T GG C TAC AC AAT C C AG T T C AC AAG C CAT C AAGC AC T CC T ACC T TAAT AAT T G C AC T AG AT AAAAT AA 
ACC TCAAATGAGGAACAAT T TCCTGGGAGGAAAT T TCCACAAGGGAATGGCAATAGGGGAGAT T CATT T G 
GGGAAAACTGGAAATGTCTGAACCTGAATCTTGAGATGGGGCCTCAGCT AAAAT TCACATGGAGTCCAGG 
AGTTTTCTGATTCTAGTTTGTGTTTTGTGGTAGATGTGAGGTTGCAGAATATCACACTCGTTCTTCTTAT 
CACTGTGGCTCTTACCTAAAGGCAGAAAGCTTGCCAAGTATACTTCTCTGACTGAAGCAAGTAACACCTG 
ACATGGTTGTCATCCCTAATGGTAAATTACCTTCCAAGGAAGCAGATGGATACCACTTTGTATTTTCAGA 
TGTGTGTTTAGTAAGTGTTATTCACCTACATCCAGCTCTCTATTATACATCTCTTAAGTTAAAATAATTT 
ACTTAAGCTGAGCTGTGAAAAAACTCTGCAGTATGGTTAAGCTTTGGGGGGATTTTTTTAAGGGGATCTA 
AAAAAAGTTTTTAGAACATGTAAAATGTTTAATGGGAAAAGTTAGTTCTGTAAAGTAATGCTGTACTATT 
AGTTTTAATTGAGTTTAGTACTTTTAAAAACAACACTCTGCTGCTATTTTAAAGAGGTCAACCAAAACCT 
TTTAACAGAGTTGATGATATTGTGTTAACTTATGTGAAATTGTACTAGACAATCCCATATCCTTACTCTA 
TCTCACTCCCTAACTAAATTTTCTCACTAGAATAAATCTTATATTCCTTATTTAATTTGTTGATAAAACT 
CTTGGCTTATATAATATTCCAATTTATAGATAGTTCCCAAATTATATAGTATGATATATTTTTCTAGCTT 
CAAAATTTAGCAATATACTATTTATGATAAGCCATTTCTGTGTGTTTGCTATATAGTAATACCTGGTTTA 
AAAAATCTCTAAATAGAACCAAAGCAT TCTTAGACAGGGATAAACT TGCTATGGCAAGATAGAGAAT T T T 
TT T TCTCATT TCT AAAT T CAGTGT TGATATGAGC TCACTAAAGTGAAACTAGATAT GACAAAATTGT T CA 
AGGACTATTCCCTGTTGATTACTCAAATTTCCCAAGGTATTACAAAATCCAAGAATAGTCAACTTCCAAC 
ACTTTTCAAAGGGAGCTAAGGAGTGAACTATTTTATCAGAGCTATTTTGCTCTATGTTATAGTAGATGAT 
GTCAATATTTTCAAAGCCACAATATACATCTTATTTTACATCTGTAGTCTATGTGAAATTTTGATAGTCT 
GTAGCATGTCAAAATGCAGAGGTGTAAATAAAGTCATTTACAGGGACTCTTTTATTTCTTTCTCCCATTT 
GGGGAGGGGGGAGCTTCCATTAATGATGGATAATCTTTCCAGAAATAAAGTCAAGATGTATTTATTGAAA 
T ATGC T T GAT TAT G C T G GAT C C AGGAGT T T G AAGGAAT AAAAAT AAT TAC TAG T TAAT TAAT T C AAG G GA 
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ATGGTATCTGACCAAAAGTAGCTTCTGTGTCACTTTGATTTCTCATCAGAAGTGTTTTTTAAAGACTCTG 
GATATCTTCCAAAAAAATTTTTTAGATTGTCTAAC2\AATGCCAGAGTGACCATCTTTAATAACTGTTGTT 
AT GAAGATCCATT AGTAAAAAACCAT GGAAGAT ATAAAAAAT GACAGT AT TAG T TGTCAAT T T T TC T AGG 
AAGAT ACT T T C AAATAAAT T TT T T GTCAGGAT TACAA 

>GBCA0184 |Acc| AF315034 1 Ver [AF315034.1 GI : 11878262 | Canis familiaris Niemann-Pick type CI 
disease protein (NPC1) mRNA, complete cds. 

GTCCGGCTCCGCCGCAGCATGACCGCCCGCCGCCCCGCCGTCGGCCTCGTCCTGCTGCTGCTCTGCCCCG 
CGCAGGTGTTTGCACAGTCCTGTGTATGGTATGGAGAGTGTGGAATTGCATCTGGAGACAAGAGGTATAA 
CTGCCAATATTCGGGGCCACCAAAACCCTTGCCAAAGGATGGGTATGACTTAATGCAGGAGCTCTGTCCA 
GGATTATTCTTTGACAATGTCAGCGTGTGCTGTGACGTGCAGCAGCTCCGGACTCTGAAGGACAGCCTAC 
AGCTTCCCCTGCAGTTCCTGTCCAGATGTCCATCCTGTTTTTATAACCTAATGAACCTGTTTTGCGAGCT 
GACATGTAGCCCTCGGCAAAGTCAGTTTCTGAATGTTACAGAAACTGAAGATTATGTTGATCCTGTTACA 
AACCAGACAAAAACGAACGTAAAAGAATTACAGTACTATGTCGGAGAGAGTTTTGCCAATGCCATGTACA 
ACGCCTGCCGGGACGTGGAGGCCCCCTCCAGTAATGACAAAGCCCTGGGACTCCTGTGTGGGAAGGAGGC 
CGAGGCCTGCAATGCCACCAACTGGATCGAGTACATGTTCAATAAGGACAACGGCCAGGCACCTTTCACC 
ATCATACCCATATTTTCAGATCTTCCAGCCCATGGGATGAAGCCCATGAACAATGCCACCAAGGGCTGTG 
ACGAGCCTGTGGACGAGGTCACGGCACCGTGCAGTTGCCAAGATTGCTCGGTGGTCTGTGGCCCCAAGCC 
CCAGCCCCCACCCGCTCCGGCTCCCTGGAGAATTTTGGGCCTGGATGCCATGTATGTCATCATGTGGATC 
ACCTACATGGCATTTTTGCTCATGTTTTTTGGAGCATTTTTTGCTGTGTGGTGCTACAGAAAACGCTATT 
TTGTCTCTGAGTACACCCCCATTGATAGCAACATAGCTTTCTCTGTAAATGCCGGTGACACAGGGGAGGC 
ATCCTGCTGCGACGCACTTGGTGCAGCATTTGAGGGCTGCCTGAGGCGGCTCTTCACACAGTGGGGCTCC 
TTCTGCATCCGAAACCCAGGCTGCATCATCTTCTTCTCCCTGGCCTTCATTGCTGCCTGCTCTTCAGGCC 
TGGTGTTCAGCCGGGTCACGACCAACCCAGTGGACCTGTGGTCGGCCCCTGGCAGCCAGGCACGCCTGGA 
GAAAGAGTACTTTGATGCGCACTTCGGGCCTTTCTTCCGCACGGAGCAGCTCATCATCCAGGCCCCCCAC 
ACCAGTGTGCACACTTACCAGCCGTACCCCTCAGGATCTGACGTGCCCTTTGGGCCCCCGCTTGACATAG 
GGATCTTGCACCAGGTTCTAGACTTACAAACCGCCATTGAAAACATCACCGCAACTTACAACAACGAGAC 
TGTAACACTTCAAGACATCTGTGTGGCCCCGCTCTCACCCTATAACAAGAACTGCACCATTATGAGCGTG 
TTAAATTACTTCCAGAACAGCCATTCTATGTTGGACCACAAAATAGGGGATGACTTCTATGTGTATGCAG 
ATTACCACACGCACTTGCTATATTGTGTACGGGCTCCTGCATCTCTGAATGATACCAGTTTGCTCCATGA 
TCCTTGCCTGGGTACATTTGGTGGGCCAGTGTTCCCGTGGCTTGTGTTAGGAGGCTATGATGATCAAAAC 
TACAATAAT GCTACAGCCCT TGT GATTACCT T T CC TGTCAATAAT TACTACAAT GATACAGAGAAGCTCC 
AGAGGGCCCAGGCCTGGGAAAAAGAGTTTATTAATTTTGTGAAAAACTACGAGAATCCAAATCTGACCAT 
TTCTTTCACTACTGAGCGAAGTATTGAGGATGAACTGAATCGGGAAAGTAACGGTGATGTCTTCACTGTT 
CTGATCAGCTATGCCGTCATGTTTCTATACATTTCCATAGCCTTGGGGCACATCAAAAGCTGTAGCAGGT 
TTCTAGTGGATTCTAAAATCTCCCTTGGCATCGCTGGGATCCTCATTGTGTTGAGCTCAGTGATGTGCTC 
ATTGGGCATCTTCAGCTACTTTGGGATCCCCCTCACCCTCATCGTGATCGAAGTCATCCCATTCCTGGTG 
TTGGCTGTTGGGGTAGACAACATCTTCATTCTGGTCCAAACCTACCAGCGCGATGAACGTCTTCAAGGAG 
AAACTCTGGAACAGCAGCTGGGCAGGGTCCTAGGAGAAGTGGCTCCTAGTATGTTCCTGTCCTCCTTTTC 
AGAGGCTGTAGCATTTTTCTTAGGAGCCTTGTCACAGATGCCCGCAGTGCACACTTTCTCTCTGTTTGCC 
GGGATGGCGGTCCTCATTGACTTCCTTCTTCAGATTACCTGTTTTGTGAGTCTCTTGGGGTTAGACCTTA 
AGCGTCAAGAGAAAAATCGCCTGGACGTCCTTTGCTGTCTCACAGGCTCTGAAGGTGGAACCGGCATCCA 
GGCCTCAGAAAGCTGCTTATTTCGGTTCTTCAAAAACTCCTACTCCCCATTTCTGCTTAAGGATTGGATG 
CGGCCCATTGTGATAGCGGTATTTGTGGGCATTCTCTCATTCAGTATCGCAGTCCTGAACAAAGTGGAGA 
TTGGATTGGATCAGTCTCTTTCAATGCCAGATGACTCCTACATGATGGATTATTTCAAGTCCCTCAAATA 
CCTGCATGCAGGTCCCCCCGTGTACTTTGTCCTCGAGGAAGGACACGATTACACCTCTTTGGAAGGGCAG 
AACATGGTGTGCGGGGGCATGGGCTGCAATAATGACTCCCTGGTGCAGCAGATCTTCAGCGCGGCTCAGC 
TGGACAACTATACCCACATAGGCTTTGCGCCCTCGTCCTGGATCGACGATTATTTTGATTGGGTCAAGCC 
TCAGTCTTCCTGCTGTAGAGTCTACAACAGCACAGATCAGTTCTGCAACGCCTCAGTGGTTGACCCTGCC 
TGCGTCCGCTGCAGGCCTCTGACCCAGGAGGGCAAACGGAGGCCTCAAGGTGAAGACTTCATGAGATTCC 
TGCCCATGTTCCTTTCTGATAACCCAAACCCCAAGTGCGGCAAAGGGGGACATGCTGCCTACGGCTCAGC 
AGTTAACCTCGTCGGCAATGACACGAGTGTCGGAGCCACTTACTTCATGACCTACCACACCGTGCTTCAG 
ACCTCTGCTGACTTTACTGACGCCATGAGAAAAGCCATCCTCATTGCCAGTAACATCACCAAAACCATGA 
GCCTTAAAGGAAGCCACTACCGCGTGTTCCCGTACAGTGTGTTCTATGTCTTCTACGAACAGTACCTGAC 
CATTATTGATGACACGATCTTTAACCTTAGCGTGTCACTGGGAGCCATCTTCTTGGTGACCTTGGTTCTC 
CTGGGCTGTGAACTGTGGTCTGCAGTGATCATGTGTGTCACCATTGCCATGATCTTGGTCAACATGTTTG 
GCGTCATGTGGCTGTGGGGCATCAGTCTGAACGCGGTTTCCTTGGTCAACCTGGTCATGAGCTGTGGCAT 
CTCCGTGGAGTTCTGCAGCCACATAACGAGAGCGTTCACAGTGAGTGCGAAGGGCAGCCGCGTGGAACGG 
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GCCGAAGAGGCGCTCTCTCACATGGGCAGTTCTGTGTTCAGTGGAATCACACTAACGAAATTTGGAGGGA 
TTGTGGTGTTGGCCTTTGCCAAATCGCAGATTTTCCAGGTTTTTATTACAGGCATGTACCTGGCTATGGT 
CTTGCTGGGAGCCACGCACGGCTTGATATTCCTCCCTGTGTTACTCAGCTACATAGGCCCATCAATAAAT 
AAAGCCAAAAGTTTGGCCTCCCAGGAGCGATACAAAGGTACAGAGCGAGAGCAGCTCCTGAACTTCTAGC 
CTCTCGTGAGGTTTGGGGACCTTGAACTGTGTCTGCGGGTCGGTCGGTTTACCACTGGACAGTAGCTGCT 
GCATCAGGGCGGAGCTGGACACCAGACAGTACCAGACACCACCAGAACAGCTTTCAACCTCAGGACTGCA 
GATCTGACGTGTGAAGCAGTATTACCAGATCGGAAGGCAACTCCAGGACGCTGAGGGGCCTTCCGGCTTC 
TCCAGGAACAAGACCCAGGGCAGGCAGAAGGCGACACTGGCAAGGCTGAGTGGGATCTGCTCCCTGACAC 
TTTTTAAAGGCCAATCAATGCAATGTTTTTCTTTTGTTTGTTTGTTTTTGGAGTAAGCCATCACAACACA 
GGT T CTATACCATAT T T T TAGTAACAT TTGAGGATAT TGTAGATACACT T TACTATAACTTT 

>GBCA0185 |Acc|Y19224|Ver|Y19224.1 GI : 60154 99 | Canis familiaris mRNA for glucocorticoid 
induced receptor (GIR gene) . 

GAAGGAGCCTCGCCAGCCCCGCGGGGTCGCCTCCCGCACGGGGCCGGGGCCGGGGCGGGGCGGAGCGGGA 
GCGGGAGCGGGAGCGGGAGCCGGAGCGGGAGCCGGAGCCGGAGCCGGAGCGGGAGCCGGAGCGGAGCGGG 
AGCCCGAGTCTCGGCGCTGCCCCGCGGGTGGAGGCGCCCGCTCGCCGGCGGTCGGCGGCGCAGAGGCGGG 
ACGTGCGGCGCCCCCTCCCGTCCCCTCCCGTCCCCTCCCCTCCCCGCTCTCCCCCTCCCCTCCCCCCCCT 
CCCGGCGGGCGCGGGCGCGGGCGCGGGCAGCATGGGCCGGCGCGGGGCGCTGCTCTGCCTCCTCCCGCTG 
CTGCGCGCCGCCGAGCGCCCCGAGGGCCGGGCCGACGAGCCGGGCCTGGAGGCGGCCCTGGCGGGGCCCA 
ACGCCTCGCACTTCTTCTGGAGCAACTACAGCTTCTCCGACTGGCAGAACTTCGTGGGCCGGAGGCGCTA 
CGGCGCCGAGTCGCAGAACCCCACGGTGAAAGCCCTGCTCGTCGTGGCTTACTCCTTCATCATCGTCTTC 
TCGCTCTTCGGCAACGTCCTGGTCTGTCATGTCATCTTCAAGAACCAGCGGATGCGCTCGGCCACCAGCC 
TCTTCATCGTCAACCTGGCGGTGGCCGACATCCTCATCACGCTCCTCAACACGCCCTTCACCCTGGTCCG 
CTTTGTGAACAGCACGTGGGTATTTGGGAAAGGCATGTGCCACGTCAGCCGCTTTGCCCAGTACTGCTCC 
CTGCACGTCTCAGCACTGACGTTGACGGCCATTGCTGTTGACCGCCACCAGGTCATCATGCACCCATTAA 
AACCCCGGATCTCGATCACAAAAGGTGTCATCTACATCACGGTCATCTGGACCATGGCTACGTTCTTTTC 
ACTTCCCCACGCCATCTGCCAGAAATTGTTTACCTTCAAGTACAGTGAGGACATTGTCCGCTCACTATGC 
CTGCCAGACTTCCCTGAGCCAGCTGACCTCTTCTGGAAGTACCTGGACTTGGCCACCTTCATCCTGCTTT 
ACATCTTACCCCTCCTCATCATCTCTGTGGCCTATGCCCGAGTGGCCAAGAAGCTGTGGTTGTGCAACAC 
GATTGGCGACGTGACCACTGAGCAGTACCTGGCTCTACGGCGTAAGAAGAAGAAGACCATCAAGATGCTG 
ATGCTGGTGGTGGTCCTCTTTGCCCTCTGCTGGTTTCCCCTCAACTGCTATGTCCTCCTCCTGTCCAGCA 
AGGTCATCCACACCAACAATGCCCTCTACTTCGCCTTCCACTGGTTTGCCATGAGCAGCACTTGCTACAA 
CCCTTTCATCTACTGCTGGCTCAACGAGAATTTCAGGATTGAGCTGAAGGCATTACTGAGCATGTGCCAA 
AGACTCCCAAAGCCCCAGGAAGAAAGGCCCCCGTCTCCAGTGCCTTCCTTCAGGGTGGCTTGGACAGAGA 
AGAGCAATGGGCGGAGGGTTCCCCCAGCCAACAACCTCCTGCTTTCCTCCCATCTCCACTCTGGGAAGAC 
AGACCTGTCTTCTGTGGAGCCCATTGTAGCCATGAGTTAGGTGGGAGTGGGGGTGGGAAGAGGCAGGAGG 
AGAGCTCTGTCTCCAGGACCTGAGGACAGAGCCTGCAAGAAAGCCTGTTCTCTGACACATGACCTTTACA 
GGGCTGAAAACAAGGTCCTGCAGAAGCCACAGGACCCTTGATTTCCTAGGAAACGCTATCTAGCTTTCTA 
CCCCATTTGATGTGAAAACTACAAGACAGCTACCAATTAGACACGTGTTTATGAATTC 

>GBCA0186 |Acc|AF187966|Ver|AF187966.1 GI : 11385351 | Canis familiaris amino acid 
transporter SLC3A1 mRNA, complete cds . 

AGAAGCCCAGCGTTTCAGCCCGCCTGTCCACCGTTGTTATTGCAGGAAGGGACAGCGAAGGGACAAGGCT 
GCGCGACATGGCCAAGGGGACGGACCGGAGAGGCTCCGGGGCGCTGAGGATGCAGGCGTGCCGGACCAAC 
AACGGCTTTGTGCAGAACGAGGGCCTCCCGGCCAGCGAGCCCGAGCCCGAGCCCGAGCCCGAGCCCGAGC 
CCGAGCGGGCGCGGGGCCCGGCCAGCTCGCCTCCCTGCCCGGGCGGGGCCGCGGGGCTGGGGCTGGGGCT 
GGGGCTGGGGCTGGGGCTGGGGGCCGCGGGGCCGTACGCAGGCATGCCCAAGGAGGTGCTGTTCCAGTTC 
TCGCGCCGGGCCCGCTACCGGGCGCCCCGGGAGGCCCTCTTCTGGCTCACCGTGGCTTCGGTGCTCGCGC 
TCACGGGCGCCACCATCGCCATCATCGCCGTGTCGCCCAGGTGCCTGGACTGGTGGCAGGCGGGGCCCGT 
GTACCGGATCTACCCGAGGTCTTTCAGGGACAGCGACGCGGATGGGAACGGAGACCTGAAAGGTATTCAA 
GAGAAACTGGACTACATCACAACT T TAAATATAAAAACCATTTGGAT TACT TCATT T TACAAATCATCCC 
TTAAAGATTTCCGATATGGTATCGAAGACTT CCGAGACATTGATCC TAT TT TTGGAACAATGAAAGAT T T 
TGAGAATCTGC T TGCAGCCATACACGATAAAGGTTTAAAAT TAATAAT CGATT TCATACCAAACCACACC 
AGTGATAAACATGCTTGGTTTCAACTGAGTCGGAATCGGACAGGGAAATATACTGATTATTATATCTGGC 
ATGACTGCACCCATGAAAATGGCACAACCATACCACCCAACAACTGGTTAAGTGTGTACGGAAACTCCAG 
CT GGCACTTTGACGAAGTACGAAACCAGTGT TATTT TCACCAGT T TT T GAGAGAACAGCCT GAC T TAAAT 
TTCTACAATCTTGATGTTCAAAAAGAAATAAAAGAAATTATACAGTTCTGGCTCACAAAGGGTGTTGATG 
GTTTTAGTTTCGATGCTGTTAAATTTCTTCTAGAAGCAGAACATCTGAGAGATGAAGCTCAAGTGAACAA 
GGC T CAAATACCGGACACGGT CACACACTACT GGGAGCTATACCAT GACT TCACCACCACGCAAGT TGGA 
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ATGCATGACATTGTCGGGAGTTTCCGCCAGACAATGGACCAGTACAGCAGGGAGCCTGGGAGATACAGGT 
TCATGGGGACTGAAGCCTATGGAGAGAGCATTGACAGGACCATGATGTACTATGGATTGCCTTTTATTCA 
AGAAGCAGACTTTCCCTTCAACGATTATCTCAGTAAGCTAAATACTCCTTCTGGGAACAGTGTGTTTGAG 
GT TAT CACAT CCT GGAT GGAAAACATGCCAGAAGGAAAAT GGCC TAAC T GGATGAT CGG TGGAC CAGACA 
ATGCCCGGCTAACTTCTCGTTTTGGGGAAGAATATGTCAACATCATGAACATGCTTGTTTTCACACTCCC 
TGGAACTCCCATAACT TACTATGGGGAAGAAATAGGAAT GAGAAAT ATT T TAGT CACAAAT T TCAAT GAA 
AGCTATGATGTTAATACTCTTCTCTCAAAGTCACCAATGCAGTGGGACAATAGCTCAAATGCTGGTTTTT 
CTGAAGCCAATCACACCTGGTTACCCACCAGTTCAGATTACCATACTGTGAATGTTGATGTCCAAAAGAC 
TCAGTCCAGATCAGCATTGAAGTTATATCAAGAATTAAGTTTGCTTCATGCCAATGACCTGCTCCTCAGC 
AGGGGCTGGTTTTGCTATTTGAGGAATGACAGCCACTCTGTTGTATATGCAAGAGAGCTGGATGGCATCG 
ATAGAGTCTTTCTTGTGGTTCTGAATTTTGGAGAATTATCACTGGTAAATCTCCAGGAAATGATTTCCAA 
CAT TCCCGCAAGAAT GAGAATAAGGTTAAGTACTAAT TC TGCTGAC GATCGCAAT ACAGTT GATACGAAT 
GCCATTTTACTGGATAAAGGAGAAGGCCTCATCCTTGAATACAACACGAACGATCTCCTTCATCACCAAA 
CAGCTTTCAAAGACAGATGTTTTGTTTCCAATCGGGCATGCTATTCCAGTGTATTAAACATACTGCACAG 
CTTGTGTTAGGCACCTCTATGAAAGAGATGAAGACACTGGCATTCTGTTTTATTACAAGCATTTGCAGTA 
ACTTCATGTATAGCATGCTGCTGGGTAAAAACAGCTTGAATGCAAAGGTTCCCAAATGTTTTTTAAAAAT 
AATAAAATTATCACTTGCAGAACTTGAAAAAAAAAAAAAAAA 

>GBCA0187 |Acc|AF293964|Ver[AF293964.1 GI : 1134 4 841 [ Canis familiaris dopamine D2 recept 

short isoform (DRD2) mRNA, complete cds, alternatively spliced. 

ATGGATCCACTGAACCTGTCCTGGTACGATGATGATCTGGAGAGCCAGAACTGGAGCCGGCCCTTCAACG 

GGTCCGAAGGAAAGCCCGGCAAGCCCCACTACAACTACTACGCCATGCTGCTTACCCTGCTCATCTTCAT 

CATCGTCTTCGGCAATGTGCTGGTGTGCATGGCCGTGTCCCGCGAGAAGGCGCTGCAGACCACCACCAAC 

TACCTGATTGTCAGCCTTGCCGTGGCCGACCTCCTGGTGGCCACGCTCGTCATGCCCTGGGTTGTCTACC 

TGGAGGTGGTAGGTGAGTGGAAATTCAGCAGGATTCACTGTGACATCTTTGTCACTCTGGACGTCATGAT 

GTGCACGGCAAGCATCCTGAACCTGTGTGCCATCAGCATTGACAGGTACACAGCTGTGGCCATGCCCATG 

CTCTACAACACCCGCTACAGCTCCAAGCGCCGAGTCACTGTCATGATCGCCATCGTCTGGGTCCTGTCCT 

TCACCATCTCCTGCCCACTGCTCTTCGGACTCAACAACACAGACCAGAACGAGTGCATAATCGCCAACCC 

CGCATTCGTGGTGTACTCCTCCATCGTCTCCTTCTACGTGCCCTTCATCGTCACCCTGCTGGTCTACATC 

AAGATCTACATCGTCCTCCGCAGGCGCCGCAAGCGGGTCAACACGAAGCGTAGCAGCCGGGCTTTCAGGG 

CCAACGTGAAGGCCCCAGTCAAGGAGGCTGCCCGCCGAGCCCAGGAACTGGAGATGGAGATGCTGTCCAG 

CACCAGCCCCCCCGAGAGGACCCGGTACAGTCCCATACCACCCAGCCACCACCAGCTGACCCTCCCCGAC 

CCGTCCCACCACGGCCTCCACAGCACTGCCGACAGCCCCGCCAAACCAGAGAAGAATGGGCATGCCAAAG 

ACCACCCCAAGATTGCCAAGATCTTTGAGATCCAGTCCATGCCCAATGGCAAAACCCGGACCTCTCTCAA 

GACCATGAGCCGCAGGAAGCTCTCCCAGCAGAAGGAGAAGAAAGCCACTCAGATGCTCGCCATTGTTCTC 

GGCGTGTTCATCATCTGCTGGCTGCCCTTCTTCATCACCCACATCCTGT^ACATACACTGTGAGTGCAACA 

TCCCGCCCGTCCTGTACAGCGCCTTCACGTGGCTGGGCTATGTCAACAGCGCCGTGAACCCCATCATCTA 

CACGACCTTCAACATTGAGTTCCGCAAGGCCTTCCTGAAGATCCTGCACTGCTGA 

>GBCA0188 |Acc|AF293963jVer!AF293963.1 GI : 1134 4 839 | Canis familiaris dopamine D2 recept( 
(DRD2) mRNA, complete cds. 

ATGGATCCACTGAACCTGTCCTGGTACGATGATGATCTGGAGAGCCAGAACTGGAGCCGGCCCTTCAACG 
GGTCCGAAGGAAAGCCCGGCAAGCCCCACTACAACTACTACGCCATGCTGCTTACCCTGCTCATCTTCAT 
CATCGTCTTCGGCAATGTGCTGGTGTGCATGGCCGTGTCCCGCGAGAAGGCGCTGCAGACCACCACCAAC 
TACCTGATTGTCAGCCTTGCTGTGGCCGACCTCCTGGTGGCCACGCTCGTCATGCCCTGGGTTGTCTACC 
TGGAGGTGGTAGGTGAGTGGAAATTCAGCAGGATTCACTGTGACATCTTTGTCACTCTGGACGTCATGAT 
GTGCACGGCAAGCATCCTGAACCTGTGTGCCATCAGCATTGACAGGTACACAGCTGTGGCCATGCCCATG 
CTCTACAACACCCGCTACAGCTCCAAGCGCCGAGTCACTGTCATGATCGCCATCGTCTGGGTCCTGTCCT 
TCACCATCTCCTGCCCACTGCTCTTCGGACTCAACAACACAGACCAGAACGAGTGCATAATCGCCAACCC 
CGCATTCGTGGTGTACTCCTCCATCGTCTCCTTCTACGTGCCCTTCATCGTCACCCTGCTGGTCTACATC 
AAGATCTACATCGTCCTCCGCAGGCGCCGCAAGCGGGTCAACACGGAGCGTAGCAGCCGGGCTTTCAGGG 
CCAACCTGAAGGCCCCACTCAAGGGCAACTGCACTCACCCTGAGGACATGAAACTCTGCACCGTTATCAT 
GAAGTCCAATGGGAGTTTCCCAGTGAACAGGCGGAGAGTGGAGGCTGCCCGCCGAGCCCAGGAACTGGAG 
ATGGAGATGCTGTCCAGCACCAGCCCCCCCGAGAGGACCCGGTACAGTCCCATACCACCCAGCCACCACC 
AGCTGACCCTCCCCGACCCGTCCCACCACGGCCTCCACAGCACTGCCGACAGCCCCGCCAAACCAGAGAA 
GAATGGGCATGCCAAAGACCACCCCAAGATTGCCAAGATCTTTGAGATCCAGTCCATGCCCAATGGCAAA 
ACCCGGACCTCTCTCAAGACCATGAGCCGCAGGAAGCTCTCCCAGCAGAAGGAGAAGAAAGCCACTCAGA 
TGCTCGCCATTGTTCTCGGCGTGTTCATCATCTGCTGGCTGCCCTTCTTCATCACCCACATCCTGAACAT 
ACACTGTGAGTGCAACATCCCGCCCGTCCTGTACAGCGCCTTCACGTGGCTGGGCTATGTCAACAGCGCC 
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GTGAACCCCATCATCTACACGACCTTCAACATTGAGTTCCGCAAGGCCTTCCTGAAGATCCTGCACTGCT 
GA 

>GBCA0189 lAcc| AF307858 |Ver 1AF307858.1 GI : 110377 62 | Canis familiaris actin-related protein 
3 (Arp3) mRNA, partial cds. 

TCGCTTACAACGAGATTTGAAAAGAACCGTAGATGCCAGACTGAAATTAAGTGAGGAATTGAGTGGTGGC 
AGAT T GAAGCCAAAACCT AT TGATGT ACAAGT CAT T ACACATCACATGCAGCGATAT GCAGT T TGGT T TG 
GAGGATCGATGCTGGCTTCCACGCCTGAGTTCTACCAAGTGTGCCACACCAAAAAGGATTATGAAGAAAT 
TGGACCTAGCATTTGTCGTCACAATCCAGTGTTTGGAGTCATGTCGTAAAATTGATTTCATAATTATTGG 
GGTTAGGGAGGTGGGGAAGAAATAATCTTTCTGATTACCT 

>GBCA01B0 | Acc | AF023169 AF242201 1 Ver | AF023169 . 2 GI : 10947026 I Canis familiaris type IIA 
procollagen mRNA, complete cds . 

GCCAGGCCCCGCGGTGAGCCATGATCCGCCTCGGGGCTCCCCAGACGCTGGTGCTGCTGACGCTGCTCGT 
CGCCGCTGTCCTTCGGTGTCACGGCCAGGATGTCCAGAAGGCTGGCAGCTGTGTGCAGGACGGGCAGAGG 
TATAATGATAAGGATGTGTGGAAGCCCGAGCCCTGCCGAATCTGTGTCTGTGACACTGGGACTGTCCTCT 

gcgacgacataatctgtgaagacatgaaagactgcctcaGccccgagacccccttcggagagtgctgtcc 

CATCTGCTCAACTGACCTCGCCACTGCCAGTGGGCAACCAGGACCAAAGGGACAGAAAGGAGAACCCGGA 
GACATCAAGGATATCGTAGGACCCAAAGGACCTCCTGGGCCTCAGGGACCTGCAGGTGAACAAGGACCCA 
GAGGTGATCGTGGTGACAAAGGTGAAAAAGGCGCCCCTGGACCTCGTGGCAGAGATGGAGAGCCTGGGAC 
CCCTGGAAATCCTGGCCCCCCTGGTCCTCCTGGCCCCCCTGGCCCCCCTGGCCTTGGTGGAAACTTTGCT 
GCCCAGATGGCTGGAGGATTTGATGAGAAGGCTGGTGGCGCCCAGATGGGGGTGATGCAAGGGCCAATGG 
GCCCCATGGGACCTCGAGGACCTCCAGGCCCTGCTGGTGCTCCCGGACCTCAAGGATTTCAAGGCAACCC 
TGGGGAACCTGGGGAACCCGGCGTCTCTGGTCCCATGGGTCCCCGTGGTCCTCCTGGCCCCCCTGGAAAA 
CCTGGTGATGATGGCGAAGCTGGAAAGCCTGGGAAATCTGGTGAAAGAGGCCCTCCTGGCCCTCAGGGTG 
CTCGCGGCTTCCCGGGAACCCCAGGCCTTCCTGGCGTCAAGGGTCACAGAGGCTACCCAGGTCTAGATGG 
TGCTAAGGGAGAAGCCGGTGCTCCAGGTGTGAAGGGAGAGAGCGGTTCACCGGGTGAGAATGGTTCTCCA 
GGCCCAATGGGTCCCCGCGGCCTGCCCGGAGAGAGAGGACGGACCGGTCCTGCTGGTGCTGCGGGCGCCC 
GGGGGAACGATGGCCAACCAGGCCCCGCGGGCCCTCCGGGTCCTGTAGGTCCTGCCGGCGGTCCTGGCTT 
CCCTGGTGCTCCCGGCGCCAAGGGGGAAGCTGGCCCCACTGGCGCCCGAGGTCCCGAAGGCGCTCAAGGT 
CCTCGCGGCGAGCCTGGCACTCCTGGGTCCCCCGGGCCGGCTGGTGCCTCTGGTAACCCCGGAACTGACG 
GAATTCCTGGAGCTAAAGGATCTGCTGGCGCTCCTGGCATCGCTGGCGCCCCCGGCTTCCCGGGGCCCCG 
TGGTCCACCTGGCCCTCAAGGTGCGACTGGTCCTCTGGGCCCGAAAGGTCAGACGGGCGAACCTGGAATT 
GCTGGCTTCAAAGGCGAACAAGGCCCCAAGGGCGAGCCCGGCCCTGCTGGCCCCCAAGGAGCCCCCGGTC 
CTGCTGGTGAAGAAGGCAAACGAGGTGCCCGTGGAGAGCCTGGTGGCGCTGGGCCCGTTGGTCCCCCCGG 
AGAAAGGGGGGCTCCTGGCAACCGCGGTTTCCCAGGTCAGGATGGTCTGGCAGGTCCAAAGGGAGCCCCC 
GGAGAGCGTGGGCCCAGCGGCCTTGCTGGTCCCAAGGGAGCTAATGGGGACCCTGGCCGTCCCGGAGAGC 
CTGGCCTTCCTGGAGCCCGGGGTCTCACTGGTCGCCCTGGCGATGCTGGTCCTCAAGGCAAAGTCGGTCC 
TTCTGGAGCCCCTGGTGAAGATGGTCGCCCCGGACCTCCAGGTCCTCAGGGCGCTCGTGGGCAGCCTGGT 
GTCATGGGTTTCCCTGGTCCCAAAGGTGCCAACGGCGAGCCTGGCAAGGCTGGTGAGAAGGGACTTCCCG 
GTGCTCCTGGTCTGAGAGGTCTTCCAGGCAAAGATGGTGAGACTGGTGCTGCAGGACCCCCCGGACCTGC 
TGGACCTGCCGGTGAACGAGGCGAGCAGGGTGCTCCTGGGCCATCTGGGTTCCAGGGACTTCCTGGCCCT 
CCGGGTCCCCCAGGCGAAGGTGGAAAACCAGGTGACCAGGGTGTCCCTGGTGAAGCGGGAGCCCCCGGCC 
TCGTGGGTCCCAGGGGTGAACGAGGCTTCCCAGGCGAACGTGGCTCTCCCGGCGCCCAGGGCCTCCAGGG 
GCCCCGTGGCCTCCCCGGCACTCCTGGCACAGACGGTCCCAAAGGCGCATCTGGCCCGGCTGGCCCCCCT 
GGGGCTCAGGGCCCTCCAGGTCTGCAGGGGATGCCCGGTGAGAGGGGCGCGGCTGGCATCGCCGGGCCCA 
AAGGAGACAGGGGAGACGTTGGTGAGAAAGGCCCCGAGGGAGCCCCTGGAAAGGACGGAGGACGAGGCCT 
GACTGGTCCCATTGGCCCCCCTGGCCCCGCTGGCGCCAATGGTGAGAAGGGAGAAGTTGGACCTCCTGGT 
CCTGCAGGAACCGCTGGTGCTCGTGGCGCCCCGGGTGAACGTGGAGAGACTGGACCCCCTGGGCCCGCTG 
GATTCGCAGGTCCTCCCGGTGCTGATGGCCAGCCGGGTGCCAAAGGCGAGCAAGGAGAGGCCGGCCAGAA 
AGGCGATGCTGGTGCCCCAGGTCCTCAGGGCCCCTCTGGAGCTCCTGGGCCTCAGGGTCCTACTGGTGTG 
ACTGGTCCTAAAGGAGCCCGAGGTGCTCAAGGCCCCCCGGGAGCCACCGGATTCCCTGGAGCTGCTGGCC 
GCGTCGGACCCCCAGGCTCCAATGGAAACCCTGGACCCCCTGGTCCCCCTGGTCCTTCTGGAAAAGATGG 
TCCCAAAGGCGCTCGAGGAGACAGCGGCCCCCCTGGCCGCGCTGGTGACCCTGGTCTCCAAGGTCCTGCT 
GGACCCCCTGGCGAGAAGGGAGAGCCTGGAGATGATGGTCCCTCTGGTCCCGATGGTCCTCCAGGTCCCC 
AGGGTCTGGCCGGTCAGAGGGGCATCGTTGGTCTACCTGGGCAGCGTGGTGAGAGAGGATTCCCTGGCTT 
GCCCGGCCCATCGGGTGAGCCCGGCAAGCAGGGAGCTCCTGGTGCATCTGGAGACCGAGGCCCCCCAGGC 
CCCGTGGGTCCTCCTGGTCTGACTGGTCCTTCTGGTGAACCTGGACGAGAGGGCAGCCCCGGTGCTGATG 
GTCCTCCTGGCAGAGATGGCGCAGCTGGAGTCAAGGGTGATCGTGGTGAGACTGGTCCCGTGGGTGCTCC 
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TGGAGCCCCTGGGTCCCCTGGCTCTCCTGGCCCCGCTGGCCCAACTGGAAAGCAGGGAGACCGAGGAGAA 
GCTGGTGCACAAGGTCCCATGGGTCCTGCAGGACCGGCTGGAGCCCGGGGAATCCCAGGCCCTCAAGGTC 
CCCGAGGTGACAAAGGAGAAGCTGGAGAGGCTGGCGAGAGGGGACTGAAGGGACACCGTGGCTTCACTGG 
TCTGCAGGGACTGCCCGGCCCTCCTGGTCCTTCTGGAGATCAAGGTGCTTCTGGCCCTGCTGGTCCTTCT 
GGCCCTAGAGGTCCTCCTGGTCCCGTCGGTCCCTCTGGCAAAGATGGTGCTAACGGAATCCCTGGCCCCA 
TCGGACCTCCTGGTCCCCGTGGACGTTCAGGCGAAACTGGCCCTGCTGGTCCTCCCGGAAACCCCGGACC 
CCCTGGCCCTCCAGGTCCCCCTGGCCCTGGCATCGACATGTCTGCCTTTGCTGGCCTGGGCCAGAGAGAG 
AAGGGCCCCGACCCCCTGCAGTACATGCGGGCTGACCAGGCGGCCGGCGACCTGAGACAGCATGATGCCG 
AGGTGGACGCCACGCTCAAGTCCCTCAACAACCAGATTGAGAGCATCCGCAGCCCCGAGGGCTCCCGCAA 
GAACCCCGCTCGTACCTGCCGGGACCTGAAACTCTGCCACCCTGAATGGAAGAGCGGAGACTACTGGATT 
GACCCCAACCAGGGCTGCACCTTGGATGCCATGAAGGTTTTCTGCAACATGGAGACTGGCGAGACGTGCG 
T C T AC C CC AAC C C AG C GAGC G T T C C CAAG AAG AAC T G G T GG AGCAG C AAG AGC AAGG AC AAG AAAC AT AT 
CTGGTTTGGAGAAACCATCAATGGTGGCTTCCACTTCAGCTACGGTGATGACAACCTGGCTCCCAACACT 
GCCAACGTCCAGATGACCTTCCTCCGCCTGCTGTCCACCGAGGGCTCTCAGAATATCACCTACCACTGCA 
AGAACAGCATTGCCTACCTGGACGAAGCAGCCGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAA 
TGATGTGGAGATCCGGGCTGAGGGCAACAGCAGGTTCACATATACTGTTCTGAAGGATGGCTGCACGAAA 
CACACCGGTAAGTGGGGCAAGACTATGATCGAGTACCGGTCACAGAAGACCTCGCGCCTCCCCATCATTG 
ACATTGCGCCCATGGACATAGGAGGGCCCGAGCAGGAATTTGGTGTGGACATCGGGCCTGTCTGCTTCTT 
GTAAAAACCCGAACCCACAAACAACACAATCCATTGCCAATCCAGAGGACCCAAGTACTTTCCAGTCCCA 
GTCACTCTAGGGCTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCGCTCACAGTGT 
GGACTTTTCTCCCCTCTTTCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGTTCTATT 
TATTTATTGTCTTCCTGTAAGACCCTTGGGTCGGGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAACG 
CCCCCTGAGTGACTGTCCCCAGCCCAGGCAAGAAGATCTCCCTTCAGGTGCCGGGCGCAGGAACTGCGTG 
TGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATTTTTTAAAACATCAATTGATATTAAAA 
ACAAAAAAAT TAT TGGAAAGTAC 

>GBCA0191 | Acc | AF2 9 7 6 2 6 | Ver | AF2 97 626.1 GI : 1094 6309 1 Canis familiaris transferrin receptor 
(TFRC) mRNA, complete cds . 

ATGATGGATCAAGCC AGATCAGC ATTCT CTACCT T GT T T GGTGGAGAACCAT T GT CCTATACCCGGTTTA . 
GTCTGGCACGGCAAGTAGATGGTGATAACAGCCATGTGGAGATGAAACTAGCTGCAGATGAAGAAGAAAA 
T GT T G ACAAT AAC AT G AG GGG TAAT CAT GC C AG T G T C C C AAAAC C AAAAAGG T G T AAT G GAT T TAT C T GC 
TATGGGACTATTGCTGTAGTCCTCTTTTTCTTGATTGGATTTATGATTGGCTACTTGGGCTACTGTAAAC 
GTGTAGAACCAAAAGCTGGATGTGAAAGACCAACAGGAACAGAGGCTCTGGGGACAGAGAGAACAGAACC 
CTCAGAAACAGAAGAGTACTTCCCTGAAACACCTTCTCGCTTATTTTGGACGGACCTCAAAACAATGTTG 
TCAGAGAGACTG AGT AACACAGAT T TCACCAACACCAT GAGGTGGCT GAATGAAAAT TCGTATGT GCCTC 
GTGAGGCTGGATCTCAAAAAGATGAAAGCCTTGCTTTATTAATTGAGAATCGATTCCGTGAATTTCAACT 
TAGCAAATCCTGGCGTGATGAACATTTTGTTGAGATCCAGGTCAAAAGCAGCAATGCTCAAAACACGGTG 
ACCATAGTGGATATGGAGAGTGACTTGGTATACCTGGCGGAGAGTCCTGAGGGTTACGTGGCATACAGTA 
AGGCAACGACAGT TACCGGTAGATT GGTCCATGT T AATT TT GGCACCAAAAAAGACT TCGAGAAT T T AAA 
ATCTCCTGTGAATGGATCTTTAGTGATCGCTAGAGCAGGGAAAATCACTTTTGCTGAAAAGGTTGCAAAC 
GCTCAAAGTTATAATGCACTTGGTGTCTTGATATACATGGACCAGGCTAGATTTCCAATTGTTAATGCAC 
GGATTCCATTCTTTGGACATGCTCACCTGGGAACAGGTGACCCGTACACGCCTGGATTCCCGTCATTCAA 
TCACACTCAGTTTCCACCGTCTCAGTCGTCAGGATTGCCCAGCATACCTGTCCAAACAATTTCCAGAGCT 
GCTGCAGAAAAGTTGTTTGAAAATATGGAAGGAGACTGTCCTTCTGCCTGGGAAATAGACCCCTCGTGTA 
GGCT GG AAACGT CCTCAAACAAGAATGT GAATCTCACT GTGAACAATGTGCTGAAAGAGATAAGAAT T T T 
TAACGTTTTTGGAGTTATTAAAGGTTTTGAAGAACCTGATCGCTATGTTGTAATAGGGGCTCAGAGGGAT 
GCCTGGGGTCCTGGAGCTGCAAAGTCTAGCGTAGGAACAGCTCTCCTATTGGAACTTGCCCGGATATTCT 
CTGATATGGTCTTAAAAGGTGGCTTTAAACCCAGCAGAAGCATTGTCTTTGCCAGCTGGAGTGCTGGAGA 
CTTTGGAGCAATTGGTGCCACTGAATGGCTAGAGGGATACCTTTCTTCCTTGCATTTAAAGGCTTTCACT 
TACATTAATCTGGATAAAGCTATTCTTGGTACCAGCAACTTCAAGGTTTCTGCAAGCCCACTGTTATATT 
CACT TCTT GAGAAAACGAT GAAAGATGTGAAACATCCAAT TACT GGGCAGT CT CT T TAT CGGGACAGCAA 
CTGGATCAACAAAGTCGAGAAATTGTCTTTGGATAATGCTGCTTTCCCTTTCCTTGCGTATTCTGGAATC 
CCAGCAGTTTCTTTCTGTTTTTGTGAGGACACAGATTATCCTTACTTGGGTACTACCATGGATCTCTATG 
AGAACCTGAATCAGAAAATTCCTCAGTTGAACAAAATGGCACGTGGAGCAGCAGAAGTAGCTGGTCAGCT 
TATAATGAAACT TACCTATGAT CTTGAAT T GAACCTGAACT ACGAGATGT AT AAT GACAGAATACTTTCA 
TTTGTGAGGGATATGAACCAATTCAGGACAGACATAAAGGAGATGGGTCTGAACCTACAGTGGCTGTATT 
CTGCTCGTGGAGACTTTTTCCGAGCCACCTCCAGACTAACGACAGATTATAAGAACGCAGAGAGAACAAA 
C AG ATTTGT T ATGAGGG AGAT CAATGACCGT ATCAT GAAAGTGGAACATAACTTCCT GT CACCCTATGTA 
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TCTCCAAGAGATTCTCCTTTCCGTCATATCTTCTGGGGTTCTGGCTCTCACACTCTGCCAGCTTTAGTGG 
AGCATTTGAAGCTGCGTCAGAAAAATAAGAGTGCTTTTAATGAAACACTGTTGAGAAATCAGTTGGCTCT 
AGCAACTTGGACCATTCAAGGAGCTGCAAATGCCCTCTCTGGTGACATATGGGATATTGACAATGAGTTT 
TAA 

>GBCA0192 |Acc|X9914 5|Ver|X99145.2 GI : 10944717 | Canis familiaris mRNA for C3VS protein. 

GGCACGAGGCAGGATGTAGAGTGCTGTTCAGGTTCTCCAGCGGAGTCCCCGAAGGGGCCAGCTTCATTGA 

AAGCTTCTGCACAGTGAGAGGAGGAGTTACAGTACCTGACTCGGGGCTGCTCTGAATCCAGTGCTGCTCA 

GCCGGGAAGATACTTTCCAAGCGTTATGAAGGCGGAGAAGGATCCCGAAGACGAGGAAAATATCCTTAGA 

GATCCAAGCTAAGTGTAGCCCAGCATGAACAGGAAGATTTGTAAAGAGAGGGACGGATTCACCGGCTAGG 

AGTTTGTCTGAGGGCGTGCTTTGTGAGCCGCAGAGATTTGTAACTTAATGCCAAGTAGTTTGCTGCTAGC 

AACCAGAAACCAAATCCTGTCTATGATGAACTGTTGGTTTTCTTGTGCTCCCAAGAACAGACATGCAGCA 

GAT T GGAACAAATATGAT GACCGATTGATGAAAGCCGCGGAGAGGGGAGAT GTAGAAAAAGT TT CCT CAA 

TCCTTGCTAAAAAGGGCATCAATCCAGGCAAACTAGATGTGGAAGGCAGATCTGCCTTCCATGTTGTGGC 

CTCAAAGGGGAATCTTGAATGTTTGAATGCCATCCTTATACATGGAGTTGATATTACAACCAGTGACACT 

GCAGGAAGAAATGCTCTTCACTTGGCTGCAAAGTATGGGCATGCATTGTGTCTACAAAAACTTCTACAGT 

ACAATTGTCCCACTGAACATGCAGACCTGCAGGGAAGAACCGCACTTCATGACGCAGCAATGGCAGACTG 

TCCTTCCAGCATACAGCTGCTTTGTGACCATGGGGCCTCCGTGAATGCCAAAGATGTGGATGGGCGGACA 

CCGCTGGTTCTGGCTACTCAGATGTGTAGGCCAGCAATCTGTCAACTGCTGATAGATCGAGGGGCAGAGA 

TTAATTCCAGAGACAAACAAAACAGAACTGCTCTCATGCTTGGTTGCGAGTATGGTTGTAAGGATGCTGT 

AGAAGTCTTACTTAAAAATGGTGCTGATGTAAGCCTGCTGGATGCCTTGGGCCATGATAGTTCTTACTAT 

GCAAGAAT TGGTGACAAT C TGGACAT T CTAACT TTAT TGAAGACTGGGT CAGAAAATACCAACAAAGGGA 

GAGAACTT TGGAAGAAAGGACCAT CT T T ACAGCAGCGAAAT T TGCCGTACATGC TAGAT GAAGT AAATGT 

GAAGT CAAGTCAGAGGGAGCAT CGAAACAT TCAGGAGCTGGAGAT TGAAAATGAAGAT T TGAAAGACAGG 

T TGAGAAAAAT TCAGCAAGAACAGAGAATAT TACT GGATAAAGTCAAT GGT TTACAACT ACAGCTGAAT G 

AGGAAGTGATGGTTGCTGATGATCTGGAAAGTGAGAAAGAAAAGCTGAAGTCTCTTTTGGTGGCTAAAGA 

AAAGCAACATGAAGAAAGCCTAAGAACTATTGAGTCTCTGAAAAACAGATTTAAATATTTTGAGTGTACT 

TCCCCAGGGGTGCCAGCCCACATGCAAAGCAGGTCTATGTTAAGACCACTGGAGCTATCATTACCCAATC 

AAACC TCATAT TCTGAAAATGACCT C TTAAAGAAAGAGT TAGAAGCAATGAGAACTT T CTGCGAATCAGC 

CAAACAAGACCGCCTCAAGCTCCAGAACGAGCTGGCGCACAAGGTGGCTGAGTGCAAAGCTTTAGGACTA 

GAATGTGAACGCATCAAGGAGGACT CTGATGAGCAGATAAAGCAGT TAGAAGACGCAT T GAAAGAT GTGC 

AGAAGAGAATGTATGAGTCGGAAGGTAAAGTAAAACAAATGCAGACACACTTTCTTGCCCTTAAAGAGCA 

CCTGACCAGTGAAGCAGCTATAGGGAATCACAGACTAATGGAGGAGCTGAAGGATCAGTTGAAGGACATG 

AAAGCGAAATATGAGGGTGCATCAGCAGAAGTGGGAAAACTGCGAAACCAAATCAAACAAAATGAGCTGC 

TAGTAGAACAGTT TAGGAGAGATGAAGGCAAGCT GGTGGAAGAGAATAAGCGAT TGCAGAAGGAACT CAG 

TATGTGTGAAACGGAGCGAGACAAGAAAGGAAGGAGGGTTGCTGAGGTGGAAGGCCAGGTAAAGGAACTC 

TTAGCAAAGCTGACCTTGTCAGTTCCAACTGAAAAATTTGAGAGCATGAAGAGCTTATTATCAAGCGAAG 

TAAATGAGAAGGTGAAAAAAATTGGAGAGACAGAAAGAGAGTATGAAAAATCACTTACTGAAATCAGACA 

GTTAAGGAGAGAGCTTGAGAATTGTAAGGCCAAACTTGCTCAGCATGTCAAGCCAGAGGAGCATGAGCAG 

CTCAAGAGCAGACTGGAGCAAAGAGCAGGAGAACTTGCAAAGAAGGTCACGGAACTCACGTCGAAAAATC 

AGGTGTTGCAAAGGGACGTTGAAAAGGTTTATCTGGATAATAAGCTCCTCAATCAGCAAGTACATAATTT 

AACAAGTGAAATAAAAAGTCATTATGTTCCCCTACAAGTGAGTGAAGAAATGAAAAAGTCACATGATGTC 

ACCGTCGAGGAACTGAAGAAACAGCT T TTAGAT GT CACGCAAAAATGCGGAGACAAGCAGCT GGAAATGG 

AGAAATTGCTGTTGGAAAATGACAGTTTAAGTAAGAACGTTAGCCGCCTAGAAACTGTATTTGTGCCTCC 

TGAGAAACACCAAAAAGAGGTCACAGCTCTGAAATCCAGCGTCGCTGACCTCAAACGACAGCTGTTGGAA 

CTGAACAAGAAGTGTGGGGAAGACCGAGAGAAAATAAACGCCCTCGTGTCGGAAAACACTAGCTTGAAAA 

AGACCCTGAGTAATCAGTATGTGCCGGCTAAGACCCACGAGGAGGTTAAGACCGCGCTGAGTGGCACGCT 

GGATAAGACCAATAGAGAATTACTAGATGCGAAGAAGAAATGGGAAGATCTCAATCAGGAATTTGTAAAA 

ACAAAAGATGAGAATGAAATCCTCAAAAGAAACCTGGAAAACACTCAGAGCCAAATAAAAGCCGAGTACA 

TCAGCCTCCGTGAGCATGAAGAGAAGATGAGTGCCATAAATCAGAACATGAAGAGTGTACAGGATAACAG 

TGCAGAAATACTGGCCAACTACAGAAAGGGCCAAGAGGAGATTGTGACACTACACGCAGAAATTGAAGCC 

C AG AAAAAG GAAC T T GACAC CAT C CAAGAATGCAT TAAG C T C AAAT AT GC T CC T AT TAT CAGCT T C GAAG 

AGTGCGAGAGAAAATTTAAAGCCACAGAGAAAGAACTAAAAGAACAGTTATCGGAGCAGATGCAAAAATA 

TCACGTCAGGGAAGAAGAGGCCAAGAAGTACAAGCAAGAGAAT GACAAGT TGAAGAAGGAGATT TTCACT 

CT TCAGAAGGAT T TAAAAGATAAGAATGT TCTCATCGAGAACT CTCATGACATGGAAAGAGCACTCAACA 

GAAAAGCAGAAGAGCTCAACAAACAGTTGAAAGACCTGTTGCAGAAGTACAGTGAGATAAAGACTGAGAA 

GGAGAAGCTGGTTGACGACAATGCCAGACAGACTTCTGAGCTTCTTGCAGCCCAGACCCTTCTGCAAAAG 

C AAC AT G T T CC AT T G G AAC AAG T T G AG AC CC T G AAAAAAT C T C T T AAC AG C AC AAT T GAG CAT C T C AAG G 
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AAGAAC T G AAGAAT AAGC AAAAG T G T TAT G AG AAAG AGCAG C AG AC AG T GG C C AAAC T GC AT CAG AT GC T 
AGAGAACCAAAAGAACTCTTCAGTGCCCCTGGGAGAGCATCTGCGGGTTAAGGAAGCCTTTGAGAAGGAA 
GTGGGCATGATAAAGGCCAGCCTGAGGGAAAAGGAAGAAGAAAGCCAAAACAAAACCGAAGAGGTCTCCA 
AACTGCAGTCTGAGGTTCAGGACACAAAACAAGCATTACAAAAACTAGAGACAAGAGAGGTAGTTGATTT 
GTCTAAATATAAAGCAACAAAAAGTGATCTGGAGACCCAGATTTCCAACCTGAATGAAAAACTGGCCAAT 
CTGAATCGGAAGTATGAAGAAGCCTGCGAGGAGGTGCTGCGTGCCCAAAGGAAGCAACTGTCTGCCAAAG 
ATGAGAAGGAATTGCTACATTTCAGCATTGAGCAAGAAATCAAGGATCAGCAGGAGCGGTGTGATAAGTC 
CTTAACAACAATCACAGAGTTACAGAAAAGAATACAGGAATCTGCCAAACAGATCGAAGCGAAAGATAAT 
AAGATAACAGAACT GC T TAAT GAT GT GGAAAGACTCAAACAGGCACTCAGTGGCCT T TCACAGCT CACTT 
CCCCGAGCGGGAGTCCCAGCAAGAGGCAGAGCCAGCTGATTGACACCCTGCAGCACCAAGTGAAGTCTCT 
ACAGCAGCAGCTGGCTGACACTGACAGACAGCACCAAGAGGTGATTGCGATTTATCGGACACACCTTCTG 
AGTGCTGCACAGGGTCACATGGATGAAGATGTGCAGGCGGCCTTACTCCAGATCATACAGATGAGGCAGG 
GGCTCGTGTGCTAGCAGGCAGTGCTGACTGGCTGGTGTGTGCTTTGGCTGATGGTGCCAAGCATTCCCCT 
TGCAACTCCATGGCCTTTCTGGGCCTTGTGCTAGTATAATTGAAATAAAATATATTTTGTTTCATCAAAA 
AAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0193 |Acc|AF244915lVer|AF244915.1 GI : 752827 3 j Canis familiaris interleukin-13 mRNA, 
complete cds . 

CTACGACCTGCCTGCTCTTCCCTCGCTCCTCCTGCATTGGCTCTGGGCTCCATGGCGCTCTGGTTGACTG 
TGGTCATTGCTCTCACCTGCCTCGGTGGCCTTGCCTCCCCGAGCCCTGTGACTCCCTCCCCAACCCTCAA 
GGAGCTCATTGAGGAGCTGGTCAACATCACCCAGAATCAGGCATCCCTCTGCAACGGCAGCATGGTGTGG 
AGCGTCAACCTGACCGCCGGCATGTACTGCGCAGCTCTAGAATCTCTGATCAATGTCTCCGACTGCAGCG 
CCATCCAAAGGACCCAGAGGATGCTGAAAGCACTGTGCTCTCAAAAGCCCGCGGCAGGGCAGATTTCCAG 
TGAACGCAGCCGAGACACCAAAATTGAAGTGATCCAGTTGGTGAAAAACCTGCTCACCTATGTAAGGGGA 
GTTTATCGCCATGGAAATTTCAGATGAAGCATGAAAACTTAGCATCCTTATCTGTAGACCCAGACCTGAC 
CACTTAAGTTCCAGATTCATTTTTCTTTCCGACGTCACAAATTTCTTAGGGAGGTGGGGGGGGGGGAGAA 
CCATTTCCTCAGCTGGGACCTCAGCCTGCACCGCCTGCCTCCATGGAGCTGAGCCCAGCCACCCCTGCCT 
TGGTGCATGGGGCCCAGCCGGGTGGCCCTCCTCCGTCTGCACTTCATCAACGCTGAGGGAAAGCACTGCA 
TCCCATGACTGTCCCCTCCTCAGAGCAAAGTGCAGCATTACAGTGGAGGCAGATATGTGTGGGAGGGGGT 
CTTGCTGTACCTGGGAGTGGCACAGACATGTTTCTTCTTAGCCTTATTTATTATTGTGTGTTATTTAAAC 
AAGTGTCTTTGTTTGTGCTGGGGACAGGGAGTGGCTTGGAGCTGGGGGCCCAGTGACTCGGGTTTAGAGA 
GTCCCTGGGAATAAGCACTGTGTGTAAAATTCTGCTACCTCACTGGGATCCTGGGGCCGACACAGGGGAC 
AGGAGAAAGGGTCAGAGATGCTGCTCTTGTCTGCCACTCAGCAGCTGGCCCTCAGCCAAGCAGTAATTTA 
T TGTT T T TCCTTGTAT T TAAAGT TAAGAAATAAAATATGTTAT CAAAGAGT TAAT AATAT ATAGAAGAGT 
AGCCTAAAAGGCTGCATTTGGTGTGTGTGGCCAGGCCGGGGCGGGTGGGGGGGAGGGTGTTGTCACTGAA 
TGTGCTCTTT C AC T GAG T T T GT C AAAC T GG AAG C CAGAAAT AAAGAT G G T GAC AAGAGAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0194 |Acc|AF153198 |Ver IAF153198.1 GI : 4960160 | Canis familiaris Kv3.1 (Kv3.1) mRNA, 
complete cds . 

ATGGGCCAAGGGGACGAGAGCGAGCGCATCGTGATCAACGTGGGCGGCACGCGCCACCAGACGTACCGCT 
CGACGCTGCGCACGCTGCCCGGCACGCGGCTGGCCTGGCTGGCGGAGCCGGACGCCCACAGCCACTTCGA 
CTATGACCCGCGCGCCGACGAGTTCTTCTTCGACCGCCACCCCGGCGTCTTCGCGCACATCCTGAACTAC 
TACCGCACCGGCAAGCTGCACTGCCCGGCCGACGTGTGCGGGCCGCTCTACGAGGAGGAGCTGGCCTTCT 
GGGGCATCGACGAGACCGACGTGGAGCCCTGCTGCTGGATGACCTACCGCCAGCACCGCGACGCCGAGGA 
GGCGCTCGACAGCTTCGGGGGCGCGCCCCTAGACAACAGCGCCGACGACGCGGACGCCGACGGGCCCGGG 
GACTCGGGCGACGGGGAGGACGAGCTGGAGATGACCAAGCGCCTGGCGCTCAGCGACCCCCCGGACGGCC 
GGCCCGGCGGCTTCTGGCGCCGCTGGCAGCCGCGCATCTGGGCGCTCTTCGAGGACCCCTACTCCTCCCG 
CTACGCGCGGTATGTGGCCTTTGCCTCCCTCTTCTTCATCCTGGTCTCCATCACCACCTTCTGCCTGGAG 
ACCCACGAGCGCTTCAACCCTATTGTGAACAAGACCGAGATCGAGAACGTTCGGAATGACACGCAAGTGC 
GCTACTACCGGGAAGCGGAGACGGAGGCCTTCCTCACCTACATCGAGGGCGTCTGCGTGGTCTGGTTTAC 
CTTCGAGTTTCTCATGCGTGTCGTCTTCTGCCCCAACAAGATAGAGTTCATCAAGAACTCGCTCAACATC 
ATTGACTTTGTGGCCATCCTCCCCTTCTACCTGGAGGCGGGCCTAAGCGGGCTGTCCTCTAAGGCTGCCA 
AGGACGTCCTGGGCTTCCTGCGCGTCGTCCGCTTTGTGCGCATCCTGCGCATCTTCAAGCTGACCCGCCA 
CTTCGTGGGCCTGCGGGTTCTGGGCCACACCCTCCGTGCCAGCACCAATGAGTTCTTGCTGCTTATCATC 
TTCCTGGCCCTGGGCGTCCTGATCTTCGCCACCATGATCTACTATGCCGAGAGGATAGGGGCCCAGCCCA 
ATGACCCCAGCGCCAGTGAGCACACCCACTTTAAGAACATCCCCATTGGCTTCTGGTGGGCCGTGGTCAC 
CATGACGACGCTGGGCTACGGAGACATGTACCCGCAGACGTGGTCCGGCATGCTGGTGGGAGCACTGTGT 
GCGCTGGCGGGCGTGCTGACCATCGCCATGCCTGTGCCCGTCATCGTGAACAATTTTGGGATGTATTACT 
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CCTTAGCCATGGCTAAGCAGAAACTACCAAAGAAAAAAAAGAAGCATATTCCACGGCCACCGCAGCTGGG 
ATCTCCCAATTATTGTAAATCTGTCGTAAACTCTCCACACCACAGTACTCAGAGTGACACATGCCCGCTG 
GCC C AGGAAGAAAT T T T AGAAAT T AACAGAGC AGAT TCCAAACTGAATGGGGAGGTGGCGAAGGCCGCGC 
TGGCGAACGAAGACTGCCCCCACATAGACCAGGCCCTCACTCCTGATGAGGGCCTGCCCTTTACTCGCTC 
GGGCACCCGCGAGAGATACGGACCCTGCTTCCTCTTATCAACCGGGGAGTACGCGTGCCCGCCTGGTGGA 
GGAATGAGAAAGGATCTTTGCAAAGAAAGCCCTGTCATTGCTAAGTATATGCCGACAGAGGCTGTGAGAG 
TGACTTGACCA 

>GBCA0195 |Acc|AF217203 iVer IAF217203.1 GI : 10441856 | Canis familiaris heparan sulfate 
sulfamidase (SGSH) mKNA, complete cds . 

TGGGGGGGGCCGAGCCGCCGCCATGCGCCGCCGAGGCCGGGCCTGCGGGCTGCTGCTGCTGCTGCTCGCC 
CTGGGGCTGTGCCGGCCGCTCGGGGCGCGCCCCCGGAACGTGCTGCTGATCGTCGCGGACGACGGAGGCT 
TCGAGAGCGGCGCCTACAACAACACGGCCATTAGCACCCCGCACCTGGACGCCTTGGCCCGCCGCAGCCT 
GGTCTTCGGCAATGCCTTCACGACCGTCAGCAGCTGCTCTCCTAGCCGAGCCAGCCTGCTCACCGGCCTG 
CCCCAGCATCAGAACGGGATGTATGGCCTGCACCAGGACGTCCACCACTTCAACTCCTTCGACGGAGTGC 
GGAGCCTGCCGCTGCTGCTTGGCCGGGCCGGCGTGCGCACAGGCATCATCGGGAAGAAGCACGTGGGGCC 
CGAGTCGGTGTACCCGTTT.GAGTTTGCGCACACGGAGGAGAACAGCTCTGTCCTCCAGGTGGGGCGGAAC 
ATCACCAGGATCAAGCTGTTGGTCCGGAAGTTCCTGCAGACCCAGGACGACAGGCCCTTCTTCCTGTACG 
TCGCCTTCCATGACCCCCACCGCTGTGGGCACTCCCAGCCCCAGTTCGGGACCTTCTGCGAGAAGTTTGG 
CAATGGGGAGAGCGGCATGGGGCGGATCCCAGACTGGACCCCCCAGACCTATGACCCTCTGGACGTGCTG 
GTGCCTTACTTCGTCCCCGACACGCCTGCGGCACGAGCTGACCTAGCTGCTCAGTACACCACCATCGGCC 
GCATGGACCAAGGGGTTGGGCTTGTGCTCCAGGAGCTGCGTGGAGCAGGTGTCCTGAATGACACCCTGGT 
GATCTTCACATCCGACAACGGAATCCCCTTCCCCAGCGGCAGGACCAACCTGTACTGGCCGGGCACTGCT 
GAGCCCTTGCTCATCTCGTCCCCAGAGCACAGGAAACGTTGGGGCCAAGTCAGCGAGGCCTACGTGAGCC 
TCTTAGATCTCACGCCCACCATCCTGGATTGGTTCTCCATCCCTTACCCGAGCTACGCCATCTTTGGCTC 
AAAGACTGTCCAGCTCACTGGCCGGTCTCTCCTGCCAGCGCTGGAGGCAGAGCCCCTCTGGAGCACCGTC 
TTTGGCAGCCAGAGCCACCACGAGGTCACCATGGCCTACCCCATGCGCTCCGTGCACCACCAGGGCTTCT 
GCCTTGTGCACAACCTGAACTTCAAAATGCCCTTTCCCATCGACCAGGACTTCTACGTCTCGCCCACCTT 
TCAGGAGCTCCTGAATCGCACCGTGGCCGGCCACCCGACAGGCTGGTATAAGGATCTCCGTCATTACTAC 
TACCGGGAGCGTTGGGAGCTTTACGACAGGAGCCAGGACCCCCACGAGACCCGGAACCTGGCCGCTGACC 
CATACTATGCCCCGGTTCTGGAGCTGCTTCAGACCCAACTGGCCAAGTGGCAGTGGGAGACCCATGACCC 
CTGGGTGTGTGCTCCCGATGGTGTCCTGGAAGAGAAGCTCTCCCCCCAGTGCCGGCCACTCCACAATGAG 
CTGTGACAGTTCCTGGGGGCACGAGGGAGGCCTCCTCAGGCCTGGTCCCCACCTTTTCAGCTGCTGTGGG 
AGGATGGGCCATAGTGGCCCACCTGAGGAGGGCTCTCCCTGCTGCTGGGGTCATTCCTGCCACTGCCTGG 
GAGGGAGAGTGGGGCAGGTACCCCGGCCCTCCCTCCCCCCGTGCTAGAGGACACTGCTGTTCCTGTGTCC 
AAGCCATGTCTCAGCCTAGGAATTCCAGGGGGGCCTGGAGCAGGGTGGGATCCCCAGCCCGTGACCTGTG 
AGGATGGTTGAGGATGGTCTGGGCAGGGGC 

>GBCA0196 |Acc|AJ279008lVer|AJ279008.1 GI : 10185019 j Canis familiaris mRNA for cathepsin L 
(ccL gene) . 

CAGACTCCTGGGCCTTGGCGATCGGTGGGGTTCGCCTGCGCACTGTGGGCGCCGCAGTTTTTGAAACATG 
AATCCTTCACTCTTCTTGACTGCCCTTTGCTTGGGAATAGCCTCAGCAGCTCCCAAATTTGATCAAAGCT 
TAAATGCACAGTGGTACCAGTGGAAGGCAACGCACAGGAGATTATAT GGCAT GAATGAAGAAGGAT GGAG 
GAGAGCAGTGTGGG AGAAGAAT AT GAAAAT GATT GAACTGCATAATCGGGAAT ACAGCCAAGGGAAACAT 
GGCTTCACAATGGCAATGAATGCCTTTGGTGACATGACCAATGAAGAATTCAGGCAGGTGATGAATGGCT 
TTCAAAACCAGAAGCACAAGAAAGGGAAT^ATGTTCCAAGAACCTCTCTTTGCTGAGATCCCCAAATCAGT 
GGACTGGAGAGAGAAAGGCTATGTAACTCCTGTGAAGAATCAGGGTCAGTGTGGTTCTTGTTGGGCTTTT 
AGTGCAACTGGTGCCCTTGAAGGACAGATGTTCCGGAAAACGGGCAAACTTGTGTCACTGAGTGAGCAAA 
ACCTGGTGGACTGCTCTAGGGCTCAAGGTAACGAGGGCTGCAATGGTGGCCTGATGGATAACGCCTTCCG 
GTATGTTAAGGACAATGGAGGCCTGGACTCAGAGGAATCTTATCCGTATCTTGGAAGGGACACAGAGACC 
TGCAATTACAAGCCTGAGTGTTCTGCTGCCAATGACACTGGCTTTGTGGACCTCCCTCAACGGGAGAAGG 
\ CCCTAATGAAAGCAGTGGCAACTCTAGGGCCCATCTCTGTTGCTATTGATGCAGGCCATCAGTCTTTCCA 
\ ATTCTACAAATCAGGCATTTATTTTGATCCAGACTGCAGCAGCAAAGATCTAGATCATGGTGTTCTGGTG 
GTTGGCTATGGCTTTGAAGGAACAGATTCAAATAATAAATTTTGGATTGTCAAGAACAGTTGGGGTCCAG 
AATGGGGCTGGAATGGCTATGTAAAAATGGCCAAGGACCAGAACAACCACTGTGGAATTGCCACAGCAGC 
CAGCTATCCCACTGTGTGAGCTGATGGATCGCAAGATTAGAGGACTTGAAGGCAGCATATCTGGAAGAAT 
TTTATCTTAAAGCTGACCAGACTCTTATTGTGTAAGATAAGACACTTGAATCATTGAGGATCCAAGTTGT 
GAT TTGAATTCTGTGACAT T T T TAT CAGGGTAAAACAT TACCACT ACTT T AATT ACTGTT AT AT ATGGCT 
TTATAACGTTGAAGACTCATTACTTAATTCTAAGACTTTTGACTTCTCATTTTTTCAAAAGATATATAAA 
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ACTTT GCCTT T T GAAATAAAT TTTAATTC AATAT GTT AAAAAAAAAAAAAA?\AAAAAAAAAAAAA 

>GBCA0197 |Acc[AFl87325|Ver|AFl87325.1 GI : 6014 645 | Canis familiaris breed beagle melanoma 
antigen mRNA, complete cds . 

CCTCCACGCTATGAGTTCCTCTGGGGCCCCAGAGCTTATGCTGAGACCAGCAAGATGAAAGTCCTAGAGT 
TTGTGGCCAAGATCCACGATACAGTCCCCACTGCCTTCCCAGTCTGGTATGAAGAGGCTCTGAAAGATGA 
AGAAGAGCGAGCCCGAGCCAGAGTTGTAGCCAAGGCTTGCACTGCTGCTGTGGCCAGTGCACGTGGCAAG 
GCCATGGCCAGCAGCTTCTCCTGCCCCAATTACTGAGTCATCTGTCTGCCCATCTGCCTGCTGCCCTTGT 
CAAAAGTCACCATGCCGCGGGGTCAGAAGAGTAAGCTCCGTGCCTGTAAGAAGCGCCGCCAGGTTCGAGA 
AGAGCTGCAGGATCTGGTGGGTGCTCAGGCCACTGCAGCAGTGGGAGAAGTTTTCCACTCCCCTTCCTCT 
CTTTGTTTCAAGAGTTCACCTGCTGCTGGGTCATATAGCGTTTCCCAGGGTCCTCAGGGAGCCATATCCA 
CCAGCACTACTGCTGCATCTGTTTCACACACAAGATCAAATGAAAGTGCTGACAACCAAGTGGAGGAAAG 
ACCAAGATCCTCCCAGGCTCAGCCCACCGCTGAGCCGTTCCCCAGAGGCCCGCTAGATGAGAAGGTAGTT 
AAAT TGGT GCATTACC TGCTGTACAAGTATCAAATGAAAGAGCT CAT TAGTAAGGCAGGAAT GCT GAGAA 
ATGTAATTCAAATGTATAGGAATCACTTTCATGAGATCCTCAAGAGAGCCTCTGAGCACTTGGAGCTGGT 
TTTTGGGCTTGACTTGAAGGAAGTGGATCCCAACCGGCACATCTATGTCCTTGTGAACAAATTGGAACTA 
AGTTATGATGCAATGCTGAGTGATGATGAAGGGGTTCCCAAGACTGGCCTGTTGATGACTATTCTGGGTG 
TGATCTTCACAAAGGGCAACTGTGCCGCTGAGGAGCAAGTCTGGCAAGTATTGAA.TGTGATTGGGTTATA 
TGCGGGGATGGAGCACTTCATTTTTGGGGAGCCCAGGAAGCTCATCACCGAGGATTTGGTGAAAGAAGAG 
TACCTGGAGTACAGGCAGGTGGCCAACAGTGATCCTCCACGCTATGAGTTCCTGTGGGGCCCCAGAGCCT 
ATGCCGAAACCAGCAAGATGAAAGTCCTGGAGTTTTTAGCCAAGGTTCATTATACCGTCCCTAGTGCCTT 
CCCAGCCTGGTATGAAGAAGCTTTGCAAGATGAGGAAGAAAGAGCACAAGCTAGAGCTGCAGCCAGGGCT 
CACACTGCAGCCATGGCCAGTGCACGTGCCAGGGCCATGACCAGTGCACATTCTAAGGGCATAACCAATG 
AGCACTCCAGGGCCATGACCAATGTGCATTCCAGGGCCATAGCCAGTGTGCGCTCCAAGGCCACGCAGAC 
AATTCCTCCCACCCCTAATAAAGTCTGAGCCCAACTTTTTAAAAAAAAAAAAAAA 

>GBCA0198 |Acc|AB047246| Ver 1 AB04724 6 . 1 GI : 9798659 [ Canis familiaris pgnA mRNA for 
pepsinogen A, complete cds. 

CATCTACCCTTCTCTGGAGATTGGGACCTGAGAAGAACCATGAAGTGGCTGCTGCTGATCAGCTTGGTGG 

CACTCTCTGAGTGCGCTATCGTCAAGGTTCCCCTGGTCAGAAAGAAGTCCTTGAGGCAGAACCTGATCGA 

GCATGGCCTCCTAAATGACTTCCTGAAGAACCAGAGCCCCAACCCAGCCAGCAAGTACTTCCCCCAAGAG 

CCTACTGTGTTGGCCACTCAGTCCCTAAAGAACTACATGGATATGGAGTACTTCGGCACCATCGGCATCG 

GCACTCCTCCTCAGGAGTTCACCGTCATCTTTGACACCGGCTCTTCCAACCTGTGGGTGCCCTCGGTCTA 

CTGCTCCAGTCCTGCCTGCTCCAACCACAACCGCTTCAACCCTCAGGAGTCCTCCACCTACCAGGGCACC 

AACCGGCCAGTCTCCATCGCCTACGGCACCGGCAGCATGACAGGCATCCTGGGATACGACACCGTCCAGG 

TTGGAGGCATCGCAGACACCAATCAGATCT,TTGGCCTGAGCGAGACTGAGCCCGGCTCTTTCCTGTACTA 

TGCTCCCTTCGACGGCATCCTGGGTCTGGCCTACCCTCAGATTTCAGCTTCTGGAGCTACACCCGTCTTT 

GACAACATGTGGAACGAAGGTCTGGTTTCCCAAGACCTTTTCTCGGTCTACTTAAGTAGCGATGACCAGA 

GTGGCAGCGTGGTGATGTTTGGTGGCATCGATTCTTCTTACTACAGTGGAAACCTGAACTGGGTGCCCGT 

TTCTGTCGAGGGTTATTGGCAGATCACCGTGGACAGTGTTACCATGAACGGACAGGCCATCGCTTGCAGT 

GATGGCTGCCAGGCCATTGTTGACACAGGCACCTCTCTGCTGGCTGGACCAACCAATGCCATTGCCAACA 

TCCAGAGCTACATTGGAGCCAGCCAGAACTCATACGGCCAGATGGTGATCAGCTGCTCAGCCATCAACAG 

CCTGCCTGACATCGTCTTCACCATCAACGGCATCCAGTACCCTCTGCCTCCCAGTGCCTACATCCTACAG 

AGCCAACAGGGCTGTGTCAGCGGCTTCCAGGGCATGAACCTCCCCACCGCCTCCGGAGAGCTGTGGATCC 

TGGGTGATGTCTTCATCCGCCAGTACTTTGCCGTGTTTGACAGGGCAAACAACCAGGTTGGCCTGGCTCC 

CGTGGCCTGAGCCTGCATCTCTCCTGCCACGTCCCAGGAGGAGCTAGCCTTAGCTGCCCACTCTAGATGT 

ACATAATTCTCCCGATTGTTCTTCCTATGGGATTGTGGAGGAGGAGTCTCGACCCAATTCCCTGTCATTA 

CCAATAACGTAGAATAAAAACCTCACCTCCTGAAA&AAAAAAAAAAAAAA 

AAA 

>GBCA0199 | Acc | AF049328 | Ver | AF04 9328 . 1 GI : 3169282 | Canis familiaris neuropeptide Y 
receptor type 5 (NPY5) mRNA, complete cds. 

AACTCTAAGAT GGAT TTAGAAC TCCAGGATT T T TATAACAAGACACTTGCCACAGAGAACAATACGGC T G 
CCACTCGGAATTCTGATTTCCCAGTCTGGGATGACTATAAAAGCAGTGTAGATGATTTACAGTATTTTCT 
GATTGGACTTTATACATTTGTAAGTCTTCTCGGTTTTATGGGGAATCTACTTATTTTAATGGCTCTCATG 
AGAAAGCGTAATCAGAAGACGATGGTAAACTTCCTCATAGGAAATTTGGCCTTCTCTGATATTTTGGTTG 
TGCTGTTTTGCTCACCTTTTACACTGACCTCTGTCCTGCTGGATCAGTGGATGTTTGGCAAAGTCATGTG 
TCACATTATGCCTTTTCTTCAATGTGTGTCAGTTCTGGTTTCAACTTTAATTCTAATATCAATTGCCATT 
GTCAGGTATCATATGATCAAGCATCCTATATCTAATAATTTAACAGCAAACCATGGCTACTTCCTGATTG 
CTACTGTCTGGACACTAGGTTTTGCGATTTGTTCTCCCCTTCCAGTGTTTCACAGTCTGGTGGAACTTCA 
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GGAAACATTTGACTCCGCATTGCTGAGCAGCAGGTATTTATGTGTTGAGTCGTGGCCATCTGATTCGTAC 
AGAATCGCTTTTACTATCTCTTTATTGCTAGTCCAGTATATTCTTCCCTTGGTGTGTCTAACTGTGAGCC 
ATACCAGTGTCTGCAGGAGTATAAGCTGCGGGTTGTCCAACAAAGAAAACAAACTGGAAGAAAACGAGAT 
GATCAACTTAACTCTTCAACCATTCAAAAAGAGTGGGCCTCAGGTGAAACTTTCCAGCAGCCATAAATGG 
AGCTATTCATTCATCAGAAAACACAGGAGAAGGTACAGCAAGAAGACGGCGTGTGTCTTACCTGCTCGAG 
CAAGACCTCCT C AAGAGAACCACT C AAGAATGCT T CCAGAAAACT T T GGT TCTGTAAGAAGTCAGCAT T C 
TTCATCCAGTAAGTTCATACCGGGGGTCCCCACCTGCTTTGAGGTGAAACCTGAAGAAAACTCGGATGTT 
CAT GACAT GAGAGTAAACCGT T C TAT CAT GAGAAT CAAAAAGAGATCCCGAAGTG TT T TCTATAGACTAA 
CCATACTGATACTAGTGTTTGCCGTTAGCTGGATGCCACTACACCTTTTCCATGTGGTAACTGATTTTAA 
TGACAACCTCATTTCAAACAGGCATTTCAAATTGGTGTATTGCATTTGTCATTTGTTAGGCATGATGTCC 
TGTTGTCTTAATCCTATTCTGTATGGTTTTCTCAATAATGGGATCAAAGCTGATTTAATTTCCCTTATAC 
AGTGTCTTCATATGTCATAATTCTTCATGTTTACCAAGGAGA 

>GBCA0200 |Acc|AF005778|Ver|AF005778.1 GI : 2988393 | Canis familiaris neuropeptide Y Yl 
receptor mRNA, complete cds . 

ATGAATTCAACATCATTTTCCCAGGTTGAAAACCATTCAATCTTCTGTAATTTTTCAGAGAATTCCCAGT 

TTTTGGCTTTTGAAAGTGATGATTGTCACCTGCCCTTGGCCATGATATTTACATTAGCTCTTGCTTACGG 

AGCTGTAATAATTCTTGGGGTCACTGGAAACCTGGCCTTGATCATGATCATCTTGAAACAAAAGGAGATG 

AGAAATGTTACCAATATCCTGATTGTGAACCTTTCCTTCTCAGACTTGCTTGTTGCCATCATGTGTCTTC 

CCTTCACATTTGTCTACACCTTAATGGACCACTGGGTTTTTGGTGAGGCGATGTGCAAATTGAATCCTTT 

TGTGCAATGTGTTTCAATCACCGTGTCCATTTTCTCTCTGGTTCTCATTGCTGTGGAGCGCCATCAGCTG 

ATCATCAACCCACGAGGGTGGAGACCAAATAACAGACATGCTTACGTAGGTATTGCGGTCATTTGGGTCC 

TTGCTGTGGTTTCGTCTCTACCTTTCCTCATCTATCAAGTATTGACCGATGAGCCGTTCCAGAATGTAAC 

ACTTGACGCGTTCAAGGACAAATACGTGTGCTTTGATAAATTTCCATCGGACTCCCATAGGTTGTCCTAT 

ACAACTCTCCTCTTGATGCTGCAGTATTTTGGTCCACTCTGTTTTATATTTATTTGCTACTTCAAGATAT 

AT ATAC GCT T G AAAAGG AG AAACAAC AT GAT GG AC AAG AT G AG AG AC AAT AAGT AC AG G T C C AG T G AAAC 

CAAAAGAATCAACATCATGCTGTTGTCCATCGTGGTAGCGTTCGCCGTGTGCTGGTTGCCTCTCACCATC 

TTCAACACTGTGTTTGACTGGAATCATCAGATTATCGCCACGTGCAACCATAACCTGTTATTCCTGCTGT 

GCCACCTTACGGCCATGATATCCACTTGTGTCAACCCCATATTTTACGGATTTCTGAACAAAAATTTCCA , 

GAGAGACTTGCAGTTCTTCTTTAACTTTTGTGATTTCCGGTCTCGGGATGATGACTATGAGACGATAGCC 

ATGTCTACCATGCACACAGATGTTTCTAAGACTTCTTTGAAACAAGCAAGCCCAGTCGCATTTAAGAAAA 

TCAACAATGAT GAT AATGAAAAAATCTGA 

>GBCA0201 ]Acc|AF179715|VerlAF179715.2 GI : 9695337 | Canis familiaris copper chaperone 
(Atoxl) mRNA, complete cds. 

TTCGCCGCCGCCGCCGCCGCCCGCCATCCACCAGCCATGCCGAAGCACGAGTTCTCCGTGGACATGACCT 
GTGAAGGATGCTCTAACGCGGTCAGTCGGGTGCTCAACAAGCTGGGAGGAGTTGAGTTTGACATTGACCT 
GCCCAACAAGAAGGTCTGCATCAACTCTGAGCACAGCGTGGACATTCTGCTGGAGACCCTGGAGAAAACA 
GGAAAGGCCGTTTCCTACCTCGGCCCCAAGTAGTGAGGGCCTGGACCCTGAGCCCATGATGGACCAAAGG 
GAGCAGGTGGGTGAGGCCCCAGCCCTTGGACAGAATATTTCATTAGCTAATGCAAATCATGAGTTCAGGG 
AATCCTCACAGCCCCCTGAGAATACGCAGAGCACTGTGTTATGTC 

>GBCA0202 |Acc|AF029979| Ver IAF029979.1 GI : 9545984 I Canis familiaris cytochrome P450 2E1 
mRNA, complete cds . 

AGACACCATGGCCGCCTTGGGCATCACAGTGGCCCTGCTGGTGTGGATGGCCACCTTAATGCTTATCTCT 
ATCTGGAAGCAGATCTACAGCCGCTGGAAACTGCCCCCTGGCCCTTTTCCACTGCCCATCATTGGGAATA 
TTCTGCAGGTGGATATCAAGAATGTTCCCAAATCTCTCGCCAAGCTGGCAGAGCAGTACGGGCCAGTGTT 
CACCTTGTACCTGGGCTCCCAGCGCACAGTGGTCCTGCATGGCTACAAGGCGGTGAAGGAAGTTCTGCTT 
GACCACAAGAAT GACC T T TCTGGCAGAGGAGAAGTC T TCGCAT TCCAGTCGCACAAGGACAGAGGGATCA 
CGTTCAACAATGGGCCCGGCTGGAAGGACACGCGGCGACTCTCCCTGAGCACCCTCCGGGACTACGGCAT 
GGGGAAGCGCGGCAACGAGGAGCGGATCCAGAGGGAGATCCCCTTCCTGCTGGAGGCGCTCAGGGGCACC 
CGGGGCCAGCCCTTCGACCCCACCTTTCTCCTGGGCTTCGCCCCCTTCAACGTCATCGCTGACATCCTCT 
TCCACAAGCACTTTGACTACTCGGATCAGACTGGGCTGCGGATACAGAAGCTGTTCAACGAGAACTTCCA 
CCTGCTCAGCACCGGCTGGCTCCAGCTTTATAACATTTTCCCAAGCTATCTGCACTACCTGCCCGGAAGC 
CATAGAAAAGTCTTAAGAAATGTGGCTGAACTAAAGGATTACAGCTTAGAAAGGGTGAAGGAGCACCAGG 
AGTCGCTGGACCCCACCTGCTCCCGGGACTTCACTGACTGCTTGCTCCAGGAGCTGCAGAAGGAGAGATA 
CGGTACGGAGCCTTGGTATACCTTGGACAACATTGCCGTGACCGTGGCTGACCTGTTCTTTGCGGGCACG 
GAGACCACCAGCACCACCCTGAGATACGGGCTCCTGATTCTCATGAAATACCCAGAGGTCGAAGAGAAAC 
TTCATGAAGAAATCGACAGGGTGATCGGCCCAAGCCGAGTCCCTGCCATCAAGGACAGGCTGGAGATGCC 
CTACATGGATGCCGTGGTGCACGAGATTCAGCGATTCATCGACCTGCTGCCCTCCAACCTGCCCCATGTA 
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GCAAACCAGGACACGATGTTCAGAGGATATGTCATCCCCAAGGGCACAGTGGTAATTCCCACACTGGACT 
CCGTCTTGTTTGACAAACAAGAATTCCCTGATCCAGAGAAGTTCAAGCCAGAGCACTTTCTGAATGAAAA 
CGGAAAATTCAAATATAGTGACTACTTCAAGGCATTCTCCGCAGGAAAGCGGGTGTGTGTTGGAGAAGGC 
CTGGCTCGCATGGAGCTCTTCCTGTTCTTGTCCGCCATTTTGCAGCACTTTAACCTGAAGTCTCTCGTCG 
ACCCCAAGGATATTGACCTCAGTCCCTGCACAATCGGGTTTGCCAAGATCCCCCCCCATTACAAACTCTG 
TGTCGTTCCCCGCTCGGGCTGAAGACCCCCGGGCCCCAGGCTCTTTGGTGCAAACCTGGAGTCTTCCTGC 
TTCCGCATATCCCTTTAATGCCTCCAGGAAGACCCTCCCTGCACAGTCTGGTGGAGGCACTCAGGGTTTC 
ACAGGGAATAAATTGGTCCTGAGATGCTGCTTTTCAGAGTCACACTCATCAGATGAAATTTGACAGCAAC 
GT CCAAAAAAGAT TGT GCAAAACTAAT TAAAC AAAT TGAAACAAACAAAAAAAAAAAAAAAAA 

>GBCA0203 |Acc|AF277647|Ver|AF277647.1 GI : 8778199 | Canis familiaris inwardly rectifying 
potassium channel Kir2.1 (KCNJ2) mRNA, complete cds . 

ATGGGCAGYGTGMGAACCAACCGCTACAGCATCGTCTCTTCCGAAGAGGACGGGATGAAGTTGGCCACCA 
TGGCGGTTGCCAACGGCTTTGGGAACGGGAAGAGTAAGGTCCACACCCGACAGCAGTGCAGGAGCCGCTT 
CGTGAAGAAGGACGGCCACTGCAACGTCCAGTTCATCAACGTGGGGGAGAAGGGACAGCGGTACCTCGCA 
GACATCTTTACCACATGCGTGGACATTCGCTGGCGGTGGATGCTGGTCATCTTCTGCCTGGCGTTCGTGC 
TCTCCTGGCTGTTCTTTGGCTGTGTGTTTTGGTTGATAGCTCTGCTCCATGGCGATCTGGATGCATCTAA 
AGAGAGCAAGGCTTGCGTGTCCGAGGTCAACAGCTTCACGGCGGCCTTCCTCTTCTCCATCGAGACCCAG 
ACGACCATAGGCTACGGCTTCCGCTGTGTCACAGACGAATGCCCAGTTGCCGTGTTCATGGTGGTCTTCC 
AGTCCATCGTGGGCTGCATCATCGATGCCTTCATCATCGGCGCGGTCATGGCGAAGATGGCCAAGCCAAA 
GAAGAGGAACGAGACTCTGGTCTTCAGTCACAACGCTGTGATCGCCATGAGAGATGGCAAGCTGTGTTTG 
ATGTGGCGGGTGGGCAACCTTCGGAAGAGCCACTTGGTGGAGGCCCACGTGAGGGCCCAGCTGCTCAAAT 
CCCGAATCACTTCCGAGGGGGAGTACATCCCCCTGGATCAAATAGATATCAACGTTGGGTTCGACAGCGG 
GATTGACCGGATATTTCTGGTGTCCCCCATCACCATAGTCCACGAGATAGATGAAGACAGTCCTTTATAT 
GACTTGAGCAAACAGGACATCGACAATGCAGACTTTGAAATCGTTGTCATACTGGAGGGCATGGTGGAGG 
CCACGGCCATGACCACCCAGTGCCGTAGCTCCTATCTGGCGAATGAGATCCTCTGGGGCCACCGCTACGA 
GCCTGTCCTCTTCGAGGAGAAGCACTACTACAAAGTGGACTACTCAAGGTTCCACAAGACCTACGAAGTG 
CCCAACACGCCCCTCTGTAGTGCCAGAGACTTAGCCGAAAAGAAATACATCCTCTCAAATGCTAACTCCT 
TTTGCTACGAAAACGAAGTTGCCCTCACAAGCAAAGAGGAAGATGACAGTGAAAATGGAGTTCCAGAAAG 
CACGAGTACGGACACGCCCCCTGACCTAGACCTTCACAACCAGGCAAGCGTACCTCTAGAGCCCAGGCCN 
TTRMGRCGRGARTCRGAGATATGA 

>GBCA0204 I Acc|AF206513jVer|AF20 6513.1 GI : 9367102 | Canis familiaris GnRH receptor mRNA,. 
complete cds . 

ATGGCAAGCGCCTCTCCTGAACAGAATCAAAATCACTGCTCAGCTGTAAACAACAGCAACATGCTGATGC 
AGGGCAACCTCCCCACCCTGACCTTATCTGGGAAGATCCGAGTGACAGTTACTTTCTTCCTTTTTCTTCT 
CTCTACAATTTTTAATGCTTCTTTCTTGTTGAAACTTCAGAAGTGGACTCAAAAGAAAGAGAAAGGGAAG 
AAGCTCTCGAGAATGAAAGTGCTTTTAAAACATCTGACCTTGGCCAACCTGTTGGAGACCCTGATTGTCA 
TGCCACTGGATGGAATGTGGAACATTACAGTCCAATGGTATGCTGGAGAGTTCCTCTGCAAAGTCCTCAG 
CTATCTGAAGCTTTTCTCCATGTATGCCCCAGCCTTCATGATGGTAGTGATCAGCCTGGACCGCTCCCTG 
GCCATCACGAGGCCTCTAGCTATGAAAAACAATGGCAAGCTCGGACAGTCCATGATTGGCCTGGCCTGGC 
TCCTCAGTGGTATCTTTGCTGGACCACAGTTGTACATCTTCAGGATGATCCACTTAGCAGATAGCTCTGG 
ACAGACAGAGGGTTTCCCCCAATGTGTAACACACTGCAGTTTTCCACAATGGTGGCATCAAGCCTTTTAT 
AACTTCTTCACCTTCAGCTGCCTCTTCATCATCCCTCTTTTCATCACGTTAATCTGCAATGCAAAAATCA 
TATTTACTCTGACACGAGTCCTTCATCAGGATCCCCATGAATTACAACTGAATCAGTCCAAGAATAATAT 
ACCAAGAGCTCGGCTGAGGACCTTGAAAATGACAGTTGCATTTGCCACTTCGTTTACTGTGTGCTGGACT 
CCCTACTATGTTCTAGGAATTTGGTACTGGTTTGATCCTGAAATGTTAAACAGGGTGTCAGATCCAGTAA 
ATCACTTCTTCTTTCTTTTTGCTCTTTTAAATCCATGCTTTGATCCACTTATATATGGATATTTCTCTCT 
GTAA 

>GBCA0205 |Acc]AF155148|Ver|AF155148.1 GI : 9367028 | Canis familiaris Fit 3 ligand mRNA, 
complete cds. 

ATCTGACCATAGGCATGAGGGGCCTCCGGCCGAGATGATAGTGCTGGCGCCAGCCTGGAGCCCAACTGCC 
TCCCTGTTGCTGCTGCT.GCTGCTCAGCCCCGGCCTCCGCGGGACCCCCGACTGCTCCTTCAGCCACAGCC 
CCATCTCCTCCACCTTCGCGGTCACCATCCGCAAGCTGTCTGATTACCTGCTTCAGGACTATCCAGTCAC 
TGTCGCCTCCAACCTGCAGGACGACGAGCTCTGCGGGGCGTTCTGGCGCCTGGTCCTGGCCCAGCGCTGG 
ATGGTGCGGCTCCAGGCTGTGGCTGGATCCCAAATGCAAATCCTGCTGGAGGCTGTCAACACGGAGATAC 
ACTTTGTCACCTTCTGTGCCTTCCAGCCCCTCCCCAGCTGTCTTCGCTTCGTCCAGACCAACATCTCCCA 
CCTCCTGCAGGACACCTCCCAGCAGCTGGCCGCCCTGAAGCCCTGGATCACCCGCAGGAATTTCTCCGGG 
TGCCTGGAGCTGCAGTGTCAGCCCGACTCCTCTACATTGGTGCCCCCAAGGAGCCCCGGGGCCCTGGAGG 
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CCACTGCCTTGCCAGCCCCTCAGGCACCTCGGCTGCTCCTCCTGCTGCTGCTGCCCGTGGCTCTCCTGCT 

GATGTCCACTGCCTGGTGCCTGCATTGGCGAAGGAGGCGGCGGCGGAGGTCACCCTACCCTGGGGAGCAG 

AGGACACTGAGGCCCAGCGAGCGGAGCCATCTGCCCGAGGACACAGAGCTGGGACCTGGAGGGAGTCAGC 

TAGAGACTGGTCCCTTCCTCGACCACGGAGCCCCGCTCGCTCCCTCCCCAGGATCAAGGCAACGCCCGCC 

CCCAACGCCCCCAAAGCCAGCCCCAGCCCCACCTCTCCCCCTCTGTACAAAGTCCTTGCCCCCAAGAAAT 

TGTATATAAATCATCCTTTTCTACCAAAAAAAAAAAAAAAA^ 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0206 |Acc|AF230498 |Ver IAF230498.1 GI : 8163931 1 Canis familiaris NADPH thyroid oxidase 
2 (THOX2) mRNA, partial cds . 

CCGGGGGCCTGTACGCCTTCGGGGCGGAGCGAGGGAACCGCGACCCCTTCCTGCAGGCGCTGGGCCTGCT 

GTGGTTCCGCTACCACAACCTGTGCGCGCAGCGGCTGGCCCGCCAGCACCCGCACTGGGGGGACGAGGAG 

CTGTTCCAGCACGCGCGCAAGAGGGTCATTGCCACCTACCAGAACATTGCTCTCTATGAGTGGCTGCCCA 

GCTTCCTGCAGAAAACACTCCCAAAATATACAGGGTATCATCCTTTCTTGGACCCCAGCATCTCCCCAGA 

GTTCCTGGTGGCCTCTGAGCAGTTCTTCTCCACCATGGTGCCCCCTGGCGTCTACATGAGAAATGCCAGT 

TGTCATTTCCAGATGGTCCTGACCAAGGATTTGGGCAGCTCCCCAGCTCTCAGGGTCTGCAACAGCTACT 

GGCTTCGGGAGAACGCCAACCTGAACAGTGCCCAGGCGGTGGATCAGCTCCTGCTGGGAATGGCCTCCCA 

GATT TCAGAGCT AGAGGACAGGAT AGT GGT TG AAG ATT TGAGGG ACT ACT GGCCTGGCT CT GGCAAGT TC 

TCCCGCACAGACTATGTGGCCAGCAGTATCCAACGTG.GCCGAGATATGGGGCTGCCCAGCTATACCCAAG 

CCCTGATGGCTTTGGGGTTGGAGATTCCCAGGAATTGGAGTCATATCAACCCCAATGTGGACGCCCAGGT 

GCTGGAGGCCACAGCTGCCCTGTACAACCAGGACCTGACCAGGCTGGAGCTGCTCCCTGGGGGGCTTCTG 

GAGAGCCATGGGGACCCCGGGTCCCTCTTCAGTGCCATCATCCTCGACCAGTTTGTGAGGCTGCGGGATG 

GT G AC C GC TAT T G G T T T G AG AAC AC C AG AAAT G G G C TAT T C T C C AAAG AG G AAAT T G C G G AAAT AAAAAA 

CACCACTTTTTGGGACGTGCTGGTGGCTGTTACTAACGTGAACCACAGTGCTCTGCAACCCAATGTTTTT 

ATCTGGCATGACGGTGCCCCCTGCCCTCAGCCTCGGCAGCTCACAACTCAAGGCTTGCCCCAATGTGTGC 

CCCTAACCGTGTTTGACTACTTTGAGGGCAGCGGTCCTGGTTTTGGCATCACCATTGTGGCCCTCTGCTG 

TCTTCCGTTAGTGAGCCTGCTTATCTCTGGGGTGGTGGCCCATTTCCGAGGCCGAGAGCGCAAAAGGCTA 

CAGAAGAAAGGCAAAGAGAGTGTGAAGAAAGAAGCAGCCAAAGACGGTGTGCCAGCGATGGAGTGGCCAG 

GCCCCAGGGAGAAAAGCTATCCCATCACCATCCAGCTGCTCCCAGACAGGCGACTGCAGGTCCTGGACAG 

AAAGCTGTCTGTGCTCCGCACTGTCCAGCTGCAGCCCCCCCAGCAGGTCAACCTCATACTGTCCAGCAAC 

CGTGGATGCCATACCCTGCTACTCAAGATCCCCAAGGAGTATGACCTGGTGCTGCTGTTTAACTCTGAGG 

AAGAGCGGGGCACCTTTGTGCAGCATCTGCAGGACTTCTGTGTGCAGTGGTCTCTGGGCCTTGACGTGGC 

TGAGATGAGAGAGAATGAGCTGTTCAGAAGAGCTGTGACCAAGCAGCAGCGGGGCCGAATCCTGGAGATC 

TTCTTCAGATACCTGTTTGCCCAGGTGCTGGACATCGACCAGGCAGATGCAGGGACCCTGCCCCTGAACT 

CATCACAGAAGGTGCGGGAGGCCCTGACTTGCGAGCTGAGCAGAGCTGAGTTTGCCGAGTCCCTGGGCCT 

TAAGCCCCAGGACATGTTTGTGGAGTCCATGTTCTCTCTGGCTGACAAAGATGGCAACGGCTACCTGTCC 

TTCCGGGAGTTTCTGGACATCCTGGTGGTCTTTATGAAAGGCTCCCCAGAGGACAAGTCTCGCCTGATGT 

TCACCATGTATGACCTTGATGCAAACGGCTTCCTCTCCAAGGATGAGTTTTTCACCATGATGCGGTCCTT 

CATCGAGATCTCCAACAACTGCCTGTCCAAGGCTCAGCTGACTGAGGTGGTAGAGTCCATGTTCCGGGAG 

TCAGGCTTCCAGGACAAGGAGGAACTGACGTGGGAGGACTTCCACTTCATGCTGCGGGATCATGACAGTG 

AGCTCCGCCGTACGCAGCTCTGCGTCAGAGGTGTTGGAGACATCTTTAAACCAAACATCAGCTGCCGAGT 

CTCATTCATCACTCGAACTCCTGGGAAACGCTCCTGTTCCCAGGACTTGGAGTTCTCTGCCTCAGAAGCC 

CCAGAGCTGGGAGGCCCTGGGCTGAAGAAGAGGTTTGGAAAAAAGGTGGTGGGGCCCACACCCCGGCTGT 

ACACGGAGGCACTGAAGGAGAAGATGCAGCGTGGCCTCCTGGCTCAGAAGCTGCGGCAGTACAAGCGCTT 

CGTGGAGAACTACCGGCGGCACATCGTATGCGTTGTGGTCTTCTCAGCCATCTGTGCCGGCCTGTTTGCA 

GAGCGTGCCTACTATTATGCCTTTGCCTCGCCACCCTCGGGCATCGCAGAGACTACCTTTGTGGGCATCA 

TCCTGTCCCGGGGCACAGCCGCCAGCATCTCCTTCATGTTCTCCTACATCCTGCTCACCATGTGCCGCAA 

TCTCATCACCTTCCTGCGAGAGACCTTCCTCAACCGCTACGTGCCCTTCGATGCCGCTGTGGACTTCCAT 

CGCTGGATCGCCATGGCTGCTGTTGTCCTGGCCATTTTGCACAGTGCTGGCCATGCAGTCAATGTCTTCA 

TCTTCTCAGTCAGTCCCCTCAGCCTGCTGGCCTGCATCTTCCCCAACATCTTCATGAATGATGGGTCCCA 

GCTTCCCCAAAAGTTCTACTGGTGGTTCTTCCAAACAGTCCCAGGCATGACAGGGGTGCTCTTGCTCCTG 

GTTCTGGCCATCATGTATGTCTTCGCCTCCCACCACTTCCGGCGCCGCAGCTTCCGGGGCTTCTGGCTGA 

CCCACCACCTTTACATTGTGCTCTACGTGCTGCTCATCATCCATGGCAGCTTTGGCCTGATCCAGCTGCC 

ACGTTTCTACATCTACTTCCTGGTCCCGGCACTAATCTATGTGGGGGACAAGCTGGTGAGCCTGAGCCGG 

AAGAAGGTGGAGATCAGCGTGGTGAAGGCAGAGCTGCTGCCCTCAGGAGTGACTCACCTGCAGTTCCAGC 

GACCCCAAGGCTTTGAGTATAAGTCAGGACAGTGGGTGCGGATCGCCTGCCTGGCTCTGGGAACCAATGA 

GTACCACCCCTTCACACTGACTTCTGCACCCCATGAGGACACACTCAGCCTGCACATCCGGGCAGTGGGG 

CCCTGGACCACTCGCCTCAGGGAGACCTACTCACTTCCAAAGGGTGACGGCTGTGCCAGATACCCAAAGC 
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TGTACCTTGATGGACCATTTGGGGAGGGCCATCAGGAATGGCATAAGTTTGAGGTGTCAGTACTGGTGGG 
AGGGGGCATTGGGGTCACCCCCTTTGCCTCTATCCTCAAAGACCTGGTCTTCAAGTCATCCTTGGGCAGC 
CAAATGCTCTGTAAAAAGATCTACTTCATCTGGGTGACACGAACCCAGCGGCAGTTTGAGTGGCTGGCTG 
ACATCATCCGGGAGGTAGAGGAGAATGACCACCAGGACCTGGTGTCCGTGCACATCTATATCACCCAGCT 
GGCTGAGAAGTTTGACCTCAGGACCACCATGCTGTACATCTGTGAGCGGCACTTCCAGAAGGTGCTGAAC 
CGGAGTCTGTTCACGGGCCTGCGCTCCATCACCCACTTTGGCCGACCTCCCTTTGAGCCATTCTTCAAGT 
CCCTGCAGGAGGTCCACCCACAGGTACCGAAGATTGGGGTGTTCAGCTGTGGCCCATCCAGGAATGACCA 
AGAATGTAGAGAAGGCCTGTCAGCTCATCAACAGGCTGGACCAGGCCCACTTCGGTGCACCACTTATGAG 
AACTTCTGAGAACTTCCTGGTTCCTGTTTTCCCTCTGTGGACCAGCCCTACCAGCAGTTTCTTTGTCAGA 
ATCTTTCTCAGGCCTCAGCTGGGAAGCTAGAAGAGCCCCTCCCTCCTGGCCCCATCTGTCCTATGCTCTG 
AGAAGGTGGAGAAGACCCCTCTAGCTAAAGTCACAGCAGGTTATGGCAAACAAAAGTAGGATGGGGACAG 
TCCCTGCCTTGTAACATCTGTAGAGGTGAAGAGATATAATAGTGTCTGCCTCCGATCAGTCCCCATATCT 
CTGCTTTCCTTGCACAAAGTTGATGTATTGCTTTGGTATTGGACTCAGCATTTGAGGGCTAAGTGAGAAT 
CTCCTCAGAGCCTAGCTCAGAAGCCATGATGCTTGGAACCTAGACCGTCAAACTGCCTCTGTTCAGTCTC 
TGAGGTCTTGTCCTTCCAACTCCACCCCTGCCCCCTTCTTATTCTTAAAGGGTCAGGAACACTGAAAAAT 
AACCAGAGAACAAAGATGGCTCCCTAGTCCTGATGTTTCTGCAGTCAACCAGCAATGCCTGATACCATGA 
CCTTTTGATGGATCCTCTCTGAGTCTGTGGGGCAGCCCCTTGGCTCTGAGACTAAGGGAGTCCAGCCTGT 
CTGCCAGACACCCAAAATTCCCTCTCAGTTTCCTACTTCCACAGAAGCCAGGTGACCAGCTGTCCCGGTT 
TGCCCAGGGCACTCCCAGTTCTACCACTAAGAGTCTCTTATCCTAGGAAACATCTGAATCCCAGGCAACT 
CAGACAAAGT TAGT GACC TCACACAGGAGGCAGCCT GGGATGTCATCT CCATACT CAGCTC TT TAAGACA 
CTTTCTTTTCCTTCTGCAACTGACCCTTTCCTAAAAATCTGAGCTTTAATTTTTTTAAATTTAAGTATAA 
TTTGCATGCAGCAAAGTGTGCAAATCGTAAAGTTACATGTCCATGTGTCAACATTACCTAAGTCACGATA 
TAGAGCATTTCCAACAGTCTCCCCCAACCAGTAGAAGCAACCACTGATGTGATTTCTGTCACCCTGGATT 
AGGTTTGGCCATACTGAATGTATTCTTTGGAAACTGGCTTCTTTCACTCAGCACAATATCTTTGTGATTC 
ATCCATGTTGTTGTGTGTATCAGTGGTATATTCATTTTCATTGCCAAATTGTATTCCATTATAGAAATGT 
ACCAAAGTGTTTATCCATTCTTCTGTTGATGGACATTTGGGTTGTTTCTAGTTTTTGGTAATTCTGAATA 
AAGCTTCAATGAACAAAAAAAAAA 

>GBCA0207 |Acc|AF230497 |Ver jAF230497.1 GI : 8163929 | Canis familiaris NADPH thyroid oxidase 
1 (THOX1) mRNA, complete cds. 

GGGGCGCAGAGCTGCGGAGCCAGGCGGCGGGGAGCGGGCGTCGGGGGCCCCGCTGCGAGCCGGGAGGGAG 
ACAAGCCGCACTCCGGGGCCAGGGACGCCGCGGCCGCAGGTTTATCCCCACAGCTTGGCCTGAAAGCTCA 
CTGCATGCTTTTACCAGCTGGGGTCCAGGATCCTGAAGACACAGTGCTGGAAGAGGTAACCAAGGTCCAG 
ACCAGATAAGTGACCTGCCTAAGACCACATTCGTGGACTAGCAGCAGCCCAGTGTCCTGGCCCCTGAGCA 
AGACTCTGTCCAAGGAATATATACTTCTGGAAGCTGGGCCAAAGCAAGGTTTTTCAGAAGGGTCTCCATT 
TTAGGGTGTTCTAACACCTGAGCCCTATTATATTCATCATGGGCTTCTGCCTGGCTCTGACATGGACATT 
CCTGGTTGGGTCATGGACATCCATGGGAGCTCAGAAACCCATTTCCTGGGAGGTGCAGCGATTTGATGGG 
TGGTACAACAACCTCATGGAGCACAAGTGGGGCAGCAAAGGCTCTCGGCTCCAGCGCCTGGTTCCAGCCA 
GCTATGCAGATGGTGTGTACCAGCCCTTGGGAGAACCTCACCTGCCTAACCCCAGAGACCTTAGCAACGC 
TGCCATGAGGGGCCCTGCAGGGCAGGCCTCCCTGCGAAACCGAACAGTGCTAGGAGTCTTCTTTGGCTAC 
CACGTGCTCTCGGACCTGGTGAGCGTGGAGACACCCGGCTGCCCAGCCGAGTTCCTCAACATCCGCATCC 
CGCCCGGGGACCCGGTGTTCGACCCCAACGGGCGCGGGGACGTGGTCCTCCCCTTCCAGAGGAGCCGCTG 
GGACCCCGAGAGCGGACAGAGCCCCAGTAACCCCCGGGACCTGACCAACGCCGTGACGGGCTGGCTGGAC 
GGCAGCGCCATCTACGGCTCCTCGCACTCCTGGAGCGACGCGCTGCGGAGCTTCTCCGGGGGGCAGCTGG 
CGTCGGGGCCCGACCCCGCCTTCCCCCGGAACGCGCAACCGCCCCTGCTCATGTGGAGCGCGCCCGACCC 
CGCCAGCGGCCAGCGCGGGCCCGGGGGCCTGTACGCCTTCGGGGCGGAGCGAGGGAACCGCGACCCCTTG 
CTGCAGGCGCTGGGCCTGCTGTGGTTCCGCTACCACAACCTGTGCGCGCAGCGGCTGGCCCGCCAGCACC 
CGCACTGGGGGGACGAGGAGCTGTTCCAGCACGCGCGCAAGAGGGTCATTGCCACCTACCAGAACATTGC 
TCTCTATGAGTGGCTGCCCAGCTTCCTGCAGCAAGCACCAGTGAAGTATGCAGGATATAACCCTTTCCTG 
GACCCCAGCATCTCCCCAGAGTTCCTGGTGGCCTCTGAGCAGTTCTTCTCCACCATGGTGCCTCCTGGCA 
TTTACATGAGAAATGCCAGTTGTCACTTCCAAGAGGTCATCAATAGGAACTCAAGTATCTCCAGAGCTCT 
CCGGGTCTGCAATAGCTACTGGAGTCGAAAGCATCCAAACCTACGAAGAGCTGAAGATGTGGACGCGCTA 
CTGCTAGGCATGGCCTCCCAGATCGCTGAGCGAGAGGACCATGTGGTGGTTGAGGATGTGCTAGATTTCT 
GGCCTGGGTCCCTGAAGTTTTCCCGTACAGACCACGTGGCTGGCTGTCTACAGAGGGGCCGCGATCTGGG 
CCTGCCCTCTTATACCAAGGCCAGGGCAGCACTGGGTCTGCCTCCCATTACCAGATGGCAGGACATCAAC 
CCTGCACTCTCCCAGAACAACCACACCGTGCTGGAGGCCACAGCTGCCCTGTACAACCAGGACCTATCCC 
AGCTAGAGCTGCTCCCCGGGGGGCTCCTGGAGAGCCATGGGGACCCCGGACCCCTCTTCAGTGCCATCGT 
CCTCAACCAGTTTGTGAGGCTGCGGGATGGCGACCGCTACTGGTTTGAGAATACCAGGAATGGGCTGTTC 
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TCTGAGGAAGAAATCGCAGAGATCAGAAATACTTCCCTACGGGATGTTCTAGTGGCTGTCACCAACATGA 
ACCCTAGTACCCTGCAGCCCAATGTCTTCTTCTGGCATATGGGAGACCCCTGCCCACAGCCAAGACAGCT 
CAGCACTCAGGGCTTGCCAGCCTGTGCTCCCTCCACCATGCAGGACTATTTTGAAGGCAGTGGATTTGGC 
TTTGGAGTCACCATTGGGACTCTCTGCTGCTTCCCCCTCGTGAGCCTGCTTAGTGCCTGGATTGTTGCCC 
GGCTCCGAAAGAAAAATTTCAAGAAGCTCCAGGGCCAGGACCGCAAAAGCGTCATGTCTGAGAAGCTCGT 
TGGGGGCATGGAAGCATTGGAATGGCAGGGCCACAAGGAGCCTTGTCGGCCTGTGCTCGTGCACCTGCAG 
CCTGGGCAGATCTGTGTGGTGGATGGCAGGCTGTCTGTGCTCCGCACCATCCAGCTACGGCCCCCCCAGC 
AGGTCAACCTCATCCTATCTGGCAACCGCGGACGCCGGGCCCTGCTGCTCAAGATCCCCAAGGAGTATGA 
CCTGGTGCTGCTGTTTAACCTGGAGGAAGAGCGGCAGGTGCTGGTGGAAAACCTTCGGGGGGCCCTGAAG 
GAGAGCGGACTGAAGTTCCAGGAGTGGGAGCTGCGGGAGCAGGAACTGATGAGGACAGCTGTGACACGAC 
AGCAGAGGAGCCATCTCCTGGAGACCTTTTTCAGGCACCTTTTCTCCCAGGTGCTGGACATCGACCAGGC 
AGATGCAGGGACCCTGCCTCTGGACTCATCCCAGAAGGTACAGGAGGCCCTGACTTGCGAGCTGAGCAGA 
GCTGAGTTTGCCGAGTCCCTGGGCCTTAAGCCCCAGGACATGTTTGTGGAGTCCATGTTCTCTCTGGCTG 
ACAAAGATGGCAATGGCTACCTGTCCTTCCGGGAGTTTCTGGACATCCTGGTGGTCTTCATGAAAGGTTC 
TCCTGAGGAGAAGTCTCGCCTTATGTTCCGCATGTATGACTTTGATGGGAATGGTCTCATTTCCAAGGAT 
GAGTTCATCAGGATGCTGAGGTCCTTCATCGAGATCTCCAACAACTGTCTGTCCAAGGCTCAGCTGACTG 
AGGTGGTAGAGTCCATGTTCCGGGAGTCAGGCTTCCAGGACAAGGAGGAACTGACGTGGGAGGACTTCCA 
CTTCATGCTGCGGGATCATGACAGTGAGCTCCGATTCACGCAGCTCTGCGTCAGAGGGGTGGAAGTACCT 
GAAGTCATCAAAGACCTATGCCGGCGAGCCTCCTACATTAGCCAGGAAAAGATCTGTCCCTCCCCCAGAG 
TGAGTGCTCGCTGTCCCCACAGCAACACTGAGGTGGAGTGGACACCACAGAGACTGCAGTGCCCCGTGGA 
CACAGACCCTCCCCAGGAGATTCGTCGGAGGTTTGGCAAGAAGGTAACATCATTCCAGCCCCTGCTGTTC 
ACGGAGGCTCAACGGGAGAAGTTCCAACGCAGCCGCCGCCACCAGACCTTGCAGCAGTTCAAGCGCTTCA 
TCGAGAACTACCGACGCCACATTGGCTGTGTGGCTGTGTTCTATGCCATCACTGGGGGCCTTTTCCTGGA 
GCGGGCCTACTACTATGCCTTTGGGGCTCACCACATGGGCATCACGGACACCACCCGTGTGGGCATCATC 
CTGTCCCGGGGCACAGCCGCCAGCATCTCCTTCATGTTCTCCTACATCCTGCTCACCATGTGCCGCAACC 
TCATCACCTTCCTGCGAGAGACCTTCCTCAACCGCTATGTGCCCTTCGACGCCGCTGTGGACTTCCATCG 
GCTCATTGCCTCCACTGCCATCGTCCTCACAGTCTTACACAGTGCGGGCCACGTGGTGAATGTGTACCTG 
TTCTCCATCAGCCCACTCAGCGTCCTCTCCTGCCTCTTCCCTGGACTTTTCCACAATGATGGATCTGAGT 
TTCCCCAGAAATATTATTGGTGGTTCTTTCAGACTGTGCCAGGCCTCACGGGGGTCATGCTGCTCCTGGT 
CCTGGCCATCATGTATGTCTTCGCCTCCCACCACTTCCGTCGCCACAGCTTCCGGGGCTTCTGGCTGACC 
CACCACCTCTACATCCTGCTCTACGTGCTGCTCATCATCCATGGCAGCTTTGGCCTCATCCAGCTGCCCC 
GTTTCCACATCTTCTTCCTGGTCCCGGCACTAATCTATGTGGGGGACAAGCTGGTGAGCCTGAGCCGGAA 
GAAGGTGGAGATCAGCGTGGTGAAGGCAGAGTTGCTGCCCTCAGGCGTGACCCACCTGCAGTTCCAGCGG 
CCCCAAGGCTTTGAATATAAGTCGGGACAGTGGGTGCAGATTGCCTGCCTGGCTCTGGGCACCACTGAGT 
ACCACCCCTTCACACTGACTTCTGCACCCCATGAGGACACACTCAGCCTGCACATCCGGGCAGCAGGGCC 
TTGGACCACTCGTCTCAGGGAGATCTACTCACCTCCAACAGGAGATGGCTGTGCCAAATACCCAAAGCTG 
TACCTTGATGGACCATTTGGAGAGGGTCACCAGGAGTGGCATAAGTTTGAGGTATCAGTGCTGGTGGGAG 
GGGGCATTGGGGTCACCCCCTTTGCCTCCATCCTCAAAGACCTGGTCTTCAAGTCATCAGTCAGCTGCCA 
AGTGTTCTGTAAGAAGATCTACTTCATCTGGGTGACACGAACCCAGCGGCAGTTTGAGTGGCTGGGTGAC 
ATCATCCGGGAGGTAGAGGAGAATGACTGTCAGGACCTGGTGTCTGTGCACATCTACATCACCCAGCTGG 
CTGAGAAGTTTGACCTCAGGACCACCATGTTGTACATTTGTGAGCGGCACTTCCAGAAGGTGCTGAACCG 
GAGCCTGTTCACGGGCCTACGCTCCATCACCCACTTCGGCCGCCCTCCCTTCGAGCCATTCTTCAAGTCC 
CTGCAGGAGGTCCACCCACAGGTCCGGAAGATTGGGGTGTTTAGCTGTGGCCCCCCTGGCATGACCAAGA 
ATGTGGAAAAGGCCTGTCAGCTCATCAATAGGCAGGACCGGACTCACTTCTCCCACCATTATGAGAACTT 
CTAGGCCTCCTGTCCAAGGGCTCTTCCCACTGTCCCACTGAGCAGGTCTGGACCCGCACCTTACTCTGTA 
CTTCCTGTTTCTGGCTTCCTCAGCCTTCTCCCCATTCCTAGCTCCCAACTTTGGTCCGAGTGACCATGGT 
CAGTCACCCCATATGGGTTCAGAGACCCCCAAGTTCAGACTGTCTCAGCCTGGAGAAATGGGAGGCACTG 
T CTGGGAAATAGCAGGTAGGAGAGCTAT TATTACTT TGGGGCAAAGGGACACCT CT TCTTCCAAACT AAG 
AAAAACCCTCAAAAGACTGGAGCTGACATGTGTCAGCTGTGTGCATGTGTACAGGGGACTGTGAGCCTAA 
GGGTGAAGTGGGAGCACAGATGCTGGCATTTTGGAACCTCTCCCCCCAAGCCTCCCCCTTCTCTAGGCTC 
CCCACTGTCAAAAGGGCTGGCAAATGCCTTGGGCGGGGCAGAGGCTAGACCTGCAGAGAGAAATTTACAG 
GAACCCCTTCAGCCTCCTAGTCTAACAGCACAATTGATCTCCTCTCCCGGGTTCTTAAACGTGTACTGTA 
GTCAGAATCTGGCCTGATATCTCTTTGTAGTGCTCTCAGGCCTTCTCTCCCTACTGCAGTAGTCTCCTTT 
ATAAATAAACCACTTTTCTGCCAAAAAAAAAAA 

>GBCA0208 |Acc|AF133835|Ver|AF133835.1 GI : 6381992 | Canis familiaris growth hormone 
receptor precursor (GHR) mRNA, complete cds. 

GTCCTACAGGTATGGATCTCTGGCAGCTGCTGTTGACCTTGGCAGTGGCAGGCTCAGGCAGTGCTTTTTC 
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TGGGAGTGAAGCCACACCAACTATCCTTGGCAGCGCATCCCAGAGTCTACAAAGAGTTAATCCAGGCCTA 
GGGACAAATTCTTCTGAGAAGCCTAAGTTCACCAAGTGCCGTTCACCTGAACTAGAGACTTTTTCATGCC 
ACTGGACAGATGGGGTTCGTCATGGTCTAAAGAACGCAGGATCCGTACAGCTGTTCTATATTAGAAGGAG 
CACGCAAGAATGGACTCAAGAGTGGAAAGAATGCCCCGATTATGTCTCTGCCGGAGAAAACAGCTGTTAC 
TTTAATTCATCTTATACCTCCATTTGGATACCCTACTGTATCAAGCTAACCAGCAATGGTGGTACGGTGG 
ATCAAAAGTGTTTCTCTGTTGAGGAAATAGTGCAACCAGACCCACCCATCGGCCTCAACTGGACTTTACT 
GAACATCAGTTTAACGGGAATCCATGCAGATATCCAAGTGAGATGGGAACCACCACCCAATGCGGATGTT 
CAGAAGGGATGGATAGT CCTCAAGT ATGAACTACAATACAAAGAAGT GAATGAGT CCCAGT GGAAAAT GA 
TGGACCCTGTATCGGCAACATCAGTTCCAGTTTACTCGTTGAGACTGGATAAAGAATATGAAGTGCGTGT 
GAGATCTAGACAACGAAACTCTGAAAAATATGGCGAGTTCAGTGAGGCGCTCTATGTAACACTTCCTCAA 
ATGAGTCCATTTGCATGTGAAGAAGACTTCCAGTTTCCATGGTTCTTAATTATTATCTTTGGAATATTTG 
GGCTAACGAT GAT AT TATT TT TAT TCATAT T T TC TAAACAACAAAGGAT TAAGATGCTGAT TCT T CCCCC 
GGTTCCAGT TCCAAAGAT TAAAGGAAT T GAT C CAGAT CT CC T CAAGG AAGGAAAAT TAGAAGAGGTGAAT 
ACAATCTTAGCCATTCATGACAACTATAAACCTGAATTCTACAACGATGACTCTTGGGTTGAATTCATTG 
AGCTGGATATTGATGACCTAGATGAAAAGACCGAAGGATCAGACACAGACAGACTTCTAAGCAACGACCA 
TGAGAAATCACTTAACATCCTTGGGGCAAAGGATGATGACTCTGGACGTACCAGCTGTTATGAACCTGAC 
ATTCTGGAGACTGATTTTAATGCCAGTGATGTGTGTGATGGTACTTCAGAGGTTGCTCAGCCACAGAGGT 
TAAAAGGGGAAGTAGATCTCTTGTGCCTTGACCAGAAGAATCAAAATAACTCACCTTCTACTGATACTAC 
CCCTACCACTCAGCAGCCCAGCATTATCCTGGCGAAGGAAAACAAACCAAGACCACTTCTAATTAGTGGA 
ACTGAGTCAACTCAGCAAGCTGCCCATACTCAGCTAAGTAACCCGAGTTCACTGGCAAACATTGACTTTT 
ATGCCCAGGTAAGCGACATTACTCTAGCGGGGAGTGTAGTCCTTTCCCCAGGCCAAAAGAATAAGGCAGG 
GATATCTCCATGTGACATGCCTCCAGAAGTGGCCTCACTCTGCCAAGCTAACTTCATCATGGACAATGCC 
TACTTCTGTGAGGCAGATGCCAAAAAGTGCATCACTGTGGCCCCTCACGTCGAGGCTGAATGACGTGTAG 
AGCCAAGCTTTAACCAGGAAGACATTTACATCACCACAGAAAGCCTTACCACTACCGCTGGCCAGTCTGG 
GACAACTGAGAGGGCTGTGAGTTCTGAGATGCCTGTCCCAGACTATACCTCCATTCACATCATCCAGTCT 
CCGCGGGGCCTTGTGCTCAATGCAACTGCCTTGCCCTTGCCTGACAAAGAGTTTCTCTCATCATGTGGCT 
ACGTGAGCACAGACCAACTGAACAAAATCATGCCGTAGCCTTTCTTTGGTTTCCCA 

>GBCA0209 |Acc|AB032025|Ver|AB032025.1 GI : 5822851 j Canis familiaris mRNA for ubiquitin, 
partial cds. 

ATGCAGATTTTTGTAAAGACCCTGACGGGCAAAACTATCACCCTTGAGGTCGAGCCCAGTGACACCATTG 
AAAATGTCAAAGCCAAAATCCAAGACAAGGAGGGCATCCCGCCTGACCAGCAGCGTCTGATTTTTGCGGG 
CAAACAGCTAGAAGAT GGCCGAACTC TGT CAGAC TACAATAT CCAGAAAGAGT C CACC T TGCAC TTGGT G 
CTTCGCCTGCGAGGTGGCATCATTGAGCCTTCACTCCGCCAGCTGGCCCAGAAATACAACTGCGACAAGA 
TGATCTGCCGCAAGTGTTATGCTCGCCTGCACCCCCGTGCTGTCAACTGCCGCAAGAAGAAGTGCGGCCA 
CACCAACAACCTGCGCCCCAAAAAGAAGGTCAAATAAGGCCCCTCCACCAGCTCTTCCTTTGCCCGCAGG 
GCGGCAAACCTGCCCGAGCCTCAATAGGTCCTGGGGCCTCAATAAAGTTTCCCTTTCATTGACTGGACTA 
GTCTCGAGTTTTTTTTTTTTTTTT 

>GBCA0210 | Acc|AF162445 j Ver | AF162445 . 2 GI : 9058 658 | Canis familiaris skeletal muscle 
chloride channel C1C-1 (CLCN1) mRNA, complete cds. 

GGCCTTGGGGACAGGCAAGAGGACAGGCTTAAGGAGCTGTATTGGGGGGTGGACAGGGGCAAGCAGGCCG 
AGGCCTGGCCCAGGGAGGGAACATGCAGCCATCCCAGTCCCTGCGGCGTGGGGGCGAGCAGAGCTGGTGG 
GGTAGTGCTCCCCAGTACCAGTACATGCCTTTTGAACACTGCACCAGCTACGGACTGCCCTCCGAGAATG 
GAGCCCTTCAACACAGGCTCCACAGGGATGCAGGCCTCCGCGCCAACACCCGCCCCACACAGATCTATGG 
CCATTACAAACAGCAATTCTCAGACAAGGAGCAGGACACAGGGATGTCCAAGAAGATGGGCTCCAGTGAA 
AGCATGGACAGCAAGGATGAGGATCACTATTCTAAATGTCAAGGCTGTGTCqGCCGCCTGGGACACGTGG 
TGAGAAGAAAGTTAGGAGAAGACTGGATCTTTCTGGTGCTCCTGGGACTGCTTATGGCCCTGGTTAGCTG 
GAGCATGGATTATGTCAGTGCCAAAAGCCTTCAGGCCTACAAGTGGAGCTACTACCAGATQCAGCCCAAC 
CTGCCTCTGCAGTACCTGGTCTGGGTCACCTTCCCGCTAACTCTCATCCTCTTCAGCGCCGTCTTTTGCC 
.ACCTCATCTCTCCCCAGGCTGTTGGCTCTGGGATCCCTGAAATGAAGACAATACTCCGTGGAGTCATCCT 
GAAGGAATATCTCACCCTCAAGGCCTTTGTGGCCAAGGTTGTGGCCCTGACTGCGGGGCTGGGCAGTGGC 
ATTCCTGTGGGGAAGGAGGGCCCTTTCGTCCACATTGCCAGCATCTGTGCTGCGGTCCTCAGCAAGTTTA 
TGTCCATGTTCTGTGGGGTCTATGAGCAGCCATACTATTACACTGACATGCTGACGGTGGGCTGTGCTGT 
AGGAGTTGGCTGTTGTTTTGGGACGCCACTTGGAGGAGTGTTGTTCAGCATCGAGGTCACCTCTACATAC 
TTTGCTGTGCGGAACTACTGGCGAGGATTCTTTGCAGCCACGTTCAGTGCCTTTGTTTTCCGCGTGCTGG 
CCGTGTGGAACAAGGACGCTGTCACCATCACTGCTCTCTTCAGAACCAATTTCCGAATGGATTTCCCCTT 
TGACCTGCAGGAACTCCCAGCCTTCGCCATCATCGGGATTTGCTGTGGCTTCCTGGGAGCCGTGTTTGTG 
TACCTGCATCGCCAAGTCATGCTCGGTGTCCGAAAGCACAAGGCCCTCAGCCAATTTCTGGCGAAGCACC 
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GCCTGCTGTATCCTGGAATAGTTACCTTCATCATTGCCTCATTCACCTTTCCGCCAGGAATAGGCCAATT 
CATGGCTGGAGAGTTGATGCCTCGTGAAGCCATCAGCACCCTATTCGACAATAACACATGGGTAAAGCAT 
GTGGGTGACCCTGAAAGCCTGGGCCGGTCAGCTGTGTGGATCCACCCACGGGTCAACGTGATCATCATCA 
TCTTCCTCTTCTTTATCATGAAGTTCTGGATGTCCATCGTGGCCACCACTATGCCTATACCCTGCGGAGG 
CTTCATGCCTGTGTTTGTGCTAGGAGCTGCATTTGGGAGGCTGGTAGGAGAGATCATGGCCATGCTATTC 
CCTGATGGTATCCTATTTGATGACATCATCTACAAGATCCTACCTGGAGGCTATGCGGTAATTGGGGCAG 
CAGCGCTGACCGGTGCAGTATCCCACACAGTCTCCACAGCTGTGATTTGCTTCGAATTAACGGGTCAGAT 
TGCCCACATCCTGCCCATGATGGTGGCTGTCATCTTGGCCAACATGGTGGCTCAGAGCCTGCAGCCCTCC 
CTCTATGACAGCATCATCCAGGTCAAGAAGCTACCCTACTTGCCTGACCTTGGTTGGAACCAGCTCAGCA 
AATTTACCATATTTGTTGAGGACATCATGGTTCGTGATGTGAAGTTTGTTTCAGCTACTTGCACATACGG 
GGAATTGCGAACCCTGCTCCAGACCACCACAGTCAAGACTTTACCACTGGTTGATTCTAAAGATTCTATG 
ATCCTGCTGGGCTCCGTGGAGCGCTCAGAGCTACAGTCCCTCCTGCAGCGCCACTTGGGCCCTGAGCGGA 
GGCTGCGGGTGGCCCAGGACATGGCCAGGAAGTTGTCTGAGCTGCCCTACGATGGGAAGGGAGACCAAGG 
CATCTCACCCGAGGGCCGAAGGGAGTCCTTTGCCTTTGTGGATGAGGATGAAGATGAGGACCTCTCTGGG 
AAGCCCGAGCTGCCTCCTCTTCCTCCTCCTCACCCCTTACCATCTGCCCCATTGTCCTCTGAAGAGTCCA 
ATGGGCCCCTGCCCAGCCACAAACAGCAGCCAGAAGCACCGGAGCCTGCAGATCA2\AGACCCTCTGTCTT 
TCGGTCCCTGCTGCGCTGCTTACTTGGCAGACCTCGCCCCACGAAGAAGAAAACAACCCAGGAGTCAATG 
GATTTAGTGGACAACATGTCACCTGAAGAGATCGAGGCCTGGGAACAGGAGCAGCTGAGCCAGCCTGTCT 
GTTTTGACTACTGCTGCATCGACCAATCCCCCTTCCAGCTGGTGGAGCAGACGTCCCTGCACAAGACCCA 
CACGCTCTTCTCGCTCCTTGGCCTCCACCTTGCCTATGTGACGAGCATGGGGAAGCTCAGGGGCGTGCTG 
GCATTGGAGGAGCTGCAGAAGGCCATCGAGGGGCACACCAAGTCTGGGGTGCAGCTCCGCCCTCCCCTGG 
CCAGCTTCCGGAGCACGACTTCCACTCGGAAGAATCCGGGAGGCCCACCCCCTCCCACCGAGGCCTGGAG 
TCTGCCTGAGGATGGAACTGGGGCTCCTGCCTCCCCAGAGCCCCCCGCACCCTCCCCCTCCCCAGCTCCC 
TTGCTCTCTGAGGCTCCAGCCAAAGTGGAGGGTGAGCTGGAGGAGCTGGAGCTGGGAGAGAGTCCAGGGC 
TGGAGGAGGAGCTCGCTGACATCCTGCAGGGCCCAAGTCTGCGATCCACGGATGAGGAGGACGAGGACGA 
GCTGATTCTTTGACGGCCTCCAGGATCTCCTCTTAAAGACCGTTCCGGGGCCCAGGCCAGAGGCTGGACT 
TGTGTGTCAGGGGTATGTCCTGAAGTTGGAGACCTCACACCATCGCCCTGGCCCCTTCTGGGAATCTTAA 
AATGTGATAGTGATAGTCTGCTATTTAGGCCCTGTGCCCCCCATCTGGACAGGCAGGAGGTTCTGGCCCC 
AGTGAAGGACCTGATACTCCACAGGGCTTCCCGAGTCCCCCTGGTCTGTGAGTGGGAGACACCCTGCCTC 
TGCCGGCCTCGGCCTCCCCTCAGCCCCCACAGTCCCTTGGTCTTCTTGTTCCGGCACCTTCCTAGCACCT 
TCCTGGCTTTGCCCCGTGTCCGCCAGTCTCCACGGGGGGAGGCCCACAGTGACTGTGGCCTGGGGGGAGA 
TGGGAGAAACTCATGGCCTCGTGGGCTGATGGCCCGGGATACACTCAGGAATAATCCACACGCCACTCTC 
AGAGCCCCCAACCTCGTTCTCCCACTTACAGCCGCTCCCTGATATTTGCCTCCTCCTCCTCCATCCTGGC 
TCCCACTACCTGCCGCCAGGCAAGGGCCAGTCCCCTAGCTCCCCTGGCCGGGATATAGGCAGCCCGCAAG 
AGAAAAGGTCTCTGTGCAGGAAGCAGGTGTCTTGCTGCCCAGCGTTCATGCCTCCTTCAGGCACAAATCC 
GCCCCATCTCACACCAGGCATGGCTTCCTCGCCCTCCAGGTCCCAGGGCACTCCTGGGAACTAACCCTCA 
CCTCCCCACGGTCCTCCCTGATCTATCCTGCCCAAGGGTCAGGTGTGCCCTCCAGCTGCTGGGGCCAGGG 
CTTCTCCCACCAAGACCGAGGCTCAGGGCAGCCAGGCCACTGGGTCTCTCAGCCACCAGCCCTACTGAGA 
. CTAGTTCTTTGTGTTCGTCTTCTAGAGGTGGACAGATGGGGGTTCAAAGTCAACATGGCAGGCCCCTTTG 
ATGCTTCCCATGCTCGGAAGTCAGAGGCCCTCCTCCCCAAATCAGCGACAGGATGCCTGCCGCTGGCCTG 
CCTTTCCTATGAGGTGGTCCCAGGTGCTCTGAGCCCCCAGAAGCCCTCATTTCCACACCCACGGCTCCCC 
TGCTCCGTCCTTTTGTGCTCCGTCCAGTTGTGTAGTTTTACCCCCTGTCTGACATCCTCCTGCCTCCCCT 
CCCCTATGCCCAGGCTCCATCATCCCCCAAATAAGACACTCATAGTCAGAGGTGCCACCACATTCTGTTT 
AGTACCATTGAACACAGCCTGTCGCCCTCCAACATGACATCCCTTCCACCTCCCCAGGCCGAGAGAGAGA 
GGGTGCAGCCTGGAGAGGGGGACTGGCAGTGGGCATTTGAGCCCATGTCCATGTGTATATAATCTATAAT 
ATTTATATATATATATTTATATATAATTCTCTCTGTAATATATGTCATAGAATCTCTCTTGGGCCTGGGG 
TGGGAATGTCGCATTAAGAAAACATGCTAAGACTGGCCATAAAAATGGATATTTCCCAGACCTGGAAGAC 
AGAGTATGGGACGTGGAGGTGAGGGCAAAGAGAAGGTCATACGCTCATTCACCAAGAGCCCCTCCCAAGC 
ACAAGGGTAAGAAGGGAGGCGTAGGGGGAGGAGGGCCAGTGGAAGGGGAGGAATGGGAAATTTGGATTTT 
TCTTTAATAAAGTGATTTGA&AACGAG 

>GBCA0211 lAcc|AF135967 1 Ver IAF135967 .1 GI : 759523 6 ) Canis familiaris caspase-l-like protein 
mRNA, complete cds . 

ATGGCCGACAAGGTCCTGAAGGACAAGAGAAGGCTGTTTGTCCGGTCAGTAGACATGGGGACCATCAATG 
GTTTGCTGGATGAACTCTTTGAGAAAAGAGTGCTGAACCACGAGGAGATGGAGCGAGTGCGGTGTGCACA 
CTCTACAGTTATGGATCAGGCCCGAGTTCTGATTGACTCCGTCCTTCGG2^AAGGGCCAAATGCATGCCAG 
ATTTTTATTTCTAATATTTGCAATGAGGACATTCACCTGGCACAGACGCTGGGGCTCTCCTCAGGTTCAC 
CATCTGGAAATGATCATACCAAACTAGACTCTCAAGTAGAAGTTCCTTCTTTACCAGCCTTCGTGGAAAA 
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CATGCCTGGGCCAACCATTCCTGACTCAGAAGAATCTACAGATACTCTCAAGCTTTGTCCTCCTGAAACA 
T T T G T G AAAAT G T AT AAAG AG AAGG C T G AAG AG AT C T ACC C AAT AAAG GAG AG AAAG GAT C G T AC T C GT C 
TGGCTCTCATCATATGCAATATAGAGTTTGATCATCTTTCTACCAGGGATGGAGCTGAACTTGACATTGC 
AGGAATGGAGAGTCTGCTGGAGGGCCTGGGCTACAGTGTAGTTGTGAAACGGAAACTCACTGCTAAGGGT 
ATGGAATCAGTGCTACGGGAATTTGCTGCCCGCCCAGAGCATAAGTCCTCAGACAGCACATTCTTGGTGT 
TAATGTCTCACGGCATCCTGAATGGAATCTGTGGGACCGCACACAGCGTGGAAAATCCAGATGTACTAGC 
TTATGACACCATCTTCCAGATTTTCAACAACCGTCACTGCCTCAA.CGTCAAGGACAAACCGAAGGTCATC 
ATCATCCAGGCCTGCAGAGGTGAAAATCCTGGGGAACTGTGGGTCAGCGACTCTCCAAAAGCCTCGACAG 
ACAGCTGGACACATCAACCTCTGATGCTCCAGAGTGATGCCATTCACAAGGTCCACGTGGAGAAGGACTT 
CATTGCTTTCTGCTCCTCAACCCCACATAATGTGTCCTGGAGACATATCACGAAGGGATCTCTTTTCATT 
GCACAACTCATCACATGCTTCCAAAAATATTCCTGGTGCTGTCACCTAGAAGGAGTATTCCGGAAGGTAC 
AACAAT CAT T T GAAAAACCAGATGT GAAAGCCC AGATGCCGACCATT GAACGAGTAT CCAT GACAAGATA 
TTTCTATCTCTTCCCAGGACATTAA 

>GBCA0212 |Acc|AJ401272 1 Ver IAJ4 01272.1 GI : 8 97 974 2 | Canis familiaris mRNA for Band4 . 1-likeS 
protein (be37 gene) . 

CGCCGGGTGGGCGTGCGCCTCAGGCCGCCATTTCTCGGCGTCCGCCGAGGAGCCGCCCCCTCCCCGGGCT 

CGCCCGCGACCCGAGCGCCCGCGCCGCCGGCTCTCCGCGCTTCGGTCGCCAGCCCAGTGAGAAAAATGCT 

GAGCTTCTTCCGTAGAACACTTGGGCGTCGGTCAATGCGTAAACATGCTGAGAAGGAACGACTCCGAGAA 

GCTCAACGAGCTGCCACACACATTCCTGCAGCTGGAGACTCTAAGTCTATCATCACATGTCGGGTTTCTC 

TTTTGGATGGTACTGATGTTAGTGTGGACTTGCCGAAAAAAGCCAAAGGACAAGAGCTCTTTGATCAGAT 

AATGTACCACTTGGACCTTATTGAAAGTGACTATTTTGGATTGAGATTTATGGATTCTGCACAAGTAGCA 

CACTGGTTAGATGGTACAAAGAGCATCAAAAAGCAAGTAAAAATTGGTTCACCCTATTGTCTGCATCTTC 

GAGTTAAATTTTATTCTTCAGAACCAAATAATCTTCGGGAAGAGCTAACCCGGTATTTATTTGTTCTTCA 

GTTAAAACAAGATATTCTCAGTGGAAAATTAGAGTGTCCCTTTGATACAGCAGTTCAGTTGGCAGCTTAT 

AATCTGCAAGCTGAACTTGGTGACTATGATCTTGCTGAGCATAGTCCTGAACTTGTATCTGAGTTCAGGT 

TCGTGCCCATTCAGACTGAAGAGATGGAGCTGGCTATTTTTGAGAAATGGAAGGAGTACAGAGGTCAAAC 

ACCAGCACAAGCTGAAACCAATTACCTGAATAAAGCCAAATGGTTAGAAATGTATGGGGTTGATATGCAT 

GTAGTCAAGGCTAGAGATGGGAATGACTATAGCTTGGGACTAACTCCGACAGGAGTCCTTGTTTTTGAAG 

GAGAGACCAAAAT T GGCT TATT T T T TT GGCCCAAGAT AACCAGAT T GGAT T T TAAGAAGAATAAAT TAAC 

TCTGGTGGTTGTAGAAGATGATGTTCAGGGAAAAGAGCAGGAGCATACATTTGTCTTTAGACTGGATCAC 

CCAAAAGCATGCAAACATTTATGGAAATGTGCTGTGGAACATCATGCATTCTTTCGCCTTCGAGGTCCGG 

TCCAAZ^GAGTTCTCATCGATCAGGATTTATTCGACTAGGATCACGATTTAGATATAGTGGGAAAACTGA 

GTATCAGACCACAAAAACCAATAAAGCAAGAAGATCAACATCCTTCGAAAGAAGACCCAGCAAACGATAC 

T C T C GAAGAAC T C T AC AAAT GAAAG C AAG T AC AGC AAAAC C T G AAG AAC T C AGT G T T C AC AAT AAT GT T T 

CAACTCAGAGTAATGGATCCCAACAGGCTTGGAGTGTGAGATCAACTCTGCCTGTGATTCCTTCTGTTCC 

CTCTGGTCCTGTGCTGGCAGAGATAGAGAATCTTCCAAGGAATCCTGGATCAAACCAGTATGACAGGAAA 

TGGGTCTCTGCTGCCAGTGACTGCTGTCAACGTGGTGGAAACCAGTGGAACACAAGGGCCTTGTCCCCAC 

CCCAGCCTGCACATAGAAACTACACTGACTTTGTCCATGAGCACAATGTGAAGAATACAGGAGTCCATCA 

TGATGTTCATTTTCCCGGCCATGCAGCCATGACTGAGATATGAGTGTTAAGCCCATTAGACACTGGGACT 

CTTTGTCATGCAAGTTGATGGTATACATTTTCTATACATAGAGGATTGATCACATTAGGAGAATTTGGGA 

GAAATTACTTTATATTGAGTCACTAGTTGCATAGTATTGTTTGTAATTCTGTGAAAGGGAAAAGAATGTG 

AAGAAAGCTGTATGCCATCAATGATAATCACACATGCTTTTGTATTGAAAGGGTATGTATATATCATTGT 

GATTTTGGAAAGGTTTTTCATGATTTTAACATGGTAATACATCACTCAGAAGATGTCTCAGGAGAAGGTT 

TGTGTTTGTGTAAAAGCTATCTGTTATCCTCCCACACCATGCCATCCAAATAGATTGAGGTTAAAAGAAT 

CAGATACACT AAT CAC ACACTGAGAAGGAAGC ATATCCAGGCACAATGTAT CAACCT T TGGT GAT AC T T T 

GATAAAACTGCTTTTCTATGCATTTTTAATACTTCTACAATGACCCCATGCCTTAATTTCAGTTAAGTGC 

CTAAGATTCTATAATTGTAATTAATGTAATTTTTAGTTAAAAGCACTATTACTTTTTGACAAACCAGCAT 

TTTAT T T TACCAAAAGATCTAG 

>GBCA0213 I Acc | AF14 8801 | Ver | AF14 8 801. 1 GI : 8131935 | Canis familiaris retinitis .pigmentosa 

GTP-ase regulator RPGR (RPGR) mRNA, alternative splice variant, complete cds . 

GCCCTTCGAATTATCACCCCCACCGAATAGCCCCTGGCACCTTCCCGGTTCAGGCGCAGGCTCCCCGCAC 

CGCCCTCGGCATGGGGGAACCCGAGGAGGTGATGCCCGGTTCAGGTGCTGTGTTTACATTTGGGAAAACT 

CAATTTGCTGAAAATATTCCCAGCAAATTTTGGTTTAGAAATGATGTACCTACATTTCTTTCATGTGGAG 

ATGAGCATACTGCTGTTGTTACAGGAAATAATAAACTTTACATGTTTGGCAGTAACAACTGGGGCCAGTT 

GGGATTAGGATCAAAATCAACTGTTAGCAAGCCAACGTGTGTCAAAGCTTTAAAACCTGAAAAAGTGAAA 

TTTGCGGCCTGTGGAAGGAACCACACCCTAGTTTCA&CAGAA.GGAGGCAAAGTATATGCAGCTGGAGGAA 

ATAATGAAGGACAGC TGGGACTT GGTGAC ACT GAAGAGAGAAGCACTTTT CAT CTAAT TAGT T T T T TTAC 
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TTCCCAGCGTAAGATTAAGCAGCTTTCTGCTGGATCTAATACTTCAGCTGCACTAACTGAGGATGGAGAG 

CTTTTCATGTGGGGTGATAATTCTGAAGGGCAAATTGGTTTAGAAAATGTAACCAATGTGTGTGTCCCTC 

AACAAGTGACTGTTGGAAAACCTATCTCCTGGATCTCTTGTGGATATTACCATTCAGCTTTTGTAACAAC 

AGAGGGACAACTGTACACATTTGGAGAACCGGAGTGTGGAAAGTTAGGTCTTCCCAATCAGCTGCTGGTC 

AACCACAGAATGCCCCAGCCGGTACCTGGAATTCCCGGGAAGGTGGTCCAAGTAGCTTGTGGTGGAGGGC 

ACACAGTGGTTCTTACAGAGAAAGCCGTGTATACCTTTGGGCTGGGACAGTTTGGTCAGCTGGGTCTTGG 

CAC TTT TC T TT T TGAAACC TCAGTGCCCAAAGCCAT TGAGCATAT TAAGGAT CAGAAAAT AAGTT T TAT T 

GCCTGTGGAGAAAATCACACAGCTCTGATAACAGATATGGGTCTCATGTATACTTTTGGAGATGGTCGAC 

ATGGAAAATTAGGACTTGGACTGGAGAATTCTACCAATCAGTTCATTCCCACTCTGTGCTCTAATTTTTT 

GAGGTTTATAGTTCAATTGGTGTCTTGTGGTGGATGTCACACACTAGTTTTTGCCACTCCACGACTTGGT 

GGGACAGAAGAAATGGAGTTAAAAGAAATAAACAAATCTTGCTTCTCTGCAGCAACTTCTCTGTCCCTCA 

GCAATCTGAGCTCAGGAATTGTACTGCATCAAACTCTATCAGCACGTGTGCGGCGGAGAGAGAGGGAAAA 

ATCACCTGATTCTTTTCAAATGACACGAACACTACCTCCAATTGATGGGATTCCTATGCCACCTGTTTGC 

TTTTCCCCCAGTCCAATTCCTTTCTATATGGCTGCAAGTAATTGGTCAGGGAAAATGACACCTGAAAAGG 

AGGGCCT CACGCAGCCAGAACCAGAT T AT TT TCGAGAT AACATGGCCAAAGGGAAAGAAACAGATAAT TC 

T T CGGCAACAGAT T CAGAAAGCCT T GGAGAAACTACCGATGTCTTAAACATGACACATATGAT GAGCC TG ■ 

AATTCCAATGACAAGTCCCTAAAATTATCACCAATTGATAAACAAAAGAAACAAGAAACAATTGAGAAAC 

T GAAGCAGCATACAGGT CACTTTGGAAAT GAT GATAGT AAAGGAT GTGCAAGT GAAGAGAT GT CCAAAAC 

AG T G AAAGAG GGGAAAG CAT AT AAAC AAC T T T T GG C AAAAG G AAT AT ACAT G AC G C AAGCAGC T ATGAC T 

ATGGAAGCATTTTCAGATGAGGACATAGGTAATGACTCAGGCCAGCCTGGGCCTCGGGCTGACACCCACG 

CAGAGGGTGTGCAAAGAAAGATATTTAGTTGTGAAAGTAAGCATGGTCTCTATCCACCTGACTTTAAGGC 

GATAGCAAAGGAAAGTGATGGAGGCCAAAGTCAGAAGGATCCAGAAGCAGAAGAAACAGTCTCTGAGAAG 

GAAAACGAGCTGGCGGAAATGGCAGGTCTGCAGGCTAGGAGACAAAGTGAAGAGAATTTAAGAAATATTA 

AT ATGT TCTT TGACGACT T ACCAAAT AGAGACGT GAATAT T GAGGAT GAAGAAAGTAAAGATT TT GT TAA 

GGACAGT AGGAGGAACAAACAAGAT GTGATCT T T GAC AGT GAAAGAGAATCT ATAGAGGAGCCAGACAGT 

TACTTGGAAGGTGAAAGCGAAAGTCAGCAAGGTACCACTGATGGCTTCGAGCAGCCTGAGTCAGTAGAAT 

T TAGTAGTGG AGAGAAAGAGGATGAT GAT GAAGT GGAAACTGACCAAAACTT GTGGTATAG CAGAAAAT T 

TATCGAACAAGGACACAAGGAAGAGACCGAACACATACTGTCCAAATTCATGGCAAAATATGATTTTAAG 

TGT GACCACT TGTCAGAGATTCCAGAGGAGCAGGAAGGAGCAGAGGAT TCAGAAGGAAGTGGAATAGAGG 

AGCAAGAGGTAGAGGCAAATGAGAATGTGGAGGTGCCTGCAGGAAAAGAGGAGAAGGAAATAGAGATCCT 

GT CAGATGACCTGACAGACAGAGCAGAGGAT CAT GAGTT T T CAGAAGAT GAAGAACCAGAGGATAT GGCT 

GAGGAACTTGATGAAGATCTGGAAAGCAAGAAGAATGTTCCAGCAGATGTGGCCAGTGACAACTCCCTTA 

AAAAGGACGAGACAACCAAACAAGAAAAACGAGCTAT T TGT GAATACAATGAAAAT CCAAAAGGAAACAT 

GCAT TATCATGCAAAGAGCAGTTC T TCAGAAGT CCTGAATGATAGTGAATCAACACCAAATAAAGAT GTG 

AAAAAATCAAAGAAGAT T TT CCTCT T TAAAAGGAT GT CAT T GAT GAGTCAGAAAAGTATGCAGAGTAATA 

ATGAGCCACTCCCAGAGATAAAACCAATAGGAGATCAAATAGC TT TTAAAGGCAATAAGAAAGAT GCCAA 

CCAGAACCACAT GGGGCAAAACCAT CAGGAT ACTT CACCCCCAGATAT GGAGAGAAGATCAAAAT CT T GT 

ACAATACTATAAATATATATTTATGTTTCCGTGGTCACCAAGCACATTGTATTTTATACTTGAAAAACAT 

TTTGACTTCTGAAAGAAAG T TCCTGATAACAAACT TT TAAAGATATAATAATATGT T T TAT T T GAT T TGA 

ATATTAT GACCAGTCT T GGTAT T T ATT TAT GCT AATATTT TT GACGAGCAAT T T CAAAATAAGTGT ATCT 

CAAAdTC.TCCTTCAAGTGTTGTGGCCTTAACTGTTCAGTGTTGGAATAAAAAATATATTTTTATAAAAAA 
AAAAAAAAAAAA 

>GBCA0214 |Acc|AFl71062|Ver|AFl71062.1 GI : 8100511 | Canis familiaris Y~box protein ZONAB-B 
(ZONAB) mRNA, complete cds . 

ATGAGCGAGGCGGGCGAGGCCACCGGCACCACCAGCAGCAGCAGCAGCAGCCTCCCGCAGGCTCCGGCGG 
AGGCGGCCCCCGCGGCGCCCCAGGACCCCGCGCCCAAGAGCCCGGGGGGCAGCGGCGCGCCCCAGGCCGC 
GGCCCCGCCGCCCGCCGCGCTCGCCGCGGGAAACCCCGGTGGGGACGCGGCCCCCGCAGCCACGGGCACC 
GCGGCCCCCGCCTCTTCGGCCCCCGCCGGCGGTGAGGACGCGGAGAAGAAAGTTCTCGCCACCAAAGTCC 
TTGGCACTGTCAAATGGTTCAACGTCAGAAATGGATATGGATTTATAAATCGAAATGACACCAAAGAAGA 
TGTATTTGTACATCACACTGCCATCAAGAAGAATAACCCACGGAAATACCTGCGCAGTGTAGGAGATGGA 
GAAAC TGT AGAAT T TGAT GTGGTT GAAGGAGAGAAGGGTGCAGAAGC AGCCAATGTGACT GGACCAGACG 
GAGTTCCTGTAGAAGGGAGCCGTTACGCTGCTGATCGGCGTCGATACAGACGTGGTTACTATGGCAGACG 
CCGTGGACCTCCCCGTAATTACGCTGGGGAGGAGGAGGAGGAAGGGAGCGGCAGCAGTGAAGGATTTGAC 
CCCCCTGCCACTGACGGGCAGTTCTCTGGGGCCCGGAGTCAGCTGCGCCGCCCCCAGTATCGCCCTCAGT 
ACCGGAGGCGGTTCCCGCCTTACCACGTGGGACAGACCTTTGACCGTCGCTCACGGGTCTTTCCCCATCC 
CAACAGAATGCAGGCCGGTGAGATTGGAGAGATGAAGGAGGGAGTCCCAGAGGGGACACAGCTGCAGGGA 
CCGGTTCATCGAAATCCAACTTACCGCCCAAGGTACCGGAGAGGCCCTCCTCGCCCCCGACCTGCCCCAG 
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CTGTTGGTGAGGCTGAAGATAAAGAGAACCAACAAGCAGCCAATGGTCCAAACCAGCCATCTGCTCGCCG 
TGGATACCGGCGCCCATACAACTATCGGCGTCGCCGCCGCCCCCCTAATGCTCCTTCACAAGATGGCAAA 
GAGACCAAGGCACCTGAAGTTCCATCTGAGAACCCCGCTCCAGCCACCGAGCAGAGCAGTGCTGAGTAA 

>GBCA0215 |Acc}AFi71061|Ver JAF171061.1 GI : 8100509 | Canis familiaris Y-box protein ZONAB-A 
(ZONAB) mRNA, complete cds . 

TGCGCCGCCTAGAAAAACTTGTGCGGGGCCATTTTTGGGGCAGTAAGATCGAGCGAGGAGCCCAAGAGCG 
AGCGCGCAGCCCGAGAGCTCGAGCCGCCTCCGCCGCGAGACGCCCCCGGCCGCCGCCGCCTGCGCCGCGC 
GATCCGCACCGGCCTCCCGAGAGCGAGCCCCGGAGCCGCGACCGCCAGCCGCGCTAACCGCCCACCAACC 
GCCACCGAGCGCCCGAGCGAGAGCAGACGAGGCGGCATGAGCGAGGCGGGCGAGGCCACCGGCACCACCA 
GCAGCAGCAGCAGCAGCCTCCCGCAGGCTCCGGCGGAGGCGGCCCCCGCGGCGCCCCAGGACCCCGCGCC 
CAAGAGCCCGGGGGGCAGCGGCGCGCCCCAGGCCGCGGCCCCGCCGCCCGCCGCGCTCGCCGCGGGAAAC 
CCCGGTGGGGACGCGGCCCCCGCAGCCACGGGCACCGCGGCCCCCGCCTCTTCGGCCCCCGCCGGCGGTG 
AGGACGCGGAGAAGAAAGTTCTCGCCACCAAAGTCCTTGGCACTGTCAAATGGTTCAACGTCAGAAATGG 
ATAT GGAT TTATAAAT CGAAAT GACACCAAAGAAGATGT ATT TGT ACAT CACAC TGCCATCAAGAAGAAT 
AACCCACGGAAATACCTGCGCAGTGTAGGAGATGGAGAAACTGTAGAATTTGATGTGGTTGAAGGAGAGA 
AGGGTGCAGAAGCAGCCAATGTGACTGGACCAGACGGAGTTCCTGTAGAAGGGAGCCGTTACGCTGCTGA 
TCGGCGTCGATACAGACGTGGTTACTATGGCAGACGCCGTGGACCTCCCCGTAATGCCGGTGAGATTGGA 
GAGATGAAGGAGGGAGTCCCAGAGGGGACACAGCTGCAGGGACCGGTTCATCGAAATCCAACTTACCGCC 
CAAGGTACCGGAGAGGCCCTCCTCGCCCCCGACCTGCCCCAGCTGTTGGTGAGGCTGAAGATAAAGAGAA 
CCAACAAGCAGCCAATGGTCCAAACCAGCCATCTGCTCGCCGTGGATACCGGCGCCCATACAACTATCGG 
CGTCGCCCCCGCCCCCCTAATGCTCCTTCACAAGATGGCAAAGAGACCAAGGCACCTGAAGTTCCATCTG 
AGAACCCCGCTCCAGCCACCGAGCAGAGCAGTGCTGAGTAACACCAGGCTCCCCAGGCACCTTTACCATC 
ACCAGGTGACCTAGAGAATTAATGACCATTAGAGAAGATAAAGCATAAAGCAGACCATGACCTTACCAAC 
ACCAAAGAGACAT CCAAGCAATAAT GT GGAAGACT AAT AACCAAGATGTGGACAT TAGAAT GT TTACTAT 
TATT CTTTAT GATACAGACAACTACAAAACAAAAATGTCAGCCAATAT T T CT AGCAAGCTGAGATCCCGG 
GAATGCCTGCACAAAAGACAAGAGAGCAACCTCCCCAGT T TCAGCAACCACTAGGT TTATAT TTTTTTCC 
TGGTTTTTACTGTTTTGGTAATATGAATTGAAAAAAAAAATATTAATACCACATGGGGAGAACCCCAACC 
AAAGAAACCTGAAATATATAGTAAATGCTTTTTTTTCCTTTTTTGTTCATTTTGGTAGCTGGTGCTAAAC 
TTCCAAGTGTCGTGATTTAAAAAGAAATTTTATGCCCTTCTTATTTATTTCTAGGATGAGGGGAGGATAA 
CATTTTTGCTTTCTTATGTGACTCTTTAAARATGTGCAGTATGAAGTTCCTCAAAAATAAAATTTTTACC 
CTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAZ\AAAAZ\AAAAAAAAA 

>GBCA0216 |Acc|AF258614|Ver|AE*258614.1 GI : 8050818 | Canis familiaris vacuolar proton-ATPase 
subunit ATP6H (ATP6H) mRNA, complete cds. 

GCGGGCTGGGCAGGGGCTTGCGCCTCCGCGGCAGCCATGGCGTATCACGGCCTCACGGTGCCTCTCATCG 
TGATGAGCGTGTTCTGGGGCTTCGTCGGCTTGTGCGTGCCCTGGTTTATCCCTAAGGGTCCCAACCGGGG 
AGTTATCATCACCATGTTGGTAACCTGTTCAGTTTGCTGCTATCTCTTTTGGCTGATTGCAATTCTGGCC 
CAACTCAACCCTCTCTTTGGACCACAGTTGAAAAATGAAACCATCTGGTACCTCAGGTATCATTGGCCTT 
GAGGAGGAAGACCTGCTCTCCAGCGCTCAGTCACTGAGGTCACGAAGAGAATTCCTCTAGATGCAAAATC 
AACTCCAAACCCAGACCGCCTTCTTTGACTTGCCTATTTTGGCCATCAGCTGCCTTAAACATTCACACCA 
TATTTGAATATCTATTCTACAATGCAGTATTTTTTCCTGTTGCCTTTTTTTACATTTTGATGAATTATGT 
GCCTACTTAAACTGTGCTGACTCCATAAAATGTTTATGCACTCTTCTGAGATAGAGGGTGCTATTCTTCT 
GAGAAATACATTGCTCTCTCCTTGGAACCTGTGAATTTGAAGATGACTCCTGCCTGGTCACAACATGAGA 
ATCAGCAAAGT GTT TAAAAACT GTCACAAGACAAGGCAGTCAGTAGGAGAGCATGT TCAGAGGGAAT ATC 
TGCCCAACAGAATTCACCAAAGTATATTTTCAGGGATGACTTTCTTATTTCTGCCATCTACTGGAATAAA 
TTATTTTTCAAGCTTTCTG 

>GBCA0217 |Acc|AB035079|Ver|AB035079.1 GI : 7959045 ) Canis familiaris mRNA for alpha- 
lactalbumin, complete cds . 

CATTTCAGGCTCTTGGGGGCAGCCAAAATGATGTCCTTTGTCTCTCTGCTCCTGGTTAGCATCTTGTTCC 
CTGCCATCCAGGCAAAGCAATTTACAAAATGTGAGCTGCCCCAGGTGCTGAAAGACATGGATGGCTTTGG 
AGGCATTGCTTTGCCTGAATGGATCTGTACCATATTTCATACCAGTGGTTATGATACACAAACCATAGTC 
AATAACAATGGTGGCACAGACTATGGACTTTTCCAGATCAGCAATAAATTTTGGTGCAAGGACGACCAGA 
ACCTTCAGTCAAGGAACATCTGTGACATCTCCTGTGACAAGTTCCTGGATGATGACCTTACTGATGACAT 
GATTTGTGCCAAGAAGATCCTGGATAAGGAAGGAATTGACTACTGGTTGGCCCATAAACCACTCTGCTCT 
GAGAAGCTGGAGCAGTGGCGCTGTGAGAAGTTGTGAGTGCCTGCTGTCACTGGTGCTTCTGCTTCTGTAT 
GTTCCTGGAATGCCTCTTCCCTAAGGCTACCTCAGTTTGCTTCTTTCTTCTTCCTTGAAGCTGATTTGTC 
TCTGAATCCTGAGCTCTGTGGTGACACCACTGGACACTTGAGGACTATTCTCCAGCAATGCATGGCTGGT 
ACACTGGACTTTTGACCCTTGTTCAGTGCCCTCTGATGGCACTTTCAGTACAACAATGGATTTCATCTCT 
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GTCTTGAATAAAGGGCCTGATTTTGAAAAAAAAAAAAAAAAA 

>GBCA0218 lAcc|AF216706|VerlAF216706.1 GI : 7839368 | Canis familiaris plasma membrane 
calcium ATPase isoform 4a mRNA, partial cds. 

ATGCCGAGATGGAGCTTCGCCGAGGCCAGATCCTCTGGTTCCGGGGCCTGAACCGTATCCAGACTCAGAT 
CGACGTAATTAACACATTCCAGACGGGAGCCTCTTTTAAGGGAGTCCTAAAGCGACAGACCATGGGGCAG 
CATCTTGATGTAAAACATGTTCCTAGCTCATCCTATGTAACAGTTGCGCCAGTTACATCTCCCCCCACCA 
CTTCTGTTCCTGCTGCTGTCTCATCTCCTACTCTGGGCAATCAAAGTGGTGAAAGCGTTCCATAGTTCCC 
TCCATGAAAGCATTCAGAAACCCAAGAACCAAAACTCCATCCACAACTTCATGACCCACCCTGAATTCGC 
CATAGATGAGGAGGTGCCACGAACACCACTCCTGGATGAGCATGAGGAGGAAAATCTTGAAGTCCTAAGG 
CTGGGACTAGGGTGCTCCTGTTGGATGGTGAGGTCACTCCGTATGCCAACAAAAACAACAATGCCGTGGA 
CTGCCACCAA 

>GBCA0219 |AcclAB011373IVer|AB011373.1 GI : 7415413 ( Canis familiaris aquaporinl mRNA for 
AQP-CHIP, complete cds. 

GCAGCGGTCTCAGGCCAAGCCCCCTGCCAGCATGGCCAGCGAGTTCAAGAAGAAGCTCTTCTGGAGGGCG 
GTGGTGGCCGAGTTCCTGGCCATGATCCTCTTCGTCTTCATCAGCATCGGTTCTGCCCTGGGCTTCAACT 
ACCCGGTGAGGAACAACCAGACAGCAGGTGCGGGCCAGGATAACGTGAAGGTGTCACTGGCCTTCGGGCT 
GAGCATTGCCACCCTGGCCGAGAGCGTGGGCCACATTAGTGGCGCCCACCTCAACCCAGCTGTCACGCTG 
GGGCTGCTGCTCAGTTGCCAGATCAGCATCCTCAGGGCTGTCATGTACATCATCGCCCAGTGCGTGGGGG 
CCATCGTGGCCACCGCCATCCTCTCGGGCATCACCTCCTCCCTTCCGGACAACTCCCTCGGCCGAAACGA 
GCTGGCCCCTGGTGTGAACTCCGGTCAGGGCTTGGGCATCGAGATCATTGGCACCCTGCAGCTGGTGCTG 
TGCGTGCTGGCCACCACGGACAGGAGGCGGCGTGACCTCGGGGGCTCGGGCCCCCTGGCCATCGGCCTCT 
CTGTGGCCTTGGGACACCTGCTGGCGATCGACTACACAGGCTGCGGTATCAACCCCGCCCGGTCCTTCGG 
CTCCTCGGTGATCACACATAACTTCAAGGACCACTGGATTTTCTGGGTCGGGCCGTTCATCGGGGGAGCC 
CTGGCGGTGCTCATCTACGACTTCATCCTGGCCCCCCGCAGCAGCGACCTCACGGACCGCGTGAAGGTGT 
GGACCAGCGGCCAGGTGGAGGAGTATGAGCTGGACGGCGACGACATCAACTCCCGGGTGGAGATGAAGCC 
CAAGTAGAGAGGCCTTGGCCCGGGCACCCACGCGGGGGTGGGCAGGGGCGGGCGGAGGGCGGGAGGGGTG 
CAATCACGTCCTAGACACTCTGACAAGCTGACCAA 

>GBCA0220 |Acc|AF177217 | Ver [ AF177217 . 1 ■ GI : 7688730 | Canis familiaris matrix 
metalloproteinase-2 (MMP-2) mRNA, partial cds. 

CCGCCGCGCCGTCGCCCATCATCAAGTTCCCCGGAGATGTCGCCCCCAAGACGGACAAAGAGCTGGCTGT 
GCAATACCTGAACACCTACTACGGCTGCCCCAAAGAGAGATGCAACCTATTTGTGCTAAAGGACACACTG 
AAGAAAATGCAGAAGTTCTTTGGGCTGCCCCAGACTGGGGAGCTTGACCAGAGCACCATCGAAACCATGC 
GGAAGCCACGCTGTGGCAACCCTGATGTGGCCAACTACAACTTCTTCCCCCGAAAGCCCAAGTGGGACAA 
GAACCAGAT CACATACAGGAT CAT T GGC TACACACCTGAT CT GGACCCT GAG AC AGT GG ATGAT GCCTT T 
GCTCGTGCCTTCCAAGTCTGGAGTGATGTAACTCCGCTGCGGTTTTCTCGTATCCACGATGGAGAGGCTG 
ACATCATGATCAACTTTGGCCGCTGGGAGCATGGAGATGGATACCCCTTTGATGGCAAGGACGGGCTCCT 
GGCTCATGCCTTTGCCCCAGGCCCTGGTGTTGGGGGAGACTCTCACTTTGATGACGATGAGCTATGGACC 
CTGGGAGAAGGACAAGTGGTCCGTGTGAAGTATGGGAATGCCGACGGAGAGTACTGCAAGTTCCCCTTCC 
TGTTCAATGGCAGAGAGTACACCAGCTGCACAGACACTGGCCGCAGTGACGGCTTCCTCTGGTGCTCCAC 
CACCTACAACTTTGAGAAGGATGGCAAATACGGCTTCTGCCCCCACGAAGCCCTGTTCACCATGGGTGGC 
AACGCTGACGGACAGCCCTGCAAGTTCCCGTTCCGCTTCCAGGGCACCTCCTACGACAGCTGTACCACGG 
AGGGCCGCACGGACGGCTACCGCTGGTGTGGGACCACGGAAGACTATGACCGCGACAAGAAGTATGGCTT 
CTGCCCCGAGACCGCCATGTCCACTATTGGTGGGAACTCGGAAGGCGCCCCCTGTGTCTTCCCCTTCACC 
TTCTTGGGCAACAAGCATGAGAGCTGCACCAGCGCGGGCCGTAGCGACGGGAAGGTGTGGTGCGCCACCA 
CGGCCAACTATGATGATGACCGCAAATGGGGCTTCTGCCCTGACCAAGGGTACAGCTTATTCCTGGTCGC 
AGCCCATGAGTTTGGCCATGCAATGGGACTGGAGCATTCTGAGGACCCTGGAGCCCTGATGGCACCCATT 
TACACCTACACCAAGAACTTCCGTCTGTCCCAAGACGACATCAAGGGCATTCAAGAGCTCTATGGGGCCT 
CCCCTGATGCTGGCACGGGCACTGGCCCCACCCCAACTCTGGGACCTGTCACTCCTGAGATCTGCAAACA 
AGACATTGTCTTTGATGGCATCTCTCAGATCCGTGGGGAGATCTTCTTCTTCAAGGACCGGTTCATTTGG 
CGGACAGTGACACCACGGAACAAGCCCATGGGGCCCCTGCTGGTAGCCACATTCTGGCCTGAGCTCCCGG 
AAAAGATTGATGCTGTGTACGAGGCCCCACAGGAGGAGAAGGCTGTATTCTTTGCAGGGAATGAGTACTG 
GGTGTACTCAGCCAGCACCCTGGAGCGAGGGTACCCCAAGCCGCTGACCAGCCTGGGGCTGCCCCCTGAC 
GTTCAGCGCGTGGATGCTGCCTTTAATTGGAGCAAGAACAAGAAGACCTACATCTTTGCCGGAGACAAGT 
TCTGGAGATACAATGAAGTCAAGAAGAAGATGGATCCTGGCTTCCCCAAGCTCATCGCAGATGCCTGGAA 
CGCCATCCCGGATAACCTGGACGCCGTGGTGGACCTGCAAGGCAGTGGTCATAGCTACTTCTTCAAGGGT 
GCGTATTACCTGAAGCTGGAGAACCAAAGTCTGAAAAGCGTGAAATTTGGAAGCATCAAATCCGACTGGC 
TGGGCTGCTGAGCAGGCTCTGGCTCCCCCAGGCCCTGCCCCGCCACATTGCCTTCTGCACACCGGGCCCT 
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GAGCGCCAGGGAAGGACCCGGATGGGCCTGGCAGCCTTCAGCTCTGTAGTTAAATGGGCGTGCTCACCCC 
TACCTGGTAATTTAAGATTCTGGAGAGTGGCTCTGCCCTGTGCCCAAGGAACGGTGCTGATTGTACCCCT 
CCCAACTGCCCTCACCCCCCCCCAGAGCCACCCCCAAAGAGATGCCTTGATATTCTCAATGCAGCCCTGC 
CTTGGGCTGCCTTGGTGCTGTCACACACTTCAGGCTCTTACCTTGCCACGATTTTCTGTGGCTCACAGCA 
CCCTCGGAGCCAACAGACGGAAACTGTCTCAAGAGGGCACTGGTGGCCTGACAGCCCGGCGTGGCATGGG 
GCAGTGGGACAGGGGCGCGGATGTGGCCGCCCCACACACCTGGCTTCTCACTGCTGGCTGCCTTAGGACC 
TCTCCTACATTAGCAGTTTGCTTTGTATGCACTTTGTTCTTTTCTTTCGATGTTTATTTTTCCACTTTGT 
GATTGAATTTCTTGACCGAAGGACTCAGGTTGTCTGAAGTCACTCCACGGTGCATCTCAGCCCACATAGT 

GA 

>GBCA0221 !Acc|S71529lVer|S71529.1 GI : 562170 | R-type pyruvate kinase [dogs, Basenji, 

reticulocytes,. mRNA Partial Mutant, 1889 nt, segment 1 of 2] . 

TTCCAGCAGCAGCAGCTGTCAGCTGCTATGGCAGACACCTTCCTGGAGCACCTGTGCCTGCTGGACATCG 

ACTCGGAGCCTGTGGCCGCCCGCAGTACCAGCATCATTGCCACCATCGGGCCAGCCTCTCATTCGGTGGA 

GCGCCTCAAGGAGATGATCAAGGCCGGGATGAACATTGCGCGCCTCAACTTCTCCCACGGCTCCCATGAG 

TACCATGCTCAGTCCATCGCCAACATCCGGGAGGCCGTGGAGAGCTTTGCAACTTCTCCGCTCGGCTATC 

GCCCCGTGGCCATTGCCCTGGACACCAAGGGACCGGAGATACGGACCGGGGTCCTGAAGGGGGGCCCTGA 

GACCGAAGTGGAGCTAGTGAAGGGCTCCTGGGTCCTGGTGACCGTGGACCCGGCGTTCCGGACGCTGGGG 

GACGCACACACCGTGTGGGTGGACTATCCCAATATCGTCAAGGTCGTGCCGGTGGGAGGCCGCATCTTCA 

TAGACGACGGGCTCATCTCCCTGCAGGTCAAGAAAATAGACCGGAAGGGGCTGGAGACCCAAGTGGAGAA 

TGGAGGTCTCCTGGGCAGCCGGAAAGGCGTAAACCTGCCAGGCGCCGAGGTGGACTTGCCGGGGCTGTCT 

GAGCAAGACGCCCAGGACCTACGCTTCGGGGTGGAGCATAATGTGGACATCGTCTTTGCCTCCTTTGTGA 

GGAAAGCCAGTGATGTGGCTGCCATCCGGGCTGCTCTGGGGCCGGAAGGACGGACCATCAAGATCATTAG 

CAAAATTGAGAACCACGAAGGCGTGAAGAAGTTTGATGAAATCCTGGAGGTGAGTGACGGCATCATGGTG 

GCACGGGGCGACCTAGGCATCGAGATCCCTGCTGAGAAGGTTTTCCTGGCCCAGAAGATGATGATTGGTC 

GGTGCAACTTGGCGGGCAAGCCTGTCGTCTGTGCCACACAGATGCTGGAGAGCATGATCACTAAGCCCCG 

GCCAACCCGGGCAGAGACGAGTGATGTAGCCAATGCTGTGCTGGATGGAGCAGATTGCATCATGCTATCA 

GGGGAGACCGCCAAGGGCAAATTTCCTGTGGAGGCTGTAAAGATGCAGCATCGGATTGCCAGGGAGGCAG 

AGGCTGCTGTGTACCACCGGCAGCTGTTTGAGGAACTGCGCCGGGCAGCGCCACTGAGCCGCGATCCCAC 

GGAGGTGACTGCCATAGCCACGGTGGAGGCCGCCTTCAAGTGCTGTGCTGCTGCCATCATCGTGCTGACC 

AAGACCGGCCGTTCAGCACAGCTGCTATCTCGGTACCGGCCTCGGGCAGCGGTCATTGCTGTCACCCGCT 

CTGCCCAGGCTGCCCGGCAGGCCCACCTGTGCCGAGGGGTCTTCCCCTTGCTCTACAGTGAACCTCCAGA 

GGCCATCTGGGCAGACGATGTGGATCGCCGGGTCCAATTTGGCATTGAAAGTGGAAAGCTCCGTGGCTTC 

CTCCGTGTGGGGGACCTGGTGATTGTGGTGACAGGCTGGCGACCTGGCTCTGGCTATACCAACATCATGC 

GAGTGCTCAGCATATCCTGAGATGCCACGCCCCACTGACCCAGCCCAACCTGGATCCCATGCCCCAGACC 

CCAAGGTCCCCTTGCAGTCCTCCCTGCTGAGGCCACATCCATTCTAGGGTGCCCCTTCCCGTCTCCATTT 

CACGCAGGACCCCAAAGTCTGTTGTCCAGTTAAGCACTGACCATCTGGCAAGTACCAATCCTACATTCCC 

TGCACTCAATGCTCTCAGTGGGCCCTAAGATGCTCTGAGCCCTTAATCCTAGCTTAACTGGTTAATTCTA 

TGCCCCTAGGGT T CAATATACCCAGGATGGGTGGGGACAAGGACAGGCAT T CACAAGCATAT GAGATAG 

>GBCA0222 | Acc | AB026988 | Ver | AB026988 . 1 GI : 4 850327 | Canis familiaris mRNA for prostaglandin 
D synthase, complete cds . 

CTCTGCCTGCACTGCTGGCCTCGCGCCCTGGTCACACACTCAGCTCCAGGACAATGGGTGCTCTCTGCAC 
GCTGTGGCTGGGGCTGGTCCTGCTGGGGGTGCTTGGAGCCCTGCAGACGTCGGCCCAGGCCCAGGTGTCC 
CTGCAGCCCAACTTCCAACAGGATAAGTTCCTGGGGCGCTGGTTCACCTCGGGCCTCGCCTCCAACTCGA 
GCTGGTTCCGGGAGAAGAAGAACGTGCTGTCCATGTGTATGTCAGTGGTGGCCCCGACCGCAGACGGAGG 
CCTCAACCTCACCTCCACCTTCCTCAGGAAAGACCAGTGTGAGACTCGAACCCTGCTCCTACGGCCGGCG 
GGAACCCCGGGCTGCTACAGCTACACGAGTCCCCACTGGGGCAGTACCCACGACGTGTGGGTGGTAGCCA 
CCAACTACGAGGAGTACGCGCTTCTCTACACCGCAGGCAGCAAAGGCCTCGGCCAGGACTTCCACATGGC 
CACTCTCTACAGCCGCACCCAGACCCCAAAGGCCGAGATAAAGGAGAAATTCAGCACCTTTGCCAAGACC 
CAGGGCTTCACAGAGGATGCCATTGTCTTCCTGCCACAGACTGATAAATGCATGGAGGAGAACAAGTAGG 
TGACCGCCGCCCCAGGACCTGGCCGTCCTGCACTGCTCTGCTCTTTCCTCTGAGACCCCCAGGACCCTGG 
CCCTGGTGCCTCCCTGCCCCCACCCTTGCCCCCTCAGGCTTTCTCCTGGCTCTGAGAATAAACTCCGGAA 
GCAAATCCAAAAAAAAAAAAAAA 

>GBCA0223 [Acc|U65989 L29489 L294 90 | Ver 1 U65989 . 2 GI : 7534273 | Canis familiaris articular 
cartilage aggrecan precursor, mRNA, complete cds. 

ATGACCACTTTACTCTGGGTTTTTGTGACTCTGAGGGTCATCACAGCAGCCAGCTCAGAAGAAACTTCAG 
ACCATGACAACTCACTGAGTGTCAGCATCCCCGAACCGTCCCCAATGCGGGTCCTCCTGGGGAGCTCCCT 
CACCATCCCCTGCTACTTCATCGACCCCATGCACCCTGTGACCACCGCCCCCTCCACCGCCCCCCTCGCC 
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CCAAGAATCAAGTGGAGCCGCATTACCAAGGAGAAGGAGGTGGTGCTGCTGGTAGCCACTGAAGGGCAGG 
TGAGGATCAACAGTGCTTACCAAGACAAAGTCTCGCTACCCAACTACCCGGCCATCCCCAGCGATGCCAC 
CTTGGAAATCCAGAACCTGCGCTCCAACGACTCTGGGATCTATCGCTGTGAGGTTATGCACGGCATTGAA 
GACAGTGAGGCTACCCTGGAGGTCGTGGTGAAAGGCATTGTGTTCCATTACAGAGCCATCTCCACGCGCT 
ACACGCTGGACTTTGACAGGGCACAGCGTGCCTGCCTGCAGAACAGTGCCATCATTGCTACACCCGAACA 
GCTGCAGGCCGCCTATGAGGACGGCTTTCACCAGTGTGACGCCGGCTGGCTGGCCGACCAGACTGTCAGG 
TACCCCATCCACACCCCGAGGGAAGGCTGCTATGGAGACAAGGATGAGTTCCCAGGCGTGAGGACCTATG 
GCATCCGAGATACCAATGAGACTTATGATGTGTACTGCTTCGCTGAGGAGATGGAGGGTGAGGTCTTGTA 
TGCGACATCTCCGGAGAAGTTCACCTTCCAAGAGGCAGCCAACGAGTGCCGGCGGCTGGGCGCCCGGCTG 
GCCACCACGGGCCAGCTCTACCTGGCCTGGCAGGGCGGCATGGACATGTGCAGTGCCGGCTGGCTGGCTG 
ACCGCAGTGTGCGCTACCCCATCTCCAAGGCCCGGCCCAACTGCGGAGGCAACCTCCTAGGCGTGCGGAC 
CGTCTACCTGCACGCCAACCAGACAGGCTACCCGGACCCCTCATCCCGCTATGACGCCATCTGCTACACA 
GGTGAAGACTTTGTGGACATCCCAGAAAACTTCTTTGGGGTGGGTGGTGAGGAGGACATCACCATCCAGA 
CAGTGACCTGGCCTGATGTGGAGCTGCCCCTGCCCCGAAACATTACTGAGGGTGAAGCCCGAGGCAACGT 
GATCCTCACTGTGAAACCCATCTTTGACCTCTCTCCCACTGCCCCGGAGCCTGAGGAGCGTTTCACATTT 
GTCCCGGAGCCCGAGAAGCCCTTCACTTTCGCCACCGATGTAGGGGTCACTGCTTTCCCTGAGGCCGAGA 
ACAGAACTGGAGAGGCCACCAGGCCCTGGGGTGTTCCCGAGGAGTCCACACCTGGCCCAGCCTTCACCGC 
CTTCACCAGTGAGGACCATGTCGTGCAGGTGACTGCAGTCCCAGGTGCGGCCGAGGTGCCCGGGCAGCCA 
CGATTGCCAGGGGGGGTTGTGTTCCACTACCGCCCAGGCTCCGCCCGCTACTCACTGACCTTTGAGGAGG 
CTCAGCAGGCCTGCCTACGCACTGGGGCTGTCATCGCCTCTCCTGAGCAGQTCCAGGCTGCCTATGAAGC 
TGGCTATGAACAATGTGATGCTGGTTGGCTGCAGGACCAGACTGTCAGATACCCCATTGTGAGCCCACGG 
ACCCCGTGTGTGGGTGACAAGGACAGCAGCCCGGGGGTCAGGACCTATGGTGTGCGGCCACCATCAGAAA 
CCTACGATGTCTACTGCTATGTGGACAAGCTTGAGGGGGAGGTGTTCTTCATCACACGCCTGGAGCAGTT 
CACCTTCCAGGAAGCCCTGGCATTCTGCGAATCTCATAACGCCACCCTGGCCTCCACTGGCCAGCTCTAT 
GCTGCCTGGAGGCAAGGCCTGGACAAGTGCTATGCCGGTTGGCTATCAGATGGCAGCCTCCGTTACCCCA 
TTGTGACCCCGAGGCCCTCCTGCGGTGGAGACAAGCCAGGCGTGAGAACTGTCTACCTCTACCCCAACCA 
GACAGGTCTCCCAGACCCGCTGTCCCGGCACCATGTCTTCTGCTTCCGAGGTGTCTCAGGAGTACCCTCT 
CCAGGAGAAGAGGAAGGTGGCACACCCACCCCCTCTGTAGTGGAGGACTGGATCCCTACCCAGGTGGGGC 
CTGTTGTGCCTTCTGTCCCCATGGGGGAGGAGACGACTGCAATCCTGGACTTCACCATTGAGCCTGAAAA 
CCAGACGGAATGGGAACCAGCCTACAGCCCAGCAGGCACTTCCGCACTGCCAGGGATCCCTCCAACATGG 
CCTCCCACCAGCACAGCAACAGAGGAGAGCACAGAAGGCCCTTCTGGAACGGAAGTGCCCTCAGTCTCAG 
AGGAGCCATCCCCCTCAGAGGAGCCATTCCCCTGGGAGGAGTTGTCCACACTTTCACCCCCAGGGCCCAG 
TGGGACTGAGCTGCCAGGCTCTGGGGAGGCATCTGGGGTACCTGAAGTCAGTGGTGACTTCACAGGCAGT 
GGAGAAGTTTCGGGACATCCAGACTCCAGTGGGCAACTCTCAGGGGAAAGTGCAAGTGGACTGCCCTCTG 
AAGATCTTGACTCCAGTGGGCTCACCTCTGCTGTGGGAAGTGGACTGGCCTCAGGGGATGAAGATAGAAT 
TACATTGTCCAGCATTCCTAAAGTAGAAGGTGAGGGCCTAGAGACCTCXGCCTCTGGAGTCGAGGACCTC 
AGCGGGCTGCCTTCTGGAAGAGAAGGTCTAGAGACTTCTACCTCTGGAGTCGGGGATCTCAGTGGGTTGC 
CTTCTGGAGAAGGTCTAGAAGTCTCTGCCTCTGGAGTTGAGGACCTCAGTGGGTTGCCTTCTGGAGAGGG 
TCCAGAAACATCTACCTCTGGAGTTGGGGACCTCAGCAGGCTGCCTTCTGGAGAAGGTCCAGAAGTCTCT 
GCCTCTGGAGTAGGAGACCTCAGTGGACTTCCTTCTGGAAGAGAAGGTCTAGAGACCTCTACCTCTGGTG 
TAGAGGACCTCAGTGGGTTGCCTTCTGGAGAAGGTCCAGAAGCCTCCACCTCTGGAGTTGGGGATCTCAG 
CAGGCTGCCTTCTGGAGAAGGTCCAGAAGTCTCTGCCTCTGGAGTAGAGGACCTCAGTGGATTACCTTCT 
GGAGAGGGTCTAGAAGCTTCTGCCTCTGGAGTTGGGGACCTCAGTGGGTTGCCTTCTGGAGAAGGTCCAG 
AAGCCTCTGCGTCTGGAGTCGGGGATCTCAGCAGGCTGCCTTCTGGAGAAGGTCCAGAAGTCTCTGCCTC 
TGGAGTAGAGGACCTCAGTGGATTATCTTCTGGAGAGAGTCCAGAAGCTTCTGCCTCTGGAGTTGGGGAC 
CTTAGTGGGTTGCCTTCTGGAAGAGAAGGTCTAGAGACCTCTGCCTCTGGTGTAGGGGACCTCAGTGGGT 
TGCCTTCCGGAGAAGGTCAGGAAGCCTCTGCCTCTGGAGTAGAAGACCTCAGCAGATTGCCTTCTGGAGA 
AGGTCCAGAAGCTTCTGCCTCTGGAGTAGGGGAGCTCAGCGGGTTGCCTTCTGGAAGAGAAGGTCTAGAG 
ACCTCTGCCTCTGGTGTAGGGGACCTCAGTGGGTTGCCTTCTGGAGAAGGTCCAGAAGCCTTTGCCTCTG 
GAGTAGAGGACCTCAGCATATTACCTTCTGGAGAAGGTCCAGAAGCCTCTGCCTCTGGAGTAGGGGACCT 
CAGCGGGTTGCCTTCTGGGAGAGAAGGTCTAGAGACCTCTACCTCTGGAGTAGGGGACCTCAGCGGGTTG 
CCTTCTGGGAGAGAAGGTCTAGAGACCTCTACCTCTGGTGTAGGGGACCTCAGCGGGTTGCCTTCTGGAG 
AAGGTCCGGAAGCCTCTGCCTCTGGTATAGGGGACATCAGTGGGCTGCCTTCTGGAAGAGAAGGTCTAGA 
GACCTCTTCCTCTGGAGTAGAGGATCATCCAGAGACTTCTGCCTCTGGAGTAGAGGACCTCAGTGGATTG 
CCTTCTGGAGTAGAGGGTCATCCAGAGACTTCTGCTTCTGGAGTGGAGGATCTCAGTGACCTTTCTTCTG 
GAGGAGAGGGTCTAGAGACCTCTGCTTCTGGAGCTGAGGATCTCAGTGGGTTTCCCTCTGGAAAAGAAGA 
CTTGATTGGGTCAGCTTCTGGAGCCTTGGACTTTGGCAGAATACCTTGTGGAACTCTGGGAAGTGGCCAA 



1274 



WO 2005/067649 



PCT/US2005/000517 



GCTCCAGAAGCAAGTAGCCTCCCCTCTGGATTTAGTGGTGAGTATTCAGGGGTGGACTTTGGGAGTGGCC 

CCATCTCTGGCCTACCTGACTTTAGTGGACTTCCCTCTGGATTCCCAACTATCTCCCTCGTGGATACCAC 

ATTGGTGGAAGTGATCACAACCACCTCTGCAAGTGAACTGGAAGGGAGGGGAACTATTGGCATCAGTGGT 

GCTGGAGAAACATCTGGGCTGCCCGTCAGCGAGCTGGACATTAGTGGGGCAGTTAGTGGACTCCCTTCAG 

GAGCTGAACTCAGCGGCCAAGCATCTGGGTCTCCTGATATGAGTGGGGAAACATCTGGGTTCTTTGGTGT 

CAGTGGACAGCCATCAGGGTTTCCTGACATCAGTGGGGGTACATCTGGGCTTTTTGAGGTCAGTGGGCAG 

CCATCAGGGTTTTCTGGGGAAACATCTGGAGTGACTGAGCTTAGTGGACTGTACTCTGGACAACCAGATG 

TCAGTGGAGAAGCCTCTGGAGTTCCTTCTGGCAGT6GTCAACCATTTGGCATGACTGACCTGAGTGGAGA 

AACATCTGGGGTCCCTGATATCAGCGGGCAGCCATCGGGGCTGCCAGAGTTCAGTGGGACAACCTCTGGA 

ATCCCTGACCTGGTTTCTAGTACCATGAGTGGCAGTGGTGAATCTTCTGGCATTACGTTTGTGGACACCA 

GTTTGGTCGAAGTGACCCCAACTACATTTAAAGAAAAAAAACGTTTAGGGTCTGTGGAACTCAGTGGACT 

CCCTTCAGGGGAGGTGGATCTCTCGGGCGCATCTGGGACAATGGATATCAGTGGACAATCTTCTGGAGCA 

ACTGACTCCAGTGGGTTGACATCCCACCTTCCAAAATTCAGTGGCCTGCCAAGTGGAGCTGCTGAGGTCA 

GTGGAGAATCCTCTGGAGCAGAAGTTGGGAGCAGCCTGCCCTCAGGAACCTATGAAGGTAGTGGGAATTT 

CCATCCAGCTTTCCCCACTGTATTTCTTGTAGACAGAACTTTGQTGGAATCTGTAACCCAGGCTCCGACA 

GCCCAAGAAGCAGGAGAAGGGCCTTCAGGCATTTTGGAACTCAGTGGTGCCCATTCTGGAGCACCAGACG 

TGTCTGGAGACCATTCAGGATCTTTGGACCTAAGTGGGATGCAGTCCGGGCTGGTGGAGCCCAGTGGAGA 

GCCATCAAGTACTCCATATTTTAGTGGGGACTTTTCTGGCACCATGGATGTCACTGGAGAACCCTCTACA 

GCCATGAGCGCCAGTGGGGAAGCCTCAGGACTTTTAGAAGTGACTTTAATCACTTCCGAGTTTGTGGAGG 

GTGTCACTGAACCAACTGTTTCCCAGGAACTTGCCCAAAGACCCCCTGTGACACACACCCCTCAGCTTTT 

TGAGTCCAGTGGAGAAGCCTCTGCATCCGGGGAAATTAGTGGAGCTACACCAGCGTTCCCCGGGTCTGGG 

CTGGAAGCGTCATCAGTCCCAGAATCTAGCAGCGAGACATCTGACTTTCCTGAGCGTGCAGTGGGGGTGT 

CTGCTGCCCCTGAGGCCAGTGGAGGAGCTTCTGGTGCCCCTGATGTAAGCGAAGCCACCTCCACCTTCCC 

TGAAGCCGATGTGGAGGGAGCCTCAGGCTTGGGAGTGAGTGGTGGCACCTCAGCCTTTCCTGAAGCCCCC 

AGGGAGGGCTCAGCCACCCCAGAAGTCCAGGAGGAGCCAACCACATCCTATGATGTGGGCCGAGAGGCGT 

TGGGCTGGCCTTCAGCCACTCCAACAGCATCTGGAGACAGGATTGAAGTCAGTGGAGACCTGTCTGGTCA 

CACGTCGGGGCTGGATGTTGTCATCAGCACTAGCGTCCCAGAGTCTGAGTGGATCCAGCAGACCCAGCGC 

CCTGCAGAGGCGCATTTAGAAA-rCGAGGCCTCAAGCCCCTTGCACTCAGGAGAGGAGACCCAAACAGCCG 

AGACAGCCACCTCCCCTACAGATGATGCTTCCATCCCAACTTCTCCATCAGGGACAGATGAGTCAGCACC 

AGCCATTCCAGACATTGACGAGTGCCTCTCAAGTCCTTGTTTGAATGGAGCCACCTGCGTGGACGCCATC 

GACTCTTTCACATGCTTATGCCTTCCCAGCTACCGAGGGGACCTGTGTGAGATCGACCAGGAGCTGTGTG 

AGGAGGGCTGGACCAAGTTCCAGGGCCACTGTTACCGCTACTTCCCCGACCGTGAGAGCTGGGTGGATGC 

GGAGAGCCGGTGTCGGGCACAACAGTCACACCTGAGCAGCATTGTCACCCCTGAGGAACAGGAGTTTGTC 

AACAACAATGCCCAAGACTACCAGTGGATTGGCCTGAATGACAGGACCATCGAAGGGGACTTCCGCTGGT 

CAGATGGACACTCCTTGCAATTTGAGAACTGGCGCCCCAACCAGCCCGACAACTTCTTTGTCAGCGGAGA 

GGACTGTGTGGTGATGATCTGGCACGAGAAGGGAGAGTGGAATGACGTGCCTTGCAATTACTACCTGCCC 

TTCACGTGTAAAAAGGGCACAGTGGCCTGCGGAGACCCCCCTGTGGTGGAACACGCCAGGACCTTCGGCC 

AGAAGAAGGACCGCTACGAGATCAACTCGTTGGTACGGTACCAGTGCACTGAGGGTTTCGTCCAGCGGCA 

TGTGCCGACCATCCGGTGCCAGCCTAGCGGCCACTGGGAAAAACCTCGCATCACCTGCACAGACCCCTCC 

ACTTACAAGCGCAGACTACAGAAGCGGAGCTCACGGGCCCCACGGAGGAGCCGCCCCAGCACAGCCCACT 

GAGAGGAGCTTCCAGGACGCACCCAGGATGCTGAGCCCAGGAGCCCCGCCAGGCTGACATCCCACATGGA 

TGGTGTCCTCTTCTTGCCGCTTTCTGTCATATAA 

>GBCA0224 | Acc | AB039881 | Ver | AB039881 . 1 GI : 7288115 | Canis familiaris mRNA for cyto.chrome 
P450c21, complete cds . 

TGGATGGTGGGGCCGCAGGAGCTATAAGTGGCCCGGCCAGGGCCCTTGCACGGGTCTCTGGGCATGCTAC 
TCCTCGGGGTGCTGCTGCTGACTGTGCTGGCTGGTGCCCGCCTGCTGTGGGGCAAGTGGAAGCTCAGGGG 
TCTGCACCTCCCACCTCTTGTCCCTGGCTGCCTGCACCTGCTGCAGCCCGACCTTCCCCTCCACCTGCTG 
GGTTTGACGCAGAAACTGGGGCCCATCTACAGGCTCCGCCTGGGGCTGCAAGATGTGGAGGTGCTGAATT 
CTAAGAGGACCATCGAGGAAGCCATGGTCAGGAAATGGGTGGACTTCGCCGGCAGACCGCAGACGCCATC 
CTACAAGCTGGTGTCTCTGCACCACCAGGACCTGTCCCTGGGGGACTACTCCCTGCTGTGGAAGGCTCAC 
AAGAAACTCACCCGCTCAGCCCTGCTGCTGGGCATCCGCAGCTCCATGGAGCCGCTGGTGGAGCAGCTGA 
CCCAGGAGTTCTGTGAGCGCATGAGAGCCCAGGCTGGCACCCCTGTGGCCATCCAGAAGGAATTCTCTTT 
GCTCACCTGCGCCATCATCTGTCACCTCACCTTCGGAAACAAGGAGGACACCTTAGTACATACCTTTCAT 
GACTGTGTTCAAGACCTGATGAGAACCTGGGAGCACTGGTCCATCCAAATGTTGGACATCATTCCCTTTC 
TCAGGTTTTTTCCCAACCCAGGCCTCTGGAGGCTGAAGCGAGCCTTGGAGAACCGGGACCACATCGTAGA 
GAAGCAGCTGAGGCAGCACAAGGAGAGCAT GGTGGCAGGCCAGT GGAGGGACATGACCGAC T ACAT GCTC 
CAGAGGGTGGGGAGGCTGAGAGCAGAAGAGGGCTGTGGACAGCTCCTCGAAGGACACGTGCACATGTCCG 
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TGGTGGACCTTTTCATTGGCGGCACCGAGACCACGGCCACCACCCTCTCCTGGGCCGTGGCGTTCTTGCT 
TCACCACCCTGAGATTCAGCAGCGACTGCAGGAAGAGCTGGATCGGGAGCTGGGTCCTGGAGCTTCAGGC 
TCCCGAATCCCGTACAGAGACCCCACACGCCTGCCCCTGCTCAGCGCCACCGTTGCCGAGGTGCTGCGCC 
TGCGGCCCGTCGTGCCCCTGGCCCTGCCGCACTGCACCACGCGGCCCAACAGTATCTCGGGCTACGACAT 
CCCCGAGGGCATGGTTGTCATACCCAACCTGCAAGGCGCCCACTTAGACGAGACGGTCTGGGAGCGGCCA 
CAGGAGTTCCGGCCCGATCGCTTCCTGGTCCCCGGCGCCAGCCCCAGAGTGCTGGCCTTCGGCTGCGGGG 
CGCGTGTGTGCCTGGGGGAGCCGCTGGCACGCCTTGAGCTCCTGGTGGTGCTGGCGCAGCTGCTCCGGGC 
CTTCACGCTGATGCCCGCTGCGGGCACCCTGCCCTCTCTGCGACCCCGGGCCCGCTGCGGCGTCAACCTC 
AGCATGCAGCCTTTCCAGGTGCAGCTGCAGCCCCGGGGGGCAGGAGTCCTGGGACGTGGCCAGCACCCAT 
GACAGGCAGGACACACGACGGCTGTGTGCTTCAGTTTCTCCTTTTATTTCTCCCGTACAAACCCCGTCCC 
TCCCCCCTGTAAACATGGTGCTGTGAGATCGCAGATGGAGAAGGCTCCCTCCTCCGGTGGCTGGATAGTG 
AGGGTGGCCCCTGGCTCTTCTCTCAGCGCGACCCCTCAGTGCTCGGCAGTCATACTGGGGCGCCGGAGAT 
GTGAGCTGTGGTCAGCCTCCCTGGGCTGCTGGGGGCCGGTAGCTTCTTGGTCTGAGCTTCATTTCCGTGA 
AGGGCACAGAGAACTCGAAACCCTTCCAGTAGTACCAGCTCACCCCCTGGGAAAGGATTGTTGAGACAGA 
GTCAGAGCCAGACAGACGTCCCATCTGCTCCCCAGCCTACACCCTGCACCCCGGCATCTGGGGAGATGGT 
TCCCAGAAATCAATCACCCTCCCCCCGCACCCACTTCATGATCCTCAACNGCAAAGGCCGGAGGCTTAGT 
TTAAGCTGGCCCTTTACATCCAATAAATCGTACTCATGTCTCCCTCG 

>GBCA0225 | Acc | AF233687 | Ver | AF233687 . 1 GI : 7 331161 1 Canis familiaris relaxin mRNA, complete 
cds . 

ATGCTGCGCTGGTTCTTGTCCCACCTGCTAGGTGTCTGGCTGCTACTAAGCCAACTTCCCAGAGAGATCC 
CAGCCACGGATGACAAGAAACTTAAGGCATGTGGTCGTGATTATGTCCGCCTACAGATTGAGGTCTGCGG 
CTCCATCTGGTGGGGGAGAAAGGCTGGCCAGCTGCGGGAACGTCGGCAGATATCCGAACCCCTGGCAGAA 
GTTGTGCCATCCTCCATCATCAATGATCCAGAAATCTTAAGTTTGATGTTGCAATCCATTCCCGGTATGC 
CACAGGAACTGAGGATAGCAACACGGTCT GGGAAGGAGAAGT TAT TAAGAGAGCT ACACT T T GTACTGGA 
AG AT T CC AAT G T T AAC T T GGAAGAAAT GAAGAAAAC T T T T CT TAACACAC AAT T T GAAGC T G AAG AC AAA 

AGCCTTTCAAAATTAGATAAACAiCCCCGAAAAAAGAGAGATAACTACATAAAAATGAGTGATAAATGTT 
GT AATGT AGGT T GTACCAGAAGAGAGCT T GCTAGCCGAT GCTGA 

>GBCA0226 | Acc | L02897 | Ver | L02897 . 1 GI : 164035 | Dog nonerythroid beta-spectrin mRNA, 3» end 

CCCTGGTGGCTGACAGTCATCCTGAAAGTGAGCGCATCAGCATGCGGCAGTCCAAAGTGGACAAGCTGTA 

CGCCGGCCTGAAGGACCTTGCTGAGGAGCGGAGAGGCAAGCTGGACGAGAGGCACAGGCTCTTCCAGCTC 

AACCGGGAGGTGGATGACCTGGAGCAGTGGATCGCCGAGAGGGAGGTGGTCGCAGGGTCGCACGAGCTGG 

GACAGGACTACGAGCACGTCACGATGTTACAAGAACGATTCCGGGAATTTGCCCGAGACACAGGGAACAT 

TGGGCAAGAGCGCGTGGACACGGTCAATCACATGGCAGATGAACTCATCAACTCTGGACATTCAGATGCC 

GCCACCATTGCTGAGTGGAAGGATGGGCTCAACGAAGCCTGGGCTGACCTCCTAGAGCTCATTGACACAA 

GAACACAGATTCTCGCTGCCTCCTATGAACTGCACAAGTTTTACCACGATGCCAAGGAGATCTTTGGGCG 

CATACGGGACAAACACAAGAAACTGCCCGAGGAGCTTGGGAGAGATCAGAACACAGTGGAGACCTTGCAG 

AGAATGCACACTACATTTGAGCATGACATCCAGGCTCTGGGCACTCAGGTGAGGCAGCTACAGGAGGACG 

CAGCCCGTCTCCAGGCAGCCTATGCGGGTGACAAGGCTGATGACATCCAGAAGCGGGAGAACGAGGTCCT 

GGAAGCC TGGAAAGCCCTGCTGGATGCCTGTGAGGGCCGCAGGGTGCGGCTGGTGGACACGGGGGACAAG 

TTCCGCTTCTTCAGCATGGTGCGAGACCTCATGCTGTGGATGGAGGATGTCATCCGGCAGATCGAAGCCC 

AGGAGAAGCCAAGGGATGTAT CAT CT GT T GAACTAT TAATGAATAAT CACCAAGGCATCAAAGCTGAGAT 

CGATTCTCGTAATGACAGTTTCACAACCTGCATTGAACTTGGGAAATCCCTGCTGGCGAGAAAGCACTAT 

GCGTCTGAGGAGATCAAGGAAAACT TACT GCAGTTGACGGAAAAGAGAAAAGAAAT GAT T GACAAGTGGG 

AAGACCGATGGGAATGGTTAAGACTGATTTTGGAGGTCCACCAGTTCTCACGGGACGCCAGTGTGGCTGA 

GGCCTGGCTGCTCGGGCAGGAGCCATACCTATCCAGCCGAGAAATAGGCCAGAGTGTGGACGAGGTGGAG 

AAGCTCATCAAGCGCCACGAGGCTTTTGAAAAATCTGCAGCCACCTGGGACGAGAGGTTCTCCGCCCTGG 

AGAGGCTGACAACGTTGGACTTATTGGAACTGCGCAGACAGCAAGAGGAAGAGGAGAGGAAGAGGCGGCC 

GCCCTCTCCCGAGCCGAGCACGAAAGCTTCTGAGGATACTGAGTCCCAGCAGCAGTGGGATACTTCAAAA 

GGAGAGCAAGTTTCCCAGAACGGTTTGCCGGCTGAACAGGGATCTCCACGGATGGCAGAAACGGTGGACA 

CAGGTGAAATGGTCAACGGCGCCGCGGAACAGAGAACAAGCTCAAAGGAGTCCAGCCCCATCCCCTCCCC 

GACCTCGGACCGCAAAGCCAAGACTGCCCTCCCAGCCCAGAGTGCTGCCACCTTGCCGGCCAGAACCCAG 

GAGACCCC T TCGGCCCAGATGGAAGGCT TCCT GAAT CGGAAGCACGAG TGGGAGGCT CACAACAAGAAAG 

CCTCAAGCAGGTCCTGGCACAATGTTTATTGTGTCATAAATAACCAAGAAATGGGTTTCTACAAAGATGC 

AAAGACGGCTGCCTCTGGAATCCCCTACCACAGCGAGGTCCCTGTGAGTTTGAAAGAAGCCATCTGTGAA 

GTGGCCCTTGAT TACAAGAAGAAGAAACACGTGT TCAAGCTGAGAT TAAATGAT GG CAATGAGTACCTCT 

TCCAAGCCAAAGATGATGAGGAAATGAACACATGGATCCAGGCCATCTCCTCCGCCATCTCCTCTGATAA 

ACACGAGGTGTCCGCCAGCACCCAGAGCACGCCAGCATCCAGCCGGGCACAGACCTTGCCCACCAGCGTC 
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GTCACCATCACCAGCGAGTCTAGCCCCGGCAAGCGGGAGAAGGACAAAGAGAAAGACAAGGAGAAGCGGT 

TCAGCATTTTTGGCAAAAAGAAGTGAACTCCTTTCCTTTACCTCCTGCCCTTCTCTTACCTTTTCAGTGA 

AACTCCAGCATGCAAGCTCAGAACCAACACATTACTCTCTGTGCCTAATGTTCTTCAATGTGGTTGATTT 

TTTTTTTTTTAATTTATAGAGCATTTTTTGGGGGGTGGGTGGGGGAAATACACCTAAACACTTTATCTCC 

AAGT TACAAAAGT T TGAGGTGCAGAGGGAAGACCAGATT T T T T T TAAT GAAAT TAT AT AG AT T AGATCT C 

AATATTTAAACTGTTCCTCAATTTTGTGAGGCTGCGTTGGAAATAACCCGCCTCTAGTGCTGTTGGTATG 

CAAGGCAGCGGTGCTTAAACAATATTTCCTGTGCTCACCAGAGACAAAAATGTACCAATTTCCTGACACC 

ATTCTCTTCCATTTATTTCCAGTGGTTACCTTGAGTCTTGACTATTAGAAGTGCCCACGACGGGTCTAAC 

CTTGATT7^AACAGATCGTGTATTATGATCTCGCTGCAGCGACAGTGCAGCTCCATGTTCAATCTACAGAC 

CAAACCGTTTGTATCTGGCATCACTTACTAACACATGCCCTGCGGCTTTTTCTGCGTCACCTGCAAGGAC 

AGTTGAGAATGTCGGTATACCGGTATAAGAGAAGGAATAGAAAATTGATACTGTTTTAAATAATCTGTAA 

TTTCAGTTTTTTTTTTTTTTTTTGCTGAAATACATTATATTGTATGTTTGAGATAATTCTAGTACAAAGT 

ATAATAAi^ACTAGATGTATAATAAACCCTTTAAATCATTGGTAAGTGTACAAGTGGAACTGAAGCATTTA 

CTGGACAAAGTCATGTTACTCTAATGGTTACTTGCTCGTGCGTTGCCACACTGTGTTATAATTTGCTTCA 

TTACCTTGCTCTTTGATACATAGTGTGCATTTCTTTGTCACTGTAACGATTGTAATGACAAAATTTTCAT 

CTTACTGCACAATCAAAATGGCATTGATAGGAATGAACTCCAGAGGCCGGGCCTGAGCCGAGAGGTGGTC 

GCTCCGGCCTGGCGCTCAGTCGTCTGACCTGTACCTCTCAACTTTTGCCCTGTTAAATATATGCTATGTC 

AT T AAAT G C T T T T AAAT C T 

>GBCA0227 | Acc | AF239824 | Ver | AF239824 . 1 GI : 7271908 | Canis familiaris GTP-binding protein 
Mx2 mRNA, complete cds . . 

CCACGAGGTTGCAGAGAGCTCGCCGAGAAGACTTGGAGGTGCTGAGCAAGGGGGAGCGCTCCCACCGGCT 

CGGACTACGTGACCACTCATGTCTAAGGCCCACGGTTCTCGGCCATATCGGAGGCACAATGTGGTTATTC 

CCCGACAGCAACCAGAAAAAGAAATGAATTTTGTCCAGCAGCAGCCGCCGCCATCTGACGCGGCAGCAAG 

GCAAATGATGTATCCCCCAAACTGTCAGGTGGGAGTGCAGGATCCGGTTTATCTCGCCAAGGAGTTCAAT 

TTGCTGACACTGAACCCCCAGCAACTAGAAGGAAGCAGGCACCAACAGATGGCAAAGGGCCCCGAGAAGA 

GCCTGTACAGCCAGTATGAGCAGAAGGTGCGCCCCTGCATCGACCTCGTTGACTCCCTGCGGGCGCTGGG 

CGTGGAGCAGGACCTGGCCCTGCCGGCCATCGCCGTCATCGGGGACCAGAGCTCGGGCAAGAGCTCCGTG 

CTGGAGGCGCTGTCGGGGGTCGCCCTCCCCAGGGGCAGCGGAATCGTGACCCGGTGCCCGCTGGTGCTGA 

AGCTGAAGAGGGATCCGCACAAGGCGTGGAGGGGGAGGATCAGCTACCGCAAGACGGAGCTGCAGTTCCA 

GGACCCCTCCCAGGTGGAGAAGGAGATCCGCCAAGCTCAGAACATCATAGCTGGGCAGGGACTTGGCATC 

AGCCATGAGCTCATCAGTCTTGAGATCACCTCCCCTGAGGTCCCCGATCTGACCCTCATTGACCTCCCCG 

GCATCACCAGGGTGGCTGTGGGAAATCAGCCCCAGGACATCGGAGTGCAGATCAAGGCACTCATCAAGAA 

TTACATCCAGAAGCAAGAGACGATCAACCTGGTGGTGGTCCCCTGCAACGTGGACATTGCCACCACGGAG 

GCGCTGAGCATGGCTCAGGAGGTGGACCCCAATGGAGACAGGACCATAGGAGTCCTGACCAAACCAGATC 

TAGTGGACAGGGGCACCGAAAAGACCGTGGTGAACGTGGCGCAGAACCTCACATACCATCTCCAGAAGGG 

CTACATGATAGTGAGGTGCCGGGGCCAGGAGGAGATCACAAACCAGCTGAGTCTGGCCGAGGCAACCGAG 

AAGGAAAGGATGTTCTTCCAAACACATCCGTATTTCAGAGCTCTCCTGGAGGAAGGAAAGGCCACGGTGC 

CCTGTCTGGCGGAAAGACTTACCAAGGAGCTCATCTTGCACATCAATAAATCGCTCCCGTTGTTAGAAAA 

GCAAATAAGGGAGAGCCACCAGAGGGCGACAGACGAGGTGCACCAGTGTGGAGACAGCATCCCCAGCAAT 

GAAGCCGATAAGATGT TCT TT T TGATCGAGAAAAT CAAGTTGT T TAAT CAGGACAT TGACAAGCTAATAG 

AGG GAG AAGAAAT C GTAAAG AAGAAT GAGAC T C GC T T AT AC AAC AAAAT CCGG GAG G AGT T T G AAC AC T G 

GGCGCTCGTGCTCACGGCCAATACCCAAAAAGTTAAAAATATCGTTTCTGAAGAAGTCTCAGTATACGAA 

AAGCAGTATCGCGGCAAAGAACTTCTTGGATTTGTCAACTACAAGACATTTGAGACCATAGTGCACCAAT ( 

ACATCGAACAGCTGGTGGAGCCCGCGCTCACCATGCTCCGGAAGACTATTGAAATTGTCTGGCAAGCTTT 

CACCGACACAGCCAAGAAAC ATT TT AGCGTAT T T T CC AACCT CAGTCAAACAAT CCAGAACAAGAT TGAA 

GACATAAAl^ACGAGGCAGGCAGAAACCGCAGAAAATCTGATCCGACTTCAGTTCAGAATGGAGCAGCTGG 

TTTACTGTCAAGACCAGATTTACAGCGTGGTTCTGAGGAAGGTCCGGAAGGAGGTTTTCAACCCAGCGGG 

AAAGGCTGCGCAGGATCTTCAGTTGAAATTTCCTTTCCCGAAAGATCTGCCTTCGATGTCATCCAATGAT 

GAGATCGGGGTGCACCTGAATGCGTATTTCTTGGAAACCAGCAAACGCCTCGCCAACCAGATCCCATTCA 

TAAT T CAGTAT TT T GTGCTCCAAGAGAACGGCAGTTGCT T GCAGAAAGCCATGATGCAGATACTACAGGA 

GAGAGAGCAGTACTCCTGGCTGCTTCAGGAGCACGCCGACACCTCTGCCAAGAGGAGATTCCTCAAGGAG 

AAAATTTACCGGCTGGCTCAGGCGCGGCGCGCACTCTACATGTTCTTCAGTTAAAGGGGGCAGGTCCATG 

GAGGGGCAGCAATGCTTTGGGGGGGGCGGTTTCTTATGTGCCTTCCCTGTGAAGGGGACAAGAAGTGGCT 

TTTCATGTGGAACCAGGCTTTCCTGCTCTCGCCGGTGTCCATTTTCATTGTACTGTGCTCAGCACCAGAG 

TTTGTATCTGAAGTCCGCACTCACTTGGGGCTGTCACCTCTGACCTCCCCGAAGAGGTGGCTCTG^GTCC 

TTGAGCCTTCTCAAATACTGCTCTCATTCTTTGTTAGATTGTAGGACCCCAGAGGGGTGGGGAGTCAGGA 

TCCTACTGTTCTTTGGCATTTCCAGGATCTTGCATGGCACCTGGTACACAGGAGCCCGTTAATAAATGGT 
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ATCTCGCTGAACAAATGAATGATGGAGACGGGCGCTATGGCTTAAATTCAGACTTTGGAGGTATGAGGCA 
GTGTCACCTGCTTCCCACTGTTGACTGTCATCGTGTTTCCAGCCCCCAGGAGAAATGAGCCTGAGTGATA 
CCGGTTTTAATGTGTACCGTTCCCCTGGCTGCAGGGAGCTCCCATTGCTATGTTAAGTCTTGAAGAGACG 
TTTAATAAGGAAGAACATTTTTTTTTTTTAAATGGGCACCTGGCTGCAGTTGGTGAAGCATCTATCTTTG 
GCTCAGGTCATGATCCTGGGGTCCTGGGATCGAGTCCTGCATCAAGCTCCCTGCTCAGTGGGGAGTCTGC 
' TTCTCCTTCTGCCTGCTGCTCCCCCTACTTGTGCTCTCTCTCTCTCTCAAATAAATAAAATCATTAAAAA 
AAAACAAACAAATAAAATGATGAGCT 

>GBCA0228 | Acc | AF239823 | Ver 1 AF239823 . 1 GI : 7271906 | Canis familiaris GTP-binding protein 
Mxl mRNA, complete cds . 

CACGAGTGGTCACCGGGCGTGAGAGAACGGCTCTGTGATTCAGTCCAGCTAGTCAGCGCTACGTCGTCAA 
GTTAAAAGGAAGTTGTGTTGGAGGCTGCATTGATAAAGGAAGAAGATGGTTAATTCACAAGGAAAAATCA 
CTGACTCGAATCCTGTACCCAATCATGTGTTACTAAACGGACTTACTGATAAGGCAGAGAAAAATCAGGG 
AATAGGGAACAGCCTGTGTAGCCAATATGAGGAGAAGGTACGCCCATGCATCGACCTCATCGACTCCTTG 
. CGGGCGCTGGGTGTGGAGCAGGACCTGGCCCTGCCGGCCATTGCTGTCATTGGGGACCAGAGCTCGGGCA 
AGAGCTCTGTGCTGGAGGCTCTGTCAGGAGTTGCCCTTCCAAGAGGCAGTGGTATTGTTACAAGATGTCC 
TCTGGTGCTGAAGCTGAAGAAGCTCATAAATGAGGATGAGTGGAGAGGCAAAGTCAGTTACCAGGATACT 
GAGATGGAGATTTCAGACCCTTCAGAGGTGGAAGTGGAAATCAATAAAGCCCAGGATGCCATTGCCGGGG 
AAGGACAGGGGATCAGTCATGAGCTAATCAGCCTGGAGGTCAGCTCTCCTCATGTCCCGGATCTGACCCT 
GATAGACCTCCCTGGCATCACCAGGGTGGCTGTGGGCAATCAGCCAGCTGACATCGGACGCCAGACCAAG 
CAACTCATTAGGAAGTACATCCTTAAGCAGGAGACGATCAACTTGGTGGTGGTCCCCTGCAACGTGGACA 
TTGCCACCACGGAGGCACTGAGCATGGCTCAGGAGGTGGACCCTGATGGAGACAGGACCATAGGAATCTT 
GACAAAGCCTGACCTGGTGGACAGAGGGACTGAAGGCAAGGTGGTGGACGTGGCACAAAACCTCGTCTGT 
CACCTGAAGAAGGGCTACATGATCGTCAAGTGCCGGGGCCAGCAGGACATCCAGGACCAAGTGAGCCTGG 
CCGAGGCTCTGCAGAAGGAGAAAGACTTCTTTGAGGACCACCCACATTTCAGGGTTCTTCTGGAGGAAGG 
AAGGGCCACAGTCCCCAACCTGGCGGAGAAACTGACCTCTGAGCTCATCACGCACATCTGTAAAACCCTG 
CCTC TG TTAGAAAATCAGATAAAGGAGAATCAT GAGAAAATAACAGAGGAGT T ACAAAAGT ACGGCTCAG 
ATGT GCCCGAAGACGAGCACGAGAAAATGTT T T T CCTGATAGATAAAC TGAATGCCT TTAACCAAGACAT 
CAGCTCCTTAATCCAAGGGGAGGAGTCCGTGGGGGAGGACGAGAGCCGGCTGTTCACCAAAATCCGAAAT 
GAGTTCCACAAATGGAGCGCTGTGAT TGAAAAGAAGT TCCAAAGAGGT TACAAAGCTATATATAAACAAA 
TGGAGAAATTTGAAAATCGGTATCGTGGCAGAGAGCTGCCAGGATTTGTAAATTACAAGACGTTCGAAAT 
TAT T AT AAAACAAC AAAT CAAAGAACTGGAAGAGCCAGCTGT TGATATGCT GCACACGATAACT GATATG 
GTCCAGGTTGCCTTCGGAGATATTTCAAAAGCAAATTTTGATGAATTTTTCAACCTCTACAGAACTACCA 
AGT CCAAAATCGAAGACATTAAAT T GGAGCTAGAGAAAG AAGCTGAGAAGT CCATCCGACT T CACT T CCA 
AATGGAGCAGATCGTCTACTGCCAGGACCACGTCTATCAGCGGGCCCTGCAGAGGGTCAGGGAGAAGGAT 
T CGGACGAGGAGAAGAAGAAGAAGACCAGCAGCATGAGCCATGACGAGG T T TC TTCCGTCAACATC TCCT 
TGTCTGAAATCTTGGAGCACCTGTTGGCCTACCGCCAGGAGGCCACCAACCGCATCTCCAGCCACATCCC 
CTTGATCATCCAGTACTTCATCCTGCAAGTGTACGGCCAGAAGCTGCAGAACGGCATGCTGCAGCTGCTC 
CAGGACAAGGACACCTACAGCTGGCTCCTGAAGGAGCGCAGTGACACCAGCGACAAGAGGAAGTTCCTGA 
AGGAGCGGCTGGCGCGGCTGGCCCAGGCTCGGCGCCGCTTAGCCAAATTCCCTGGTTAAGGCCGGCTCCC 
TGTCCCGCCTGCATCTCCAGGGCACGTCTGCAGGGAGCAGCACCCGCCCTCTCTCCCCA2VACCCACATCG 
CAGATACTCGAGGAGTTAGTAGCCAGTCTTCCCGGTCACCATCCATGCTTGTCCCTGAGTGGGCAAGGAC 
CTCCTAAGAAGACGCAGGTCATGATTAAGATCGAGACTTAGGGATTGAGTCCCACGTCGGGCTCCCTGCA 
CGGAGCCTGCTTCTCTCTCTGCCAGTGTCCCTGCCTCTCTCTCTGTGTCTCTCATGAATAAATAAATGAA 
AAAAATCTTAAAAAAAAAAAAAAAAAGAACGAGATTCAGATTGGGGGTGGACGCCGCCGCCCTCCTGGTT 
AGGAGAAATGATTTTCTGCCCTCGGGGTTGTTCCCCTTAAACCCTCTCCATCTTCCACCAGGGGACCAGT 
GCATGCAAAGCATTGTAGAAGGATTAGTTCCTGCTTTTGTGCAACTTCTTTCATGCACCTGTTTTGGGAG 
CATTAGCGCCACGTGTGGGTGCTCTTAGAAGCTGTATTTCACTGATTTGTAATAAACTTGTTTATCCCCG 
GAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0229 )Acc | AF147784 | Ver | AF147784 . 1 GI : 7110130 | Canis familiaris retinal-specific 
clusterin-like preprotein (CLUL1) mRNA, complete cds. 

CTCGTGCCGTGAAGTTGTATGACCTTGCTCAGGTAAATTTAAGTTGAACTTTGCTTTTTCTACTCCATAA 
AAGTGGATTAGGGCTTCTGAATGTGGAAAGCGGAGAATTCAAAGTGTCAGGCAATAAAGAAAGGACTTTA 
GTCCTGTTACCTTTCCTTGAATGGATTAGCTATCCAGAACAACCTATTGCTCTGTCACAGAAGAGTGTTT 
CAGAGCTTTCCTGCCTAGAATTGAATTTAGAGATACTAGCATGTTCAATTGCCAAACCCATCCTGACAGG 
TATCTCTCTTCTTAGCTCTTGAGCCTAGTGGGCCTCTAGGCAAGATGTCCCTGCCTATTGGGATGTACCG 
CCGGGCCTTCAGCTATGATGATGCCCTCGAGGACCCTACACCCATGACTCCTCCTCCATCGGACATGGGC 
AGCATCCCCTGGAAGCCAGTGATTCCAGAACGCAAGTATCAGCACCTTGCCAAGGTATCTGATTCCACTG 
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ACTGCTTCTGGCAAGCCCAACCTCTTCGTTTTTCTTCCTCTGCTCCAGAAGCCTTCCATGGCTCCTGACA 

CCCATAGAATTGGGCAATTACCAATCCCTGTATGTTTTTAGTGCCTCAGCTGGAGTTGGTGGGCCTTTTT 

ATTCTTGTGAATTCAAACTAGAATGGCCATGTCTTTTCCTACCTGAGACTCTTCTGTGTCATCCCCCCTG 

TCCCGTGATCCAACCATGCAAATTATTTAAGATTTCTTCAGTGGGTATCTTATGCTTCCAAGTCTTTGTG 

TCACACTGCTCATTGCCTGAGATGTTTACTCGTGCCGAATTCGGCACGAGCGGCACGAGTACGGTCGAAC 

AGTTTTTCAGGAATATATATCAATACCTGTTTCCTTTTGATGAGGATAATGAAAAAGATCTCCCTGTCGG 

TGAAAAGTTCATTGAGGAGGATGCACAAGTAGCTCAAATAGAGAATGTGTTCAACCAGCTGACTGTGGAT 

GTGAGATTTCTCTTTAACAGAAGTCTTAATGTCTTCAAACAGATGCAGCAAGAATTTGACCAGACTTTTC 

AATCATATTTCATGTCAGATACAGACTTAATGCAGCCTAACTTTCTTCCAGCTTTATCTAAAGAGCCAAG 

GAAAAAAGCAGATCCTGTGCAAAGTTGGGATATTCCCAGCTTCTTCCAGCTGTTTTATAACTTCAGTCTC 

TCT AT T TATCACAGT ATCAGCACAACAATCACCAAGACGCT GAAT GCAATAGAGGAT T T ACCAAAACAAG 

ACAATGATTCTAACCATGGAAGCCTGAGTTCAAAGACATTGCCTGTGCAGCACAGAGGACCGTATGGAGA 

ATTTGGCCAGAATTTGTCAGAATGTTTCCAGTTTCATGCCAGATGCCAAAAATGTCAGGATTACCTGTGG 

GAAGACTGTCCCGATGTACCTGAACTACACACAAAAGTAGATGAGGCCCTCGAATTGGTCAACATATCCC 

ATCAGCAATATGCCCAGGTTCTCCAGATGACCCAGCACCACCTGGAGGACACCACATATCTGATGGAGAA 

GATGAGAGAGGAATTTGGCTGGGTGGCTGACCTGGCAAACCAGGCCCCAGGAGCTGAGAACATCTTTGAT 

T CCACAAAGATGGTT CCAAACATACAT GAAGGGAAT T TT T CCAAACAAGACGAAACG AT GATAGACTTAA 

GCATTCTGTCTTCCCCTAACTTCACACTCAAGATCCCTCTTGAAGAAAGTGCTGAGACTTCTAACTTCAT 

TAGCTACATGCTGGAGAAAGCTGTGCAGCATTTTAAGAAACATTTTAAAACTTGGTAAGACCTGAGGCAT 

CCTATACCTGCCAAGTAGAATTACCTCTTCGGGTACCTCTGAGATCTGAAAATCCCAAATGTATAAGATA 

ATGTAATAAATGAAATAGCAGGAZ^AGTATGTCAGTTACATATTATGAATTACTGTTAATTTTCTTATGTT 

GAATGGCAGTTTCATAGCTATTGGAATTGAGTTAAAGTAAAATCCCTTTTTAAGAAAATCACATGTACAC 

AT TAG TAAAT T CT ATGGT AGGTTAGTAGT TC T ATGTATAT TAAAT AAAT ATAAAAT TACCAAAAAAAAAA 

AAAAAAAA 

>GBCA0230 |Acc|AF067847|Ver|AF067847.1 GI : 5577963 | Canis familiaris Na+-dependent 
glutamate transporter (GLAST) niRNA, complete cds . 

CCCGAACACCCGGGCACAGTCGGCGAAGTTGTGTTCTCTAACACCAAAGACATCTGGCTTTCCGGGGGTG 

ATT CCGAGACATTGAAGT GCAAAGAAGAGACTCTCC TAGAGAAAT AAAATAT GACTAAAAGTAAT GAAGA 

AGAGCCCAGGACAGGGGGCAGGATGGAGAGGTTCCAGCGAGGAGTTCGTAAGCGCACACTCTTGGCCAAG 

AGGAAGGTGCAGAACATCACAAAGGAGGATGTTAAAAGTTACCTATTTCGGAATGCTTTCGTGCTGCTCA 

CTGTCACTGCAGTCATTGTGGGTACAATCCTTGGATTTACCCTGCGACCATACAGAATGAGCTACCGGGA 

GGTCAAGTACTTCTCTTTTCCTGGGGAACTCCTGATGAGGATGTTACAGATGCTGGTGTTACCACTTATC 

ATCTCCAGTCTTGTCACAGGGATGGCGGCCCTAGATAGTAAGGCATCAGGGAAGATGGGAATGCGAGCGG 

TAGTCTATTACATGACTACGACCATCATTGCCGTGGTGATTGGCATAATCATTGTCATCATCATCCATCC 

CGGGAAGGGCACAAAGGAAAACATGCACAGAGAAGGCAAAATTGTACAAGTGACAGCTGCAGACGCCTTC 

CTGGACTTGATCAGGAATATGTTCCCTCCAAATCTGGTGGAAGCTTGCTTTAAACAGTTTAAAACCAACT 

ATGAGAAGAGAAGCTTTAAAGTGCCCATCCAGTCCAATGAGACGCTCATGGCTGCCGTGATAAACAATGT 

GTCGGAAGCCATGGAGACTCTTACAAGGATCACGGAGGAGTTGATCCCAGTTCCAGGGTCTGTGAATGGG 

GTCAATGCCCTGGGACTAGTTGTCTTCTCCATGTGCTTTGGACTTGTGATTGGAAACATGAAAGAGCAAG 

GGCAAGCCTTGAGAGAATTCTTTGATTCTCTTAATGAAGCCATCATGAGATTGGTAGCAGTGATAATGTG 

GTACGCCCCTCTGGGCATCCTCTTCCTGATTGCAGGGAAAATTGTTGAGATGGAAGACATGGGAGTGATT 

GGGGGGCAGCTTGCCATGTACACAGTGACAGTCATTGTCGGCCTGCTCATTCACGCGGTCATCGTCCTGC 

CCCTCCTCTACTTCTTGGTAACACGGAAAAACCCTTGGGTTTTTATCGGAGGGTTGCTGCAAGCACTCAT 

CACAGCTCTCGGAACCTCCTCCAGTTCTGCTACCCTACCCATCACATTCAAGTGCTTGGAAGAGAACAAT 

GGCGTGGACAAACGTGTCACCAGATTCGTGCTCCCAGTGGGTGCCACCATTAACATGGATGGGACCGCAC 

TCTATGAGGCTTTGGCTGCCATTTTCATCGCTCAAGTTAACAATTTTGAACTGAACTTTGGACAGATTAT 

TACGATCAGCATCACAGCCACAGCTGCCAGTATTGGAGCAGCTGGGATTCCTCAGGCTGGCCTGGTCACC 

ATGGTCATTGTGCTGACGTCTGTGGGCCTACCCACCGATGACATCACGCTCATTATCGCCGTGGACTGGT 

TCCTGGACCGCCTCCGCACCACCACCAACGTGCTGGGAGACTCCCTCGGAGCCGGCATCGTGGAGCACTT 

GTCCCGACACGAACTGAAGAACCGGGACATCGAGATGGGTAATTCCGTGATCGAAGAGAATGAAATGAAG 

AAACCCTAT C AGCT GAT TGCCCAGGAAAGCGAGACTGAGAAACCCACTGACAGTGAAACCAAGAT GTAGA 

CTAGCACCAGAACGGTTTTCTGGAGCAGCAGGTGTTCGCAAACCACTGTAAAATGTTTCCAGCTGTTACA 

ACTCATTCTCTCCGGGAAGCCCCTTACCTCCCTTTTCCTGTACTCTGATAGGATTGGGAAGTAATCGTCC 

AAAACCAAGGGGGGATTTTGCGAGTCAGATCAGATCTTGCGAGTTTACGTGGCACACAGAAGTGCAAATG 

TGATTTTTTTTTTTTAATAAGCTGAAGAGTCAAACGAATAGTAGGCTTAAAGCATGCTTTTAAATCAACT 

TTCAAAATT TAAAAAT CCT T C AGAATGCAAT TCAGT T.T TAGTATCAAAACAACT TGAT AAACTACAATCA 

GTTATCAATGGAAGAGTAGAAGGGTTTTTTTCCCCCGTCTCTCTTCTGATTTGTGTCCTGATACAAATAC 
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TAGCAGGCCACTATGAATACACACCTAGCACAGCTGTGAGGAGCCACATAAAGTGAAATTTCCAAGTGGC 
CAGAGGCAACTTAATCTCATTTCTAGGCCTCAGTGTTCTCATCTGTAAAATGGGTGAGTTCCCTGGATGC 
CTTTATGGTCTCTTCTAGCCCAAACATCCTGTGACACCATAGAAGAGCCTGCCTTCTATTCCCCCTTGGA 
ACATCCTGTAGCAAGTATCATTCATGGGACTTTCAAAAAGGATACTTACTGGGAATGAACTTTTCTAAGT 
AGGGGAGGGATGGCTGTATGGTTTACCAGGTCCTGTGTCCAATGTCAGTTATGCGAGTCACCAAGCTGGA 
GGCCATTCAAGGAGTGGAATTATTCATGAAACTCTGCTGAGTTCTTCCCAATGAGGGGAAAGTATTCCCT 
TCTTTCCTGCCCTTCCCAAACGGAAGGGACTGCTCTGGGAAGGATTCTCCCACCACTCCTCAACTGACCA 
TAGACTTTTAGAAAGTAAAATGTAAGACTAGCAACTAGCAAGGGTGCTCATAGTCTTACTACAGAACACT 
AAAGAGCCAGGTAGGAAAGAGTGGAGCATGGTTGACATTATGGAGAGGATTTTTAAAACACCACGCTTAT 
AGATCATCTTTAAGGACGAATTTAAAATAGAGAGGTTCATTTTGTTTAACCTGAAATACTTTTTGTCTTC 
AGTTCAAAATCATCCCCCAAGGAAGTCTGCTTATCAAAATACAAGGTCACTTCTCATATCTATTTTGAAG 
AAGTCAAATGAATGAGCTCTCTCTCCCTCTCTCTCTCAATAGAGGTCCAGGAGCTGGGTGGGTGGTCTCT 
TATTTGAAAAGGTTTTTGACTATAATCAAAAGTTCTTAGGATGAGAGAAACAAGATATTTCTTTGTGTTG 
GAATTCCACTTCCCAAATCATTGAAAGCCTTTAGCTGGAATTGGGTTCAGTTTTATTTTGTTTGTGTCCC 
T GAGAGAAAT GGT AGAAGAT GAAT CAGTAT AGAGACGCT GTCAATGT GGTTCCAAGAGAAAACCAGCAGG 
GGCATTAGTTTCAGGCGAGGCAGCTCCCAGGTTTAGAGGAGATTAATTTTTTTACCCCCTAAGGAGTATT 
CACTCAAAGACATGGACTGGGAGCTGTCAGTACCAGCTGTGCTTGAGTTTCTGACCGAAAATGGTGAAGA 
ATGGACTTAATTATGCTAACAGATTGAAAATCTAGACATACACTCTCCAATACACAATTAGAGACGTTTT 
CTATATAGATCATGAGCGTTACATGTGTACAAAAAAAAGTTAACGTTAGGCTGTGGTGAAGTAACCGTTT 
AATGCCGAGGCTCTATTTGGGAAATACATTACAAAAGTTAATATCCGTGGCTGTCATCTCATGACACCAG 
T AGAGCAAAAAT TAAT CACGT CAAATTAAT T CT GT TATACAGT GTGATCT T T T TT T T T TAT ACT AACCAT 
TTCTTATGGAAAGCAAGTCCTCTTGGACGATCCTCTCTCCAGCCCATCACAGGCTCTGTATACGCATGCA 
CCCAGTGTGGACTGAGAAGCATTACTTTGTAGATGTATTTTCAATAAAGAAAAGAAATTAGTTTTACACT 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0231 |AcclAF167077 | Ver | AF167077 . 2 GI : 6978310 | Canis familiaxis glutamate transporter 
(EAAT4) mRNA, complete cds. 

ttgcagttgaggctcccgatagacgatgagcagccacgggaacagcctgttcctgcgggagagtggccag 
cggctgggccgggtgggctggctgcagcggctgcaggagagtctgcagcagagagcgctgcgcactcgcc 
tgcgcctgcagaccatgactcgggagcacgtgctgcgcttcctgcgccggaacgccttcatcctgctgac 
cgtcagtgctgtggtcattggggtcagtctggcctttgccctgcgaccgtaccagcttacctaccgccag 
atcaagtacttctcttttcctggagaacttctcAtgaggatgctgcagatgctggtgttgccactcattg 

TCTCCAGCCTGGTCACAGGTATGGCATCCCTGGATAACAAGGCAACAGGGCGGATGGGGATGCGGGCAGC 

tgtgtactacatggtgaccacggtcattgctgtcttcattggcatcctcatggtcaccatcatccatcct 
gggaagggctccaaggaggggctgcaccgcgagggccgtattgagaccatacccacagccgatgccttca 
tggacctggtcagaaatatgtttccgcccaacctggtggaggcctgcttcaaacagttcaagacgcagta 
tagcacgaggt t ggtaaccaggaccatagtgagaacagagaacggat ccgagc tgggcact t ccatgcct 
cctccatcttcaatggacaatggaaccagcctcctggaaaatgtcacctgggccttgggcaccctgcagg 
aggtgctgagcttcgaggagactgtgcctgttcctggctcagccaatggcatcaatgccctgggccttgt 
tgtcttctctgtggcctttgggctggtcattggtggcgtgaaacacaagggccgagtcctgcgggatttc 
tttgacagcctcaatgaggctattatgaggatggtgggcatcattatctggtatgcacctgtgggcatcc 
tgttcctgatcgctgggaagatcctagagatggaggatatggctgtcctggggggtcagctgggcatgta 
caccctgactgtcattgtgggcttgttcctccatgccggtggtgtcctgcccctcatctacttcctcatc 
acccaccggaatcctttccccttcatcgggggtgtactgcaggccctcatcactgccatgggcacgtctt 
ccagctctgcaacactgcccatcaccttccgctgcctggaggagggcctgggtgtggaccgacgcatcac 
caggttcgtgctgcctgtgggggccactgtcaatatggacgggactgccttgtatgaggccctggccgcc 
atcttcattgcccaagtcaacaactatgaactcaacctgggccagatcacgaccatcagtatcacagcga 
cagcagccagcgttggggctgctggcatcccccaggcaggtctggtcaccatggtcattgtgctcacatc 
ggtcggcctgcccactgaagacatcacactgatcatagctgtggactggttccttgaccgacttcgtaca 

ATGACCAATGTCCTGGGGGACTCTATTGGAGCAGCCGTCATTGAGCATTTGTCTCAGCGAGAGCTGGAGC 
TGCAGGAGGCCGAGCTCACCCTCCCCAGCCTGGGGAAACCCTACAAGCCACTCATGGCACAAGAGAAGGG 
GGCGTCCAGGGGACGGGGAGGCAATGAGAGTGCCATGTGAGGGGCCCCCAGCTCTGCTGCCCAGAGAGGA 
GGGAACGGGGCTGGGGGGAGGGGGAGGTCCTAGGGAAGACCCACTGCCTGAATGACTGCACTGAACACAC " 
ATGTTCTGTCTAGCTTGTTTGGTGGAAACTGAGATAAAGGAGCAGGAA 

>GBCA0232 | Acc ) AF16707 6 | Ver | AF16707 6 . 2 GI : 6978308 1 Canis familiaris glutamate transporter 
(GLT1) mRNA, complete cds. 

CTGGCCAGCTCCAAGCACGGGTGCGAGAGATTTGGGTGCTTCCCGGGAAGAGGCGGGAAGAGAATGCCAA 
CAACATGCCCAAGCAGGTGGAAGTACGAATGCACGACAGCCATCTCAGCTCAGAGGAGCCGAAGCACCGA 
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CATCTAGGCCTGCGTCTGTGTGACAAGCTGGGGAAGAACCTCCTGCTCACATTGACTGTGTTCGGTGTCA 
TCCTGGGGGCAGTATGTGGAGGGCTTCTTCGCTTGGCATCTCCTCTCCACCCCGATGTGGTCATGTTGAT 
AGCCTTCCCAGGGGATATACTCATGAGGATGCTAAAAATGCTCATTCTCCCTCTCATCATCTCCAGCTTA 
ATCACAGGGTTGTCGGGCCTGGATGCTAAAGCCAGTGGGCGCTTAGGCACAAGAGCCATGGTGTATTACA 
TGTCCACAACCATAATTGCCGCGGTGTTGGGGGTCATCCTGGTCTTGGCTATCCACCCAGGGAACCCCAA 
ACTCAAGAAGCAGCTGGGACCTGGGAAGAAGAATGATGAAGTGTCCAGCCTGGATGCCTTCCTGGATCTT 
ATTCGAAATCTCTTTCCTGAAAACCTGGTCCAAGCCTGTTTTCAACAGATTCAAACGGTGACCAAGAAAG 
TCCTGGTGGCTCCTCCATCAGATGAGGACAGCAATGCCACCAATGCTGTCATCTCCTTATTGAACGAGAC 
TGTGACGGAGGCCCCTGAAGAAGTGAAGGTGGTTATCAAGAAGGGCCTGGAGTTCAAGGATGGCATGAAT 
GTCTTAGGTCTGATAGGGTTTTTCATTGCTTTTGGCATCGCCATGGGGAAGATGGGAGAGCAGGCCAAGC 
TGATGGTGGAGTTCTTCAACATTTTGAATGAGATTGTAATGAAGTTAGTGATCATGATCATGTGGTACTC 
TCCCCTGGGTATTGCCTGCCTAATTTGTGGAAAGATCATTGCAATCAAGGACTTAGAAGTGGTTGCTAGG 
CAACTGGGGATGTACATGATCACGGTGATTGTGGGCCTCATCATCCATGGGGGCATCTTTCTCCCCTTGA 
TTTACTTTCTAGTCACCAGGAAAAACCCTTTCTCCTTTTTCGCTGGCATTTTCCAAGCTTGGATCACTGC 
CCTGGGTACCGCTTCCAGTGCCGGAACTTTGCCTGTCACTTTCCGTTGCCTGGAAGAAAATCTGGGGATT 
GATAAGCGCGTGACCAGATTTGTCCTCCCAGTGGGAGCAACCATCAACATGGACGGCACAGCCCTTTATG 
AAGCAGTGGCCGCCATCTTTATTGCCCAAATGAACGGTGTTATCCTGGACGGAGGCCAGATTGTGACTGT 
GAGCCTCACGGCCACGCTGGCGAGCGTCGGTGCGGCCAGTATCCCCAGCGCAGGCCTCGTCACCATGCTC 
CTCATCCTGACGGCTGTGGGCCTGCCAACGGAGGACATCAGCCTGCTGGTGGCTGTGGACTGGCTGCTGG 
ACAGGATGAGAACTTCAGTCAATGTGGTGGGGGACTCATTTGGGGCTGGGATTGTCTATCACCTCTCCAA 
GTCTGAGCTGGATACTATTGACTCCCAGCATCGAGTGCATGAAGATATTGAAATGACCAAGACTCAGTCC 
ATTTATGATGTGAAGAACCTTAGGGAAAGCAACTCTAATCAATGTGTCTATGCCGCACACAACTCTGTCA 
TAGTAGATGAGTGCAAGGTAACTCTGGCAGCCAACGGAAAGTCAGCCGACTGTGGTGTTGAAGAAGAACC 
TTGGAAACGTGAAAAATAAGAATATGACTCTCAGCAAAGTTTTGAACAAACTCCCCAGCGTGTCTTATGG 
TAAAAGAGAATATAAACAAGCTGTCTTTAAAAAAGGAAAAAAAAATGCATCTATTTCTGTGTTTACTTAA 
TCTGCTAGCTGAGGCTTCGAGGATCTGTTGTGAGTCAGTGATAGGCGCGTTGCTGTGTCCTTGCCAAGTG 
ATGCTTTGTAACTGCCTCATTTTCTCACCTGTATTATTCTTTGAAGGGAGGCTGCTGGAGGAATCAGTTT 
GAATTGAAGACACATTCTTGCCAGCTTCCCTGTGCTCTCTAAATGCAGAGCCTTGAATGCTCTTATCCCA 
GGGGACATGACTAAAGCAATGTGGTACACTCCGAGGACTTGGGATAACGAGCAGACACTCAGTGTGTGAT 
TCCTTCCAGTGTTCTCCATGTTTCTGCTTTGTTATGCACAAGAGATTCTGTTTGAAGCCTCTAGAAGTAA 
TTCCCCTGAAATGTCTCGTAGAGTTTGCCCATGTGTTGATTAAAAGCAAATTCCCTGTCTTCAGGAACTC 
TGAGAATCTATCTTCCGTGTACTCTTTAAATATTTCAAAGAGATTTGTAGTGGGAACTGTGATCTTCGAG 
GCAGCTGATTACGGAACCCACTGAGTTTCTGCTCTATCCTATCCAGTCTGGGGAAATAATTATTGAAATT 
T CAAAGTATGT T T CATAATT TGCT CT CCAT T T GATAACAGAT TAGGATGTAAT T GGCATATACAGAGGCT 
GCTGTACCTGT TGACAAACATAAGAGAGCACAGTCAACGT T AAC TT TAACCAGGT T CAAATAT TCAAATT 
TGTTTGTGTTTGGTTTGTATTCACCTGGCATAGGGACATCAAGTGAGATTATTTGATCTATGCTTTACTT 
TCTTTGTTTCAGCTGTAAAATTCTAATTTGGATTTCTAACAAAAAAGACATTTGTAATCCCCACATTCTT 
TCAATCCCAGACTCATTAACCGAGAAGGCCCCATCATTTTTACTCTCCTCACCCATAGAGGACAGTTATG 
TTGGCTGTGCCTCTTTTAATACCACCTCTTGATT 

>GBCA0233 | Acc | AF167075 j Ver | AF167075 . 2 GI : 6978306 | Canis familiaris glutamate transporter 
(EAAC1) mRNA, complete cds . 

CCCGCCATGGGCAAGCCGGCGAGGAAGGGATGCGACTGCAGGCGCTTCCTGAGGAACAACTGGCTGCTGC 
TGTCCACCGTGGCCGCCGTGGTGCTAGGGATTGCCATAGGAGTCTTGGTTCGAGAATACAGCAAGCTGTC 
TAGTCTGGAGAAATTCTACTTTGCTTTTCCCGGTGAAATCCTAATGAGGATGCTGAAACTCATCATTTTG 
CCATTAATTATATCCAGCATGATTACAGGTGTTGCTGCACTGGATTCCAGTGTATCCGGGAAAATTGGTC 
TACGTGCTGTCATATATTATTTCTGTACCACTGTCATTGCTGTAGTTCTAGGCATCGTGCTGGTGGTGAG 
CATCAAGCCTGGTGTGTCCCAGAAAGTGGATGAAATTGACAGGACAGGCAGCAGCCCCGAAGTCAGTACA 
GTGGATGCCATGTTAGATCTGATCAGGAATATGTTCCCTGAGAATCTTGTACAAGCCTGTTTTCAGCAGT 
ATAAAACCAAGCGTGAAGAAGTAAGTTCTCCCAGTGAGCCAGGGATGAACATGACGGAAGCATCTGTCAC 
CGCTATCATGACTACTGCCATTTCCAAGAACAAAACAAAGGAATACAAAGTCGTAGGCATGTATTCAGAT 
GGCATAAATGTCCTGGGCCTGATTGTCTTTTGCCTCGTCTTTGGACTTGTCATTGGAAAAATGGGAGAAA 
AAGGACAGGTTCTGGTGGATTTCTTCAATGCTCTAAGTGATGCAACCATGAAAATTGTTCAGATCATTAT 
GTGTTACATGCCACTTGGCATTTTGTTCCTGATTGCTGGGAAGATCATAGAAGTTGAAGACTGGGAAATA 
TTCCGCAAGCTAGGCCTTTACATGGCTACCGTCCTGAGTGGCCTCGCGATCCACTCCATTATCATTCTCC 
CACTGATCTACTTCATAGTTGTACGGAAGAACCCTTTCCGATTCGCCATGGGAATGGCTCAGGCTCTCTT 
GACGGCTCTCATGATCTCTTCCAGTTCAGCCACACTGCCTGTCACTTTCCGCTGTGCAGAAGAAAAGAAC 
CAAGTGGACAAGAGGATCACTAGGTTTGTGCTGCCCGTGGGAGCTACTATCAACATGGACGGGACTGCAC 
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TCTATGAGGCTGTGGCAGCTGTGTTCATTGCGCAGTTGGATGGCCTGGACTTGGGCATTGGGCAGATCAT 

CACCATCAGTGTCACGGCCACGGCTGCCAGCATCGGAGCTGCTGGTGTGCCACAGGCTGGCCTGGTGACC 

ATGGTGATCGTGCTGAGTGCTGTGGGTCTGCCGCCGGAGGATGTCACGCTCATCATCGCTGTTGACTGGC 

TCCTGGACCGGTTCAGGACCATGGTGAACGTCCTCGGTGATGCGTTTGGGACAGGCATTGTGGAGAAGCT 

CTCTAAGAAGGAGCTGGAGCAGATGGATGTTTCATCTGAAGTCAATATCGTGAACCCGTTTGCCTTGGAA 

T CCACAAT ACT GGATAAT GAAGACTCAGATACCAAGAAGT CCTATGT CAAT GGAGGCT TCGCAGTAGACA 

AATCTGACACTATCTCGTTCACCCAGACCTCTCAGTTCTAGAGTCCCTGGCTTCATAGGACCAGGAATGA 

TGAAGGACAGCTCCATAAGAGTCATCTCTTAGCAAATTCAAACATTAAATAAGGAAAAGAAAAACATTAA 

TGGCCAACT GTACAT T GGATT TGATATAGAAACT T CCAGATTAT T T T CT AT AT T TGGAT T CACAGAT T TC 

ACTCTCGGGGTTCTGGGCTTTGGGGGTGGGGTAACATGAAAGAAATACATGAAAAAGAAAGCTGGATTGT 

CTGCAATTTAAAAATTCTAAAGTTTGGAAGTAAATAGAGTCATAATTGTTGGATTAGGACATGGATATGG 

AAGAAAAATTGCTTTCTCATACACAGTCCAGTGTTTTGAGTTTTTAAAAAAATACTCAGTTTACAAATTT 

TTACTCGCTTTCTATTGGCATGGATTTCCTTTGACTTCTCACATTTTTATAGATTATAATGCATATAAAC 

ACCCTCCCCCCCATTAATGTGCCAAATTGTCCATTTTTAACTCATCTCCAGCCAATTTCAAAGAAACAAC 

TTTGAAAGAAAACAGACCAGCACAATTCTGCAATCAGAGTTTTAAGATGGGTGTGGGGTTTTGTGGGAAG 

GTTCTTTTTTCAATGTACTGTATTGGGACACTGGTAACTCCTACCCCAGTGTTCAGTATAGAGCTAGATA 

TATAT AT ATGTAT AT ATT TAT T ATT TTCATAT AAGT TGCCAGACAGAGATCAGAAT T GACT GTCAATGTG 

AAATAAAGAGCTTTCCTTGTACTGAATAATAACTATGATCT CAAT CCAGATCTGCTTTGGGGCT TAT CCA 

AACTCCTCTCTCAGGAGCACAAGAATGAAATATCATGTTGTCTGATTGTTCCACGTCTGTGTGTCAGCCT 

C AAAGC AGATATGCAT TATGGAGAT ACTCCAAGGT GGCAT CACCATT TATCTACAACCCCCAGAT T CTGC 

TGCTATGAGGGAATCCATATCAGCTCTATATACGATTGTATACAAAGGTGTCACTCATACAAGGCTGGAT 

GTGTTTTTATCCAATTGGAAGGCTTCATTCTTCCAAGATCAACTAGACCCACTTAAAAATGACAGGACTT 

TGCCCTTTTGTACCCATTAGGGCCTAAACAACAGTGGCAAGCTACCAGCTAAGTTGTATTTTAATATGGA 

TCTGATGGACTGAACAAGTCACATTGGCCAGTGTCTTCTTGCAAAGGAAGTCCCACAACATGAGATCTTG 

GTTATGAGTGGTTCAGGGAAATTCTTCCATTGTATGAAACTCATCTCCTCCTCAAGGGAGGATGGTTCCA 

ACTAGTAGTCTAGTAATCTCAGCCCTGGTCATTACAATCCATTTCCCTTCTTATGCTAATTTATGGAAAT 

AGTTTATTAAAATCTGTGCTTCAGCACTCATCTTAAAAATAACATTTAACATAAAAACTTGTATTTACAC 

GGAGATCCAAAATAGTCACGTTTCTGCAGTATAGCCAATTTAAACCTGTGCTTTTTTATATTTAAGAAAA 

CCAGAAACTGTGCCAAAGATGGTGGAAAAGTAAACAAATGTTCAATGTTGACTACCTGTACCCTGAAAGC 

TATAAGGGAATGATCCTAGATTGTCGAGTACACATCATAAACGTGGACCAGTGATTCAATGTGAGTCTTC 

AAAGGGAAATATTGATGTTGTGCAGTGGAAATAAATCTAAATATCGATGCAGTTGAATCCATAATTTGTC 

ATGGGCTGAAAGGTCCTACCCCCTTGGCAGTTTGCTCAGATCTAAGGCACGGGAGTTGGCAGAGCTGTTC 

GTGAACTGCAGGTCATCCTTATTTTGGAGTGAGTTTGTAACGAGCCTCTTAACACACTGTGCTGTTAACT 

CATTAAAGAGAACGATGTTCCATTTCAGTCTCAATAAATACTTCTGCCCTTCCTCCTTCCC 

>GBCA0234 | Acc 1*055935 | Ver | U55935 . 1 GI : 42048 62 i Canis familiaris tight junction associated 
protein ZO-1 MDCK (ZOl-MDCK) mRNA, complete cds . 

GAGAGAGACAAGATGTCCGCCAGAGCTGCGGCCGCCAAGAACACAGCAATGGAGGAAACAGCTATATGGG 
AACAACACACAGTGACGCTTCACAGGGCACCTGGATTTGGATTTGGAATTGCAATATCTGGTGGAAGAGA 
Ti\ACCCTCATTTTCAGAGTGGAGAAACTTCCATAGTAATTTCAGATGTGCTGAAAGGGGGACCTGCTGAA 
GGACAGCTACAGGAAAATGACCGAGTTGCAATGGTTAATGGAGTTTCAATGGATAATGTTGAACATGCGT 
TTGCTGTTCAGCAACTAAGGAAAAGTGGGAAGAATGCAAAAATTACCATTCGGAGAAAGAAGAAAGTTCA 
GATACCAGTTAGTCGTCCTGATCCTGAACCAGTGTCTGAGAATGAAGATAGTTATGATGAGGAAGTCCAT 
GACCCAAGAAGCAGCCGTGGTGGTCTGGTCAGTAGAAGGAGTGAGAAGAGTTGGGCAAGGGACAGGAGTG 
CAAGCAGAGAGAGGAGTTTGTCTCCACGGTCTGATAGGCGATCTGTGGCCTCCAGTCAACCTCCCAAACC 
TACCAAAGTCACATTGGTGAAATCCCGGAAAAATGAAGAATATGGTCTTCGATTGGCCAGCCATATATTT 
GTAAAGGAAATTTCACAAGATAGTTTGGCAGCAAGAGATGGCAATATTCAAGAAGGCGATGTTGTATTAA 
AGATAAAT GGTACTGTGACAGAAAATATGT CACT GACAGATGCAAAGACT T T GATAGAAAGATCTAAAGG 
CAAGTTAAAAATGGTAGTTCAAAGGGATGAACGGGCTACCCTATTGAATGTCCCTGATCTTTCTGACAGT 
ATCCACTCTGCTAATGCTTCTGAGAGAGATGATATTTCAGAAATTCAGTCACTGGCATCAGATCATTCTG 
GTCGATCACATGATAGACCTCCCCGCCACAGCCGGTCACGGTCACCTGACCAACGATCAGAGCCTTCTGA 
TCATTCCAGACACTCTCCACAGCAGCCCAGCAGTGGCAGTCTCCGGAGCAGAGAGGAAGAGAGAATTTCT 
AAACCTGGGGCTGTCTCAACTCCTGTAAAGCATGCAGATGATCATACACATAAAACAGTAGAAGAAGTTG 
TAGTTGAGAGAAATGAGAAACAAGCACCCAGTCTTCCAGAACCAAAGCCTGTGTATGCTCAAGTTGGACA 
ACCAGATGTGGATTTACCTGTCAGTCCATCTGATGGCGTCCTACCTAATTCAACTCATGAAGATGGGATT 
CTCCGGCCCAGCATGAAATTGGTAAAATTCAGAAAAGGAGATAGTGTGGGCCTGCGCCTGGCTGGTGGAA 
ATGATGTTGGAATATTTGTAGCTGGTGTTCTAGAAGATAGCCCTGCAGCCAAAGAAGGCTTAGAAGAGGG 
TGATCAAATTCTCAGGGTAAACAATGTAGATTTCACAAACATCATAAGAGAAGAAGCCGTCCTTTTCCTA 
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CTCGACCTCCCTAAAGGAGAAGAAGTGACCATATTGGCTCAGAAGAAGAAAGATGTTTATCGTCGCATTG 
TAGAATCAGATGTGGGAGATTCTTTCTATATTAGAACCCACTTTGAATATGAAAAGGAATCTCCCTACGG 
ACTTAGTTTTAACAAAGGAGAGGTGTTTCGTGTTGTGGATACCTTGTACAATGGGAAACTAGGCTCTTGG 
CTCGCTATTCGAATTGGCAAAAATCATAAAGAAGTAGAACGAGGCATCATCCCTAATAAGAACAGGGCTG 
AGCAGTTAGCCAGTGTACAGTACACACTTCCAAAAACAGCTGGGGGAGACCGTGCTGACTTCTGGAGATT 
CCGGGGTCTTCGCAGCTCCAAGAGAAATCTTCGAAAGAGTAGAGAGGATTTGTCAGCTCAGCCAGTTCAA 
ACAAAGTTTCCAGCCTATGAAAGAGTTGTTCTTCGAGAAGCTGGATTTCTGAGGCCTGTAACTATCTTTG 
GACCCATAGCT GAT GT TGCCAGAGAAAAGCTGGC AAGAGAAGAACCAGAT AT T TAT CAGATT GCAAAAAG 
T GAACCACGAGATGCTGGAACTGATCAACG TAGC TCTGGTAT TAT TCGTCT TCATACAATAAAACAAATA 
ATAGATCAGGACAAACAT GCT T TAT T AGAT GT AACACCAAATGCAGT T GAT CGT CT GAATTAT GCCCAGT 
GGTATCCAATTGTAGTATTCCTTAACCCTGATTCTAAGCAAGGTGTGAAAACTATGAGGATGAGGCTATG 
CCCAGAATCTCGAAAAAGTGCCAGGAAATTATATGAACGGTCTCATAAACTTCGTAAAAATAATCACCAT 
CT T T TTACAACTACAAT TAACT TAAAT TCAAT GAATGATGGT TGGT ATGGT GCAT T GAAAGAAGCAAT T C 
AGCAGCAACAGAACCAGTTGGTATGGGTTTCTGAGGGAAAGGCGGATGGTGCTACAAGTGATGACCTTGA 
TTTGCATGATGATCGTCTCTCCTACCTGTCAGCCCCAGGTAGTGAATACTCAATGTATAGCACGGACAGT 
AGACACACT TCTGAC TATGAAGACACAGATACAGAAGGCGGGGCCT ACACT GAT CAAGAACTAGATGAAA 
CTCTTAATGATGAGGTTGGGACTCCACCGGAGTCTGGCATTACACGGTCCTCTGAGCCTGTAAGAGAGGA 
CTCCTCTGGAATGCATCATGAAAACCAAACATATCCTCCTTATTCACCACAAGCGCAGCCACAACCAATT 
CATAGAATAGACTCCCCTGGATTTAAAACAGCTTCTCAACAGAAAGCAGAAGCCTCATCTCCAGTCCCTT 
AC CTTTCGCCT G AAAC AAAC C C AGC AT CAT C AAC CTGTGCTGT T AAC C AT AAT GT AAC T T T AAC T AAT G T 
CAGACTGGAGGGGCCTACCCCAGCTCCTTCTACTTCTTACTCACCACAAGCTGATTCTTTAAGAACACCA 
AGCACTGAGGCAGCTCACATAATGCTAAGAGATCAAGAGCCATCAT T GCCGT CGCAT GTAGAGCCAGCAA 
AGGTGTATAGAAAAGATCCCTATCCTGAGGAAATGATGAGACAGAACCATGTTTTGAAACAGCCAGCTGT 
TGGTCACCCAGGGCAGAGGCCAGACAAAGAGCCTAATCTGAGCTATGAATCCCAACCCCCATATGTAGAA 
AAACAGGCCAACAGAGACCTCGAGCAGCCCACATACAGATACGACTCCTCAAGCTATACAGACCAGTTTT 
CTCGAAACTATGATCATCGTCTCCGCTATGAAGAGCGCATTCCCACATATGAAGAGCAGTGGTCATATTA 
CGATGACAAACAGCCCTACCAGCCTCGGCCTTCTCTTGATAATCAGCACCCTCGGGACCTTGACTCCAGA 
CAGCATCCAGAAGAGTCCTCAGAAAGAGGGTCTTACCCACGTTTTGAAGAGCCAGCCCCTCTGTCCTATG 
ACAGCAGACCACGCTATGACCAGCCACCTAGAACCTCTACCCTACGACACGAAGAGCAACCAACTCCTGG 
ATATGACAT GCAT AACAGATACAGACCAG AAGCGCAGT CC TATTCT T CAGCAGGCCCT AAGGCAT CTGAA 
CCGAAGCAGTATTTTGACCAGTACCCACGAAGTTACGAGCAAGTACCATCACAGGGATTTTCCTCGAAAG 
CCGGCCACTATGAGCCTCTCCATGGTGCTGCGGTTGTCCCTCCTCTAATACCCGCATCTCAACATAAGCC 
AGAAGTTCTGCCTTCAAATACCAAACCTCTGCCTCCACCCCCAACTCTGACTGAAGAGGAGGAAGATCCA 
GCAATGAAACCCCAGTCTGTACTCACTAGAGTAAAAATGTTTGAAAACAAAAGATCTGCATCATTGGAGA 
ACAAGAAGGATGAAAACCACACCGCTGGTTTTAAGCCTCCAGAGGTAGCTTCTAAACCTCCAGGTGCTCC 
CATCATTGGTCCTAAACCCACTCCTCAGAATCAGTTCAGTGAACATGACAAAACACTGTACAGGATCCCA 
GAACCTCAAAAACCTCAGATGAAGCCACCCGAAGATATTGTTCGGTCTAATCATTATGATCCCGAAGAGG 
ATGAAGAATATTATCGAAAGCAGCTCTCCTACTTTGACCGAAGAAGTTTTGAAAACAAGCCTTCTACACA 
CATTCCTGCTGGCCATCTCTCAGAGCCTGCCAAGCCAGTTCATTCTCAGAATCAAACAAACTTTTCTAGT 
TATTCTTCGAAGGGAAAGTCTCCTGAAGCTGATGCCCCTGATAGATCATTTGGTGAGAAGCGCTATGAGC 
CAGTCCAGGCCACTCCCCCTCCTCCCCCATTGCCCTCCCAGTATGCCCAGCCTTCTCAGCCCGGTACCAG 
CTCCTCTCTTGCCCTCCACACGCATGCCAAGGGGGCACATGGTGAAGGTAAT TCAAT AT CACTGGACTTT 
CAGAAT TC TTTAGT GTCCAAACCAGACCCACCTCCATCACAGAATAAGCCAGCAACT T T CAGACCACCAA 
ACCGAGAAGATACTGTTCAGTCTACTTTCTATCCACAGAAAAGTTTCCCAGATAAAGCTCCAGTTAATGG 
AGCTGAACAGACTCAGAAAACGGTCACTCCAGCATATAATCGATTCACACCAAAACCATACACAAGTTCT 
GCCCGGCCATTTGAACGCAAGTTTGAAAGTCCTAAATTCAACCACAATCTCCTGCCAAGTGAAACAGCAC 
ATAAACCTGACTTGTCTTCAAAAGCCCCTGCTTCTCCCAAGACTCTTGCAAAAGCACATAGTCGAGCACA 
GCCTCCTGAGTTTGACAGTGGAGTTGAAACTTTCTCCATCCATGCAGATAAACCTAAATATCAAATGAAC 
AATCTCAGCACAGTGCCTAAAGCTATTCCTGTGAGCCCGTCAGCTGTGGAAGAAGATGAAGATGAGGATG 
GCCATACTGTGGTGGCCACAGCCCGAGGCGTCTTTAACAACAATGGTGGGGTGTTGAGTTCCATAGAAAC 
TGGCGTCAGTATCATCATCCCCCAAGGAGCCATTCCGGAGGGAGTCGAACAGGAAATCTACTTCAAGGTC 
TGCCGAGACAACAGCATCCTCCCCCCTTTAGATAAGGAGAAAGGTGAGACACTGCTGAGCCCCTTAGTGA 
TGTGTGGGCCCCATGGCCTCAAGTTCCTGAAGCCCGTGGAGCTGCGCTTGCCACACTGTGCGTCCATGAC 
TCCTGACGGTTGGTCTTTTGCTCTAAAATCATCCGACTCCTCGTCGGGTGATCCTAAAACCTGGCAAAAC 
AAGTGTCTTCCTGGAGATCCAAATTACCTTGTTGGAGCAAACTGTGTTTCTGTCCTGATTGACCACTTTT 
AATTC TTAAAATAT AGGAACT TGATTAAATAATGT GAAAC TGGGTTAAACT T ACTAAAT CTAAAT GGAAG 
CACTCTATCAAGTATTATACTTTCCTTAGAATTGATACTGCAGTTCTTAGTATTAAGCATTTTGTCTGAA 
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CAGATGAAGATTAGTGAGCATGCCCCTGCACCGTGGTCAGAAAACATGCTGCAGACTGCGTGTTTGTGAT 
GGAAAAACCGTCAGTATTGGCTGGAGGGTCAGAGATGGTTTGCTTTGTAATGATTTTTGTACTTTTTTAC 
AGTCACTGCTTACTTCACTGATTTCCGTTAAAATACCAGCCAGTAAATGGGGTGCATTTGAGTTTTATTC 
TTTCCAAAGTACACTGTTTCAAACTTGATTATGGCCCTGGCTTGGCATACACATTTTATTTTATTATGCA 
TGAGGTAATAT GCACACATT TAAAAAATATACCT GGAGCAT AT AAACCAGTGTAGTAGAT T T AACAGAAA 
TGTACAGCAAGGGGAATTTGTAGCTTTGGGGGGGTGGGGGGGATGGTAGGGAAGTCAAGTGAAGACAATT 
ACTTATTGTATATGGAAACACATTTTTTTAGGGAAGGACACCAAAGCATGTGAGACTGGTTCTGTGGCCT 
CTTTGGATCTATAAATTAACCATATCACCACAGACATACTAACCAGCAGGAATGCCTTACCCTCATATTT 
TTAATTCTTAGATCATTCTCTCTGTGTATTACTAAGTTTATATGGCTTTTGTGCACATCTAGTTACTGTA 
TCATGAAAAAGATTGAGTAAATTGTGGATTTGGTGGTTTCAGAAATGTATAATCACCCAGAGAAAATAAT 
GGTGTGATTTGGGGATTCCCCACCCACCACCCCCACCAAGGGGCAGTGGTGGTTTTTCTGTTCTTTTGGC 
TATGCATTTGAAAATTTTGACATTTTAAGGATGCTTGTACATAATGCGTGCATACCACTTTTGTTCTTGG 
TTTGTAAATTAACTTTTATAAACTTTACCTTTTTTATACATAAACAAAACCGAGTTTCTTAAGGCTACCT 
TTGTATTTCTCTCCTGTACCTCTTGAGCCTTGAACTTTGACCTCTGCAGCAATAAAGCAGCATTTCTATG 
ACACATACAAGGTCATTTTTTAAAGAAAAAGAATGCACAGAGTTGTTACATTTTTAAGTGCTGCATTTAA 
AAGATACAGTTACTCAGAATTCTCTAGTTTGATTAAATTCTTGCAAAGTATCCTGACTGTAATTTGTGAT 
ACCATGCTGTGCCCTAAAGTGTATTTTTTTACTAATAGACAATTTATTATGGCACATCAGCACGATTTCT 
GTTTAGATAATACACCACTACATTCTGTTAATCAATCATTAGGTGTGACTGAATTTCTTTTGCAGTTATT 
AAAAAATCTCAAATTTCTAAATCTGCGGAATAAAACTTTTTAAAATAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAA 

>GBCA0235 | Acc | AF187884 | Ver | AF187884 . 1 GI : 6003682 | Canis fami-liaris protein tyrosine 
kinase fer mRNA, complete cds . 

CGTTACTCACTTCCCACCAAATTCTTTTGGGTGAAGGCGCTCCTGAACCACCCTCCCTGGAGGAGCCAGC 

CGGTCGGGGTGGGCCGCGCGCACCCGGGCCTGGAAGAGCTCCTGTTTTCTGGCCAGACCTGTGGTCGTTC 

CAGTGAGACTCACTGCAGATTTTCTCAAGGGTCTTCTCATCCCCTAATGTGTAATCCTTCAACATGGACC 

T GC TGCTT TAGCTAAGACATGACCAGCAATGAACAGT AGTAAGAT AT GTGCT GAT TAGAAGGCTCACAGC 

GCAGTGTGGAGGATAAGACAGTGCCTTACAAAAATGGGGTTTGGGAGTGACCTGAAGAATTCACATGAAG 

CTGTGCTAAAATTGCAAGACTGGGAATTACGGTTACTGGAAACAGTGAAGAAATTTATGGCCCTGAGAAT 

AAAAAGTGATAAAGAATAT GCATCT ACT TTACAG AACCT TT GTAAT CAAGT T GATAAGGAAAGTAC T GT T 

CAAATGAATTATGTCAGCAATGTATCCAAGTCTTGGCTACTTATGATTCAGCAAACAGAACAACTTAGCA 

GAAT CATGAAGACACATGCAGAGGACGTAAAT TCT GGACCCT TACACAGGCT CACCAT GATGATCAAAGA 

CAAGCAGCAGGTGAAGAAAAGTTT TATAGGTGT TCATCAGCAGATAGAGGCGGAAATGATC AAGGT TACA 

AAGACAGAATTAGAGAAAT TAAAATCCAGCTATAGACAGT TAATAAAAGAAAT GAAT T CT GCCAAAGAGA 

AATATAAAGAAGCTTTAGCTAAAGGGAAAGAAACCGAAAAGGCCAAGGAACGATATGACAAAGCGACAAT 

GAAACT TCAT GTAT TGCATAATCAGTAT GTAT T GGCACT GAAAGGGGCACAGCT T CATCAGAATCAGTAT 

TATGACACCACACTTCCTTTGCTTCTGGACTCTCTTCAGAAGATGCAAGAAGAAATGATAAAAGCACTAA 

AAGGTATATTTGATGAATACAGCCAGATAACCAGTCTCGTTACAGAGGAAATAGTGAATGTCCATAAAGA 

GAT TCAAATGTCAGT TGAACAGAT AGACCCTAGCACAGAATATAATAAT T T CATAGAT GT TCACAGAACA 

ACGGCTGCTAAAGAGCAAGAAATTGAGTTTGATACTTCCTTACTAGAAGAAAATGAAAATCTTCAGGCAA 

ATGAAATTATGTGGAATAATT TAACAGCAGAAAGT T T GC AAGTAATGT TGAAAACT TTAGCAGAGGAACT 

TATACAGACACAGCAGATGCT TGTAAACAAGGAGGAGGCT GTCCTGGAGCTAGAGAAGAGAAT TGAGGAG 

TCCTCTAAGACCTGTGAAAAGAAGTCTGATATTGTGCTTCTGCTAAGCCAAAAACAGACACTAGAAGAGC 

T GAAACAGTCAGTCCAGCAGCTGAGATGCACTGAGGCAAAGT T TACAGCACAGAAAGAAT TACT AGAGCA 

AAAAGTACAAGAAAATGAAGGGAAAGAGCCACC TCCAGTAGTGAATTAT GAAGAAGATGCACGAT CAGT T 

ACAT CT AT GGAAAGAAAGGAGAGGCTAT CCAAAT T TGAGTCCAT CCGTCAT TCAAT TGCT GGAATAAT TA 

GGTCTCCAAAGTCTGCACTGGGCTCTTCAACATTCTCTGATACGATCCCCATAAGTGAGAAGCCCTTGGC 

AGAACAGGACTGGTACCACGGTGCAAT TCCCAGAATAGAAGCGCAAGAT C TAT TAAAACAACAAGGAGAC 

TTCTTGGTGCGAGAGAGTCATGGGAAACCTGGTGAATATGTCCTTTCTGTATATTCTGATGGACAAAGGA 

GACACTTTATCATACAATTTGTTGATAATCTATATCGATTTGAAGGCACTGGTTTTTCAAACATTCCTCA 

ACTTATAGATCATCACTATACAACAAAACAGGTCATCACTAAGAAGTCAGGTGTAGTTCTGCTGAATCCT 

AT TCCTAAGGATAAGAAATGGGT T C TCAATCACGAAGATGTCACAT TGGGAGAATTACT GGGCAAGGGGA 

ATTTTGGTGAAGTATATAAGGGCATATTAAAGGATAAAACTGCTGTTGCTGTTAAAACATGTAAAGAAGA 

TCTTCCTCAGGAACTGAAAATAAAATTTTTACAAGAAGCCAAAATTCTCAAGCAATACGATCATCCCAAT 

ATTGTCAAACT TATAGGCGTTTGCACACAAAGACAGCC TAT CT ACAT CAT TAT GGAAC T GG T TCCAGGAG 

GTGATTTCCTGTCCTTTCTGAGAAAGAAGAAGGATGAAATAAAACTCAAACAATTAGTGAAGTTTTCATT 

AGATGCTGCTTCTGGTATGTCCTATCTCGAGAGT2\AAAACTGTATACACAGGGATCTGGCTGCAAGAAAC 

TGCCTGGTAGGTGAAAATAACGTTCTGAAAATCAGTGACTTTGGAATGTCTCGTCAAGAGGATGGTGGAG 
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TGTATTCATCTTCTGGCTTAAAGCAGATTCCCATTAAATGGACAGCACCAGAAGCTCTTAATTATGGGAG 
ATACAGTTCTGAGAGCGACGTGTGGAGCTTCGGCATCCTCCTCTGGGAGACCTTCAGCTTAGGAGTGTGC 
CCCTACCCCGGAATGACAAATCAGCAGGCGACGGAGCAAGTGGAAAGAGGGTACCGAATATCAGCCCCCC 
AGCATTGCCCAGAGGACATTTTTAAAATTATGATGAAGTGTTGGGATTAT2\AACCTGAAAACCGCCCCAA 
GT T CAGT GAACTT CAGA&AGAGCTCACGGT CAT CAAGAAGAAAGT CACACAGT GACGGAGCAGT GCCAAC 
CGCCTCCGGGACCTGGGCGTCTGGCAGAGTGACATCGTTCTCCCCGCTAACAATGAGTTTATACCACATT 
ACCTGCAACAGTCTTCTAAGGTGATTTTTGTTATTAACTGTTTTGTTTTGTTTTGTTTTTAAGTATGTGC 
CACTCAC 

>GBCA0236 | Acc 1 AB038240 | Ver ! AB038240 . 1 GI : 698384 6 1 Canis familiaris GAPDH mRNA for 
glyceraldehyde-3-phosphate dehydrogenase, complete cds, 

ATGGTGAAGGTCGGAGTCAACGGATTTGGCCGTATTGGGCGCCTGGTCACCAGGGCTGCTTTTAACTCTG 
GCAAAGTGGATATTGTCGCCATCAATGACCCCTTCATTGATCTCAACTACATGGTGTACATGTTCCAGTA 
TGATTCTACCCACGGCAAATTCCACGGCACAGTCAAGGCTGAGAACGGGAAACTTGTCATCAACGGGAA.G 
TCCATCTCCATCTTCCAGGAGCGAGATCCCGCCAACATCAAATGGGGTGATGCTGGTGCTGAGTATGTTG 
TGGAGTCCACTGGGGTCTTCACCACCATGGAGAAGGCTGGGGCTCACTTGAAAGGCGGGGCCAAGAGGGT 
CATCATCTCTGCTCCTTCTGCTGATGCCCCCATGTTTGTGATGGGCGTGAACCATGAGAAGTATGACAAC 
TCCCTCAAGATTGTCAGCAATGCCTCCTGCACCACCAACTGCTTGGCTCCTCTAGCCAAAGTCATCCATG 
ACCACTTCGGCATCGTGGAGGGCCTCATGACCACCGTCCATGCCATCACTGCCACCCAGAAGACCGTGGA 
CGGCCCCTCTGGGAAGATGTGGCGTGACGGCCGAGGGGCTGCCCAGAACATCATCCCTGCTTCCACTGGC 
GCTGCCAAGGCTGTGGGCAAGGTCATCCCTGAGCTGAACGGGAAGCTCACTGGCATGGCCTTCCGTGTCC 
CCACCCCCAATGTATCAGTTGTGGATCTGACCTGCCGCCTGGAGAAAGCTGCCAAATATGACGACATCAA 
GAAGGTAGTGAAGCAGGCATCGGAGGGACCCCTCAAAGGCATCCTGGGCTACACTGAGGACCAGGTGGTC 
TCCTGTGACTTCAACAGTGACACCCACTCTTCCACCTTCGACGCCGGGGCTGGCATTGCCCTCAATGACC 
ACTTTGTCAAGCTCATTTCCTGGTATGACAATGAATTTGGCTACAGCAACCGGGTGGTGGACCTCATGGT 
CTACATGGCCTCCAAGGAGTAA 

>GBCA0237 | Acc | AF117714 | Ver | AF117714 . 1 GI : 684 0917 | Canis familiaris hematopoietic antigen 
CD38 mRNA, complete cds . 

TGCAAGTCTGATCAAGCTTGCTGGCCGAGGAACAAAGTGGACCCCATGGCCAACCACAGATTCAGTTCCG 
TGTCCGAGGAGGAGAAACCCTGCTGCGGCATTTCCAGAAAGGCCCAGATCTGTCTCTGCGTCCTTTTTAT 
TCTCCTGATTGTGGTGGGCATCGCGGTGCCGGTCGGGATCCTGATGTGGCGCCAGCCGCCCAAGCACAAG 
GAGTGGAAGGGGCCGGGCACCACTGCCCATTTTTACGAGATCCTCCTGGGACGGTGCTACACGTACACTC 
AAGT CGT GCGACCTGAGCAGCGACATACAGACTGCCAAAAGATAGGGAAGGCAT TCACAAGTGCAT T TCT 
TTCGAAGGACCCTTGTGGCAGTACAGAACAGGACTATCGGCCACTAATGGAA.CTGACAACTCAAATTGTA 
CCTTGTGACAAGACCGTCTTTTGGAGCAAATCAAGTGAGCTGGCGCATGACTACACGCGGGTCCAGCGGG 
ATATGTACACCCTGGAGGATACACTGTTGGGTTACATGGCGGATGGCCTCAAGXGGTGTGGAGACACAAG 
CTCTTCTGAAATGAACTATCAATCTTGTCCACACTGGAGGGAAGACTGCAGCAATAACTCTGTTTCCGTA 
TTCTGGAACACAGTGTCCAAAAGGTTTGCAGAAGATGCCTGTGGTGTGGTCCATGTGGTGCTCAATGGGT 
CCATCAGTAACACCT T TGATGAGA?IAAGCACT T T T GGACGTGTGGAAGTCT TTAAT TTGCATCCAGAGAA 
GGTTCATACTCTAAAGGCCTGGGTGATGCATAACATCGAAAGTGTCCCCAGTGACTCATGCTCAAGTTCC 
TCCGTGAATAAT CTGAAACAGAT T CT CAAGACAAGGAAT AT TAT AT T T ATCT GCCAGAATAACT ACAGGC 
CTGTCAGGCTTCTTCAGTGTGTGAAAAATCCTGAGCACTCATCCTGCAAATATAACTTATGAGCCATTCA 
GCGTGGTCGTTTT.GGATCTTTGAGCCTTGTATACATCAGCATGCGTGACTCAGGAGACATGCTGCTGGGA 
AGCTGAGGACTTGGGGGGCATCTTCTGTCATCCTGCCAACACTAGAGCTGGAAGTACTTCCCCCAAA.GAT 
TTAAAAT AACTTATATTAT TGAC ATAGT TT T T T ATT T T GAT TT CCTAATACT CATGAAAAAAT TAT GGTA 
TAAAATTAGAATGAAGATTTTATATTAAGTTATTTCATTTTCATTTTCATAGGTGCTTTTATGTTGTTTA 
TATGTTGGTAGCATCCTTTCTGTGGAGAGTGACCATACCAARCCTCTCTTATTGGTGTAGATTATTAAGA 
GAAACGTTTTGAAGAAATTTTACATTTCTGAATGAGTGACCTTGTCTCAGGATATATTTTTGTACCCTTT 
CTACAAAAATAGTTAAATATAAATGCCATGGTTATGGGTCATGTTGGGAAAAGAATTCTTGTAGGATATA 
AACTACCCATGTACTTTACCTCCCCCTCTTCCAATAGTCCTATGAGGTTGGTACTGTTATCTCCTGTTTG 
TTAGATGAGAAAT GGAAGTTCAGAGAGGATAT GTAAT T T GCCTAAAGTCAT T T AT TT AGTTCAAGGT AGA 
GGCTGGATTTCAACTCAGCTCTATCTGACTCCAAAGTATATGTGCTCTCTTTCTAGGCCTGTAATACCAG 
CTGACATGCTTTATGTTCTCTTCCAATAAATGCATGTTGGATTATATT 

>GBCA0238 I Acc 1 AB021708 | Ver 1 ABO 2 17 08 . 1 GI : 458 9713 1 Canis familiaris mRNA for nicotinic 
acetylcholine recepter alpha- subunit, complete cdg . 

AGCCCATGGAGCCCTGGCCTCTCCTCCTGCTGCTTGGGCTCTGCTCAGCTGGCGTCGTCGTGGGCTCTGA 
ACATGAGACCCGCCTGGTGGCAAAGCTATTTGAAGATTACAACAGTGTGGTTCGGCCAGTGGAAGACCAC 
CGCCAGGCCGTGGAGGTCACCGTGGGCCTGCAGCTGATACAGCTCATCAACGTGGATGAAGTCAATCAGA 
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TTGTGACMCCAATGTGCGGCTG7VAACAGCAATGGGTGGATTACAACCTAAAATGGAATCCAGAGGACTA 
TGGTGGCGTGAAAAAAATTCACATTCCCTCGGAAAAGATCTGGCGCCCAGACCTCGTTCTCTATAACAAT 
GCAGATGGTGACTTTGCCATTGTCAAGTTCACCAAAGTGCTCCTGGACTACACGGGCCACATCACATGGA 
CACCTCCGGCCATCTTCAAAAGCTACTGTGAGATCATTGTCACCCACTTTCCCTTTGATGAACAGAACTG 
CAGCATGAAGCTGGGCACCTGGACCTATGACGGCTCGGTGGTGGCCATTAACCCGGAAAGCGACCAGCCC 
GACCTGAGCAACTTCATGGAAAGTGGAGAGTGGGTGATCAAGGAGTCCCGGGGCTGGAAGCACTGGGTGT 
TTTATGCCTGCTGCCCCTCCACCCCCTACCTGGACATCACCTACCACTTCGTCATGCAGCGCCTGCCTCT 
CTACTTCATCGTCAACGTCATCATTCCCTGCCTGCTCTTCTCCTTCTTAACCGGCCTGGTGTTCTACCTC 
CCTACGGACTCAGGAGAGAAGATGACTCTAAGCATCTCTGTCCTGCTGTCTCTAACCGTGTTCCTCCTGG 
TCATCGTGGAGCTGATCCCTTCCACCTCCAGCGCCGTGCCCTTGATTGGGAAGTACATGCTGTTCACCAT 
GGTGTTTGTCATCGCGTCCATCATCATCACCGTCATCGTCATCAACACACACCACCGCTCCCCCAGCACC 
CACGTCATGCCCGACTGGGTACGCAAGGTTTTTATCGACACTATCCCAAATATCATGTTCTTCTCCACAA 
T GAAAAGACCAT CCAGAGAAAAACAAGACAAAAAGATT TTTACGGAAGACATTGACAT T TCTGACATT TC 
TGGGAAGCCAGGGCCTCCACCCATGGGTTTCCACTCTCCCCTGATCAAACATCCCGAGGTAAAAAGTGCC 
AT TGAAGGAGTC AAATACAT CGCAGAGACGAT GAAGT CAGACC AGGAGTCCAAT AAT GCGGCTGAGGAAT 
GGAAGTATGTTGCAATGGTGATGGACCACATCCTCCTTGGAGTCTTCATGCTCGTCTGTATCATTGGAAC 
CCTGGCTGTGTTTGCAGGTCGACTCATTGAATTAAATCTGCAAGGATGAC 

>GBCA0239 | Acc | AF035585 1 Ver | AF035585 . 1 GI : 664 9945 | Canis familiaris transcription factor 
Pit~l mRNA, complete cds. 

GTCTGCGCAGGCAGCGTGGACCGGCCCTTTGAAGCGGGGATAGAGTAACACTGACCCGGGCAGCAGCAGT 
TCTCCTCAGCCCTCTCGTGGGAATGAGCTGCCAACCCTTTACTTCGGCTGACACCTTTCTACCCCTGAAT 
TCTGAGGCTTCTGCAGCCCTGCCTCTGATCATGCACCCCGGCGCGGCCGAGTGCCTCCCAGGCTCCAACC 
ACGCCACCAACGTGGTGTCCACAGCAACAGGACTTCATTATTCTGTTCCTTCCTGTCATTATGGAAACCA 
GCCATCTACCTATGGAGTTATGGCAGGTGGCCTGACCCCGTGTCTCTACAAGTTCCCGGAGCACGGCCTG 
GGCCCCGGCTTCCCCGCCGCGCACCAGCCACTCCTCGCGGAGGGCCCCGCGGTCGCCGACTTCAAGCAGG 
AGCTCAGGCGGAGGAGCAAACTGGCTGAGGAGCCCGTAGACACGGAGTCTCCAGAAATCCGAGAGCTCGA 
GAAGTTCGCCAACGAATTCAAAGTGAGGAGAATCAAGCTAGGATACACCCAAACCAACGTGGGGGAAGCC 
CTGGCAGCTGTGCATGGCTCTGAATTCAGTCAAACGACTATCTGCCGATTTGAAAACCTGCAGCTCAGCT 
TTAAAAATGCATGCAAACTAAAAGCAATCTTATCTAAATGGCTGGAGGAAGCTGAGCAAGTGGGAGCTTT 
ATACAATGAAAAAGTGGGAGCAAATGAAAGAT^AAAGGAAGCGAAGAACAACTATAAGTATTGCTGCTAAG 
GATGCTCT GGAGAGACACT T TGGAGAACAGAATAAACCT T CCT CT CAAGAGAT CAT GCGAATGGCTGAAG 
AACTGAATCTTGAAAAAGAAGTAGTAAGAGTTTGGTTTTGCAATCGAAGGCAGAGAGAAAAACGGGTGAA 
AACAAG TCTGAATCAGAGT T TATT TAC TAT T TCTAAGGAGCAT CT T GAATGCAGAT AAAATT T AC T GT TG 
TATGGCAGTGAGTTTTTCTATTTTTCATCCCTTTCTCTTCTCCAACAAAAAAACCCCCAGAAAGGAGTTA 
TTTGGCTGGCTTCAAAAATCATTTTTATATCAGTAACTTTTGCAGAGGCTTTTCTACTTTTTTTTTCTTA 
AAGAATACAATTTAAATAT TGACAAAC TAT T T TCATTAAAGTAAT T CTT TTCAGAAGCCAAACGGTACAT 
TTTTAAGCCAAAGATACCAACAGGATTAAAACAGTGATTCCCTCTCAATCTCTCTTCCTCTTGCTCTATC 
TACAGACACACACACATATACACAGTGTGCACATGGATCTTCTAGTTTAAGATTTCTTTTCCAAAGGCTG 
TTTATTAGCTTTTTAACATTTCATTGATAATGCCAAATAAAGAATATCACTGTAGAAGATACAATCAGAA 
AACTGATTTAACCGACATCCTGCTTGCCATCAGCTATAATAGTTTGTTGGAACTAAATAGTTTGCACTTA 
AGAGCAAGATGTGCCTTTGAATTACATTAGTGCATTTAGGAATAAATCTTAGAGGCGACATTTTTATCTT 
TTATTCTTCCCACAGATTTAGCTTTTTTGATGTTTATTGACAGACAATATGCATTATGGATTCTTGAACC 
CTAAACTACCACAGTGCAGGAATGATTATCTGGCCTGTTTGCTGTTTCATGTTGTTTATGCCTGGGAAAG 
TGTTTGCTCCTGGTGGGCATGCAGTCTTAGTTAAATGAACAAAGGACTGTGCTGTTAACAATTGCTACTT 
ACTACTTGAAGGGTGCCTAACTTAGTAAGTCTCACAACCCAGAAAATCATCCGGGATCCTATCAAAAAGG 
ACGATCACTTTGGTTTAATTGGTTAGATTATGATTTATTGTTGATGAAAAAGTTTGACCATGAGTATTTA 
AACT TGGAGAAT TATATCCAGGGAACATAT T TAT T TAACTAAT AAGGCAT TTCTT TGAAAT T TGCAAGTA 
GAAGCAAACTATAACGTGGTATCAATCTAAGAGAACTTTTTTTTGCATTTAAAATACATAAATTTGCTGG 
CACTGTGTTTGTAACTTAT T T TACATAACAGAAGTGAAAACAAT TAGACCAAATTTCATTAC T GAT TTAG 
AATGCTTACTAAATAAATTATACTGTCCTGTTTTAGCTTTCTGTGAGATTAATAAAGACCAAGAATTATA 
CAGGTCATAATC.TCTATAGATCATAGGTGTTTATGCATGCATAATCACCATTAATTGGATGGCTAGAAAC 
T TTGATATATTAATATAAAGAGATCGTTTGCAGTAGCT TAATCACC TATGC T TAAGTACACATC TAGCAC 
CCAGGAGAGGTT GAACAAAATATACAAAGACTT T TAT TAT CCAAGAGTAAATTCCAAAT T AT TCAGCCAT 
GTAGATATATAAATTCCTTCTCTGTAATTAATTCACCTGCTTACTACATACACTAATTGGGAAGTGATCC 
TTCAGTTTGCAAAAGGGAGGGATAGGATGTGTAGTTGTACAGATATACATTTATTTACATACGCAAAATG 
CACATATGGTATCTGAAAGTTGCAAAGAGAAACAAAGTATAATGCACAATAAATATTTGAATAGTGACTT 
T TT TCCACT T TAAATATGAATCT GCTAGGAAC AT T TAGTCT TT CT ACAACAAAAATAAGCATGTACATAT 
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GCTAAT AT CAT CATCACAT AGAC ACGAT CATCAT CCTAT CAT T CAT T CCATAAGG T C AT TCCAGT T TAGA 
TACAACTAACATTAGGAAGTTATTTTTCTCCCTAAAAGGAATTATTTTGAATCCTTAATTTTGAAATATG 
AAATCTTTAGTTATTTACAACTTAATTGTAAATGCACTGGTATTTACTATTAACTTATTTGTATTGAGTT 
T T T T GAGACTAT T T ATTCT AGCTACAT TT AT T T TAGT AGAT AT AGAT T GAAGT T T TT 

>GBCA0240 lAcclAJ243344|Ver|AJ243344.1 GI : 6687229 | Canis familiaris mRNA for potassium 
channel (CERG gene) . 

GCGGGGACGCGGCGGAGCAGGGCCCGTGTCTCGGCGGGGGCCGGCAGACAGGTGTGCGGGCGGCCGGGCG 
GCCCGAGCTCAGGCGGCTCCAGGCCCGGCCCGCGGTCAGGAGCCGGGAGCCGAGCGGGGACCCCGCGCCC 
GCAACCTAGTCCCGGCCCCGCCCGTGCTCTGCTTGGCCGCGGGGTGCGGGGATCACGGCCGGGCCGGGCC 
ACCCGAAGCCTGTGTTGGGCCGGGCCGGGCCGGGGTGGGTGGGGGCCCGCCCGGCCCGCCCATGGGCTCA 
GGATGCCGGTGCGGAGGGGCCATGTCGCGCCGCAGAACACCTTCCTGGACACCATCATCCGCAAGTTTGA 
GGGCCAGAGCCGCAAGTTCATCATCGCCAACGCTCGGGTGGAGAACTGCGCCGTCATCTACTGCAACGAC 
GGCTTCTGCGAGCTGTGCGGCTACTCGCGGGCCGAGGTGATGCAGCGGCCCTGCACCTGCGACTTCCTGC 
ACGGGCCGCGCACGCAGCGCCGTGCGGCCGCGCAGATCGCGCAGGCCCTGCTGGGCGCGGAGGAGCGCAA 
AGTGGAGATCGCCTTCTACCGGAAGGATGGGAGCTGCTTCCTGTGCCTGGTGGATGTGGTGCCCGTGAAG 
AACGAAGATGGAGCTGTCATCATGTTCATCCTCAACTTTGAGGTGGTGATGGAAAAGGACATGGTGGGG.T 
CCCCGACCCATGACACCAATCACCGTGGTCCCCCCACCAGCTGGTTGGCCCCAGGCCGAGCCAAGACCTT 
CCGCCTGAAGCTGCCTGCGCTGCTGGCCTTGACCACCCGGGAGTCCTCAGCGCGGCCAGGAGGTGTAGGC 
AGTGCGGGCGCCCCGGGGGCCGTGGTGGTGGATGTGGACCTGTCACCTGCGGTGCCCAGCCGCGAATCGC 
TGGCCCTGGATGAGGTGACGGCCATGGACAATCACGTGGCAGGGCTGGGGCCGATGGAGGAGCAGCGTGC 
GCTGGTGGGCTCCAGCTCCCCACCTGCCGGTGCACCTGAGCCACTCCCGTCACCCCGAGCACACAGCCTC 
AACCCTGATGCCTCAGGCTCCAGCTGCAGCCTGGCCCGGACGCGCTCCCGGGAGAGCTGCGCCAGCGTGC 
GCCGGGCCTCCTCAGCTGATGACATCGAGGCCATGCGTGCAGGGCTGCCCCCGCCACCTCGCCACGCCAG 
CACCGGGGCCATGCACCCCCTGCGCGGCGGCCTGCTTAACTCCACGTCAGATTCCGACCTTGTGCGCTAT 
CGTACCATTAGCAAGATTCCCCAAATCACCCTCAACTTTGTGGACCTCAAGGGGGACCCTTTCCTGGCTT 
CACCCACCAGTGACCGGGAGATCATAGCACCCAAGATAAAGGAGCGGACCCACAATGTCACTGAGAAGGT 
CACCCAGGTCCTGTCCCTGGGAGCTGATGTGCTGCCAGAGTATAAGCTGCAGGCACCACGCATCCACCGC 
TGGACCATCCTCCACTACAGCCCCTTCAAGGCAGTGTGGGACTGGCTCATCCTGCTGCTGGTCATCTACA 
CAGCTGTCTTCACACCCTACTCGGCCGCCTTCCTGCTGAAGGAGACAGAGGAGGGCCCCCCGGCCCCCGA 
CTGTGGCTATGCCTGCCAGCCCCTGGCTGTGGTGGACTTCATCGTGGACATCATGTTCATTGTGGACATC 
CTCATCAACTTCCGCACCACCTATGTCAATGCCAACGAGGAGGTGGTCAGCCATCCTGGCCGCATTGCTG 
TCCACTACTTCAAGGGCTGGTTCCTCATTGATATGGTGGCTGCCATCCCCTTCGACTTGCTCATCTTTGG 
CTCTGGCTCTGAGGAGCTGATCGGGCTGCTGAAGACAGCGCGGCTGCTGCGGCTGGTACGCGTGGCAAGG 
AAGCTGGACCGCTACTCAGAGTATGGGGCGGCTGTGCTCTTCCTGCTCATGTGCACCTTCGCGCTCATTG 
CACACTGGCTGGCCTGCATCTGGTATGCCATTGGCAACATGGAGCAGCCGCACATGGACTCCCGCATCGG 
TTGGCTGCACAACCTGGGGGATCAGATCGGCAAGCCCTACAACAGTAGTGGCCTGGGTGGCCCCTCCATC 
AAGGACAAGTATGTCACGGCCCTCTACTTCACCTTCAGCAGCCTCACCAGTGTGGGCTTTGGCAATGTCT 
CCCCCAACACCAACTCGGAAAAGATCTTCTCCATCTGTGTCATGCTCATCGGCTCCCTCATGTACGCCAG 
CATCTTCGGCAACGTGTCAGCCATCATCCAGAGGCTGTACTCGGGCACTGCCCGCTACCACACGCAGATG 
CTTCGGGTGCGGGAGTTCATCCGCTTCCACCAAATCCCCAACCCCTTGCGCCAGCGCCTGGAGGAGTATT 
TCCAGCACGCCTGGTCCTACACCAATGGCATCGATATGAACGCGGTGCTGAAAGGCTTTCCCGAGTGCCT 
ACAGGCGGACATCTGTCTGCACCTGAACCGCTCGCTGCTACAGCACTGCAAGCCTTTCCGAGGGGCCACC 
AAGGGGTGCCTGAGGGCCCTGGCCATGAAGTTCAAGACAACACATGCACCGCCAGGGGACACGCTGGTGC 
ATGCTGGGGACCTGCTCACCGCCCTCTACTTCATCTCCCGGGGCTCCATCGAGATCCTGCGGGGGGACGT 
CGTCGTGGCCATCCTGGGGAAGAATGACATCTTTGGAGAGCCTTTGAACCTGTATGCTCGGCCTGGCAAG 
TCCAACGGGGACGTGCGGGCCCTCACCTACTGTGACCTACACAAGATCCACCGGGACGACCTGCTGGAGG 
TGCTGGACATGTACCCTGAGTTCTCTGACCACTTCTGGTCCAGCCTGGAGATCACCTTCAACCTTCGGGA 
TACCAACATGATCCCTGGATCTCCCGGCAGCGCGGAGCTGGAGGGCGGCTTCAACAGACAGCGCAAGCGC 
AAGCTGTCCTTCCGCAGGCGCACCGACAGGGACCCGGAACAGCCAGGGGAGGTGTCGGCCTTGGGGCCGG 
GCCGGGCGGGGGCAGGGCCGAGTGGCCGAGGCCGGCCAGGGGGGCCGTGGGGGGAGAGCCCATCCAGTGG 
CCCCTCCAGCCCGGAGAGCAGTGAGGATGAGGGCCCAGGCCGCAGCTCCAGCCCCCTCCGCCTGGTGCCC 
TTCTCCAGCCCCAGGCCCCCCGGAGAGCCACCGGGTGGGGAGCCCCTGACGGAGGATGGTGAGAAGAGCA 
GCGACACCTGTAACCCGCTGTCAGGCGCCTTCTCTGGAGTGTCCAACATCTTCAGCTTCTGGGGGGACAG 
TCGGGGCCACCAGTACCAGGAGCTGCCTCGCTGCCCTGCCCCCACCCCTAGCCTCCTGAACATCCCCCTC 
TCCAGCCCATGCCGGCGGCCCCGGGGCGACGTGGAGGGCAGGCTGGATGCTCTCCAGAGGCAACTCAACA 
GGCTGGAGACCCGGCTGAGTGCAGACATGGCCACTGTCCTGCAGCTGCTGCAGAGGCAGATGACGCTGAT 
CCCACCTGCCTACAGTGCTGTGACCACCCCGGGGCCTGGGCCCACCTCCACCTCCTCTCTGCTGCCTGTC 
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AGCCCCATCCCCACCCTCACCCTGGACTCGCTTTCTCAGGTTTCCCAGTTCATGGCGTTCGAGGAGCTCC 
CCCCGGGGGCCCCAGAGCTCCCCCAAGACGGCCCCCCTCGACGCCTCTCCCTACCGGGCCAGCTGGGGGC 
CCTCACCTCCCAGCCTCTGCACAGACATGGCTCAGACCCAGGCAGTTAGTGGGGCTGCCTGGTGTGGACA 
TGTGGCTCACCCAGGGTTCAGCGCACTGCCTGGGCCCCTCCCCTCAGAGGCCCTGCCCGGGAGGCCCTGG 
CCGAGACAGGGGAGAGGACCAAGGACCGTGAAGGCATAGCCCCTCCCC 

>GBCA0241 |Acc|AF211257| Ver|AF211257.1 GI : 667135 6 J Canis familiaris fibroblast growth 
factor receptor 2 (FGFR2) mRNA, complete cds . 

GGCTGCAGCGGCTGCGCCAGACCTTGGCTCCGTAGCCCACCGCAGCTGGAGGCGTTGCTGGCGGTCCATG 
CTCGCAGAGGAGGTGTGCAGATGGGAGTGACGTCCACATGGAGATACGGAAGAGGACGGGGGATTGGCAC 
CGCGCGGCCATGGTCAGCTGGGCCCGCTTCGTCTGCCTGGCCGCGGTCACCATGGCAACCTTGTCCCTGG 
CCCGGCCCTCCTTCAATTTAGTGGAGGACACCACGTTAGAGCCGGAAGGGGCGCCTTACTGGACCAACAC 
AGAAAAGATGGAAAAGCGTCTGCACGCTGTCCCTGCGGCCAATACTGTCAAGTTTCGCTGTCCAGCTGGG 
GGGAATCCAACACCAAC TATGAGGT GGCTGAAGAACGGAAAGGAGT T TAAGCAGGAACAT CGCATT GGAG 
GCTATAAGGTACGAAACCAGCACTGGAGCCTTATTATGGAGAGCGTGGTCCCATCCGACAAAGGAAATTA 
CACCTGTGTGGTAGAGAATGAGTATGGCTCCATTAATCACACGTAGCACCTCGACGTCGTCGAGCGATCG 
CCACACCGGCCCATCCTCCAAGCTGGGCTGCCGGCAAATCGCTCCACCGTGGTCGGAGGCGATGTGGAGT 
TTGTCTGCAAAGTTTACAGCGATGCCCAGCCCCACATTCAGTGGATCAAACACGTAGAAAAGAACGGGAG 
CAAATACGGGCCCGATGGGTTGCCGTACCTCAAGGTTCTCAAGCACTCGGGAATAAATAGTTCGAATGCA 
GAAGTGCTGGCTCTGTTCAATGTGACTGAGGAGGATGCTGGGGAGTATATATGTAAGGTCTCCAATTATA 
TAGGGCAGGCCAACCAGTGTGCCTGGCTCACTGTCCTGCCAAAACAGCAAGCTCCTGTAAGAGAAAAGGA 
GATTACGGCTTCCCCAGACTACCTGGAGATAGCCATTTACTGCATAGGGGTCTTCCTAATTGCCTGTATG 
GTGGTGACAGTCATCCTGTGCCGAATGAAGACCACAACCAAGAAGCCAGACTTCAGCAGCCAGCCAGCTG 
TGCACAAGCTGACCAAGCGCATCCCCTTGCGGAGACAGGTAACAGTGTCTGCTGAGTCCAGCTCCTCTAT 
GAACTCCAACACTCCGCTGGTGAGGATAACCACGCGCCTCTCCTCAACAGCAGACACCCCCATGCTGGCA 
GGGGTCTCCGAGTATGAACTGCCGGAAGATCCAAAGTGGGAGTTTCCCAGAGATAAGCTGACGCTGGGCA 
AACCTCTGGGGGAAGGTTGCTTTGGGCAAGTGGTCATGGCCGAAGCGGTGGGAATTGACAAAGAGAAGCC 
CAAGGAAGCAGTCACGGTGGCGGTGAAGATGTTGAAAGACGATGCCACAGAGAAAGATCTTTCTGATCTA 
GTGTCAGAGATGGAGATGATGAAGATGATTGGAAAACACAAAAATATCATAAATCTCCTTGGAGCCTGTA 
CTCAGGATGGCCCACTCTACGTCATTGTGGAGTATGCCTCGAAAGGCAACCTCCGTGAATACCTCCGAGC 
CCGGAGGCCGCCTGGGATGGAGTATTCCTATGACATTAACCGCGTTCCTGAGGAGCAGATGACCTTTAAG 
GACTTGGTGTCGTGTACCTACCAGCTGGCGAGAGGCATGGAGTACTTGGCTTCCCAGAAATGTATTCATC 
GGGATTTAGCAGCCAGAAATGT T T TGG TAACAGAAAACAATGT GAT GAAAATAGCAGACT T T GGACT GGC 
CAGAGATATCAACAATATAGACTATTACAAAAAGACCACAAATGGGCGACTTCCGGTCAAGTGGATGGCT 
CCAGAAGCCCTTTTCGATCGAGTGTACACCCATCAGAGTGACGTTTGGTCCTTCGGGGTGTTAATGTGGG 
AGATCTTCACGCTGGGGGGCTCACCATACCCAGGGATTCCGGTGGAGGAACTATTTAAGCTGCTCAAGGA 
GGGGCACAGGATGGACAAGCCAGCAAACTGCACCAATGAACTGTATATGATGATGAGGGACTGTTGGCAT 
GCTGTGCCCTCACAGAGGCCGACGTTCAAGCAGTTGGTAGAGGACTTGGATCGGATTCTCACTCTCACAA 
CCAATGAGGAATACTTGGACCTCAGTCAGCCTCTCGAACAGTATTCACCTAGTTATCCTGACACAAGGAG 
TTCGTGTTCTTCAGGAGACGATTCTGTTTTCTCTCCAGACCCCATGCCTTACGAACCATGCCTTCCTCAG 
TATCCACATGTAAACGGCAGTGTTAAAACATGAATGAGCTTGTCCTTCTGTCCCCACACGGGACAGCACC 
AGGGACCTAGCCACACTGAGCAACGGGGCCAGGCCTCCAAGGCCGGTTGCGTCCGCTTGTATATATGGAT 
CAGAGGAGTAAATAATTGGAAAAGTAATCGGCACACGT GTAAAGAAT T TATACGGTT GGAAACT T AT AAT 
CTTCACCAGGAGAAGAAGAATGTTTCTGGGGCAATGGACTGCCATGGGCCACCACGCGCCCATGACCCGC 
TGTGGGTACTGGCTGTGGACCAGCTGGACTCAAGGCAAACCTACTTTCTTGCCTTCCTTGTGAATTTTGT 
AATAATTGGAGAAAATATATGTCAGCACACACTTACAGAGCACAATTGCAGTATATAGGTGCTGGATGTA 
TGTAAAATATATTCAAAT TATGT ATAAATATATAT TATATATT TACAAGGAAT TAT T TT T TGTAT T GATT 
TTAAATGGATGTCCCAGTGCACCTAGAAAATCGGTCTCTCTTTTGTTTTTAATAGCTATTTGCTAAATGC 
TGTTCTTACACAGAATTTCTTAATTTTCACCGAGCAGGGGTGGAAAAGTACTTTTGCTTTCAGGGAAAAA 
AAAATGGTATAACGT TAATT TAT TAATGAATTGGTAATAT ACAAAACAAT TAAT CAT TTATAGT T TT TGT 
TTTGTTTTTATTTTGTAATTTAAGCGGCATTTCTATGCAGGCAGCACATCGGACTAGTTAATCTGTTGCT 
T GGACT TAACTAGT TGTCAGATTCTTT GAAAAGAGAAATATTTACAGAATATGAC TAAT T TGGGGGAAAA 
TGAAGTTTTGATTTATTTGTTTAAACTCTGCTGTCAGATGATTGTTCTTCTGCCACCAAAATGCCAGTAG 
TAAACAAACCCATCGATAGGAAAGTATTTTGTTTTGCTGTGCAGCTCTGTCATTGGGCCCATGGAGCGCG 
GAACTGGACTTCCCAAGACAAATGGTACCAGCGTTCTCTTAAAAAGATGCCTTAATCCATTCCTCGAGGG 
TGGACCTTAGTTGAGATGATAGCAGACTGTACTCCCCTCCGGCAGCTGGCCTTCTGCCCTGAGTTGCACG 
TTAATCAGATTAGCCTGTATTCTCTTCAGTGGATTTTGATAATGGCTTCCAGATTCATTGGCGTTAGGGA 
AGCCTTTTAGAATCTTCACGTGTCATCGTCGAAATTGAAACACTGAGTTGTTCTGCTGATGGTTTTGGAG 
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ATACTTCCATCTTTTTAAGGGTTTGCTTCTGTCTAATTCTGGCAGGACCTCACCAAAAGATCGGGCCTCG 
TACCAACGTCAGACACGATGTCGCCGTGTTGTGCGTTCTGTATTTAAAGTATTGTGTTTTGCTTCGGAAA 
CACCTACTCACTTTGCTATAGCCATGCAACATGAACGCAGATTACACTGATTCTACTTGTTACGAAATTG 
GAGAAAGTAT T TAATAAAACCTGTT AATT T T TATAC TGACAAT AAAAATGT T T CT ACAGAT AT T AATGT T 
AACAAGACAAAAT AAATGT CACGCAGCTT 

>GBCA0242 1 Accj AF106827 | Ver I AF106827 . 1 GI : 6572518 } Canis familiaris truncated B7 -2 protein 
(CD86) mRNA, complete cds . 

GCCAAGATGTATCTCAGATGCACTATGGAACTGAATAACATTCTCTTTGTGATGACCCTCCTGCTCTATG 
GTGCTGCTTCCATGAAGAGTCAAGCATATTTCAAC2\AGACTGGAGAACTGCCATGCCATTTTACAAATTC 
TCAAAACATAAGCCTGGATGAGTTGGTAGTGTTTTGGCAGGACCAGGATAAGCTGGTTCTGTACGAGCTA 
TACAGAGGCAAAGAGAACCCTCAAAATGT T CAT CGCAAGT ATAAGGGCCGCACAAGCT TT GACAAAGAC A 
ATTGGACCCTGAGACTCCATAATATTCAGATCAAGGACAAGGGCTTGTATCAATGTTTCGTTCATCATAA 
AGGGCCCAAAGGACTCGTTCCCATGCACCAGATGAATTCTGACCTATCAGTGCTTGCTAACTTCAGTCAA 
CCTGAAATAATGGTAACTTCTAATAGAACAGAAAATTCTGGCATCATAAATTTGACCTGCTCATCCATAC 
AAGGTTACCCAGAACCCAAGGAGATGTATTTTTTGGTAAAAACCGAGAATTCAAGTACTAAGTATGATAC 
TGTCATGAAGAAATCTCAAAATAATGTCACAGAACTCTACAACGTTTCTATCAGCTTGTCCTTCTCAGTC 
CCTGAAGCAAGCAATGTGAGCATCTTCTGTGTCCTGCAACTTGAGTCAATGAAGCTTCCCTCCCTACCTT 
ATAATATAGAAACCAACAAAGTGGAGAGAAAAGAAAGTGAGCAGACCAAGGAAAGAGTACGGTACCATGA 
AACGGAAAGATCTGATGAAGCCCAGTGTGTTAACATTTCGAAGACAGCTTCAGGCGACAACAGTACTACA 
CAGTTTTAATTAAAGAGTAAAGTCCATCCATTGTTTATATGCCTTCCCTTTCAAATTTTGGCTTGCCTTT 
TTCTCGTCCATTAATATTATTATTGCCACTAATAATAAGAGGCTTTCCAGGGCTCCCTCTAAATGAGAGA 
GCCTCCCTATAATGCCAGTTCTGCTCCCTACACCAGGAGCAGATTTTAACTGCTTCTTTTCATCTCAGAG 
CACACTTGTGGGCCATGCTCACCTGACTGGCTCCTGGCTCAGGAATAATGTTTAAGACTAACACCTCCTG 
TTTCAGATTCAGCCTTCTTTTCTTAATTTTATACATTGTGTTTTATGTAGAACTCCCAATTACTGGACTA 
ATGGCTTTTATCTATGCTTAATTCTAAGATAGTGCCTCATTCCATCTTGTATATTTGTGACTACCTCTGC 
AGTCTGGGTGGGAGTTTTGTATGTTATGGCTTTATAGTGTTGCTTTAATATTTTGAGACATAAAGAGATG 
TGTACTATAATAATGTAATTACTATGCCCTGAGAAAATTCTACCCACTGCTGAGGAGCTCTTGCTCCTCT 
GTGAGGGTCAGTACGAAAATGGTGGCTTGGTGTGCTGACAACAATGAGCAGACCAACTCAAAATTTGGAA 
GATTAGGAATGATGGAGATAGAACCAGCTCTGAGTCCTGGAGCCACTTCTATCTGGGCTGCTGCTAATCT 
GAGGAAGATCCACCTGCCTAACAAGCTATGGATAAGCCTTAGCAGGGAGCTCTTTGTGAAGCAGGAAAGC 
ACTATGCACTGTGAACCCTACTTCTCTTCTTGAAAAAAATGGCTGAGATGATGGCTCAGGGCAACTGTTC 
AAGAGCCAACTGAGAGATCACAATACTTAAAAGAGAAAAAAGAAAAAAGAAAAAAAAAAAAAAAAAAA^ 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0243 | Acc | AF106826 | Ver 1 AF106826 . 1 GI : 6572516 1 Canis familiaris B7-2 protein (CD86) 
mRNA, complete cds . 

CCAAGATGTATCTCAGATGCACTATGGAACTGAATAACATTCTCTTTGTGATGACCCTCCTGCTCTATGG 
TGCTGCTTCCATGAAGAGTCAAGCATATTTCAACAAGACTGGAGAACTGCCATGCCATTTTACAAATTCT 
CAAAACATAAGCCTGGATGAGTTGGTAGTGTTTTGGCAGGACCAGGATAAGCTGGTTCTGTACGAGCTAT 
ACAGAGGCAAAGAGAACCCTCAAAATGTTCATCGCAAGTATAAGGGCCGCACAAGCTT T GACAAAGACAA 
TTGGACCCTGAGACTCCATAATATTCAGATCAAGGACAAGGGCTTGTATCAATGTTTCGTTCATCATAAA 
GGGCCCAAAGGACTCGTTCCCATGCACCAGATGAATTCTGACCTATCAGTGCTTGCTAACTTCAGTCAAC 
CTGAAATAATGGTAACTTCTAATAGAACAGAAAATTCTGGCATCATAAATTTGACCTGCTCATCCATACA 
AGGTTACCCAGAACCCAAGGAGATGT AT T T T T T GGTAAAAACCGAGAATTCAAGTACTAAGTATGATACT 
GTCATGAAGAAATCTCAAAATAATGTCACAGAACT.CTACAACGTTTCTATCAGCTTGTCCTTCTCAGTCC 
CTGAAGCAAGCAATGTGAGCATCTTCTGTGTCCTGCAACTTGAGTCAATGAAGCTTCCCTCCCTACCTTA 
TAATATAGATGCACATACGAAACCCACCCCTGATGGAGACCACATCCTCTGGATTGCGGCTCTGCTTGTA 
ATGTTGGTCATTTTGTGTGGGATGGTGTTCTTTCTAACACTAAGGAAAAGGAAGAAGAAGCAGCCTGGCC 
CCTCTCATGAATGTGAAACCAACAAAGTGGAGAGAAAAGAAAGTGAGCAGACCAAGGAAAGAGTACGGTA 
CCATGAAACGGAAAGATCTGATGAAGCC CAGTGT GT TAACAT T T CGAAGACAGCTT CAGGCGACAACAGT 
ACTACACAGTTTTAATTAAAGAGTAAAGTCCATCCATTGTTTATATGCCTTCCCTTTCAAATTTTGGCTT 
GCCTTTTTCTCGTCCATTAATATTATTATTGCCACTAATAATAAGAGGCTTTCCAGGGCTCCCTCTAAAT 
GAGAGAGCCTCCCTATAATGCCAG TTCTGC TCCCTACACCAGGAGCAGATT T T AACT GCT TCT T TT C ATC 
TCAGAGCACACTTGTGGGCCATGCTCACCTGACTGGCTCCTGGCTCAGGAAT AATGT TTAAGACTAACAC 
CTCCTGTTTCAGATTCAGCCTTCTTTTCTTAATTTTATACATTGTGTTTTATGTAGAACTCCCAATTACT 
GGACTAATGGCTTTTATCTATGCTTAATTCTAAGATAGTGCCTCATTCCATCTTGTATATTTGTGACTAC 
CTCTGCAGTCTGGGTGGGAGTTTTGTATGTTATGGCTTTATAGTGTTGCTTTAATATTTTGAGACATAAA 
GAGATGTGTACTATAATAATGTAATTACTATGCCCTGAGAAAATTCTACCCACTGCTGAGGAGCTCTTGC 
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TCCTCTGTGAGGGTCAGTACGAAAATGGTGGCTTGGTGTGCTGACAACAATGAGCAGACCAACTCAAAAT 
TTGGAAGATTAGGAATGATGGAGATAGAACCAGCTCTGAGTCCTGGAGCCACTTCTATCTGGGCTGCTGC 
TAATCTGAGGAAGATCCACCTGCCTAACAAGCTATGGATAAGCCTTAGCAGGGAGCTCTTTGTGAAGCAG 
GAAAGCACTAT GC ACT GTGAACCCTACT TCT CTTCT T GAAAAAAAT GGCT GAGAT GAT GGCT C AGGGCAA ' 
CTGT TCAAGAGCCAACT GAGAGAT CACAATACT TAAAAGAGAAAAAAGAAAAAAGAAAAAAAAAAAAAAA 
AAAAAAA 

>GBCA0244 | Acc | AF106824 | Ver | AF106824 . 1 GI : 6572512 j Canis familiaris B7-1 protein precursor 
(CD8 0) mRNA, complete cds . 

GTGCTTTGTCCTAGCCACACTCTCTGAGGTGGCTGACAAAAAGGGACAGCAGAACCAGCTTCCTCAAGTT 

ATACATAACATCTACACATCCCCTGCTTTGACTTAAATACTGCTGGTAATGAACATCAGCTAGATCTTCC 

AGCGAGTAAAAGGAAGTTGGAAAGGGGATTGCCTCTGGTATATCACCCAAAGAAAAGCTGAGCAACTTGC 

CATTATTTTGGAGACAGCAAGAAAGGAACATCTCAGAACTGGGGCCTCATCCTTTGACGTTTTGTTTTGT 

TT TGT TCTAACACAAGAAAAAAAAAAAAGAGGAGT TAT CCT TCAGCAGCAGAAGCCAT GGAT T ACACAGC 

GAAGTGGAGAACACCACCACTCAAACACCCATATCTCAAGGTCTCTCAGCTCTTGGTGCTAGCTAGTCTC 

TTTTACTTCTGTTCAGGCATCATCCAGGTGAACAAGACAGTGAAAGAAGTAGCAGTACTGTCCTGTGATT 

ACAACATTTCCACTACAGAACTGATGAAAGTTCGAATCTATTGGCAAAAGGATGATGAAGTGGTGCTGGC 

T GT CACAT CT GGACAAACGAAAGTGT GGTCCAAGT AT GAGAAT CGCACCT T TGC T GAC T T CACCAAT AAC 

CTCTCCATCGTGATTATGGCTCTGCGCCTGTCAGACAATGGCAAATACACCTGTATCGTTCAAAAGACTG 

AAAAAAGGTCTTACAAAGTGAAACACATGACTTCGGTGATGTTATTGGTCAGAGCTGACTTCCCTGTCCC 

TAGTATAACTGACCTTGGAAATCCATCCCATGACATCAAAAGGATAATGTGTTCAACCTCTGGAGGTTTT 

CCAAAGCCTCACCTCTCCTGGTGGGAAAATGAAGAAGAATTGAATGCTGCCAACACAACAGTTTCCCAAG 

ACCCGGACACT GAGT TGTACAC TAT TAGTAGT GAACTGGAT T T CAATATAACAAGCAACCATAGC T T TGT 

GTGTCTTGTCAAGTATGGAGACTTAACAGTATCACAGATCTTCAACTGGCAAAAATCAGTCGAGCCACAC 

CCTCCCAATAACCAGCAACAGCTCTGGGTCATCCTGATCTTAGTAGTAAGTGGTGTGATTGCTGTGATCA 

CTGCCAT T ACAGGAGGC TGCCTAGCCCACAGATCT GCT GCAAGATGGAGACAGAGAAATAGGAACAAAGA 

GGACATGGACCTGGAAAAGATGTCCCCTATAAACATAGGATCTGCCCAAGCATCTGTATGAGCAGAACAT 

CTGGAGGTCCCACCTCCATCTTAGATTGACCTCATCTTTGAATTTCCTCAGATGGCCAGGATTATCCCAC 

CTTGCACTTCATGCATCTGTTCTCTAGGAGCCTGTTCATTTCAGTGGCCCTGCAGAAAGTGACCAGAGGA 

ATATGGTGGGGACATAAGTAGCTCTCTGGTAGCCTTGGTCAAAGAATTGTTCAGGCCTGGGAAGAGACAT 

TCGGAAAATACTTGTCTCATTAATGACAAGGACATCAAGGCCTAGGGGGTGACCTGAATGATAAAGGTCT 

GAGCTAGAACCCAGATTTCCTGTCTCGGGTGCTCTTTTCCATCAGTAGTCCGGCTCTGTGCTATTAACTG 

GTGTGTACAGGTGTACACACCAGTCAAAATGCTTCTGGAAAAAGAGTATGTCCAATGTCAGGTCAACTTC 

AGAGACTTCATCTGATGCAACACTAGAAGGTTTTGTGTTGCTGTCAAAAGCAATCTGATGCTAATGTGTG 

GTAGTATGATGGTATATATACCAATATGAGAATGATGGAAAAATTACTGGGGTTTACTCAGTATCTCATC 

TTTCATTGTGTTCTCCTCTGTTGCTTTCCCACTTCTCCATCAGGTTCTGGAGAAAGTAGATCTATCCAAA 

ACTAATATCTGCTGACATGTAAGATGAATGACTTATATACCTCAAAGCGATAGTCACGTTGGAGAGGGAT 

AGGTTGGTTTAGAGAGTCACATCCTACTGGTTCATATTGGACTGATAATCTCCTTAATGGCTTTATGCTA 

GTT TAAACTCAT T TATAAAACAT GAGAAAGT TCTCAT T TAAAATGAGATAGGTT T TAAT T GTATATT ACT 

AAACAGATAT TACTAAAC AGT AGCTGTCCT T AGAATT TGAT T GAGGTAAT GAAAATAGCAT T CCAT AGGG 

TTTCCCTAGATTCCTCAAGTTGCTCTTCCTCCTTGGTATTTCTGATCCTTCTGACATCAGCAGAGAATTA 

AAAATAAAGAAGTGGCCAACTGCCGTTCCTGTGTCACTTACTCATGATTCCTTTCTCTGAAGTTGTCTTC 

CATAACTCAGTGGACCTGGAGGTAGACCTGACTGGAGGAATCAGACATTCTCATTTGAAAATTTGACGTT 

GGACAGCAAGTTGGCCAAGTTTCTCACATGTAGCTGGGTTTACAATGTTTAATTTTGGCAGCTATCAAGG 

GACCAGAT TAT GCTAT AT AGTCT AAGGAGCAGAAGTACAGTTT TAAATGGT T GCCCT CAGAACAAAATCA 

CTGAAAGAAATAAAAGTTGGAGACTGACCTGAACTCAAAGCAAAGAAACAAAAAAAATGGGAACTGCTGC 

ATTTAATTAAAATTAATAATCCTTAGACATGCTCAAAAGGAGACCTCAAGAAGTAATCACAAAATAGGAC 

ACATCTAGGAGACAGCT TAT TT ATACT TAAAATAAAT TAT AT T ACAT TACT TAT T AC ATT T GATAAATGT 

GTTGGTACTATTTTCCAAAGAATTATACTTTTATTGATATTTTTGTGATATGAATAAAATTATTTTTAAA 

ACCAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0245 | Acc 1 AF137068 | Ver | AF137068 . 1 GI : 6492288 | Canis familiaris cubilin (CUBN) mRNA, 
complete cds . 

CTTTCTCTGAAATTCCACACTTGGCTGGAGTGGCTTCCCTCTTACCAACACCCTAGGAGGGTTGCTGCGG 
AGCATGTCCTCACCTTTTCTTTGGAGTTTGATTATTTTGTTGACATTTGCTGAATCAAATGGCGAAGCTG 
GAGGATTTGAACTGCAGAGACAAAAAAGAAGTATCGACTTCCAACAGCCTCGAATGGCTACAGAGAGGGG 
AAATTTAGTGTTTCTTGTTGGGTCTGCTCAAAACATTGAATTTAGAACTGGATCCCTGGGAAAAATAAAA 
T T AAAT GAG G AAG AC C T T GG T G AAT GCT T AC AT C AG AT CC AG AAAAACAAAG AG GAT AT T AC AG AT T T AA 
AAAGGAGTGCAGTCAATGTGCCTCAAAATATTTCAAGTCAAATCCATCAGCTTAATTCTAAGCTTGTGGA 
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TCTGGAGAGAAAATTTCAAAGCTTACAGCAGACAGTTGACAAAAAGGTTTGCAGTAGCAACCCCTGCCAA 
AATGGGGGAACCTGCCTCAATCTCCATGATTCCTTTTTCTGTATCTGTCCCTCACAATGGAAGGGCCCTC 
TGTGCTCAGTTGATGTGAATGAATGTCAGATTTACTCAGGAACACCCTTGGGCTGCCAGAATGGAGCCAC 
ATGTGAAAATACAGCAGGGAGTTACAGTTGTCTCTGCTCACCTGAGACACACGGCCCCCAGTGTGCATCA 
AAATATGATGACTGTGAAGGGGGCTCCAAGGCACTGTGTGTCCATGGCATCTGTGAGGATCTAGTCCGAG 
TGAAGGCTGATGAGCCCAAGTACAACTGCATCTGCGATGCTGGGTGGACATCCCCACTGAATAGCTCAGC 
CTGCGTGCTGGACATAGACGAGTGCAATCTCCAGCATGCACCATGTTCACCTCTTGTGCAGTGCTTCAAC 
ACACAAGGTTCTTTCTACTGTGGGGCCTGCCCGACAGGCTGGCAAGGAAATGGATATAGTTGCCAAGATA 
TCGATGAATGCAAGATAAATAATGGCGGTTGTTCTGTGGTCCCACCTGTCATGTGTGTGAATACACTTGG 
GTCTTACCACTGTCAAGCGTGTCCACCAGGGTACCAAGGCGATGGCAGAGTGTGCACAGTCATCGATATC 
TGCTCAGTCAATAATGGAGGCTGCCACCCAGAAGCATCATGCTCCTCAGTTCTAGGTTCGTTACCTCTCT 
GCACTTGTCTCCCGGGGTATACTGGAAATGGTTATGGGCCAAATGGATGCGCGCAACTCAGTGATACTTG 
CCTGAGCCACCCCTGTTTAAATGGCCAGTGCATTGAAACAGTCTCTGGTTATCTTTGTAAGTGTGAATCA 
GGTTGGGCTGGCATCAACTGTACAGAAAATATAAATGAGTGTCTCAGCAACCCCTGCTTTAATGGAGGAA 
CTTGTGTTGATGGTGTTAATGCCTTTAGTTGTGAATGCACACGTTTCTGGACTGGATTCCTCTGTCAGAT 
TCCCCAACAAGTTTGTGGAGGGTCCCTCTCGGGGATGGATGGAAGCTTCAGCTATATGAGCCCTGATGTT 
GGTTATGTCCATGATGTCAACTGCTTCTGGGTTATCCGAACTGAAGATAGAAAGGTATTGCGTATCACTT 
TCACCTT TT TCCAGT T AGAATCAGTGAACAAT T GT CCACAT GAGT T TCT T CAGAT T CAT GATGGAGATTC 
CTCTGCAGCACTTCAACTTGGAAGATTCTGTGGCTCTGTTCTCCCTCATGAACTTCTCAGTAGTAACAAT 
GCTCTCTATTTTCATCTCTATTCTGAACATTTCAGAAGTGGGAGAGGTTTTACAATAAGATGGGAAACAC 
AGCAACCAGAGTGTGGAGGTATACTGATGGGTACTTATGGTTCTATTAAGTCTCCGGGATATCCTGGAAA 
CTATCCTCCAGGAAGAGATTGTGTCTGGCAAGTTGTAACCAGTCCTGACCTCTTGATAACGTTTACTTTT 
GGGACCTTGAGTCTGGAGCACCATGATGACTGCAGCAAAGATTATCTTGAGATTCGAGATGGTCCTTTGT 
ATCAGGACCCCAGTCTTGGGAAATTCTGCACCACTCTCTCTGTCCCACCACTCCAGACTACAGGTCCCTT 
TGCCAGAGT TCATT T CCAT T CTGACAACCAGATTAATGACCAAGGCT T CCACAT CACCTACT T AACATCG 
CCTTCGGATTTGCATTGTGGAGGAAACTACACAGACCCAGAGGGTCTTCTGTCTTCTGACTTGTCTGGAC 
CTTTCACTCACAACAGACAATGCATCTATATTATAAAGCAGCCCCTGGGAGAACAAATACAGGTCAACTT 
CACCCATGT GGAGCTGGAAGGCCAGAGCAGCTGT TCTCAGAGT CACAT TGAGGT CCGAGATGAT AAAAT C 
TTACTTGGAAAAGTATGTGACAATGAAACCCTCCCTCACATTAAATCCATTAGGAACCATATATGGATCA 
GGCTTAAAATAGATGCTTCTCTTGTAAGAGCTAGTTTCAGAGCTGTTTATCAAGTTGCTTGTGGAGGAGA 
ATTAACTGGAGAAGGAGTCATTCGCTCACCTTTTTATCCTAACGTGTATCCAGGAGAAAGAATCTGCAGG 
TGGACCATTCACCAGCCCCAAAGCCAAGTAGTTATTCTCAACTTCACTGCCTTTGGAATTGAAAGTTCTG 
CCCACTGTGATACAGATTATATTGAGATTGGTAGCAGTTCCATTTTGGGTTCTCCTGAAAATAAAAAATA 
TTGTGGCACAGACATACCTTTGTTTATAACATCTGTGTACAATTTTCTTTATGTCATATTCGTGAAAAGT 
TCTTCTACTGAAAATCATGGTTTCATGGCTAAATTCAGTGCTGCAGATTTGGCATGTGGAGAAATTCTTA 
CAGAGTCAACAGGAATCATTCAAAGTCCTGGCCATCCAAATATCTACCCTCATGGGATCAACTGTACCTG 
k GCATATATTAGTCCAACCTGGCCACCTAATTCATTTGATATTCAGGAAATTTCATCTGGAGTTTCATTAC 
AAT T GCACAAAT GAC T ATTT GGAAGTT TATGACACT GGT TCT AAT ACATAT CT TGGGAGAT AT T GTGGGA 
AATCAATCCCACCCTCTCTTACCAGTAGTACCAACTCATTAAAGCTTATATTTGTGGCTGACTCTGACCT 
CGC T TATGAAGGC T T TT TAATAAACTATGAAGCAACT GAT GCATCAT CAGCATGCATGGAAGACTACACA 
GAAAACTCTGGGACTTTTACTTCTCCAAACTTCCCCAATAATTACCCCAACAATTGGAAATGCATTTATA 
GGATCACAGT GGAAACCAGCCAACAGAT TGCATTACACTTCACAAATT TCGC T T TGGAGGAGGCCAT TGG 
TGGACAGTGTGTAGCAGATTTTGTGGAAATCAGAGATGGAGGCTATGAAACTTCACCACCCCTGGGAACA 
TACTGTGGCTCAATTCCACCTCCAAGAATCATCTCTCACAGTAACAAACTATGGTTACAATTTACAAGTG 
ACTTCCTGGGCTCAGGGCCTGGATTCTCAGCTTACTGGGATGGATCATTAACAGGTTGTGGGGGTAATAT 
CACGACTCCCACTGGCGTGTTCACGTCTCCCAGCTATCCAATGCCCTATTACCACAGCTCTGAATGCTAT 
TGGTTGTTGAAAGCCAGCCACGGCAGCCCATTTGAACTGGAATTTGAAGACTTTCACTTGGAGCATCACC 
CAAACTGCACTTTAGATTATCTGGCTGTATATGATGGCCCAAGTACCAGCTCTCACTTGCTAAGTCAGCT 
T T GT GGGAATGAAAAACCGCCTGTCATCCG T TC TACTGGAGACAGCATGT T TT TAAAATT CAGGACAGAT 
GAAGATCAACAAGGAGGT GGCT TCTT AGCCAAATACCAACAGACAT GT AGGAAT GTAGT AAT T GTAAACC 
GAAACTATGGCATCCTAGAGAGTATACATTATCCAAATCCCTATTCTGACAATCAGCGTTGCAACTGGAC 
CATCCAGGCAACAACTGGCAACACGGTGAATTACACATTTTTGGCATTTGAATTGGAAAATCACATAAAC 
TGCTCTACAGACTATTTAGAGCTCTATGACGGCCCCAGGCGGATGGGACGCTACTGTGGAGCAGATATGC 
CGCCTACAGGGAGCACCACAGGCTCCAAGCTTCAAGTGCTCTTCTACACTGATGGTGTTGGTCACCAGGA 
GAAAGGATTTCAAATGCAGTGGTTCATTCATGGTTGTGGTGGTGAATTGTCTGGGACCACAGGATCCTTC 
AGCAGCCCTGGATACCCTAACACATATCCACCCAACAAGGAGTGTATCTGGTACATTACCACAGCCCCTG 
GAAGTAGCATTCAGCTCACCATCCATGACTTTGATGTAGAGTATCATGCAAGATGCAACTTTGACGTCCT 
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GGAGGTTTATGGAGGTCCTGATTTCCACTCTCCCCGAATAACCCAGTTGTGCTCCCAAAGATCATCTGAG 
AATCCCATGCAAGTCTCCAGCACCGGAAATGAGCTAGCCATCCGCTTTAAGACCGACAGCTCTATAAACG 
GGAGAGGCTTCAATGCCTCATGGCAGGCAGTCCCCGGAGGTTGTGGCGGGATTTTCCAGGCTCCCAATGG 
AGAGATTCATTCTCCAAATTACCCCAGTCCATATAGGGGTAACACTGACTGCTCCTGGGTCATTCGGGTA 
GAAAGAAATCACCGTATTCTCTTGAACTTCACTGATTTTGACCTTGAACCTCAGGACTCCTGTATTACGG 
CATATGATGGTTTAAGCTCCACAACTACCCGCCTTGCCAGTGTGTGTGGAAGACAGCAGTTGACTAACCC 
CATCACCTCTTCAGGAAACAGCCTCTTTTTGCGATTTCAATCTGGTCCTTCCAGACAGGGCAGGGGCTTC 
CGAGCTCAGTTCAACCAAGTCTGCGGAGGCCACATCCTCACCAACTCATTTGATACTATATCCTCTCCAT 
TGTTCCCTGCCAAGTATCCAAACAATCAGAACTGCAGCTGGGTAATTCAAGCTCAACCTCCATTTAACCA 
CATTACCCTCTCCTTTGACCACTTTGGACTTGAAAGCAGCACAACGTGTACACAGGACTTTTTAGAAATT 
TTGGATGGCGATTATGATGATGCTCCCCTCCGAGGCCGCTACTGTGGGCACTCCATGCCGCATCCCATCA 
CTTCCTTCAGCAGCGCTCTGACGCTGAGGTTCGTCTCTGATTCTAGAGTGAATTCTGATGGTTTCCATGC 
TACCTATGCTGCATCATCATCAGCTTGTGGTGGAACCTTCCACATGGCTGAAGGCATCTTCAACAGCCCT 
GGCTACCCGGAAGTTTATCCCTCTAATGTGGAATGTGTCTGGAACATTGTCAGTTCCCCTGGCAACCGGC 
TCCAGCTGTCTTTTATAACTTTCCAGTTGGAGGATTCTCAGGACTGTAGCAGAGATTTTGTGGAGGTCCG 
TGAAGGAAACGCCACTGGTCACTTGGTGGGGCGATACTGTGGAAACGTTCTCCCTCTCAATTATTCATCC 
ATTGTTGGGCATATCCTGTGGATCAGATTTGTCTCAGATGGCTCAGGCAGTGGCACAGGCTTCCAAGCCA 
CATTTACTAAAATATTTGGCAATGATAATATTGTGGGAACTCATGGGAAAATTGCCTCTCCCTTATGGCC 
TGGGCGTTACCCCCACAACTCCAATTACCAATGGATAGTAAATGTGAATGCAACTCAAGTTATCCATGGT 
AGAATC T TGGAGATAGACAT TGAAGGAGCACAGAGCT GCTATTAT GACAAATTAAGGGT T TAT GATGGCC 
TTGGCATTCATTCCCGCCTAATTGGAACTTATTGTGGTACCCAGACCACATGCTTTAGCTCCTCTAGAAA 
TTCTTTGACATTTCAGTTTTCCTCTGACTCTTCAATCACAGGGAAAGGATTCCTTCTGGAGTGGTTTGCA 
GTGAATGCCTCTGGTGGACCTTTACCTACTATTGCTACAGGTGCTTGTGGTGGCTTCCTGAGGACAGGAG 
ATGCGCCAGTCTTTCTCTTCTCCCCAGGCTGGCCAGAAAGCTACAGTAACAGCGCTGACTGTACGTGGCT 
TATTCAGGCCCCAGATTCTACTGTGGAACTCAACATCCTTTCCCTGGACATTGAAGCGCAGAGAACATGT 
GACTATGACAAACTTGTGATCAGAGACGGAGATAGCAACC TGGCCCCACAGCTAGCAGTT CT C T GT GGCA 
GAGAGATCCCTGGACCCATCCGGTCTACTGGAGAGTACATGTTCATCCGGTTCACCTCAGACTTCAGCAT 
AACCGGAGCCGGTTTTAATGCATCCTTTCACAAAAGTTGTGGTGGATATTTACATGCAGACAGAGGGATT 
ATCACATCTCCTCAGTATCCAGAGACCTACAGTCCCAACCTCAACTGCTCTTGGCACGTCCTGGTTCAGA 
GTGGGCTGACCATTGCTGTGCATTTTGAACAGCCCTTCCAGATTCCAAGTGGAGATTCTTCTTGCAGCCA 
GGGAGATTACTTGGTGCTGAAAAATGGACCTGATATCTATTCTCCACCCTTGGGACCCTATGGAAGAAAT 
GGTCATTTTTGTGGCAGTCGTCCTTCATCCACTCTGTTCACCTCAGATAACCAAATGTTTGTTCAGTTTA 
TTTCTGATGGTAGTAATGGAGGGCAAGGATTTAAGATCAAATATGAGGCAAAGAGTTTAGCCTGTGGGGG 
CAATATCTACATCCATGATGTGAATTCTGCGGGATATGTGACCTCCCCTGGCCACCCTAACAATTACCCC 
CAGCATGCTGATTGTAATTGGCTCATAGCTGCTCCTCCTGGAAAGCTCATAAGGGTGCAGTTTGAAGATC 
AATTCAATATTGAAGAAACACCCAACTGTGTATCCAATTACCTTGAGTTGCGTGATGGGGTTGATTCAAA 
TGCACCATTACTTGCCAAGCTCTGTGGGAGATCTTTGCCCAGCAGTCAGTTGTCCTCAGGAGAGGTGATG 
TATTTGAGGTTCCGATCTGACAACAGCTCCACTCAGGTTGGGTTCAAGATCAAGTATGCAATAGCCCAGT 
GTGGGGGAAGAGTGACAGGGCAAAGTGGTATCATTGAAAGCAGCGGATATCCAACACTTCCATATAGAGA 
CAACTCATTCTGTGAGTGGCATCTCAAGGGTCCCTCAGGACACTATCTCACCATCCATTTTGAAGATTTT 
CACCTTCAGAATTCCTCTGGCTGTGAAAAAGACTTTGTGGAGATCTGGGAAAATCATACCTCTGGAAATT 
TATTGGGCAGATACTGTGGAAACACCATTCCTGACAGCATAGACACTTCTAGCAATGTCGCTTTGGTCAG 
GTTTGTCACAGATGGTTCTGTTACTGCCTCAGGATTTAGACTACGGTTTGAATCCAGCATGGAAGCATGT 
GGTGGGGAGCTACAGGGCCCTACTGGAACGTTTACTTCTCCCAACTACCCAAACCCAAATCCTCATGGCC 
GGGTCTGTGAGTGGAGGATCATGGTGCAGGAAGGAAGGAGGATCACTCTGACTTTTAACAACCTAAGGCT 
GGAAGCTCATCCATCCTGCTACAGTGAGCAT GT GACAATAT TCAATGGCAT TAGAAATAACTCACCT CAG 
CTAGAGAAACTGTGTGGTAGTGTGAACGCAAGCAGTGAGATCAAATCTTCAGGAAATACAATGAAAGTCG 
TGTTTTTCACTGATGGATCCAGGCCATTTGGAGGCTTCAGTGCTACCTACACATCCAGTGAAGATGCAGT 
ATGTGGTGGGTCCCTTACGCATTTCCCTGAAGGAAACTTTACTTCTCCTGGTTATAATGGAGTCAGTAAT 
TACTCAAGAAACTTAAACTGTGAATGGACTCTCAGCAATCCAAATCAGGGAAATTCATCTATTTACATTC 
ATTTTGAAGATTTTTACCTGGAAAGTCACCAAGACTGTCAGTTTGATGTCCTTGAGTTCCGAGTGGGTAA 
TGCTGATGGGCCTCTGATGTGGAGACTGTGTGGACCTTCAAAACCTATAGTGCCACTGGTTATACCTTAT 
CCTGAGGTATGGATACACTTTGTCACCAATGAACATGTAGAACATGTTGGATTCCATGCAGAGTATTCTT 
TTACAGACTGTGGTGGAATACAGTTGGGTGAGAGTGGAGTGATTGCAAGCCCCAACTATCCAGCCTCTTA 
TGACAGCTTGACCCATTGTTCCTGGTTGTTGGAAGCACCACAAGGCTTTACCATCACTCTGACATTTAGT 
GACTTTGATATTGAAGACCATGCAACCTGTGCTTGGGATTCTGTCTCTGTCAGGAATGGAGGTTCTCCTG 
GATCACCCATCATAGGACAATACTGTGGGACTTCAAACCCCAGGACAATCCAGTCTGGTTCCAACCAGCT 
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AGTGGTGATTTTTAACTCGGACCATTCTGTGCAAAATGGTGGATTTTATGCTACATGGAACACACAGACT 
TTAGGTTGTGGGGGAATACTTCATTCAGATAATGGTACAATCAGATCCCCTCACTGGCCTCAGAATTTTC 
C TGAGAATAGCAGATGT TCCTGGACAGTCATTACTCACGAAAGTAAGCAGT TGGAGATCAGCT T T GACAA 
CAACTTCCGAATCCCCAGTGGTGATGGACAGTGTCAGAACAGCTTTGTGAAGGTGTGGGCAGGGACTGAG 
GAAGTCGCCGAGTCCCTGTTAGCCACGGGTTGTGGGAACGTGGCTCCTGGCTCCATCCTCACACCAAGAA 
ACGTGTTCATAGCCGTGTTCCAGTCTCAGGAAACCCCAGCCCAGGGCTTCTCTGCATCCTTTGTGAGCCG 
ATGTGGAGGTAATTTCACGAACCCTTCAGGTTACATCCTTTCTCCAAACTACCCAAGGCAATATGACAAC 
AACATGAATTGCACCTACATCATAGAGGCTGATCCTCTGTCCGTGGTCCTCTTGACTTTTGAGTCTTTCC 
ATTTGGAAGCTCGCTCAGCTATAACTGGAAGCTGTGCCAATGATGGTGTTCACATTATCAGGGGTTCCAA* 
CTTGTCTTCTACGCCTTTTGCCACCGTGTGTGGCAATGAGATCCTGTCACCTGTCACCATCCTAGGTCCA 
GTGCTGCT C AAC T T C TAG T C AAAT GC AC AC AC AAC AGAC C T C GGAT T C AAAT T T AAC T AC AAG AT AAC C T 
CCTGTGGCGGTGTATTTAACGTCTCCACTGGGGTCATAAAGAGCCCTGCCTATTCATATTCGGACTACCC 
CAACAACATATACTGTCTGTACACCATTGTTGGTAGAGACGACAGAGT GGT TCAGCT CAAGT TTAGT GAT 
TTTGATGTGGTTCCTTCCACCTTCTGCTCCCAAGACTACCTGGCAATTTATGATGGTTCAAACATCAGTG 
ATCCCCTTCTTGGTAAATTCTGTGGTTCCAACCTTCCACCAAATATTAAGAGCAGCAATCATAGTATGCT 
TCTGGTATTTAAGACCGATTCATTTCAGACGGCAAGAGGTTGGAAAATAACTTTCCAGCAGACACTGGGG 
CCTCAGCAAGGATGTGGTGGTTATCTGACAGGTTCAGATAATACCTTTGCCTCTCCTGATTCTGACTCCA 
ATGGAAGATATGACAAGAATTTAAACT GTGTATGGT T CATAATT GCACCAGTAAACAAACT AAT T AAACT 
TACCTTCAATACATTTGCTCTGGAGGCACAAAGTGCTATGCAAAGATGCATATATGATTATGTAAAGTTA 
TATGATGGGGATAGTGAAAATGCCAACTTGGCTGGAACATTCTGCGGTTCCACTGTACCTGCTCCCTTTA 
TCTCTTCTGGCAACTTCGTGACGGTTCAATTTGTCAGTGATGTAACTTTAGAAAGGGAAGGATTTAATGC 
TACATACACTACTGTGGACATGCCTTGTGGTGGAACATATAATGCAACTTGGACCCCACAGAGTATTTCA 
TCACCCAATTCATCAAACCCAGAGGTCCCACTGTCCATGTGTATGTGGTTCCTTGAAGCTCCTCCACATC 
AGCAGGTCAAGATCACAGTGTGGGCCCTGGAGCTGCACTCACAAGACTGTGACCAGAATTACTTAGAGTT 
TCGGGACTCACCTGAGAGTAATGGAAGTCCAGGACCTCAGATCTGTGGCAGAAATGCTTCGGCTACACCA 
ACGTTCTATTCTTCTAGGAGTACGGCAATTGTCATCTTCAAGTCCGAAGTCCTCAACAGAAACTCTAGAG 
TGGGTTTTACCTATCAGATTGCAGGTTGTAACAGAGAATATAATAAGGCTTTTGGCAATCTGAAGAGTCC 
CGGATGGCCAGATAATTATGACAATAACTTGGATTGCACTGTTATTCTCACAGCCCCACAGAACCATACT 
ATTTCTCTATTTTTTCATTCATTTGGCATTGAGGAGTCAAGTGAATGCACACATGACTTCTTGGAGGTAA 
GAAATGGAAGTGATAGCAGTTCACCATTATTTGGCACATACTGTGGAACTCTGTTGCCAGATCCTATCTT 
CTCTCGAAACAACAAACTATACCTACGGTTTAAGACCGATAGCGCAACTTCCAATCGTGGGTATGAAATT 
GTCTGGACCTCATCACCCTCTGGCTGTGGTGGAACCCTTTATGGAGACAGTGGTTCCTTCACCAGCCCCG 
GCTATCCCGGCACTTACCCCAACAACACTGACTGTGAATGGGCCATCATCGCTCCTGCTGGAAGACCTGT 
CACCGTCACCTTTTACTTTATCAGCATCGATGATCCCGGAGACTGTGTCCAGAACTATCTCATACTCTAC 
GATGGACCGGATGCTAATTCTCCATCCTTTGGACCATACTGTGGGGCAGACACCAACATAGCTCCCTTTG 
TGGCCTCTTCACATCGTGTCTTCATAAAATTTCACGCAGAGTATGCAGTGTATCCAT.CAGCAATCCGATT 
AACCTGGGACAGCTGAGTAGCGCTGTGTGTCGGCTCTGGGCAGGGACCATCAGACATGCCATCCCGCTAC 
GGCTTTCTGCCTGGGTCACTGGGAAGGATCTGAACTTTTTTTTTTTCACCAAAGTATGTGTGGAATCAAT 
GTCTGCACATTTAAAAAAAATATAGAATGTAGCTTCTTTACTCCTGGCTATGAGTGTCATCCTTCTAACA 
CTTGGAGCTGAAATTTGTAAAAAGTCCTTAATGAGTTGGAAATGATTATGACACATGTGATGTAAATTGT 
CAAAAATGGTGAAATAGGAGTATGATTTTCCCTGTGAATGT CAAGT GAGGGGTAAT AAACAT AAT TGAAT 
GGTAAAAAAAAA 

>GBCA0246 | Acc | AB028042 | Ver 1 AB028042 . 1 GI : 6475023 1 Canis familiaris mRNA for 
metallothionein~II, complete cds . 

AGCGCCGCCGTCTCTCCGCCCGCTGTCCCGGACTCCAGCCGCCCCTTCTCGCCATGGATCCCAACTGCTC 
CTGCGCCGCGGGGGGCTCCTGCACGTGCGCCGGCTCCTGCAAATGCAAAGAGTGCAGATGCACCTCCTGC 
AAGAAGAGCTGCTGCTCCTGGTGCCCCGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAGGGCG 
CATCGGACAAGTGCAGCTGCTGTGCCTGATGTGGGGGAGAGCCTATTCGTGATGTAAATAGAGCGACGTG 
TACAAACCTACAGTTTGTGGGGGGTTTTTTGGTGCTTTTTGTTTTGGGTCCAACTCTGACCCGTTTGCTA 
CTAC AT TCCT AGTTATTTT CCCTAT GAAATAATACGT GAAT TAT AAT AAAAGCTGT CGACT TTAAAAAAA 
AAAAAAAAAA 

>GBCA0247 | Acc | AB028041 1 Ver } AB028041 . 1 GI : 6475018 ) Canis familiaris mRNA for 
metallothionein-IV, complete cds . 

CCAGCTGTGACAGCATTGGAGCTTCTTGGACACCTGGACATGGACCCCGGGGAATGCACCTGCATGTCTG 
GAGGAATCTGTATCTGTGGAGACAATTGCAAATGTACAACCTGCAACTGTAAAACATGTCGAAAAAGCTG 
CTGTCCTTGCTGCCCCCCCGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGAGGCTCGGACAAG 
TGCAGCTGCTGTGCCTGAACCGCATCCGTGGTGCTGGGGCTGGCGGGGGCGGGGGTTGTGGATGCCACAG 
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CCCCGGAAATGTCTGTACAGTGCATTAGTTGAGAAACTGAAATTATTGTACCATAGGTTATGCTTTTTAT 
ATATTTGCTCAGAGGTGGTGGTGGTGACACTCATGTAAAGTGCCTGAAAAATAAAGTCTTCACTTGTGGT 
AAAAAAAAAAAAAAAA&AAAAAAAA 

>GBCA0248 | Acc } AF200597 | Ver J AF200597 . 1 GI : 6425115 1 Canis familiaris beta 3 adrenergic 
receptor (B3AR) mRNA, complete cds . 

ATGGCTCCGTGGCCTCACGGGAACGGCTCTGTGGCCTCGTGGCCGGCTGCCCCCACCCCGACGCCCGATG 
CCGCCAACACGAGTGGGCTGCCAGGGGCGCCCTGGGCGGTGGCCTTGGCGGGGGCGCTGTTGGCGCTGGA 
GGTGCTGGCCACCGTGGGAGGCAACCTGCTGGTCATCGTGGCCATCGCTCGGACGCCAAGACTGCAGACC 
ATGACCAACGTGTTCGTGACGTCGCTGGCCACCGCGGACCTGGTGGTGGGGCTCCTGGTAGTGCCGCCGG 
GGGCCACCTTGGCGCTGACGGGCCGCTGGCCTCTGGGCGCCACCGGTTGCGAGCTGTGGACCTCAGTGGA 
CGTGCTGTGTGTGACAGCCAGCATCGAAACCCTGTGCGCCCTGGCGGTGGACCGCTACCTGGCCGTGACC 
AACCCGCTGCGCTACGGCGCCCTGGTCACCAAACGGCGCGCCCGGGCGGCAGTGGTCCTGGTGTGGGTCG 
TGTCCGCCGCGGTGTCGTTCGCGCCCATCATGAGCAAGTGGTGGCGCGTGGGAGCCGACGCCGAGGCGCA 
GCGCTGCCACTCCAACCCGCACTGCTGCGCCTTCGCCTCCAACATACCCTACGCGCTGCTCTCCTCCTCC 
GTCTCCTTCTACCTTCCGCTTCTGGTGATGCTCTTCGTCTACGCGCGCGTTTTCCTCGTGGCTACGCGCC 
AACTGCGCCTGCTGCGCCGGGAGCTGGGCCGCTTCCCGCCCGCGGAGTCTCCGCCGGCCGCGTCTCGCTC 
CCGGTCCCCCGGCCCGGCCCGGCGGTGCGCTTCGCCCGCCGCGGTGCCCTCCGACCGCCTGCGGCCCGCG 
CGCCTCCTGCCTCTGCGGGAGCACCGGGCCCTGCGCACCCTGGGCCTCATCGTGGGCACCTTCACTCTCT 
GCTGGTTGCCCTTCTTCGTGGCCAACGTGATGCGCGCTCTCGGGGGGCCCTCTCTGGTTCCCAGCCCGGC 
CCTCCTGGCCCTTAACTGGCTGGGCTACGCCAACTCTGCCTTCAACCCGCTCATCTACTGCCGCAGCCCC 
GACTTCCGCAGCGCTTTCCGCCGCCTACTGTGCCGCTGCCGGCGGGAGGAGCACCGCGCCGCCGCCTCCC 
CGCCGGGCGACCCCTCGGCCGCCCCTGCGGCCCTGACCAGCCCCGCGGAGTCCAGCCGGTGCCCAGCGCT 
CGACGGAGTCAGCTGA 

>GBCA0249 I Acc 1 AF181965 | Ver | AF181 965 . 1 GI : 5932409 | Canis familiaris B-2 integrin (ITGB2) 
mRNA, partial cds. 

CCTGCTGCTCACCCTGGAGGGTCTGCTCTTTCTCTGGGCCGCGTCCTGCCAGGAGTGCACCAAGTACAAA 
GTGAGCACGTGCCGGGACTGTGTGGAGTCGGGGCCCGGCTGCGCCTGGTGCCAGAAGCTGAACTTCACTG 
GGCTAGGGGAGCCCGACTCCGTTCGCTGTGACACCCGAGAGCAGCTGCTGCTGAAAGGATGTGCGGCTGA 
CGACATCATGGACCCTCAGAGCCTGGCCGAGATCCAGGAGGACAAGAAGGGCGGCCGGCAGCAGCTGTCC 
CCGCAGAAAGTGACGCTCTACCTGAGACCAGGTCAGGCGGCTGCCTTCAATGTGACCTTCCGGCGGGCCA 
AGGGCTACCCCATCGACCTGTACTACCTGATGGATCTGTCCTACTCCATGCTGGACGACCTCATCAACGT 
CAAGAAGCTGGGGGGCGACCTGCTGCGGGCGCTCAACGAAATCACCGAGTCCGGCCGCATCGGCTTCGGG 
TCTTTCGTGGACAAGACGGTGCTCCCCTTCGTCAACACGCACCCCGAGAAGCTGAAGAACCCGTGCCCCA 
ACAAGGAGAAGGAGTGCCAGGCGCCGTTCGCCTTCAGACACGTGCTGAAGCTCACGAACAACTCCAACAA 
GTTCCAGACGGAGGTCGGGAAGCAGCTGATTTCGGGGAACCTGGACGCGCCCGAGGGCGGGCTGGATGCC 
ATGATGCAGGTCGCCGCGTGCCCGGAGCAAATCGGCTGGCGCAACGTCACTCGGCTGCTGGTGTTCGCCA 
CGGACGACGGCTTCCACTTTGCGGGCGACGGGAAGCTGGGTGCCATCCTGACCCCCAATGACGGCCGCTG 
CCACCTGGAGGACAACATGTACAAGAGGAGCAATGAATTTGACTACCCGTCGGTGGGCCAGCTGGCACAC 
AAACTGGCCGAAAGCAACATCCAGCCCATCT TCGCGGTGACCAAGAGAAT GGT GACGACCTATGAGAAGC 
TCACCGAGGTCATCCCCAAGTCAGCGGTCGGGGAGCTGTCGGACGATTCCAGCAACGTGGTCCAGCTCAT 
CAAGAACGCCTACAACAAACTGTCCTCCAGGGTCTTCCTGGACCACAGCCTGGCCCCCAGCACCCT'CAAG 
GTCACCTATGACTCCTTCTGCAGTAACGGGGTGTCGCAGGTGGACCAGCCCAGAGGGGACTGCGACGGCG 
TCCAGATCAACGTCCCGATCACCTTCCAGGTGAAGGTCACGGCCACGGAGTGCATCCAGGAGCAGTCGTT 
TATAATCCGGGCACTGGGCTTCACGGACACGGTGACCGTGCACGTCATCCCCCAGTGCGAGTGCCAGTGC 
CGGGACGTGGGCCAGGACCACGGCCTCTGCAGYGGCAAGGGCTCCCTGGAGTGTGGCATCTGCAGGTGTG 
AGGCTGGCTACATCGGGAAGAACTGCGAGTGCCTGACGCACGGCCGCAGCAGCCAGGAGCTGGAGGGCAG 
CTGTCGGAGGGACAACAGCTCTCTCATCTGCTCGGGGCTGGGGGACTGCCTCTGCGGGCAGTGCGTGTGC 
CACAGGAGCGACGTTCCCAACAAGAACATCTTCGGGCGCTACTGCGAGTGTGACAATGTCAACTGCGAGC 
GCTATGACGGGCAGGTGTGCGGGGGTAAAGTTCGGGGCTCCTGCAACTGCGGCAAGTGCCAGTGCGAGCA 
GAACTACGAGGGCTCGGCGTGCCAGTGCGTGAAGTCCACCCAGGGCTGCCTGAGCACGGAGGGCATCGAG 
TGCAACGGGCGCGGCCGCTGTCGCTGTAACGTGTGCGAGTGCGACGGGGGCTACCAGCCGCCGCTGTGCG 
GGGACTGCCTGGGCTGCCCGTCGCCCTGTGGCCGGTACATCACCTGTGCCCAGTGCCTGAAGTTCAAGCA 
GGGCCCCTCGGGGAGGAACTGCAGCGTGGAGTGTGGGAACGTGGGCCTGCTGAGCAAACCCCCGGAGAAG 
GGGCGCAGGTGCAAGGAGCGGGATCTGGAGGGCTGCTGGATCACCTACACGCTGCGGCAGCGGGCCGGCT 
GGGACAGCTATGAAATCCACGTGGACGACAGCCGGGAGTGTGTGGGGGGCCCCCAAATCGCCCCCATCGT 
GGGCGGCACCGTGTCGGGAGTCGTGCTCATCGGCATCCTCCTGCTGGCCATCTGGAAGGCTCTGACCCAC 
CTGAGTGACCTCCGCGAGTTCAAGCGATTCGAGAAGGAGAAGCTCAGGTCCCAGTGGAACAACGACAACC 
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CCCTTTTCAAGAGCGCCACCACCACAGTCATGAACCCCAGGTTTGCTGAGAGTTAGGGCGCTCGGCGGAG 
ACGGCGCTGGCTGAGC 

>GBCA0250 |Acc| AF047047 |Ver IAF047047. 1 GI : 4091114 | Cants familiaris interleukin-8 receptor 
mRNA, complete cds . 

TCATCTGCTCTCCTGGGTGAGTCCTACAGGTGAAAGGCCCAGACTCCTGGCCAGGATTTAAGCTTCCCTC 
CAATATGGAATACATTAACTGGGATAATTACAGCCTGGAGGATCTCTTCGGTGATATTGATAATTATACT 
TACAACACGGAGATGCCCAT AAT TCCAGCAGACTC TGCCCCATGCAGGCC AGAAT CT CT GGACAT CAAC A 
AGTATGCTGTGGTTGTCATCTATGTCCTGGTCTTTGTGCTGAACCTGCTGGGAAACTCCCTAGTCATAAT 
GGTTGTCTTATACAGTCGGGTCAGTCACTCTGTCACCGACGTCTATCTGCTGAACCTGGCCATAGCTGAC 
CTGCTCTTCGCCCTGACCTTGCCTATCTGGGCTGTCTCCAAGGTAAAGGGCTGGATCTTTGGCACACCCC 
TGTGCAAGATCGTCTCGCTCCTGAAGGAAGTCAACTTCTACAGTGGTATTCTCCTACTGGCTAGCATCAG 
CATGGACCGCTACCTGGCCATTGTCCATGCCACCCGCAGGCTGACCCAGAAGAAGCACTGGGTCAAGTTC 
ATATGCTTAGGCATCTGGGCCCTGTCCCTCATCCTGTCCCTGCCCATCTTCGTCTTCCGCAGGGCCATCA 
ATCCCCCCTACTCCAGCCCAGTCTGCTACGAAGACATGGGTACCAATACAACAAAATTGCGGATAGTGAT 
GCGGGCCCTGCCCCAGACCTTTGGCTTCATCGTGCCCCTGATGATCATGCTGTTCTGCTATGGGCTCACC 
CTGCGCACGCTGTTTGAGGCCCACATGGGGCAGAAGCACCGGGCCATGCGGGTCATCTTTGCTGTCGTGC 
TCGTCTTCCTGCTCTGCTGGCTGCCCTACAACCTGGTCGCAGACACCCTCATGAGGCTCCAGGCCATCGA 
GGAGACCTGTCAGCGCCGCAATGACATTGGCCGTGCCCTGGATGCCACCGAGATTCTGGGCTTCTTCCAC 
AGCTGCCTTAATCCCCTCATCTATGCCTTCATTGGCCAGAAGTTTCGCCATGGACTCCTCAAGATCATGG 
CCTTCCATGGGCTCATCAGCAAGGAGTACCTGCCCAAGGACAGCAGGCCTTCCTTTGTTGGCTCTTCTTC 
AGCGAACACTTCTACTACTTTCTAAGCACCCCCTGCCCCGGTTGCAGTCCCTCAGGGCTCTCCCTCGCCA 
TCAGCATCCCGTTCCAAACCTCATGTCCACTGGCTGTTCACAGTCTCTGTGTCAAGGCAGCTCCCAGCTG 
TGGTTCCAGGGGAGTTGCTGGGGCCACGTCCTTTTCAGGCCCATTGTATGGTTTAGGGAGCCTGCCCTGC 
TGCCCCACCCCTTACTATAGCTACAGTGTCAGCTGCTAGAGCTCACTGAGCCCACAGCACTCTGTTCTCT 
GAGGCAGCTAAAGATGTT T AAAAG ACAT CCT T T TAAAT GAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAA 

>GBCA0251 |Acc!Iil4287 | Ver | L14287 . 1 GI : 290085 1 Canis familiaris CD8 antigen mRNA, complete 
cds . 

ATGGCCTCTCGGGTGACCGCCCTGCTCCTGCCGCTGGCCCTGCTGCTCCGTGCCGCGGCGGCCAGCGGGC 
CCAGCCGGTTCCGCATGACGCCGCCGAAGGTGGTGGGACAGCTGCACGCGCAGGTGGAGCTGCAGTGCCA 
GGTGCTGCTGTCCACCGCGGCGCCGGGCTGCTCGTGGCTCTACCAGAGGAATGAGCCAGCCGCCCGCCCC 
GTCTTCCTCATGTACATCTCCCAGAGCCGGGCCAAGCCGGCCGAGGGCCTGGACACCAAGCACATCTCCG 
GCCAGAAGAAGACCGACAGCACCTACAGCCTCACCCTGAGCCGCTTCCGCAAGGAGGACGAGGGCTACTA 
TTTCTGCTCTGTCCTGAGCAACTCCATTCTGTACTTCAGCCCCTTCGTGCCGGTCTTCCTGCCAGTCAAG 
CCCCCCACTACGCCGGCGCCGCGGCCACCCACGCGGGCGCCCACCAACGCGTCCAAGCCGGTGTCTCCGC 
GCGGGGAGACCTGCCGGCCTGCGGCGGGCAGCGCAGTGAAAACAAGTGGGTTAGACTTCGCCTGTGAAAT 
CTACATCTGGGCACCCCTGGCTGGGACCTGCGCCGTCCTTCTCCTGTCACTGGTCATCACCATCATCTGC 
AACCACAGGAACAGAAGACGTGTTTGCAAATGTCCCAGGCCCGTGGTCAGACCAGGAGGCAAGCCCAGTC 
CT T CAGAGAAAT ATGT CTAACATGGAGATGGATCCTG TG TGGCAGCCACTACAAGACCAAATAGAATT C 

>GBCA0252 |Acc 1X56385 } Ver |X56385 . 1 GI : 920 | Canine rab8 mRNA for ras-related GTP-binding 
protein. 

GAGTGTAATATGGCGAAGACCTACGATTACCTGTTCAAGCTGCTGCTGATCGGGGACTCGGGGGTGGGGA 
AGACCTGTGTCCTGTTCCGCTTCTCCGAGGACGCCTTCAACTCAACTTTCATCTCCACTATAGGAATTGA 
CTTTAAAATTAGGACCATAGAGCTCGATGGCAAGAGAATTAAGCTACAGATATGGGACACAGCTGGTCAA 
GAACGGTTTCGGACGATCACAACAGCCTATTACAGGGGCGCAATGGGCATCATGCTGGTCTATGACATCA 
CCAACGAGAAATCCTTTGACAATATCCGGAACTGGATTCGGAACATTGAGGAGCATGCTTCTGCAGATGT 
CGAAAAGATGATACTCGGAAACAAGTGTGATGTGAACGACAAAAGACAAGTTTCCAAGGAACGGGGAGAA 
AAGCT GGCCCT GGACTATGGAAT CAAGT T CAT GGAGACCAGT GCGAAGGCCAACATCAATGTGGAGAACG 
CATTTTTCACTCTCGCCAGAGACATCAAAGCAAAGATGGACAAAAAATTGGAAGGCAACAGTCCCCAAGG 
GAGCAACCAGGGAGTCAAAATCACACCAGACCAGCAGAAGAGGAGCAGCTTTTTCCGATGTGTTCTTCTG 
TGAGGAACACTGCCTTACTCTGAGCCTCGCTCAGCTGAGCTGACTGTGCCTGTCCTGAGTGAGCCCTCCT 
CACTCAGCCGGGGCCCTCCCCCTCCAATACTCCCTGCCGTGCCAGCCACTGGGCCCATGG 

>GBCA0253 jAcc!X56384 } Ver 1X56384 . 1 GI : 913 1 Canine rabl mRNA for ras-related GTP-binding 
protein involved in membrane traffic. 

TGTTCTAAGGGACGGAGCAGGGGAAGACGTTTGCTCTCCCGGAACAGCCCGTTCTCGTTCCCGTCCCTCG 
ATTACCCGTGGCGTCGAGAGTCGGGGCGGCGGCTGCGGCAGCAAGGGCGGCGGTGGCGGCGGCGGCGGCT 
GCAGTGACATGTCCAGCATGAATCCCGAATATGATTATTTATTCAAGTTACTTCTGATTGGCGACTCTGG 
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GGTTGGAAAGTCTTGCCT.CCTTCTTAGGTTTGCAGATGATACATATACAGAAAGCTACATCAGCACAATT 
GGT GTGGAT T TCAAAAT AAGAACTAT AGAGT TAGAT GGGAAAAC AAT CAAGCTT C AAATAT GGGACACAG 
CAGGCCAAGAAAGAT TTCGAACAATCACC TCCAGT TAT TACAGAGGAGCCCATGGCATCATAGT T GT GTA 
TGACGTGACAGATCAGGAGTCCTTCAATAATGTTAAACAGTGGCTGCAGGAAATAGACCGTTATGCCAGT 
GAAAACGTCAACAAGTTGTTGGTAGGGAACAAATGCGATCTGACCACAAAGAAAGTAGTAGACTACACAA 
CAGCAAAGGAATTTGCGGATTCCCTTGGAATTCCATTTTTGGAAACCAGTGCTAAGAACGCAACGAATGT 
AGAACAGTCTTTCATGACGATGGCAGCTGAGATTAAAAAGCGAATGGGTCCTGGAGCAACAGCTGGTGGT 
GCAGAGAAGTCCAATGTGAAAATTCAGAGCACTCCGGTCAAGCAGTCAGGTGGAGGTTGCTGCTAAAATT 
TGCCTCCGTCTTTCTCTCACAGCAAAGAATTTGCAATCTGAACCCAAGTGAAAAAACAAACTTGCCTGAA 

>GBCA0254 | Acc | AF165917 | Ver j AF165917 . 1 GI ; 6002949 1 Canis familiaris triadin isoform 3 
mRNA, complete cds . 

GAAT T CGGCACGAGGCAGAAACAGCCAGGAAAACGAAGAGCCCT CAGGT T TT T CACCCAGAGCCCCCTAA 
TCAGAGTTCTCGAATTCTAAAGTATTCCTCAAAGTGCCACTTGACGGGAACTTTTCGCCTGCCTTTTCCT 
T CT CCAACCACCAT GACTGAGATCACT GCTGAAGGAAAT GCAT CT ACTACCACAACT GT GAT CGACAGCA 
AAAATGGATCTGTGCCCAAATCCCCTGGAAAAGTGCTGAAGAGGACAGTCACAGAAGACATAGTGACAAC 
ATTCAGCTCCCCAGCAGCCTGGCTTCTGGTCATTGCTCTGATCATCACATGGTCAGCTGTTGCCGTTGTT 
ATGTTTGACCTAGTGGATTACAAAAACTTTTCAGCGAGCTCTCTTTCCAAGATTGGCTCAGATCCTCTAA 
AACTTGTACATGATGCTGTGGAAGAAACCACGGACTGGGTCTATGGCTTCTTTTCTTTGCTGTCTGACAT 
CATCTCGTCTGACGGTGATGAAGATGATGATGATGGGGATGAGGACACTGATAAAGGAGAAATAGAGGAG 
CCTCCCTTGAAACAAAAAGAAATACACAAAGAAAAGGCTGA2\AAGGAGGAGAAACCTGAAAGGAAAATAC 
T AGCCAAAGTT GCACACAGAGAAAAAGAAAAAGTAAAAGAAAAAGAAAAAT CTGAAAAGAAAGCAAC T CA 
CAAGGAAAAAATTGAGAAAAAAGAAAAACCAGAAACAAAGACAATGGCAAAAGAAGAGAGGAAAGCCAAG 
AC TGAA.GAGAAGATCAAAAAGGAAGT GAAAGGT GGAAAACAAGAGAAAGTGAAGCCAACAGCTGCAAAAG 
TCAAAGAAGTACAGAAAACACCACCTAAGGCCAAAGAGAAGGAGGGGAAAGAGACTGCGGCTGTGGCCAA 
GCAT GAACAGAAAGAT CAGTATGCAT T C TGTCGATATAT GAT T GACATGTTTGTCCATGGGGATTTAAGA 
CCAGGACAAAGCCCAGCCTTACCACCTCCATTACCAACAGTACAAGCTTCCAGACCCACTCCGGCATCAC 
CTACTCT TGAAGGAAAAGAAGAGGAGGAAAAGAAGAAAGCTGAGAAGAAAGTAACTTCT GAAACAAAAAA 
GAAAGAAAAAGAAGATGT CAAAAAGAAGTCGGACAAGGACACTGCCAT TGATGT GGAAAAAAAAGAGCCA 
GGGAAAGCTCCTGAAACCAAACAAGGGACTATAAAAGTTGTGGCACAAGCAGCGGCTAAAAAAGATGAAA 
AGAAGGAAGAT TCCAAGAAAACAAAAACACCTGTAGAAGAACAT CCCAAGGGAAAAAAACAGGAAAAGAA 
AG AAAAAT AC G T G GAACC AG C AAAG T C GT C AAAGAAGGAAC AT T C AG C T C C AAG T GAAAAAC AAG T AAAA 
GCAAAAACTGAACGAGCCAAAGAAGAGACTAGTGCTGCCTCAACTAAAAAAGCTGTACCTGGAAAGAAGG 
AAGAGAAAACAACCAAGACAGTGGAGCAAGAAATTAGAAAAG2\AAAGTCCGGGAAGACTTCTACAGCTTC 
GAAGGACAAAGAGCCTATTAAGGGAAAAGAAGT GAAAGT T CCAGGTT CCCT AAAGGAAAAAGAGCCT GAA 
ATTAAAAAAGAT GAAAAGATGCCCAAAGCAGACAAAGAAGTCAAGCCTAAGCCTCCACAG TCACAAGTAA 
AGAAAGAAGAGAAATCAGAGTCACAAGTTAAAAAAGAAGCAAAACCAGAACAAGACATAGCAAAACCAGA 
AAAGACTGTTTCTCATGGGAAACCAGGTATTTTGCAGGTGGTACCTGTAGTATTAAATTGTCTTTTCTTG 
GTCCAGTTTCAGCAGGATGAAGAGCTTAATGTCGAATCTAAAGTTTTCAGGATGATTCATGTCTTAAGTC 
ATCCAACTTCTAGAACATCTCCAATTTTAGTCATCTCCACAACGTGTAGGACTTGACCTGTCAAGTGTCT 
GAGGACTTGACCTGTCAAGTGTCACCTGCAGCTAGTCTATCCCTTCCCAACAGAGACAGCTTAATCTTAT 
TTTAAAACCACGTTTCCTCAAACTGTAAGATCGCAGGAGTCTGAAACAATGAAATCTGCTTTTTATGTAT 
TAGATGGAGGATGTCCATCTATTAGGAGATCTTAGCATTCGGGTGAATGGGCTCTATGGTTGTTTTATTC 
TGTCCTGTTTGAGGCAAAGTCATCTTTGGAAAACTTATAATTCAGAATGGCTCATTCAAACACAATCATT 
TTAAATTCCACCGACCCCAAGAAAAGGAAATCAACATTTCACCCTGCTTCCCTTCCTCCTTCCTCCTTCC 
ATCTTTGCCTCACTTTTTTTGTTTTTCATTCCTGGAGATAATAGAGGTAAGCCTGTATGTTCTGCTCATA 
AAAAGACATACAGAATTTACCAACACAAATT T ATCAAT TGGAT T T T TT T ATT CAAGAATAAAAACGT T TA 
AGT T T TT ATAAAGATAT T T AATT AT TT GAGAGAGTGGGGGTAGGGAAAAGGCAAGCAGACCCTGCTCTGT 
GTGCAGAGCTGGAGGTGAGGGACTGGCTGTCATGACCCTGAGATCATGACCTGAGCCAAAATCAAGAGTC 
AGCTGCCTAACTGAGTCACCCAGGAGCCCCAAAAATAAAAACTTTTAAGTTGTCATTTATGCTAATTAAA 
TATGAGTTTAATTTTGAGACAGTCCCATGCCTCAGTTATTGTGTCCTTCATTCCAGACTGACTTGTTTAC 
CCAAAGCTATGAACATGGTTAGGGAAGAATTTTCAATAAGTTAGAAACATAGTTTCTCTAAGCCTATCTT 
AGCAAACATTTTTGCTTACACTTTCAGACTTTTTACTGTAGAAAAACTGTTTAAAATGGGTTTCAGGCCA 
TTTGATTTCCTTTGCCTATGTTTTAAAGTATATGAGACACCAACAGGAATATGAAAAGCAGACCAGGAGC 
ATGAGGAGCCAAGAATAGCTGTCTGTATTCTAAGGTTCTAAGCAGAACCTTAGAAATAACTTTTAGAACC 
TCCTCATTAATGAATAATAAAACCCTATTATTTTCTTGATTGTCCCAAATGTCAGTCATTTTGAGCCGAA 
ATACAGAGTGAGACTTTAGTCTCTGAGAGTACAATAAGCATACTGTCCTCTAGCCATACCTTCCTTTTAT 
TTTAGGGATAATGTTCATACTCTAAATTCTGCTTCCCAGGGAAACTTTCTAATTGACTCATTCCCGCTGT 
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TGAATTATTGACAAGGTCAATTTTACATAGGATCATCGTCCTAATCTCTCTACGTTGACCCAAATCTCTT 
TGACTATATCTATAAAACCATATAGAGGACAGAAGACATCCCCTACATGTATTCCTCTTGCCCTTCCCCA 
ACTTTGCACCATAAAAAACTTGTGTTGCAAGACTAATCTTGGGTTCTCAGGGAGGAATCTTGCACAAGAA 
AAATAAAAAATTGTTTCTTCCTGCTCTAGTTCAATTACTTAAAAAGAACACGTGTCTTATAAAACAACCC 
CTGTGTAGATAAATACAGTGAAATACAGTGAAGGCAAGGGGTAGATGTGTATTGGCAGGTCAGGGAATAA 
TTCCAATTGGCAAAAATTTTAGGGCAGGAGAGTTGCAAAGGATGTCTGCAGCTGGACACATTTTCCTCGT 
GCCGAATTC 

>GBCA0255 | Acc | AF165915 | Ver | AF165 915 . 1 GI : 6002945 | Canis famlliaris triadin isoform 1 
mRNA, complete cds . 

GAATTCTAAAGTATTCGTCAAAGTGCCACTTGACGGGAACTTTTCGCCTGCCTTTTCCTTTCTCCAACCA 

CCATGACTGAGATCACTGCTGAAGGAAATGCATCTACTACCACAACTGTGATCGACAGCAAAAATGGATC 

TGTGCCCAAATCCCCTGGAAAAGTGCTGAAGAGGACAGTCACAGAAGACATAGTGACAACATTCAGCTCC 

CCAGCAGCCTGGCTTCTGGTCATTGCTCTGATCATCACATGGTCAGCTGTTGCCGTTGTTATGTTTGACC 

TAGTGGATTACAAAAACTTTTCAGCGAGCTCTCTTTCCAAGATTGGCTCAGATCCTCTAAAACTTGTACA 

TGATGCTGTGGAAGAAACCACGGACTGGGTCTATGGCTTCTTTTCTTTGCTGTCTGACATCATCTCGTCT 

GACGGTGATGAAGAT GAT GATGAT GGGGAT GAGGACAC T GAT AAAGGAGAAATAGAGGAGCCT CCC T T GA 

AACAAAAAGAAATACACAAAGAAAAGGCTGAAAAGGAGGAGAAACCTGAAAGGAAAATACTAGCCAAAGT 

T GCACACAGAGAAAAAGAAAZUVGT AAAAGAAAAAGAAAAATC TGAAAAGAAAGCAACT CACAAGGAAAT^ 

ATTGAGAAAAAAGAAAAACCAGAAACAAAGACAATGGCAAAAGAAGAGAGGAAAGCCAAGACTGAAGAGA 

AGATCAAAAAGGAAGTGAAAGGTGGAAAACAAGAGAAAGTGAAGCCAACAGCTGCAAAAGTCAAAGAAGT 

ACAGAAAACACCACCTAAGGCCAAAGAGAAGGAGGGGAAAGAGACTGCGGCTGTGGCCAAGCATGAACAG 

AAAGGTAAACATTCAGAGGAGGTGGCCGGAGGTTCTAAGAGAACACTGGGCAAGAAGCAGATACAGTGAA 

ATTAAAAACTCAAAAAGACCGAGATCAGACTTCAAGTGGGAATAAAAATACTGGTATAAGTGAATACACT 

T GAAAGGAAACGCAATATT TGGGAAT T AAAAT T CAT T T AT AGAGAGT CTAAAAT GTGT T CACATAT C T AA 

AGACGCATT CTGAAGTACTT T TAGAAGAGGAT T TGAGTT AGT T ATCTGAAGT T ATT T GAAGGT T GAGGAT 

AAATGTTAAATTCTTGAGGCACGAGATTTCTATTAAGAGGTAGAAAAGCAATTTTATGTTTCCTATTCTT 

TGGAGGACAGCAGTCCAGGAAAAAT GACAAT T T T TCAAGGGAGGGT TT T TAAAGGGCATAT GT T CAAACC 

ATATAGTACAAGTACCATAAAAAGTATCCGTACATTCCTGTTGCTCTCTGCAAGAGCACATAACTTAGAA 

TGCGCAT TGAAT TAT TAAATTCAGT TAAT T TAAT GAACAGGGAAGATACAGGAAAAAGAACTCTCAAGT T 

TCCTTGCTGGCTTCCACTGACTAAATTTATGACTTTAGAAATCTCCATATCTGACACTGTGCATCCCTAC 

TTCACAGAAATAGAGCATTTAATATGGAGGTGGAGTATAAATTTTAAATGCTTTATGGAAAGGTGCCATA 

GAGACACAAAAGGGTGGAGTTTTCAGAGGGCAGCTGAGGGCTCATCTCATATCTCTGCTTCTCATTGAAT 

CTCTTCTTCCTGTTGTCTATCCCCGGCACCACGCGCTACACTGTCCTAAGGCTTCCCATTAAGAACGTGG 

AATCTACTATGTAGGAACTATTTCTACAAATCTTTCTTAAGGGTGTTACAAAATAGAACTTTCCTTTACT 

CTGGTAGTCTTGAATAATTATATTTGAGGACTAAAACTGAGGGATGGTTTCTATGAGATTTTCATTAAAA 

ATTTTGAAAACTTTACTACTGAGTAACCTATTTGGATGGTGAAACTGAAGATAATTTTCACCATCAGAAG 

ACACAAGACATGAAATT TGAAATCCATACT T T T TT TT TAGAT TCCACATGTAAGT GAGAT CATGT GGT AT 

TTGTCTTTGCAATCCTCTCTTGTATTTTTTCTTTGAATCACTTTTTTCCCTTGAATTCACAAGTCATATT 

T ATAAAT T TCGAT TT GACAAAGGATGTATAT TT T TGAGACTATAT T T T AAAAAGGAAAGGAAGGAAAAAA 

AAAAACTCGTGCCGAATTC 

>GBCA0256 | Acc | AF167095 1 Ver | AF167095. 1 GI : 5916200 j Canis familiaris parathyroid hormone 
receptor-1 (PTH1) mRNA, complete cds. 

GGCGCCCGCCCGCCGCCCGCCCGGCCCCCGGCTGCCTCCCTTCCTCCCTCCCTCTCTTTCTCCCTTGCGC 
TCGCTCGCTCGCTCGCCCTCGGCGCATGGGCCCCGCGCCGGGCCCCGGGGCCTCGGGCCGCCTGGCCTCC 
GGGGTCCCCTAGGCCCGGGCGTGGGCGGGGCAGCCCGGCCTGACGCAGCCTCTGTACCCCACCACCACCA 
CCACCAGGGCCGGCGGCGGCGGCTGCCCCGAGGGACGGGGCCCTAGGCGGTGGCGATGGGGGCCGTCCGG 
ATCGCGCCCGGCCTGGCGCTGCTGCTCTGCTGCCCGGTGCTCAGCTCCGCGTACGCGCTGGTGGATGCAG 
ATGACGTCATGACCAAAGAGGAGCAGATCTTCCTGCTGCACCGCGCCCAGGCCCAGTGCCAGAAGCGGCT 
CAAAGAAGTCCTGCAGAGGCCAGCTGACATAATGGAATCAGACAAAGGATGGGCTTCTGCATCCACATCA 
GGGAAGCCTAAGAAAGAGAAGGCATCTGGGAAGCTCTACCCTGAGTCCGAGGAGGACAAGGAGGTGCCCA 
CTGGCAGCAGGCACCGAGGGCGCCCCTGCCTGCCCGAGTGGGACCACATCCTTTGCTGGCCGCTGGGGGC 
ACCAGGTGAGGTGGTGGCTGTGCCCTGTCCCGACTACATTTATGACTTCAATCACAAAGGCCATGCCTAC 
CGTCGCTGTGACCGCAATGGCAGCTGGGAGCTGGTGCCTGGACACAACCGGACGTGGGCCAACTACAGCG 
AGTGTGTCAAGTTCCTGACCAACGAGACTCGTGAACGGGAGGTGTTTGACCGCCTGGGCATGATCTACAC 
CGTGGGCTACTCCGTGTCGCTGGCCTCCCTCACCGTGGCCGTGCTCATCCTGGCCTACTTCAGGCGGCTG 
CACTGCACACGCAACTACATCCACATGCACCTGTTCCTGTCCTTCATGCTTCGCGCCGTGAGCATCTTCG 
TCAAGGACGCGGTGCTCTACTCGGGCGCCACGCTCGACGAGGCCGAGCGCCTCACGGAGGAAGAGCTGCG 
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CGCCATCGCCCAGGCACCCCCGCCGCCCACCGCCGCCGCCGGCTACGCGGGCTGCAGGGTAGCTGTGACC 
TTCTTCCTTTATTTCCTGGCCACCAACTACTACTGGATTCTGGTGGAGGGGCTGTACCTGCATAGTCTCA 
TCTTCATGGCCTTCTTCTCAGAGAAGAAGTACCTGTGGGGCTTCACGGTCTTCGGCTGGGGTCTGCCCGC 
CGTCTTCGTGGCTGTGTGGGTCAGCGTGAGAGCCACCCTGGCCAACACCGGGTGCTGGGACTTGAGCTCC 
GGGAACAAGAAGTGGATCATCCAGGTGCCCATCCTGGCCTCTATTGTGCTCAACTTCATCTTGTTCATCA 
ACATCGTCCGGGTGCTCGCCACCAAGCTGCGGGAGACCAATGCCGGCCGGTGTGACACGCGGCAGCAGTA 
CCGGAAGCTGCTCAAATCCACACTGGTGCTCATGCCGCTCTTTGGCGTCCACTACATCGTCTTCATGGCC 
ACGCCGTACACCGAGGTCTCAGGGACGCTCTGGCAAGTCCAGATGCACTACGAGATGCTCTTCAACTCCT 
TCCAGGGATTTTTTGTCGCCATCATATACTGTTTCTGCAATGGCGAGGTACAGGCCGAGATCAAGAAATC 
CTGGAGCCGCTGGACACTGGCCCTGGACTTCAAGCGCAAGGCCCGAAGTGGGAGCAGCAGTTACAGCTAC 
GGCCCGATGGTGTCTCACACGAGCGTGACCAACGTAGGCCCCCGCGCGGGACTTGGCCTGCCCCTCAGCC 
CCCGCCTGCTGCCCGCCGCTGCCGCCACCACCACCGCCACCACCAACGGCCACCCCCCGATCCCGGGCCA 
CACCAAGCCAGGGGCCCCGACCCTCCCGGCCACACCACCTGCCACGGCTGCTCCCAAGGACGATGGGTTC 
CTCAACGGCTCCTGCTCGGGGCTGGACGAGGAGGCCTCCGCGCCGGAGCGGCCTCCCGCCCTGCTGCAGG 
AGGAGTGGGAGACGGTCATGTGATCGGGGACCTGTGCCAGGGTTGGACTCGTGGACATAAGGGCCGACAG 
ACGGACCAAGAGACAGGCGGTTGGACAGTTGCCCACTCAGGGCTGGGGCTGGGAAGACAAAACAAAAAAA 
AAAAAAA 

>GBCA0257 | Acc | AF177536 | Ver 1 AF177536. 1 GI : 5853150 | Canis familiaris nephrocystin (Nphpl) 
mRNA, partial cds . 

GGTGAAGAAGAAGATGAGGAGGAGGAGGAAGAAGAAGAGAGTGAAGAAGGTGGTGGGGAGGAAGAAGAAT 
CAGAAGAGGAAG AGGAAG AG AAAC AG GAAAAT G AAT C C C ACC AC C AGG C AACAAG T AAAG AAT AC AT T G C 
CGTTGGAGATTTTACTGCTCAGCAAGCTGGGGATCTTACATTTAAGAAAAGGGAAATTCTCCTTATAATT 
GAAAAAAAACCTGATGGTTGGTGGATAGCTAAGAATGCTAAAGGAAACAAAGGTCTCATTCCCAGAACCT 
ACGTGGAGCCCTATAATAAAGAAGAAGGTCAAGACACAAGTGAAGAAGAAGACAGTGAAGAAGATGTAGA 
AGTGGGAGACCAAACAGCAGGAGGGGAAGAAGTTAAACAAAGAACTGATTCTCACTGGAGCGCTGTCCAA 
AAAGCTATCTCAGAGCAGATAAACACTGTTGATGTGTTAACCACAATGGGAGCTATTCCTGCAGGATTCA 
GGCCTTCCACACTCTTCCAGCTTCTGGAGGAAGGGAATCAGTTTCGAGCAAGTTACTTCTTACAACCAGA 
GCT CACT CCT T CACAACTAGCCT T C AGAGATCTAAT GT GGGATGCTAAAACAGGCACTAT TAGATCAAGA 
CCAAGTCGTGTTTCATTCATTCTGACCCTCTGGAGCTGTAAAATGATTCCTCTTCCAGGAACGAGCATCC 
AGGTTCTCAGTAGACATGTACGCCTCTGTATATTTGATGGTAACAAGGTTCTGAGCAACATTCATACAGT 
CAGAGCCACATGGCAATCTAAAAAGCCCAAAACATGGACCTTTTCTCCCCAGGTTACTGGCATCTTGCCC 
TGCTTGCTTGATGGTGATTGTTTTATCAGATCCAATTCTTCATCCCCAGATCTTGGAATATTATTTGAAC 
TTGGAATTTCTTATATTCGCAATTCAACTGGTGAAAGAGGAGAATTAAGTTGTGGCTGGGTGTTTCTTAA 
ACTTTTTGATGCCAGTGGAATTCCTATTCCAGCAAAAACATATGAACTATTCTTGAATGGTGGCACCCCT 
TATGAAAAAGGTGTTGAAGTGGACCCTTCGGTATCCAGAAGAGCATATGGGAGTGTTTTCCATCAGATGA 
TGACAATGAGAAGGCAGCCT CAAC TCCTAGTAAAGCT GAGATCT T T GAAC AGGAGATC AAGAGACT TGCT 
GAGTTTACTGCCAGAAACATTAATTGGAAGTATGTGTACCATTCATTTGTTGATATTTTATCGCCAAATT 
CTTGGAGATGTACTCCTGAAAGACAGGACGAGCATGCAAAGTGCTGATTTAATTAGTAACCCAGTGTTGG 
CCACCTTCCCCAAGCTCTTGGAGCAGCCTGACATGATGGATGCACTCAGGAGTTCCTGGGCTGAGAAAGA 
AAGCACATTAAAAAGATCAGAGAAGAGAGACAAAGAGTTCCTGAAGGCCATGTTTCTCCTGGTTTACCAC 
GACTGTGTGGTCCCTCTTCTGCATTCCACACTCCTGCCCCCATTCAGGTGGGCAGAAGAAGAGACAGAGG 
CTGCCCGGTGGAAAGTAATTGCTGACTTCCTTAAGCAAAACCAAGAAAATGGGGGTGCCCTCCAAGCTCT 
GCTGTCACCAGATGGAGTCCATGAACCTTTTGACATTTCAGAGCAGACCTATGACTTGTTGGGTGAAATA 
AGAAAGAATGTAGCCTGAAGTGGTGGTCTTTGACCCTCAAGCTTCCCACTGAATCTGATGGACCCTCCTT 
GATGACCTGAATAAAATGACAGAACCAAAGTAAAAAAAAAAAAAAAAA 

>GBCA0258 ) Acc ] AF109151 ) Ver J AF109151 . 1 GI : 58524 00 | Canis familiaris cGMP-phosphodiestera 
delta subunit (PDE6D) mRNA, complete cds. 

CCGTCTGCGAGGCTCCGCCGGGCCAGCGTGGGAGAGCCGCGGGCGGCGGCCGCCGCATCATGTCAGCCAA 
GGACGAGAGGGCCAGGGAGATCCTGAAGGGCTTCAAACTAAATTGGATGAACCTCCGGGATGCTGAGACA 
GGAAAGATACTGTGGCAAGGAACAGAAGACTTGTCTGTCCCTGGAGTGGAGCATGAAGCCCGTGTTCCCA 
AGAAAATCCTCAAGTGCAAGGCAGTGTCTCGAGAATTGAACTTCTCTTCAGCAGAGCAAATGGAAAAATT 
CCGCCTGGAACAAAAAGTTTACTTCAAAGGGCAATGCCTAGAAGAATGGTTCTTCGAGTTTGGCTTTGTG 
ATCCCTAACTCCACAAACACCTGGCAATCCCTGATAGAGGCAGCGCCTGAGTCCCAGATGATGCCCGCCA 
GTGTGCTAACTGGGAATGTTATCATAGAGACAAAATTTTTTGACGACGATCTTCTCGTAAGCACATCCAG 
AGTGAGACTTTTCTACGTTTGAGAGAAGAATGTGTGTGCATTTCAAGAATTTGGGTTTTGGGGGGGAAAG 
GAGGAAACTGTTTACTTTTTTCCTCCACACATTTGATTATTGACACTTCGACCCCTAATTCCCTATACAA 
AACCCACTTGCGGCCACCAGGGGACCAGTTCTGTATAGATAACCAGATGGCTGTTTCCTTCCAAGCCGCC 
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ATCTTCCACTGACCAGACTAAACTCCCAACCCCAGACCAGGCCAGAGGGTGAGCCTTGACTCCTTCCCAG 
GGTGACACAGGGACAAACGCTTACCACGAGAGCCAATGCTGTTCCTGCCCCCTTCATGCCTCCTCCTTGG 
GCCCTACAGGCAACACATCTTCCTTTGGCCCCTGGTTTTGGAAAAAATCATATTCCTGACTTCTGTTTAG 
TTTTTTTCCTGCAATTTCTATTTCATACATTCTCATACATTTACCTTGTAAAATAGACTGATATTATTAT 
TACATAATGAATTAAAACATATGAATTAAAATATTCCTACAGTCTTCTAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAA 

>GBCA0259 | Acc I AF047011 | Ver | AF047011 , 1 GI : 28 95940 | Canis familiaris prointerleukin-1 alpha 
itiRNA, complete cds . 

ATGGCCAAAGTTCCTGACCTCTTTGAAGACCTGAAGAACTGTTACAGTGAAAATGAAGAATACAGTTCTG 
AAATTGACCATCTCTCTCTGAATCAGAAATCCTTCTATGATATGAGCTGTGACCCACTTCATGAGGACTG 
CATGTCTCTGAGTACCTCTGAAATCTCAAAGACATCCCAGCTTACCTTCAAGGAAAATGTGGTAGTGGTG 
GCAGCCAATGGGAAGATTCTAAAGAAGAGACGGTTGAGTTTAAGTCAATTCATCACCGATGATGACCTGG 
AAGGCAT TGCCAATGACACAGAAGAAGTAATCATGAAGCCCAGAT CAGTAGCATACAACTT CCAT AACAA 
TGAAAAATACAACTAT ATAAGGATCAT CAAATCCCAAT T CAT CCT GAATGACAACCT C AAT CAAAGT ATA 
GT T CGACAAACAGGAGGAAATT ACCT CATGACT GCT GCAT T ACAGAAT T TGGAT GATGCAGTGAAGT TTG 
ACAT GGGAGCT T ACACAT CAGAAGATTCTAAACT TCCTG TGACTC TAAGAATAT CAAAAACTCGACTCTT 
TGTGAGTGCCCAAAATGAAGATGAACCTGTATTGCTAAAGGAGATGCCTGAGACACCCAAAACTATCAGA 
GATGAGACAAACCTTCTTTTCTTTTGGGAGCGTCATGGCAGTAAGCACTACTTCAAATCAGTTGCCCAGC 
CCAAGTTGTTCATTGCCACACAGGAACGAAAACTGGTGCACATGGGAAGAGGGCAACCCTCTATCACTGA 
CTTTCGGTTACTGGAAACCCAGCCTTGACTCTGGAGTCTATAACTTGTGATGTGTTGACAGTCCACGTGT 
ACTATGTACATGGAGGAGTCCAATCCTTTACTCATAGTCACTTGCTGA 

>GBCA0260 I Acc I AB023422 1 Ver | AB023422 . 1 GI : 582125 6 { Canis familiaris mRNA for 
angiotensinogen, partial cds. 

TACATACACCCCTTCCACCTCCTCGTCTATAGCAAGAGCAGCTGTGAGCAGCTGGAGAAATCCAACACGG 
AGATGCCCAAGGACCTGACCTTCCTGCCGGTCCCGATTCAGGCCAAGACATCCCCTGTGGATGAGGAGGC 
CCTTCGAGAAGAGCTGGTGCTGGTCTCTGAGAGGCTGGAGGGGGAAGACAAGATGAGGGCCACGAAGGTG 
GGGATGATGCTGAACTTCTTGGGCTTCCACATGTATAGGATGCTGAGCGAGTCTCAGAACGCAGCCAGTG 
GGACCATCCTGTCCCCAACGACGCTCTTTGGCACCCTGGCATCTTTCTACTTGGGCGCACTGGACCCCAC 
GGCCAGCAGACTGCAGGCTTTCCTAGGCGTCCCGGGGAGGATCAGGGCTGCACCTCCCGGCTGGATGGCC 
ACAAGGTCCTCTCTGCCCTGCAGACTATCCAGAGCCTTCTGGTGGCCCAGGGTGGGGCTAGTGGCCAGTC 
CACGCCGCTCCTGTCCACGGTGGTGGGCCTGTTCACAGCCCCTGGCCTGCGCCTGAAGCAGCCGTTTGTG 
CGGGCCCTGGCTCCCTTTGCCCCCATCACCTTCCCGCGCTCTCTGGACTTGTCCATGGACCCAGATCTTG 
CTGCTGAGAAGATCAACAGGTTCATGCAGGCAGTGACAGGGTGGAGAATGGACAGACCCATGTCAGGAAT 
CAGCCCAGACAGCACCCTACTTTTCAACACCTACGTCCCACTTCCAAGGAAAGATGAA 

>GBCA0261 | Accl AF143503 | Ver | AF143503 . 1 GI : 5814291 | Canis familiaris nitric oxide synthase 
(NOS) mRNA, complete cds. 

CCCAGGAGCTCACAGCACAGCCTGTTCCTTCCAACTGATCCGCCGGCCTGACCCCCACCCAGGCGCACCT 
CAATCTTATCCTCCACCGCTGTTCAAAGGAGTCCAGCCAACACAAATCTACGTATTTGTTTGTCTGCCTG 
TCTGCCTCTCCCAGTCTCTGCCTATTCCAGTCTCTTAACTTCCTTTCTTTCTTGCAATTTCTCTTAGTCT 
CTGTGGTCTCAAATCCATGAGGATCAGACCCCTGTAGACCCAAATACCCAGCTCATAGCCTTTCTCTGCC 
ACCCCCCCACCACAATGGCTTAGAACTACAAACCCCAGCTTGCACAACTGCCTGAGGGACCTGAAGAGTG 
CTGGTATGCACCATCTGCACTCTGGGAATTGTAGTTTCCCTATCTCCACACTTTAATACAGCCCCAACAT 
CTTCCCAGTGGGCAGTCCCTGCTCAGCATTGACTGCTGGGTCTATCTGCAGACCTACCACCCCCAGGGAA 
GCATGCGTCACTGGATGACAGGGTGGGTGTGGAGGCCCTGGATGGCAGCTTCCTGCTCTTTTGTGTCCCC 
CCACTTGAGTCATGGGGGGCGGGGGTTCCAGGAAATTGGGGCTGGGAGGGGAAGGGTGCCCTAATGCCAG 
ATTCAAGGACAAAGGGTCACTGCATCCTTGCTGGACCTGTATCCCCGAGAGCTCCAAAGCACTCAATGGT 
GGGGGTACAAAAACACTTAGCTGTCGACAGAGTGGTGAAGGAGAGCACCTGGAGGGACCCACGAGGTACC 
TGTGGTCACTAGGAGTCTGGGAATCATTCCCTGACACTGACACAGTGTTCACCTCCCACCCAACCCCTCA 
GAGCAAGGCCAACAAGGGCACCGTGGAAGTCCCCCACTCTGGCCAGACATCACACAAGGACCTCTCTGAC 
TCGGATTGTCCACGTGGCCAACTCCATCCCTACCCCCTACCTCCAACCGCCCCCCCCACACACACACACC 
CCTGCTCTGGTGCTCCTCCTCCAGGCCTCCAAGAACACCTGGCTTCCCACTTATCAGTCTTAGTCCTCAG 
AGCGGAACCCAGGCGTCCGGCCCCCCACCCTCTGGGCGGGCATGGAGCCGAGGCTTTAGAGCCTCCCAGC 
CTGCCTTGTTCCTGTCCCATTGTGTATGGGATAGGGGCGGGGCAAGGGCCAGCACTAGAGAACCCCCTCC 
CACCACCCTCTCCCCTTCCTAAGGAAAAGGCCTGGGCTCCACTCACTCAGAGTGCCAGAACTGGGGCGAG 
GCTGAACATGGGCAACTTGAAGAGTGTGGGCCAGGAGCCCGGGCCCCCTTGTGGCCTGGGGCTGGGCCTG 
GGCCTGGGGCTATGTGGCAAGCAGGGCCCTGCCTCCCCGACCTCAGAGCCCAGCCGGGCACCGGCCCTGG 
CGCCCCCACCCTCGCCCCCACCAGCACCAGACCACAGCAGCCCCCCACTCACCCGGCCTCCAGATGGGCC 
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CAAGTTCCCTCGTGTGAAGAACTGGGAGGTGGGGAGCATCACCTATGACACCTTGAGTGCCCAGTCACAG 
CAGGATGGGCCCTGCACCCCAAGACGCTGTCTAGGCTCTCTGGTATTTCCACGGAAACTACAGAGCCGGC 
CCTCCCAGAACCCTGCACCCCCTGAGCAGCTGCTGAGCCAGGCCAGGGACTTCATCAGCCAGTACTACAG 
CTCCATCAAGAGGAGTGGCTCCCAGGCCCATGAGCAGAGGCTTCAAGAGGTGGAAGCTGAGGTAGCAGCC 
ACAGGCACCTATCAGCTTCGGGAAAGCGAGCTGGTGTTCGGGGCCAAGCAGGCCTGGCGAAACGCTCCTC 
GCTGCGTGGGCCGGATCCAGTGGGGGAAGCTGCAGGTGTTTGATGCCCGGGATTGCAGCTCTGCCCAGGA 
GATGTTCACCTACATCTGCAACCACATCAAGTATGCCACCAACCGGGGCAACCTCCGCTCGGCCATCACA 
GXGTTCCCCCAGCGTGCCTCAGGCCGCGGAGACTTTCGAATTTGGAACAGCCAGCTGGTGCGCTATGCGG 
GCTACAGGCAGCAGGATGGCTCTGTGCGGGGGGACCCAGCCAACGTGGAGATCACTGAGCTCTGCATCCA 
GCATGGCTGGACTCCAGGAAACGGCCGCTTTGATGTGCTGCCCCTACTGCTCCAGGCCCCAGATGAACCC 
CCAGAACTCTTTGCTCTGCCCCCCGAGCTGGTTCTCGAGGTGCCCCTGGAGCACCCCACGCTGGAGTGGT 
TTGCGGCCCTGGGCCTGCGCTGGTATGCCCTCCCAGCGGTGAGCAACATGCTGCTGGAAATTGGGGGGCT 
GGAGTTCCCTGCGGCCCCCTTCAGCGGCTGGTACATGAGCACTGAGATTGGCACGCGGAACCTGTGTGAC 
CCTCATCGATACAACATCCTGGAGGATGTGGCTGTCTGCATGGACTTGGATACCAGGACCACCTCATCCC 
TGTGGAAAGACAAGGCAGCAGTGGAAATCAACTTGGCTGTGCTGCACAGTTACCAGCTGGCCAAAGTGAC 
CATCGTGGACCACCATGCTGCCACAGCCTCCTTCATGAAGCACCTGGAGAACGAGCAGAAGGCCAGAGGG 
GGTTGCCCTGCTGACTGGGCCTGGATCGTGCCCCCCATCTCTGGCAGCCTCACCCCTGTTTTCCATCAGG 
AGATGGTCAACTATGTCCTGTCCCCGGCCTTCCGCTATCAGACAGACCCGTGGAAGGGGAGTGCATCCAA 
GGGTGCCGGCGTCACCAGGAAGAAAACCTTTAAGGAAGTGGCCAATGCGGTGAAGATCTCTGCCTCACTC 
ATGGGCACTGTGATGGCAAAGCGAGTGAAGGCGACAATCCTCTATGGCTCCGAGACTGGCCGGGCCCAGA 
GCTATGCACAGCAG'CTGGGGAGACTCTTCCGGAAGGCTTTCGACCCCCGGGTCCTGTGCATGGATGAGTA 
TGACGTGGTGTCCCTTGAGCATGAGACGCTGGTGTTGGTGGTGACCAGCACATTTGGGAATGGTGATCCC 
CCAGAGAATGGAGAGAGTTTTGCGGCAGCCCTGATGGAGATGTCCGGGTCCTACAACAGCTCCCCTCGGC 
CAGAACAGCACAAGAGTTACAAAATCCGCTTCAACAGTGTCTCCTGCTCAGACCCACTGGTGTCCTCCTG 
GAGGCGGAAGAGAAAAGAGTCCAGAAACACAGACAGTGCTGGGGCACTGGGTACCCTCAGGTTCTGTGTG 
TTCGGGCTGGGCTCCCGGGCATACCCCCACTTTTGTGCCTTTGCTCGTGCGGTGGACACACGGCTGGAAG 
AGCTGGGTGGGGAGCGGCTGCTGCAGCTGGGCCAAGGAGATGAGCTGTGTGGCCAGGAGGAGGCCTTCGG 
AGGCTGGGCCCAGGCCGCCTTCCAGGCCTCCTGGGAGACCTTCTGCGTGGGAGAGGATGCCAAGGCTGCC 
GCCCGGGACATATTCAGCCCCAAACGGACCTGGAAACGCCAGAGGTACCGGCTGAGCGCCCAGGCTGAGG 
GCCTCCAGCTGCTGCCAGGACTGATCCATGTGCACAGGAGGAAGATGGTCCAGGCTACTGTCCTCGCAGT 
GGAAAACCTGCAAAGCAGCAAGTCCACCCGGGCCACAATCCTGGTGCGCCTGGACACTGGAAGCCAGGAG 
GCGCTGCAGTACCAGCCAGGGGACCACATTGGCATCTGCCCGCCCAACCGGCCTGGCCTTGTGGAGGCGC 
TGCTGAGCCGGGTGGAGGATCCACCGCCACCAGGAGAGCCAGTGGCAGTGGAGCAGCTGGAGAAGGGCAG 
CCCCGGTGGCCCACCCCCCAGCTGGGTTCGGGACCCTCGCCTGCCCCCATGCACACTGCGCCAGGCTCTC 
ACCTTCTTCCTGGACATCACTTCCCCGCCCAGCCCTCAACTCCTTCGACTGCTCAGCACCCTGGCTGAAG 
AGTCCAGTGAACAGCAGGAGCTAGAGAGCCTCAGCCAGGACCCCCGGCGCTACGAGGAATGGAAGTGGTT 
CCGCTGCCCCACACTGCTGGAGGTACTGGAACAGTTCCCATCGGTGGCACTGCCCGCCCCCCTGCTCCTC 
ACCCAGCTGCCCCTGCTCCAGCCCCGGTACTACTCGGTCAGCTCAGCACCCAGTGCCCACCCAGGAGAGA 
TCCACCTCACAGTAGCTGTGCTGGCATACAGGACACAGGATGGACTGGGCCCCCTTCATTATGGAGTCTG 
CTCCACATGGCTAAGCCAACTTAAGGCCGGAGATCCTGTACCCTGCTTCATCAGGGGGGCTCCCTCCTTC 
CGGCTGCCACCTGATCCCAGTCTGCCTTGCATCTTAGTGGGTCCTGGTACGGGTATTGCCCCCTTTCGGG 
GTTTCTGGCAGGGGCGGCTGCACGACATTTACAGCAAAGGGCTGCAGCCCGCTCCCATGACTCTGGTGTT 
CGGCTGCCGATGCTCCCAGCTCGACCACCTTTACCGCGACGAGGTGCAGGATGCCCAGCAGCGCGGAGTT 
TTTGGGCGCGTCCTCACCGCCTTCTCGCGGGAGCCCGACAGCCCTAAGACGTACGTGCAGGACATCCTGC 
GGACGGAGCTGGCTGCTGAGGTGCACCGCGTGCTGTGCCTCGAGCGGGGCCACATGTTTGTGTGCGGCGA 
CGTCACCATGGCAACCAGCGTCCTGCAGACGGTGCAGCGAATCCTGGCGACGGAGGGCGACATGGAGCTG 
GACGAGGCCGGCGACGTCATCGGCGTGCTGCGGGATCAGCAACGCTATCACGAGGACATTTTCGGGCTCA 
CACTGCGCACCCAGGAGGTGACAAGCCGCATACGCACCCAGAGCTTCTCCTTGCAGGAGCGGCATCTGCG 
GGGCGCGGTGCCCTGGGCGTTGGACCCGCCCGGCCCAGACACCGTCGGCCCCTGAGAGCGCTCGTTTTCC 
ATCCCAGTTCCAAGAGAGGGGCCGTCAGTCCACTCTGGCTCTGCCCCTCTCCTGCGGGCGTTACCAGCCA 
CTTGTCCCCTCCCGAGGTGCCTTCCCGTCTCTGTCCAGAGTCTGCCCTAAGTCGCCTTCTTCCCAGGAAT 
GAGTGAAATGTCCTTCCTCGCCCCAGGTCCCGACGCCCCCTGGAGCAGGGGTATTCCAGGGCCTACTGTC 
ACCCCTTTTGTGTTCCTTAGGTGAATTT 

>GBCA0262 | Acc | AF072696 | Ver | AF072696. 1 GI : 58 05150 | Canis familiaris interleukin-4 
precursor, inRNA, complete cds. 

ATGGGTCTCACCTCCCAACTGATTCCAACTCTGGTGTGCTTACTAGCACTCACCAGCACCTTTGTCCACG 
GACATAACT TCAATAT TACTAT TAAAGAGATCAT CAAAATGTTGAACAT CCT CACAGCGAGAAACGATGA 
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GTACAGCTATCTGACCATCTCTCCAGTGTTTGGAGATGCCGTGGGTATTTCTGAGACTGAGAAGAACATC . 
ACAGCTTCCAGAGAAGTTCGGTGGTTGTACGACAAGGAGCAGAGTAAGATTGCTCTGCAGCGCGTTCTGT 
CCAGGGATTTGGGAAGCTTGGTCAGAGGGAGTGGGGCTGCCCAACAAGTCATCCCTCGTACAATTGGAAG 
TGACTGTCTCTTGCTCTCTCTCATTCTCCGCCAAGACTCTGTGTCACTGAGGGATTCCGCAAGCTGA 

>GBCA0263 1 Acc | AB021930 | Ver | AB021930 . 1 GI : 57 66900 1 Can-is familiaris CAN2DD mRNA for 
dimeric dihydrodiol dehydrogenase, complete cds. 

ATGGCGCTTCGCTGGGGTATTGTGTCAGCCGGCCTTATCTCCAGCGACTTCACGACCGTGCTGGGAACGC 
TGCCTCGCTCCGAGCACCAGGTAGTGGCTGTAGCGGCCCGCGACCTGAGCCGGGCGAAGGAGTTTGCGAG 
GAAACATGACATCCCCAAAGCCTACGGGTCCTATGAGGAGTTGGCCAAAGACCCGAATGTGGAGGTGGCC 
TACATCGGCACCCAGCACCCCCAGCACAAGGCCGCGGTGTTGCTGTGCCTGGCAGCGGGCAAGGCCGTCC 
TGTGCGAGAAGCCCATGGGTGTGAACGCTGCAGAAGTTCGCGAAATGGTTGCCGAAGCCCGATCCCGAGG 
CCTCTTTCTTATGGAGGCCATCTGGACCCGCTTCTTTCCTGCTATAGAGGCTCTGAGGGCTGCTCTGTCA 
CAGGGAACTCTGGGGGAACTCCGGGTGGCTCGGGCAGAATTTGGGAAGAACTTCACCCACATTCCCCGGT 
CCGTAGACTGGGCCCAGGCTGGCGGTGGCCTGCTCGACCTTGGCATCTACTGCATCCAGTTCATCTCTAT 
GGTCTTTGGTGGGCAGAAGCCGGAGAAGATTTCAGCCGTGGGAAGGCGCTATGAAACAGGTGTGGACGAC 
ACCGTCACTGTGCTCCTCCAGTACCCAGGAGGGATCCATGGCAGCTTTACCTGCAGCATCTCTGCTCAGC 
TCTCTAATATGGCCTTTGTGAGCGGTACCAAGGGCATAGGCCAGATCCTTGACCCTTGCTGGTGCCCAAC 
GGAGCTGGTGTTGAAGGGAGAGCATAAGGAGTTCCCACTGCCCCCGGCCCCAAGCAAGGAGTTCAATTTT 
ACAAATGGAGCAGGCATGGCTTATGAGGCCAAGCATGTCCGGGAGTGCCTGCGAAAGGGCCTGAAGGAAA 
GTCCTGTGATTCCCCTGGCAGAAAGTGAACTCCTGGCTGACATCCTTGAAGAAATAAGGAAGGCCATTGG 
AGTCACCTTCCCCCAAGACACACGCTAA 

>GBCA0264 I Acc ) ABO 31 064 | Ver f AB031064 . 1 GI : 5738961 | Canis familiaris mRNA for metastasin, 
complete cds» 

CTCTCTCCTCATCTCTTCTCCTTCTTGGTGGTCTGGTCCTGACAGCCACCATGACGTTCCCCCTGGAGAA 
GGCTCTGGATGTGATGGTGTCTACTTTCCACAAGTACTCTGGCAAGGAGGGTGACAAGTTCAAGCTCAAC 
AGATCAGAGTTAAAGGAGCTGCTGATGCGGGAGCTGCCCAGCTTCTTGGGGAAAAGGACGGATGAAGCCG 
CCT T CCAAAAGCTGAT GAGCAACTT GGACAGCAACAGAGACAACGAGGTTGACT TCCAGGAGTACTGTGT 
CTTCCTGTCCTGCGTCGCCATGATGTGCAATGAATTCTTCGAAGGCTTCCCTGATAAGCAGCCCCGGAAG 
AAGTAAAGGCCTCTGTGCGGGAGGGGTTGGGTCCACCAGCTGAGGTCTTACCTGTTGGCAGCAGGCACAG 
GACCTCACCCTGGCTCCCCAGATGTGTGCAAGTTGTAGACCATGTTTAATAAAGATTCTTGGAAGCTTTA 
AAAAAA7\AAAAAAAAAAAAAAAA?\AAAAAAA?\^ 

>GBCA0265 | Acc | AF170525 | Ver | AF170525 . 1 GI : 5733735 | Canis familiaris glycoprotein GPIIIa 
{GPIIIa) mRNA, complete cds. 

ATGCGGGCGCGGCCGCTCTGGGCCGCGGTGCTGCTGCTGGGGGCGCTGGCGGGCACCGGCGTCGGAGTGT 
CCAACATCTGTACCACACGAGGTGTCCACTCCTGCCAGCAATGTCTAGCTGTGAGTCCTGTGTGTGCCTG 
GTGCTCAGATGAGGCCCTGCCTCTGGGCTCTCCCCGCTGTAACCTGAAGGAAAATCTGCTGAAGGATAAC 
TGTGCCCTGGAATCCATTGAGTTCCCCATCAGTGAGGTCCGCATCCTGGAGGCCAGGCCCCTTAGCAACA 
AGGGCTCTGGAGACAGCTCCCAGATTACTCAAGTCAGCCCTCAGAGGATTGCGCTGCGGCTCCGGCCAGA 
TGATTCAAAGAATTTCTCCATCCAAGTTCGGCAAGTAGAGGATTACCCTGTGGACATCTACTACTTGATG 
GACCTGTCTTATTCCATGAAGGATGATCTGTCGAGCATCCAGAACCTAGGCACCAGGCTGGCCTCCCAGA 
TGCACAAGCTCACCAGTAACTTGCGGATTGGCTTCGGGGCTTTTGTGGACAAGCCTGTGTCTCCATACAT 
GT ACATCTCCCCACCAGAGGCCC TCAAAAACCCCTGC TAT GATATGAAGACCACCT GTT T GCCTAT GT T T 
GGCTACAAACATGTGCTGACGCTAACTGACCAGGTGACCCGCTTCAATGAGGAAGTGAAAAAGCAGAGTG 
TGTCACGGAACCGAGATGCCCCAGAGGGCGGCTTTGATGCTATCATGCAGGCTACAGTCTGTGATGAGAA 
GATTGGCTGGAGGAATGATGCATCCCACTTGCTGGTATTTACCACTGATGCCAAGACCCATATAGCGCTG 
GATGGAAGGCTGGCAGGCATTGTCCAACCTAACGATGGGCAGTGTCACATTGGCAGTGACAACCATTATT 
CTGCCTCCACTACCATGGATTATCCCTCTCTGGGACTGATGACAGAGAAGCTCTCCCAGAAAAACATCAA 
TTTGATCTTTGCAGTAACGGAAAATGTGGTCAATCTCTACCAGAACTACAGTGAGCTCATCCCAGGGACC 
ACAGTGGGGATTCTGTCTACGGATTCCAGCAATGTCCTTCAGCTCATTGTTGATGCTTATGGAAAAATCC 
GCTCTAAAGTGGAGCTGGAAGTGCGTGACCTCCCTGAGGAGTTGTCTCTATCGTTCAACGCCACCTGTCT 
CAACAATGAGGTCATCCCGGGCCTCAAGTCTTGTGTCGGCCTCAAGATTGGAGACACGGTGAGCTTCAGC 
ATTGAGGCCAAAGTGCGAGGCTGCCCCCAGGAGAAGGAGAAGTCCTTCACCATCAAGCCTGTGGGCTTCA 
AAGACAGCCTCACCATCCAGGTCACCTTTGACTGTGACTGTGCCTGCCAGGCCCAGGCTGAGCCTTCCAG 
TCACCGCTGCAACAATGGCAATGGGACCTTTGAGTGTGGGGTGTGCCTCTGTGGGCCTGGCTGGCTGGGG 
TCCCAGTGTGAATGCTCGGAAGAGGACTATCATCCCTCCCAGCAGGACGAGTGCAGCCCCCGGGAGGGCC 
AGCCCGCCTGCAGCCAGCGGGGCGAGTGCCTGTGTGGCCAATGTGTCTGCCATAGCAGTGACTTTGGCAA 
GATCACGGGCAAGTACTGCGAGTGTGATGACTTCTCCTGTGTCCGCTACAAGGGGGAGATGTGCTCAGGC 
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CATGGCCAGTGCAGCTGTGGGGACTGCCTGTGTGACTCCGACTGGACCGGCTACTACTGCAACTGTACCA 
CGCGCACTGACACGTGCATGTCCAGCAACGGGCTGCTGTGCGGCGGTCGGGGCAAGTGTGAGTGTGGCAG 
CTGCGTGTGCATCCAACCTGGCTCCTACGGGGACACCTGCGAGAAGTGCCCCACCTGCCCTGACGCCTGC 
ACCTTTAAGAAGGAGTGTGTGGAGTGTAAGAAATTTGACCGAGGAACTCTCCATGATGATAATACCTGCA 
ACCGTTACTGTCGTGATGAGATTGAGTCTGTGAAGGAGCTTAAGGATACTGGCAAGGATGCAGTGAATTG 
TACATACAAGAAT GAGGATGACT GT GTTGT CAGAT T T CAGTACT ATGAAGACTCCAGTGGAAAGT CCAT T 
CTCTATGTGGTAGAAGAGCCAGAGTGTCCCAAGGGTCCTGACATCCTGGTGGTCCTGCTTTCAGTGATGG 
GGGCCATTTTGCTCATTGGCCTTGCTACTCTGCTCATCTGGAAGCTCCTCATCACCATCCATGATCGGAA 
GGAGTTTGCTAAATTTGAGGAAGAGCGAGCCAGAGCAAAATGGGACACAGCCAACAACCCACTGTATAAA 
GAGGCCACATCCACTTTTACCAACATCACCTACCGGGGCACTTAACACCAAGGAGCCATCCTCA 

>GBCA0266 | Acc | AF170524 | Ver j AF170524 . 1 GI : 5733733 | Canis familiaris glycoprotein GPIIb 
(GPIIb) mRNA, complete cds . 

GTTGTGGAAGAAGGAAGATGGCCAGAGCTGTATGTCCACTTAATGCCCTCTGGCTTCTGGAGTGGGTGCA 
GGTGTTCTTGGGACCTGGTGCCATCCCTCTAGGCTGGGCCTTGAACTTGGACCCAGTGCAACTCACCTTC 
TACACAGGCCCCAATGGCAGCCACTTTGGGTTTTCACTGGACTTCTACAAGGACAACCATGGGAGAGTGG 
CCTTCGTGGTAGGCGCCCCGCGGACCCTGGGCCGCAGCCAGGAGGAGACGGGCGGCGTATTCCTGTGCCC 
CTGGAGGGCCGAGGGTGGCCAGTGCACGTCGCTGCCCTTTGACCTCAATGACGAGACCCGACACATAGGC 
TCCCACACCTTCCAAACCTTCAAGTCTCGGCAAGGACTGGGGGCGTCGGTCGTCAGCTGGAACGACAACA 
TTGTGGCCTGCGCCCCCTGGCAGCACTGGAACGTCCTAGAAAAGACCGAGGAGGCCGAGAAGACGCCCGT 
AGGTGGCTGCTTTGTGGCTCAGCTCCGGAACGGCCACCGCGCGGAGTACTCGCCGTGTCGGGCTAACACC 
ATGAGCTCGGTTTATGTGAAAAATCGGTTTAACCAAGACAAGCGCTATTGCGAAGCGGGCTTCAGCGCTG 
CGGTCACTCAGGCTGGAGTGCTGGTGCTTGGGGCCCCCGGCGGCTATTTTTTCTTAGGTCTCCTGGTGCG 
GACGCCTATTGACAATATCATCTCGAGTTACCGCCCGGGCACCCTGTTGTGGCACGTGTCCTCCCAGAGC 
TTCACCTACGACTAGAGCAAGCCAGAGTACTACGACGGCTACCGGGGGTACTCTGTGGCTGTGGGCGAGT 
TCGACGGGAATCTCAACACTACAGAGTATGTCCTCGGTGCCCCGACCTGGAGCTGTACCCTAGGAGCGGT 
GGAAATTTTGAACGAGTACCACCAGACGCTGCACAGGCTGCACGGAGAGCAGATGGCTTCGTATTTTGGA 
CACTCGATAGCCGTCACTGATGTCAACGGAGACGGGCGGCACGACTTGCTGGTGGGCGCGCCACTGTTCA 
TGGAGAGCCGCGCGGACCGCAAGCTGGCCGAGGTGGGGCGCGTGTACTTGTTCCTGCAGCCTCGAGGTCA 
CCAGGCGCTGGGCGCCCCCAGCCTCCTGCTGACTGGCACACAGCTCTATGGGCGATTCGGCTCGGCCATC 
GCATCTCTGGGCGACCTCGACCGGGACGGCTACAACGATGTTGCAGTGGCTGCCCCCTACGGAGGTCCCA 
GTAGTCTGGGCCAAGTGCTGGTGTACCTAGGTCAGAGTGAGGGGCTCAGCTCACGCCCCTCCCAGATCCT 
GGACAGCCCCTTCCCAGCAGGCTCTGGCTTCGGCTTCTCCCTGCGAGGTGCCACAGACATCGATGACAAT 
GGATACCCAGACCTACTGGTAGGAGCTTATGGGGCCAGCAAGGTGGCTGTGTACAGAGCTCAGCCAGTGG 
TGGTGGCCAATGTCCAGCTGCTGGTACAAGATTCACTGAATCCTGCTGTGAAGAACTGTATCCTGCCTCA 
GACCAAGACACCAGTGAGCTGCTTTAACATACAGATGTGTGTGGGAGCCACTGGGCACAACATTCCTCAG 
• CAGCTGTCCCTAAATGCCGAGCTGCAGCTGGACCGGCAAAAGCCCCGCCAGGGCCGGAGGGTGTTACTGC 
TAAATTCTCAGCTGGCGAGCAGCACCCTGCATCTGGACCTGGGCGGGAGGCACAGCCCCATCTGCCACAC 
CACCACCGCCTTCCTCCGAGATGAGGCCGACTTCCGGGACAAGCTGAGCCCCATTGTACTCAGCTTGAAC 
GTGTCGCTACAGCCCAGGAAGGATGGAGTAGCCCCTGCCATTGTGCTGCATGGAGACACCCATGTCCAGG 
AGCAGACTCGCATCATCCTAGACTGTGGGGAAGATGACCTGTGTGTGCCCCAGCTCCAGCTCACCGCCAT 
CGTGATGGGCTCCCCACTCCTCATTGGAGCCGATAATGTACTGGAGCTGCAGATGGATGCGGCCAATGAG 
GGCGAGGGGGCCTACGAAGCAGAGCTTGCTGTGCACCTGCCCCCAGGTGCCCACTACATGCGGGCCATCA 
GCAACAT TGAGGGCT T T GAGAGACTCATCTGTAACCAGAAGAAGGAGAATGAGACCAAGATAGT GCT GTG 
TGAGCTGGGTAACCCCATGAAGAGGAACGCCCGGATAGGAATCACCATGTTGGTGAGTGTGGAGAACCTG 
GAAGAGGCTGGGGAACATGTGTCCTTCTGGCTGCAAATCAGAAGCAAAAACAGCCAGAATCCGAACAGTG 
AGGCTGTGCTGCTGGATGTGCCAGTGCGGGCAGAGGCCCATGTGAAGCTAAGAGGGAACTCCTTTCCAGC 
CTCTCTGGTGGTGGTGGCAGAAGAAGACAACAGGGAGAACAGCTCAGAGAGCTGGGGCCCCAAAGTGGAG 
CACACCTACGAGCTTCACAACAATGGCCCTGGTACCGTAAGTGGCCTCCACCTCCACCTCTGCTTTCCTG 
GGGAGTCCCAGCCTTCTGACCTGCTCTACATCCTGGACATACAACCTGAGGGGGGACTTCAATGCTCCCC 
CCAGCCCTCTATTAACCCCTTCAAGCTGGACTGGAGGCAGCCTACCCCCAGCCCTTCCCCCACTTCCCCG 
GGGTATCACAAGCGGGAGCGCAGGCAGGCTTCTCTGCCAGGGTCCAGCCAGCCCTCTGGGCTTCAGGATC 
CAGTTCTCCTGAGCTGCAAGTCGGGGCCGCATACAGTGGTGCAGTGTGAGCTGCAGGAGATGGCGCGAGG 
GCAGCGAGCCATGGTCAAGGTGCTAGCTTTCCTGCAGCTGCCCAGCCTCCAGCAGAGGCCGCTGGATCAG 
TTCGTGCTGGAATCGCAAGCTTGGTTCAACGTCTCCTCCCTTCCCTACGCTGTGCCCTCCCTCAGCCTGC 
CCAGTGGGGAAACTCTGGTGCAGACACACTTGCTTCGTGCCTTGGAGGAGAGGGACATTCCCATCTGGTG 
GGTGCTGGTAGGCGTACTCGGAGGCCTGCTGTTGCTCATGCTCCTGGTCCTGGCCATGTGGAAGGGCGGC 
TTCTTCAAGCGCAACCGGCCACCGCTAGAAGAAGAGGAGGAGGAGTGATGGAGCAGCTCACGCTCTGTCC 
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TAGGAGGAAGGCTGGGGACCTGCCTGCTCTGCCCTTTCTTCAGTGTGCGCCCCCCAGCTCTGCTCACCCA 
CGGGTTGGAGCTGTGCCATGGAGGCCTCCTGATACCCCCCTCTACCTCATCCCCCAGAGCTGGCCACTCC 
TTTCCCTGCTGCCAAATAAAGAGGCTGAGTCCCA 

>GBCA0267 | Acc | AF164 62 6 | Ver | AF164 62 6 . 1 GI : 5732905 1 Canis familiaris hypocretin receptor 2 
(Hcrtr2) mRNA, complete cds . 

TGAGCCCGAGGTGGCTTTCCCCTGCGGGTGTCCCTGCTGCAGCCTCCAGGGCCGGGTCCCTAGTTCCCCA 
GCCGCCTGTCTTCCCGGTGCAAAATCGTCTGCAAAGACCGAGAAGCCGCCGCCGCAGAAGTTGCCCGGCG 
CAAGACTCCGGAGGCATTGGCTCAGGAACTTTTCACGTCATTTTCTGCTCTGGAGCCTCTCGTCGCGCCT 
CCGCGCCGCCTTTCGCACCGCAAATCACAGTGCTCATGGGGCAGGCGGAGAGCGGCTCGCGGCGCTGAGC 
GGAGCCGGACTCGAGCCCGTGATGTCCGGCACCAAACTGGAGGACTCCCCCCCTTGTCGCAACTGGTCAT 
CTGCTCCGGAGCTGAATGAAACTCAAGAGCCCTTTTTAAACCCCACCGACTATGACGACGAGGAATTCCT 
GCGGTACCTGTGGAGGGAATACCTACACCCGAAAGAATATGAGTGGGTCCTGATCGCTGGCTACATCATC 
GTGTTCGTGGTGGCTCTCGTGGGCAACGTCCTGGTTTGTGTGGCTGTGTGGAAGAACCACCACATGAGGA 
CGGTAACCAACTACTTCATAGTCAACCTTTCTTTAGCTGATGTGCTTGTGACCATTACCTGCCTTCCAGC 
CACATTGGTTGTGGACATCACTGAGACCTGGTTCTTTGGACAATCCCTCTGTAAAGTTATTCCTTATTTA 
CAGACTGTGTCAGTGTCCGTGTCTGTCCTCACACTGAGCTGCATTGCCTTGGATCGATGGTATGCAATCT 
GTCACCCTTTGATGTTTAAGAGCACAGCCAAGAGGGCCAGGAACAGCATTGTCATCATCTGGATTGTCTC 
CTGCATTATAATGATTCCTCAGGCCATCGTCATGGAGTGCAGCACCATGCTCCCTGGCTTAGCCAATAAA 
ACCACTCTCTTTACAGTGTGTGATGAACGCTGGGGTGGTGAAATTTACCCCAAGATGTATCACATCTGTT 
TCTTTCTGGTGACATACATGGCACCACTGTGTCTTATGGTATTGGCTTATCTGCAAATATTTCGTAAACT 
CTGGTGTCGCCAGATCCCTGGAACATCATCTGTAGTTCAGAGAAAATGGAAGCCCCTGCAGCCTGCTTCA 
CAGCCTCGAGGGCCAGGACAGCAGACCAAGTCCAGGATTAGCGCTGTGGCCGCTGAAATAAAGCAGATCC 
GAGCCAGACGGAAAACAGCCCGGATGCTAATGGTTGTACTTTTGGTGTTTGCAATTTGCTACTTACCAAT 
TAGCATCCTCAACGTGCTAAAGAGAGTATTTGGGATGTTTACCCACACGGAAGACAGAGAGACCGTATAT 
GCCTGGTTTACATTTTCACACTGGCTTGTATATGCTAATAGTGCTGCGAACCCAATTATTTATAATTTTC 
TCAGTGGAAAGTTTAGAGAGGAATTTAAAGCTGCATTTTCTTGCTGTTGCCTTGGAGTTCACCATCGCCA 
GGAGGACCGGCTCACCCGGGGCCGGACGAGTACAGAGAGTCGGAAGTCTCTGACCACCCAGATCAGCAAT 
TTCGACAACGTATCAAAACTCTCAGAGCAAGTTGTGCTCACCAGCATAAGCACACTCCCAGCAGCCAATG 
GAGCAGGGCC ACT TCAAAACT GGTAGAACATT CATT CATAT GACAGGGATATCTGAGGAAAACTACT CT T 
TTCTAAAAATCTCTGTGTACACAAACTTTATTACCCTAATGATCTGAAGCTAAAATTACGTTGTGGACCT 
TTTTTGTTTTTTAATCTATTGCTTTTTGGAAATAAAAAAAAAGTCAGTTTAAAAT 

>GBCA0268 | Acc | AF021873 AF023846.I Ver | AF021873 . 2 GI : 5597004 | Canis familiaris beta-actin 
mRNA, complete cds . 

ATGGACGATGAAATTGCGGCGCTAGTTGTAGATAACGGCTCCGGTATGTGCAAGGCGGGCTTCGCCGGGG 
ATGACGCCCCTCGAGCCGTGTTCCCGTCCATCGTCGGGCGACCCCGGCACCAGGGCGTGATGGTGCGCAT 
GGGCCAGAAGGACTCCTACGTGGGCGACGAGGCCCAGAGCAAGCGGGGCATCCTGACCCTCAAGTACCCC 
ATCGAGCACGGCATCGTCACCAACTGGGACGACATGGAGAAGATCTGGCACCACACCTTCTACAACGAGC 
TGCGCGTGGCCCCCGAGGAAGCACCCGTGCTGCTGACCGAGGCCCCCCTGAATCCCAAAGCCAACCGTGA 
GAAGATGACTCAGATCATGTTCGAGACGTTCAACACCCCAGCCATGTATGTGGCCATCCAGGCTGTGCTG 
TCCCTGTACGCCTCTGGCCGCACCACTGGTATTGTCATGGACTCTGGGGATGGCGTCACCCACACTGTGC 
CCATCTACGAGGGGTACGCCTTGCCCCACGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACCTGACTGA 
CTACCTCATGAAGATCCTCACGGAGCGTGGCTACAGCTTCACCACCACTGCTGAGCGGGAGATCGTGCGT' 
GACATCAAGGAAGAAGCTCTGCTACGTCGCCCTGGACTTCGAGCAGGAGATGGCCACGGCGCGTCCTCGT 
CCTCCCTGGAGAAGAGCTACGAACTACCCGACGGGCAGGTGATCACCATTGGCAACGAGCGGTTCCGCTG 
CCCAAAAGCACTCTTCCAACCTTCTTTCCTGGGGATGGAATCATGCGGTATCCACGAGACCACCTTCAAC 
TCCATCATGAAGTGCGACGTGGACATCCGTAAGGACCTGTATGCCAACACAGTGCTGTCTGGAGGTACCA 
CCATGTACCCTGGCATTGCTGACAGGATGCAGAAGGAAATCACAGCCCTGGCCCCAGCAAGGATGAAGAT 
CAAGATCATCGCCCCTCCGGAACGCAAGTATTCTGTGTGGATCGGAGGCTCCATCCTGGCCTCGCTGTCC 
ACCTTCCAGCAGATGTGGATCAGCAAGCAGGAGTACGACGAGTCGGGCCCCTCCATCGTCCATCGCAAAT 
GCTTCTAGATCGACTGCGAGCAGATGCGTAGCATTTGCTGCATGAGTGAATTCCGAAGTATAAATTGGCC 
CTGGCAAATGGCTAGCCTCATGAAACTGGAATAAGCGCTTTGAAAAGAAATTTGTCCTTGAAGCTNGTAT 
CTGATATATCAGCANTGGATTGTAGAACTTGTTGCTGATCTTGACNTTGTATCCAAGTTAACTGTTCCCT 
TGGTATATGTTTAATACCGCCTATTCCAGGATTCTCTAGAGGCTGGCAAGAGTCTGAACCAGTTGTCATT 
TCTGTCTTGCCGGTCTAACAGGGTTGGGAAGGTCCGAGCCTTAGGACCCACTTTCCTGTCTTACCCAATG 
TTTTCCTGCCAGAACACCGTGGGTGGTTAATTGCCTTGAAGTTGGAAAACGGTTTGCATTTACAACTGTA 
AATTTATTCATCCTTTTAATTTATGTAAGGTTTTTTGTACACAATTCTCAATTCTTTTAAGAGATGACAA 
CAAATTTTGGTTTTCTACTGTCATGTGAGAACATTAGGCCCCAGCAACGCGTCATTGTGTGAGGAAAATA 
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AAGTGCTGCAGTAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0269 | Acc | S45367 | Ver | S45367 ♦ 1 GI : 256177 | Canis familiaris centractin mRNA, complete 
cds . 

AGACTGCGCACGCGTGTCAGTGGCCCTAGCAGCGGACCCGGCTGGCAGTTCCTTCCTCGGAAGGAGAGAT 
TCTTCTGCCATGGAATCCTACGATGTGATCGCCAACCAGCCTGTCGTGATCGACAACGGATCCGGTGTGA 
TTAAAGCTGGTTTTGCTGGTGATCAGATTCCCAAATACTGCTTTCCAAACTATGTGGGCAGACCCAAACA 
TGTTCGCGTCATGGCTGGAGCCCTTGAAGGCGACATCTTCATTGGCCCCAAAGCTGAGGAACACCGAGGG 
CTGCTCTCCATCCGCTACCCCATGGAGCACGGCATTGTCAAGGACTGGAACGACATGGAGCGCATCTGGC 
AGTATGTCTATTCTAAGGACCAGCTGCAGACTTTCTCAGAGGAGCATCCTGTGCTCCTGACGGAGGCGCC 
TTTAAATCCACGGAAAAACCGTGAACGAGCAGCTGAAGTTTTCTTCGAGACCTTCAATGTCCCAGCCCTT 
TTCATCTCCATGCAAGCTGTGCTCAGCCTTTATGCCACAGGCAGGACCACAGGTGTGGTGCTGGATTCTG 
GGGATGGTGTCACACATGCTGTGCCCATTTATGAGGGCTTTGCCATGCCCCACTCAATCATGCGCATCGA 
CATCGCTGGCCGAGATGTCTCACGCTTCCTTCGCCTCTACCTGCGGAAGGAAGGCTATGATTTCCACTCA 
TCATCCGAGTTTGAGATCGTCAAGGCTATAAAAGAAAGAGCCTGCTACCTGTCCATAAACCCACAGAAGG 
ATGAGACTCTAGAGACGGAGAAGGCTCAGTACTACCTGCCTGACGGCAGCACCATTGAGATTGGTCCTTC 
CCGGTTCCGGGCACCTGAGCTGCTATTCAGGCCAGACCTGATTGGAGAGGAGAGTGAGGGTATCCACGAG 
GTCCTGGTGTTTGCCATCCAGAAGTCGGACATGGACCTGCGGCGCACACTTTTCTCTAACATTGTCCTCT 
CGGGAGGCTCCACCTTATTCAAAGGTTTTGGTGACAGACTACTGAGTGAAGTGAAGAAACTGGCTCCGAA 
AGATGTGAAGATCAGGATATCCGCACCTCAGGAGAGACTGTATTCCACATGGATTGGGGGCTCCATCCTC 
GCCTCCCTGGACACCTTTAAGAAGATGTGGGTCTCCAAGAAGGAATATGAGGAAGACGGTGCCCGATCTA 
TCCACAGGAAAACCTTCTAATGTTGAGACATCGTCTTCACCTCTCTCTGAAGTTAACTCCACTTTAAAAC 
TCGCTTTCTTGAGTCGGAGTGTTTGCGAGGAACTGCCTGTGTGTGTGATTGTGTGTGTGGGTGTGTGGGT 
ACGAATGTGTGCGCATATGCGAGTGCCGTGTGGCCCAGGGATCCCAGGGCCCAGNAAGGACGATGAACTA 
CCCATGATGGCAACGGCCTGAGGCCTGGGGGTTGACCACTACCTGGCCCCTGACAGGGAAGAGGCTGGCA 
GAGAGCTCCACTCCTTCGTCAGCTGGGCCTTCGTCTGGCTGTGTGGGACTATGTTTACTACCATAGGGAG 
ACAGAGAGGGTAAATCCCGGGAGATTTGCTGCTGCCCATCCTAGGCTGGGCTAGCCCCACCCCATCCCAC 
CCCCAGGGTGCCCTGAGGCCCAAGGCAGCCACTGCCTCCGTTGCTTGTCCTGCTCTCAATGCCAATTAAT 
CATGGACTGAGGACTAGGGCCGAGGTTGAGTTCTGTCTGGTTT^TGTTGCAGTTTGGGTTTGGGAGGCTGG 
AAGAGCACTGCGGGAACTATTACTGAGACTCTGGGGTCAGGAGACGGCAGGGGGCCCTCAGCCTCACCTG 
GGGACCAGGACCACACTGGGCATTTGAAGAGGCAGAAGTAGTGCTACTTCTCATTGGTGGCAGAGTGAAT 
GCTCCAGCCCCCACCCCCTGTCCAGGGGGTCTCAGAAGAGTTTCGGGAGCCTGTTGGCCCCAGGCCCTGT 
TACTTGCTTTTCATCCATCCTTGGGCAATGCCATCTTCAAACAGTTTTATTTATTAAAGTGTTTGTTCAG 
TATGGGACTGGAGAGGGAGCTCATTGCCTCCTGCCCACCAGTCACCTTGTTCACACTAATGTTTACAGAA 
CCTCAGTTTAGCATAGCGTCCAAGGCCCTGCCACTCCCTCCTAGTGGTGAACTGACCGTATCCATAGGCC 
ACAGGGCTATTTAAGAGCAGAGGCTACATTCAAAGTCACTACCACCAGCCTCTTTCTTTCTTCCTCTTCC 
ATTTGCTCACTGCCCTGGAATCAACAGGCTGGTTGCTGGTTGCATTTTCTGAAACAGGAAGTAGGAATCA 
CTGTTTGGCAGAGGCCTCTAGCAAAGGAGGGGTAATGGGAATCCAACCCCCTTAGGACTGGAGAAAGAGC 
TGCAATTAACCAGGTTGCCTTTTCCCACTCTAGCTGCCCCAGGGGGCTAGGTTGTAGAGGTGACAAGGAA 
CCCACTGTACTAATTTGTGCCATTCTTAACTTTGGACTTGTCTGGTAAAGGAGAGAGGGGGCCGAACCAG 
AGTGCCAGGAGCTGACAGGCTTATCTCCCCTGATCCAGTGGGGCCAGGTGCCTACCCTAGACCAGGCTGG 
CCTAGCAGTGTCCAAAGGCTTTTTAGCCCAGATGGTGCAAAGCTGGGGCTAGCAGATCTTCACCCGCACC 
CTCACCTGTGACACCCAAGACCTGCCCGATACCAGATTCCGGGCAGCATTCTCCCCCATGCCGTCCAACG 
ACCAAAGGCCCTGCCAGGTATGGGCCAAGGCAGCAGGTGTGTGTGAAAGCGATGTGGCGACCCGTGGACT 
GCAGTGTGCTTAACCAGCTCACCTCCCTTCTCTTAGCCCAAGCCTGTCCCTTGCACAAACCACGTTGCCT 
GGTGGGGCCCAGTGTACTTAAATAAAGTCCTTCCAATAGAAAAAAA 

>GBCA0270 |Acc|AJ238953| Ver ) AJ238 953 . 1 GI : 5459311 | Canis familiaris mRNA for CE10 protein. 

GGCACGAGCAGACATCCAGAGTTAACATCATGAAGTGGTTGGTTTTCCAGCTGGTGACACTCTACTGCCT 

GGTCATCATGCCAGTGACAGGAACTATGAAAGAAAAAACTAAGAAAGTAACTCGTCGTCCAAATTTCATT 

GTAG TAAAACCGAAAATGCGAGATTGC T CGAGGTCACCTACCT ACTACGAGT GCCAAAGAAAGT GCC AAT 

ATTCCTGGGACTGTGCTGTTGGGTATGAATGCTGCTTTGCTGCCTGTGGAAGTATTTGCTTGAATATCCG 

ACAAATCGAGACCCATAAGGACACTACACCCAGAACCGAGGCTGTAACTACTTTGTGTCACCCAACCACC 

ATTTGGAATTAGGACCTATAGCCCTACAAGGTGTCAGGCTAATTCTACATGATGTCCAGTGGTATGATTG 

TCTTATCCCAGCTGGGAGGCGGCAGGGAGGGGAGTGGATGGGTCCCAAGGCAATGTCTCTCCTATTTGCC 

AACCCTCTTCCCTGAACCATTGTATATCAGCTTCTTTTCCCTGAA2WVTAAACAGTGGCATTAAA 

>GBCA0271 |Acc|AJ238952|Ver|AJ238952.1 GI : 5459309 j Canis familiaris mRNA for CE8 protein, 
variant 2 . 

GAAGGTAGCCGGAGTATGGGCGCGGAGTATGGGTGCCTTCCCAGCACCTCTCAAGCCCTGTACGTGATCC 
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TCTTAATAGTGCTGGTCAGGATGAGCTTGGTGTTTGTTCAGTTCCCCAAATACCTGCGCTGCTATCGATG 
CCTCTTGGAGACCAAGGAGTTGGGATGCCTTCTGGGATCTGACATCTGCCTCGCCCCGCCTGGCAGCAGC 
TGCATGACTCTCCTCATAAAGAACAGCAGCAGCGGTTCTGACATCATGGTGAGTGACTGCCGCCACAAGG 
AGCAGATGAGTGATTGTTCATATACCCGCTCTTCTCCAGTGTTTGGCTTCTGGATATTTTCTCGATGCTG 
CCTCCGGGAGTTCTGCAATAACCCTCAGAACAGAGTCTTCTACATTCCTTAGAATTTCTGCAAAGACTTG 
TGGAATAAAATCCTGCCAGTTGCCATCCATCTTCTTGATTTCCAGTTGGCTGGCACAGCCAGGACAACTT 
CCAATCCTTTTTACCAGCCCTCCCTGCCTCTCTCAAGTTACTGGCCCCCAGCCCTGTCTCTTAGTTGACA 
CCCCTCAAGCTCCCCGACTCCCACTCTGCCCCTCCCCCAGGCTCCCTCTCCAGAAGTCTGAGTTTTCAAG 
TCCTCACGGTCTGACAGCTTTTGTCCTCTTCTCCCACTCTTCAAGCTGCTTCTTTGCCCGGCTTTGCCCA 
TCTCCCACCACAAGCCAGTCTCGCCTCAAGTCCCCAGGTGTTCCTCCCAAATAAATTGGTGTACAAACTC 
AAAAAAAAAAAAAAAAAAA 

>GBCA0272 | Acc ) AJ238951 1 Ver | AJ238 951 . 1 GI : 5459307 j Canis familiaris mRNA for CE9 protein. 

CTACCTTTGATCAAATCTACCTTCAGTTCCATGGGAGGCTTTGAGGGTCATCTGTACCCAGGGCTGTCTC 

TCTTCTTCTATGGACTTTATCATGCACGACTAGTATCAAGGGCCTTGATATGCAACCACCCTGTCCAGTA 

TCGGCCATGTCATCCCTGGAGAAAAGGAAGATGGGCAAGGCTGCAGCAAATATACTATGTTGGGCTGGTG 

AAGATATTAAGTGCCTTCATTTTAGCAGCACAAGAGCTGCATAACGTACATGGACAATTTGTACTTATCA 

GCAAGAT AT ATCAT C AGAGAAACT T T T TGTACCGCAAACAGT GGCAGCATCTCAC T CTGTATAT GACT T T 

CTTCCTGAGCGGGTGTACGGATGTAGTGAGCCAGAACCTGCTGCCCCAGAGGTGTGCTGCTCTGGAGCAA 

GGTGCCCAAGCCCTGGGCATATTTTTATTTCTGCCTCTCATGATGTCTCACATGCAGGACTCAGAAGGTG 

TGGAGCTACAGTCTCACATCCTGCTTACTCAGGCCATGTTCCTGCTGGTGCTGGTGGTGATTGCAGAGCT 

GTGGGCTCCCAATATGCTGCAGCTTTGGGTTATGAAGGCCTTTTTTTATATGATGATAGGCTCTTGGCTG 

ATTCAGATAGGCTTTATGCTGTACAAACCAATTTCTGGCTATAAATGGATGGATGATGACAAAAACAACA 

TTATATTTGTCACCACCTTCTTCTGCTGGCATGTGGCTTTCATTGCCATTTTAATGATCTGGGTCTATGG 

CTTCTCCTTTTTGTGGTATTATTACATTTGTTGAGGTATGAACCTTGGTGATCCCAGAATGGCTTTTGTC 

ACCTGCACATTCTGGAATACCTAGATGAGAAGTTGTAGGAAGTGGAGGTGTTAGAAAGGAAGATGACTGA 

GGCAACAGACTTTGTTGGGATGGACATCCACCTCTCCCCTTCTGGCTTCTGAGCAGTCTCATCTGCTGGG 

CAGTATGCTGGGACAGGCAAATGAAACCCAAGAAGAAGTTATGACCTTCACTCTCAGCTCCCCAAGTATT 

TCCCCTACCTCTCCTACCTCTCAATTCCAGATGAGGCATTCTCCTTGTCTTGTTCTTCTCTGTACTCTTC 

ACAT CCC TCCTAGGAGAATATGAAAATAAATGTGCTGT AT CC T GAAAAAAAAAAAAAAAAAAAAA&A 

>GBCA0273 | Acc | AF069071 1 Ver ] AF069071 . 1 GI : 5452943 | Canis familiaris growth hormone (GH) 
mRNA, complete cds . 

GCAGCCAGCTCCCCAAAGCGCTCAGGGTCCTGTGGACGGCTCACCCCGGCTGCGATGGCTGCAAGCCCTC 
GGAACTCTGTGCTCCTGGCCTTCGCCTTGCTCTGCCTGCCCTGGCCTCAGGAGGTGGGCGCCTTCCCGGG 
CATGCCCTTGTCCAGCCTGTTTGCCAACGCCGTGCTCCGGGCCCAGCACCTGCACCAACTGGCTGCCGAC 
ACCTACAAAGAGTTTGAGCGGGCGTACATCCCCGAGGGACAGAGGTACTCCATCCAGAACGCGCAGGCCG 
CCTTCTGCTTCTCGGAGACCATCCCGGCCCCCACGGGCAAGGACGAGGCCCAGCAGCGATCCGACGTGGA 
GCTGCTCCGCTTCTCCCTGCTGCTCATCCAGTCGTGGCTCGGGCCCGTGCAGTTTCTCAGCAGGGTCTTC 
ACCAACAGCCTGGTGTTCGGCACCTCAGACCGAGTCTACGAGAAGCTCAAGGACCTGGAGGAAGGCATCC 
AAGCCCTGATGCGGGAGCTGGAAGATGGCAGTCCCCGGGCCGGGCAGATCCTGAAGCAGACCTACGACAA 
GTTTGACACGAACCTGCGCAGTGACGATGCGCTGCTTAAGAACTACGGGCTGCTCTCCTGCTTCAAGAAA 
GACCTGCATAAGGCCGAGACGTACCTGCGGGTCATGAAGTGTCGCCGCTTCGTGGAAAGCAGCTGTGCCT 
TCTAGTTGCTGGGCATCTCTGTCACCCCCTCCCCAGAGCCTCCCCAACCCTGGGGAGTGCCGCTCCAGGG 
TCCACTGTGCTTTCCTAATAAAGTTAAGTTGCATC 

>GBCA0274 | Acc | Y11133 | Ver | Y11133 . 1 GI : 544 1556 | Canis familiaris mRNA for interferon gamma 
inducing factor (IL-18). 

AT GGCTGCTAACCTAATAGAAGACAATTGCATCAACCTTGTGAAAAT GAAAT T TGTTAACAATACACTGT 
. ACTTTAAAGCGGAAAGTGATGAAGGCCTGGAATCAGATTACTTTGGCAAGCTTGAACCTAAACTCTCAAT 
CATACGAAATTTGAACGACCAAGTCCTCTTCGTTAACGAGGGAAATCAACCTGTATTTGAGGATATGCCC 
GAT TCTGACT GTAC AGAT AATGCACCCCATACCATAT T TATCATCTATATGTATAAAGATAGCC TCACTA 
GAGGTCTGGCAGTAACTATCTCTGTGAAGTATAAGACAATGTCTACTCTCTCCTGTAAGAACAAAACTAT 
TTCCTTTCAGAAAATGAGTCCTCCGGATAGTATCAATGATGAAGGAAATGACATCATATTCTTTCAGAGA 
AGTGTTCCAGGCCATGATGATAAGATACAATTTGAGTCTTCATTGTACAAAGGACACTTTCTAGCTTGTA 
AAAAAGAGAACGATCTTTTCAAACTCATTTTGAAAGACAAGGATGAAAATGGGGATAAATCCATAATGTT 
CACTGTTCAAAACAAGAGCTAG 

>GBCA0275 | Acc | AF075602 | Ver | AF075602 . 1 GI : 5430 698 | Canis familiaris prostaglandin E2 
receptor subtype EP2 mRNA, complete cds . 

GCGGCCGCGTCGACGGCGTCTCTCCTCTTGGCCCTCCACCATGGGCAGTATCTCCAATAACTCGGGGTCG 
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GAGGACTGCGAGTCTCGGGAGTGGCTCCCCTCCGGCGAGAGCCCGGCCATCAGCTCCGCGATGTTCTCGG 
CCGGGGTGCTGGGGAACCTCATCGCGCTGGCGCTGCTGGCGCGCCGCTGGCGGGGGGACGCGGGCCGCCG 
CGCAGGACGCGGGAACTCCATCTCCTTGTTCCACGTGCTGGTGACAGAGCTGGTGTTCACCGACCTGCTC 
GGGACCTGCCTCATCAGCCCCGTGGTGCTGGCTTCCTACGCTCGGAACCAGACCCTGATGGCACTGGAGC 
CTGAGAGGCGCGCGTGCACCTACTTCGCCTTCGCCATGACCTTCTTCAGCCTGGCCACGATGCTCATGCT 
CTTCGCCATGGCCCTGGAGCGCTACCTGTCCATCGGGCGCCCCTACTTCTACCAGCGCCATGTGACGCGC 
CGAGGCGGCCTGGCCGTGCTGCCCACCATCTACACGGTCTCTCTGCTC.TTTTGCTCCCTGCCGCTGCTGG 
GCTACGGGCAGTACGTCCAGTACTGCCCCGGGACGTGGTGCTTCATCCGGCACGGCCGGACCGCGTACCT 
GCAGCTGTACGCCACCCTGCTGCTGCTTCTCATCGTCGCGGTGCTCGCCTGCAACTTCAGCGTCATCCTC 
AACCTCATCCGCATGCACCGTCGGAGCGGGAGGAGTCGCTGCGGACCCTCCTTGGGCAGCTGCCGGGACG 
GCTCTGGGACCCGCAGGAGAGGGGAAAGGGTGTCCGTGGCAGAGGAGACGGACCACCTCATTCTCCTGGC 
TATTATGACCATCACCTTCGCCATCTGCTCCTTGCCTTTCACAATTTTTGCATATATGAATGAAACCTCT 
TCACGAAGAGAAAAATGGGACCTCCAAGCTCTTAGATTTTTATCGATCAATTCAATAATTGATCCTTGGG 
TCTTTGCCATCTTTAGGCCTCCTGTTCTGAGACTAATGCGTTCAGTCCTCTGTTGTCGGGTTTCATTAAG 
AGCACAAGATGCAACACAGACTTCCTGTTCTATACAGTCAAACGCCAGTAGATTGACCTTTGTCGACACT 
AGTTAGAAGTGCTTCATTAGCCAGACTCTGGAAGATCATTTTGAAATGGCTTCTTGGTGAAATGAAAAAA 
GTAAGTTTATAAACGAAATGAAGCCACCTAATAAGACAGAGTAAACAAACATTTCAGCAGTGGTTTGGGC 
TACAGAGGTGCTGAGAAGGCGTTTCATGGAAAGGGTCAGAAGGATCCATAAAACCTACCTGCAATGAGCA 
GGTTAGTTGGTCTTTAGATGAAAAAGACCAGTTTTCAGATCCAGTTTCCTTTTGATTTAAGCTTTCCTGT 
TGAGTGAGAAAGTATGTGGTTTTGTGATTTGTTTAAAGCCCTAAATAGTTACTGTATTTTCTATTTTAAT 
CTTCTATGCTACTGCTGTTATAAACATGCAGTGTATAGTCAGACAAGGACAGAACTTCATGTGTATCTTC 
TAGGAAGATGATACATGGAAGCAACTAAGACTGGTGTCCTGTGATTGCTCAACAACTCTTTGGCCAATGA 
ATTTGGAAATCACAGGCACTTTGTACCATCATATTTGTGTATGTGGGTGGACTCTCTGGTCACTATGGTA 
TTATGGGTGGAGCAGTAGGCTCAGCTGGTTAACATCACCTTTTCAATAGTCCTCCAGAAGCTTTGTGTCA 
ACGTATTAGGTTATTTATTTTATAATGCCCATTATGTTAAGAGTAATCAAGAACACTTTTGGAATTTTCT 
T C T C AAC AAG AAAT AAT AG G T TAT T AAG AAAG T T T T AAAT T C T GAT T GAT AC T C T T CAT T C T G T T T CC AG 
GGAGGGGCTATGTGGCTATGTCTAAAGCTAAATATTAGAATAAAAACTGAAAAATCTGGTCAATTCTCAA 
TAAACCATGAAACTCTTCTATTGTTCCTGTTGAGACTATGACTAACGTATACTTGATAAGATGACTGTAT 
TGTAGCAAAATTCATGCATCTACATTTTTATCCAGGAAGCATGGTTTGACTCATTCTATATAGGAAATCA 
TACAACAGTGAGTCATATCTTAATATGTTTCTAAATCTAAATGTTTGGCATGGTATAAACCTGACATCAA 
AATATTTCAGTGAATTTGCACTGTTTAATCATCTTAGTTACTGTACAAACTCATCTGAAATGTCACGAAA 
AT AAAC TAT GAAAC AAAAAT T T C AAAAT GGAAT AG T AT T T GAT AAAT T T C C CCAAAT AAC AAT T T C T AGA 
GCATAGTATTTTTTAATGAGATAAAAGTGGAGAACTTGTATTTATTTTGGCAGATTTTTAAAGTGTGGTT 
GCATTTAGATGTTAAAATATTTAGTATAGTACTTGGTATTTAGAGGATATTTTTTCCTTATAGTATGATC 
TTCAAAAGAGTAGAACCACCTTATTTATTTATTTATTTATTTTACAGTGAGTGTTATTACAGGATAGCTA 
TTATTTAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0276 | Acc | AB017553 | Ver | AB017553 . 1 GI : 504235 6 | Canis familiaris mRNA for high-affinity 
IgE receptor gamma-chain, complete cds . 

ATGATTTCTGCCGTGGTCTTGCTCCTGCTCCTTTTGGTTGAACAAGCAGCCGCCCTGGGAGAGCCTCAGC 
TCTGCTACATCCTGGATGCCATCCTGTTTCTGTACGGTATCGTCCTCACCCTGCTCTACTGTCGACTCAA 
GATCCAGGTGCGAAAGGCAGCTGTAACCAGCTATGAGAAACCAGATGGCATTTACACGGGCCTGAGCACC 
CGGAACCAGGAGACT TACGAGACCCTGAAGCAT GAGAAACCACCCCAATAG 

>GBCA0277 | Acc | AB017552 ) Ver | AB017552 . 1 GI : 5042354 | Canis * familiaris mRNA for high-affinity 
IgE receptor beta-chain, complete cds. 

CCCAGCTCACTGCACCAACGTCCTTCCCTGGCCGACAGCTCGGCTAATGAGAAAATGGAGCCAGAAAACA 
GTGGCAGGGCAGGCCTTGCTCTCCCGAACCCGCAGGGACCCTCCAGTGCACCTGAAATTGAACTTTCAGA 
AGTACCTCTCCGTGAAAACCCCTTACTGGAGAAGGCTGGTTCATCCCCACCGTGCCATACGTGGCTGATG 
TTTCTGAAGAGGGAGCTGGAATTTCTGGGGGTAACACAAATTCTGATTGCCTTGGTATGTCTTTGTTTTG 
GAAT AAT TGTCTGCTCCGTGAT CAATAT T TCAGAAT T TAAGGAAGACAT T T T TT CATCAT TTAAAGCAGG 
CTACCCATTCTGGGGAGCAGTGTTTTTTGCTATTTCTGGATTTTTGCCAATTATGTCTGAAAAGAAACAT 
GCTACATATCTGGCGTGGGGCAGCCTGGGAGCCAACACTGTCCAGATAGCTGCGGGAATAGGAATCTTTA 
TCTACGGTCAACCTGCAGACCTGCAGAGGAGCTCGGCTTACATCCACAACTGCCAGCAAGCTCCCAGAGA 
CGACTTCTGCTTTGTGGCTTGTTTTTCCACAGAAATTGTGGCAATGATCCTGTTTCTCACTATTCTGGGG 
T TTT GCAGTGCTGT GTCACTGACGATCTAT GGAGTT GGAGAAT TAGTCCAAGGGAACAAGAT TGTAGAAG 
ATCGTCT TTATGAAGAAT TAAACATATAT T CACCGAT TTACAGTGAGCTGGAAGACAAAGCGGAGGAATC 
TTCTCCTGTTGATTCATAAGAATTGTGTTCAGAACATTCTCACAGAAAAGGGTCTAGAATAAGCCAAGAT 
CTTTGTTAAAGGGGCTACAGGCAAAATTTTGATTCTTGTCTATGATCTGCTAGTTTTACACTAGGATTTA 
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TTCTCCAAATGGTATATGCTGCCTGTTGTTTCTGTTCACCTAAAATTCCCCTCCCACCACCCACTTATGG 
GTATGTGATAGACTCCTATTTTCTTGTTTCTATTGCTCTCTGGTAGCACTTTATGGAAGTCACGTGTAAT 
GAGCAAGCATTTATTCTGTGCCTATAACTGTACAAATAGAGGGAACAAGTGGAAGGGGTTGAGAGCTGAG 
TTAAACTTTCTGTTTTGGAACACCTGGGTGGATCCGTCAATTAAGAGTCTGACTCTTGACTGCAGACTCA 
GGTCATGAGATCAAGCCCCATGTCAGGCTCCTCACTCAGTGGGGAGTCTGCTTGGGATTCTTTCTCTCCT 
TCTCCCTCTATCCCTTCTTCTGCTCTCTGTCTCCCAATCTCATAAATAAATAAATATAATTTT 

>GBCA0278 | Acc | D16413 | Ver ! D16413 . 1 GI : 303543 | Canis familiaris mRNA for immunoglobulin E 
receptor alpha chain, complete cds . 

GCGGCCGCGAGATGCCTGCTTCCATGGGAGGCCCTGCCCTGCTGTGGCTAGCGCTGCTGCTCTCCTCTCC 
AGGTGTCATGTCATCAGATACCTTGAAACCTACAGTGTCCATGAACCCGCCATGGAATACAATATTGAAG 
GATGACAGTGTGACTCTTACATGTACTGGGAACAACTCCCTTGAAGTCGACTCTGCTGTGTGGCTCCACA 
ACAACACTACTTGGCAAGAGACGACTTCACGTTTGGACATCAATAAAGCCCAAATCCAGGACAGTGGGGA 
GTACAGGTGTCGGGAAAATAGATCCATCCTGAGTGATCCTGTGTACCTAACAGTCTTCACAGAGTGGCTG 
ATCCTTCAAGCCTCTGCCAACGTGGTGATGGAGGGTGAGAGCTTCCTCATCAGGTGCCATAGTTGGAAGA 
ATTTGAGGCTCACAAAGGTGACCTACTACAAGGATGGCATCCCCATCAGGTACTGGTACGAGAACTTCAA 
CATCTCCATTAGCAACGTCACAACCAAAAACAGCGGCAACTATTCCTGCTCAGGCCAGATCCAGCAGAAA 
GGCTACACCTCTAAAGTCCTCAACATTATTGTGAAAAAAGAGCCCACCAAGCAAAACAAGTACTCCGGGC 
TACAATTCCTGATCCCGTTGGTGGTGATTCTGTTTGCTGTGGACACAGGACTGTTTATCTCGACCAAGCA 
GCAGT TGACAGT GCT CTT GCAGAT TAAGAGGACCAGGAAGAACAAAAAGCCAGAACCCGGAAAGAACTGA 
TGCCGCTGCTTAAGAAACATCAGCATCAGCAATCGCTTCTCCATCGTCAGACGTCAGCTCACGATGCACA 
CGGGAAGGTCT GCAGT CAT GGCTTTGCAGAACT GCT TCATTCAACCAACTCAAACT GAT TAAGTGGCATG 
TGATAGTAGGTGCTCAATAAACGGCAGTTAGATAAATAAAAGAATGAGTAGGGTCATTTATTGGCACCTG 
GCAAAGACAAGTGCCATTTGAATAAAACAGCTACGAAAGCGGCCGCGAATTC 

>GBCA0279 | Acc j D84397 | Ver | D84397 . 2 GI : 4 972486 | Canis familiaris mRNA for metaliothionein- 
1, complete cds. 

CGGGCTCTGACTCTCCCTGTGGTCTGCCTGGGACCTCCGTCCTCGCCTCGCCTCGCCTCGCCTCGCCTCG 
CCTGGGCTCGAGATGGACCCCGACTGCTCCTGCTCCACCGGTGGCTCCTGCACGTGCGCTGGCTCCTGCA 
AATGCAAGGAGTGCAAATGCACCTCCTGCAAGAAGAGTTGCTGCTCCTGCTGCCCCGTGGGCTGTGCCAA 
GTGTGCCCAGGGCTGCATCTGCAAGGGTGCGTCGGACAAGTGCAGCTGCTGTGCCTGATGTGTGAGAACA 
CCTGTTCCTGATGTATATAGAGCAAGCAACATGTACAAACCTGCAGTTTTAAAGCATTTTTTTCATATCA 
CTCTGACTTGTTTTCTACATTCCCGTTTGTATAAAATACATGAATTAAATTAAAAATTGTTGAATTTAAA 
AAAAAAAAAAAAAA 

>GBCA0280 |Acc|AF126247 [Ver |AF126247.1 GI : 4877772 j Canis familiaris interf eron-gamma (IFN- 
g) mRNA, complete cds. 

CGGCACGAGCTATTAGAAAAGAAAGATCAGCTGAGTCCTTTGGACCTGATCAACTTCATCCAGGAGCTAC 
TGACTTCAACTACTTCGGCCTAACTCTCTGAAACGATGAATTATACAAGCTATATCTTAGCTTTTCAGCT 
TTGCGTGATTTTGTGTTCTTCTGGCTGTAACTGTCAGGCCATGTTTTTTAAAGAAATAGAAAACCTAAAG 
GAATATTTTAATGCAAGTAATCCAGATGTATCGGACGGTGGGTCTCTTTTCGTAGATATTTTGAAGAAAT 
GGAGAGAGGAGAGTGACAAAACAAT CAT TCAGAGCCAAAT T GTCTCTTTCTACT T GAAACTGT T T GACAA 
CTT TAAAGATAACCAGAT CAT TCAAAGGAGCATGGATACCAT CAAGGAAGACAT GCTT GGCAAGT T CTT A 
AATAGCAGCACCAGTAAGAGGGAGGACTTCCTTAAGCTGATTCAAATTCCTGTGAACGATCTGCAGGTCC 
AGCGCAAGGCGATAAATGAACTCATCAAAGTGATGAATGATCTCTCACCAAGATCCAACCTAAGGAAGCG 
GAAAAGGAGTCAGAATCTGTTTCGAGGCCGCAGAGCATCGAAATAATGGTCATCCTGCCTGCAATATTTG 
AAT T TTTAAAT C TAAAT C TATT TAT TAATATT TAATATTT TACAT TAT T TAT AT GAAGAATATAT TTTTA 
GACTCATCAATCAAAGTATTTATAATAGCAACTTTTATGTAATGAAAATGACTATTAATATATGTATTAT 
TTATAATTCCTGTATCCTGTGGCTATTTCATTCAACCCCTTCTCGCCACTCCCCCCCACCCGAACCTCTT 
CCTTTTTTTTTTTTCCTGACCGACTAGGCAAGACTGTGATTTCAAGGCTTAATCTCAGGGACCAAGTAGG 
CAGCCAACTTAAGTAAGATCCTGTGGGTTGTGCATTTATTTCACTTGATACAATGAGCACTTATAAGTGA 
AATGATGCATTCCAGTTGCTGCCTACTTGGGAACATGTCTGCATGATGAGCCACTGCTCTAGAGGCATGT 
CAGACGCCACTTGAATGTGTCAGGTGATATGACTTGTGTCCTGATTAACACATAGCATTTCTTCTCATGC 
CTGGTGCTTCAGAATACCACTGACAACTATGACTGTACCCAATGGAAAACAATTAATTTGTTTAGTTCAT 
CAATATTTAATATATATGAATAAAGTATAATTTCATAATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0281 | Acc j AF133250 | Ver | AF133250 . 1 GI : 47 68 930 | Canis familiaris vascular endothelial 
growth factor 188 (VEGF) mRNA, complete cds. 

ATGAACTTTCTGCTCTCCTGGGTGCATTGGAGCCTTGCCTTGCTGCTCTACCTCCACCATGCCAAGTGGT 
CCCAGGCTGCGCCTATGGCAGGAGGAGAGCACAAACCCCACGAAGTGGTGAAGTTCATGGACGTCTACCA 
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GCGCAGCTACTGCCGTCCCATTGAGACCCTGGTGGACATCTTCCAGGAGTACCCTGACGAGATCGAGTAC 
ATCTTCAAGCCATCCTGCGTGCCCCTGATGCGGTGTGGGGGCTGCTGTAATGATGAGGGCCTAGAGTGCG 
TGCCCACTGAGGAGTTCAACATCACCATGCAGATTATGCGGATCAAACCTCATCAAGGCCAGCACATAGG 
GGAGATGAGTTTCCTGCAGCATAGCAAATGTGAATGCAGACCAAAGAAAGATAGAGCAAGGCAAGAAAAA 
AAATCAGTTCGAGGAAAGGGGAAGGGGCAAAAACGAAAGCGCAAGAAATCCCGGTATAAGTCCTGGAGCG 
TTCCCTGTGGGCCTTGCTCAGAGCGGAGAAAGCATTTGTTTGTACAAGATCCGCAGACGTGTAAATGTTC 
CTGCAAAAACACAGACTCGCGTTGCAAGGCGAGGCAGCTTGAGTTAAACGAACGTACTTGCAGATGTGAC 
AAGCCCAGGCGGTGAGCCGGGCTGGAAGAAGGAGGCTCGCTC 

>GBCA0282 1 Acc j Y16567 | Ver [ Y16567 . 1 GI : 4 127 657 I Ganis familiaris mRNA for retinal pigment 
epithelium abundant protein. 

CGACCGTCTGTCCTGCCCTGGGAGACAATGTCCATCCAAGTGGAGCATCCCGCCGGCGGTTACAAGAAGC 
TGTTTGAAACCGTGGAAGAGCTGTCGTCGCCGCTCACCGCCCACGTGACAGGCAGGATCCCGCTCTGGCT 
CACGGGCAGTCTCCTCCGATGCGGACCGGGGCTCTTCGAGGTTGGATCTGAACCATTTTACCACCTGTTT 
GACGGACAAGCCCTTCTGCACAAGTTCGACTTTAAAGAAGGACACGTCACCTATCACAGAAGGTTCATCC 
GCACCGATGCTTACGTCCGGGCAATGACCGAGAAAAGGATCGTCATAACGGAATTTGGCACCTGTGCGTT 
CCCAGATCCCTGCAAGAATATATTTTCCAGGTTTTTTTCTTACTTCCGAGGAGTGGAGGTCACTGACAAT 
GCCCTTGTTAACGTCTACCCAGTAGGGGAAGATTACTATGCCTGCACGGAGACCAACTTCATTACAAAGA 
TTAATCCTGAGACCCTGGAGACAATTAAGCAGGTTGATCTCTGCAACTACGTCTCTGTCAATGGAGCCAC 
CGCTCACCCCCACATTGAAAATGATGGGACTGTTTACAACATTGGTAATTGCTTTGGGAAAAATTTTTCG 
AT T GCC T AC AAT AT T GT AAAGAT C CC T C C AC T C C AAGC AGAC AAG G AAGAT C CAAT AAG C AAG T CC G AGG 
TCGTCGTACAATTCCCCTGCAGCGACCGATTCAAGCCATCGTACGTCCATAGTTTTGGTTTGACTCCCAA 
CTATATTGTTTTTGTGGAGACGCCAGTCAAAATTAACCTGCTCAAGTTCCTTTCTTCGTGGAGTCTTTGG 
GGAGCCAACTACAT'GGATTGTTTTGAGTCCAATGAAACCATGGGGGTTTGGCTTCACATCGCTGACAAAA 
AAAGAAAAAAGTATCTCAATAATAAGTACAGGACCTCTTCCTTTAATCTCTTCCATCATATCAATACTTA 
CGAAGACAATGAGTTTCTGATTGTGGATCTCTGCTGCTGGAAAGGATTTGAATTCGTCTACAATTACTTG 
TATTTAGCCAATTTACGTGAGAACTGGGAAGAGGTGAAAAAAAATGCCAGAAAGGCTCCGCAGCCTGAAG 
TTAGGAGATACGTGCTTCCTCTGAATATCGACAAGGCCGACACAGGCAAGAACCTAGTCACCCTCCCCAA 
CACGACGGCCACTGCAACTCTGCGCAGCGACGAGACCATCTGGCTGGAACCTGAGGTTCTCTTCTCAGGG 
CCTCGTCAAGCCTTTGAGTTTCCTCAAATCAACTATCAGAAGTCTGGCGGGAAGCCTTACACGTACGCGT 
ATGGACTTGGCTTGAATCACTTCGTTCCGGACAGGCTCTGCAAGCTGAACGTCAAGACTAAAGAAACGTG 
GGTATGGCAAGAGCCCGACTCATACCCATCAGAACCCATCTTTGTTTCTCACCCAGATGCCTTGGAAGAA 
GATGATGGTGTAGTTCTGAGTGTGGTGGTGAGCCCTGGGGCAGGACAAAAGCCTGCTTAT.CTTCTGATTC 
TGAATGCCAAGGATTTGAGTGAAGTTGCCAGGGCTGAAGTGGAGATTAACATCCCTGTCACCTTTCATGG 
ACTGTTCAAAAAATCCTAAGTACATTCTAGCAAATTATATTTCTATTGACAAAGTCAAGAAAAAGTGAGG 
TCTGCAATCAAATTCTGTTCAATTTTAGCCTGCTGTATTACATGGTTTTAACTTGCAGATGCACACGATT 
TT GCAATAT T T TACAGAAAGCACAGAGGGTAGCAAGCAATTCCT TC T AAAAAAAAAT GAGATTTAGATAA 
TCATAATTTCTTTGTGATACAGGCAGACCATAACTAAAAACTCTTTTATATATTTAGCAATCTAATAGAC 
AACGAATGTAGATTTATTAAACTTTCTTGTTCCTATTATGAAAGTGTATTTTAGGTGCCCATCTTCTCCA 
ATTATTTTTTAACATTTAAAAGCCAAAGTTCTCTACACCTGATTGGTATGTGGCTTTGCTGAGCGCAAGG 
CGGTACCATGCAAAAAGGCTAAAT TACTGAAATGTCAGACCAAACT T T T TCACAAACCAGGGACTATCAT 
CTAAGAGTAATCCCAGTAATTAGTATATGTATATGTATGTGTATATATACCTAAGTGTATGTATATGTAT 
ATATATACACT CCTATTAT TGT TACAAGATTCTCAAGCTT TAT GACCTT CAACACT T CCAT T TAATATAG 
GCAATTACTGATTATTTCTGATTTTACAATAAGAAAGCCTCTCTCTCTAATCAACTGACAACTTAATCTC 
TGTGATGTTATTTGATTAGAAGCTATCTATTAAAAGCTTACATAACATCAAAGCAAAAAAAAAAAAAAAA 
AAAAAAAAAA 

>GBCA0283 | Acc | Y18 136 | Ver | Y18136 . 2 GI : 4 688 653 | Canis familiaris mRNA for vasopressin V2 
receptor. 

CCAGGCGCTCGAGACACCTGCCCCGGCCCCACCATGCTCCTGGCATCCACCACCTCGGCTGTGCCCCGGA 
CCCTCTCTCCACCTACTCCAGCTGGCAACGGCAGCAGGGAGCTGCTGGACACCCGGGACCCGCTGCTTGT 
CCAGGCCGAGCTAGCCCTGCTCTCCACGGTCTTCGTGGCTGTGGCCCTGAGCAACGGCCTGGTGCTGGGG 
GCCCTGGCGCGCCGGGTCCGGCGGGGTCGCTGGGCACCCATGCACGTCTTCATTGGCCACTTGTGCCTGG 
CCGACCTGGCTGTGGCTCTGTTCCAAGTACTGCCCCAGCTGGCGTGGGATGCCACGGACCGCTTCCGTGG 
GCCTGATGCCCTGTGCCGGGCAGTCAAGTACCTGCAGATGGTGGGCATGTATGCCTCCTCCTACATGATC 
CTGGCCATGACGCTGGACCGCCACCGCGCCATCTGCCGCCCCATGCTGGCATACCGCCACGGAGGTGGAG 
CTCGCTGGAACCGGCCGGTGCTGGTGGCCTGGGCCTTCTCGCTCATTCTCAGCCTGCCCCAGCTCTTCAT 
CTTTGCCCAGCGTGACGTGGGAAATGGCAGTGGGGTCCTTGACTGCTGGGCCCACTTCGCTGAGCCCTGG 
GGCCTCCGAGCCTATGTCACCTGGATCGCCCTAATGGTCTTTGTGGCACCTGCCCTGGGCATCGCGGCCT 
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GCCAGGTGCTCATCTTCCGGGAGATTCACTCCAGCCTGGTGCCGGGGCCAGCAGAGAGGGCTGGGGGGTG 
CCGTGGAGGGCACCGGACCGGCAGCCCCAGCGAGGGGGCCCGGGTGTCCGCAGCCATGGCCAAGACGGTG 
AGGATGACGCTGGTCATTGTGATCGTCTACGTGTTGTGCTGGGCGCCCTTCTTCCTCGTGCAGCTGTGGG 
CAGCGTGGGACCCGCAGGCGCCCCTGGAAGGGGCCCCCTTCGTGCTGCTTATGTTGCTGGCCAGCCTCAA 
CAGCTGCACCAACCCCTGGATCTACGCCTTCTTCAGCAGCAGCGTCTCCTCCGAGCTGCGCAGCCTGTTC 
TGCTGGGCCCGGAGTCGGGCCCCACCCAGCCTGGGGCCCCAAGAGGAGTCCTGCGCCACGGCCAGCTCCT 
TCCTGGCCAAGGACACTTCCTCCTGAGGAGCCAAGGGGCGCCTTCCTTCCAGAGGCTCTGCGAGGCCCGG 
CTGCCTACCTGGGGCTGGCCCTCGGACCCCTGGGGGGAGGAGACCCTCTGGGAGGGGGCTCTGGGACTAG 
GAGCCAGAGGTCAGCTCCTTGGGGCCTAGCGTGGGGGGGCTAGGGCGGCAGCCGGGGGCCTCGTCTGGGG 
GGCGCACAAGGCCTCCACGCAGCGGGTGCCTGCCCCTGACAGGAGGCTCCTCGGAGCCCGGGAGGAAGGA 
AAGGGGTAGGGGGCCTCTCTGCTCCCCCTCTGCCCTCCCCTCTCACTCTGTCCCTAATAAAAGATCCAGC 
ACTTTTTCCATAAA 

>GBCA0284 | Acc | U54 7 92 ) Ver | U54792 . 1 GI : 1403704 | Canis familiaris A3 adenosine receptor 
rnRNA, complete cds . 

CGGGAGGCTCTCCAAGGGAGCGTCCCACCAGAGAAGAGAAGGAATGAGCAAGTTGTGAATTTGGGACCGT 
TGCTGTTGCACCTGAACCTCTAGCGAGATGCCTGGCAAGAGCTAGGCTCACCGGGCCACACGGATCCTGT 
CAGCACGCCTATTACTTGGGAAGCTCCTTGGAGAAAGCAAGATGGCTGTCAATGGCACTGCCCTGTTGTT 
GGCCAATGTCACCTACATCACAGTGGAGATTCTCATCGGGCTCTGCGCCATCGTGGGCAATGTGTTGGTC 
ATCTGGGTGGTCAAGCTGAACCCCAGCCTACAGACCACCACCTTCTATTTCATTGTCTCCCTGGCCCTTG 
CTGACATTGCCGTTGGGGTGCTGGTCATGCCTTTGGCCATTGTCATCAGCCTGGGCATCACAATCCAATT 
TTATAACTGCCTTTTCATGACCTGCCTGCTGTTGATCTTCACTCATGCTTCCATCATGTCCCTGCTAGCC 
ATTGCTGTGGACCGGTACCTGCGGGTCAAGCTCACAGTCAGATACAGGAGGGTCACCACACAAAGAAGAA 
TATGGTTGGCCCTGGGGCTTTGCTGGCTGGTGTCCTTCCTGGTGGGACTGACCCCCATGTTTGGCTGGAA 
CATGAAACTGACCTCAGAGCACCAGAGAAATGTCACCTTCCTCTCGTGCCAGTTCAGTTCTGTCATGAGG 
ATGGACTACATGGTCTACTTCAGCTTCTTCACTTGGATCTTAATCCCCCTGGTTGTCATGTGTGCCATCT 
ATCT TGACATAT T CTATGT CAT CCGGAACAAACT CAATCAGAACT T T TCAAGC TCCAAAGAGACAGGTGC 
ATTTTATGGACGGGAGTTCAAGACGGCCAAGTCCCTGTTTCTGGTTCTCTTCCTGTTTGCTTTTTCCTGG 
CTGCCTTTATCTATCATCAACTGTATCACGTACTTTCATGGTGAGGTGCCACAGATCATACTGTATTTGG 
GCATTCTGCTCTCCCATGCTAACTCTATGATGAACCCTATTGTCTATGCTTATAAAATAAAGAAGTTCAA 
GGAAACCTATCTTTTGATCTTCAAGACCTATATGATCTGCCAGTCCTCTGATTCTTTGGACTCAAGCACT 
GAGTAGACTTCTGAGTAGTTGTCCTTGAAAGATGATTCTTCACCCCCATTAACCTCCAGATTCAACATCA 
GTAAACACTTGAGGACCTATTTGCCTGAGCCAAGGGCTTTCACATCCTTAATTTCTTCTACTGAGGTGGG 
GAGCATTTGACTGGTTGCCTCCAATTGTATCTCCCCTAACACCCTTCCTGTAATCCAATTATTTTCTTGT 
CCTTCTTCTCTGATTCACTGTTCTGGATGTCTGACTTGAGGAAAATGTCCTGCTGTTACTACTGTTTGTG 
TTCCTCCTTCCCAAGCAAGAGGAGAAGTTATGGAATCCGAAGGAGGCCTTGTTGACTCAGAGATGAAAAG 
TCCCAGTCCTGCGGGACATGAGTGTGGTGGCGACTCTGTTCCACTCCATTGCAGAATCACACCAAGAAAC 
CTACCCCAGCAGATGTCAGGGAGATGGTAGGAACAGTGTCACAAAGGGAGACTTAAACTGCTG 

>GBCA0285 | Acc 1X87224 | Ver | X87224 . 1 GI : 984113 | Canis familiaris mRNA for ribosome receptor, 
pl80. 

GAGGCAGAAAGTGCCACGACTCCACACGCGCGCACGCAGCCAGCGAGCGGCCGGAGCGGACGGCGGACGG 
GGCGGACGGCGG.TGGGGTCGCGGCGCCTGCAGCTGCTCGGGGCGGCTTCTCGGCGGAGGCTCGGCCGGCT 
CCTCTCTCCCGGCTCCGCGGCGGCGGCGGCGGCGGCGGCGGCTCCTGCCCTTTCGCTCTCCCTCCCGCGT 
, CTCCGGCTGCAGGTAAAGGGAAAGCAAGCCAGGATGGATATTTACGACACTCAGACCTTGGGGGTTATGG 
TATTCGGTGGATTCATGGTCGTTTCTGCCATCGGCATCTTCCTGGTGTCAACCTTTTCCATGAAGGAGAC 
GTCATATGAAGAAGCCCTAGCCAACCAGCGCAAGGAGATGGCAAAAACTCACCACCAGAAAGTAGAGAAG 
AAAAAGAAGGAGAAAACAGTGGAGAAGAAAGGAAAAACCAAGAAAAAGGAAGAGAAACCTAACGGGAAGA 
TACCTGACCATGAGCCAGCCCCCAATGTGACCATCCTTCTCAAAGACCCAGTGAGGGCACCCGCAGTGCC 
CGTGGCTCCAACTCCGGTCCAGCCTCCTGTGGTCATTGCCCCTGTAGCCACAGTACCAGCCATGCCCCAA 
GAGAAGTTGGCCCCTTCTCCTAAGGACAAAAAGAAAAAGGAGAAAAAAGTGGCAAAGGTGGAACCAGCAG 
TCAGTTCTGTAGTGAATTCCGTCCAAGTTCTTGCCTCCAAGGCTGCCATCTTAGAAACTGCTCCCAAGGA 
GGTGCCTATGGTGGTTGTGCCCCCAGTGGGTGCCAAGGCCGGTACCCCAGCCACCAGCACTGCACAGGGC 
AAAAAGGCAGAGGGAGCCCAGAACCAGAGCAGAAAGGCAGAGGGAGCCCCCAACCAGGGCAAAAAGGCAG 
AGGGGGCCCTCAACCAAGGCAAAAAGGCAGAGGGGGCCCAGAATCAGGGCAAAAAGGTAGAAGTGGCCCC 
AAACCAAGGCAAAAAGGCAGAGGGGGGCCAGAATCAGGGCAAAAAGGTAGAAGGGGCCCAGAATCAGGGC 
AAAAAGGCAGAAGGAACCCCAAACCAGGGCAAAAAGGCAGAAGGGGCCGCCAACCAAGGCAAAAAGACAG 
ATGGGGCTCCCAACCAGGGCAAAAAGTCAGAAGGAGCTCCAAACCAGGGCAAAAAGGCAGAGGGGGCCCA 
• GAATCAGGGC2\AAAAGGTAGAAGTGGCCCCAAACCAAGGCAAAAAGGCAGAGGGGGGCCAGAATCAGGGC 
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AAAAAGGTAGAAGGGGCCCAGAATCAGGGCAAAAAGGCAGAAGGAACCCCAAACCAGGGCAAAAAGGCAG 
AAGGGGCCCCCAACCAAGGCAAAAAGACAGATGGGGCTCCCAACCAGGGCAAAAAGTCAGAAGGAGCTCC 
AAACCAGGGCAAAAAAGTAGAGGGGGCCCAGAATCAAGGCAAAAAGGTAGAGGGGGTGCAGAATCAGGGC 
AAAAAAGCCGAAGGAGCACAGAATCAGGGCAAAAAGGCAGAAGGGACCTCCAGCCAGGGTAGAAAAGAGG 
AGGGGACCCCAAACCTGGGCAAAAAGGCAGAGGGGAGCCCCAATCAGGGCAAAAAGGTGGAAGTGGTTCA 
GAACCAGAGCAAAAAGGTAGAGGGAGCCCCCAACCAGGGCAAAAAAGCAGAGGGGTCTCAGAACCAGGGC 
AAAAAGACAGAAGGGGCCTCCAACCAAGGCAAAAAGGTGGATGGGGCTCAGAACCAGGGCAAAAAGGCAG 
AGGGAGCCCCCAACCAGGGTAAAAAGGTAGAGGGGGCTCAGAACCAGGGCAAAAAGGCAGAGGGGACCCC 
CAACCAGGGTAAAAAGGCAGAGGGGGCTCAGAACCAGGGCAAAAAGGCAGAGGGGGCTCCCAACCAGGGC 
AAAAAGGCAGAGGGGGCTCCCAACCAGGGCAAAAAGGCAGAGGGGGCTCCCAACCAGGGCAAAAAGGCAG 
AGGGGGCTCCCAACCAGGGCAAAAAGGCAGAGGCGGCTCCCAACCAGGGCAAAAAGGCAGAGGGGGCTCC 
CAACCAGGGCAAAAAGGCAGAGGGGGCTCCCAACCAGGGCAAAAAGGCAGAGGCGGCTCCCAACCAGGGC 
AAAAAGGCAGAGGGGGCTCCCAACCAGGGCAAAAAGGCAGAGGGGGCTCCCAACCAGGGCAAAAAGGCAG 
AGGGGGCTCCCAACCAGGGCAAAAAGGCAGAGGGGGCCCAGAATCAGGGCAAAAAGGCAGAGGGGGCTCC 
CAACCAGGGTAAAAAGGCAGATTTGGTTGCTAATCAAGGCACAAAGGCAGAGGGTGTTGCAGGCCAGGGG 
AAAAAAGCAGAGGGGGCCCCCAATCAAGGCAAAAAGGGAGAAGGAACCCCAAACCAGGGCAAAAAGTCAG 
AAGGATCTCCCAACCAGGGCAAAAAGGTGGATGCGTCTGCCAATCAGAGTAAAAGGGCAGAGTCAGCTCC 
TATCCAAGGCAAAAATGCAGATATGGTCCAGAGCCAAGAGGCACCAAAGCAAGAGGCTCCTGCAAAGAAG 
AAATCTGGTTCAAAGAAGAAAGGTGAGCCTGGGCCTCCAGACTCTGACAGCCCTCTCTACCTCCCCTACA 
AGACGCTGGTCTCCACAGTTGGAAGCATGGTATTCAACGAGGGTGAGGCCCAGCGGCTCATTGAGATCCT 
GTCCGAGAAGGCTGGTGTCATTCAAGACACCTGGCATAAGGCTACTCAGAAGGGTGACCCCGTGGCGATT 
CTGAAGCGCCAGCTAGAAGAGAAGGAGAAGCTGCTGGCCACAGAGCAGGAGGACGCGGCTGTTGCGAAGA 
GCAAACTGAGGGAGGTGAATAAGGAGCTGGCAGCAGAAAAGGCTAAGGCAGCAGCGGGGGAGGCCAAGGT 
GAAGAAGCAGCTGGTGGCCCGGGAGCAGGAGATCACAGCCGTGCAGGCGCGCATCGAAGCCAGCTACCGG 
GAGCATGTGAAGGAGGTGCAGCAGCTGCAGGGCAAGATCCGGACCCTTCAGGAGCAGTTGGAGAACGGCC 
CCAACACACAGCTGGCCCGTCTGCAGCAGGAAAATTCCATCCTGAGGGATGCCTTGAACCAGGCCACGAG 
CCAGGTGGAGAGCAAGCAGAACACCGAGCTGGCCAAGCTCCGGCAGGAGCTCAGCAAGGTCAGCAAGGAG 
CTGGTGGAGAAATCAGAGGCTGCGCGGCAGGAGGAACAGCAGCGAAAGGCCCTGGAGACCAAAACAGCCG 
CCTTGGAGAAGCAGGTCCTACAGCTGCAAGCATCTCACAAGGAGAGTGAGGAGGCCCTGCAGAAGCGCCT 
GGACGAGGTCAGCCGGGAGCTATGCCGCTCCCAGACCAGCCATGCCAGCCTGCGGGCGGATGCCGAGAAG 
GCCCAGGAGCAGCAGCAGCAGATGGCTGAGCTGCACAGCAAACTTCAGTCCTCCGAGGCGGAGGTGAAAA 
GCAAGTCTGAGGAGCTGAGTGGTCTCCATGGGCAGCTCAAGGAGGCCAGGGCCGAGAACTCACAGCTCAT 
GGAGAGAATCCGGTCCATCGAGGCCCTGCTGGAGGCGGGCCAGGCCCGGGACACCCAGGATGCCCAGGCC 
AGCCGAGCGGAGCATCAGGCCCGCCTCAAGGAGCTAGAGTCCCAGGTGTGGTGCCTGGAGAAGGAGGCCA 
CCGAGCTCAAGGAGGCTGTTGAGCAGCAGAAAGTGAAGAACAACGACCTCCGAGAGAAGAACTGGAAGGC 
CATGGAGGCTCTGGCCTCGGCCGAGAGAGCCTGCGAGGAGAAGCTCCGCTCCTTAACCCAGGCCAAGGAG 
GAATCCGAGAAGCAGCTCAGCCTGACGGAGGCCCAGACCAAGGAGGCCCTGCTGGCCCTGTTGCCGGCTC 
TCTCCAGCTCAGCCCCCCAGAGTTACACCGAGTGGCTGCAGGAACTCCGAGAGAAGGGCCCGGAGCTGCT 
GAAGCAGCGGCCGGCTGACACAGATCCGTCCTCGGACCTGGCTTCCAAGCTGAGGGAGGCTGAGGAGACC 
CAGAACAATCTGCAGGCCGAGTGTGACCAGTACCGCACCATCCTGGCAGAGACGGAGGGCATGCTCAAAG 
ACCTGCAGAAGAGTGTGGAGGAGGAGGAGCAGGTGTGGAAGGCCAAAGTGAGCGCCACGGAGGAGGAGCT 
TCAGAAGT CACGGGT CACAGT GAAACAT CTCGAAGACATTGT AGAGAAGCTAAAAGGAGAACT T GAAAGT 
TCAGAGCAGGTGAGGGAGCACACCTCACATCTGGAAGCAGAGCTGGAGAAGCACATGGCAGCTGCCAGCG 
CTGAGTGCCAGAGCTACGCCAAGGAGGTGGCGGGGTTGAGGCAACTTTTATTAGAGTCTCAGTCTCAGCT 
GGATGCAGCCAAGAGTGAAGCCCAGA2\ACAAAGCAATGAGCTCGCCCTGGTCAGGCAGCAGTTGAGTGAG 
ATGAAGAGCCACGTAGAGGATGGTGACGTAGCTGGGTCCCCAGCTGCCCCCCCAGCAGAGCAGGACCCTG 
TCGAGCTGAAGGCGCAGCTGGAGCGGACAGAGGCCACCCTGGAGGACGAGCAGGCGCTGCGGAGGAAGCT 
CACGGCCGAGTTCCAGGAGGCTCAGAGCTCTGCGTGCCGGCTCCAGGCCGAGCTGGAGAAGCTCCGCAGC 
ACAGGGCCCCTGGAGT CT T CAGCAGCAGAGGAGGCCACACAGCTGAAGGAGAGACTAGAAAAAGAGAAGA 
AACTAACCAGTGACCTGGGACATGCTGCCACCAAATTGCAGGAGCTTTTGAAGACCACCCAGGAGCAGCT 
GGCAAAGGAGAGAGACACAGT GAAGAAGT TGCAGGAGCAGT TGGACAAAACAGACGACAGCAGCT CAAAG 
GAGGGCACTTCTGTCTGAGTCTGCTCTTCGGGAAAAGAAGTTCCCATTCAACTTACCAAAATGCCTTACA 
CAT TCC T TACAAATAAATAAACCAACCAACACACCGT TAT CCAGGCCCAACCTCCAGTAGC TCT GAGAGA 
AGCCATGAGAGACTCTTAGAATCACAGAAATAGACCTTCCAGACCCCTTGTTTGTAAAAGAACCTTTGTC 
ACATTTGATAAACACTATTCCCCAGGACCAGCCCTGGACCACCACCGAGCAGACGCCAAAGCCCTTACCA 
GCTCTGTGACAGACCCCAGGGTATGTGCTGGGGAGGCCGGGACGCTGGGTATCTGTATGTCAATCAGTGC 
AATTGTTTTCTTCCCCTGGGTTGGGGGTCAGGAGGCGAGCGGCCTGGTGGTGAGTCTCCAGGGCTGTGGA 
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GCAGACTGGAGGGGCCCAGCCAGCCGGGGAGGCAGCAGCCTCTCACCCCCGGGGGAAGTTGCCAGCAAGA 
ACTGATGTGTGACTTCCTGGATGTTAATGCCATTAAAACCAACATTGTTGCCCGGCAAAAAiy^AAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0286 | Accl AB024517 | Ver 1 AB024517 . 1 GI : 4520325 | Canis familiaris mRNA for DVS27 
protein, complete cds. 

TTCAGAGGAGAAATCAAAACAAGATTACACGAAGCTTCAACAACAAAGGCTAAAATGAAGTATTCAACCA 

CGAAAATCCCCCCAGCAAAGATGAACAGTTCAGCAGACAAGGCTTTGGTAAAATCTCCTAAGCTGAGAAA 

ATCCCAACAGAAGCCTGAAGGAGTTTGCCAGATGTACTTTATGCAACTGCGTTCTGGCCTTATCATAGAA 

AAGACATCCTGTTACTTTAGGAPA.GAAATCACCAAAAGGTATTCACCAAGAACAGCTGAAAAGTGCAGAA 

AGCAATGTCTGGTATTCACTGCCTGTCATCAGCAGCTGAACAAAGATTTCACCTCTGATGTCCCTATGTT 

ACAGAAAT GT T T TGGAAGAGCT AAT GT TCCAAGT AT CCAAGAATAT TCT GCTTC T CTGAGCACATACAAT 

GATCAATCTATTACTTTCGTTTTTGAGGATGGAAGTTATGAGATCTATGTAGAAGACTTGAGA&AAGGCC 

AAGAGAAAGATAAGGTGTTATTCCGTTATTATGATTCCCAATCCCCCTCACATGAAACAGGTGATGATGT 

TGATGGCCAGACGTTATTGGTAAACCTGAGTCCTACAAAAGATAAAGATTTTTTGCTGCATGCCAACAAC 

GAGGAACATTCTGTGGAGCTACAAAAATGTGAAAACCAATTGCCAGACCAGGCCTTCTTCCTCCTTCATA 

GGAAGTCTTCTGAATGTGTTTCATTCGAATGTAAGAACAATCCTGGAGTGTTTATAGGAGTAAAGGAT^ 

CCACCT TGCTT TAATT AAAGTAGGAGACCAAACTAAGGAT TCATATATAGAGAAAACCAT AT T T AAGCTC 

TCTTAAATTTAATGGGATGAAAAAAGTTGTCAATCCTGGGTTGGGTAGCCCAGATAGCTACTGCTGAAGA 

AAGAATAAGAGATAAAG AG AT AGACAACATT T AAGGGAAATAAAGAGTACT TAGTAT GC TATGGAATGT T 

TTTCTTATTATGTGTAAAATATATTTTTATAATCCTTCAGTTCTGTTTTTTATTACCCTTGTCTCACTAC 

AT ATT CAATAGT GTAT TATTAAGGAGACCTCAGAAAAT AT ACAACCT GACT TTTACT TT T TC TACT TGC T 

GTCAAGAAAGAGCTTAATATCTAATTAAGCTCTGCTGAGACCTCTGGGGACAAGGAAGGGCCTTAATCCA 

AGTTT C AT T TT AGACAAGGATTT CAAAAAGCCACATAGAGACATAAT T T T CCCTGGT TCCAAACAAGTTC 

AAACAGTAGAGCTGTTGGTGAAAAGACAATCAGCTCTACTTAGACTGAACATTTCACAAATGGAATAAAA 

C ACC AAAT TTGT T T GAAGATTCCCAAAATT TCAGATACT TACACATGT AGGCAGAT AATAT AAAT ATGT G 

AAATGACAGAGACAAT TGAAAAAATTAAGAAAAATAAAT CCTGT AT T TGTAAAGTAAATAATTT TACCTC 

TAATTGTTTCATTTTTAAAATGCTGATTTTTATAGATGGAGTTAAATTTAGCAAGACATTCTTACATTAG 

GAAGTAAAATAAATTTTATCTCAGACATATAATTGAAATCATTGGGAATATCTCACAAACTAAAACATTA 

TTTTAAAGCACTGAGACACAACATACCTTAAGACATCAAAGTACCATGGGATCCAAGTACCATGGTGAGG 

CCACAAGT T CCCTT ATCTACT AGAACCTAGATTGGACACAGCATTAACAT T AC AATT TT AAT AACT GGCT 

ATCCCTTATGTTCATTGTATACTGTCTTTCTGACTCTATGCTCCAGGGATCTGTAACTTGATATACATGT 

CACCCTGCACAAAATTTCTTATAATCCTTTCTTACCATGTGTACAAGTGTTTTTCTTGTCCACCTTCCTG 

ATTAGTCTGTTTACTATGGAATATTTATTGACTTTTCTTCCTTCATTTCTTTTGACCAACTCTGTTCTTG 

ATATACATTTTGTGCCCCGTGAGCTTCATTCCATATCACCTGACCTCTGGACACCAACATATTTTTCTAT 

TTTGTCTCTCTGATGTAGAATTTCACATAAGCCTATTGATGGGAATATTTTTTATTAAACATCTTTGTAT 

T T T ACAT T ACT AAGGTAGTAAAAT TTAT TC T CAACGATATATG AT T T T T C AACT ACT AAAGGAAT AAT TT 

TTGCTTATTTTAAGTCTTAAATTCTACTATAACTTTTTCATAGGCTTAACATTGACAATAAGTGATAAAC 

TAGTAACAGAAT ACT TAT GAAATACAACT GT TTCTGAAAGTGT T GGCT TT T T AAT TCT AATT TGT T GAGA 

TCTATTGGATATAATGATGGTGGAACATAAGATTAGAAAGGCTGAGAATTACTGAGTGAGGGTAAACAAT 

TGTAAACAACATAGCT T TCATT ACAT TGTCAGT T TTAT TATGAAGACAAAAATAAAAGCAGAAT AT AT AT 

CATCTTCTCTGAAAAACACTAAATGTTGACCATATGCATCTGTATGATATACTCGAAATGATTTGTTTTA 

AGTAACTAAATATATTAATTACATTAAATTCTCAAGTTGTATTTTTTAAAAGTATGTGAGGCCATGATGA 

TTTTATCATAAAATAACTATTCTGAAATTTTTAAGTCAAAGCAATCTTACCTTAATCCACTGATGTTGGT 

ATCTGGGGTAGGTCATTTGTCTGGTGATTCAAAACTAAATAAGATATTCCAAAG 

>GBCA0287 | Acc 1 AB012223 | Ver | AB012223 . 1 GI : 2981630 1 Canis familiaris LINE-l element ORF2 
mRNA, complete cds . 

CAAGGCTCTCATTCAAAATGGAAGGAGAGATAAAGAGCTTCCAAGACAGGCAGGAACTGAAAGAATATGT 
GACCTCCAAACCAGCTCTGCAAGAAATTTTAAGGGGGACTCTTAAAATTCCCCTTTAAGAAGAAGTTCAG 
TGGAACAGTCCACAAAAACAAGGACTGAATAGATATCATGATGACACTAAACTCATATCTCTCAATAGTA 
ACTCTGAATGTGAACGGGCTTAATGACCCCATCAAAAGGCGCAGGGTTTCAGACTGGATAAAAAAGCAGG 
ACCCATCT AT T TGCTGT CTACAAGAGACTCATT TTAGACAGAAGGAC ACCTACAGCCTGAAAAT AAAAGG 
TTGGAGAACCATTTACCATTCGAATGGTCCTCAAAAGAAAGCAGGGGTAGCCATCCTTATATCAGATAAA 
C TAAAAT TTACCCC AAAGACTGT AGTGAGAGATGAAGAGGGACAC TATATCATACT T AAAGG ATCT ATCC 
« AACAAGAGGACTTAACAATCCTCAATATATATGCCCCGAATGTGGGAGCTGCCAAATATATAAATCAATT 
ATTAACCAAAGTGAAGAAATACT TAGATAAT AATACACTTATACTTGGTGACTT CAATCTAGCT CT T TC T 
ATACTCGATAGGTCTTCTAAGCACAACATCTCCAAAGAAACGAGAGCTTTAAATGATACACTGGACCAGA 
T GGATTTCACAGATAT C TACAGAACT TTACATCCAAACTCAACTGAATACACAT TCTTCTCAAGTGCACA 
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TGGAACTTTCTCCAGAATAGACCACATATTGGGTCACCAATCGGGTCTGAACCGATACCAAAAGATTGGG 

ATCGTCCCCTGCATATTCTCAGACCATAATGCCTTGAAATTAGAACTAAATCACAACAAGAAGTTTGGAA 

GGACCTCAAACACGTGGAGGTTAAGGACCATCCTGCTAAAAGATGAAAGGGTCAACCAGGAAATTAAGGA 

AGAATTAAAAAGATTCATGGAAACTAATGAGAATGAAGATACAACCGTTCAAAATCTTTGGGATGCAGCA 

AAAGCAGTCCTGAGGGGGAAATACATCGCAATACAAGCATCCATTCAAAAACTGGAAAGAACTCAAATAC 

AAAAGCTAACCTTACACATAAAGGAGCTAGAGAAAAAACAGCAAATGGATCCTACACCCAGGAGAAGAAG 

GGAGT TAATAAAGAT T CGAGCAGAACTCAACGAAAT CGAAACCAGAAGAACTGT GGAACAGATCAACAGA 

ACCAGGAGTTGGTTCTTTGAAAGAATTAATAAGATAGATAAACCATTAGCCAGCCTTCTTAAAAAGAAGA 

GAGAGAAGACTCAAAT T AATAAAAT CATGAATGAGAAAGGAGAGAT CACTACCAACACCAAGGAAATACA 

AACGATTTTAAAAACATATTATGAACAGGTATACGCCAATAAATTAGGCAATCTAGAAGAAATGGACGCA 

TTCCTGGAAAGCCACAAACTACCAAAACTGGAACAGGAAGAAATAGAAAACCTGCACAGGCCAATAACCA 

GGGAGGAAATTGAAGCAGTCATCAAAAACCTCCCAAGACACAAGAGTCCAGGGCCAGATGGCTTCCCAGG 

GGAAT T T TATCAAACGT T TAAAGAAGAAAT CATACC TATTCTCCT AAAGCT GT TTGGAAAGATAGAAAGA 

GATGGAGTACTTCCAAATTCGTTTTATGAAGCCAGCATCACCTTAATTCCAAAACCAGACAAAGACCCCA 

CCAAAAAGGAGAATTACAGACCAATATCCCTGATGAACATGGATGCAAAAATTCTCAACAAGATACTGGC 

CAATAGGATCCAACAGTACAT TAAGAAAAT TAT TCACCATGACCAAGTAGGATT TATCCCCGGGACACAA 

GGCTGGTT C AACACC C G T AAAAC AAT CAAT G T GAT T CAT CAT AT C AGC AAG AG AAAAACCAAG AAC CAT A 

TGATCC TCTCAT TAGAT GCAGAGAAAGCAT TT GACAAAATACAGCATCCAT T CC TGATCAAAACTCT T CA 

GAGTGTAGGGATAGAGGGAACATTCCTCGACATCTTAAAAGCCATCTACGAAAAGCCCACAGCAAATATC 

ATTCTCAATGGGGAAGCACTGGGAGCCTTTCCCCTAAGATCAGGAACAAGACAGGGATGTCCACTCTCAC 

CACTGCTATTCAACATAGTGGTGGAAGTCCTAGCCTCAGCAATCAGACAACAAAAAGACTTTAGGGGCAT 

TCAATTTGGCAAAGAAGAAGTCAAACTCTCCCTCTTCGCCGATGAGATGATCCTCTACATAGAAAACCCA 

AAAGTCTCCACCCCAAGATTGCTACAACTCATGCAGCATTGTGGTAGCGTGGCAGGATACATCATCAATG 

CCCAGAAATCAGT GGCAT TTCTATACAC TAACAATGAGAC T GAAGAAAGAGAAAT TAAGGAGTCAATCCC 

ATTTACAATTGCACCCAAAAGCATAAGATACCTAGGAATAAACCTAACCAGGGAGGTAAAGGATCTATAC 

CCT CAAAACTATAGAACACTT C TGAAAGAAAT TGAGGAAGACACAAAGAGATGGAAAAATAT TCCATGC T 

CATGGATTGGCAGAATTAATATTGTGAAAATGTCAATGTTGCCCAGGGCAATTTACACGTTTAATGCAAT 

CCC TAT CAAAAT ACCAT GGACT T TCT TCAAAGAGT TAGAACAAATT AT T T TAAAATTT GTGT GGAAT C AG 

AAAAAACCCCGAATGGCCGGGGGAATTTTAGGAAAAAAAACCATGTCTGGGGGCATCTCAATGCCAGATT 

TCAGGTTGTACTACAAAGCTGTGGTCATCAAGACAGTGTGGTACTGGCACAAAAACAGACACATAGATCA 

GTGGAACAGAATAGAGAACCCAGAAGTGGACCCTGAACTTTATGGGCAACTAATCTTCGATAAAGGAGGA 

AAGACTATCCATTGGAAGAAAGACAGTCTCTTCAATAAATGGTGCTGGGAAAATTGGACATCCACCTGCA 

GGAGGATGGAACTAGACCCCTCTCTTTCACCCTACACAAAGATGAACTCCAAATGGATGAAAGATCTAAA 

TGTGAGACCAGATTCCATCCAAATCCTAGAGGAGAACACAGGCCACACCCTTTTTGAAATCGGCCACCGT 

AAC TTCTTGCAAGATACAT CCACGAAGGCCAAAGAAACAAAAGCAAAAAT GAACTAT TGGGACT TCATCA 

AGATAAGAAGC T T T TGCACAGCAAAGGATACAGTCAACAAAACTAAAAGACAACCTACAGAATGGGAGAA 

GATATTTGCAAATGACGTATCAGATAAAGGGCTAGTTTCCAAGATCTATAAAGAACTTATTAAACTCAAC 

AC C AAAG AAACAAACAAT CC AAT CAT GAAAT GGGC C AAAGAC AT G AAC AG AAAT T T CAC AG AG GG AGAC A 

TAGACATGGCCAACAT GCACATGAGGAAATGC T T TGCATCAATTGCCAT C AG GGAAATACAAATC AAAAC 

CACAATGAGATACCACCTCACACCAGTGAGAATGGGGAAAATTAACAAGGCAGGAAACCACAAATGTTGG 

AGAGGATGCGGAGAAAAGGGAACCCTTTTACACTGTTGGTGGGAATGTGAACTGGTGCAGCCACTCTGGA 

AAACTGTGTGGAGGTTCCTCAAACAGTTAAAAATATACCTGCCCTATGACCCAGCAATTGCACTGTTGGG 

GATTTACCCCAAAGATACAAATGCAATGAAACGCCGGGACACCTGCACCCCGATGTTTATAGCAGCAATG 

GCCACGATAGCCAAACTGTGGAAGGAGCCTCGGTGTCCAACGAAAGATGAATGGATAAAGAAGATGTGGT 

TTATGTATACAATGGAATATTACTCAGCTATTAGCAATGACAGATACCCACCATTTGCTTCAACGTGGAT 

GGAACTGGAGGGTATTATGCTGAGTGAAGTAAGTCAGTCGGAGAAGGACAAACATTATATGTTCTCATTC 

ATTTGGGGAATATAAATAATAGTGAAAGGGAATATAAGGGAAGGGAGAAGAAATGTGTGGGAAATATCAG 

AAAGGGAGACAGAACGTAAAGACTGCTAACTCTGGGAAACGAACTAGGGGTGGTAGAAGGGGAGGAGGGC 

GGGGGGTGGGAGTGAATGGGTGACGGGCACTGGGGGTTATTCTGTATGTTAGTAAATTGAACACCAATAA 

AAAATAAATTAAAAAAAAAAGATGAAACCACAGAAAAAAAAAAAAAAAAAA 

>GBCA0288 | Acc | AF044249 | Ver | AF04424 9 . 1 GI : 4 105259 | Canis familiaris recept 
kinase c-kit mRNA, complete cds . 

GAGCTCAGAGTCTATCGCAGCCACCGCGATGAGAGGCGCTCGCGGCGCCTGGGATTTTCTCTGCGTCCTG 
CTCCTGCTGCTGCTGCTCGGCGTCCGGACAGGCTCTTCTCAACCATCTGTGAGTCCAGGGGAACCGTCTC 
TCCCATCCATCCATCCAGCAAAATCAGAGTTAATAGTCAGTGTCGGCGACGAGCTTAGGCTGTCCTGCAC 
CGACCCAGGATTTGTCAAGTGGACTTTTGAGACCCTGGGTCAACTGAATGAGAACACACACAACGAATGG 
ATCACAGAGAAGGCAGAGGCTGGCCACACGGGCAATTACACGTGCACCAACAGAGATGGCTTGAGCAGGT 
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CCATTTATGTGTTTGTCAGAGATCCTGCAAAGCTTTTCCTCGTTGACCTTCCCTTGTATGGGAAAGAAGG 

CAATGATACGCTGGTCCGCTGCCCTCTGACGGACCCAGAAGTGACCAATTACTCCCTCAGGGGGTGCGAG 

GGGAAGCCTCTTCCCAAGGACTTGACGTTCGTCGCTGATCCCAA&GCTGGCATCACGATCAGAAACGTGA 

AGCGCGAGTATCATCGGCTCTGCTTGCACTGCTCTGCGGACCAGAAGGGCAGGACGGTGCTGTCCAAGAA 

ATTCACCCTGAAAGTGAGGGCAGCCATCAGAGCTGTACCAGTTGTGTCAGTATCCAAAACAAGCTCTCTC 

CTGAAGGAAGGGGAAGCCTTCTCTGTGATGTGCTTTATAAAAGATGTGTGTAGTTTCGTGGACTCGATGT 

GGATAAAGGAGAACAGCCAGCAGACTAAT GC ACAGAC AC AG AG T AAT AGC T GGC AT CAT GGT GACT TCAA 

TTTTGAACGTCAGGAAAAGTTGATTATCAGCTCAGCAAGAGTTAATGATTCTGGAGTGTTCATGTGTTAC 

GCCAATAAT ACTT T TGGATCAGC AAAT G TCAC AACAACCT TGG AAGTAGT AGAT AAAGGAT TCATT AAT A 

TCTTCCCCATGATGAGTACTACAATATTTGTAAATGATGGACAGAATGTGGATCTGATTGTTGAATATGA 

GGCATATCCCAAACCGGAGCACCAGCAGTGGATCTATATGAACAGAACCTTCACTGATAAATGGGAAGAT 

TATCCCAAGTCTGACAATGAAAGTAATATCAGATATGTGAGTGAACTTCATCTAACCAGATTAAAAGGGA 

ACGAAGGAGGCACTTACACATTTCAAGTGTCCAATTCCGATGTCAATTCTTCGGTGACATTTAATGTTTA 

TGTGAACACAAAACCAGAAATCCT GACT CAT GAAAGTCTCACGAATGGCATGCTCCAGTGTGT GGT TGCA 

GGATTCCCAGAGCCCGCAGTAGGTTGGTATTTCTGTCCAGGAGCTGAGCAGAGATGTTCTGTCCCTATTG 

GGCCAATGGATGTGCAGATGCAAAACTCGTCTCTGTCACCGTCTGGAAAACTAGTGGTTCAGAGTTCCAT 

CGATTATAGTGCCTTCAAGCACAATGGCACAGTCGAGTGTAGGGCTTACAACAATGTAGGCAGGAGTTCT 

GCCTTTTTTAACTTTGCATTTAAAGAACAAATCCATCCCCACACCCTGTTCACACCTTTGCTGATTGGCT 

TTGTGATCGCAGCTGGAATGATGTGCATTATCGTGATGATTCTTACCTACAAGTATCTACAGAAACCCAT 

GTATGAAGTACAGTGGAAGGT TGT TGAGGAGATCAAT GGAAACAAT T AT GT TTACATAGACCCAACACAG 

CTTCCTTACGATCACAAATGGGAGTTTCCCAGAAACAGGCTGAGCTTTGGGAAAACTTTGGGTGCTGGTG 

CCTTCGGGAAAGTGGTTGAAGCCACCGCATATGGCCTGATTAAGTCGGATGCGGCCATGACTGTTGCCGT 

TAAGATGCTCAAACCAAGTGCCCATTTAACCGAACGAGAAGCCCTAATGTCTGAGCTCAAAGTCTTGAGT 

TACCTCGGTAATCATATGAATATTGTGAATCTTCTTGGAGCGTGCACCGTTGGAGGGCCCACCTTGGTCA 

TTACAGAATATTGTTGCTATGGTGATCTTTTGAATTTTTTGCGAAGGAAACGTGATTCATTTATTTGCTC 

AAAGCAGGAAGAT CACGGAGAAGT GGCACT T TATAAGAACC T TCTGCAT TCAAAGGAGTCT TCCTGCAGT 

GACAGTACTAATGAATACATGGACATGAAACCCGGCGTTTCTTACGTTGTGCCAACCAAGGCAGACAAAA 

GGAGATCTGCGAGAATAGGCTCATACATAGAAAGGGATGTGACTCCTGCCATCATGGAAGATGATGAGTT 

GGCTCTAGATCTAGAGGACTTGCTGAGCTTTTCTTACCAGGTGGCCAAGGGTATGGCATTCCTGGCCTCG 

AAGAATTGTATTCACAGAGACTTGGCTGCTAGAAATATCCTCCTTACTCATGGTCGAATCACAAAGATTT 

GTGAT TT T GGTCT AGCCAGAGACAT CAAGAATGATTCT AATTATGTGGTCAAAGGAAACGCTCGGC TACC 

TGTGAAGTGGATGGCCCCTGAGAGCATTTTCAACTGTGTGTACACATTTGAAAGTGATGTCTGGTCCTAT 

GGGATTTTTCTGTGGGAGCTCTTCTCTTTAGGAAGCAGCCCCTACCCTGGGATGCCAGTCGATTCAAAGT 

TCTACAAGATGATCAAGGAAGGGTTCCGGATGCTCAGCCCTGAGCATGCACCTGCTGAAATGTATGACAT 

CATGAAGACGTGCTGGGATGCTGATCCCCTGAAAAGGCCGACGTTCAAGCAGATCGTGCAGCTAATTGAG 

AAGCAGATTTCAGATAGCACCAATCATATTTATTCCAACCTCGCGAACTGCAGCCCCAACCCAGAGCGCC 

CCGTGGTGGACCATTCCGTGCGGATCAATTCCGTGGGCAGCAGCGCGTCTTCCACCCAGCCTCTGCTGGT 

ACACGAAGATGTGTGAAGCAGGAGGAGTGCCGGGGGTCTCCCCAACAAGAGCGATCCCTGTTCTTTTGGT 

TCCTATACTGGTTATTCTGTCCTCCTTCGGCTTGCATCCTATTCCAGGGTAGCGGACACCCCTCTGTCCC 

TCCCTCTTTACGAGCACACCCTAATTAGTGGCCAGTGACTTTTGTCATCAGCCACCATCCTATTGCAAAG 

GTTC 

>GBCA0289 | Acc | S75031 | Ver | S75031 . 1 GI : 797372 | histamine receptor subtype H2 [dogs, colonic 
crypts, muscularis mucosa, attendant submucosal plexuses, mRNA Partial, 149 nt] . 
GCACGCCTTACCAGCTCTTCCGCTGCAGGACGGCCAGCCACAATGCCCAGGAAACTTCTCTGAGGTCGAA 
CAGCTCTCAGCTGGCCAGGAATCAAAGCCGAGAACCCATGCGGCAGGAAGAGAAGCCCCTG2^AGCTCCAG 

GTGTGGAGT 

>GBCA0290 lAcc|S75111|VerlS75111.1 GI : 797371 | histamine receptor subtype HI [dogs, colonic 
crypts, muscularis mucosa, attendant submucosal plexuses, mRNA Partial, 161 nt] . 
TAATTTCATCTCCTTCATGGTCATTGCTTTCTCCAAGAGATGTTGCAATGAGCGTGTGCACATGTTCACC 
ATCTGGCTGGGCTATATCAACTCCCCTCATTTATCCCTTACGCTGAACCCATGCAATGAAAACTCAAGAC 
ATTCAGGAT T CTGGACAT TGA 

>GBCA0291 |Acc| S75029I Ver IS75029.1 GI : 797370 | neurokinin receptor subtype NK3 [dogs, 

colonic crypts, muscularis mucosa, attendant submucosal plexuses, mRNA Partial, 275 nt] - 

AAGCCAGATGTCTGCAAAAGCAACCAAGATGGTCATCGGAAGTATTCGGATTCTAGCATTCCTACTTGCC 

TTCCCTCAGTGTCTTTACTCCAAAATTAAAGTCATGCCAGGCCGTACCCTTTGTTATGTGCAATGGCCAG 

AAGGTCCCAAACAACATTCCACTCACCATATCATTGTCATTATACTGGTATTCTGCTTCCCATTGCTCAT 

CATGGGCGTCACATACACCATTGTTGGAATTACTCTCTGGGGAGGAGAGATCCCAGGAGATCCCT 
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>GBCA0292 | Accl S75109 ] Ver ) S75109 . 1 GI : 7 973 68 | neurokinin receptor subtype NK1 [dogs, 

colonic crypts, muscularis mucosa, attendant submucosal plexuses, mRNA Partial, 27 9 nt] „ 

CCTTCCACCTCTACTTCCTCCTGCCTCACATCAACCCTGATCTCTACCTGGAGAAGTTTATTCACCAGGT 

CTACCTGGGCATCATGTGGCTGGCCATGAGCTCCACCATGTACAACCCCATCATCTACTGCTGCCTCAAC 

GACAGGTTCCGTCTGGGCTTCAAACATGCCTTCCGGTGCTGCCCCTTTATCAGCGCCGGCGACTACGAGG 

GGCTCGAAATGAAATCCACCCGGTACCTCCAAACCCAGGGCAGCGTGTACAAAGTCAGCCGGCTGGGGA 

>GBCA0293 | Acc | S42 999 | Ver j S42999 . 1 GI : 254534 | K-ras [dogs, spleen, mRNA Partial, 212 ntj . 

CTGAATATAAACTTGTGGTAGTTGGAGCTGGTGGCGTAGGCAAGAGTGCCTTGACGATACAGCTAATTCA 

GAAT CACT TTGT GGATGAATAT GATCCTACAATAGAGGAT TCCTACAGGAAAC AAGTAGT AAT TGAT.GGA 

GAAACCTGTCTCTTGGATATTCTCGACACAGCAGGTCAAGAGGAGTACAGTGCAATGAGGGACCAGTACA 

TG 

>GBCA0294 | Acc 1 AF077817 I Ver | AF077817 . 1 GI : 4204240 | Canis familiaris tissue inhibitor of 
metalloproteinases TIMP-1 mRNA, complete cds . 

CATCGCCGCAGACCCAGCGCCCAGAGAGACTCACCAGAGAACCCACCATGGCACCCTTTGCGCCCCTGGC 
CTCCTGCATCCTGCTGTTGCTGTGGGTGACCGCGCCCAGCAGGGCCTGTACCTGTGCCCCACCCCACCCG 
CAGACAGCCTTGTGCAACTCCCAAATCGTCATCAGGGCCAAGTTCGTGGGGACCGCAGAAGTCAACCAGA 
CCGACTTAAACCGGCGTTATGAGATCAAGATGACCAAGATGTTCAAGGGTTTCAGCGCCTTGGGGAATGC 
CTCGGACATCCGCTTCGTCGACACCCCCGCCCTGGAAAGCGTCTGCGGATACTTGCACAGGTCCCAGAAC 
CGCAGCGAGGAGTTTCTGGTCGCCGGAAACCTGCGGGACGGACACTTGCAGATCAACACCTGCAGTTTCG 
TGGCCCCGTGGAGCAGCCTGAGTACCGCTCAGCGCCGGGGCTTCACCAAGACCTATGCTGCTGGCTGTGA 
GGGGTGCACAGTGTTTACCTGTTCATCCATCCCCTGCAAACTGCAGAGTGACACTCACTGCTTGTGGACG 
GACCACTTCCTCACAGGCTCTGACAAGGGTTTCCAGAGCCGCCACCTGGCCTGCCTGCCAAGAGAGCCAG 
GGATATGCACCTGGCAGTCCCTGCGGCCCCGGATGGCCTAAATCCTACTCCCCGTGGAAGCCAAAGCCTG 
CACAGTGTTCACCCCACTTCCCACTCCCGTCTTTCTTTATCCAAAACAATGAAATAAAGAACTACCATCC 
AAAAAAAAAAAAAAAAA 

>GBCA0295 | Acc | AF045773 | Ver I AF045773 . 1 GI : 416444 9 | Canis familiaris adrenomedullin 
precursor, mRNA, complete cds. 

GCGGAACAACTCGAGCCTCGCCACCTCTGGTTTCTCACCGCAGCTTGGACGTTGGGGTTTTGCCAGCACC 
AGAGCGACGTCTCAGACCTTCTCCTCCCGGATCTTGGCAGATCACCCCCTCAGCAGGGTCTGCGCATCGC 
CGCCAGCATGAAGCTGGTTCCCGTCGCCCTCTTATACCTGGGCTCCCTCGCCTTCTTGGGCGCGGACACC 
GCACGGCTAGACGTGGCGTCAGAGTTCCGAAAGAAGTGGAATAAATGGGCTGTAAGTCGTGGAAAGAGGG 
AACTTCGAGTGTCCAGCAGCTATCCCACCGGGCTCGCTGAAGTGAAGGCCGGGCCGGCCCAGACTCTTAT 
TCGGACCCAGGACGTGAAGGGCGCCTCTCGCAACCCCCAGACCAGCGGTCCGGACGCCGCCCGCATCCGA 
GTCAAACGCTACCGCCAGAGTATGAACAATTTCCAGGGCCCGCGGAGCTTCGGCTGCCGCTTCGGAACGT 
GCACGGTGCAGAAACTGGCGCACCAGATCTACCAGTTCACAGACAATGACAAGGACGGCGTCGCCCCCAG 
GAGCAAGATTAGCCCTCAGGGCTACGGCCGCCGGCGCCGGCGCTCCCTGCCCGAGCCCGGCCTTCGCCGG 
ACTCTGTTGTTCCCGGAGCCACGGCCAGGCGGGGCTCCGGCCCCCCGGGCGCATCAGGTGCTCGCCAACC 
TCCTTAAGATGTAGGCGCCTGTGGCAGCAGCGAACTGGCGCGCGTGTGCATCCCGCTGGCTTCCCCCTGG 
GCGGAGGGCTTCCCCGAGCCGAGCCCCTCTGCCGATGGAAGTCGGGCAGAGACCGGGATTCCGGGAGGCA 
CCGTCCCGCGGCCAGCCCT GGCTTTGCGCGAGCCCC TTC TCCTCGGAGGCACGGATCCCTC TGT CCCAAG 
CCGGCCCAGGTGTCCCGT GGGGGGC AGAGGAATGCAAGGGAGGCCTGCCAGGCTCACGGAGAGGATTAAC 
TGAGAATTAAATGAGAATTAAATGCTTGAGACCCTCCCCCCTCCCCCCCCAGGGACAGGGGTCTGAGTCA 
CTGCCGTGCCTGCCCACAAACTGATTTCTCACGGGGTGTCACCCCACCGGGGCGCAAGCCTCACTATTAC 
TTGAACTTTCCAAAACCTAGAGAGGAAAAGTGCAATGCGTGTTGTATATACAGAGGTAACTATCAATATT 
TAAGTTCGTTGCTGTCAGAAGATTTTTTTGTAACTTCAAATATAGAGATATTTTTGTACGTTATATATTG 
TATTAAGGGCATTTAAAAACCATTGCATTGTCCCCCTCCCCACTTATTTTAATACGTGAATGTCTCAGCG 
AGGTGTAACGTTGTTTTTGCTGCAGAGTGTGTGAGTGTGCGTGGGAGACTTATTACCTCTTGTGGAAGAA 
GGAACACCGTGTCTCTGCATTATCTATTTACATAAAATGGGTGATATGCGAAAATAGCAAATCAAT 

>GBCA0296 | Acc )AF086711 | Ver | AF086711. 1 GI : 4 151316 | Canis familiaris CD40 ligand (CD40L) 
mRNA, complete cds, 

CAGCATGATCGAAACATACAGCCAAACTGCTCCCCGATCTGTGGCCACTGGACCACCCGTCAGTATGAAA 
ATTTTTATGTATTTGCTTACTGTTTTTCTCATCACCCAGATGATTGGATCGGCACTCTTTGCTGTATATC 
TTCACAGAAGATTGGACAAGATAGAAGATGAAAGGAATCTTTATGAAGATTTTGTGTTCATGAAAACGTT 
ACAGAAATGCAACAAAGGGGAGGGGTCCTTGTCCTTACTGAACTGTGAGGAAATTAAAAGCCAATTTGAA 
GCCTTTCTCAAGGAGATAATGCTAAACAACGAAATGAAGAAAGAAGAAAACATTGCAATGCAAAAAGGTG 
ATCAGGATCCTCGAATTGCAGCCCATGTCATAAGTGAGGCTAGTAGTAACCCAGCGTCCGTTCTGCGGTG 
GGCGCCAAAAGGGTACTACACCATAAGCAGCAACCTGGTGAGCCTCGAGAATGGGAAACAGTTGGCCGTG 
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AAAAGACAAGGACTCTATTACGTCTATGCCCAAGTCACCTTCTGCTCCAATCGGGCAGCTTCGAGTCAAG 
CTCCGTTCGTCGCCAGCCTATGCCTCCATTCCCCGAGTGGAACGGAGAGAGTCTTACTCCGCGCCGCGAG 
CTCCCGCGGCTCGTCCAAACCTTGCGGCCAACAGTCCATCCACTTGGGAGGAGTATTTGAATTGCATCCA 
GGTGCTTCGGTGTTCGTCAACGTGACTGATCCAAGCCAAGTGAGCCACGGGACCGGCTTCACGTCTTTTG 
GCTTACTCAAACTCTGAA 

>GBCA0297 | Acc I AF027361 1 Ver | AF0273 61 . 1 GI : 4103762 | Canis familiaris GDP dissociation 
inhibitor isoform 2 (GDI-2) mRNA, complete cds . 

ATGAACGAGGAGTACGACGTGATCGTGCTGGGCACCGGCCTGACGGAATGTATCCTGTCAGGTATAATGA 
CGGTGAATGGGAAGAAAGTTCTTCACATGGATAGAAACCCATATTATGGAGGAGAAAGTGCATCTATAAC 
ACCTCTGGAAGATTTATACAAAAGATTTAAGATACCAGGAGCACCACCAGCCTCGATGGGAAGAGGGAGA 
GACTGGAACTTGGACCTGATCCCTAAGTTCCTCATGGCCAATGGTCAGCTTGTGAAGATGCTGCTTTATA 
CAGAGGTCACTCGTTATCTGGATTTCAAAGTGACTGAAGGGAGCTTTGTCTACAAGGGAGGAAAAATCTA 
CAAGGTTCCTTCCACTGAAGCAGAAGCCCTGGCATCTAGCTTAATGGGACTGTTTGAAAAACGTCGCTTC 
AGAAAATTCCTAGTGTATGTTGCCAACTTTGATGAAAAAGATCCCAGAACTTTTGAGGGCATCGATCCTA 
AGAAGACTGCCATCGGAGAGGTGTACAAGAAATTTGACTTGGGACAAGATGTCATAGACTTTACTGGCCA 
TGCCCTGGCACTTTACAGGACCGATGACTATTTAGATCAGCCATGTTGTGAAACCATTAATAGGATTAAA 
CTTTACAGCGAGTCTCTGGCAAGATATGGCAAAAGCCCGTACCTCTACCCACTGTATGGCCTTGGGGAGC 
TGCCGCAGGG AT T TGCAAGGCT AAGTGCT AT TT AT GGT GGCACCT AC AT GCT CAATAAACCCAT T GAAGA 
AATCATTGTGCAAAATGGCAAAGTGATTGGTGTGAAATCTGAAGGAGAGGTTGCTCGCTGCAAGCAGCTC 
ATCTGTGACCCCAGCTACGTCAAAGACCGGGTAGAGAAGGTGGGCCAGGTCATCAGGGTTATCTGCATTC 
TCAGCCACCCCATCAAGAACACCAAT GACGCCAACT CCTGCCAGAT CAT CAT CC CCCAGAACCAGGT CAA 
TCGGAAGTCAGACATCTACGTGTGCATGATTTCCTCTGCACACAATGTGGCCGCGCAAGGGAAGTACATC 
GCCATAGTGAGCACGACGGCGGAGACCAAGGAACCTGAGAAGGAAATCAGACCAGCTTTGGAGCTTCTGG 
AACCAATTGAACAGAAATTTGTTAGCATCAGCGACCTCCTTGTACCCAAAGACCTGGGGACGGAAAGCCA 
GATCTTTATTTCCCGCACGTACGATGCTACAACTCACTTTGAGACCACCTGTGACGATATTAAAAACATC 
TACAAGAGGAT GACCGGC TCCGAGTT TGACT TT GAGGAAATGAAGCGCAAGAAGAACGACATCTACGGGG 
AAGACTAG 

>GBCA0298 | Acc | AF027360 1 Ver | AF027360 . 1 GI : 41037 60 | Canis familiaris GDP dissociation 
inhibitor isoform 1 (GDI-1) mRNA, complete cds. 

ATGGACGAGGAATACGATGTGATCGTGCTGGGGACCGGCCTCACCGAATGTATCTTGTCGGGCATCATGT 
CCGTGAACGGCAAGAAAGTGCTGCATATGGACCGGAACCCCTACTATGGGGGTGAGAGCTCCTCCATCAC 
ACCCCTGGAAGAGCTCTATAAGCGTTTTCAATTGCTGGAGGGGCCCCCTGAGGCAATGGGCAGGGGCCGA 
GACTGGAACGTTGACCTGATCCCGAAGTTCCTCATGGCCAATGGGCAGCTGGTAAAGATGCTGCTGTATA 
CAGAGGTGACGCGCTACCTGGACTTCAAGGTGGTGGAGGGCAGCTTCATCTACAAGGGGGGAAAGATCTA 
TAAAGTGCCATCCACTGAGACCGAAGCCTTGGCTTCCAATCTGATGGGCATGTTTGAGAAACGCCGTTTC 
CGCAAGTTCCTGGTATTTGTGGCAAACTTTGATGAAAATGACCCCAAGACCTTCGAGGGTGTTGACCCCC 
AGAGCACCAGCATGCGTGACGTCTACCGGAAGTTTGACTTGGGCCAGGATGTCATCGACTTCACTGGCCA 
TGCCCTGGCCCTCTACCGCACTGATGACTACCTGGACCAGCCCTGTCTTGAGACCATCAACCGCATCAAG 
TTGTACAGTGAGTCCCTGGCTCGGTATGGAAAGAGTCCTTATTTGTACCCACTCTACGGCCTTGGTGAGC 
TGCCCCAGGGCTTTGCAAGATTGAGTGCCATCTACGGAGGGACATACATGCTGAACAAACCTGTGGATGA 
CATCATCATGGAGAATGGCAAGGTGGTGGGTGTGAAGTCTGAGGGAGAGGTGGCCCGCTGCAAGCAGCTG 
ATCTGTGACCCCAGCTACATTCCGGACCGAGTGCGGAAGGCCGGTCAGGTTATCCGCATCATCTGTATCC 
TCAGCCACCCCATCAAGAACACCAATGATGCCAACTCCTGCCAAATCATTATCCCCCAGAACCAAGTTAA 
CAGGAAGT CAGACAT CT ACGTGT GCATGATCT CCT ACGCACACAACGTGGCTGCACAGGGCAAGTACAT C 
GCCATTGCCAGCACCACAGTGGAGACAGCTGAGCCGGAGAAGGAGGTTGAGCCTGCCCTGGAGCTCCTGG 
' AGCCCATTGACCAGAAGTTTGTGGCCATCAGTGACTTATACGAGCCCATTGATGACGGTTCTGAGAGCCA 
GGTGT TCTGT T CCTGCTCCT AT GAT GCCACCACACACT TCGAGACAACCTGCAAT GACATCAAAGAC ATC 
TACAAGCGCATGGCAGGCTCCGCCTTTGACTTTGAGAACATGAAGCGCAAACAGAATGACGTGTTTGGAG 
AAG C T G AC C AG T G A 

>GBCA0299 | Acc |AF060171 | Ver ]AF0 60171 . 1 GI : 410 6125 | Canis familiaris dipeptidyl peptidase I 
mRNA, partial cds. 

GACACACCTGCCAACTGCACCCACCCGGAGCTGCTGGGCACGTGGGTCTTCCAGGTGGGCCCCGCGGGGT 
CCCGCAGCGTCAACTGCTCGGTGATGGGACCACCAGAAAAAAAAGTAGTGGTGCATCTTGAGAAGTTGGA 
CACGGCGTATGATAATTTTGGCAATACGGGCCATTTTACCATCATTTACAATCAAGGCTTTGAGATTGTG 
TTGAACGACTACAAGTGGTTTGCCTTTTTTAAGTATAAAGAAGAGGGTCACAAGGTCACCAGTTACTGCA 
ACGAGACCATGACTGGATGGGTGCACGATGTGCTGGGCCGCAACTGGGCTTGTTTCACTGGAACCAAGAT 
GGGAACT ACCT CTGAAAAAGCGAAGGTGAACACAAAACACAT T GAGAGGCT CCAGGAAAACAATTCTAAT 
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AGGCTCTACAAATACAACTATGAGTTTGTGAAAGCGATCAATACCATTCAGAAGTCTTGGACTGCAACCA 

GATACATAGAAT AT GAG ACTCT CACCTTGAG AGACAT GAT GACGAGAGTTGGTGGCCGGAAAATCCCAAG 

GCCTAAACCCACACCACTGACTGCTGAAATACATGAAGAGATTTCACGTTTGCCAACATCATGGGACTGG 

AGAAATGTTCGTGGTACCAATTTTGTTAGTCCTGTTCGAAACCAAGCATCTTGTGGAAGCTGCTACGCAT 

TTGCGTCTACAGCTATGTTGGAAGCAAGAATCCGTATACTAACCAACAATACTCAGACTCCAATTTTGAG 

TCCTCAGGAGATTGTCTCTTGCAGCCAGTATGCTCAAGGCTGTGAAGGTGGCTTCCCGTACCTCATCGCA 

GGAAAATATGCCCAAGATTTTGGGCTGGTGGAAGAGGCCTGCTTCCCCTACGCAGGCTCTGATTCTCCAT 

GCAAACCAAATGACTGCTTCCGTTACTACTCCTCTGAGTACTACTATGTGGGAGGTTTCTATGGGGCCTG 

CAATGAAGCCCTGATGAAGCTTGAGCTGGTCCGTCACGGGCCCATGGCAGTTGCTTTTGAAGTCTATGAT 

GACTTCTTCCACTACCAGAAGGGAATCTATTACCACACTGGCCTGAGAGACCCTTTCAACCCCTTTGAAC 

TGACTAATCATGCTGTTTTGCTGGTGGGCTATGGTACTGACTCAGCCTCTGGGATGGATTACTGGATTGT 

GAAAAACAGCTGGGGCTCTAGGTGGGGTGAAGATGGTTACTTCCGGATCCGCAGAGGAACGGATGAATGT 

GCAATTGAAAGCATAGCAGTGGCAGCCACACCAATTCCTAAATTGTAGGATATGGGTCCTGGCATTTCCT 

GTT GACCACCATTAGT CACGAAAGGGGAT CAAT T TAT T CAGACCGAAAAC T T TTATAGCAGCAAT T TCAG 

ATTACAGATAGATTCCTATGAAGATTTTTGCCTTTAAAATTAAAATTGTCTTTGATTTAAATATACCTTT 

CCATTAACCACTGGCCTACTTTATAGCTATGTAGTAATAAAATGCAGGATTCTGTTCATTAAAAAAAAA 

>GBCA03O0 |Acc|AF070485|Ver|AF070485.1 GI : 3982750 1 Canis familiaris dystrophin mRNA, 

complete cds • 

GGTCCTGGAATTTGAAATATCCAGGGGCCTCTACAGAATCCTGGCATCAGTTACTATGTTGACTCACTCA 
GTGTTGGGATCACTCACTTTCCCCTTACAGGACTCAGATTTTGGAGGCAATTAGCTTCATCAGAGAAAAA 
CGAATAGGAAAAACTGAAGTGTTATTTTTTAAAAGGCTGCTGAAGTTGGTTGATTTCTCATCATTCCTAA 
ACCTATTGGAGCACTTAAGTTGGGAGAAAATTTACCAAGATTTTTACTGCTGCCTTGATACATACTTTTT 
T T T C C C C AAAT GCTTTGGTGG G AAGAAG T AGAG G AC T G T TAT G AAAG AG AAG AT GTT C AAAAG AAAAC AT 
TCACAAAATGGGTAAATGCACAGTTTTCTAAGTTTGGGAAGCAGCACATAGAGAACCTCTTCAGTGACCT 
ACAGGATGGGAGACGCCTCCTAGACCTTTTGGAAGGCCTGACAGGGCAAAAACTGCCAAAAGAAAAAGGA 
TCCACAAGAGTTCATGCCCTGAACAATGTCAACAAGGCACTGCGCGTCTTGCAGAAAAATAATGTTGATT 
TAGTGAACATTGGAAGTACTGACATAGTAGATGGAAATCACAAACTGACTCTTGGTTTGATTTGGAATAT 
AATCCTCCACTGGCAGGTCAAAAATGTAATGAAAAATATCATGGCTGGATTGCAACAAACCAACAGTGAA 
AAGATTCTCCTGAGCTGGGTCCGACAATCAACTCGTAATTATCCACAGGTTAATGTCATTAACTTCACCA 
CCAGCTGGTCTGATGGCCTGGCTTTGAACGCTCTCATCCACAGTCATAGGCCAGACCTGTTTGATTGGAA 
TAGTGTGGT T T GCCAGCAGT CAGCCACACAACGCCT GGAACATGCATTCAACAT T GCCAAATATCAAT TA 
GGCATAGAGAAACTGCTTGATCCTGAAGATGTTGCCACCACTTATCCAGATAAGAAGTCCATCTTAATGT 
ATATCACATCACTCTTCCAAGTTTTGCCTCAACAAGTGAGCATTGAAGCCATCCAGGAAGTGGAAATGTT 
GCCAAGGCCAT CT CAAGTTACT AGAGAAGAACATTTTCAGATACAT CATCAAAT GCACTAT TCTCAACAG 
ATCACAGTCAGTCTAGCACAGGGATATGAACGAGCCCCTTCCTTTCCTAAGCCTCGGTTCAAGAGCTATG 
CCTACACACAGGCTGCTTATGTCACCACTTCTGACCCCACACGGAGCCCACTTCCTTCACAGCATTTGGA 
AACT CCTGAAGACAAGTCATTT GGCCGGTCATTGACAGAGACCGAAGCAAACCTGGACAGT TAT CAAACA 
GCTTTGGAAGAAGTACTCTCGTGGCTTCTTTCAGCTGAGGATGCACTGCAAGCCCAAGGAGAGATTTCTA 
ATGATGTCGAAGAAGT GAAAGAACAATT T CATAC TCATGAGGGATATAT GAT GGACT TGAC ATCCCATCA 
GGGACGGGTCGGTAATGTTCTCCAACTGGGAAGTCAACTGATTGGAACAGGGAAATTATCAGAAGATGAA 
GAAACCGAAGTGCAGGAACAAATGAATCTCCTCAATTCAAGATGGGAATGCCTCAGGGTAGCTAGCATGG 
AAAAACAAAGCAAT T TACATAAAGT TC TAATGGATCTCCAGAATCAGCAACTGAAAGAGT T AAAT GACT G 
GCTAACCAAAACAGAAGAGAGAACAAGGAAAATGGAGAAGGAGCCCCTTGGACCTGATATTGAAGACCTA 
AAACGCCAAGTACAACAACATAAGGTGCTTCAAGAAGACTTAGAACAGGAACAAGTCAGGGTCAATTCCC 
TCACTCATATGGTGGTGGTAGTCGATGAATCTAGTGGAGACCATGCAACTGCTGCTTTGGAAGAACAACT 
TAAGGTACTGGGAGATCGATGGGCAAACATCTGTAGGTGGACAGAAGATCGCTGGGTTCTTTTACAAGAC 
ATCCTCCTAAAATGGCAGCGTTTTACTGAAGAACAGTGCCTTTTTAGTGCATGGCTTTCGGAGAAGGAAG 
ATGCAGT GAACAAGAT TCACACAAC TGGCT T TAAGGATCAAAGTGAAGTGTT AT CAAAT CT TCAGAAACT 
GGCTGTCTTAAAAACAGATCTGGAAAAGAAGAAGCAAACCATGGACAAACTCTGCTCACTCAACCAAGAC 
CTTCTTTCAGCGCTGAAAAACACAGTGGTAGCCCACAAGATGGAAGCATGGCTGGACAACTTTGCCCAGC 
GCTGGGATAATTTAGTCCAGAAACTTGAAAAAAGTTCAGCACAGATTTCACAGGCTGTCACCACCACTCA 
GCCATCACTAACACAGACAAC TGTAAT GGAAACAGTAAC TATGGTGACCACGAGGGAACACATCT TGGT A 
AAGCATGCCCAAGAGGAACTGCCACCACCACCCCCTCAGAAGAAGAGGCAGATTATCGTGGATTCTGAAA 
TTAGGAAAAGGTTGGATGTCGATATAACTGAACTTCACAGTTGGATTACTCGTTCAGAAGCTGTGTTGCA 
GAGTCCTGAATTTGCAATCTATCGGAAGGAAGGCAACTTCTCAGACCTTAAAGAAAAAGTCAATGCCATA 
GAGCGAGAAAAAGCCGAGAAGTTCAGAAAACTGCAAGATGCCAGCAGATCAGCTCAGGCCCTGGTGGAAC 
AGATGGTGAATGAGGGTGTTAATGCTGACAGCATCAAACAAGCCTCCGAACAACTGAACAGCCGGTGGAT 
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AGAGTTCTGCCAATTGCTAAGCGAGAGACTTAACTGGCTGGAGTATCAGAACAACATCATCACTTTCTAT 

AATCAGCTACAACAATTGGAGCAGATGACAACTACTGCTGAAAACTGGTTGAAAACCCAGCCTACCACCA 

CATC AGAGCCAACAGCAAT TAAAAGCCAGTTAAAAAT T TGTAAGGAT G AAAT CAACCGACT GTCAGCTCT 

TCAGCCTCAAATCGAGCGATTAAAAATTCAAAGCATAGCCCTGAAAGAGAAAGGACAAGGGCCAATGTTC 

CTGGATGCAGACTTTGTGGCCTTTACAAATCATTTTAACCAAGTCTTTGCTGATGTGCAGGCAAGAGAAA 

AAGAGC TACAAACAAT TT T TGACAGT TT GCCACCCATGCGCTAT CAGGAGACT ATGAGT ACCAT CCT GAC 

ATGGATCCAGCAGTCAGAAACCAAACTCTCTATACCTCAGGTTACTGTCACTGAATATGACATCATGGAA 

CAGAGACTCGGAGAGCTACAGGCTTTACAAAGCTCTCTGCAAGAGCAACAAAATGGCCTAAACTATCTCA 

GCACCACTGTGAAAGAGATGTCAAAGAAAGCACCACTGTCTGATATTAGTCGGAAATATCAATCAGAATT 

TGAAGAGATTGAGGGACGTTGGAAGAAGCTGTCTTCCCAGCTGGTTGAACATTGTCAAAAGTTGGAGGAG 

C AAAT GGCTAAACTT CGAAAAAT TCAGAAT CACATAAAAAC T C T GAAGAAATGGAT CACTGAAG TCGATG 

TTTTCCTGAAGGAGGAATGGCCTGCCCTTGGGGATTCAGAAATTCTGAAAAGACAGCTGAAACAGTGCAG 

GCTTTTAGTCAATGACATTCAGACCATCCAGCCTAGTCTCAACAGTGTCAATGAAGGGGCTCAGAAGATG 

AAGAATGAAGCAGAACCAGAGTTTGCTGGCAGACTTGAGACAGAGCTCCGAGAACTTAACACCCAGTGGG 

ATTACATGTGCCGCCAGGTCTATGCCAGGAAGGAAGCCTTAAAAGGAGGTTTGGATAAAACTGTAAGTCT 

TCAGAAAGATCT GT C AGAGATGCATGAGT GGATGACACAAGCT GAAGAAGAATACCT AG AGAGAG AT T TC 

G AAT ACAAGAC C C C T GAT GAAT T AC AG AC AGC AG T T G AAG AGAT GAAG AGAG C T AAAGAAG AG GC C CAGC 

AAAAAGAAGCAAAAGTGAAACTCCTAACCGAGTCCGTCAATAGTGTCATAGCTCAGGCTCCACCTGCAGC 

ACAAGAGGCCTTAAAAAAGGAACTTGACACTCTCACCACCAACTACCAGTGGCTCTGCACCAGGCTCAAT 

GGCAAATGCAAGACCTTGGAAGAAGTTTGGGCGTGCTGGCATGAGTTATTGTCCTACTTGGAGAAGGCAA 

ACAAGTGGCTAAGTGAAGTAGAAGTCAAGCTTAAAACCACTGAAAATATTTCTGGGGGAGCTGAGGAAAT 

CGCCGAGGTGCTTGATTCGCTTGAAAATTTGATGCAACATTCAGAGGATAACCCGAATCAGATTCGCATA 

T TGGCACAGACC T TGACAGATGGT GGAGTCAT GGATGAACT GATCAAT GAGGAGC T TGAGACAT T T AAT T 

CTCGTTGGAGAGAACTCCATGAAGAGGCTGTGAGGAGGCAAAAGTTGCTTGAGCAGAGTATCCAGTCGGC 

CCAGGAGATAGAAAAATCCTTGCACTTAATTCAGGAGTCCCTCTCTTCCATTGACAAGCAGTTGGCAGCT 

TATATTGCTGACAAAGTGGATGCAGCTCAGATGCCTCAGGAAGCCCAGAAAATCCAATCAGATTTGACAA 

GTCAT GAGAT CAGTTTAGAAGAAAT GAAGAAACATAACCAGGGAAAGGAGACTGCCCAAAGGGTACTATC 

CCAAATTGATGTGGCACAGAAAAAATTGCAGGATGTTTCCATGAAGTTTCGATTATTCCAGAAGCCAGCC 

AAT TT TGAGCAGCGCCTACAAGAAAGTAAAAT GAT TT TAGATGAAGT GAAGATGCATT T ACCTGCGTT GG 

AAACAAAGAGTGTGGAACAGGAAGTAGTACAGTCACAGTTAAATCATTGTGTGAACTTGTATAAAAGTCT 

GAGTGAAGTGAAGTCTGAAGTGGAAATGGTAATAAAAACTGGACGTCAGATTGTACAGAAGAAGCAGACG 

GAAAACCCGAAAGAGCTTGATGAAAGAGTTACAGCTTTGAAATTGCATTATAATGAGCTGGGAGCAAAGG 

TGACAGAAAGAAAGCAACAGTTGGAAAAATGCTTGAAATTGTCCCGTAAGATGCGAAAGGAAATGAATGC 

CCTGACAGAATGGCTGGCAGCTACAGATATGGAACTGACAAAGAGATCGGCAGTTGAAGGAATGCCTAGT 

AAT TTGGATTCTGAAGTTGCCTGGGGAAAGGCTACTCAGAAAG AGAT TGAGAAACAGAAGGTTCACCTAA 

AGAGTGTCACAGAGGTAGGAGAGGCCTTGAAAACGGTTTTGGGCAAGAAGGAAATGTTGGTGGAAGATAA 

ACTGAGTCTTCTGAATAGTAACTGGATAGCCGTCACTTCCCGAGCAGAAGAGTGGTTAAACCTTTTATTG 

GAATACCAGAAACACATGGAAACT TT TGACCAGAAT GT GGAT T ACAT CACAAACTGGATCATTCAGGCT G 

AT GC AC T T T T GG AT GAAT C T G AG AAAAAG AAAC C T C AG C AAAAAG AAG AC AT AC T T AAG C G T T T AAAG GC 

TGAAATGAATGACATACGTCCAAAGGTGGATTCTACACGTGACCAAGCAGCAAACCTGATGGCAAACCGC 

GGCGACCACTGCAGGAAAGTAGTAGAGCCCAAAATCTCAGAGCTCAACCATCGATTTGCAGCCATTTCTC 

ACAGAAT TAAGACTGGAAAGGCC TCCAT TCC T TT GAAGGAAT TGGAGCAGT T T AACTC AGATAT ACAAAA 

ATTGCTTGAACCACTGGAGGCTGAAATTCAGCAGGGGGTGAATCTGAAAGAGGAAGACTTCAATAAAGAT 

ATGAGTGAAGACAATGAGGGTACTGTAAAAGAATTGTTGCAAAGAGGAGACAACTTACAACAAAGAATCA 

CAGATGAGAGAAAGCGAGAGGAAATAAAGATAAAACAACAGCTGTTACAGACAAAACATAATGCTCTCAA 

GGATTTGAGGTCTCAAAGAAGAAAAAAGGCTCTAGAAATTTCTCACCAGTGGTATCAGTACAAGAGGCAG 

GCTGATGATCTCCTGAAATGCTTGGATGACATTGAAAAAAAATTAGCCAGCCTACCTGAACCCAGAGATG 

AAAGGAAAATAAAGGAAATTGATCG TGAAT TGCAG AAGAAGAAAGAGGAGCT GAATGCAGT GCGTAGGCA 

AGCTGAGGGCTTGTCTGAGGATGGGGCCGCAATGGCAGTGGAGCCAACTCAGATCCAGCTCAGCAAGCGC 

TGGCGGGAAATTGAGAGCAAATTTGCTCAGTTTCGAAGACTCAACTTTGCACAAATTCACACTGTCCATG 

AAGAGTCAGTGGTGGCGATGACTGAAGACATGCCTTTGGAAATTTCTTATGTGCCTTCTACTTACCTGAC 

TGAGATCACTCATGTCTCACAAGCCCTATCAGAAGTGGAAGAGCTTCTTAATGCTCCCGACCTTTGTGCT 

CAAGATT T TGAAGATC TCT TTAAACAAGAGGAATCCT TGAAGAACATAAAAGACAGCCTGCAACAAATCT 

CAGGTCGGATTGACATCATTCACAATAAAAAGACAGCAGCATTGCACAGTGCCACTCCTGCAGAAAGGGC 

AAAGCTCCAGGAAGCTCTCTCACGGCTTGATTTCCAATGGGAAAGAGTTAACAATATGTACAAGGACCGA 

CAAGGGAGATTTGACAGATCTGTGGAAAAATGGCGGCGGTTTCATTATGATATGAAGATACTTAATCAAT 

GGCTAACAGAAGCTGAACAGTTTCTCAAAAAGACACAAATTCCTGAGAATTGGGAACATGCCAAATACAA 
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ATGGTATCTTAAGGAACTCCAGGATGGCATTGGACAGCGGCAAAGTGTTGTCAGGGTATTGAATGCAACT 
GGGGAAGAAATAATTCAACAGTCCTCAAAAACAGATGCCAGTATTCTCCAAGAAAAACTGGGAAGCCTGA 
ATCTGCGGTGGCAGGAGGTCTGCAAACAGCTGGCAGAAAGAAAAAAGAGGCTAGAGGAACAGAAGAATAT 
CTTGTCAGAATTTCAAAGAGATGTAAATGAATTTGTTTTATGGTTGGAAGAAGCGGATAACGTTGCTAAT 
ATTCCACTTGAACCTGGAAATGAGCAGCAGCTAAAAGAAAAACTTGAACAAGTCAAGTTACTGGCAGAAG 
AGTTGCCCCTGCGCCAGGGAATTCTAAAACAATTAAATGAAACTGGAGGAACAGTGCTTGTAAGTGCTCC 
C C T AAGC C C AG AAG AG C AAGAT AAAC T T G AAAAT AAGC T C AAGC AG AC AAAT C T T C AG T G G AT AAAGG T T 
TCTAGAAATCTGCCTGAGAAGCAAGAAGAAATTGAGGCACACGTAAAAGACCTTGGACAGCTGGAAGAGC 
AGTTAAATCATCTGCTTCTATGGCTGTCTCCTATTAGGAATCAGTTGGAAATTTACAATCAGCCAAATCA 
AACAGGACCAT T T GACATCAAGGAAAT TGAAGTAGCAGT T CAAGC TAAACAGCCGGATGT GGAAGGGAT T 
TTGTCTAAAGGGCAGCATTTGTACAAGGAAAAACCAGCCACTCAGCCAGCGAAGAGAAAGCTGGAAGATC 
TCAGCTCTGATTGGAAGGTGGTAACTCAGTTGCTTCAAGAGCTGCGGGCAAAGCAACCTGGCCCAGCTCC 
TGGACTGACCACTGTCAGAGCCCCTGCCAGTCAGACTGTTACTCTGGTGACACAACCCGCGGTTACCAAG 
GAAACTGCCATCTCCAAACTAGAAATGCCATCTTCATTGCTGTTGGAGGTACCTGCACTGGCAGATTTCA 
ACCGAGCTTGGACAGAACTTACCGACTGGCTGTCTCTGCTTGATCGAGTTATAAAATCACAGAGGGTGAT 
GGT GGGTGAT CT TGAAGACATTAACGAGATGAT CAT CAAGCAGAAGGCAACGCT GCAGGAT T TGGAACAG 
. AG G C G C C C C C AG T T G G AAG AAC T CAT T AC C G C T G C C C AG AAT T T G AAAAAC AAG AC C AG C AAT C AAG AGG 
CTAGAACAAT CAT TACT GATCGAAT TGAAAGAAT TCAGAGTCAGT GGGATGAAGT ACAGGAACATCTTC A 
GAACCGGAGGCT ACAGT T GACTGAAAT GT TAAAGGAT TCCACACAATGGCT GGAAGC T AAAGAGGAGGCT 
GAGCAGGTGTTGGGGCAGGCCAGAGCCAAGCTTGAGTCATGGAAGGAGGCTCCCTACACAGTAGATGCAA 
TCCAAAAGAAAATCACAGAAACCAAGCAGTTGGCCAAAGACCTCCGCCAGTGGCAGATAAATGTAGATGT 
TGCAAATGATTTGGCACTGAAACTTCTCCGAGATTATTCTGCAGATGATACCAGAAAAGTACACATGATA 
ACAGAGAACATCAATGCC T CT T GGGCAAGCAT CCATAAAAGAT T GAGTGAGCGAGAGGCTGCT CT GGAAG 
AAACCCACAGATTACTGCAACAGTTCCCCTTGGACCTGGAGAAGTTCCTTGCCTGGCTTACAGAAGCCGA 
AACAACTGCCAACGTCCTGCAGGATGCCACCCATAAGGAAAGGCTTCTAGAAGATTCCAAGGGAGTAAGA 
GAGC T GAT GAAAC AAT G G C AAGAC CT CC AAGGAGAAAT CG AAGC T CAC AC AG AT AT C TAT C AC AACC T GG 
ACGAAAATGGCCAAAAAGTCCTGAGATCCCTGGAAGGTTCTGACGATGCAGCCTTGTTGCAAAGACGTTT 
GGATAACATGAACTTCAAGTGGAGCGAACTTCGGAAAAAGTCTCTCAACATTAGGTCTCACTTGGAAGCC 
AGTTCTGACCAGTGGAAGCGTCTGCACCTTTCTCTTCAGGAACTTCTGGTATGGCTCCAGCTGAAAGATG 
ATGAGTTAAGCCGGCAGGCACCCATTGGAGGAGACTTTCCAGCGGTGCAGAAGCAGAATGATGTACACAG 
G G C C T T C AAGAGG GAAT T GAAAACG AAAGAAC C T G T AAT CAT G AGT AC T C T T GAG AC T GT AC GAAT AT T T 
CT GACAGAGCAGCCTT TAGAAGGACTAGAGAAACT CTACCAGGAGCCCAGAGAGCTGCC TCCTGAAGAGA 
GAGCCCAGAATGTCACACGGCTCCTACGAAAGCAAGCTGAGGAGGTCAACACTCAGTGGGAAAAACTGAA 
CGTGCACTCTGCAGACTGGCAGAGAAAAATAGACGAGGCCCTCGAAAGACTCCAGGAGCTTCAGGAAGCA 
ACAGATGAGCTGGATCTCAAACTACGTCAGGCAGAGGTGATCAAAGGATCCTGGCAGCCTGTGGGTGACC 
TCCTCATTGACTCTCTCCAAGATCACCTCGAAAAAGTCAAGGCGCTTCGAGGAGAAATTACACCTCTGAA 
AGAGAATGTCAGCTACGTCAATGACCTTGCTCGCCAACTCACTACGTTGGGCATTCAGCTGTCACCATAT 
AACCTCAACACTCTGGAAGACCTGAACACCAGATGGAAGCTTCTGCAGGTGGCCATTGAGGACCGCATCA 
GGCAGCTGCATGAAGCGCACAGGGACTTTGGACCAGCCTCCCAGCACTTCCTTTCCACTTCTGTCCAGGG 
TCCCT.GGGAGAGAGCCATCTCACCAAACAAAGTGCCCTACTATATCAACCACGAGACCCAAACAACTTGC 
TGGGACCATCCCAAAATGACAGAGCTCTACCAGTCTTTAGCTGACCTGAATAATGTCAGGTTCTCAGCTT 
ACAGGACTGCCATGAAACTCCGAAGACTGCAGAAGGCCCTTTGCTTGGATCTCTTGAGCCTATCGGCTGC 
AT GCGATGCCT TGGACCAGCACAACCT CAAGCAAAATGACCAGCCCATGGATAT CCTGCAGGTCAT TAAC 
TGTCTGACCACTATTTATGATCGCCTAGAGCAAGAGCACAACAATCTGGTCAACGTCCCTCTCTGCGTGG 
ATATGTGTCTCAATTGGCTGCTGAATGTTTATGACACGGGACGAACGGGGAGGATCCGGGTCCTGTCTTT 
TAAAACTGGCATCATTTCTCTGTGTAAAGCCCATTTGGAAGACAAGTACAGATACCTCTTCAAGCAAGTG 
GCAAGTTCGACAGGATTTTGTGACCAGCGCAGGCTGGGCCTCCTCCTGCATGACTCTATCCAGATCCCAA 
GACAGTTGGGTGAAGTCGCATCGTTCGGGGGCAGTAACATTGAGCCGAGTGTCAGGAGCTGCTTCCAGTT 
TGCTAATAATAAGCCTGAGATCGAAGCGGCCCTCTTCCTAGACTGGATGCGCCTGGAGCCCCAGTCCATG 
GTGTGGCTGCCTGTCCTGCACCGAGTGGCTGCCGCGGAAACTGCCAAGCACCAGGCCAAGTGCAACATCT 
GCAAGGAGT GT CCCAT CAT CGGAT T CAGGTACAGGAGTCTAAAGCACT T TAAT TATGACATCTGCCAAAG 
TTGCTTTTTTTCTGGTCGAGTTGCAAAAGGCCATAAAATGCACTATCCCATGGTGGAATACTGCACTCCG 
ACTACATCGGGAGAAGATGTCCGTGACTTTGCCAAGGTACTAAAAAACAAATTTCGAACCAAAAGGTATT 
TTGCGAAGCATCCCCGAATGGGCTACCTGCCAGTGCAGACTGTCTTAGAGGGGGACAACATGGAAACTCC 
TGTCACTCTGATCAACTTCTGGCCGGTAGATTCTGCGCCTGCCTCGTCCCCTCAGCTTTCACACGATGAT 
AC T CATTCACGCATTGAGCAT TATGCTAGCAGGCTAAAAAAAAT GGAAAACAGCAATGGATCT TATCTAA 
ATGATAGCAT CTCTCCTAATGAGAGCATAGATGAT GAAC AT T T GT TAATCCAGCAT TACT GGCGAAGT TT 
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GAACCAGGAATCCCCCCTGAGCCAGCCTCGTAGTCCTGCCCAGATCTTGATTTCCTTAGAGAGTGAGGAA 
AGAGGGGAGCTAGAGAGAATCCTAGCAGATCTTGAGGGGAGAAACAGAAATCTGCAAGCAGAGTATGATC 
GTCTAAAGCAGCAGCATGAACACAAAGGCCTGTCCCCACTGCCATCCCCTCCTGAAATGATGCCTACTTC 
TCCCCAAAGTCCCCGGGATGCTGAGCTCATCGCTGAGGCCAAGCTGCTGCGTCAACACAAAGGCCGCCTG 
G AAGCC AGG ATGC AAAT CCT T G AAGACC AT AAC AAAC AACT GG AAT CC C AG T T AC AC AG G C T C AG GC AG C 
TGCTGGAGCAACCCCAGGCAGAGGCCAAGGTGAATGGTACAACGGTGTCTTCTCCTTCTACCTCTCTTCA 
GAGGTCAGATAGCAGTCAGCCTATGCTGCTCCGGGTGGTCGGCAGTCAGACTTCAGAATCCATGGGCGAG 
GAAGACCTGCTCAGCCCTCCCCAGGACACAAGCACAGGGTTAGAGGAAGTGATGGAGCAGCTCAACCACT 
CCT TCCC TAG TTC CAGAGGAAGAAATACCCCTGGG AAGCCAAT GAGAGAGGACACAAT GTAGGAAGCCTT 
TTCCACTTGGCAGATGATTTGGGCAGAGCGATGGAGTCCTTAGTTTCAGTCATGACAGATGAAGAAGGGG 
CAG2\ATAAATGTTTTACAACTCCTGATTCCCGCATGGTTTTTATAATATTCATACAACAAAGAGGATTAG 
ACAGTAAGAGT T TACAAGAAAAAAAAAAACAAATCT AT AT T T TT GTGAAGCGTAGTGGTACTATACTGTA 
GATTTCAGTAGTTTCTAAGTCTGTTATTGTTTTGTTAACAATGGCAGGTTTCACACGTCTATGCAATTGT 
AC AAAAAAG T TAT AAGAAAAC T AC AT G T AAAAT C T T GAT AG C T AAAT AAC T T GC CAT T T C T T TAT AT G G A 
ACGCTTTTGGGTTGTTTAAAAATTTATAACAGTTATAAAGAAAGATTGTAAACTAAAGTGTGCTTTATAA 
AAAAAAAGT TGT TTATAAAAACCCC TAAACACACACACACACACACACACACAC ACACACAC ACACACT T 
TGGGGCAGCGCATTGTTTTGCATCGTTTTAGTGTGATATCCACATGAAATTCATGGTTTTTTTTTTTCTT 
TTCTGGCATATTAAAGATAGGACTTCCTCTAACACCACCAAATGACTACTTCATATGGCTCTTTTAGGAA 
TTGGTGACTGATTGGAACTGGCTGTGGGTTTCCGCTTTATGCATCTATATGTCTAAAATTATGTAAATAC 
TGTAGGTATATAGAGAAATAGATCTGAAT TTC TAGAGACC T TTGAAATT TCT TGGT CAAAT GATC T GGCC 
ACTTGCTAATGGCAAGAGATTGCTTCTGGTCGTCCAGGCTTACCTGCTTGGTCTAGAATGAATTTTCCCT 
GGAGCCTGAAACCAGGAGGCAACTACCACACTAAAACATTGTCTGGGGCTCCAGATGTTTCTCATTTGAA 
ACTTTCCACTGACAGCTACGCTATTGAATCTTTTAAAAGGGACATACGAATGAATACACAGGACTTACTA 
TGTCAGAGTAATCCATGGGTTGATACATTCAGCTTCCCGCTGCTGGCAATGCCACGATCTACATTTAATG 
ATGCT TCAGTGGAAGTCACGACAT C AGAAGACATT T T TAACTCCCAGACAGTGAGGAGGACTTTCTAGTA 
GGGCTGGAGGGCTGTGGACTCCCAGCCAATCCCTGGGAGGGAGGGGGGTCACTCTTCAAGTTAAAGGATT 
GGATGAATGTTCATAACCATACATGGAGATCTTTGTAATTACAACAAAATCACTTCCCTCTCCTCACAGT 
GAAATAGCAGTGGGCATTTGAGGGGGTTTTGCTTTCTTGCTTTATTGCTGCTTTTTTTTTTTTTTTAGAA 
TTTTTCCCCTATTGCAAGGAGTTTTTAAATGCCACAAGACTTCATTTAAAATAACCCTTGGGAAGGTGTG 
TAAGACAGCCTCATCATGGTGTGCTCCTGGTAAATATCTACCCAGAAGCCCATGAACTGTGTTTCCCTAC 
TTCACATTTCTCTACAACTAATTCCACACAGGTTTGTAAGGGGGGAAGGTAGATGGATTCACATGTTCCA 
AAGGGTACTCCAAACCCTTGCTGGTGGGTGAGGAAGGTTAGAGATACAAACATTGTTCAAAAAGAGAATA 
ACCCAAGAGGACTAACTGGTAGGAACAAGCTTTACTCTATCATCTTCTTGGCCTTTCATTTGTTTTCATT 
CAT TCAT TCACT AGAAATCACCAT GTGACCTATTATTT TGCAAATCTGT TACCT CT TAGAT CAAGTATCA 
TTAACTTTTGCAGAGTGGGTTTTGTCTATTATTTTATTAATGACAATTAACATCCAACATGGCTTCTCAT 
GCTATTTCTACCTCACTTTGGTTTTGGGGTGTTCCTAATAATCGTGCACACCTGATTTCACAGCTTCACT 
ACTTGTCCATCATGTGAACATTTTTCTCCATTTTTTCCCCCACTGTCATTTCCAAAGGAAAACCCAAAGC 
TCTAAGGTAACAGAATGACATGAAGATTTGGTTTTGGTCTTGCATTTTTTCTCCTTTATGTGACACTGGA 
CTTTTTCTTTCCCCGCAGATTTTTTTTTTAACCATGATTTAAAACAAGGGGTTGTGTTACTTCTACTAAG 
CAGTTTTAAGTTTCATTCTAAAAGCAGAGGTAAATAGCGTGCATAATTTTATTTTAATCTTTTCATTTTA 
TCTTTTAGACATTAGTTCTGGAGTGAGTCTGTCAAAATATTTGAATAAAAATTGAGAGCTTTATTGCTAC 
GTTTTAAGCATAATTTGGACATTATTCCGTGTTCTTTATAACCACCAAGTATTAAACTGTAAATCATAAT 
GTAACTGAAGCATAAACATCACGTGGCATGTTCTGTCATTGTTTTCAGGTACTGGGTTCTTGAGTATCAT 
AATAT ATT GT GT T T T AACACCAACACT GT AACATTTACTAATTAT T T TTT TAAACT TCAGT T T TACTGCA 
T TTTCACAACATATCAGACT TCACCAAATATAT GCCT TACTAT TGT ATT AT AT TACT GCTT T ACTGT GTA 
TCTCAATAAAGCACGCAGTTATGTTAC 

>GBCA0301 }AccjAF077821lVer]AF077821.1 GI : 3901273 | Canis familiaris inducible nitric oxide 
synthase mRNA, complete cds. 

GCAACACGGGAAACCTCACCCGGCCCGGACACGGACAGGATTGACAGATTGATACTCTTTCTCGATTGGC 
TGGGTGGTGGTGCATGGATGGCGTGTCCGTGGAAATTTCTTTTCAGGGCCAAATTCCACCAATATGGAAT 
GAAAGAGGAAAAAGACAT TAACAACAATGTGGAGAAACCCCCCGGTGCCACTCCCAGCCCATCGACACAG 
GATGACCTTAAGAATCACAAGCATCATAATGATTCCCCGCAGCCCCTCACGGAGACCGTACAGAAACTTC 
CAGAATCTCTGGACAAGCTGCATGCAACCCCATTGTCCCGCCCACAGCACGTGAGGATCAAAAACTGGGG 
CAATGGCAGGAGTTTCCi^AGACACACTTCACCACAAGGCCATGGGGGTTTTAGCTTGCACGTCCAAATTA 
TGCATGGGGTCCATCATGAACACCAAGAGTTTGACCAGAGGACCCAGCGACAAGCCCACCCCTACAGAAG 
AGCTTCTACCTCAAGCCATTGAATTCGTCAACCAATATTACGGCTCCTTCAAAGAGGCAAAAATAGAGGA 
ACATCTGGCCAGGGTGGAAGCGGTAACAAAGGATATAGAAACAACAGGAACCTACCAGCTGACGGGGGAT 
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GAGCTCATCTTCGCCACCAAGCAGGCCTGGCGCAACGCTCCCCGCTGCATCGGGAGGATCCAGTGGTCCA 
ACCTCCAGGTCTTTGATGCCCGGAGCTGTTCCACTGCCAAGGAAATGTTTGAGCACATCTGCAGGCACCT 
GCGTTATGCCAGCAACAATGGCAACATCAGGTCGGCCATCACCGTGTTCCCCCAACGAACTGATGGGAAG 
CATGACTTCCGAGTCTGGAACGCCCAGCTCATCCGCTATGCTGGCTACCAGATGCCCGATGGCACCATCC 
TGGGGGACCCTGCCAGTGTGGAGTTCACCCAGCTGTGCATCGACCTGGGCTGGAAGCCCAAGTACGGCCG 
CTTTGATGTGGTGCCTCTGGTGCTGCAGGCTGATGGCCAAGACCCTGAGTTCTTCGAAATCCCACCTGAC 
CTTGTGCTCGAGGTACCCATGGAACATCCCAAGTATGAGTGGTTCCGGGAGCTGGAGCTGAAGTGGTACG 
CCCTGCCTGCAGTGGCCAACATGCTGCTTGAGGTGGGTGGCCTTGAATTCCCAGGGTGCCCCTTCAACGG 
CTGGTACAXGGGCACGGAAATTGGGGTCCGGGACTTCTGTGATGTTCAGCGCTACAACATCCTGGAGGAA 
GTGGGCAGCAAAATGGGCCTGGAAACACACAAGCTGGCCTCACTCTGGAAGGACCGGGCTGTCATTGAGA 
TCAATGTCGCTGTACTCCACAGTTTCCAGAAGCAAAATGTGACCATCATGGATCACCACTCAGCTGCAGA 
GTCCTTCATGAAGTACATGCAGAGCGAGTACCGCTCCCGAGGGGGCTGCCCTGCCGACTGGATTTGGCTG 
GTCCCCCCAATTTCTGGGAGCATCACTCCTGTGTTCCACCAGGAGATGTTAAATTATGTCCTGTCCCCTT 
TCTACTACTACCAGGTGGAGGCCTGGAAAACCCACCTGTGGCTGGATGAGAAGCGGAGACCCCACAGGAA 
AAAGATTCAACTTAAAGTCCTGGTTAAAGCTGTGCTTTTTGCCTCCATGCTGATGCGCAAGACAATGGCA 
TCCCGAGTCAGAGTCACAATCCTCTTTGCGACAGAGACGGGAAAGTCAGAAACGCTAGCCCGGGACCTAG 
GGGCCTTGTTCAGCTGCGCCTTCCACCCCAAGGTTCTCTGCATGGACGAGTACAAGCTGAGCCACCTGGA 
GGAGGAGCAGCTACTGTTGGTGGTGACCAGCACGTTTGGGAACGGAGACTCCCCTGGCAATGGAGAGAAA 
CTAAAAAAATCTCTCTTCATGCTGAAAGAGCTTACCAACAATTTCAGGTATGCGGTGTTTGGCCTCCGCT 
CCAACATGTACCCTCAGTTCTGTGCCTTTGCTCATGACATCGACCACAAGCTATCGCATCTGGGGGCCTC 
TCAGCTCACCCCAGGTGGGGAAGGGGATGAGCTCAATGGAAAAGAGGAAGCCTTCCGCTGCTGGGCCGTG 
CAAACCTTCAAGGCAGCCTGTGACACGTCTGATGTGCGAGGCAAACACTGCATTCAGATCCCCAGGCTCT 
ACACTTCCAATGTGACCTGGGACCCACACCATTACCGGCTCCTGCAGGACTCGCAGCCTCTGGACCTCAA 
CAAAG CC C T CAGCAAAAT G CAT G C C AAGAAC G T G T T CACC C T GAGGC T C AAAT C ACAAC GGAAT C T AC AG 
AGTCCAATATCCAACCGCACCACTCTCCAGGTCGAGCTCTCCTGTGAGGACAGCCAGGAGCTGAGCTACC 
TGCCAGGAGAACATCTCGGAGTTTTCCCAGGCAACCAGCTGGCCCTGGTGCAAGGCATCTTGGAGCGAGT 
AGTATACAGCCCTGCACCCCTCCAGCCTGTGCACCTGGAGACCCTCAGCGAGAGGGGAAGCTACTGGGTC 
AGAAACAATCGGCTGCCTCCGTGCTCACTCAGCCAGGCCCTCACCTACTTCCTGGACATCACCACTCCCC 
CGACCCATCTGCTGCTCCGAAAGCTGGCACAGCTGGCCCATCAATATGCCGAAAGGCACAGGTTGGAGAT 
CCTGTGCCACCCCTCAGAATACAACAAGTGGAAGTTAACCAACAGTCCCACCTTCCTGGAGGTGCTGGAG 
GAGTTCCCATCCCTGCGGGTGTCTGCTGGCTTCCTGCTCTCCCAGCTCCCTATTCTGAAACCGCGGTACT 
ACTCCATCAGCTCCTCCAGGGACTGCACACCCATGGAGGTCCACCTCACGGTGGCTGTGCTCGTGTACCC 
CACCCGAGATGGCCAAGGTCCTTTGCACCATGGTGTCTGTAGCACATGGCTCAGCAACCTGAAGCCCCAA 
GACCCAGTACCCTGCTTTGTACGAAGTGCCGGCAACTTCAAGCTCCCCGAGGATCCCTCCCGTCCTTGCA 
TCCTCATTGGACCTGGCACAGGCATCGCCCCCTTCCGCAGTTTCTGGCAGCAGCGGCTCCATGACATCAA 
•GCACAAAGGGCTCCGGGGCAGCCGCATGACCCTGGTGTTTGGGTGCCGCCGCCCAGATGAGGACCACCTG 
TATCGGGAGGAGATGTTGGAGATGGCCCAGAGTGGGGTGCTGCATGAGGTGCACACAGCCTATTCTCGCC 
TGCCTGGCCAGCCCAAGGTCTATGTTCAAGACATCCTGCGGCAGCAGCTGGCCAGCCAGGTGCTCCGCAT 
GCTCCATGAGGAGCAGGGCCACCTTTATGTCTGTGGGGATGTGCGTATGGCCCGGGATGTGGCCCATACC 
CTGAAGCACCTGGTGGCTGCCAAGCTGAGCCTGAGTGAAGAGCAAGTT'GAGGACTATTTTTTCCAGCTTA 
AGAGCCAGAAGCGCTATCATGAAGATATCTTTGGTGCTGTGTTTCCCTATGAGGTGAAAAAAGATGGTGC 
AGCAAAACAGCCCAGCGATCCCAGAGTTCCAGCAGCCCACGGAAGAAGTTAAAGTTGCTGCCATAGAATT 
GAATGATGAAACCAACTCTCGATTATCCGAGGCACAGGGCCTGGGGAGATGGAAGGAAATTGCATCCCCG 
AGCCTCATATCTATCTCCCCAGCTGCTTCCCCACCACACCCGATACTTGACCTGGACTGTTACACCCAGA 
TGATGGAACTCTTGTCTCCCTTGAGCCCACCCTTTCCAGGTAATGGAGAGAATGGGCCTTCCAGGTCTCT 
TGAAAACTAAATCTGCAGTGCCAGGCCCAGCTGATGGGTGAGAAGGATGGCACTTTCATCTGATTGCACC 
ACTTTGAGTGACCAGCAGGAGACGATGTCGTCCTGCCCTGTATTTATTTGCCCTGTGTACAGTTATTTAT 
AACTCTGTATTTAAAACAAAACAAAACAAAACAAAACCCCAACCCACTCTTCTCGGAAGGGCCACTTGGG 
CCCTCCCTGTACCACTCCTTGAAAGGAGATATTTATATGAAATGCATTTTATTTTAACCA 

>GBCA0302 |Acc|AF035120|Ver|AF035120.1 GI : 3386333 | Canis familiaris type I procollagen 
pro-alpha 2 chain (COL1A2) mRNA, complete cds. 

AGCACCAAGGCGGCAGGAGGGTTCAGCTAAGTTGGAGGTACTGGCCACGACTGCATGCCTGCGCCCGCCA 
GGTGATACCTCCGCCGGTGACCCAGGGGCTCTGCGACACAAGGAGTCTGCATGTCTAAGTGGTAGACATG 
CTCAGCTTTGTGGATACGCGGACTTTGTTGCTGCTTGCAGTAACTTCGTGCCTAGCAACATGCCJ^ATCTT 
TACAGGAGGCAACTGCAAGAAAGGGCCCAACTGGAGATAGAGGACCACGTGGAGAAAGGGGTCCACCAGG 
ACCACCAGGCAGAGATGGTGACGATGGTATCCCAGGCCCTCCTGGTCCACCTGGTCCTCCTGGCCCCCCT 
GGTCTTGGCGGGAACTTTGCAGCCCAGTATGATGGAAAAGGAGTTGGCCTTGGCCCTGGACCAATGGGTT 
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TGATGGGACCTAGAGGTCCACCTGGTGCATCTGGCGCTCCTGGCCCTCAAGGTTTCCAAGGACCTGCTGG 
TGAGCCTGGTGAACCTGGTCAAACTGGTCCAGCGGGTGCTCGTGGTCCACCTGGGCCTCCTGGCAAGGCT 
GGTGAGGATGGTCACCCTGGAAAACCTGGACGACCCGGTGAGAGAGGAGTTGTTGGACCACAGGGTGCTC 
GTGGTTTCCCTGGGACTCCTGGACTTCCTGGTTTCAAGGGCATTAGGGGACACAATGGTCTGGATGGATT 
GAAGGGACAGCCCGGTGCTCCAGGCGTGAAGGGTGAACCTGGTGCCCCTGGTGAAAATGGAACGCCAGGT 
CAAACAGGAGCCCGTGGGCTTCCTGGTGAGAGAGGACGTGTTGGTGCCCCTGGTCCAGCTGGTGCCCGTG 
GAAGTGATGGAAGTGTGGGTCCTGTGGGTCCTGCTGGTCCTATCGGGTCTGCTGGCCCTCCAGGCTTCCC 
AGGTGCTCCTGGCCCCAAGGGTGAAATCGGACCTGTTGGTAACCCCGGTCCTGCTGGTCCCGCGGGTCCC 
CGTGGTGAAGTGGGTCTTCCAGGTGTTTCCGGCCCCGTTGGACCCCCTGGTAACCCTGGAGCCAACGGCC 
TGACTGGTGCTAAGGGTGCTGCTGGCCTGCCCGGTGTCGCTGGGGCTCCTGGCCTCCCTGGACCCCGTGG 
GATTCCTGGTCCTGTTGGTGCCGCTGGTGCTACTGGTGCCAGAGGAATTGTTGGTGAGCCTGGGCCAGCT 
GGTTCCAAAGGAGAAAGTGGCAACAAGGGTGAGCCTGGCTCTGCTGGTGCCCAAGGTCCTCCTGGTCCCA 
GTGGTGAAGAAGGAAAGAGAGGCCCCAATGGTGAAGCTGGATCTGCTGGGCCCTCTGGACCTCCTGGGCT 
GAGAGGAAGTCCTGGTTCTCGTGGTCTTCCTGGAGCTGATGGCCCAGCTGGTGTCATGGGTCCTCCCGGC 
CCTCGGGGTGCCACCGGCCCTGCTGGTGTCCGCGGTCCCAATGGAGATTCTGGTCGCCCTGGAGAGCCTG 
GCCTCATGGGACCCCGAGGTTTTCCTGGTGCCCCTGGTAATGTTGGCCCAGCTGGTAAAGAAGGTCCCAT 
GGGTCTCCCTGGTATTGATGGCAGGCCTGGACCAATTGGCCCAGCGGGAGCAAGAGGAGAGCCCGGCAAC 
ATCGGATTCCCTGGACCCAAAGGCCCCACTGGTGATCCTGGCAAAAATGGTGATAAAGGTCATGCTGGTC 
TTGCTGGTGCTCGQGGTGCTCCAGGTCCTGATGGAAACAATGGTGCTCAGGGACCTCCTGGACCACAAGG 
TGTCCAAGGTGGAAAAGGTGAACAGGGTCCTGCTGGTCCTCCAGGCTTCCAGGGTCTGCCTGGCCCCGCA 
GGTACAGCTGGTGAAGTTGGCAAACCAGGAGAAAGGGGTCTCCCTGGTGAATTTGGTCTTCCTGGTCCTG 
CTGGTCCAAGAGGGGAGCGTGGTCCCCCTGGAGAAAGTGGTGCTGCTGGTCCTTCTGGTCCTATTGGAAG 
CCGAGGTCCTTCTGGACCCCCTGGGCCCGATGGAAACAAGGGTGAACCTGGCGTGCTTGGCGCCCCGGGC 
ACCGCTGGCGCGTCCGGTCCCGGTGGACTCCCAGGAGAGAGGGGTGCTGCCGGCATTCCTGGAGGCAAGG 
GAGAAAAGGGTGAAACCGGTCTCAGAGGCGAAATTGGTAACCCAGGCAGAGATGGCGCCCGTGGAGCTCC 
TGGTGCCATGGGTGCCCCTGGTCCTGCCGGAGCCACTGGTGACCGGGGTGAAGCTGGTCCTGCCGGTCCC 
GCTGGCCCTGCTGGTCCTCGTGGTACCCCTGGTGAACGTGGTGAGGTTGGTCCCGCTGGCCCCAATGGAT 
TTGCTGGTCCTGCTGGTGCTGCTGGTCAACCTGGTGCTAAGGGAGAGAGAGGAACCAAAGGGCCCAAGGG 
TGAAAATGGCCCCGTTGGTCCCACAGGCCCCATTGGATCTGCCGGCCCATCTGGTCCAAATGGTCCCCCT 
GGTCCTGCTGGAAGTCGTGGTGATGGTGGCCCCCCTGGTGCTACTGGTTTCCCTGGTGCTGCTGGGCGGA 
CTGGTCCTCCTGGACCCTCTGGTATCACTGGCCCTCCTGGTCCCCCTGGTGCTGCTGGTAAAGAAGGACT 
CCGTGGGCCTCGAGGTGACCAAGGTCCAGTTGGCCGAACGGGAGAAACAGGTGCCTCTGGTCCCCCTGGC 
TTTACTGGTGAGAAGGGTCCCTCTGGAGAGCCTGGTACCGCTGGACCTCCTGGCACACCAGGTCCTCAAG 
GTCTCCTTGGTGCTCCTGGCATTCTGGGTCTCCCAGGCTCTCGGGGTGAGCGTGGTCTACGAGGTGTTGC 
TGGATCCGTGGGTGAACCCGGACCTCTTGGCATTGCTGGTCCACCTGGGGCTCGTGGTCCTCCTGGAGCT 
GTGGGTGCGCCTGGAGTCAACGGTGCTCCTGGTGAAGCTGGTCGTGATGGCAACCCTGGGAATGATGGTC 
CCCCAGGCCGCGATGGTCAAGCCGGACACAAGGGAGAGCGTGGTTACCCTGGCAACATTGGTCCCGTTGG 
CGCTGTGGGTGCACCTGGTCCTCATGGCCCTGTGGGTCCCACTGGCAAACACGGAAACCGTGGTGAACCT 
GGTCCTGCTGGTTCTGTTGGTCCCGTCGGCGCTGTTGGTCCAAGAGGTCCTAGTGGCCGACAAGGTATTC 
GAGGTGATAAGGGAGAGCCTGGTGAGAAGGGGCCCAGAGGTGTTCCTGGCTTAAAGGGACACAATGGACT 
GCAAGGTCTTCCTGGTCTTGCTGGTCAACATGGCGATCAAGGTGCACCTGGTTCTGTGGGTCCTGCTGGT 
CCTAGGGGTCCTGCTGGTCCTTCTGGCCCTGCTG6CAAAGATGGTCGCACTGGGCAACCTGGTACAGTCG 
GAGCTGCTGGCATTCGTGGCTCTCAGGGTAGCCAAGGTCCTGCTGGCCCTCCTGGTCCCCCTGGCCCTCC 
TGGCCCTCCTGGCCCAAGTGGTGGTGGCTATGACTTTGGTTATGAAGGGGACTTCTACAGGGCTGACCAG 
CCTCGCTCACCACCTTCTCTCAGACCCAAGGACTATGAAGTTGATGCTACTCTGAAATCCCTCAACAACC 
AGATTGAGACCCTTCTTACTCCTGAAGGCTCTAGGAAGAACCCAGCTCGCACATGCCGAGACCTGAGACT 
CAGCCACCCAGAGTGGAGCAGTGGTTACTACTGGATTGACCCTAACCAAGGATGCACTATGGATGCTATC 
AAAGTATACTGTGATTTCTCTACTGGCGAAACCTGCATTCGGGCTCAACCTGAAAACATCCCAGCCAAGA 
ACTGGTACAGAAACTCCAAGGTCAAGAAGCACATCTGGTTAGGAGAAACTATCAATGGTGGTACCCAGTT 
TGAATATAATGTTGAAGGAGTAACCACCAAGGAAATGGCTACTCAACTCGCCTTCATGCGCCTGCTGGCC 
AACCATGCCTCTCAAAACATCACCTACCACTGCAAGAACAGCATTGCCTATATGGATGAGGAGACTGGCA 
ACCTGAAAAAGGCTGTCATTCTGCAAGGTTCCAATGATGTTGAACTGGTTGCCGAGGGCAACAGCAGGTT 
CACCTACACTGTTCTTGTAGACGGCTGCTCTAAAAAGACAAATGAATGGAGAAAGACAATCATTGAATAC 
AAAACAAATAAGCCATCCCGCCTGCCTATCCTTGATATTGCACCTTTGGACATCGGTGATGCTGACCAAG 
AATTCAGGGTGGACGTTGGCCCAGTCTGTTTCAAATAAATGAACTCAACCTAAATTAAAAAAAAAAi^AGA 
AATCTGAAAAAACTTTCTCTCTTTGCCATTTCTTTTTCTTCTTTTTTTTTTAACTGAAAGTTGAGTCCTT 
CCATTTCCTCTGCACATCTACTTGCTTAAATTGTGGGCAAAAGAGAAGGAGAAGGATTGATCAGAGCATA 
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GTGCAATACGATTTCATTCATTCCCCCTCCCTGCCCCCAAAAATTTGGAATTTTTTTTCAACACTCTTAC 
ATCCGTTGTGGAAAATGTCAACCTTTGTTAGAAAACCAAAATAAAAATTGAAAAATAAAATAAAAACCAT 
GAACATTTGC 

>GBCA0303 ] Acc] AB008468 | Ver j AB008468 . 1 GI : 3702696 | Canis familiaris PDE5 mRNA for 3 , / 5'- 
Cyclic GMP Phosphodiesterase, complete cds . 

cgggcttcaggggccgcctcacctgggctggtcggcgcccccggcgcccccggcgcgcccggagcccagg 
gcctgcggaggccgcgggggctgcgcccccaacgttctgtgctcgctatgttgccctttggacaccaaag 
aagagaaatggtcaatgcctggttcgctgagagagtccacaccatccctgtgtgtaaagaaggcatcaga 
ggccacgcagaatcttgctcttgctcctcgcagcagagttcccgtgcagacagcagtgcgcctggcacac 
caaccaggaaaatctctgcctctgaatttgaccggcctcttagacccattgtcgtcaaagattctgaggg 
tactgtgagcttcctcgctgactcagaaaagaaggaacagatgcctctaacccccccaaggtttgataat 
gatgaaggggaccagt gct cgagac tc t tggaat t agt g aaag at at t t ct agt cat t t ggatgtcac ag 
ccttatgtcataaaattttcttgcatattcatggacttatctccgctgatcgctattccctgtttcttgt 
ctgtgaggacagctccaatgacaagtttcttatcagccgcctgtttgatgttgcagaaggttcaacactg 
gaagaagcttcaaataactgtatccgcttagaatggaacaaaggcattgtgggacatgtggcagcacttg 
gtgagcccttgaacatcaaagatgcttatgaggatcctcggttcaatgcagaagttgaccaaattacagg 
ttacaagacacagagtattctttgtatgccaattaagaatcatagggaagaggttgttggtgtagcccag 
gcgatcaacaagaaatcaggaaatggtgggacattcactgaaaaagatgaaaaggactttgctgcttatt 
tggcattttgtggtattgttcttcataatgctcaactctatgagacttcactgctggagaacaagagaaa 
tcaggtgctgcttgaccttgctagcttaatttttgaagaacaacaatcattagaagtaattctaaagaaa 
atagctgccactattatctctttcatgcaggtgcagaaatgcaccattttcatagtggatgaagattgct 
ccgattctttttctagcgtctttcacatggaatgtgaggaattagaaaaattgccagatacgttaacaag 
ggaacgtgatgcaaacagaatcaattacatgtatgctcagtatgtcaaaaatactatggaaccacttaat 
atcccagat gtcagt aaggacaaaagat ttccctggacaaatgaaaacacaggaaat gt aaaccagcaat 
gcattagaagtttgctttgtactcctataaaaaatggaaagaagaataaagtgataggggtttgccaact 
t g t t aat aagat g gag g agaat ac t g g c aagg t t aagc c t t t caac c gaaat gat g aac ag t t t c t g gag 
gcttttgtcatcttttgcggcttggggatccagaacacacagatgtatgaagcagtggagagagccatgg 
ccaagcagatggtcacactggaggttctatcctaccatgcttcagcagcagaggaggaaacaaaagagct 
ccaatccttggcggctgctgtggtaccatctgctcagacgcttaaaattactgacttcagcttcagtgac 
tttgagctgtctgacctagaaacagcactgtgcacaattcggatgttcactgacctcaaccttgtgcaga 
acttccagatgaaacatgaggttctttgcaggtggattttaagtgttaagaagaattacaggaagaatgt 
tgcctatcataattggagacacgcctttaatacagctcagtgcatgtttgctgctttaaaggccggcaag 
attcagaacaagctgactgacctggagatacttgccctgctgattgctgctctcagccacgacttggacc 
accgtggtgtgaataactcttatatacagcgaagtgaacacccacttgctcaactctactgccattcaat 
catggagcatcatcattttgaccagtgcctgatgattctcaatagtccaggcaatcagattctcagtggc 
ctctccat t gaagaatataagaccacgc t gaaaataatcaagcaagcta-t t t tagccacagacc tagcat 
tgt acat t aagagacgaggagaattttttgaacttataagaaaaaatcaat t caact tggaagat cctca 
tcaaaaagagttgtttttagcgatgctgatgacagcttgtgacctgtctgccattacaaaaccgtggcct 
at t caacaacggat agcag aac t tgtagcaactgaat t tt t tgaccaaggagacagagagagaaaagaac 
/ t c aac at agagcct g ct gat c t aat g aac agg g agaagaaaaac aaaat c c c aag tat gc aag t t gg g t t 
catagatgccatctgcttgcaactatatgaggctctgacccacgtatcagaggactgcttccctttgctg 
gatggctgcagaaagaacaggcaaaaatggcaggccctagcagaacagcaggagaaaacgctgattaatg 
gggaaagcagccaggccaagcggaactgagtggcctatttacgtggagttgaagtttacagatggtgtat 
ctgcaggatgtctaattttgctatacactgtacagatttagtatatactttgccactgctgtatttttat 
ttttgcacaacttttaagagcacagcatgaaacgtttttaggggactattacatattttctgtatatttg 
t tt tatgccactgat ct gagat tat tggcaccacccact ct tagcacacagatgagagct ctgt gatact 
ttgtgtactgcaaagtgcaagttaagttcttgcactgaggtaggtttttgttgttttgttttttgggttt 
tgggggtttgcttttttgttttttgcttggggattttaaataattggttttgtgttttctgaattaccaa 
tcttctaaagaatgtttggaatcttttcattctcaaaaatagtctaggagcaaattgaatgtattctgtg 
acatttaaaaccatcatagttagagaaaagtgctggcttagtggattttacggggaaaggatagtatttg 
tcaacagttgtattacct taacaaaaaaaagt caaaact ctg caac aat t gg aaagt act ct aaggcagt 
actgtaaagaaaaggtattgtttaatcaatttgctgtttttgtttgagagcaggaaggggagaactcttt 
catttcagtacttacatctatcccagagactaaccgtaagtcatttcagtatacaccgcctgatggaaag 
caggggaagccttagaagacaatgatttcatggacttcatggtccctggctttatgagggagggatgggg 
gtgtgatccggaaatggaatggctgtatctgtctcagtgaagagaaatattctgttggaagcctctctga 
gagtccgtgttttgaatattgaaattcctttttaaaataacttccttatcctttttcttacaaaccatag 
t t t atgagtgaacagt t t aggtctcaacagaaaactgaggaaaatatgataattggagcattgacttgag 
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GTGAGAT ACGACTGCAGATAAAAGGTAAAATGAATC AT CAT T T T T CTT TGT CAGAGCAAGT ATAGAGAAT 
AGTTTTAACTGTATAAACAGCAAAGGACTATCCTGCTATTGGGGTCAAAAATTAAAGTGAGAGAGCAGGA 
AGGTAAGAAGGCTTAGCCCTGAATTAAACGTAAGAGTACTGAGTTTGCAATTGAGAAACTGCCCTTTTTT 
TCAGTTCATAGGACTGGTCAGCTCAGTATCACGGAAGTTTGGGTGTGTATACTAAATGCTTACCCTGAGC 
CAT ATAGT TGT T GAT AT T T AC T T CTCATAGAT T T TAAT T T TAGCACATATAGAAAAT CCTAACATT GTC T 
TAGATTTGAGCCTGTTTGAGTGGATTCCCATTGATCGTGTGTACCCTAAATACCAATTTATTCATTATTG 
GAGAAGTAGATAGTGAATCTAGCAACTGGTTCAGGAAAGGAAAATCTATTCCAAATATATGCTAATGTTT 
GGACTCAGGGAAAGTAGGAAGAGAGCTGTTTGTGTGATTTGTTAACCACCCGTGCCAAAAAAATGTTTCT 
GAGTTTCAGTCACTAAATTGGGTGGAGAATTC 

>GBCA0304 | Acc | AF027178 | Ver I AF027178 . 1 GI : 2598 975 1 Canis familiaris Can f 2 mRNA, complete 
cds . 

AGAGCTGGACCCGTGTGTGTGCTGGCCAATGAGCCCTGGAGGGTCCGGCTCCAGAGTACCCTCTTGGCAC 
AGGGCCGAGTCCATCGGGACAGATGAACCTAGAGGACTCCACTGCCCTCCCATCCACGGGGCCGGGTCAC 
CAGACTCTGCAAGTCTCCAGCTGTCGCCAAACCCAGACAGAAGGTGCTGTGGACATGCAGCTCCTACTGC 
TGACCGTGGGCCTGGCACTGATCTGTGGCCTCCAGGCTCAGGAGGGAAACCATGAGGAGCCCCAGGGAGG 
CCTAGAGGAGCTGTCTGGGAGGTGGCACTCCGTTGCCCTGGCCTCCAACAAGTCCGATCTGATCAAACCC 
TGGGGGCACTTCAGGGTTTTCATCCACAGCATGAGCGCAAAGGACGGCAACCTGCACGGGGATATCCTTA 
TACCGCAGGACGGCCAGTGCGAGAAAGTCTCCCTCACTGCGTTCAAGACTGCCACCAGCAACAAATTTGA 
CCTGGAGTACTGGGGACACAATGACCTGTACCTGGCAGAGGTAGACCCCAAGAGCTACCTGATTCTCTAC 
ATGATCAACCAGTACAACGATGACACCAGCCTGGTGGCTCACTTGATGGTCCGGGACCTCAGCAGGCAGC 
AGGACTTCCTGCCGGCATTCGAATCTGTATGTGAAGACATCGGTCTGCACAAGGACCAGATTGTGGTTCT 
GAGCGATGACGATCGCTGCCAGGGTTCCAGAGACTAGGGCCTCAGCCACGCAGAGAGCCAAGCAGCAGGA 
TCTCACCTGCCTGAGTACGGT 

>GBCA0305 |Acc|AF027177 | Ver | AF027177 . 1 GI : 2598973 j Canis familiaris Can f 1 mRNA, complete 
cds . 

ATGAAGACCCTGCTCCTCACCATCGGCTTCAGCCTCATTGCGATCCTGCAGGCCCAGGATACCCCAGCCT 
TGGGAAAGGACACTGTGGCTGTGTCAGGGAAATGGTATCTGAAGGCCATGACAGCAGACCAGGAGGTGCC 
TGAGAAGCCTGACTCAGTGACTCCCATGATCCTCAAAGCCCAGAAGGGGGGCAACCTGGAAGCCAAGATC 
ACCATGCTGACAAATGGTCAGTGCCAGAACATCACGGTGGTCCTGCACAAAACCTCTGAGCCTGGCAAAT 
ACACGGCATACGAGGGCCAGCGTGTCGTGTTCATCCAGCCGTCCCCGGTGAGGGACCACTACATTCTCTA 
CTGCGAGGGCGAGCTCCATGGGAGGCAGATCCGAATGGCCAAGCTTCTGGGAAGGGATCCTGAGCAGAGC 
CAAGAGGCCTTGGAGGATTTTCGGGAATTCTCAAGAGCCAAAGGATTGAACCAGGAGATTTTGGAACTCG 
CGCAGAGCGAAACCTGCTCTCCAGGAGGACAGTAG 

>GBCA0306 |Acc|AF019759|Ver|AF019759.1 GI : 2425090 | Canis familiaris beta-glucuronidase 
(GUSB) mRNA, complete cds. 

CGGGGCTGCGGGCTGCGGGCTGCGGGCTGCGCGCCGGGGCCACGCGCGGCCGCGACGGAAGCATGTCTCG 
GGGGCCGGCGGGGGCCTGGGTAGCGCTCGGCCCGCTGCTTTGGACCTGCGGGCTGGCGCTGGAGGGCGGG 
ATGCTGTACCCCCGGGAGAGCCCGTCGCGGGAGCGCAAGGACCTCGACGGCCTCTGGAGCTTCCGCGCCG 
ACTTCTCCGACGGCCGGCGCCAGGGCTTCGAGCAGCAGTGGTACCGGGCGCCGCTGCGCGAGTCGGGCCC 
CACCCTGGACATGCCAGTTCCGTCCAGCTTCAATGATGTGGGCCAGGATAGGCAGCTGCGCAGCTTTGTC 
GGCTGGGTGTGGTACGAGCGGGAGGCCACCCTGCCCCGGCGATGGAGCCAGGACCCGGGCACGAGAGTGG 
TGCTGAGGATTGGCAGCGCCCACTACTATGCCATCGTGTGGGTGAATGGGGTCCATGTGGCAGAGCACGA 
GGGGGGTCACCTCCCCTTCGAAGCTGACATCAGCAAGTTGGTCCAGAGCGGGCCCCTGTCCTCCTGCCGT 
ATTACCCTTGCCATCAACAACACGCTCACCCCCCACACTCTGCCGCCAGGGACCATCGTCTACAAGACAG 
ACGCTTCCAAGTACCCCAAGGGTTACTTCGTCCAGAACACATACTTTGACTTCTTCAACTACGCGGGCCT 
GCATCGCCCTGTGCTCCTCTACACCACACCTACTACCTACATCGACGACATCACCGTCACCACCGGCGTG 
GACCAAGACACTGGGCTGGTGGATTACCAGATTTTTGTCCAGGGCAGTGAACACTTCCAGCTGGAAGTGT 
ATCTTCTGGATGAGGAAGGCAAGGTCGTGGCCCAGGGGACAGGGAGCCAGGGCCGGCTGCAGGTGCCCAA 
TGTCCACCTCTGGTGGCCGTACCTGATGCATGAGCACCCCGCCTACCTGTACTCGTTGGAGGTGAGGCTG 
ACTGCGCAGATGGCCGCTGGGCCTGTGTCAGACTTCTATACTCTCCCCGTGGGGATTCGCACCGTGGCCG 
TCACAGAGCGCCAGTTCCTCATCAACGGGAAACCTTTCTATTTCCATGGGGTCAACAAACATGAGGATGC 
CGATATCCGAGGGAAGGGCTTTGACTGGCCGCTGCTGGTGAAGGACTTCAACCTGTTGCGCTGGCTGGGC 
GCCAATGCCTTCCGCACCAGCCACTACCCCTACGCGGAGGAGGTGATGCAGCTCTGCGACCGCTATGGGA 
TCGTGGTCATCGACGAGAGCCCTGGTGTGGGCATCATGCTGGTCCAGAGCTACAGCAATGTGTCCCTGCA 
GCACCATCTGGAGGTGATGGGGGAGCTGGTGCGTCGGGATAAGAATCACCCATCTGTAGTCATGTGGTCT 
GTAGCCAATGAGCCCACTTCCTTCCTGAAGCCTGCTGCTTACTACTTCAAGACGCTGATTGCTCACACCA 
AGGCCTTGGACCCCTCCCGGCCCGTGACCTTTGTGACCAATTCCAACTATGAAGCAGACCTGGGGGCGCC 
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GTATGTGGACGTCATCTGTGTCAACAGTTACTACTCTTGGTATCACGACTATGGGCACATGGAGGTGATT 

CAGCTGCAGCTGGCCACCGAGTTTGAGAACTGGTATAGGACCTACCAGAAACCAATAATCCAGAGCGAGT 

ACGGGGCAGAGACAATTGCAGGCTTCCACCAGGATCCACCTCTGATGTTCAGTGAGGAGTACCAGAAAGG 

TCTGCTCGAGCAGTATCACTTGGTGCTGGATCAGAAACGCAAAGAATATGTGGTTGGAGAGCTCATCTGG 

AATTTTGCTGATTTTATGACTGACCAGTCACCACAGAGAGCAGTAGGGAACAGAAAGGGCATCTTCACTC 

GCCAGAGACAACCCAAAGCGGCGGCCTTCCTTTTGCGAGAGAGGTACTGGAAACTTGCCAATGAAACCGG. 

GCACCACCGGTCCGCGGCCAAGTCCCAGTGTTTGGAAAACAGCCCGTTCGCCCTCTGAAGCCTCTGTCTG 

CCCCGGAGGGGAAGGGACCACGTCCACGGACCCCATGGACCGCGTGTGGCCGCCTGGGACGTTCCTGCCT 

GCAGCCTGTACTGATTCACTGGAAGGGAATCTTAGAGGTGGAAATAAAGGCTTTTGTTGTGTGTGAATAA 

AGAGTCATCTTAGAAAAAAAAAAAAAAAA 

>GBCA0307 |Acc|U92435 jVer|U92435.1 GI : 1916325 | Canis familiaris mutated in multiple 
advanced cancers protein (MMAC1) mRNA, complete cds. 

CCGCCCGCCGCCAGGCCCGGGGCCGCCTGCAGCCTGCGGAGGAGGCCGCGCCGCCCGCCGCTCCTGCCGT 
CTCTCTCCTCCTTCCTCTCCAGCCACCGGCTCCCAGACATGACAGCCATCATCAAGGAGATCGTCAGCAG 
AAACAAAAGGCGCTACCAGGAGGATGGGTTCGACTTGGACTTGACCTATATTTATCCCAACATTATTGCT 
ATGGGGTTTCCTGCAGAAAGACTTGAAGGCGTATACAGGAACAATATTGATGATGTAGTAAGGTTTTTGG 
AT T GAAAGCATAAAAACCATTACAAGATATACAAT CT GTGTGCT GAAAGACAT TATGATACCGCCAAAT T 
TAACTGCAGAGTTGCACAGTATCCTTTTGAAGACCATAATCCACCACAGCTAGAACTTATCAAACCCTTT 
TGTGAAGATCTTGACCAATGGCTAAGTGAAGATGAGAATCATGTTGCAGCAATTCACTGTAAAGCTGGAA 
AGGGACGAACTGGTGTAATGATTTGTGCATATTTATTACATCGGGGCAAATTTCTAAAGGCACAAGAGGC 
CCTAGATTTCTATGGGGAAGTAAGGACCAGAGACAAAAAGGGAGTAACTATTCCCAGTCAGAGGCGCTAT 
GTGTAT T ATT AT AGCT ACCT GT T AAAGAATCATCT GGAT T AT AGACCAGT GGCACTGTT GTTTCACAAGA 
TGATGTTTGAAACTATTCCAATGTTCAGTGGCGGAACTTGCAATCCTCAGTTTGTGGTCTGCCAGCTAAA 
GGTGAAGATCTATTCCTCCAATTCAGGACCCACACGACGGGAAGACAAGTTCATGTACTTTGAGTTCCCT 
CAGCCATTGCCTGTGTGCGGTGACATCAAAGTAGAGTTCTTCCACAAACAGAACAAGATGCTAAAAAAGG 
ACAAAATGTTTCACTTTTGGGTAAACACATTCTTCATACCAGGACCAGAGGAAACCTCAGAAAAAGTAGA 
AAATGGAAGTCTATGTGATCAAGAAATTGATAGTATTTGCAGTATAGAACGTGCAGATAATGACAAGGAA 
TATCTAGTACTCACTTTAACAAAAAATGATCTCGACAAAGCAAATAAAGACAAGGCCAACCGATATTTTT 
CT CCAAAT T T TAAGGTGAAGCTGTACT TCACAAAAACTGTAGAGG AGCCAT CAAACCCGGAGGCTAGCAG 
TTCAACTTCTGTGACGCCAGATGTTAGTGACAATGAACCTGATCATTATAGATATTCTGACACCACTGAC 
TCT GACCCAGAGAATGAACCCTTT GATGAAGATCAGCACACACAAATCACAAAAGT CTGAAT T T T T TT TA 
AT C AAGAGG GAT AAAAC AC CAT GAAAAG AAAC T T G AAT AAAC T G AAAT T G G ACCT TTTTTTTT T AA 

>GBCA0308 | Acc|U66140 | Ver IU66140. 1 GI : 1628580 I Canis familiaris forssman synthetase mRNA, 
complete cds . 

GGGTTCAGAGGCTTCACCCAGCAATGCGCTGCCGCAGACTGGCCCTGGGCCTCGGATTCAGCCTGCTGTC 
GGGCATTGCCCTCTGGTCCCTGTGGATTTATATGGAGACCTGGCTGCCCTTCTCCTATGTCCCCTATTAT 
CTCCCCTGCCCAGAGATCTTCAACATGAAACTGCAGTATAAGGGGGAGAAGCCATTCCAGCCTGTGACAC 
GGTCACCGCACCCTCAGCCCAAGCTCCTAGAGCAGAGGCCTACTGAGCTGCTGACGCTCACACCCTGGTT 
GGCGCCCATTGTCTCCGAGGGAACCTTCAACCCTGAGCTTCTGCAGCACATCTACCAGCCGCTGAACCTG 
ACCATCGGGCTCACAGTGTTTGCCGTGGGGAAGTATACCCGCTTCGTCCAGCACTTCCTGGAGTCGGCTG 
AGCAGTTCTTCATGCAGGGTTACCAGGTGTACTACTATATCTTCACTAATGACCCTGCAGGCATTCCTCG 
GGTCCCGCTGGGTCCCGGCCGCCTCCTCAGCATCATCCCCATCCAGAGGCACTCCCGCTGGGAGGAGATT 
TCCACGCGCCGGATGGAGACCATCAGCCGGCATATTGCCCAGAGGGCACACCGCGAGGTGGATTACCTCT 
TCTGTGTCGACGTGGACATGGTGTTCCGGAACCCATGGGGCCCCGAGACCTTGGGGGACCTAGTGGCTGC 
AATTCACCCAGGCTACTATGCTGTACCCCGCCAGCAGTTCCCCTACGAGCGCAGGCATATTTCCACAGCC 
TTTGTGGCAGAGAACGAGGGGGACTTCTATTATGGTGGGGCGGTCTTTGGGGGGCGGGTGGCCAAGGTGT 
ACGAGTTTACCACAGGCTGCCACATGGCCATCCTGGCAGACAAGGCCAATGGCATCATGGCAGCCTGGCA 
GGAGGAGAGTCACCTGAACCGTCGCTTCATCTCGCACAAGCCCTCCAAAGTGCTGTCCCCTGAGTACCTC 
TGGGATGACAGGAAGCCCCAGCCACCTAGCCTGAAGTTGATCCGCTTTTCTACACTGGACAAGGCCACCA 
GCTGGCTGAGGAGCTGACAGCAGAGCCAGGGCTCCATGAATGGGGCCCTAAGCCCCGCAGCCAGCTCACC 
CCAGCACAGCACCCAGCTCGCCCCAGCAGCCACCT TGCAT CAGT GCCTCCCTT CTCGAGCCTCAT GTGAG 
ACCAGTCCAGTCTTGCCTAACTCAGTCTGTTAGCAGAACTCACCTGGAAAATGGATGCAGAAAGGCCTTC 
GTACACTGTAGAGGGCTGCCTCCCCATGAGGGGAAGGCAAAGACCACACAGCCCTAGAATCAGGAAGATG 
GGAGGCGGGTGAAGAAGTCCAGGGCCTGGCAGCCTCACCCAGCAGATGTGCCTTTGGGGCAGGCCCTGGA 
GTCAGCCCTACACTGTGCCTGAGACCCAACCTGTGCCTCCCTTCTGTTGCCTCTCGCCCTTAAAGTTGCA 
CTTCTAAGCCGCTGCTGTGAAAGGCATCCCAGACCCCTCTTCTCTGGCTGCCGGGGGTCTTGGGGACTGT 
GAAGTCCCCCAGCCACACAGAGCCAATCCCTCGCTCAGCCTGGGAGTGAGCCTTTGCAGCAGAACAGGCC 
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TGGCTCCCTCTGGTTGCCAGGTCTAACCTGTGCCCCATGGTGGGCCACACTCGCTGGCACCAACCACCTC 
CTTTGTAAGAGGGTTTGGGCAGCTTTTAACAAAGGTGGTGTGGGAGGTGCCTGAATGGCTCCGTCGGTTG 
AGCGGCTGACTCTTGGTTTCAGCTCAGGTCATGATCTCAGGGTCTTGGGATAGAGCTCTCCTCCTCACTG 
CCCCATCCAGCTCCTTGCTCAGTGGGCGAGTCTGGTTGAGCTTCTCTCTCTCCCTCTGCTCCTCCCCCAC 
TCACACGTGTGTGCACATTTGCACGCTCTCTCTTAAATAAATAAATCTTAAGAAAAGAAAAAAAA7VAAAA 
AAAAA 

>GBCA0309 |Acc]U49221|Ver|U49221.1 GX : 127 6982 | Canis familiaris oceludin mRNA, complete 
cds . 

CAGGTTGGCTTATTTTGGGGAGCTCTGGGATCCTGCTCGTCCTGAAGATCGGGTGATCATTGACATCAGC 
CATGTCATCGAGGCCTTTTGAGAGTCCACCTCCGTATAGACCTGATGAATTCAAACCCAATCATTATGCA 
CCGAGCAATGATGTGTACGGTGGGGACATGCACGTCCGACCCATGCTCTCTCAGCCGGCGTATTCTTTCT 
ACCCAGAAGATGAAATTCTTCACTTCTACAAATGGACCTCTCCTCCAGGAGTAATTCGGATTCTGTCCAT 
GCTTGTCATTGTGATGTGCATCGCCATATTTGGCTGTGTCGCGTCCACGCTCGCCTGGGATAGAGGCTAT 
GGAACTGGCTTAATGGGTGGTAGCATAGGCTACCCTTACGGAAGTGGCTTCGGGAGCTACGGGACTGGCT 
ACGGCTACGGGTTTGGCTACGGCTACGGCTACGGCGGCTACACGGATCCCAGAGCAGCAAAGGGCTTCCT 
CCTGGCCATGGTGGCCTTTTGTTTTATCGCTGCATTGGTGATATTTGTTACCAGCGTTATAAGGTCTGAC 
ATATCCAGAACCAGAAGGTACTACTTGACTGTAATAATACTGAGTGCCTTCCTGGGCGTCATGATGTTCA 
TTGCTACAATTGTCTATATAATGGGAGTCAATCCAACTGCCCAGGCTTCTGGGTCTTTATACAGTTCACA 
GATATATGCCATGTGCAACCAGTTCTATGCATCTACAGCTACCGGACTCTACATGGATCAGTATTTGTAT 
CACTACTGTGTGGTGGATCCCCAAGAGGCAATTGCCATTGTCCTGGGATTCATGGTGATTGTGGCTTTTG 
CTTTAATAATTTTCTTTGCTGTGAAAACTCGAAGAAAGATGGACCGGTATGACAAGTCGAATATATTGTG 
GGACAAGGAACATATTTATGATGAACAACCCCCCAATGTTGAAGAGTGGGTTAAAAACGTTTCTGCAGGC 
ACACAAGACATGCCTCCTCCCCCTTCTGACTATGTGGAGAGAGTGGACAGTCCCATGGCGTACTCTTCCA 
ATGGTAAAGTGAATGACAAGCGGTTGTATCCAGAGTCTTCCTATAAATCAACACCGGTCCCCGAAGTGGT 
GCAGGAGCTGCCCGCCACCTCCCCTGCGGATGACTTCAGGCAGCCTCGCTACAGCAGCAGCGGGCACTTG 
GAGCCACCTTCGAAGAGGGCCCCCTCGAAAGGAAGAACGGGAAGGCCCAAGAGGCTGGAGCAGGACCACT 
ATGAGACAGACTACACGACGGGCGGCGAGTCGTGTGACGAGCTGGAGGAGGACTGGATCAGGGAATATCC 
ACCTATCACTT CAGATCAACAAAGACAACT CTACAAGAGAAATT TTGACACTGGCCTGCAGGAATACAAG 
AGCTTACAAGCAGAACTTGATGAGATCAATAAAGAACTCTCTCGCCTGGATAAAGAATTGGATGACTATA 
GAGAAGAAAGTGAAGAGTACATGGCTGCTGCTGATGAGTACAATAGACTGAAGCAAGTTAAGGGATCTCC 
AGATTACAAAAATAAGAGGAATTATTGCAAGCAGTTGAAGAGCAAATTGTCCCACATCAAGAAGATGGTT 
GGAGACTATGATAGACAGAAAACATAGAAGGCAGATGCCACACAGTTTGAGAGATTGTGAAGTATTTGAC 
ATATCTGCAACGTTGTCAGAAGGCAGAATGACTTTGGATTTCGAACCCAGGAGGCCAGATCTTTGTGATC 
AT TACAAAGT TT TGGTAGCT TTAATATCATCAGTATTGAAGCAT TT TACACATAGCT TT TGATAAT CAAC 
TGGGCTGAACACTCCCGATTAAGGATTCTGTGCTTTAGACTTTGGCTGTTGTGCTAAAGGACTGAGTATA 

GGTGGAGGTTTTCAGACCTTGGAAGAAGGTCCCACGGTGAACTTGTGCTGTGAACTTGCACACTTGGGGC 
A 

>GBCA0310 |Acc.|U38414|VerJU38414.1 GI : 1163912 | Canis familiaris junctional sarcoplasmic 
reticulum protein mRNA, complete cds. 

GGAATTCCGTTCGGCGTGCCTGATACCTGCCCGTAGCACTCTGATTTTTGTCTTCCATATATATTATTCA 
TGGACTGAAGAAACCAAAATGGCTGAAGAGACAAAGCATGGAGGACACAAAAATGGGAGGAAAGGAGGAC 
TTTCTGGAAGTTCATTTTTCACATGGTTTATGGTCATTGCATTACTGGGAGTCTGGACATCAGTAGCTGT 
CGTCTGGTTTGATCTTGTTGATTATGAAGAAGTTTTAGGAAAACTAGGAGTCTATGATGCTGATGGTGAT 
GGAGATTTTGATGTGGATGATGCCAAAGTTTTACTAGAAGGACCTGGTGGGGTAGCCAAGAGAAAAACTA 
AGGCTAAAGTTAAAGAACTCACTAAAGAAGAGCTCAAGAAGGAAAAAGAGAAAACGGAATCAAGGAAGGA 
GAATAAGAACGAAGAGAGAAGAAAGGGGAAGAAAGAAAAAGAGGATGAGCGGAAGGATAAGAAAATTGCT 
GATGCAGATATATCCAGGAAAGAATCTCCAAAGGGTAAAAAGGACAGAGAGAAGGAGAATGTGGGCCTAG 
ACAAAAGTGCTAAAGCCAAGGAAAGTAGGAAAAAGTCAACAAATGTAAAGGATGCTTCTAGTAAAACGGC 
ATCCAGAGACAAAGATGACACAAAGGAAGGTAAAACCTCTAGCAAACACACACACTCAGCGAAGGGAAAT 
AACCAGAAGAGGAAGAACT GAAAGCTCTAATACCATCATCCCAGGAAATGGTAAT GT T CCTCATCACAAT 
TTACTGCTATAGGGCAGAAAAAATATAGTATCGCTCTGGTCGGGGAAGGTATGTCAAATAGCCATTGAGT 
GTATTTATTGGTGCTCAGTATGTAAAGGGTTTGAAATTTTAGATACACTGTCTCATGCCTCTCAGTTTAA 
AAGATGAAGCTTGTAAAAACCATGTAATAAAAATGTGATATAATAGCTTCTGTTTTTATTAATTTATTGA 
TCATGTATCCAGATAAATGTATATACATGTAAT ATGAAT T GTAATGTACT TAT T AATCAAT GGAATACTT 
TCACCAGGGTTAAATGTTAAGATTTTCCGTAGTGTGTATATGCAGAATGCCGTTCCAGTATGACAGATGG 
TTAGGTGACAGAGGTTTTCTTCTTTCTCCCTTTATGTGACCTTTGTCGTCTTTTCTCCTTTCCCTTCCTG 
CTTCCTTGCTTCCCTTTCTTCTTCACCTGGCTGTCTCCCTCTCCCCTTCTCTCTTCTTCCTCATCCTCTC 
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TCCCCCTTCTTCAGGTTCTTCCCTGGATTCTCCTTTTCCTTCTCCCTCTCGTCCCCTACTAGGTCTCCCC 
TCCCCAGTCTTATTGGCTCTTTTATACCTCCTCGTTCTGTCTGTGCCTCCTGGCTACCCACCCCCCTCAA 
GAGCCTGCTCCTCCTCCCAACTTGCTTTGGCCACTCAGTGAATATTTTGTGTTTCTTGTGTGCTACACAC 
ACTGTTCTGAGAACTCTGGATACAGTCATGCATAAAAGAAAGAATTTGTCTTAGAAGAAGAGTTTTAGAA 
CACTT TTAT TGAT ATCT TCACAGAT TCAGATGAGT T ACAAAAGACTAAGTAT T TCAAATTAGGATAT T CT 
TTAATCTTTTATCACACAATTTTCCCATTATTTTGGTGGGAGTGGCATATATTTTTCATATTTGTATGTA 
TTATGGTTTACCATTTCTAAGGAGCTTGAAATTTGAGATCTAACTAGAGATCAGAACTCAATCAGAAAAC 
ATGT AAT AAAAT GAAAT T T CAAT AAGA 

>GBCA0311 |Acc|U33628 |Ver 1U33628.1 GI : 1122947 | Canis familiaris sphingolipid Ca2+ release 

mediating protein of endoplasmic reticulum mRNA, complete cds . 

CAAAATTTCCTTTTCAGTCATGCTTTTAAGATACTTTTTCTAAAAAGATTTATTTCCAGAGTGTTCCCAT 

GTTGGTTTAAAATTCACTGTTTTCAACATTTTAGAGCAATACCTCATCTACTTGATTTTGTGTCTGCTGA 

AGTCTTCGGTTGCTGCCAGGCGGCACTTGACCCTGGGGTTGCACCTGCAGACNCTGAAATGGGTAAAGGC 

ACAAGCAT GAGTAAACT AT GAT T CC AG AT AC ATT T TT TAT AAGT AT GAAGACATTAT CCCAAGGCATCAC 

T GTT TAGAGGT T C AGAAC T TAAGCAGAAAAAG AAACCCT T CCT ACAGT AAGGAACAAAGGT TCTAAT GAC 

ATTTCTTCTAATTCCTCTATAATTTCCAGGATTCATCATATGTTAAAAGTGAGCAGGGTCTCAAGTGAAG 

GTTTAATATCACTTTCTATCACTGAGGCACCTGATCTTAAGATCAGGGATCCTAAGATAGAGAAACTCTA 

CCTTCCAGTTTTTTATTTAAATGCACACATCTACTTAAATGCACTCAGTACTCTCCTGAACTCTCATTGT 

• GGCGAGAACTGTTTTCATGGTTATGAACAATTACAGAATGCCACTTTTCCAGTTTGGAGAAATATATTCA 
TTTATATAAACAGGGTCAGGAACATCAAGAGGCAAGGAGGAGGGGGTGGTGTGAGTGGGAAAGGTGAGAT 
GAAGCAGTGCCTTCCTCTCTTAAAAGGTACTTCTCTTTTCAAATCCTCAACTGAAGGCCTATTGCTCTCC 
AGCCAGATCTTTCTTGACCACTGTGGCTTTGAAGTCCTTATCGCTTCCGTTTCTTGGCTGGCCATGCTTT 
TCATTTTTCACACACACATACACACACAGCTGACCCTTGAACAAGGTGGGGTGTTTGGGGTGCCGACGCC 
GACCCCTCCCCCTCCCCATGGTTGAAAATCTGCATATAACTTTTGACTCCTCCCAAAATTTAACTACTAA 
TAGCCTAC TGCTGACCAAAGGCC T T ACCAAT AACAT AAACAGT CGAT T AACAAGT ATT TT GT AT ATTATA 
TGTATCATACACTGTGTTCTTACAGTAAAGTAAGCTAGAGCAGAAAATGTTAAGAAAATCGTAAGACAAG 
GGCAGGCCAGGTGGCTCAGCAGTTTAGCGCCACCTTCAGCCCAGGACTGATCCTGGAGACCCGGGATGGA 
GTCCCATGTCGGGCTCCCTGCATGGAGCCTGCTTCTCCCTCTGCCTGTGTCTCTCTCATGAATAAATACA 
TAAAATCT TAAAAAAAAAAAAAAAAAAAAAAAAGGAAAT CGTAAGACAGAGAAAATACGTT TACAT TACT 
GTATTGTATTTATTGGAAAAAAACCCACCTGTAAGTGGACCAGCACAGTTCAAACCCATATTGTTCAAGG 

. GTCATCTGTAATGTCTTGCCTTCCCTGATAGATCACAGCTCCTGTGTCTTACAGGTCTCTTCCCTGTACC 
CAAGACAGCACCTAGCC T GGGCCT TGACTACAACAGCTACTGATGCACCCAC T GAT T CAAGTT ATT T TAT 
ACCTACCACATGTCAAAGACCAGGGATGCAGCAGATCCCATGCCTGCCCTTACACTTTATTTTTATTCTC 
TGATAGGTAATAGCGAAGAACCATGCAATGGCACATTTTCTCACTTAGCATTTTTCTCATTCAGTCCTTT 
CAACTCTTTGAGGGTGTGTGTGTGTACTACTATCAACCCCATTTCTGGAAGCAAAAAGTGGGATTTAGAA 
AGTCAACAGTGCTGGTTGCAGTGGAACCTGTCTTAGACCAGGTCTCCTATAATTCCACCGATCTAGACCT 
TAATTAACCATTGTGATTTACTGGCACGGCAGCCGCGGCAGGTACACTC 

>GBCA0312 |AccjU34246|Ver IU34246.1 GI : 1054900 | Dog plasma PAF acetylhydrolase, complete 
cds . 

CCGCGCGCTCCGGCCGGGGGACCCTGGTTCCGGCGAGCGGCTCAGCGCGGCGCCCGGAAGTTTAAGCTGA 
AACCACTGCTCAGCTTCCAAGATGTTGCCACCCAAACTGCATGCGCTTTTCTGCCTCTGCAGCTGCCTCA 
CACTGGTTCATCCTATTGACTGGCAAGACCTAAATCCTGTTGCCCATATTAGATCATCAGCATGGGCCAA 
TAAAATACAAGCTCTGATGGCTGCTGCAAGTATTAGGCAAAGTAGAATTCCCAAAGGAAATGGATCTTAT 
TCTGTCGGTTGTACAGATTTGATGTTTGATTATACTAATAAGGGCACCTTTTTGCGTTTGTATTATCCAT 
CGCAAGAGGATGACCAC TC T GACACGCT T TGGAT CCCAAACAAAGAATAT T TT T T TGGTCT T AGT AAAT A 
TCTTGGAACACCCTGGCTTATGGGCAAAATATTGAGCTTCTTTTTTGGTTCAGTGACAACTCCTGCGAAC 
TGGAATTCCCCTCTGAGGACTGGTGAAAAATATCCACTGATTGTTTTTTCTCATGGTCTTGGAGCATTCC 
GGACAATTTATTCTGCTATTGGCATTGATCTAGCATCACATGGGTTCATCGTTGCTGCTATAGAACACAG 
AGATGGATCCGCCTCTGCGACTTACTATTTCAAGGACCAGTCTGCTGCAGAAATAGGGAACAAATCTTGG 
T CT T ATCT T CAAGAACTAAAACCAGGGGATGAGGAGATACAT GT TCGAAAT GAGCAGGTACAGAAAAGGG 
CAAAGGAGTGCTCCCAAGCTCTCAACTTGATTCTGGACATTGATCATGGAAGGCCAATTAAGAATGTACT 
AGAC T TAGAGT TT GATGT GGAACAACT GAAGGACTCTAT TGACAGGGATAAAATAGCAGTAAT TGGACAT 
TCTTTTGGTGGAGCCACAGTTCTTCAGGCTCTTAGTGAAGACCAGAGATTTAGGTGCGGGATTGCCTTGG 
ATGCATGGATGCTTCCACTGGATGATGCAATATATTCCAGAATCCCTCAGCCCCTCTTTTTTATTAACTC 
GGAACGGTTCCAATTTCCTGAGAATATC7\AAAAAATGAAAAAATGCTACTCACCTGACAAAGAAAG2\AAA 
ATGATTACAATCAGGGGTTCAGTCCATCAGAACTTTGCTGATTTCACTTTTACAACTGGCAAAATAGTTG 
GAT ACAT ATTCACAT TAAAAGGAGAT ATAGAT TCAAAT GTAGCAATTGATCTTTGCAACAAAGC TTCAT T 
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GGCATTTTTACAAAAGCATTTAGGACTGCGGAAAGATTTTGATCAGTGGGATTCTTTGATTGAAGGAAAA 
GACGAAAATCTTATGCCAGGGACCAACATTAACATCACCAACGAACATGACACTCTACAGAACTCTCCAG 
AAGCAGAGAAAT CGAATT TAGAT T AAAAGCAC T T T T T TAAAGAT CT TGT TTAAAAAC TG TCAAAAAAT GT 
GTGTATGACTTTTAATATATTTTCTCAAATAACTCATATTGGAAAATGTAGGCTATCCCATAAAAGTGAT 
TGAAGCTTGGACTAGGAGGTTTTTTTCTTTAAAGAAAGATTGGTGTCTATCGAAATCATGCCAGCCTAAA 
TTTTAATTTTACTAAAATGATGCTGTGTCAAAATTAATAACTACTTTTACATTCTTTAATGGACAAGTAT 
AACAGGCACAAGGCTAATGAAAACGTGTTGCAATGACATAACAATCCCTAAAAATACAGATGTTCTTGCC 
TCTTTTTTCTATTATAATTGAGTTTTAGCAACATGTTATGCTAGGTAGAATTTGGAAGCACTTCCCTTTG 
ACT T T TGGT CATGATAAGAAAAAT TAGAT CAAGCAAATGATAAAAGCAGTGTT T T ACCAAGGAT T AGGGA 
TACTGAACAAT T TCAC TATGGT AACT GAATGGGGAGT GACCAAGGGTAAAAATAT TAAAGCCAAGGCAAA 
GGCAGCAGATTAGAATGGATTAAAGAGAGTTTATAATTTGTTTGCATTTACTTGATGGTTTATCTCATGG 
AT TCAT GAGT CAAGAAAGGTGCGT AGGACAGGCCAGGGAT TCCAGT TATAACACAT TAT TCAC CCAAAGG 
CTGTGAGAAATAACCAAGGAAACATTCAGACTTTTAACTGTTTTATCTTTCCAATTTCATGTTCTTTAAT 
T C T GTAT GAG TAT T GGGAGTGGATTAGCACAATAGAGGCATAT GT TGCT T TA 

>GBCA0313 |AcclU25183|Ver|U25183.1 GI : 818 84 6 | Canis familiaris muscle type 
phosphofructokinase (M-PFK) mRNA, complete cds . 

GCTAAGACTAAAAGAGTGGATCATGACCCATGAAGAGCACCATGCAGCCAAAACCCTGGGGATCGGCAAA 

GCCATCGCCGTGTTAACCTCTGGTGGAGATGCCCAAGGTATGAATGCTGCTGTCAGGGCTGTGGTTCGAG 

TGGGTATCTTTACTGGTGCCCGTGTCTTCTTTGTCCATGAGGGTTACCAAGGCCTGGTGGATGGTGGAGA 

TCACATCAGGGAAGCCACCTGGGAGAGCGTTTCGATGATGCTTCAGCTGGGTGGCACAGTCATTGGAAGT 

GCCCGGTGTAAGGATTTTCGGGAACGAGAGGGGCGACTTCGAGCTGCCCACAACCTAGTGAAACGTGGGA 

TCACCAATCTGTGTGTCATCGGGGGTGATGGCAGCCTCACTGGGGCGGACACCTTCCGTTCTGAGTGGAG 

TGACTTGCTGAGTGACCTCCAGAAAGCGGGTAAGATCACAGCGGAGGAGGCTACGAAGTCCAGCTACCTG 

AATATCGTGGGCTTGGTGGGCTCAATTGACAATGACTTTTGCGGCACTGACATGACCATCGGCACCGACT 

CTGCCCTGCACCGGATCATAGAGATCGTGGATGCCATCACCACTACTGCTCAGAGCCACCAGAGGACGTT 

TGTGTTGGAAGTGATGGGCCGGCACTGTGGATACCTGGCCCTTGTCACCTCCCTCTCCTGTGGGGCTGAC 

TGGGTTTTTATTCCTGAATGTCCGCCAGATGATGACTGGGAGGAACATCTTTGTCGCCGGCTTAGTGAGA 

CAAGGACCCGGGGTTCTCGTCTCAACATCATCATTGTGGCTGAGGGTGCGATTGACAAGAATGGGAAACC 

AATCACCTCAGAAGAAATCAAGGAGCTGGTGGTAAAGCGTCTGGGATATGACACTCGGGTCACTGTCTTG 

GGGCATGTGCAGCGGGGTGGGACCCCATCAGCCTTCGACCGAATCCTGGGCAGCAGGATGGGTGTGGAAG 

CAGTGATGGCGCTCTTGGAGGGGACCCCGGACACCCCGGCCTGCGTGGTGAGCCTCTCTGGTAACCAGGC 

TGTGCGCCTGCCCCTCATGGAGTGTGTACAGGTGACCAAGGATGTGACCAAGGCCATGAATGACAGGAAA 

TTCGATGAAGCCATGAAGCTGAGAGGCCGGAGCTTCATGAACAACTGGGAGGTGTACAAGCTTCTGGCTC 

ACATCAGACCTCCCGTCTCGAAGACATCGGCTACCATGCACACGGTGGCCGTGATGAACGTGGGTGCCCC 

AGCCGCAGGCATGAATGCTGCCGTCCGCTCCACCGTGAGAATTGGACTCATCCAGGGCAACCGGGTGCTG 

GTTGTGCATGATGGCTTCGAGGGCCTGGCCAAGGGTCAGATCGAGGAGGCTGGCTGGAGCTATGTGGGGG 

GCTGGACTGGCCAAGGCGGTTCCAAACTTGGGACTAAGAGGACTCTGCCCAAGAAGAGCTTTGAGCAGAT -* 

CAGTGCCAACATCACTAAGTTTAACATTCAGGGCCTGATCATCATCGGGGGCTTTGAGGCTTACACTGGG 

GGCCTGGAGCTGATGGAGGGCAGGAAGCAGTTTGATGAGCTGTGCATCCCGTTTGTGGTCATCCCTGCTA 

CGGTGTCCAACAACGTCCCTGGCTCGGACTTCAGCGTGGGCGCTGACACAGCCCTCAACACTATCTGCAC 

GACCTGTGACCGCATCAAGCAGTCAGCAGCAGGCACCAAGCGGCGGGTGTTCATCATTGAAACTATGGGT 

GGCTACTGCGGCTACCTGGCCACCATGGCAGGCCTGGCCGCTGGGGCGGATGCTGCCTACATTTTTGAGG 

AGCCCTTCACCATTCGGGACCTGCAGGCAAATGTTGAACATCTGGTGCAAAAGATGAAAACAACTGTGAA 

GAGGGGCCTGGTGTTAAGGAATGAGAAGTGCAATGAGAACTATACCACGGACTTCATTTTCAACCTGTAC 

TCTGAGGAGGGGAAGGGCATCTTCGACAGCAGGAAGAATGTGCTCGGCCACATGCAGCAGGGTGGGAGCC 

CAACTCCATTTGATAGGAATTTTGCCACTAAGATGGGCGCCAAGGCTATGAACTGGATGTCTGGGAAAAT 

CAAAGAGAGTTACCGTAATGGGAGGATCTTTGCCAATACGCCAGACTCGGGCTGTGTTCTGGGGATGCGT 

AAGAGGGCTCTGGTCTTTCAACCAGTGACTGAGCTGAAGGACCAGACAGATTTTGATCACCGCATCCCCA 

AGGAACAGTGGTGGCTGAAGCTGAGGCCCATCCTCAAAATCCTAGCCAAGTACGAGATTGACTTGGACAC 

CACAGAGCACGCCCACCTGGAGCACATCAGTCGGAAGCGATCTGGAGAAACTTCTATCTAACCCTCTTTG 

GAGTGAGGGTCATGGATTGTCTGATCATGGTCAGCTCACCCCCTGATAGATCCAAGTCCATGTATCCCCA 

AGTATTTTAGCTCATTTTTCTTTAGGTTTCCTTTTATTCTGCAACTGTAGCCATGACCAGCTCTGGCCAG 

GGAGCTGGGGCAGCGGGCAGTGAGTAGAGGCTCCTTTTAGGTGGAATTTATCAACTTCTACCCCAGCTTC 

ATCTGTCACACAAGACTGGGCTCCTCTAGTGCTACTGCTAGATTTCAGCTACTCGGTTAGAATTTTCCTG 

AAAATAAGCTTTATTTATTTCTTTGTGATAACAAAGTCTTGGTTCCTCTATTACTTTTACTGCAGTGACA 

AACAATAGCTACACTAATAAATGCCAACTGGTCACTGTGAAAA 

>GBCA0314 |Acc|U10308|Ver|U10308.1 GI : 607813 | Canis familiaris interleukin-8 mRNA, 
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complete cds . 

GTAAACATGACTTCCAAGCTGGCTGTTGCTCTCTTGGCAGCTTTTGTCCTTTCTGCAGCTCTCTGTGAAG 
CTGCAGTTCTGTCAAGAGTCAGTTCAGAACTTCGATGCCAGTGTATAAAAAGACACTCCACACCTTTCCA 
TCCCAAATATAT TAAAGAAC TGAGAGT GATTGACAGTGGCCCACATT GT GAAAACTCAGAAAT CAT T GTA 
AAGCTTTTCAATGGAAATGAGGTGTGCCTGGACCCCAAGGAAAAATGGGTACAAAAGGTTGTGCAGATAT 
T TCTAAAGAAGGCTGAGAAACAAGAT CCGT G AAACAACAAACACATTCTCT GT GGT TT CCAAGAAT T CCT 
CAGGAAAGATGCCAATGAGACTTCAAAAAAATCTATTTCAGTACTTCATGTCCCGTGTAGACCTGGTGTA 
GGATT GCCAGATAAAAATACAGTAT GCCCAGT T AGAT T TGAATAT TAAGTAAAACAATGAATAGT T TT T T 
TCTAAAGTCTCATATATGTTGCCCTATTCAATGTCTAGGCACACTTACATTAAACATATTATTCATTGTT 
TGCTGTAAATTCAAATGTAGCTGGAAATCCTGGATATATTTTGTTGTTGTTACATCTTTCCACCTCACCT 
ACAGGCCAGGATGCATGAGTCCCTTTTCAACCTTGCCTTGGTCTCTTCTTTATTCCTCAACTGGAGAAAA 
GGTATCAGCAAGCATCCTACCTCACAGAAATATGAGGACATATGGAAGCACTTTAACTTTTTCTCATGTT 
GTCTAAATTATGTTCAAGTGAAACTTGTTTGCCTATTTATTATTTATGTATTTATTTAAGAAACAAATAT 
GGGAATATCTGTGCATAAATTTGGAAAAATAGGAAAGGAAGCATTGTTGATAAGTTAGTATAATGATGGT 
AGTGAATTTATATTTATTTTGGTATTTAGTGATGTTATATTAAAGAACTATTTTGTTTTTTTTTTTTTAA 
AGAAC TAT T T T GAACAAGGT T GCTAGAT T TAGCAAAAT T AAAAATGAGAT ACTCAT T T AAT TT T GAT T TC 
AAACAATAAT T TT T TAT TAT AT TAT T ATTTAT CTGAAAT T TCAATTGAACCGCAATCC TACT T T T GAT AC 
TCCTAGTCTTGTCTATTCACTGACAGCCTTGTTCAATGCTGGGTTGAATGATCATAACCCTGAGTTAGAA 
T T GTTT CT C CAAAGAGCAAAAACT CGAC AAGCAAT AT TAATGAAGT AAT T TCT T GCCAGTT AAAAT T T GT 
ATATT TATAATATACAAAAT AGATTCC T TATAATT T TAG T T AT TGTGT TCT TAAACACTGACT TT TT TAG 
TTTAAGATGCTTTTATATGTTTCCCAAGAGATTTTTTTTTCCTCCTATTTTTGATGCTATGGAAATAAAA 
ATGTAAAATAT TT AAAAT AAAACT TAT TGTCAAAGTC 

>GBCA0315 |Acc|U04361|Ver IU04361.1 GI : 517411 | Canis familiaris interleukin 2 receptor 
gamma chain (IL-2R) mRNA, complete cds. 

ATGTTGAAGCCACCATTGCCACTCAGATCCCTCTTATTCCTGCAGCTGTCTCTGCTGGGGGTGGGGCTGA 
ACTCCACGGTCCCCATGCCCAATGGGAATGAAGACATCACACCTGATTTCTTCCTGACCGCTACACCCTC 
CGAGACCCTCAGTGTTTCCTCCCTGCCCCTCCCAGAGGTCCAGTGTTTTGTGTTCAATGTTGAGTACATG 
AATTGCACTTGGAACAGCAGCTCTGAGCCCCGGCCCACCAACCTGACCCTGCACTACTGGTATAAGAACT 
CCAATGATGATAAAGTCCAGGAGTGTGGCCACTACCTATTCTCTAGAGAGGTCACTGCTGGCTGTTGGTT 
GCAGAAGGAGGAGATCCATCTCTACGAAACATTTGTTGTCCAGCTCCGGGACCCACGGGAACCCAGGAGG 
CAGTCCACACAGAAGCTAAAACTGCAAAATCTGGTGATCCCCTGGGCTCCGGAGAACCTAACCCTTCACA 
ACCTGAGCGAAT CCCAGCTAGAACT GAGCTGG AGCAACAG ACACTT GGACCACT GT T T GGAGCATGT T GT 
GCAGTACCGGAGTGACTGGGACCGCAGCTGGACTGAACAGTCAGTGGACCACCGAAATAGCTTCTCTCTG 
CCTAGCGTGGATGGGCAGAAGTTCTACACGTTCCGTGTCCGAAGCCGCTATAACCCACTCTGTGGAAGCG 
CTCAGCGTTGGAGTGAATGGAGCCACCCTATCCACTGGGGGAGCAATACCTCCAAGGAGAATCCTTTGTT 
TGCATCGGAAGCTGTGCTTATCCCCCTTGGCTCCATGGGATTGATTATTAGCCTTATCTGTGTGTACTAC 
TGGCTGGAACGGTCGATCCCCCGAATTCCTACCCTCAAGAACCTGGAGGATCTGGTTACTGAATATCACG 
GGAATTTTTCGGCCTGGAGTGGAGTGTCTAAGGGACTGGCGGAGAGTCTGCAGCCAGACTACAGTGAATG 
GCTCTGCCACGTCAGTGAGATTCCCCCAAAAGGAGGGGCTCCAGGGGAGGGTCCTGGGGGCTCCCCCTGC 
AGCCAGCATAGCCCCTACTGGGCTCCCCCATGTTATACCCTGAAACCTGAAACTGGAGCCCTGATACCCT 
GACAGAACCTCAGAGTCCTGTCCTCCTATATTGTACTAACTTCCCCTTATCTAACCAACCTGGGTCCAAT 
GCTCACCTCGCCCTC 

>GBCA0316 |Acc|AF057365|Ver|AF057365.1 GI : 3298 604 | Canis familiaris UDP N- 
acetylglucosamine transporter mRNA, complete cds. 

GCGGCGGGAAGCCGGCGGCTCGGTCGCGGCCGGGGGCGCGGGGGACCCAGCGGGCTGGGCGGCCCGGGCG 
CCGGGCGGAGCCACCCCCGGGGGTGCGCGCGGCGGGTGGAGCCGCGCCGGAGGCAAATGAAGATAAAACA 
ATGTCTACCAACCTAAAATACCTTTCCTTGGGAATTTTAGTCTTTCAGACTACCAGTTTGGTTCTAACAA 
TGCGTTATTCTAGGACTTTAAAAGAGGAGGGACCTCGTTATCTATCTTCTACAGCAGTGGTTGTTGCTGA 
ACTTTTGAAAATAATGGCCTGCATTTTATTAGTCTACAAAGACAGCAAATGTAGTCTAAGAGCACTGAAT 
CGAATACTACATGATGAAATACT TAATAAACCTATGGAAACGCT TAAACT TGCTAT TCCAT CAGGGATAT 
AT ACTCT TCAGAAT AAT T T ACTCT ATGTGGCACT GTCAAATCT GGAT GCAGCTACGTATCAGGTTACATA 
TCAATTGAAAATTCTTACAACAGCATTATTTTCTGTGTCTATGCTTAGTAAAAAATTAGGTGTGTACCAG 
TGGCTCTCCCTGGTAATTTTGATGACAGGAGTTGCTTTTGTACAGTGGCCCTCAGATTCTCAAGAGCTTG 
ATTCTAAGGAACTGTCAGCTGGCTCTCAGTTTGTAGGCCTCATGGCAGTACTCACAGCATGTTTTTCAAG 
TGGTTTTGCTGGGGTTTACTTTGAGAAAATCTTAAAAGAAACCAAACAATCAGTGTGGATAAGAAACATT 
CAACTTGGTTTCTTTGGGAGTATATTTGGATTAATGGGTGTGTACATTTATGATGGAGAATTGGTGTCCA 
AGAATGGATTTTTTCAGGGATATAACCGACTGACTTGGATAGTTGTTATTCTTCAGGCACTTGGAGGCCT 
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TGTAATAGCTGCTGTTATTAAATATGCAGACAATATTTTAAAAGGATTTGCAACCTCTTTATCCATAATA 
TTATCAACACTGATATCCTATTTTTGGCTACAAGATTTTGTGCCAACCAGTGTCTTTTTCCTTGGAGCCA 
TCCTTGTAATAACAGCTACTTTCCTATATGGTTATGATCCCAAACCTACAGGCAATCCTACTAAAGCATA 
GTCGTATACTATCTTTAACTGGTTTTTCACAATGGTGCACTAGGAATCTCAACATTAATCTTGCATAGAG 
GACTTCTACAGATTCTAAGAAGATATCATCATGCTGAATCTCATCATATTGTTCAAATGGTTTGAAAATA 
TAAAAGT T TAAGGAT AAAAT ATAT GTAT ATGT TAACGAAATACC T ATT ACAT CTAGATATCAAAGC TT GA 
AAG TAT TT CCAGGGAT T AGAATAAT TAT T GGAGAAAACT T GAAATCTGAGT TTAAAAAGAT TT TACCT TT 
TGAT T GCTGCAGAAATG T T CTATGCACT C T T T GCAAGAGCACACAACAAATATCAGATACCAAT T T TT GC 
AAGTTAGATCTATTTAACCTTATTAAATTTTTTTATCTTTTTCTGTACAGAAATATCAAATTACATGGAA 
TATTCAAAGTTTGAAAATTATAATTGCCTATTAAGCTGTGAATAGAAGTATGATTTGAATAACATTTTCA 
TGT AT CT GAGATTT T TAT AT T TATAC AAAAGAT T ACTAAAGAAAGGAT TGCTAAATGT TAT T TGT T CAAC 
TACATAAAATGATAAGGTTACGTTCTGGGTCTAATTTGTGAGAAAATAAATTCATATTTAAATTCAATGT 
AGGGAAATACATCTATTTCTCCATCTACATTTTAAGATCTTTTAGTGCTTTGA2^ACTGCTGAAAGCAATC 
CAGTTGCTCCTGTGCTAGATAGTAGCCAGATTTTGCACTAATGGAGTTTTGTCTTTAATCTCTTAATTGC 
ATTTCTTTTCTGTAAATCAGATAAATCCTTAATATTTCTTTAAATTAAGCTTCTGTATGTGGTAATTTCC 

>GBCA0317 |Acc|AF023617|Ver|AF023617.1 GI : 3033500 | Canis familiaris ZO-3 (zo-3) mRNA, 
complete cds . 

GAATTCGGCACGAGCAGCTGCCGGTGCTGCTGGTGCTGCTGCTGCCGCCTTGTGCACCCGTCCTGCTGGT 

TCCACCTGGCACAGGACAGAGCCGCTGCACTCACGGGGGAGGAAAAGTTTGGGAACCCAGTGCGGAGGAC 

AGAGCTCAAACCTCAGGTCCCCACCCCACCCCATGCCAGGCGGGCACCCAAGCCCTGGCTCCTGCCGCCT 

GCCCAGAGGCCACCCCGCCTCCTAGACAGGTGCTGGACATGGAGGAGCTGACCATTTGGGAACAGCACAC 

GGCCACGCTCTGCAGGGACCCCCGGCGAGGCTTTGGCATTGCGATCTCTGGTGGCCGGGACCGGGCCAGC 

GGGTCCGTGGTCGTGTCCGATGTGGTGCCGGGGGGACCCGCGGATGGCAGACTGCAGACAGGCGACCACG 

TCGTCATGGTGAATGGGGTTTCCATGGAGAGTGTCACCTCCACCTTCGCCATCCAGATACTCAAGACCTG 

CACAAAGTTGGCCAACATTACGGTGAAGCGTCCCCGGAAAATCCAGCTGCCTGCCACCAAGGCTGGCACC 

TCCGGCCGGGGACGCCAGGGCTTGGAGGAGGAGGCCGACTGCGGCCAGGGCTATGACGGCGACACGTCCA 

GTGGCTCTGGCCGCTCCTGGGACAAGCGCTCCCGCCGGGCGAGGACGGGCCGCCGGAACCAGGCTGGCAG 

CCGTGGGCGCAGGAGCCCGGGCGGGAACTCGGAGGCCAACGGGCTGGCGCTGGTGTCCGGCTTCAAGCGG 

CTGCCGCGCCAGGACGTGCACATGAGGCCCGTGAAGTCCGTGTTGGTGCGGAGGACGGAGAGCGAAGAGT 

TCGGGGTCACCCTGGGCAGTCAGATCTTCATCAAGCACATCACCGACTCGGGCCTGGCCGCCAGGAATCG 

CGGTTTGCAGGAAGGAGACCTCATCCTACAGATCAATGGTGTGTCCAGCGAGAATCTGTCCCTGAGCGAC 

ACCCGGCGCGTGATTGAGAAGTCCGAGGGGAAGCTGACGCTGCTGGTGCTCAGGGACCGAGGGCAGTTCC 

TGGTGAACATCCCGCCGGCCGTCAGTGACAGCGACAGCGACAGCTCCTTCCTGGATGACATCTCGGCCCT 

GGGCTCAGAGCTGTCTCAGGCGGTGCCGTCCCATGTCCCACCGCCACCCCCGCATGCCCAGCGGAGTCTG 

GACTCCGACGGAAGCGACTCCCCCAGGGACAGTCCCCCCCTTCGGCGGGAAAATTCTCTGGATTCCAGAA 

CCATCTCGGAACCCGACGCCCCGAGGCACAGCAGCTATGACATCTACAGGGTGCCCAGCAGCCAGAGCGC 

AGAGGACCGTGGGTACAGCCCCGACTCCAGGGTGGTCCGCTTCCACAAGGGCACGACCATCGGGCTGCGG 

CTGGCCGGCGGCAACGACGTGGGCATCTTCGTGTCGGGGGTGCAGGAGGGCAGCCCGGCCGACGGGCAGG 

GCATCCAGGAGGGAGATCAGATTCTGCAGGTGAATGACGTGCCCTTCAGGAACCTGACCCGGGAGGAGGC 

TGTGCAGTTCCTGGTGGCGCTGCCGCCGGGCGAGGAAGTGGAGCTGGTGACGCAGCGGAACGAGGACATC 

TTCCGGAAAATGGTGCAGTCCCGCGTGGGCGACTCCTTCTACATCCGCACACACTTCGAGCTGGAGGCCA 

GCCCGCCGTCGGGCCTGGGCTTCACCCGCGGGGACGTCTTCCATGTGCTGGACACGCTGTGCCCCGGCCC 

CGGGCCGAGCGGCGCCCGCGGGACCCACTGGCTGGCCGTGCGCATGGGCCGCGACCTCCGGGAGCAGGAG 

CGCGGCATCATCCGCAACCAGAGCAGGGCCGAGCAGCTGGCCAGTCTGGAGTCCGCCCAGCGCGCCGTGG 

GGGCCGGGCCAGGTGCCTCCGTGGGCTCCAGCGCGAGGGCCGAGTTCTGGCGGCTGCGGGGCCTGCGGCG 

TGGAGCCAAGAAGTCCACCCAGCGGAGCCGCGAGGACCTATCGGCTCTGACCAGGCAGGGCCACTACCCA 

CCGTATGAACGCGTGGTGCTGCGAGAAGCCAGCTTCAAGCGCCCGGTGGTGATCCTGGGGCCCGTGGCGG 

ATATCGCTATGCAGAAGCTGACTGCCGAGATGCCTGACCAGTTCGGAATCGCAGACAGCGTGTTGAGGAC 

CGACAGCCCCTCCAAGATCATCAAGCTGGACACCGTGCGCGTGATCGCGGAGAAGAACAAGCACGCGCTC 

TTGGACGTGACGCCGTCGGCGGTCGAGCGCCTCAACTACGTGCAGTACTACCCCATCGTGGTCTTCTGCG 

CCCCCGAGAGCCGGGCGGCCCTCAAGGCCCTGCGCCAGTGGCTGGCGCCCGCCTCCCGCCGCAGCGCGCG 

CCGCCTCTACGCGCAAGCCCAGAAGCTTCGGAAGCACAGCGAACACCTGTTCACGGCCACCATCCCCCTG 

CGCGGCACGAGCGACACCTGGTACCAGGAGCTCAAGGCCGTGGTCCGCGAGCAGCAGACCCGGCCCATCT 

GGACGGCGGAGGACCAGCTGGACAACTCGTCCGAGGACAACCTGGAGCTCCCTCACCGCGGCCTGGCCGA 

CAGTTCGGCGGATCTGAGCTGCGACAGCCGGGTCAACAGCGACTACGAGACGGACGGCGAGGGCTACACG 

GACGGCGAGGGCTACACGGACGTGGACGAGGGGCCGCCGGCGCCCGCTCTGGCCCGGTCCTCGGAGCCCG 

TGCTGGAGGAGGAGCCCCGGAGCCCGCGGGATCACGGGAGAGCCTCGGGTGCCCGAGGAGCCCAGGTGGA 
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CAGGCACCCCTACCACAGCCAGGGGCGACi^GGACAGCATGCGGACGTATGGGCAGGAAGCCCTGAAGAAG 
AAGTTTACACGAGCTCGAGATGTGGAGTCCTCCGATGAGGACGGCTATGACTGGGGCCCGGCCACCGACC 
TGTGACCCCTCCCAGGTTCCCTGGGGCTGGACCTGGTTTCCCACTCAGAACCCAGAACCCCGCGTCCTTC 
TGCCAGTCAT TAATAAATAAGAGTAT T T TCACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0318 )Acc)U605901VerlU60590.1 GI : 27 60340 | Canis familiaris TTX-resistant sodium 
channel mRNA, complete cds . 

CACCTTCACTGAAGTCACAAACAAGTATAAGTCTTTGCAGAGCTAAGGGGTCTCCGACTCACTTCCCCTA 
CCAGAACTGCTCACTAGCCTCTCTGGGAGAACAGGCGTCAGCCGGAGTTTCTTCTTACTCTGCCTGAGTG 
TTAGGCTGAACGTGTATTCTAGGAGCTCATGGATTCCAGTGGAGGCGAGCTGGGATAGAAGAGAGGATCT 
CTTACCTAGAAGACAAGCAAGATTGAGCCAGCAAAGAAGAATGAGAAGATGGAATTTCCCTTTGGGTCCC 
TGGAAACTACCAACTTTCGTCGATTCACTCCAGAGTCCCTGGTGGAGATTGAAAAGAGAATTGCTGCCAA 
GC AGGC AGCAAAGAAAGCAAAAGGT AAGCACAGGGAGCAGAAGGACC AAGAAGAGAAGCCTCGGCC T CAG 
CTAGACTTGAAGGCTTGCAACCAGCCGCCCAAGTTCTACGGTGAGCTCCCAGCAGAGCTGGTTGGAGAGC 
CCCTGGAGGATTTGGACCCCTTCTACAGCACACACCGGACATTTATGGTGCTGGACAAAGGGAGGACCAT 
TTCCCGGTTTAGTGCTACTCGGGCCCTGTGGTTATTCAGTCCTTTCAACCTGATCAGAAGAACAGCCATC 
AAAGTGTCTGTCCACTCGTGGTTCAGTTTATTTATTACAGTCACTATTTTGGTCAATTGTGTGGGCATGA 
CCCAAACCGAGCTTCCAGACAGAATCGAGTATGTCTTCACTGTCATTTACACCTTTGAAGCCTTGATAAA 
GATACTGGCAAGAGGATTTTGTCTAAATGAGTTTGCTTACCTGCGAGATCCTTGGGACTGGCTGGATTT3? 
AGTGTCATTACCCTGGCATACATTGGTGAAGCAACAGCTCTCCGAGGGATCTCAGGCTTGCGGACATTCA 
GAGTTCTTAGAGCTTTAAAAACAGTTTCTGTGATCCCAGGGCTGAAGGTCATTGTGGGAGCTCTGATCCA 
CTCAGTGAGGAAACTGGCAGATGTGACCATCCTCACTGTCTTCTGCTTGAGTGTCTTTGCTCTGGTGGGC 
CTACAGCTCTTCAAGGGCAACCTCAAGAACAAATGTGTCAAGAATTGTGCAGCTCTCAATGAAACGGGCA 
ATTACTCCTCTTATGGAAAACAAGAGTGGAATTTCTGCCATAGGGACGAAGATTTCTACTATAACAAGCC 
TGGCACTTCAGATCCCTTACTGTGTGGCAATGGATCTGATGCAGGCCACTGCCCTAAAGGTTATCTCTGT 
CTTAAAACATCTGACAACCCAGATTTTAACTACACCAGCTTTGATTCCTTTGCTTGGGCTTTCCTGTCAC 
TGTTCCGCCTCATGACACAGGATTCCTGGGAACGCCTCTACCAGCAGACCCTGAGGGCATCTGGGAAAAT 
GTATATGGTCTTTTTCGTGCTTGTCATCTTCTTGGGATCCTTCTACCTGGTCAATTTGATCTTGGCTGTG 
GTCACCATGGCATATGAGGAGCAGAACCAGGCAACCATTGATGAAATTGAAGCCAAGGAGAAGACATTTC 
AAGAGACCCTGGAGATGCCCCGGAAGGAGCAAGAGGTGCTGGCAGCACTGGGGATTGACACAGCCTCTCT 
CCATTCCTGCAATGGCTCACCTTTACCCTCCAAAAATGCCAGTGAGAGAATGCGCAGAATGAAACCAAGG 
GTGTCAGAGGGCTCCACAGATGACAACAAATCACCTCAATCTGATCCTTACAACCAACGCAGAATGTCTT 
TCCTAGGCCTCACTTCTGGAAGACGCAGGGCTAGTCATGGCAGTGTGTTCCATTTCCGTACCCCTTGCCT 
GGATACCTCATTCCCTGACGGGGTCACAGATGATGGAGTCTTTCCTGGAGACCGTGAGAGCCATCGGGGC 
TCCCTGCTGCTGGGTGGAGGTACCAGCCAGCAAGGCCCCCTCCTAAGGAGTCCACTGCCTCAACCCCCTA 
ACCCTGGCTCAGGACATGGAGAAGACGGACACTCCACATTGCCCACTGGTGAGCTTGCCCCTGGAGGCAT 
CGAAGTCTCGGCATTTGATGCAGGACAGAAGAAGACTTTCTTATCAGCAGAATACTTGAATGAACCTTTC 
CGGGCCCAAAGGGCAATGAGTGTGGTCAGCATCATGACCTCTGTCCTTGAAGAACTCGAGGAGTCTGAAC 
GGAGATGCCCACCCTGCTTGACCAGCTTCGCTCAGAAGTATCTGATCTGGGAGTGCTGCCCCACATGGGT 
GAAGCTCAAGACGGTTCTCTTTGGCATTGTGACGGACCCCTTTGCGGAGCTCACTACCACCTTGTGCATT 
GTGGTAAACACAGTCTTCATGGCCATGGAGCACCACGGCATGAGCTCTGCCTTTGAAGCCATGCTCCAGA 
TAGGCAACATTGTCTTTACTGTGTTTTTTACTGCTGAAATGGTCTTCAAAATCATTGCCTTCGACCCCTA 
CTATTACTTCCAGAAGAGATGGAACATCTTTGACTGCATCATTGTCACTGTGAGCCTGATAGAGCTGGGT 
GCGGCCAGGAAGGGGAGCCTGTCAGTGCTGCGGACCTTCCGCTTGCTGCGGGTCTTTAAGCTGGCCAAGT 
CCTGGCCAACCTTAAACACACTCATCAAGATCATCGGGAACTCAGTGGGGGCACTAGGAAACCTCACCAT 
CATCCTGGCCATCATTGTCTTTGTCTTCGCTCTGGTTGGCAAACAGCTACTTGGGGAAAACTACCGTGAC 
AACCGGCGCAATATCTCTGCGCCCAATGAAGAATGGCCACGCTGGCACATGCATGACTTCTTCCACTCCT 
TCCTCATCGTCTTCCGGATCCTGTGTGGAGAGTGGATTGAGAACATGTGGGCCTGCATGGAAGTTGGCCA 
GAAATCCATATGCCTCATCCTTTTCTTGACAGTGATGGTGCTGGGGAACCTGGTAGTCCTCAACTTGTTC 
ACCGCCCTGCTGCTGAACTCCTTCAGTGCCGACAACCTTGCAACTCCAGATGAAGATGGGGAGGTGAACA 
ACCTGCAGGTGGCCCTGGCACGGATCCAGGCATTTGGCCATCGTACCAAGAAGGCCATTTGCAACTTCTT 
CACTAGGCCCTGCCTGCTGCCCTGGCCCAAGGCAGAGCCCCAGCTGGTGGTGAAACTCCCACTCTCCAGC 
TCCAAAGCTGAGAACCACATTGCTGCTAATGCAGCTGTGGGGAGCCCTGGAGGGCTCTCAGTGTCCAGAG 
GCCTCAGGGACGACCACAGTGACTTCATCACCAATCCTAACATATGGGTCTCTGTGCCCATTGCAGAGGG 
TGAATCTGACCTCGATGACCTGGAGGAAGATGGTGAGGAGGATTCTCAGAGTTCCCAGCAGGAAGTGATC 
CTCCAAGGGCAGGAGCAGCTGCAAGTCGAGACGTGTGAGGGCCACACGGCGCCCAGGAGCCCAGGCTCTG 
GAATGTCCTCTGAGGACCTGGCTTCCTACGTGGATGAGAAGTGGAAAGACGAGGCTGTTGCCCAGGCGCC 
TGCAGAGGGAGGGGACGACAGCAGCTCCTCAGGGGGCAGCACGGTGGACTGCCTGGATCCCGAGGAGATC 
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CTGAGGAAGATCCCTGAGCTGGCAGATGACCTTGAAGAGCCAGATGACTGCTTCACGGAAGGCTGTCTTC 

GCCGCTGTCCCTGCTGTAAAGTGGACATCAGCAAGTTTCCATGGACTGTGGGATGGCAGGTGCGCAAGAC 

CTGCTACCGCATCGTGGAGCACAGCTGGTTTGAGAGTTTCATCATCTTCATGATCCTGCTCAGCAGTGGG 

TCTCTGGCCTTTGAAGACTATCACCTTGACCAGAAGCCCACAGTGAAGGCCTTGCTGGAATATACTGACA 

GGATGTTTACTTTTATCTTCGTGCTGGAGATGTTGCTCAAGTGGGTGGCCTACGGCTTTAAGAAGTACTT 

CACCAATGCCTGGTGCTGGCTGGACTTTCTCATCGTGAACATCTCCCTGATAAGCCTTATAGCGAAGATC 

CTGCAATATTCTGATGTGGCATCCATCAAAGCCCTTCGGACCCTCCGTGCCCTGAGGCCCCTGCGGGCTC 

TGTCTCGATTC.GAAGGCATGAGGGTGGTTGTAGATGCCCTGGTGGGTGCCATCCCATCCATCATGAATGT 

CCTCCTCGTCTGCCTCATCTTCTGGCTCATCTTCAGCACCATGGGTGTGAACTTCTTTGCGGGGAAGTTT 

GGGCGATGCATCAACAAAACCAATGAATACTTTTCTCTTGTGCCTTTGTCTATTGTGAATAACATATCTG 

ACTGTAAATATCAGAACCACACTGGCAGCTTCTTCTGGGTCAATGTGAAGGTCAACTTTGATAATGTTGC 

AATGGGTTACCTAGCACTTCTGCAGGTGGCAACCTTTAAAGGCTGGATGGACATAATGTATGCAGCTGTT 

GATGCCCGAGATGTGAACTTGCAGCCCAAGTGGGAGGACAACGTGTACATGTACTTGTACTTTGTCATCT 

TCATCATTTTTGGTGGCTTCTTCACACTCAATCTCTTCGTTGGGGTCATAATTGACAACTTCAATCAACA 

GAAAAAAAAGT T AGGGGGCCAGGACATCT T CAT GACAGAGGAGCAAAAGAAGTACTATAATGCCAT GAAG 

AAGCTAGGCTCTAAGAAGCCCCAGAAGCCCATCCCACGGCCCCTGAACAAGTACCAGGGCTTTGTCTTTG 

ACATTGTGACCAAACAAGCTTTTGACATTGTCATCATGGTCCTCATCTGCCTCAACATGATCACCATGAT 

GGTGGAGACTGATGAGCAGAGTGCAGAAAAGACAAAAATTCTTAACAAAATCAACCAGTTCTTTGTGGCT 

GTCTTTACGGGCGAGTGTGTCATGAAGATGTTTGCCTTGCGGCATTACTACTTCACCAATGGTTGGAATG 

TGTTTGACTTCATTGTTGTGGTCCTCTCCATTGGAAGCCTGGTGTTTTCTGTAATACTTACGTCACTTGA 

AAATTACTTCTCTCCAACGCTCTTCCGAGTCATCCGCCTGGCCCGAATTGGCCGCATCCTCAGGCTTATA 

CGAGCAGCCAAGGGAATCCGCACACTACTCTTTGCCCTTATGATGTCCTTGCCTGCCCTCTTCAACATAG 

GGCTTCTGCTCTTCCTTGTCATGTTCATCTACTCCATCTTCGGCATGGCTAGCTTCCCCCATGTAAGTTG 

GGAAGCTGGCATCGATGACATGTTCAACTTTCAGACCTTCGCCAACAGCATGCTGTGCCTCTTCCAGATC 

ACCACGTCGGCTGGCTGGGATGGCCTCCTCAGCCCCATCCTCAACACGGGGCCTCCTTACTGTGACCCCA 

ATCTACCCAACAGCAATGGCTCCCGGGGGAACTGTGGGAGCCCGGCTGTGGGTATCCTCTTCTTCACCAC 

ATACATCATCATCTCCTTCCTCATCGTGGTCAACATGTACATTGCAGTGATTCTGGAGAACTTCAATGTG 

GCCACACAGGAGAGCAGTGAACCTCTGAGTGAGGATGACTTCGATATGTTCTATGAGACCTGGGAGAAGT 

TTGACCCAGAGGCCACTCAGTTTATTACCTTTTCTGCCCTCTCAGACTTTGCAGACACCCTTTCTGGCCC 

CCTGCGAATCCCAAAACCCAATCAGAATATATTAATCCAGATGGACCTGCCCTTGGTCCCTGGAGATAAG 

ATTCACTGTTTGGACATTCTTTTTGCCTTCACTAAGAATGTTCTGGGAGAATCCGGAGAGTTGGATTCTC 

T GAAGGCGAATAT TGAAGAGAAGTT TATGGCAACTAAT GT CT C AAAAGC ATCCT ATGAACCAATAGCAAC 

CACCCTCCGGTGGAAGCAGGAAGACATTTCAGCTACTGTCATTCAAAAGGCCTATCGGAGCTATGTGCTA 

CACCGCTCCATGACAATTTCCAACCCCCCAGCTGTGCCCAGGGCAGAGGAGGCTGTGCCACCCCCAGATG 

AAGCTTTTGTTGAATTCATGGTAAATGAAAATTGTGCACTCCCAGACAAATCTGAAACTGCATCTGCCGC 

ATCTTTCCCACCATCCTATGACAGTGTCACTAGAGGCCTTAGTGATCAAATCAACATGAGCACATCTAGC 

TCAATGCAGAATGAAGATGAAGGCACCAGTAAGAAAGTGACTGCTCCTGGGCCCTAGTGAGGACACTCTA 

GTATGGACCTAATCAGTTCTGATGTGAACTTCTGCTCTGTGATAACTCTTTCCCACTATAGGTGGCAACC 

AGCTACCACCTCACCAATGCATGCCACCAGTTCACAGTATCAGAACTGGGCAAAGAATGAAATTGGTGCC 

CACCTTTGGAGAAGCCCTCAAAACCAATAGGAGCCAGAAGCCAAGAGCATCTCCACTGTGACTACCCTTT 

TGAATTTCAGTATCAGATAATGTATCTCTTACTTTCCAGAAAATGTCCCCTGGTCCTTTCATTTTAATTG 

TGACCAGAACTTATATTTACGGTGACAAACTTCTCAGGACCAGAATTTCCAAAGATATATGGTAAGGATG 

TTGCTGAAGGTCCAAGGTAGTCTTCTGTGAATCCCAAACAGAAACTGACAATGTTATTTAGGATTTTGCA 

TGACTGCATGTTGAGAGCTGCCAGACAATTGCTCCTGCCCAAGGTAACACCTGTGGTCTATGTCATGAAA 

GAACTT TGAGATATCCAT TAAAAT TAATAT TTT TAGAGGT AT ATCCCGAAAAAAAAAAAAAAAAAAAAAA 

AAAAAA 

>GBCA0319 |Acc|L27152|Ver)I>27152.1 GI : 1536969 | Canis familiaris tight junction protein 
(ZO-2) mRNA, complete cds . 

CACCACCCTCACCCCACACTGTAGGGGTACACAGTGAGGGGTACACGGAACATCTAAAAGCACAGGGGCT 
TTGGGTAGCGCA7KAGATTACTTCGATTGCTTCAGCTGATCAGTGCCCAAAATGTACATGACCTTTTACTG 
AGAGAGACAAGATGAGGTACAAGAAGTACATGGCCATCCTGGAAGCCGCAGTGGGTATCACCCCACTTAA 
CAAAAGAGAGCTTCTTCCTGAGAGCAGAAGACATGTGAATCTCTGGCAGCACCCCGGGGTGCGGAGTACC 
ACGTTATTATCGTCTCCCTGCGAGTGGGATTGGCCCTTCGGCTGTACCTCCTGGCACGAGCATTCCACAG 
AGCACAGACGTGCGCTGGCAGGCAGCCTGCTTTTCCAGGCCCCAGGCATGGAAGAACTGATATGGGAGCA 
GTACACTGTGACCCTACAAAAGGATTCCAAAAGAGGATTTGGAATTGCAGTGTCCGGAGGCAGAGACAAC 
CCCCACTTTGAAAATGGAGAAACGTCAATCGTCATTTCTGACGTGCTACCGGGTGGGCCTGCTGATGGGC 
TGCTTCAAGAAAATGACAGGGTGGTCATGGTTAACGGCACCCCCATGGAGGATGTGCTCCATTCATTTGC 
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TGTCCAGCAGCTGAGAAAAAGTGGGAAGATCGCTGCCATTGTGGTCAAGAGGCCCCGGAAGGTCCAGCTG 
GCCCCGCCCCAGGGCAGCCTACCCGTCGATGAGGATGACCGTGCTTTTGAGGTGATGGATGAGTTCGATG 
GCAGAAGTGCCCGqAGCGGGTACAGCGAGAGGAGCCGGCGCAGCAGCCACGGTGGGCGCAGCCGCAGCTG 
GGAGGACAGCCCGGAGAGGGGGCGTCCCCATGAGCGGGCGTGGAGCCAGGAGCGCGAGCGCAGCCGTGGC 
CGGAGCCTGGAGCGGGGCCTGGACCATGACGATGACTACCGGCGGCCTCGAGAGCGCAGCCGGGGCCGGA 
GCCTGGAGCGGGGCCTGGACCATGACGATGACTACGGGCGGCCCGGAGAGCGCAGCCACGGCATGAGCAC 
TGACAGGGGCTACGACCGTGGCTACGACCGTGGCTACGACCGTGGCTACGACCGCACCTATAGCCCAGAG 
GCCGAGTATGGCCGCAGGACCCAGCCTGATGCCCGGCACGCAGGGTCCCGGAGCCGCAGCCGCGAGCACT 
TGCGCTCCCGCAGCCGCAGCCCTGAGCTGAGGGGGCGGCCGGACCATGCAGGCCAGCCTGACTCGGACAG 
GCCCATCGGGGTCCTTCTGATGAAAAGCAAAGCAAATGAAGAGTACGGTCTCCGGCTTGGGAGTCAGATC 
TTCATAAAGCAAATGACCAGAACCGCTCTGGCAACTAAAGATGGCAACCTGCACGAAGGAGACATAATTC 
TCAAGATAAATGGAACTGTAACTGAGAACATGTCTTTAACTGATGCCCGAAAACTGATAGAAAAGTCAAG 
AGGAAAACTCCAAC T AGTGGTGT T GAGAGACAGCAAGCAAACGCTCAT CAACAT T CCAT CAT TAAAT GAC 
AGCGACT CTGAAATAGAAGATAT CTCAGAAATAGAGTCAAACCGATCAT T T TC T CCAGAGGAGAGACGGC 
AGCAGTATTCCGACTATGATTATCATTCCTCAAATGAAAAACTGAAGGAAAGGCCAAATTCAAGAGAGGA 
CATGCAGAACAGATGGTCCAGGATGGGCGCCACACCCACTCCCTTTAAGTCCATGGGGGATATTGCATCT 
GTGGT TGGCACAGAGAACAGCAAGGAACCCAGATACCAAGAGGAACCACCAGCT CC T CAACC TAAAGCAG 
CCCCAAGAACTTTTCTTCGCCCGAGTCCTGAAGATGAAGCAATATATGGTCCCAATACCAAAATGGTGAG 
GTTTAAGAAGGGAGACAGCGTGGGACTCCGATTGGCTGGTGGCAATGACGTTGGGATATTTGTGGCTGGT 
AT TCAAGAGGGTACC TCGGCAGAACAAGAAGGCCT T CAAGAGGGGGACCAGATT CTGAAGGT GAACACAC 
AGGATTTCAGAGGGCTAGTTCGGGAAGATGCCGTTCTCTACCTGCTAGAAATCCCTAAAGGTGAAATGGT 
GACCATTTTAGCTCAGAGCCGAGCTGATGTGTATAGAGACATCCTGGCTTGTGGCAGAGGGGACTCATTT 
TTTATAAGAAGCCACTTTGAATGTGAGAAGGAAACTCCACAGAGCCTGGCCTTCAGCAGGGGGGAGGTCT 
TCCGAGTTGTAGATACACTGTATGATGGCAAGCTGGGCCACTGGCTGGCTGTGAGGATTGGAAACGAATT 
GGAGAAGGGCT T AAT CCCCAACAAAAGCAGAGC T GAACAAATGGCCAGT GT T CAGAATGCCCAGAGAGAC 
AATGCTGGGGACAGAGCAGATT TCTGGAGAAT GCGT GGCCAGAGAT C TGGCAT GAAGAAGAACT TAAGGA 
AAAGTCGGGAAGATCTAACAGCTGCTGTGTCAGTTAGCACCAAGTTCCCAGCTTACGAAAGGGTTTTGCT 
GCGAGAAGCTGGTTTCAAGAGACCTGTGGTCTTATTTGGCCCTATAGCAGATATAGCCTTGGAAAAGTTG 
GCAAATGAGTTACCGGACCTGTTCCAAACTGCTAAAACGGAACCAAAAGATGCAGGATCCGAGAAATCTA 
GTGGGGTGGTCCGGTTAAATACTGTGAGGCAAATTATTGAACAGGATAAGCATGCACTATTGGATGTGAC 
TCCTAAAGCTGTGGACCTGTTGAATTATACTCAGTGGTTCCCGATTGTGATTTTTTTCAACCCAGACTCT 
AGACAAGGT G'T CAAAACCATGAGACAGAGGT TGAAT CCAACATCCAAC AAAAGTT CT CGGAAGT T GTATG 
ATCAAGCCAACAAGCTTAAGAAAACGTGTGCACATCTTTTTACAGCTACTATCAACCTAAATTCAGCCAA 
TGATAGCTGGTTTGGCAGCTTGAAGGACACAATTCAGCATCAGCAAGGAGAAGCAGTTTGGGTCTCTGAA 
GGAAAGATGGAAGGGATGGATGATGACCCTGAAGACCGCATGTCCTACTTAACTGCCATGGGCGCAGACT 
ATCTGAGTTGCGACAGCCGCCTCATCAGTGACTTTGAAGACACCGACGGTGAAGGAGGTGCCTACACTGA 
CAATGAGCTGGATGAGCCAGCTGAGGAGCCACTGGTGTCTTCCATCACCCGCTCCTCGGAGCCGGTGCAG 
CATGAGGAGAGCATAAGGAAGCCCAGCCCAGAGCCACGAGCTCAGATGAGGAGGGCTGCTAGCAGAGATC 
AACTTAGGGACAGTAGTCCACCCCCCGCATTCAAGCCAGAGCCGCCCAAGGCCAAAACTCAGAACAGAGA 
AGAATCCTTTGACATCTCCAGATCCCATGACTATAAGTCAAACCCCTCAGCCGTTGCTGGTAATGAAGTT 
TCTGGGGCATCTACCAGAAGCTGTCCTCCTCCTATTGCAGCAAAACCTTCCTTTGGAAGGTCTATACTGA 
AGCCCTCCACTCCTGTCCCTTCCCCAGAGAGTGAGGAGGTGGGAGAGGGCAGTGAAGAGCAAGAAGGCGC 
TCCCAAGTCTGTCCTGGGCAAAGTTAAAATATTTGAGAAGATGGATCACAAGGCAAGATTACAGAGAATG 
CAGGAGCTTCAAGAAGCACAGAATGCAAGGATTGAAATTGCTCAGAAGCATCCTGACATCTATGCAGTTC 
CAATCAAAACACACAAGCCAGACCCTGGCCTGTCCCAGCACACAAGTTCCAGGCCACCCGAGCCCCAGAA 
AGGCCCTTCCAGGCTCTACCAGGATCCCAGAGGAAGTTATGGCAGTGATGCTGAAGAGGAAGAATACCGC 
CAGCAGCTGTCCGAACACTCGAAGCGTGGCTATTACAGCCAGCCTTCCCGGTACCGGGACACGGAATTAT 
AGATGCCTGATAGTCGGCGTGTCCGTCTCCCCACTGCCACCACCTCGGAGCAGCGCTCCCACTGAGCATG 
CGACGGTTCTTTCTAGGGAAAGTGCACTGCGGAGATTTGGGACCCTGAACTCCCATTTCCTCAAGGGGAG 
CCCCGGGGGCAGCCAATGCAAATAAAAACTGAGGGCTCTGTTTGTGGAACTGGGTCTTGAGAGTTGATGG 
CTTTTTGCTCAGAATCAAGAGAAACACTACAGTCTGATACTGTTACCTGCTTCAGTGGACCAAAATTTGT 
AT TAATTCTGT T TGCGTAT TT T TAACATGTATAT TAAGAAGTGATAACTAT T T T CCCTCAT TAATATCTG 
CCTTTGAGGACTGTTTCAATGAGAGATGGAATGTGAAAAAGGAATTAAAATGCTGTTGGACTCCCAACTA 
AATTCAAAGAAATATTTTATTACAACTCTAAGTGCCTTTGATGAGAAGTGTCTTAAATATTCTTCCTTTG 
AAGCTTTATGCAAAGCCATAATGGACTAAGACTATTTTGACTAAAGTTTTATACCAGCTTAATAACTATG 
GTTTTCTCTGCACTGTGTCATCTTTTCAAGGCATTTGTCTTTGTAATATTTTCCATAAACTCTGTATATA 
TAGTAGCTACATGTGGTAGTTCAGCTACCAGTGCTAAATAGCTTGACGACCAAGAAATTGGTATAGAAAT 
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TTTTGTTTAAACCATGTGCTCCAGAAAAGCAGATACTTGGAAAAACTGTATTTCCAAAAGTGTGTGTATT 
GACAACAGTTTTATAATTTAATAAAAAGGAGATTGAAATC 

>GBCA0320 lAcc|L485151VerlL48515.1 GI : 1333621 1 Canis familiaris paraoxonase 2 (PON2) mRNA, 
complete cds . 

GGCCCTCGTCTCCATGGGGCGGCTGCTGGGCGTGGGCTTGCTGGGGGATAGGTGGCGCTCCTGGGGCGAG 
AGGCTCCTGGCGCTCAGGAATCGACTTAAAGCCTCCAGAGAAGTAGAATCTGTAGACCTTCCAAACTGCC 
ACCTCATTAAAGGAATCGAAGCCGGTGCGGATGATATTGATATACTTCCCAATGGCCTGGCTTTCTTTAG 
TGTGGGTTTAAAATGTCCAGGACTCCACAGCTTTTCCCCAGATAAGCCTGGAGGGATATTAATGATGGAT 
CTAAAAAAGGAAAACCCGAGGGCACTGGAATTAAGAATCAGCCGTGGGTTCAATTTGGCTTCGTTCAATC 
CACAT GGTATCAGCACCT T CAT AGACAGCGACGAC AC AGT T T AT CT CT T TGT TGT AAACCATCCAGAATT 
CAAGAATACAGTGGAAATTTTTAAATTTGAAGAAGAAGAAAATTCTCTTCTGCATCTAAAAACAATCAAA 
CATGAACTTCTTCCAAGTGTGAATGATATCATAGCTGTTGGACCAGCACATTTCTATGCCACCAATGACC 
ACTATTTCTCTGATCCTTTCTTAAAGTATTTGGAAACATACTTGAACTTACACTGGGCAAATGTTGTTTA 
CTACAGTCCAGATGAAGTTAAAGTGGTAGCAGAAGGGTTTGATGCAGCAAATGGGATCAATATTTCACCT 
GATAAAAAGTACATCTACGTTGCTGATATACTGGCTCATGAAATCCACGTTTTGGAAAAACACCCTAATA 
TGAATTTAACGCAATTGAAGGTACTTAAGTTGGATACACTGGTGGATAATTTATCTATTGATCCTTCCTC 
GGGGGACATCTTGGTAGGCTGTCATCCTAATGGCCAGAAGCTCTTCATTTATGACCCGAACAATCCTCCG 
TCATCCGAGGTTCTCCGCATCCAGAATATTCTATGTGAGAAGCCTACCGTGACTACAGTTTATGCCAACA 
ACGGATCTGTTCTCCAGGGAAGTTCTGTAGCCTCAGTATATGATAGGAAGCTGCTCATAGGCACTTTATA 
TCACAGAGCCCTGTATTGTGAACTTTGAATTGTACTTTTGGCATGCAAGCGTGCTAACTTCTTTAACACT 
TAATTTTCTATGAATTACTAATTTTGTGGGAATTTAACCACGAAATGGGCCCAGAAATGTCTGCATGTAT 

AGTTAGCT , n 

>GBCA0321 [Acc[AF003597lVer[AF003597.1 GI : 219677 9 | Canis familiaris p38 mitogen activated 
protein kinase mRNA, complete cds. 

ATGTCTCAGGAAAGGCCCACGTTCTACCGGCAGGAGCTGAATAAGACAATCTGGGAGGTGCCCGAGCGTT 
ACCAGAACCTGTCCCCGGTGGGCTCCGGCGCCTACGGCTCCGTGTGTGCTGCTTTTGACACAAAAACTGG 
GTTACGTGTGGCAGTCAAGAAGCTCTCCAGACCATTTCAGTCCATCATTCATGCCAAAAGGACCTACAGA 
GAACTGCGGTTACTGAAACATATGAAACATGAAAATGTGATTGGTCTCTTGGATGTTTTTACACCTGCAA 
GGTCTCTGG AGGAAT TCAATGAT GTGT AT CTGGT GACCCATCT T ATGGGAGCAGATCT GAACAACATT GT 
GAAATGTCAGAAGCTTACGGATGACCATGTTCAGTTCCTTATCTACCAAATTCTCCGAGGTCTCAAGTAT 
ATACATTCAGCTGACATAATTCACAGGGACCTAAAACCTAGCAATCTAGCTGTGAATGAAGACTGTGAGC 
TGAAG AT CCT GGACTTT GGACTGGCCCGACATACAGAT GAT GAAAT GACAGGCTATGTGGCTACCAGGTG 
GTACAGGGCTCCTGAGATAATGCTGAACTGGATGCATTACAACCAGACAGTTGATATTTGGTCAGTGGGA 
TGCATAATGGCCGAACTGTTGACTGGAAGAACGTTGTTTCCTGGTACAGACCATATTGATCAGTTGAAGC 
TCATTTTAAGACTCGTTGGAACCCCAGGGGCTGATCTTTTGAAGAAAATCTCCTCAGAGTCTGCAAGAAA 
CTACATTCAGTCTTTGACCCAGATGCCGAAGATGAACTTTGCAAATGTATTTATTGGTGCCAATCCCTTG 
GCTGTCGACTTGCTGGAGAAGATGCTTGTATTGGACTCAGACAAGAGAATTACAGCAGCCCAAGCCCTCG 
CACATGCCTACTTTGCTCAGTACCATGATCCAGATGATGAACCAGTGGCTGATCCTTACGATCAGTCCTT 
TGAAAGCAGGGACCTCCTTATAGATGAATGGAAAAGCCTGACCTACGATGAAGTCGTCAGCTTTGTGCCG 
CCACCCCTTGACCAAGAAGAGATGGAGTCCTGA 

>GBCA0322 ) Acc | M88 649 | Ver ) M88 649 . 1 GI : 3451027 | Canis familiaris adenylyl cyclase type V 
mRNA, partial cds. 

GTGCCCCTGCTCGGCCGCCCGCCGTCCCCCGGGAGACCCCCGGCGCGGCCCGCGGGGGCGGAGGAAGACG 
ACGACGACCAGGTCGCGGGGGGCATGTCCGGGCCCCGCAGCGCGAGCCCCCCGGGCTGCGCGGCGACCCG 
GGGGGGCCCGGAGCACCGCGCGGCGTGGGGGGAGGCGGAGGCCCGCGCCAACGGCCACCCGCACGCCGCC 
GGGGGCGCGACCCGCGGCTGCAGCAAGAAGCCCGGGGGGGCGGTGACCCCGCAGCTGCAGCAGCAGCAGC 
AGCAGCAGCAGCACGAGCAGCAGCACGAGCAGCAGCAGCACGAGCAGCAGCAGCATGTGCAGCAGCAGCA 
GCGCCTGGCCAAGCGCTGGCGCGGCGACGACGACCCCCCGCTGGGCGGCGACGACCCCCTGGCCGGGGGC 
TTCGGCTTCAGCTTCCGCTCCAGGTCGGCCTGGCAGGAGCGCGGCGGCGACGACTGCGGGCGCGGCAGCC 
GGCGGCGGCGGCGGGGCGCGGCGGGCGGGGGCAGCTCCCGGGCGCCCCCTGCGGGCGGCGGCGGCGGCCC 
GGCGGCGGCGGGCGGGGCGGAGGTGCGCCCCCGCTCGGTGGAGCTGGGCCTGGACGAGCGGCGGGGCCGG 
GGCCGCGCCGAGCCCGAGCCCGAGGCCGAGGCCGGCGCCCCCGGGGGCGACCGCGGGGCGCGGGACGGCG 
ACGGCCCCGCAGGGCCGGGCGCCTGCTGCCGCGCGCTGCTGCAGATCTTCCGCTCCAAGAAGTTCCCGTC 
GGACAAGCTGGAGCGGCTGTACCAGCGCTACTTCTTCCGCCTGAACCAGAGCAGCCTCACCATGCTCATG 
GCCGTGCTGGTGCTCGTGTGCCTCGTGATGCTGGCCTTCCACGCGGCGCGGCCCCCGCTGCGGCTGCCCC 
ACCTGGCCGTGCTGGCGGCCGCGGTCGGGGTCATCCTGGTCATGGCCGTGCTCTGCAACCGCGCCGCCTT 
•CCACCAGGACCACATGGGCCTGGCCTGCTACGCGCTCATCGCCGTGGTGCTGGCCGTGCAGGTGGTGGGC 
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CTGCTGCTGCCCCAGCCGCGCAGCGCCTCCGAGGGCATCTGGTGGACCGTGTTCTTCATCTACACCATCT 
ACACGCTGCTGCCCGTGCGCATGCGGGCCGCCGTCCTCAGCGGAGTGCTCCTGTCGGCCCTGCACCTGGC 
CATCGCCCTGCGCGCCAACGCCCAGpACCGGTTCCTGCTCAAGCAGCTCGTCTCCAATGTCCTCATTTTC 
TCCTGCACCAACATCGTGGGTGTCTGTACCCACTACCCGGCTGAGGTCTCCCAGAGACAGGCCTTCCAAG 
AGACCCGGGAGTGCATCCAGGCACGGCTCCACTCGCAACGGGAGAACCAGCAACAGGAGCGGCTCCTGCT 
GTCTGTCCTGCCCCGACACGTTGCCATGGAGATGAAAGCAGACATCAATGCCAAGCAGGAGGATATGATG 
TTCCATAAGATTTACATCCAGAAACATGACAACGTGAGCATCCTGTTTGCTGACATCGAGGGCTTCACCA 
GCTTGGCATCCCAGTGCACTGCCCAGGAGCTGGTCATGACGCTCAATGAGCTCTTCGCCCGCTTCGACAA 
GCTGGCTGCGGAGAATCACTGTTTACGTATTAAGATCCTGGGGGATTGTTATTACTGTGTCTCTGGGCTG 
CCTGAAGCGAGGGCCGACCACGCCCACTGCTGCGTGGAGATGGGCATGGACATGATTGAGGCCATCTCGT 
TGGTCCGGGAGGTGACAGGGGTGAACGTGAACATGCGCGTGGGAATTCACAGCGGGCGAGTACACTGCGG 
TGTCCTTGGTCTCAGGAAGTGGCAGTTCGACGTCTGGTCTAATGACGTCACGCTGGCCAACCATATGGAA 
GCTGGAGGCAAGGCTGGGCGCATCCACATCACCAAGGCCACACTCAGCTACCTGAACGGTGACTACGAGG 
TGGAGCCAGGCTGCGGGGGCGAGCGCAACGCCTACCTCAAGGAGCACAGTATCGAGACCTTCCTCATCCT 
GCGCTGCACCCAGAAGCGGAAAGAAGAAAAGGCCATGATCGCCAAGATGAATCGCCAGAGAACCAACTCC 
ATTGGGCACAACCCGCCCCACTGGGGGGCCGAACGTCCCTTCTACAACCACCTAGGAGGCAACCAGGTGT 
CCAAGGAGATGAAGCGCATGGGCTTCGAAGACCCCAAGGACAAGAACGCCCAGGAAAGTGCGAACCCTGA 
GGATGAAGTGGATGAATTTCTGGGCCGCGCCATTGACGCCAGGAGCATCGACAGGCTGCGGTCGGAGCAC 
GTCCGCAAGTTCCTCCTGACCTTCAGGGAGCCTGACTTAGAAAAGAAGTACTCCAAGCAGGTGGATGACC 
GATTCGGTGCCTACGTGGCATGTGCCTCGCTTGTCTTCCTCTTCATCTGCTTTGTCCAGATCACCATCGT 
ACCCCACTCCGTGTTCATGTTGAGTTTCTACTTGACCTGTTTCCTGCTGCTGACGTTGGTGGTATTTGTG 
TCCGTGATCTATTCCTGCGTGAAGCTCTTCCCGGGCCCGCTCCAGAGCCTCTCGAGGAAGATCGTGCGCT 
CCAAGACCAACAGCACCCTGGTCGGGGTGTTCACCATCACCCTGGTGTTCCTGTCGGCTTTCGTCAACAT 
GTTCATGTGTAACTCCGAGGACCTGTTGGGCTGCCTGGCGGACGAGCACAACATCAGCACCAGCCGGGTC 
AACGCGTGCCACGTGGCGGCGTCGGCGGCCAACCTCAGCCTGGGCGACGAGCAGGGCTTCTGCGGCACGC 
CCTGGCCCAGCTGCAACTTCCCCGAGTACTTCACCTACAGCGTGCTGCTCAGCCTGCTGGCCTGCTCCGT 
GTTCCTGCAGATCAGCTGCATCGGGAAGCTGGTGCTCATGCTGGCCATTGAGCTCATATACGTGCTCGTC 
GTCGAGGTGCCCCGGGTCACACTGTTTGACAACGCTGACCTGCTGGTCACCGCCAACGCCATAGACTTCA 
ACAACAACAACGGGACCTCGCAGTGCCCTGAGCACGCGACCAAGGTGGCGCTGAAGGTGGTGACGCCCAT 
CATCATCTCCGTCTTCGTGCTGGCCCTGTACCTGCATGCCCAGCAAGTGGAGTCCACCGCCCGCCTCGAC 
TTCCTCTGGAAACTGCAGGCCACGGAGGAGAAGGAGGAGATGGAGGAGCTGCAGGCCTACAACCGGCGGC 
TGCTGCACAACATCCTGCCCAAGGACGTGGCTGCCCACTTCCTGGCCCGTGAGCGACGCAACGACGAGCT 
CTACTACCAGTCGTGCGAGTGCGTGGCTGTCATGTTCGCCTCCATCGCCAACTTCTCCGAGTTCTACGTG 
GAGCTTGAGGCCAACAATGAGGGTGTCGAGTGCCTGCGCGTGCTCAATGAGATCATCGCTGACTTTGATG 
AGATCATCAGCGAGGATCGGTTCAGGCAGCTGGAGAAGATCAAGACCATTGGCAGCACCTACATGGCCGC 
CTCAGGCCTCAATGACTCTACATACGACAAGGTGGGCAAGACCCACATCAAAGCCCTGGCTGACTTTGCC 
ATGAAGCTCATGGACCAAATGAAGTACATCAATGAGCACTCCTTCAACAACTTCCAGATGAAGATCGGGC 
TCAACATCGGCCCCGTGGTGGCCGGGGTGATCGGGGCTCGCAAGCCTCAGTACGACATCTGGGGCAATAC 
GGTGAATGTGGCCAGCCGCATGGACAGCACCGGCGTGCCGGACCGCATCCAGGTCACCACGGACATGTAC 
CAGGTGTTGGCTGCCAACACGTACCAGCTGGAGTGCAGGGGTGTGGTCAAGGTCAAGGGCAAAGGCGAGA 
TGATGACCTACTTCCTCAACGGTGGGCCCCCGCTCAGTTAGCAGCTGCCAACTGGTGATGCCAGGCCGCC 
TGGCCTCCTGAGAAACGGAAATGGCTTCTTTGTGTGCCGGTGGGCAGGTGGAAGCCTGCGCTCTAGCCCG 
TGTGGCCGCGCCGGTGAGATTTTCCACTTTGACTCCAGAAGCAGCTTCTGCCTTTGTGGGCAGCCCAGGC 
CCTGGGGCGCCAGCGTCCTGCGAGCACCAAGCTGACCAAAGATGTTTCCTCCGTGGAAGACTCCGCCAGG 
CGTGATCTGAGTCTCGAGTTTTCTAACGGGTGCTGCTACTGCACGGGTAGAAAGGAGCTGCTGGAGCTCT 
GGCGGCGTGTGGTAGCCAGGCGTGCGGCGACAGGGCTGACGGGGAGGCCTCGGCTGGGGGACCCAGGGCC 
CCGCTTTCCTGTGTGAGGATTTCAGCTTCCGCCAGAGCGCACGGCCCCTGCCCCACGGAGGCGTTCTGGC 
GGGAGTGCTGGCTGTGGAGGGGCTGCGGCTTCTCGCAGTCCTCCTCCTGCACCCGCACACGTAGACGACG 
CCTCGTCGAGGGGAACGGAACGAAGTGCGAGGGGGAGGCGAGAGGACTCGAGGCAAGGAGGGGTGGTTCT 
GAGAAAAAGAATAT T TAT TAAATAAAACAACT TTCTGTGCCCTTAAAA?UIAAAAAAAAAAAAAAA 

>GBCA0323 | Acc | AJ002299 | Ver | AJ002299 . 1 GI : 34134 68 | Canis familiaris mRNA for desmocollin 
type 2 . 

TGCAAAAAAGTCATACTACATGTCCCCTCCAAACTAGATGCTGAGAAATTTGTCGGTAGAGTTAACCTGA 
AGGAGTGCTTTCAGTCTGCAAATCTGATTCATTCGAGTGATCCTGATTTCCAAATTTTAGAAGATGGTTC 
AGTCTATACAACAAATGC T GTTT TGTCT TCAGAGGAGAGAAGT T TTAGCATAT TACT T TCCAACACTGAG 
AACCAAGAAGAAAAGAAAATACT TGT TCTT T TACAGCATCAAACTAAGAAAAGACAT TC TAAAGAAAAAG 
TTCTAAGACGTGCCAAGAGAAGATGGGCTCCTATTCCTTGTTCAATGCAGGAGAATTCTTTGGGTCCTTT 
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CCCACTTTTTCTTCAGCAGATTCAATCTGACACCGCACAAAACTACACTATATTCTATTCCATAAGAGGA 
CCTGGGGTAGACCGAGAACCTAAGAATTTATTTTATGTAGAGAGAGATACTGGAAATCTGTTTTGTACTC 
GTCCTGTAGATCGTGAGGAATATGAATCCTTTGAGCTAATTGCCTTTGCCACAACTCCAGACGGATACAC 
T CCAGAACT T CCAC TGCCAC T GGTAATCAGAAT T GAGGAT GAAAAT GACAACTACCCCAT T T T T ACAGAA 
AAAACTTATGTTTTTACAATTTCTGAAAATTGCAGAGTTGGTTCTACGGTGGGACAGGTGTGTGCAACTG 
ACAAAGATGAACCTGATACGATGCACACACGTCTCAAATACTCCATCATCGAGCAGTTGCCAGCGTATCC 
CACACTATTTTCCATGCATCCGGCTACAGGCGTGATCACCACGTCCTCATCTCAGCTAGACAGAGAGCTA 
AT T GATAAATACCAGT TGAAAAT AAAAGTACAAGATAT GGATGGTCAATAT T T CGGT T T GCAGACAACT T 
CAAT T TGCAT CAT TAATAT TGAT GATGTAAATGACAACT T GCCAACAT T TACCCG T ACT T CTTAT GTGAC 
ATCAGTGGAAGAAAATACTGTTGATGTCGAAATCCTCCGTGTTACTGTTGAGGATAAGGATTTAATGAAT 
AC T GC GAAT T G GAG AGC T AAT T AT ACC AT T T T AAAG GG T AAT GAAAAT G AG AAT T T T AAAAT AGT AAC AG 
ACCCGAAAACCAATGAAGGAATTCTGTGTGTGGTTAAGCCCCTGAATTATGAAGAAAGAAAACAGGTGGA 
CCTACAGAT TGT TGTAGT TAAT GAAGCT CCATACTCGAAAGAGGGTAGCT TACGAT C TACCAT GAGCACA 
GCAACAGTTACTGTTAATGTAAAAAATCAAGATGAGGGCCCTGAGTGTAGCCCTCGAGTACAAACCATTC 
AAACT AAAGAAAAT GT GCGAGT GGGGACAGAGAT TCAAGGATACAAAGCGT ATGACCCCGAAACAAGAAG 
TAGCAGT GGCATAAGGTACAAGAAAT TAAGT GATCCAAAAGAGTGGGT CAGAATAAATGAAAACACAGGA 
TCCATTACAAT T TTCAGAAACCT GGAT CGAGAGGCAGAGATGATCAGAGGTGGT ATATATAATAT TACAA 
TTCT TGCAT CAGACAAAGATGGGAGAT CAT GTAC TGGGACACT GG GAAT CAT ACT T CAAGAT GT GAACGA 
TAATGGCCCATCAATACCAAAACACACAGTGGTAATCTGCAAAACCGTCTTGTCACCATCTGCGGACATT 
GTTGCTATAGACCCTGATGAGCCTATCAATGGCCCACCCTTTGACTTCAGATTGGAGAATATTCCTGATT 
CAGACATAGAAAGAACAT GGAGAT TAACAAAAAT TAACGATACGGCAGCT CGTCT T T TCT ATGAGAAGGA 
CCTTCCATTTGGAACATATCGAATATCTGTCAGAGTTGCCGATAGACATGGCCGGTCACTCATCACTCCG 
TTAAAAGTACTTTTATGTGACTGTGTTACTGAAAATGACTGCACGCTTCGCACAGATGCGAGGACTGGTG 
GCGGAGATGTGAGACTTGGAAAGTGGGCCATCCTTGCAATATTGTTGGGCATAGCGTTGCTCTTTTGTAT 
CCTATTTACCTTAGTCTGTGGGGGTACTGGGGCAGCTAAACAGCCCAAAGTATTTCCTGATGATTTAGCC 
CAGCAGAACCTCATTGTGTCAAATACAGAAGCTCCAGGAGATGACAAAATATGTTCCACGGATGGCTTAA 
CAACCCATACTGTGGGCAGTTCGGCTCAGCGAGTGTGTGGCACCATGGGATCAGGAGTGAAAAATGGAGG 
GCAGGAGAGCATTGAAATGGTGAAAGGTGGACATCAGACCCTGGAATCATGCCGGGGGACTGGGCATCAT 
CACACCCTGGATTCCTGTAGGGGAGGACATGTGGAGGTGGACACCTGCAGATACACCTACTCCGAATGGC 
ATAATTTCACTCAGCCCCGCCTTGGTGAAGAATCCATTAGAGGACACACTCTGATTAAAAATTAAACAAT 
GAAAGAAGGTGCAAC TGT GT AATCAAGATGACAAGCATAAGCAT GCTCAAGAC TAT GTCC T TACATATAA 
CTATGAAGGAAAAGGATCCGTGGCTGGTTCTATAGGTTGTTGCAGTGAACGACAAGAAGAAGATGGGCTT 
GAATTTTTGGATCATTTGGAACCCAAATTTAGGACACTAGCAGAAGCATGCATCAAGAGATGAGTGTATT 
CTGATAAATCTACAAAATCCAGTGACTTTATCTCCTTCCAACCACCACTTTTTTCATTACCAGCCAGATT 
TAAAAAAAA 

>GBCA0324 | Acc | AF043908 | Ver | AF043908 . 1 GI : 3360386 | Canis familiaris MHC class II DLA DQ 
beta chain (DLA-DQB) mRNA, complete cds . 

ATGTCTGGGAAGATGACTCTGTGCATCCCCCGAGGCTTCTGGACAGCAGCTGTGATGATGATCCTGGTGG 
TGCTGAGCATCCCAGTGGCTGAGGGCAGAGACTCTCCACAGGATTTCGTGTTCCAGTATAAGGCCGAGTG 
CTATTTCACCAACGGGACGGAGCGGGTGCGGCTTCTGACTAAATACATCTATAACCGGGAGGAGTTCGTG 
CGCTTCGACAGCGACGTGGQGGAGTTCCGGGCGGTCACGGAGCTCGGGCGGCCCGACGCTGAGTACTGGA 
ACCGACAGAAGGACGAGATGGACCGGGTACGGGCCGAGCTGGACACGGTGTGCAGACACAACTACGGGAG 
GGAAGAGCTCACCACGTTGCAGCGGCGAGTGGAACCGACAGTGACCATCTTCCCGTCCAAGACAGAGGTT 
. CTGAACCACCACAATCTGCTGGTCTGCTCAGTGACAGATTTCTATCCAGGCCAGATCAAAGTCCGGTGGT 
TTCGGAATGACCAGGAGCAGACAGCTGGTGTCGTGTCCACTCCACTTATTAGGAATGGGGACTGGACCTT 
CCAGATCCTTGTGATGCTGGAGATGACTCCCCAGCGAGGAGATGTCTACACTTGCCATGTGGAGCACGCC 
AGCCTCCAGAGCCCCATCACAGTGCAGTGGCGGGCACAGTCTGAATCTGCCCAGAGCAAGATGCTGAGTG 
GCATTGGTGGCTTCGTGCTGGGGCTGATCTTCCTTGGGCTTGGCCTTATCATCCGTCACAGGAGCCAGAA 
AGGATCTCGGGGGTCTCCACCGGCAGGGCTCCTGCACTGATGCCTGAGGATACCGGGGATTCCATCCTTT 
GTAGTGTCCGTCTGTCCCTGCCCAGAATTCCCAGCTGCCTGACAGACTGTCCCCCACATAGATCAGAGTC 
CTACATGACTCTGAGGACTCTTGAGGATCTGGGTGTTGATTCTGCTTCCTGCATTGACCTGTGTGCTCCC 
TGCTACAGGATCTACTCAGGCCCCAAGGGATTTTCCTGTTTCCATTCTTCCTTCACAGATTGTGCAAGAG 
AAGCACAT TGAAGCCATT TACCTGAAGATAGAGATTTTAT CAT AAT TAAATGTGAT TAT GAGT T CTCTGT 
A 

>GBCA0325 ) Acc | Y15483 | Ver | Y15483 . 1 GI : 2648063 | Canis familiaris mRNA for retinal guanylate 
cyclase E. 

CCACACCCCCACCCTGGGCCGCGTGGCAAAGAGACCTGTGGGAGGACGTCAGAAGGGGGATCAGCCCTGT 
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GACCCCTCACCCCGGGCCTGGGCCCGCGCCCCGGACTTTCCGAGAGGGCCCTGAGAGAGTTCTGGGGGCC 
TCGCCGCTCATCGCACCCCGCTTCTGCTCCCAGAAGCCGGCGATGAGCGCGTGCGCCCTCCTGGCGGGTG 
GGCTCCCCGACCCCCGGCTCTGCGCCCCCGCGCGGTGGGCTCGGTCCCCGCCCGGCGTCCCCGGGGCCCC 
GCCCTGGCCCCAGCCCCGGCTCCGGCTCCTGCTGCTGCTGCTCCTCCTGCCGCCCTCCGCCCTCTCCGCC 
GTCTTCACAGTCGGGGTGCTGGGCCCCTGGGCCTGCGACCCCATCTTCGCCCGCGCCCGCCCGGACCTGG 
CCGCCCGCCTGGCCGCCGCCCGCCTGAACCGCGACGCAGCCCTGGAAGACGGGCCCCGCTTCGAGGTGAC 
GCTGCTGCCCGAGCCATGCCGGACGCCGGGCTCCCTGGGGGCCGTGTCCTCCGCGCTGGGCCGCGTCTCG 
GGCCTCGTGGGGCCGGTGAACCCCGCAGCCTGCCGGCCGGCTGAGCTACTAGCCCAGGAGGCGGGGGTGG 
CGCTGGTGCCCTGGAGCTGCCCGGGGACGCGGGCGGGGGGCACCACAGCCCCCGCCGGGACGCCGGCGGC 
CGATGCTCTGTACGCCCTGCTCCGCGCCTTCCGCTGGGCGCGCGTGGCCCTAATCACCGCGCCCCAGGAC 
CTGTGGGTGGAGGCGGGACGCGCGCTGTCGGCGGCGCTCAGGGCCCGGGGTCTGCCCGTGGCGCTGGTGA 
CCACCATGGAGCCCTCGGACCTGTCTGGGGCCCGGGAGGCCCTGAGGAGGGTCCAGGACGGGCCCAGAGT 
CAGAGCGGTGATCATGGTGATGCACTCGGTGCTGCTGGGCGGCGAGGAGCAGCGCTGTCTGCTGCAGGCT 
GCGGAAGAGCTGGGCCTGGCCGATGGCTCCCTGGTCTTCCTGCCCTTCGACACGCTCCACTACGCCTTGT 
CCCCGGGCCCAGAGGCCTTGGCCGTGCTCGCCAACAGCTCACAGCTGAGGAGGGCCCACGATGCGGTGCT 
CATCCTGACGCGTCACTGTCCCGCAGGGGGCAGCGTGATGGACAACCTGCGCAGGGCCCAGGAGCACCAG 
GAGCTGCCCTCGGACCTAGATCTGCAGCAGGTGTCCCCGTTCTTCGGCACCATCTACGACGCGGTCCTCC 
TGCTGGCGGGGGGCGTCGCACGGGCACGGGCGGCCGCAGGGGGCGGCTGGGTGTCGGGAGCCACGGTAGC 
CCACCACATCCCGGATGCCCAGGTCCCCGGCTTCTGTGGGACCCTGGGAGGAGCCCAGGAGCCACCGTTT 
GTGCTGCTGGACACGGACGCGGCGGGGGACCGGCTCTTCGCCACATACATGCTGGACCCCACCCGGGGCT 
CCCTCCTCTCAGCTGGGACCCCCGTGCATTTCCCTAGAGGGGGAGGAACACCTGGGTCCGACCCCTCATG 
CTGGTTCGAGCCAGGTGTCATCTGCAACGGAGGAGTGGAGCCCGGCCTCGTCTTTCTCGGCTTCCTCCTG 
GTGGTTGGGATGGGGCTGACTGGGGCGTTCCTGGCCCATTATTTGAGGCATCGGCTACTTCACATCCAAA 
TGGTCTCTGGCCCCAACAAGATCATCCTGACTCTGGACGATGTCACCTTTCTCCACCCGCATGGGGGCAG 
CACGCGAAAGGTGGTCCAGGGAAGTCGCTGGAGTCTGGCCGCCCGCAGTACATCAGACATTCGCAGCGTC 
CCCAGCCAGCCCTTGGATAACTCCAACATTGGCCTCTTTGAAGGAGACTGGGTTTGGCTGAAGAAATTCC 
CCGGGGACCAGCACATAGCCATCCGCCCAGCAACCAAGACGGCCTTCTCCAAGCTCCGGGAGCTCCGGCA 
TGAGAACGTGGTGCTCTACCTGGGGCTCTTCCTCGGCAGCGGGGGAGCTGGTGGCTCGGCCGCGGGGGAA 
GGCGTGCTGGCCGTGGTCTCAGAGCACTGCGCCCGGGGCTCCCTCCACGACCTCCTCGCCCAAAGGGACA 
TTAAGTTGGACTGGATGTTCAAGTCCTCCCTCCTGCTGGACCTCATCAAGGGAATGAGGTATCTGCACCA 
TCGAGGCGTGGCCCACGGGCGCCTGAAGTCGCGGAACTGCGTGGTGGACGGGAGGTTCGTGCTTAAGGTC 
ACGGATCACGGCCACGCGCGACTAATGGAAGCTCAGAGGGTGTTACTGGAGCCTCCCAGCGCCGAGGACC 
AGCTATGGACAGCCCCGGAGCTGCTTCGGGACCCGGCCCTGGAGCGCCGGGGAACGCTGCCCGGCGACGT 
CTTCAGCCTGGGCATCATCATGCAGGAGGTCGTGTGTCGCAGCGCCCCCTATGCCATGCTGGAGCTCACT 
CCCGAGGAAGTGGTGGAGAGGGTGCGGAGCCCCCCTCCACTGTGCCGGCCCTCCGTGTCCATGGACCAGG 
CACCTGTGGAGTGCATTCAGCTGATGAAGCAGTGTTGGGCAGAGCACCCTGATCTTCGGCCCTCCTTGGG 
CCACATCTTCGACCAGTTTAAAAGCATCAACAAGGGTCGGAAAACCAACATCATTGACTCGATGCTGAGG 
ATGCTGGAGCAGTACTCCAGTAACCTGGAGGACCTGATCCGGGAGCGGACGGAGGAGCTGGAGCTGGAAA 
AGCAGAAGACCGACAGGCTACTCACGCAGATGCTGCCTCCTTCTGTGGCGGAGGCCCTGAAGATGGGGAC 
GCCGGTGGAGCCCGAGTATTTTGAGGAGGTGACACTGTACTTCAGTGACATTGTGGGCTTCACCACCATC 
TCAGCCATGAGTGAGCCCATCGAGGTGGTGGATCTGCTCAACGATCTCTACACACTCTTCGACGCCATCA 
TTGGCTCCCACGACGTCTACAAGGTGGAGACAATCGGGGATGCCTACATGGTGGCCTCGGGGCTGCCACA 
GCGGAACGGGCAGCGACACGCCGCGGAGATCGCCAACATGGCCCTGGACATCCTCAGCGCCGTGGGCTCC 
TTCCGAATGCGTCACATGCCCGAAGTGCCCGTGCGCATTCGCATTGGCCTGCACTCGGGCCCGTGCGTGG 
CCGGCGTGGTGGGCCTCACCATGCCACGGTACTGCCTAT'TTGGGGACACGGTCAACACCGCCTCGCGCAT 
GGAGTCCACGGGGCTGCCTTACCGAATCCACGTGAACATGAGCACCGTGCGGATTCTGCACGCTCTGGAC 
GAGGGCTTCCAGACGGAGGTGCGCGGCCGCACGGAGCTGAAGGGCAAGGGCGCCGAAGACACGTACTGGC 
TGGTGGGCAGACGCGGCTTCAACAAACCCATCCCCAAACCGCCCGACCTGCAACCGGGCGCCAGCAACCA 
TGGCATCAGTCTGCAGGAGATCCCTCTCGATCGGCGCTGGAAGCTGGAGAAGGCAAGGCCGGGCCAGTTC 
TCTGGAAAGTGAGGCCCAGCTGGAGCAGGGTACTGGAAGGTCCTCTTCCTGAAAGTTGCTGCTATAGGTG 
ACCAAAAGTCTGGCCGACACCAGTGGCTTCTAGCCAGCTCTGCCTCAAAGGATTCCAGGCCTTTACAGGT 
GCTGGCTGCAAATCTGCTGTGTGACCTTTGGGAAAAGTCTCGTGCACTCTCTGTGCTTGGGATCCCCCTC 
CAGGGCGAACTGAGGAGTGGCCTGTGTGGTTTCCATGCTCCCCTGCTCTGACAGCTGCTTCAGCAGAGTT 
GGCCTGGGGATATGGGGCACTGGGCTCGGGGCCTCCAGCCCCAGGGTCTCTGAGCCCATCACGAGAGGTT 
GGGGTGGGGATTTTGCACTGTCCAGTGCCTCCCAAGACCCCAGGGATGGGGTGTCTGGGATTGGCCCCAA 
CCCCAGAGGCAGTGGAGGAGACCCTTCCAGCGCAGGGCTGTCACATGGCCTAAGGATGAGCCTCTGTCTA 
GCTTCTAGTGTCGTCCGTCCCCGCCTGTCAGACACTGCTCCCATCGTGACTTGCTCAAGTGCAGAGAAAA 
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GCTGGCTTCAAGGCTTGGGGGAAAGGAAGGCAAATTGGCTGCTCCAAAACTCTGCTAACCAGAACATCCC 
CTGCTTAACTGGGTATCGCTGAGC2VTCCCCTCTACTTAGATCTTTCCAGCACGCATTAACAATCCCTGCC 
TGCCCCCACCCTGCCCGTCCAGCTGAAGTTTCTTTTGTGGAACTGATGTTCCAGAGCCTGAGCCTTGGCA 
CGGCTGACTCGGGGTGCCCTTCCCCATGGCTTCAGACCCTGGAAAGTTAGCCGCAACCAACTAGAGGGCT 
GCTTGAGGTAGTGAGCGTCCAGTCTCTGGAGGTCTCCAAGCAGAACCGGCAACATCGTTGGCCAGGGATG 
GAGCAGTCCGAGACAGGTTCTAGGTGTAAAGATGAACCTGATCCTCGGCAGGTGGAGCGTGGTTGGGAGC 
CAGTAGCAGCGACCTCACCTGGGAGCTTGTTAGACATGCAGAGTCTCAGGCCCTGACCTGACTCGAATCA 
GAATCTGCATTTTAACGAGTCCACTCCAAGCGCTCACCTGCACTCGAACATTTGTGAATCGTGTCACTAA 
GTGATCCTGAGAATCTCTAAGATTTCATTAAAAACCAGGCTAGACTCTAGCCCTGAGACTCCTTTTAAAA 
AAAAAAAAAAAA 

>GBCA0326 1 Acc | Z22820 | Ver | Z22820 . 1 GI : 3256091 1 Canis familiaris mRNA for Rab22 protein. 

GCGCCCCTGGCTCCCGGGCCATGGCGCTGAGGGAGCTCAAAGTGTGCCTGCTGGGGGATACGGGCGTAGG 

TAAATCGAGCATCGTGTGGCGGTTCGTGGAAGACAGTTTTGATCCAAACATCAACCCGACGATAGGGGCA 

TCTTTTATGACCAAGACTGTCCAGTACCAAAATGAGCTACATAAATTCCTAATCTGGGATACAGCTGGAC 

AAGAACGATTTCGTGCCTTAGCGCCGATGTACTATCGAGGGTCTGCTGCAGCCATCATTGTTTACGACAT 

CACAAAAGAAGAGACGTTTTCAACACTGAAGAACTGGGTGAAAGAGCTCCGGCAGCACGGCCCGCCCAAC 

ATCGTCGTTGCTATTGCCGGGAATAAGTGTGATCTTATCGATGTCAGAGAAGTCATGGAGAGAGATGCCA 

AGGACT ACGCCGACTCCATCCATGCGAT T T TTGT GGAGACCAGCGCGAAAAATGCGATAAACATAAAT GA 

ACTCTTTATAGAAATTAGTCGAAGAATTCCGTCCGCTGACGCCAACCCGCCATCTGGCGGTAAGGGCTTC 

AAGCTCCGGAGACAGCCTTCCGAGCCGCAGCGAAGCTGCTGCTGACCGAGCCTCAGCCTC 

>GBCA0327 | Acc 1 Z22818 1 Ver \ Z22818 . 1 GI : 437 984 ) Canis familiaris mRNA for Rabl2 protein. 

AGGCCGGCCGACTTCAAGCTGCAGGTCATCATCATCGGCTCCCGAGGCGTGGGCAAGACCAGCCTGATGG 

AGCGCTTCACCGACGACACCTTCTGCGAGGCCTGCAAGTCCACCGTGGGTGTTGACTTTAAAATCAAGAC 

TGTAGAGCTAAGAGGAAAGAAAATCAGATTACAGATCTGGGACACAGCAGGTCAGGAGAGATTCAACAGC 

AT TACCT CAGCT TAT TAC AGAAGTGCCAAGGGGATCAT ACTAGT AT ATGAT ATCACTAAG AAGGAGACTT 

TTGATGATT T GCCAAAAT GGATGAAGAT GAT T GATAAGTACGCTT CAGAAGAT GCAGAACT TCTCT TAGT 

TGGAAATAAGTTGGACTGTGAAACTGACCGAGAGATCACCAGGCAGCAAGGTGAAAAGTTCGCGCACGAG 

ATAACCGGGATGCGGTTCTGTGAAGCCAGTGCCAAGGATAACTTCAATGTGGACGAGATCTTTCTGAAGC 

TTGTCGATGACATTCTGAAAAAGATGCCTCTGGATATTTTAAGGAATGAGTTGTCCAATAGTATCCTCTC 

GTTACAACCAGAACCCGAGATTCCACCAGAACTGCCTCCACCAAGACCACACGTTCGATGCTGTTAATTT 

GCTACTTTGGAGACAAAGTGGAAATGATTC 

>GBCA0328 | Acc 1 Y13899 | Ver | Y13899 . 1 GI : 2204 112 | Canis familiaris mRNA for lipase. 

ACTACACTTCAAGAGAAACATAATCTTGTTTCTGAGGAGACCGCAAGACCACAATGTGGCTGCTATTAAC 

AGCGGCGAGTGTGAT AT CT ACACT T GGAACCACACAT GGT TT ATTTGGAAAATTACATCCCACAAACCC T 

GAAGTGACCATGAATATAAGTCAGATGATCACCTACTGGGGATACCCAGCTGAGGAATATGAAGTTGTGA 

CCGAAGACGGTTATATCCTTGGGATCGACAGAATTCCTTATGGGAGGAAAAATTCAGAGAATATAGGCCG 

GAGACCTGTTGCATTTTTGCAACACGGTTTGCTCGCATCAGCCACAAACTGGATCTCCAACCTGCCCAAC 

AACAGCCTGGCCTTCATCCTGGCCGACGCCGGGTACGACGTGTGGCTGGGGAACAGCAGGGGCAACACCT 

GGGCCAGGAGGAATCTGTACTACTCGCCCGACTCCGTCGAATTCTGGGCTTTCAGCTTTGACGAGATGGC 

TAAATATGACCTTCCCGCCACCATTGACTTCATCTTGAAGAAAACGGGACAGGACAAGCTACACTACGTT 

GGCCATTCCCAGGGCACCACCATTGGTTTCATCGCCTTTTCCACCAATCCCAAGCTGGCGAAACGGATCA 

AAACCTTCTATGCATTAGCTCCCGTTGCCACCGTGAAGTACACCGAAACCCTGTTAAACAAACTCATGCT 

CGTCCCTTCGTTCCTCTTCAAGCTTATATTTGGAAACAAAATATTCTACCCACACCACTTCTTTGATCAA 

TTTCTCGCCACCGAGGTATGCTCCCGCGAGACGGTGGATCTCCTCTGCAGCAACGCCCTGTTTATCATTT 

GTGGATTTGACACTATGAACTTGAACATGAGTCGCTTGGATGTGTATCTGTCACATAATCCAGCAGGAAC 

ATCGGTTCAGAACGTGCTCCACTGGTCCCAGGCTGTTAAGTCTGGGAAGTTCCAAGCTTTTGACTGGGGA 

AGCCCAGTTCAGAACATGATGCACTATCATCAGAGCATGCCTCCCTACTACAACCTGACAGACATGCATG 

TGCCAATCGCAGTGTGGAACGGTGGCAACGACTTGCTGGCCGACCCTCACGATGTTGACCTTTTGCTTTC 

.CAAGCTCCCCAATCTCATTTACCACAGGAAGATTCCTCCTTACAATCACTTGGACTTTATCTGGGCCATG 

GATGCCCCTCAAGCGGTTTACAATGAAATTGTTTCCATGATGGGAACAGATAATAAGTAGTTCTAGATTT 

AAGGAATTATTCTTTTATTGTTCCAAAATACGTTCTTCTCTCACACGTGGTTTTCTATCATGTTTGAGAC 

ACGGTGATTGTTCCCATGGTTTTGATTTCAGAAATGTGTTAGCATCAACAATCTTTCCATTGGTAATTTT 

TGAATTTAAAATGATTTTTAAATTTGGGGCATCTGGGTGGCTCAGTCGGCTAAGTCGTCTGCCTTCGGCT 

TAAGTCATGATCTCGGGGTCCTAGGATGGAGCCTTGTGTCTGGGCTCCCTGCCCGGGGCGGGGGTCTGCT 

TCTCCTCCTGCTGCTCCCCCCTGCTCGTGCGTGCACACGCGCTCTCTCTCTCTCTCTCTCAAATAAATAA 

ATAAATAAATAAATACTTAATAAAATAAAAAAAAAAAAAAA 

>GBCA0329 | Accl AF060514 | Ver | AF060514 . 1 GI : 3150076 | Canis familiaris p53 protein (p53) 
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mRNA, complete cds . 

GGTACCGGTGACTGCAATGGAGGAGTCGCAGTCAGAGCTCAATATCGACCCCCCTCTGAGCCAGGAGACA 
TTTTCAGAATTGTGGAACCTGCTTCCTGAAAACAATGTTCTGTCTTCGGAGCTGTGCCCAGCAGTGGATG 
AGCTGCTGCTCCCAGAGAGCGTCGTGAACTGGCTAGACGAAGACTCAGATGATGCTCCCAGGATGCCAGC 
CACTTCTGCCCCCACAGCCCCTGGACCGGCCCCCTCGTGGCCCCTATCATCCTCTGTCCCTTCCCCGAAG 
ACCTACCCTGGCACCTATGGGTTCCGTTTGGGGTTCCTGCATTCCGGGACAGCCAAGTCTGTTACTTGGA 
CGTACTCCCCTCTCCTCAACAAGTTGTTTTGCCAGCTGGCGAAGACCTGCCCCGTGCAGCTGTGGGTCAG 
CTCCCCACCCCCACCCAATACCTGCGTCCGCGCTATGGCCATCTATAAGAAGTCGGAGTTCGTGACCGAG 
GTTGTGCGGCGCTGCCCCCACCATGAACGCTGCTCTGACAGTAGTGACGGTCTTGCCCCTCCTCAGCATC 
TCATCCGAGTGGAAGGAAATTTGCGGGCCAAGTACCTGGACGACAGAAACACTTTTCGACACAGTGTGGT 
GGTGCCTTATGAGCCACCCGAGGTTGGCTCTGACTATACCACCATCCACTACAACTACATGTGTAACAGT 
TCCTGCATGGGAGGCATGAACCGGCGGCCCATCCTCACTATCATCACCCTGGAAGACTCCAGTGGAAACG 
TGCTGGGACGCAACAGCTTTGAGGTACGCGTTTGTGCCTGTCCCGGGAGAGACCGCCGGACTGAGGAGGA 
GAATTTCCACAAGAAGGGGGAGCCTTGTCCTGAGCCACCCCCCGGGAGTACCAAGCGAGCACTGCCTCCC 
AGCACCAGCTCCTCTCCCCCGCAAAAGAAGAAGCCACTAGATGGAGAATATTTCACCCTTCAGATCCGTG 
GGCGTGAACGCTATGAGATGTTCAGGAATCTGAATGAAGCCTTGGAGCTGAAGGATGCCCAGAGTGGAAA 
GGAGCCAGGGGGAAGCAGGGCTCACTCCAGCCACCTGAAGGCAAAGAAGGGGCAATCTACCTCTCGCCAT 
AAAAAACT GATGT TCAAGAGAGAAGGGCT TGACT CAGACT GAGGTTAAGGAT CC 

>GBCA0330 |Acc|AF056491 |Ver| AF056491.1 GI : 304 6981 1 Canis familiaris interleukin-2 receptor 
alpha subunit (IL-2RA) mRNA, complete cds. 

ATGGAGCCATGTTTGCTGATGTGGGGAATCCTTACATTCATCACAGTATCTGGCTACACGACAGACCTCT 
GTGATGATGACCCACCAAACCTCAAACACGCCACATTCAAAGCTCTCACATACAAGACAGGCACGGTGTT 
AAATTGTGATTGTGAGAGGGGCTTQCGCAGAATAAGCAGCTACATGCATTGTACAGGAAACTCTAGCCAT 
GCTTCCTGGGAAAACAAATGTCGGTGCAAAAGTGTATCCCCAGAGAACAGAAAAGGAAAAGTTACCACTA 
AAC C T GAG G AAC AG AAG G G AG AAAAC C C C AC AG AAAT G C AG AG C C AAAC G C C G C C CAT G G AC G AAG T T G A 
CCTTGTAGGTCACTGCAGGGAGCCTCCTCCCTGGGAACATGAAAACTCCAAGAGAATTTACCACTTTGTA 
GTGGGGCAGACACTTCACTACCAGTGCATGCAGGGATTCACAGCCCTCCACAGAGGTCCTGCCAAGAGCA 
TCTGCAAAACCATCTTTGGGAAGACCAGATGGACGCAGCCCCCGCTCAAGTGCATAAGTGAAAGTCAGTT 
TCCAGATGACGAAGAGCTTCAAGCAAGCACTGATGCTCCTGCTGGGAGGGACACTTCGTCTCCCTTCATA 
ACGACAAGTACTCCAGAT T T CCACAAACACACAGAAGT GGCTACAACCAT GGAGT CAT T CATAT TCACGA 
CCGAGTACCAGATAGCAGTGGCGAGCTGCGTCCTCCTGCTGATCAGCATCGTCCTGCTGAGTGGGCTCAC 
CTGGCAGCGGAGAAGGAGGAAGAGTAGAACAATCTAG 

>GBCA0331 |Acc|AF056084 |Ver |AF056084.1 GI : 3025875 | Canis familiaris lysosomal beta- 
galactosidase (GLB1) mRNA, partial cds. 

GTTCGCGTGCTCTGGGCGCTGCTGCTGCCGCTGCTGCTGGGCTCTGCGCGCGGCCTGCGGAATGCTTCCC 
AGAGGACATTCACAATTGACTACAGCCACAACCGCTTCCTGAAGGACGGCCAGCCCTTCCGCTACATTTC 
GGGAAGCATTCACTATTCCCGCGTGCCCCGCTTCTACTGGAAGGACCGGCTGCTGAAGATGAAGATGGCT 
GGGCTGAATGCCATCCAGACGTACGTGCCCTGGAACTTTCACGAACCCCAGCCGGGACAGTACCAGTTTT 
CTGGGGAGCAGGATGTGGAATATTTTATTAAGCTGGCCCATGAGCTGGGACTGCTGGTCATCCTGAGGCC 
GGGACCCT ATAT CT GTGCAGAGT GGGACAT GGGAGGAT TACCTGCTT GGCTAT TAT TAAAAGAAT CTAT T 
ATTCTCCGTTCTTCTGATCCAGATTACCTTGCAGCTGTGGACAAATGGTTGGGAGTCCTCCTGCCCAAGA 
TGAAGCCTCTCCTCTATCAGAACGGAGGGCCGATTATAACCATGCAGGTTGAAAATGAATATGGCAGCTA 
CTTTACCTGCGATTATGACTACCTGCGTTTCCTGCAGAAGCTCTTCCACCACCACCTGGGCAATGATGTA 
CTTCTGTTCACCACTGATGGGGCAAATGAAAAGTTTCTGCAGTGCGGGGCTCTGCAGGGCCTCTATGCCA 
CAGTGGACTTTGGACCAGGTGCCAACATCACTGCTGCTTTCCAAATCCAGAGAAAGAGTGAGCCCAAAGG 
ACCATTGGTGAATTCTGAATTCTATACCGGCTGGTTGGATCATTGGGGMCAGCCACACTCAACAGTGAGG 
ACTGAAGTGGTGGCTTCCTCCCTCCATGATATACTTGCCCATGGGGCAAATGTGAACTTGTACATGTTCA 
TAGGTGGGACCAATTTTGCCTATTGGAATGGGGCCAACATGCCCTACCAAGCACAGCCCACCAGTTACGA 
CTATGATGCCCCACTGAGCGAGGCAGGGGACCTCACTGAGAAGTATTTTGCTCTGCGAGAAGTTATTCGG 
AAGTTTGAAAAAGTACCAGAAGGTTTTATCCCTCCGTCTACACCCAAGTTTGCATATGGAAAAGTTGCTC 
TGAAGAAGTTAAAGACGGTGGAGGAGGCCCTGAATGTTCTGTGTCCGCCTGGGCCCATAAACAGCCTTTA 
TCCCTTGACGTTTATCCAGGTGAAACAGTATTTCGGTTTTGTGATGTACCGAACAACACTTCCTCAAGAC 
TGCAGTGACCCCACACCCCTGTCTTCACCCCTCAGTGGAGTCCAYGACCGYGCCTATGTCTCTGTGGATG 
GGGTGCCCCAGGGAGTCATGGAGCGAAGTAATGTCATCACTCTGAACATAACCGGGAAGGCTGGAGCCAC 
TCTGGACCTGCTGGTGGAGAACATGGGACGTGTGAACTATGGCAGATATATCAATGATTTTAAGGGCCTT 
ATTTCTAACCTGACCCTTGGGTCCAGTATCCTCACAAACTGGATGATCTTCCCGTTGAACACTGAGGATG 
CAGTACGCAGCCACCTGGGAGGCTGGCATGGCCCTAACAATGGCCGCCATGATAAAACCTTTGCCCACCG 
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CTCGTCTAACTACACGCTCCCGGCCTTTTATATGGGGAACTTCTCTATTCCCAGTGGGATCCCAGACTTG 
CCCCAGGACACCTTTATCCAGTTTCCTGGATGGACCAAGGGTCAGGTGTGGATTAATGGCTTTAACCTCG 
GTCGATATTGGCCAGCACGGGGCCCCCAGATGACTTTGTTTGTGCCACGGCACATCCTGGTGACATCAAC 
CCCAAACACCATCATGGTGCTGGAACTGGAGCACGCGCCCTGTGGTGACAGTGGCCCAGAAGTGTGCACC 
GTGGAGTTTGTGGACAGGCCGGTTATCGGTGCCCCTCCAACCCCTGGTCATCCCCCTCCAGACCTGTCCC 
ATCGAGACTTGAGACTGGACTATGTCTGATGATGAAACACTGTGACCCGTTGGAGTTTCAGCCTTGCACG 
TACMTCACCTATCCCCCTGTGTAATGCCAACACTCACTGGAAAGTTCAACTGGAAAATAGATTTAGAGTG 
TGCATTTTCTCCTGAGGTTTCCAGGCAGCCTGGTAGTGCCCAAGCCTCCACTGGCAGGGGCCACCATGAA 
TGCATGATGAGGGCAGTGGCACACAGTTTGGAATGGAAGCTTTGAAGGTGTTCCTGATTTTTATTTTGGA 
GGAATCATGTTGTCTTTCTGTTAAATAA 

>GBCA0332 ) Acc | AF049489 | Ver | AF049489 . 1 GI : 2947307 I Canis familiaris factor VIII mRNA, 
complete cds . 

ATGCAAGTAGAGCTCTACACCTGCTGCTTTCTGTGCCTTTTGCCCTTCAGCCTTAGTGCCACCAGAAAAT 

ACTACCTCGGTGCAGTGGAACTGTCCTGGGACTATATGCAAAGTGACCTGCTCAGTGCGCTGCACGCGGA 

TACAAGCTTTTCTTCCAGGGTGCCAGGATCTTTGCCACTCACCACGTCAGTCACGTACAGAAAGACTGTG 

TTTGTAGAGTTTACAGATGACCTTTTCAACATTGCCAAGCCCAGGCCACCGTGGATGGGCGTGCTGGGTC 

CTACCATCCAGGCTGAGGTTTATGACACAGTGGTCATTGTCGTTAAGAACATGGCTTCTCATCCTGTCAG 

CCTTCACGCTGTTGGTGTATCCTATTGGAAAGCTTCTGAAGGTGCTGAGTATGAGGATCAGACCAGCCAA 

AAGGAGAAGGAAGATGATAATGTCATTCCTGGTGAAAGCCATACCTATGTCTGGCAGGTCCTGAAAGAGA 

ATGGCCCAATGGCCTCTGATCCACCATGTCTCACCTACTCATATTTTTCACACGTGGACCTGGTGAAAGA 

CCTGAATTCAGGCCTCATTGGAGCCCTGCTGGTTTGCAAAGAAGGGAGTCTGGCCAAAGAAAGGACACAG 

ACCTTGCAGGAATTTGTCCTACTTTTTGCTGTATTTGATGAAGGGAAAAGTTGGCACTCAGAAACAAATG 

CGTCTTTGACACAGGCTGAGGCCCAGCATGAGCTGCACACCATCAATGGCTATGTAAACAGGTCTCTGCC 

AGGTCTTACTGTGTGTCACAAGAGATCAGTCTATTGGCATGTGATTGGAATGGGCACCACCCCCGAAGTG 

CACTCAATTTTTCTCGAAGGTCACACATTTCTTGTGGGGAACCACCGCCAGGCCTCCTTGGAGATCTCGC 

CAATTACTTTCCTTACTGCTCAGACATTCCTGATGGACCTTGGCCAGTTTCTACTGTTTTGTCATATCCC 

TTCCCATCAACATGATGGTATGGAAGCTTATGTCAAAGTAGATAGCTGCCCAGAGGAACCCCAGCTGCGC 

ATGAAAAATAATGAAGATAAAGATTATGATGATGGTCTTTATGGTTCTGACATGGACGTAGTTAGCTTTG 

ATGACGACAGCTCTTCTCCCTTTATCCAAATCCGCTCAGTTGCCAAGAAGCATCCTAAAACTTGGGTCCA 

CTATATTGCTGCTGAGGAGGAGGACTGGGACTATGCTCCCTCAGGCCCCACCCCCAATGATAGAAGTCAT 

AAAAATCTGTATTTGAACAATGGTCCTCAGCGGATTGGTAAGAAGTACAAAAAAGTCCGATTTGTGGCAT 

ACACAGATGAGACATTTAAGACTCGTGAAGCTATTCAGTATGAATCAGGAATCCTGGGACCTTTACTTTA 

TGGAGAAGTTGGAGACACACTGCTGATTATATTTAAGAAACAAGCCAGCCGGCCATATAACATCTACCCT 

CATGGGATCAATTATGTCACTCCTCTGCACACAGGGAGATTGCCAAAAGGTGTGAAACATTTGAAAGATA 

TGCCAATTCTGCCGGGAGAGATATTCAAGTATAAATGGACAGTGACCGTAGAAGATGGACCAACTAAATC 

AGATCCTCGGTGCCTGACCCGATATTACTCAAGCTTCATTAATCTGGAGAGAGATCTAGCTTCAGGACTC 

ATTGGCCCTCTTCTCATCTGCTACAAAGAATCTGTAGATCAAAGAGGAAACCAGATGATGTCAGACAAGA 

GAAAT GT CAT CCTGTT TT CT GT ACT T GAT GAGAAT CGAAGCT GGT ACCT CACAGAGGAT ATGCAGCGCT T 

CCTCCCCAATGCAGATGTAGTGCAGCCCCATGACCCAGAGTTCCAACTCTCTAACATCATGCACAGCATC 

AATGGCT^TGTTTTTGACAACTTGCAGCTGTCAGTTTGTTTGCATGAGGTGGCGTACTGGTACATTCTAA 

GTGTTGGAGCACAAACTGACTTCCTGTCTGTCTTCTTCTCTGGATATACCTTCAAACACAAAATGGTCTA 

TGAAGACACACTTACCCTCTTCCCATTCTCAGGAGAAACTGTCTTCATGTCAATGGAAAACCCAGGTCTG 

TGGGTTCTGGGGTGCCACAACTCAGACTTTCGGAACAGAGGCATGACAGCCTTACTGAAGGTTTCTAGTT 

GTAACAGGAACATTGATGATTATTATGAGGACACATACGAAGATATTCCAACTCCCCTGCTAAATGAAAA 

CAATGTAATTAAACCTAGAAGCTTCTCCCAGAATTCAAGGCACCCTAGCACTAAGGAAAAGCAATTGAAA 

GCCACCACAACTCCAGAAAATGACATAGAGAAGATTGACCTTCAATCTGGAGAAAGAACACAGCTGATTA 

AAGCACAAAGTGTCTCCTCTAGTGATTTGTTGATGCTGTTGGGACAGAATCCTACTCCACGTGGACTGTT 

C TT ATCTGAT CT CCG AG AGGCCACAGAT AGAGCCGATGACCATTCACGT GGAGCAAT AGAAAGAAACAAG 

GGCCCACCTGAAGTGGCAAGTCTCAGACCAGAGCTCCGTCACAGTGAGGACAGAGAATTTACTCCTGAGC 

CAGAAC TGCAGTTAAGAT TAAATGAGAATT TGGGGACAAATACAACAGTAGAGT TGAAGAAACT TGATTT 

AAAAATTTCTAGTTCATCAGACAGTCTAATGACTTCACCAACAATTCCATCAGATAAGTTGGCAGCAGCT 

ACTGAAAAGACAGGTTCCTTAGGACCCCCAAATATGTCAGTTCACTTTAACGGTCATTTAGGTACCATTG 

TATTTGGCAATAATTCATCCCACCTTATTCAGTCTGGTGTACCTTTGGAATTGAGTGAAGAAGATAACGA 

T TCCAAGTTGT T AGAAGCACCTTTAAT GAATATTCAAGAAAGTTCACT GAGAGAAAATGTAT TATC AAT G 

GAAAGTAATAGGT TAT TTAAAGAAGAAAGAAT TCGT GG ACCTGCT TC ATT AATCAAAG AT AAT GCTTT AT 

TCAAAGTTAATATCTCTTCGGTAAAGACAAACAGGGCACCAGTTAACTTAACAACTAATAGAAAGACTCG 

TGTTGCTATCCCAACATTATTAATTGAGAACAGTACCTCAGTCTGGCAAGATATTATGTTAGAAAGGAAT 
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ACT GAGT T TAAAGAAGT AACTTC TT TGAT T CATAAT GAAACGT T TATGGACAGAAATAC T AC AGC T CTGG 

GGCTAAATCATGTGTCAAATAAAACTACTTTATCAAAAAATGTGGAAATGGCCCACCAAAAAAAAGAAGA 

CCCTGTGCCACTACGTGCAGAAAATCCAGATCTATCATCCTCCAAGATACCGTTCTTGCCAGATTGGATA 

AAGACCCATGGCAAGAACTCCCTAAGCTCTGAGCAAAGGCCCAGTCCAAAACAATTAACATCTTTAGGAT 

CAGAAAAAT CT GT GAAAGAT CAGAACT T T T T GTCAGAGGAGAAGGT GGTAGTAGGAGAGGAT GAAT TTAC 

GAAGGACACAGAACTCCAAGAGATTTTTCCAAACAACAAGAGCATATTTTTTGCTAACTTGGCTAATGTC 

CAAGAAAAT GATAC AT ACAAT CAA.GAAA?VAAAAT CTCTGGAAGAGAT AGAAAGAAAGGAAAAAT T AACCC 

AGGAGAATGTGGCTTTGCCTCAGGCACATACTATGATTGGCACTAAGAACTTCCTGAAGAACCTTTTCTT 

ACTAAGCACTAAGCAAAAT GTAGCAGGT TT AGAAGAGCAGCCATATAC T CCAATACTTCAAGACACCAGG 

TCATTAAATGATTCGCCACATAGTGAAGGGATTCATATGGCCAATTTCTCAAAAATAAGGGAAGAAGCAA' 

ACTTGGAAGGCTTGGGAAATCAAACAAACCAAATGGTAGAGAGGTTTCCAAGCACTACGAGGATGTCTTC 

TAATGCAAGTCAGCATGTTATCACTCAACGTGGTAAGCGGAGTTTGAAACAACCCAGACTCTCACAAGGA 

G AAAT A?\AG T TT G AAAG G AAG G T TAT T G C AAAT G AC AC T T C AAC C C AG T G G T C C AAAAAC AT G AAC TAT T 

TGGCCCAGGGAACCCTCACACAGATAGAGTATAATGAGAAAGAAAAAAGGGCCATTACTCAGTCCCCCCT 

ATCAGAT T GT T CT ATGAGGAAT CAT GTCACCAT T CAAAT GAAT GACT C TGCAT TACCCGT TGCAAAGGAA 

TCAGCATCTCCATCAGTTAGACATACAGATCTGACCAAGATCCCATCCCAACACAACTCTTCTCATCTTC 

CAGCAT CGGCCT GT AAT TATACCT T TAGAGAGAGGAC TTCT GGAGT CCAAGAAGGCAGTCAT T T CT TACA 

AGAAGCCAAAAGAAATAACCTCTCTTTAGCCTTTGTAACCTTAGGAATAACTGAAGGGCAAGGAAAGTTC 

AGCTCCCTGGGGAAAAGTGCCACAAACCAACCCATGTACAAGAAACTTGAAAACACTGTTCTCTTGCAAC 

CAGGCTTGTCCGAAACATCTGACAAAGTTGAATTACTTTCTCAAGTTCATGTTGATCAAGAAGACTCTTT 

CCCTACAAAAACTAGCAATGATTCTCCTGGCCACCTGGATCTCATGGGAAAGATCTTCCTTCAGAAAACA 

CAGGGACCTGTTAAAATGAATAAAACAAATAGCCCTGGAAAAGTGCCCTTTCTGAAATGGGCAACAGAAA 

GCTCTGAAAAGATTCCCTCCAAGCTGCTGGGTGTCCTTGCTTGGGATAACCACTATGATACCCAGATACC 

AAGTGAAGAGTGGAAATCCCAAAAAAAGTCACAGACGAACACAGCTTTTAAAAGGAAAGACACCATTTTG 

CCCCTGGGCCCTTGTGAAAATAATGATTCAACAGCAGCAATAAATGAAGGACAAGATAAGCCCCAAAGAG 

AAGCTATGTGGGCAAAGCAAGGAGAGCCTGGAAGGTTGTGCTCTCAAAACCCACCAGTCTCAAAACACCA 

TCAAAGGGAAATAACCGT T AC TACTCTTCAGCCAGAGGAAGACAAAT TT GAGTAT GATGACACCT T CT CA 

ATTGAAATGAAGAGAGAAGATTTTGACATCTACGGCGACTATGAAGATCAGGGCCTCCGCAGCTTTCAAA 

AGAAAACACGACACTATTTCATTGCTGCAGTGGAGCGTCTCTGGGATTATGGGATGAGTAGATCTCCCCA 

TATACTAAGAAACAGGGCTCAAAGTGGGGATGTCCAGCAGTTCAAGAAGGTGGTTTTCCAGGAATTTACT 

GATGGATCCTTTACTCAGCCCTTATACCGTGGAGAACTGAATGAACACTTGGGACTCTTGGGGCCATATA 

TAAGAGCAGAAGTTGAAGACAATATCGTGGTAACTTTCAAAAACCAGGCCTCTCGTCCCTACTCCTTCTA 

TTCTAGTCTTATTTCTTATGACGAAGATGAGGGACAAGGAGCAGAACCTAGAAGAAAGTTTGTCAACCCT 

AAT GAAACCAAAAT T TAC TTT TGGAAAGTACAGCAT CAT AT GGCACCCACTAAAGAT GAGT TT GACTGCA 

AAGCCTGGGCTTATTTTTCTGATGTTGATCTGGAGAAAGATGTGCACTCAGGCTTGATTGGACCCCTTCT 

GATCTGCCGCAGTAACACACTGAACCCTGCTCATGGGAGACAAGTGACAGTGCAGGAGTTTGCCCTGGTT 

TTCACTATATTCGATGAGACTAAGAGCTGGTACTTCACTGAAAACCTGGAAAGGAACTGCAGAGCTCCCT 

GCAATGTCCAGAAGGAGGACCCTACTCTAAAAGAAAACTTCCGCTTCCATGCAATCAACGGCTATGTGAA 

GGATACACTCCCTGGCTTAGTAATGGCTCAGGATCAAAAGGTTCGATGGTATCTGCTCAGCATGGGCAGC 

AACGAAAACATTCATTCCATTCACTTCAGTGGACATGTGTTCACTGTACGGAAAAAAGAGGAATATAAAA 

TGGCAGTCTACAACCTCTATCCAGGTGTTTTTGAGACTGTGGAAATGCTACCATCCCAAGTTGGAATCTG 

GCGGATAGAATGCCTTATCGGCGAGCACCTGCAAGCCGGGATGAGCACTCTGTTTCTGGTGTACAGCAAG 

AAGTGTCAGACTCCACTGGGGATGGCTTCCGGACACATTAGAGATTTTCAGATTACAGCTTCAGGACAAT 

ATGGACAGTGGGCCCCAAAGCTGGCCAGACTTCATTATTCCGGATCAATCAATGCCTGGAGCACCAAGGA 

TCCCTTTTCCTGGATCAAGGTGGATCTCTTGGCACCGATGATTATTCACGGCATCATGACCCAGGGGGCC 

CGCCAGAAGTTCTCCAGCCTCTACGTGTCTCAGTTTATCATCATGTACAGTCTGGATGGCAACAAGTGGC 

ACAGTTACCGAGGGAATTCCACGGGGACCTTAATGGTCTTCTTTGGCAACGTGGATTCATCTGGGATCAA 

ACACAATATTTTTAACCCTCCGATTATTGCTCAGTACATCCGTTTGCACCCAACCCATTACAGCATCCGC 

AGCACTCTTCGCATGGAGCTCTTGGGCTGTGACTTCAACAGTTGCAGCATGCCGCTGGGGATGGAGAGTA 

AAGCAATATCAGATGCTCAGATCACTGCCTCGTCCTACCTAAGCAGTATGCTTGCCACTTGGTCTCCTTC 

CCAAGCCCGGCTGCACCTGCAGGGCAGGACTAATGCCTGGAGACCTCAGGCAAATAACCCAAAAGAGTGG 

CTGCAAGTGGACTTCCGGAAGACCATGAAAGTCACAGGAATAACCACCCAGGGGGTGAAATCTCTCCTCA 

TCAGCATGTATGTGAAGGAGTTCCTCATCTCCAGTAGTCAAGATGGCCATAACTGGACTCTGTTTCTTCA 

GAATGACAAAGTCAAGGTCTTCCAGGGAAACCGGGACTCCTCCACGCCTGTGCGGAACGCTCTCGAACCC 

CCGCTGGTGGCTCGCTACGTGCGCCTGCACCCGCAGAGCTGGGCGCACCACATCGCCCTGAGGCTGGAGG 

TCCTGGGCTGCGACACCCAGCAGCCCGCCTGACCCGCGCCTCTGCGGCCCTGTCTCCCCTGCCTCCCTGC 

CCTGTCCCCGCGGCTTCCCGGGCCCTGACCCCCACCTCTCCAGCCTGTCCCCGTGGCCTCCTGGGCCCTG 
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>GBCA0333 I Acc 1 AF049909 | Ver 1 AF049909 . 1 GI : 2944071 1 Canis familiaris cytochrome P450 2C21 
(CYP2C21) mRNA, partial cds. 

CTTCATAGTTCTGGTGATATGTCTTTCTTGTTTGATTTCTTTCTTTCTGTGGAATCAAAATCGTGCCAAA 
GGGAAGCTGCCACCTGGCCCCACTCCTCTCCCAATCATTGGAAATATTCTACAGATAAATACTAAGAATG 
TCAGCAAATCCCTAAGCAAGCTAGCAGAGAATTATGGCCCTGTGTTCACTGTGTATTTTGGCATGAAGCC 
TACCGTGGTGTTGTACGGGTATGAAGCGGTGAAGGAAGCTCTAATTGATCGGAGTGAAGAGTTTTCAGGC 
AGAGGCCAT TTCCCAT T GTT GGACTGGACCAT ACAGGGAT T AGGAATT GTTTT CAGCAACGGAGAAAAAT 
GGAAGCAAACCCGGCGTTTTTCCCTGACAGTTTTGCGGAATATGGGGATGGGAAAGAAGACTGTTGAAGA 
CAGAATTCAAGAAGAGGCCTTGTATCTAGTGGAAGCATTAAAAAAAACCAACGCATCTCCCTGTGATCCT 
ACTTTCCTTCTGGGCTGTGCTCCCTGCAATGTGATTTGCTCCATTATTTTCCAGAATCGTTTTGAGTATG 
ATGATAAAGAT T T T T TAACCT TGT TAGAGTAT T T TCAT GAAAACCT TCT AAT T T CAAGCACCT CCTGGAT 
ACAGCTCTACAATGCTTTCCCTCTTTTAATACATTACCTTCCAGGAAGTCATCATGTGTTATTTAAAAAC 
AT TGCT AACCAATTTAAGTTTATTT CGGAAAAAAT AAAAGAACACGAAGAAT CTCT AAACT T TAGTAACC 
CT CGGGACT T TATTGAC TAG T T CC T GATCAAAAT AGAAAAGGAAAAACACAACAAACAGTCT GAAT TT AC 
CATGGACAACTTGATCATTACCATATGGGATGTGTTTAGTGCGGGAACAGAGACAACGAGCACCACCCTG 
AGAT ACGGACTATT GGT GCTAT TAAAGCACCCAGAT GTCACAGC TAAAGTCCAGGAAGAGATTCATCGTG 
TAGTTGGCAGACATCGGAGCCCCTGCATGCAAGATAGGAGCTGCATGCCCTACACAGATGCTGTGGTACA 
T GAGAT CCAGAGATACATTGAT CT T GTCCCCAACAATC TGCCCCAT T CAGT GACTCAGGACATCAAGT T T 
AGAGAATACCTTATTCCCAAGGGCACAACCATATTAACATCTCTGACTTCTGTCCTGCATGATGAGAAAG 
• GATT CCCCAACCCAGAT CAGT T TGATCCTGGCC ACT T CCT GGAT GAAAATGGCAGCTTTAAGAAGAGTGA 
CTACTTCATGGCCTTCTCAGCAGGGAAGAGAGTTTGTGTTGGAGAAGGCCTGGCCCGCATGGAGCTGTTT 
TTGCTACTGACCAATATTTTACAGCATTTCACCTTGAAACCTCTGGTTGATCCAAAGGACATTGACACCA 
CCCCAATTGCCAATGGGTTGGGTGCTACACCACCTTCCTATAAGCTCTGTTTTGTTCCAGTCTGAAGAAA 
GGCCAGGCCGCCAGATTGCAAAGCCACACTGACCTCACCTGAACAAGCCAGATGCTTTTCTGTCTTATGT 
GTCAGCCACCATCCACCTCTCCTTTCACATCAGGAAGGACATTCCTGACCCTTTCTTTTCATTGTCTTTA 
TCCTTAAGATTCAGTTCAAATTTCCCTGTATGAAACAAAATTCTTTTTTGTAATCCAGTCCTAAGATTTC 
ATGCTGTATCTCATATGCAGTGTATACCAATGGTGTAAACTTTATTGTCATATTTTCTTCCATTAAAAAT 
TAAAAATTGGGACGCCTGGGTGGCTCAGCAGTTTAGAGCCTGCCTTCGGCCCCAGGGCCTGATCCTGGAG 
TCCTGGAATTAAGTCCCATATCGGGCTCCCTGCATGGAGCCTGCTTCTCCCTCTGCCTGTATCTCTGCCT 
CTCTCTGTGTGTGTGTCTCTCATGAATAAATAAAATCTTTAAAAACAAAAAA2\AAAAAAAAAAAA 

>GBCA0334 | Acc | Y13242 | Ver ) Y13242 . 1 GI : 2920689 | Canis familiaris mRNA for ALCAM, partial. 

GGCTCCCCAGTATTTATTGCCTTCAGGTCCTCTACAAAGAAAAGTGTGCAGTACGACGATGTACCAGAAT 

ACG AAG ACAGAT T G AGCCTCTCAGAAAACT ACACT T TGTCT AT CAGT AAT GCAAGGAT CAGT GAT GAAAA 

GAGATTTGTGTGCATGCTAGTAACCGAGGACAACGTGTTTGAGGCACCTACAATAGTCAAGGTGTTCAAG 

CAACCATCCAAACCTGAAAT T GTAAGCAAAGCACC T T TTCT CGAAACAGAGCAGCTAAAAAAGT T GGGAG 

ACTGCAT TTCAAAAGACAGT T ATCCAGACGGCAACATCACAT GGTACAGGAAT GGAAAAGTGCTGCAACC 

CCTTGAAGGAGTGGTAGTCTTAATTTTTAAAAAGCAAATGGACCCGGTAACTCAGCTGTATACCATGACT 

TCATCCCTGGAGTACAAGGCAACCAAGGCTGACATACAAATGCAATTTACCTGCTCTGTGACGTATTATG 

GACCATCT GGCCAGAAAACAGTTCAGT CTGAACAAGCAAT CTT TGATATT TACTATCCTACTGAGCAAGT 

GACAATACAAGTGCTGCCATCAAAAACTGCCATCAAAGAAGGAGATATTATCACTCTTAAGTGCTTGGGA 

AATGGTAACCCTCCTCCTGAAGAATTTTTGTTTTACCTACCAGGACAGCCTGAAGGAATAAGAAGCTCAA 

ATACTTACACGTTGACAGATGTGAGGCGAAATGCAACAGGAGACTACAAGTGCTCCCTGATAGACAAAAA 

AAGCATGAT TGCT TCAACAGCTAT CACAGTTCACT ATT T GGAT T TGTCCT T AAACCCAAGTGGAGAAGTG 

ACCAAGCAGATTGGCGATGCCTTGCCTGTGTCATGCACAATATCTGCTAGCAGGAACGCAACTGTGGTAT 

GGAT GAAAGACAACATCAGGC T TCGATCTAGCCCATCAT T T T CCAGTCTCCAGTATCAGGATGCTGGAAA 

CTAT GTCTGTGAAACT GCTCTGCAAGAGGT CGAAGGCCT AAAGAAAAGAGAGT CATT GACACTCATAGTA 

GAAGGAAAACCTCAAATCAAAATGACAAAGAAAACTGATCCCAGTGGACTGTCTAAAACAATAATCTGCC 

ATGTGGAAGGTTTTCCGAAGCCGGCTATACAATGGACAATTACCGGCAGTGGAAGCGTCATAAACCAAAC 

AGAGGAATCT CCT T AT AT AAATGGCAGGTATTAT AGTACAATTATCAATTCCCCTGAAGAGAATGT TACA 

TTAACTTGCACAGCAGAAAACCAGCTGGAGAGAACAGTAAACTCCTTGAATGTCTCTGCTATAAGTATTC 

CAGAACACGATGAGGCAGACGAAATAAGTGATGAAAACAGAGAACAGGTGAACCACCGGGCAACCCTGAT 

CGTGGGGATCGTCCTTCGTCTCCTCCATGGTGCCCTAGTTGCTGGTGTTGTCTACTGGCTGTACGTGAAG 

AAATCAAAGACTGCATCAAAACACGT AAAC AAGGACCTTGGTAATCT GGAAGAAAACAAAAAGT TAGAAC 

AAAACAATCACAGGACAGAAGCCTAA 

>GBCA0335 1 Acc] AF045185 | Ver | AF045185 . 1 GI : 2854103 | Canis familiaris epididymis -specif ic 
secretory glutathione peroxidase-like protein GPX5 mRNA, complete cds. 
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TCGCCGTTGGCTACAGGATCAAAAGCTTGACAGGGTGTGTGTGAGATCCCAGCCTCAAAAACTACATCTA 
CGGACTAGTCATGACTGCATGGTTAGGGGCCTCCTACGTTTTGCCTATTCTGCTAGTCAGCTTTGTGCAG 
ACAAATGCCAAGCCTGAGAAGACAAAGATGGATTGCTATAAAGATGTGAAAGGAACCATCTATGAATATG 
AAGCCCTCACTCTCAATGGAAATGAACGCATTCAGTTCAAGCAGTATCCGCGCAAGCATGTTCTTTTTGT 
CAATGTGGCCACCTATTGTGGTCTGACAGCTCAGTATCCTGAACTGAATTCACTTCAGGAGGAGCTGAAG 
CCCCTTGGCCTGGTTGTATTGGGCTTTCCCTGCAACCAATTTGGGAAGCAGGGACCAGGAGAGAACTCAG 
AGATTCTTCCGGGCCTGAAGTACGTCCGGCCAGGCAGAGGCTATGTCCCTAACTTCCAGCTCTTTGAGAA 
AGGGGATGTGAATGGTGAAAAAGAACAGAAAGTCTTCACCTTCTTGAAGCTCTCCTGCCCTCACCCCTCA 
GAGGTTCTAGGCTCCTTCAGACACATCTCCTGGGATCCTGTAAAGGTCCACGATATCCGCTGGAACTTTG 
AGAAGTTCCTGGTGGGGCCTGATGGGGTCCCTGTCCTGCGCTGGTTCCACCGGACTCCCATCAGCACTGT 
C AAG G AAG AC AT C C T GG T C T AC C T G AAAC AGC T C AAAAT G AAAT AG G AAGG C AG G AGC AAC CCTGCTTCT 
CATCAGAAGACGGTTTTAAAAAAATTCCAGATTTCACGACATTCTTCTAAATGGCCTGCCCTTGACCAAA 
GCATGCTGTACCGCCAGAGTTCCCACTCTCTACCAAGCAGTTATATATTCAGAAGACTACTGCTATTTCT 
C C T T G C AAG T CC G T AT GT GG AAG AAG AAC AAAG AAT G G AAC C T C T AAAT C C T TAG AC C T C T AAT AT AAAT 
AAATTTAATCGGTCCTGTCCATCAAAGAAAATCTAGCGTTCCATGAGGATGGTTCAGTCTGCCACAACAT 
CCTGAAAAAGAACGTTCCAGACAGAATGTTCCCCCTTCTCTTTCCACTCAAAAGTGTAGAAATAACAGTG 
GGATGGTAGCCATACAGCCGAGTTTCCACCTTATAACACCTGCCCTCCACCGTGACAAACACGTATTGTC 
AGTTTCCAAGTCTTTTGAGACCAGTGGTTCATCCATGAAACTTACCCTCCCATACACACAGTGTCCTGTC 
ATTCTGGCTTATGAGCTCTAAGGTGGAGTGAGAGCAGGAGACTGCCTTGCCAAGGATAGAAGGACATCTC 
CATGGTAGTGGACCCGGAGCCTCTCTATCATTTAGATCCTACAGAAACTTCCCTGCTGTCTGACTTGTAG 
TGCACTCAGGTCATGACACCTGGACAATGCATCCTTTGAAGGATGGGCTTTCTCTTGTCCATCCTAGATT 
CTTCAGCTTCAGAACCAGCTCTGCATTGTCTCCAATAAAATGTTTTCTACAGCA 

>GBCA0336 | Acc | U94345 \ Ver ] U94345 . 1 GI : 2853284 | Canis familiaris sarcoplasmic reticulum Ca2 
+-transport ATPase isoform (SERCA2a) mRNA, complete cds . 

GAATTCCGTCTGGGGGAGGGGGCGCGGGGTGATTCAGCGCCCGGCGAGGCGGAAGCGGCCGCAGGAGGAG 
GAGGAGGAGGAGGAGGGGGAGAGGCCTGTCCGCGCCTGGGCGCCCGGGGTGGCACGAGCCCACGGCCTGA 
GTGCGAGGCGGAGACGAGGAGGCCGCGGGGACTGGAGGCGAGGCCGGCCGGGCCCCCGCAGCCATGGAGA 
ACGCGCACACAAAGACGGTGGAGGAGGTGCTGGGCCACTTCGGCGTCAACGAGAGCACGGGGCTGAGTCT 
GGAGCAGGTCAAGAAGCTCAAGGAGAGATGGGGCTCCAACiSAGTTACCGGCCGAAGAAGGAAAAACCTTG 
CTGGAACTTGTGATCGAGCAGTTTGAAGACTTACTAGTTCGAATATTATTGCTGGCAGCGTGTATATCTT 
TTGTTTTGGCTTGGTTTGAAGAAGGTGAAGAAACAATTACAGCCTTTGTAGAACCCTTTGTAATTTTACT 
TATATTAGTAGCCAATGCAATTGTGGGTGTATGGCAGGAGAGAAATGCTGAGAATGCGATCGAAGCACTT 
AAGGAATATGAGCCTGAAATGGGCAAAGTATATCGACAGGACAGAAAGAGTGTCCAGCGGATTAAAGCTA 
AAGACATAGTTCCTGGTGATATTGTAGAAATTGCTGTTGGTGACAAAGTTCCTGCTGATATAAGATTAAC 
ATCCATCAAATCTACGACTCTAAGAGTTGACCAGTCCATTCTCACAGGTGAGTCTGTGTCTGTCATCAAG 
CACACTGACCCGGTCCCAGACCCACGGGCTGTCAATCAAGATAAAAAGAATATGCTCTTTTCTGGTACAA 
ACATTGCTGCTGGCAAAGCCATGGGAGTGGTAGTGGCAACTGGAGTGAACACAGAAATTGGCAAGATCCG 
GGATGAAATGGTAGCAACAGAGCAGGAGAGAACCCCACTCCAGCAGAAACTAGATGAGTTTGGGGAACAG 
CTTTCCAAAGTCATCTCCCTGATTTGCATCGCAGTCTGGATCATAAACATTGGGCACTTCAATGACCCAG 
TTCATGGAGGCTCCTGGATCAGAGGTGCTATTTACTACTTCAAAATTGCAGTGGCCCTGGCTGTGGCAGC 
CATTCCTGAAGGTCTGCCTGCTGTCATCACCACCTGCCTGGCTCTTGGAACTCGCAGAATGGCTAAGAAA 
AATGCCATTGTTCGAAGCCTCCCTTCTGTGGAAACCCTAGGTTGTACTTCTGTTATCTGCTCAGACAAGA 
CTGGTACACTGACAACGAACCAGATGTCTGTGTGCAGGATGTTCATTCTGGACAGAGTTGAAGGTGATAG 
CTGCTCCCTTAATGAGTTTACCATTACTGGATCAACATACGCACCTATTGGAGAAGTGCATAAAGATGAT 
AAACCAGTGAAATGTCATCAATATGATGGTCTTGTGGAATTGGCAACCATCTGTGCTCTTTGTAATGATT 
CTGCATTGGATTACAATGAGGCGAAGGGTGTGTATGAAAAAGTTGGAGAAGCTACAGAGACTGCTCTCAC 
ATGCCTAGTAGAGAAGATGAATGTAT T T GATACCGAAT T GAAGGGTCT T TCTAAAATAGAGCGAGCAAAT 
GCCTGPAACTCGGTCATTAAGCAGTTGATGAAAAAGGAATTTACTTTGGAGTTTTCACGTGATAGAAAAT 
CAATGTCAGTTTATTGTACACCAAACAAACCGAGCCGGACTTCGATGAGCAAAATGTTTGTGAAGGGGGC 
TCCTGAAGGTGTCATTGACAGGTGCACCCACATTCGAGTTGGAAGTACTAAAGTCCCTATGACCCCAGGC 
GTCAAACAGAAGGTCATGTCTGTCATTCGGGAATGGGGTAGCGGCAGCGACACACTGCGGTGCCTGGCCC 
TGGCdACCCACGACAACCC T C TGAGAAGAGAAGAAATGAACCT TGAGGACTCT GCCAACT T TAT TAAAT A 
TGAGACCAATCTGACTTTCGTTGGATGCGTGGGCATGCTGGATCCTCCAAGGATTGAAGTGGCCTCCTCT 
GTAAAGCTGTGCCGGCAAGCAGGCATCCGAGTCATTATGATCACAGGAGACAACAAGGGCACGGCAGTGG 
CCATCTGTCGGCGCATTGGCATCTTTGGACAGGACGAAGATGTGACGTCAAAGGCTTTTACAGGCCGGGA 
GTTTGATGAGCTCAGTCCTTCAGCCCAGAGGGATGCCTGCTTGAATGCCCGCTGTTTTGCTCGAGTCGAA 
CCTTCCCACAAGTCAAAAATTGTAGAATTCCTTCAGTCTTTTGATGAGATTACAGCCATGACTGGGGATG 
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GTGTGAATGATGCTCCTGCCCTGAAGAAATCGGAGATCGGCATTGCCATGGGCTCGGGCACAGCAGTGGC 
TAAAACTGCCTCTGAAATGGTCCTGGCAGATGACAACTTCTCCACCATCGTGGCTGCTGTCGAGGAGGGG 
CGGGCAATCTACAACAATATGAAGCAGTTTATCCGCTACCTCATCTCCTCAAATGTGGGGGAGGTTGTCT 
GTATTTTCCTGACGGCAGCCCTTGGATTCCCTGAGGCTTTAATTCCTGTCCAGCTGCTCTGGGTCAATCT 
GGTGACAGACGGCCTGCCTGCCACTGCCCTGGGGTTTAACCCTCCTGATCTAGACATCATGAACAAACCA 
CCCCGGAACCCGAAGGAACCTCTGATCAGTGGATGGCTCTTTTTCCGTTACCTGGCCATTGGCTGTTATG 
TTGGCGCTGCTACCGTGGGTGCTGCTGCATGGTGGTTCATTGCTGCCGACGGAGGACCAAGAGTGTCCTT 
CTACCAGCTGAGCCACTTCCTACAGTGTAAAGATGACAACCCGGACTTTGAAGGAGTGGATTGTGCAATC 
TTTGAATCCCCGTACCCGATGACAATGGCGCTGTCTGTTCTAGTAACCATAGAGATGTGTAATGCCCTCA 
ACAGCTTGTCCGAAAACCAGTCCCTGCTGAGGATGCCCCCCTGGGAGAACATCTGGCTGGTGGGCTCTAT 
CTGCCTGTCCATGTCCCTCCACTTCCTCATCCTTTACGTGGAACCTTTGCCACTTATTTTCCAGATCACA 
CCGTTGAATTTGACCCAGTGGCTAATGGTGCTGAAAATCTCCTTGCCTGTGATTCTAATGGATGAGACAC 
TCAAGTTTGTGGCCCGCAACTACCTGGAACCTGCAATACTGGAGTAACTGCTTCCTAAACCATTTTGCAG 
AAATATAAGGGTGTTCGGTTGCGTGCATGTGCGTTTTTAGCAACACATCTACCAGCCCTCTGCATGATTG 
ATGTTGGGGGAAAAAGAAAAGTAGAAAAAAAGTCCCCAACTCATTGTGTGTTATGTGGAGGAAACGTGTA 
TTACCAACGGGTTTAGCTTTTAAATCAAAATAATAATTACAAATGTACAACTTAGCTTAATGAATCAGAA 
AGCCTCTCCAGAGAACTTTGGTTTCTTTGCTGCAAGAAGAATGAGGTTCCAAAACCTTATCTAAGAACTT 
AGAAGCCATCAGCCAAGTCTCCGTGTTTCTCTGTGCAAAATGTCATAGTTTATATAAATGTACAATATTC 
i\ATTGTAATGCATGCCTTTGGTTGTAAGTAGCCAGATTTCTCTATGGTGTCATTTAAACATGCTACTTTT 
TAATTGGCCCTGTACAGTTTGCTTATTTATAAATTTATTGAAAACACTACAGGTGTTGAAAGGTTAGAAT 
GTAGGCCTCCAGTTCATAACTTCAGTTATTTTTTTTGAGTGTGCAAACAGCTATTTTGCACTGTATTAAA 
TGTAAC T TAT T TAAT GAAATCAGAAGCAGTAGACAGATGT TGGTGCAATACGAT AT TGTGAT GCAT T TAT 
CT TAAT AAAAT GCTAAACGTCAGT T TAT CACAAGCATGT TT GACTT TAGACTGTAAATAGAGATCAGT TG 
TCTATTTCTGTGCTGGTAACAAGCATTGCACAGACATGGTTTCAGGTAAATAAATCTATTCTACGATAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAATTC 

>GBCA0337 |Acc| AF045016 | Ver | AF045016. 1 GI : 28524 40 j Canis familiaris multidrug resistance 
p-glycoprotein (MDR1) mRNA, complete cds . 

CTAAGTCGGAGTATCTTCTTCCCAAATTCCCTTCTCGGTGGAGGTTGCGAAGGAAAGCCCGAGGTGACGA 
TGGATCCTGAAGGAGGCCGTAAGGGGAGTGCAGAGAAGAACTTCTGGAAAATGGGCAAAAAAAGTAAAAA 
AGAGAAGAAAGAAAAGAAACCAACTGTCAGCACGTTTGCAATGTTTCGCTATTCAAATTGGCTTGATAGG 
TTGTATATGTTGGTGGGGACAATGGCTGCCATCATCCATGGAGCTGCACTCCCTCTCATGATGCTGGTTT 
T T GGAAACATGACAGATAGCTT TGCAAATGCAGGAATTTC AAGAAACAAAACT TT TCCAGT T AT AAT TAA 
TGAAAGTAT TACGAACAATACACAACAT TT CATCAACCATCTGGAGGAGGAAATGACCACGTATGCCTAT 
TATTACAGTGGGATCGGTGCTGGCGTGCTGGTGGCTGCTTACATCCAGGTTTCATTCTGGTGCCTGGCAG 
CAGGAAGACAGATACTCAAAAT TAGAAAACAAT TT T T TCAT GCTATCAT GCGACAGGAGAT TGGCT GGT T 
TGACGTGCATGACGTTGGGGAGCTTAACACCCGGCTCACAGACGATGTCTCCAAAATCAATGAAGGAATT 
GGCGACAAAGTTGGAATGTTCTTTCAATCAATAGCAACATTTTTCACCGGTTTTATAGTGGGGTTTACAC 
CTGGTTGGAAGCTAACCCT TGTGAT TTTGGCCATCAGCCCTGTTCTTGGACTTTCAGCCGCCATCTGGGC 
AAAGATACTATCTTCATTTACTGATAAAGAACTCTTGGCCTATGCAAAAGCTGGAGCAGTAGCTGAAGAA 
GTCTTAGCAGCAATCAGAACTGTGATTGCCTTTGGAGGACAAAAGAAAGAACTTGAAAGGTACAACAAAA 
ATTTAGAAGAAGCTAAAAGAATTGGGATAAAGAAAGCTATCACGGCCAACATTTCTATTGGTGCCGCTTT 
CTTATTGATCTATGCATCATATGCTCTGGCTTTCTGGTATGGGACCTCCTTGGTCCTCTCCAGTGAATAT 
ACTATTGGACAGGTACTCACTGTCTTCTTTTCTGTATTAATTGGGGCTTTTAGTATTGGACAGGCATCCC 
CAAGCATTGAAGCATTTGCAAACGCAAGAGGAGCAGCTTATGAAATCTTCAAGATAATTGACAATAAACG 
AAGCATTGACAGCTATTCGAAGAGTGGACATAAACCAGATAATATTAAGGGAAATTTGGAATTCAAAAAT 
GTTCACTTCAGTTACCCTTCTCGAAAAGAAGTTAAGATCTTAAAGGGTCTCAACCTGAAGGTTCAGAGTG 
GGCAGACAGTGGCGCTGGTTGGGAACAGTGGCTGCGGGAAGAGCACGACCGTGCAGCTGATGCAGAGGCT 
CTATGACCCCACAGATGGCATGGTCTGTATTGATGGACAGGACATTAGGACCATAAATGTAAGGCATCTT 
CGGGAAATTACTGGTGTGGTGAGTCAGGAGCCTGTGTTGTTTGCCACCACGATAGCTGAAAACATTCGCT 
ATGGCCGCGAAAAT GT CACCATGGATGAGATTGAGAAAGCTGT TAAGGAAGCCAAT GCCTATGAT TT TAT 
CATGAAACTACCTAATAAATTTGACACTCTGGTTGGAGAGAGAGGGGCCCGGCTGAGTGGTGGACAGAAA 
CAGAGAATCGCCATTGCTCGGGCCCTGGTTCGCAACCCCAAGATTCTTCTGCTGGATGAGGCAACGTCAG 
CTCTGGACACTGAAAGTGAAGCAGTGGTTCAGGTGGCCCTGGATAAGGCCAGAAAAGGCCGGACTACCAT 
TGTGATAGCTCATCGTTTGTCTACAGTTCGTAATGCCGATGTCATTGCTGGTTTTGATGATGGAGTCATT 
GTGGAGAAAGGAAATCAT GATGAAC T CATGAAAGAGAAGGGCATTTAC T TCAAACT TGTCACAAT GCAGA 
CAAGAGGAAATGAAATTGAGTTAGAAAATGCCACTGGTGAATCCAAAAGTGAAAGTGATGCCTTGGAAAT 
GTCTCCAAAAGATTCAGGGTCCAGTTTAATAAAAAGAAGATCAACTCGCAGGAGTATACATGCACCACAA 
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GGCCAAGACAGAAAGCTTGGTACAAAAGAGGACTTGAATGAGAATGTTCCTTCAGTTTCCTTCTGGAGGA 

TTCTGAAGCTGAACTCAACTGAATGGCCTTATTTTGTGGTTGGTATATTTTGTGCTATTATAAACGGAGG 

CC T GCAACCAGCAT T T T CAATAAT AT T T T CAAGGAT TATAGGGATCT T TACCCGAGATGAGGATC CT GAA 

ACAAAACGACAGAATAGTAACATGTTTTCTGTATTGTTTCTAGTCCTTGGAATTATTTCTTTTATTACAT 

TTTTCCTCCAGGGCTTCACATTTGGCAAAGCTGGGGAGATCCTCACTAAGCGGCTTCGATACATGGTTTT 

CAGATCCATGCTGAGACAGGATGTCAGCTGGTTTGATGACCCTAAAAACACCACTGGAGCATTGACAACC 

AGGCTTGCCAATGATGCGGCTCAAGTTAAAGGGGCTATAGGTTCCAGGCTTGCTGTCATTACCCAGAATA 

TAGCAAATCTTGGGACAGGCATTATTATATCCTTAATCTATGGTTGGCAATTAACACTTTTACTCTTAGC 

AATTGTACCCATCATTGCAATAGCAGGAGTTGTTGAAATGAAAATGTTGTCTGGACAAGCACTGAAAGAT 

AAGAAAGAGCTAGAAGGAGCTGGGAAGATTGCTACAGAAGCCATCGAAAACTTCCGAACTGTTGTTTCTT 

TGACT CGGGAGCAGAAGTTTGAATACATGTATGCACAGAGTT TGCAAGTACCATACAGAAAC T C T T T GAG 

GAAAGCACACATCTTCGGGGTCTCATTTTCTATCACCCAGGCAATGATGTATTTTTCCTATGCTGGCTGT 

TTCCGGTTTGGTGCCTACTTGGTGGCAAATGAGTTCATGAACTTTCAGGATGTTCTTTTGGTATTCTCAG 

CTATTGTCTTTGGTGCCATGGCAGTGGGGCAGGTCAGTTCATTTGCTCCTGACTATGCCAAAGCCAAAGT 

ATCAGCAGCCCACGTCATCATGATCATTGAAAAAAGCCCTCTGATTGACAGCTACAGCCCTCACGGCCTC 

AAGCCAAATACGTTGGAAGGAAATGTGACATTTAATGAGGTCGTGTTCAACTATCCCACTCGACCAGACA 

TCCCCGTGCTCCAGGGGCTGAGCCTCGAGGTGAAGAAGGGCCAGACGCTGGCCCTCGTAGGTAGCAGTGG 

CTGTGGGAAGAGCACAGTTGTTCAGCTCCTAGAGCGCTTCTATGACCCCTTGGCTGGTTCAGTGCTAATT 

GATGGCAAAGAGATAAAGCACCTGAATGTCCAGTGGCTCCGAGCACACCTGGGCATCGTGTCTCAGGAGC 

CCATCCTGTTTGACTGCAGCATTGCCGAGAACATTGCCTATGGAGACAACAGCCGGGTCGTATCACATGA 

AGAGAT TATGCAGGCAGCCAAGGAGGCCAACATACACCACTTCAT CGAGACACT CCCT GAGAAATACAAC 

ACCAGAGTAGGAGACAAAGGAACCCAGCTCTCTGGTGGCCAGAAACAGCGCATTGCCATAGCTCGCGCTC 

TTGTTAGACAGCCTCATATTTTGCTTTTGGATGAAGCTACATCAGCTCTGGATACAGAAAGTGAAAAGGT 

TGTCCAAGAAGCCCTGGACAAAGCCAGAGAAGGCCGCACCTGCATTGTGATCGCCCACCGCTTGTCCACC 

ATCCAGAATGCAGATTTAATAGTGGTGTTTCAGAATGGCAAAGTCAAGGAGCATGGCACACATCAACAGC 

TGCTGGCTCAGAAAGGCATCTATTTTTCCATGATCAGTGTCCAGGCTGGAGCAAAGCGCTAGTGAACTGT 

GGCCATATGAGCTGTT AAATATTT T T TAATAT T T GT GT TAAAACATGGCAT T TAATCAAAGTTAAAAGGT 

GAGCACTTACTGGAAAAACTATGTAGAACTACCTGTTTAACATTTCTTGCTGCAACTGAAGATCATTCCA 

CC AAGT TCAGAGTC TTCAGAT T TTATAAT TAAAGGAACCAAAAGAAACATTAT CT GATGGAATAAAATAT 

TGGTGTTAATTGCATTATAAAATTATAGAGTAATTCAAAGTAGATTTTGTTAATAAATTGTATAATTTTT 

GTTTATATTTTATTTGTAACTTACTGCTTTGCTGAAAGATTATAGAAGTGGTAAAAAGTACTGAATGTTT 

GAAT AAAGT GCTAGC T ATAATAAAACTAAACTT T TATATGAAAAAAA 

>GBCA0338 | Acc | L41609 | Ver | L41609 . 1 GI : 124 6216 | Canis familiaris Seel homolog (munc-18-2) 
iuRNA, complete cds . 

GAGACCCGGAAGCGGCGGCGCCCCCTGGGGGAAGATGGCGCCCTCGGGGCTGAAGGAGGTGGTGGGGGAA 
AAAATTCTGAATGGAGTCATTCGGAGTGTCAAAAAGGATGGGGAGTGGAAGGTACTCATCATGGACCATC 
CAAGCATGCGCATCTTGTCCTCCTGCTGCAAGATGTCAGACATCCTAGCTGAGGGCATTACTATTGTTGA 
AGACATCAACAAACGCCGAGAACCCAT CCCCAGT TT GG AGGCCAT T TAT T TGCTCAGCCCCACAGAGAAG 
TCAGTACAGGCTCTGATAGCAGACTTCCGGGGGACCCCGACCTTCACCTACAAAGCAGCACACATCTTCT 
TCACTGACACCTGCCCTGAGCCCCTGTTCACTGAGCTGAGCCGTTCACGTCTAGCGAAGGTGGTGAAGAC 
GCTGAAGGAGATCCACCTGGCCTTCCTCCCCTACGAAGCCCAGGTGTTCTCCCTGGATGCCCCCCACAGC 
ACCTACAACCTCTACTGCCCCTTCCGGGTGGGGGAGCGGGCACGGCAAATTGAGGCCCTCGCCCAGCAGA 
TCGCCACGCTGTGCGCCACGCTGCAGGAGTACCCAGCCATCCGCTACCGCAAGGGCCCAGAGGTCACGGC 
TCAGCTGGCCAATGCCGTCCTGGCCAAGCTGAATGCCTTCAAGGCTGACAATCCCAGTCTGGGAGAGGGC 
CCCGAGAAAACCCGCTCGCAGCTACTCATCGTGGACCGGGGGGCCGACCCTGTGTCCCCGCTGCTGCATG 
AGCTCACATTCCAGGCCATGGCCTATGACCTGCTGAACATCGAACAGGACACATATAGGTACGAGACCAC 
GGGGCTGAGTGAGGCCCGGGAAAAGGCTGTGCTGCTGGATGAGGACGATGACCTGTGGGTAGAGCTGCGG 
CACATGCACATCGCCGATGTGTCCAAGAAGGTCACGGAGCTTCTAAAGACGTTCTGTGAGAGCAAGAGGC 
TGACCACGGACAAGGCCAACATCAAAGACCTGTCCCACATCCTGAAGAAGATGCCGCAGTACCAGAAGGA 
GTTGAACAAGTATTCTACGCACCTGCATTTAGCGGACGACTGCATGAAGCACTTCAAGGGTTCGGTGGAG 
AAGCTGTGCGGGGTGGAGCAGGACTTGGCCATGGGCTCAGACACAGAGGGTGAGAAGATCAAGGATGCCA 
TGAAGCTGATCGTGCCTGTGCTGCTGGATGCAGCCGTGCCAGCCTATGACAAGATCCGGGTCCTGTTGCT 
CTACATCCTTCTGCGGAACGGTGTGAGTGAGGAGAATCTGGCCAAGCTGATCCAGCATGCCAATGTGCAG 
GCACACAGCAGCCTCATCCGGAACCTGGAGCAGCTGGGGGGCACGGTCACCAACCCTGGGGGCCCGGGGA 
CCTCAAGCCGGCTAGAGCGGAGGGAGCGCTTGGAGCCCACCTATCAGTTGTCCCGCTGGACCCCAGTCAT 
CAAGGACGTGATGGAGGATGCCGTGGAGGACCGGCTGGACCGCAAGCTCTGGCCCTTCGTGTCCGACCCC 
GCCCCCACGTCCAGCTCCCAGGCTGCTGTCAGCGCCCGCTTTGGCCACTGGCATAAGAACAAGGCCGGCG 
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TGGAGATGCGGGCAGGGCCCCGGCTCATCATCTATGTCATGGGCGGCGTGGCGATGTCAGAGATGAGGGC 
TGCCTATGAGGTGACCAGGGCCACCGATGGCAAGTGGGAGGTGCTCATTGGCTCCTCGCACATCCTTACC 
CCCACCCGCTTCCTGGATGACCTTAAGACGCTGGACCAGAAGCTGGAGGACATTGCCTTGCCTTGACCGC 
CCCCACTCCCTTCCCAGAGAAATAAATTCCTCCCTTCTCTCTGCC 

>GBCA0339 | Acc 1 U6624 6 | Ver | U6624 6 . 1 GI : 2734857 | Canis familiaris von Willebrand factor 
mRNA f complete cds . 

TCGGCCTCAGCTGCTGGGAGCATGGCCTAGGCCGGTGGCGCTGTCGTGCGGCCACCTTCCCAACGGACCT 

TCGAGATACCTGTTGGCCCCGCTTGCAGGGAAAGATGAGTCCTACCAGACTTGTGAGGGTGCTGCTGGCT 

CTGGCCCTCATCTTGCCAGGGAAACTTTGTACAAAAGGGACTGTTGGAAGGTCATCGATGGCCCGATGTA 

GCCTCTTCGGAGGTGACTTCATCAACACCTTTGATGAGAGCATGTACAGCTTTGCGGAGGATTGCAGTTA 

CCTCCTGGCTGGGGACTGCCAGGAACACTCCGTCTCACTTATCGGGGGTTTCCAAAATGGCAAAAGAGTG 

AGCCTCTCCGTGTATCTCGGAGAATTTTTCGACATTCATTTGTTTGTCAATGGTACCATGCTGCAGGGGA 

CCCAAAGCATCTCCATGCCCTACGCCTCCAATGGGCTGTATCTAGAGGCCGAGGCTGGCTACTACAAGCT 

GTCCAGTGAGGCCTACGGCTTTGTGGCCAGAATTGATGGCAATGGCAACTTTCAAGTCCTGCTGTCAGAC 

AGATACTTCAACAAGACCTGTGGGCTGTGTGGCAACTTTAATATCTTTGCTGAGGATGACTTCAGGACTC 

AAGAAGGGACGTTGACTTCGGACCCCTATGACTTTGCCAACTCCTGGGGCCTGAGCAGTGGGGAACAACG 

GTGCAAACGGGTGTCCCCTCCCAGCAGCCCATGCAATGTCTCCTCTGATGAAGTGCAGCAGGTCCTGTGG 

GAGCAGTGCCAGCTCCTGAAGAGTGCCTCGGTGTTTGCCCGCTGCCACCCGCTGGTGGACCCTGAGCCTT 

TTGTCGCCCTGTGTGAAAGGACTCTGTGCACCTGTGTCCAGGGGATGGAGTGCCCTTGTGGGGTCCTCCT 

GGAGTACGCCCGGGCGTGTGCCCAGCAGGGGGTTGTCTTGTACGGCTGGACCGACCACAGCGTCTGCCGA 

CCAGCATGCCCTGCTGGCATGGAGTACAAGGAGTGCGTGTCCCCTTGCACCAGAACTTGCCAGAGCCTTC ■ 

ATGTCAAAG2UVGTGTGTCAGGAGCAATGTGTAGATGGCTGCAGCTGCCCCGAGGGCCAGCTCCTGGATGA 

AGGCCACTGCGTGGGAAGTGCTGAGTGTTCCTGTGTGCATGCTGGGCAACGGTACCCTCCGGGCGCCTCC 

CTCTTACAGGACTGCCACACCTGCATTTGCCGAAATAGCCTGTGGATCTGCAGCAATGAAGAATGCCCAG 

GCGAGTGTCTGGT CACAGGACAGT CCCACT T CAAGAGCTTCGAC AACAGGTACTT CACCTT CAGT GGGAT 

CTGCCAGTACCTGCTGGCCCAGGACTGCCAGGACCACACCTTCTCTGTTGTCATAGAGACTGTCCAGTGT 

GCCGATGACCTGGATGCTGTCTGCACCCGCTCGGTCACCGTCCGCCTGCCTGGACATCACAACAGCCTTG 

T GAAGCT GAAGCATGGGGGAGGAGT CT CCAT GGATGGCCAGGATATCCAGATTCC TCT CCTGCAAGGT GA 

CCTCCGCATCCAGCACACCGTGATGGCCTCCGTGCGCCTCAGCTACGGGGAGGACCTGCAGATGGATTGG 

GACGGCCGGGGCAGGCTGCTGGTGACGCTGTCCCCGGCCTACGCGGGGAAGACGTGCGGCCTGTGCGGGA 

ACTACAACGGCAACCGGGGGGACGACTTCGTGACGCCCGCAGGCCTGGCGGAGCCCCTGGTGGAGGACTT 

CGGGAACGCCTGGAAGCTGCTCGGGGCCTGCGAGAACCTGCAGAAGCAGCACCGCGATCCCTGCAGCCTC 

AACCCGCGCCAGGCCAGGTTTGCGGAGGAGGCGTGCGCGCTGCTGACGTCCTCGAAGTTCGAGCCCTGCC 

ACCGAGCGGTGGGTCCTCAGCCCTACGTGCAGAACTGCCGCTACGACGTCTGCTCCTGCTCCGACGGCAG 

AGACTGTGTTTGCAGCGCCGTGGCCAACTACGCCGCAGCCTGTGCCCGGAGGGGCGTGCACATCGCGTGG 

CGGGAGCCCGGCTTCTGTGCGCTGAGCTGCCCCCAGGGCCAGGTGTACCTGCAGTGTGGGACCCCCTGCA 

ACATGACCTGTCGCTCCCTCTCTTACCCGGAGGAGGACTGCAATGAGGTCTGCTTGGAAGGCTGCTTCTG 

CCCCCCAGGGCTGTACCTGGATGAGAGGGGAGATTGTGTGCCCAAGGCTCAGTGTCCCTGTTACTATGAT 

GGTGAGATCTTTCAGCCCGAAGACATCTTCTCAGACCATCACACCATGTGCTACTGTGAGGATGGCTTCA 

TGCACTGTACCACAAGTGGAGGCCTGGGAAGCCTGCTGGCCAACCCGGTGCTCAGCAGCCCCCGGTCTCA 

CCGCAGCAAAAGGAGCCTGTCCTGTCGGCCCCCCATGGTCAAGTTGGTGTGTCCCGCTGATAACCCGAGG 

GCTGAAGGACTGGAGTGTGCCAAAACCTGCCAGAACTATGACCTGCAGTGCATGAGCACAGGCTGTGTCT 

CCGGCTGCCTCTGCCCGCAGGGCATGGTCCGGCATGAAAACAGGTGTGTGGCGCTGGAAAGATGTCCCTG 

CTTCCACCAAGGCCAAGAGTACGCCCCAGGAGAAACCGTGAAAATTGACTGCAACACTTGTGTCTGTCGG 

GACCGGAAGTGGAAGTGCACAGACCATGTGTGTGATGCCACTTGCTCTGCCATCGGCATGGCGCACTACC 

TCACCTTCGACGGACTCAAGTACCTGTTCCCTGGGGAGTGCCAGTATGTTCTGGTGCAGGATTACTGTGG 

CAGTAACCCTGGGACCTTCCGGATCCTGGTGGGGAACGAGGGGTGCAGCTACCCCTCAGTGAAATGCAAG 

AAGCGGGT CACCATCCT GGTGGAAGG AGGAGAGAT TGAACTGT TTGAT GGGGAGGT GAATGT GAAG AAAC 

CCATGAAGGATGAGACTCACTTTGAGGTGGTAGAGTCTGGTCAGTACGTCATTCTGCTGCTGGGCAAGGC 

ACTCTCTGTGGTCTGGGACCACCGCCTGAGCATCTCTGTGACCCTGAAGCGGACATACCAGGAGCAGGTG 

TGTGGCCTGTGT GGGAAT TTTGATGGCAT CCAGAACAAT GAT.TTCACCAGCAGCAGCCTCCAAATAGAAG 

AAGACCCTGTGGACCTTGGGAATTCCTGGAAAGTGAACCCGCAGTGTGCCGACACCAAGAAAGTACCACT 

GGACTCCTCTCCTGCCGTCTGCCACAACAACATCATGAAGCAGACGATGGTGGATTCCTCCTGCAGGATC 

CTCACCAGTGATATTTTCCAGGACTGCAACAGGCTGGTGGACCCTGAGCCATTCCTGGACATTTGCATCT 

ACGACACTTGCTCCTGTGAGTCCATTGGGGACTGCACCTGCTTCTGTGACACCATTGCTGCTTACGCCCA 

TGTCTGTGCCCAGCATGGCAAGGTGGTAGCCTGGAGGACAGCCACATTCTGTCCCCAGAATTGCGAGGAG 

CGGAATCTCCACGAGAATGGGTATGAGTGTGAGTGGCGCTATAACAGCTGTGCCCCTGCCTGTCCCATCA 
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CGTGCCAGCACCCCGAGCCACTGGCATGCCCTGTACAGTGTGTTGAAGGTTGCCATGCGCACTGCCCTCC 
AGGGAAAATCCTGGATGAGCTTTTGCAGACCTGCATCGACCCTGAAGACTGTCCTGTGTGTGAGGTGGCT 
GGTCGTCGCTTGGCCCCAGGAAAGAAAATCATCTTGAACCCCAGTGACCCTGAGCACTGCCAAATTTGTC 
ATTGTGATGGTGTCAACTTCACCTGTCAGGCCTGCAGAGAACCCGGAAGTCTTGTGGTGCCCCCCACAGA 
AGGCCCCATTGGCTCTACCACCTCGTATGTGGAGGACACGCCGGAGCCGCCCCTCCATGACTTCCACTGC 
AGCAGGCTTCTGGACCTGGTTTTCCTGCTGGATGGCTCCTCCAAGCTGTCTGAGGACGAGTTTGAAGTGC 
TGAAGGTCTTTGTGGTGGGTATGATGGAGCATCTGCACATCTCCCAGAAGCGGATCCGCGTGGCTGTGGT 
GGAGTACCACGACGGCTCCCACGCCTACATCGAGCTCAAGGACCGGAAGCGACCCTCAGAGCTGCGGCGC 
ATCACCAGCCAGGTGAAGTACGCGGGCAGCGAGGTGGCCTCCACCAGTGAGGTCTTAAAGTACACGCTGT 
TCCAGATCTTTGGCAAGATCGACCGCCCGGAAGCGTCTCGCATTGCCCTGCTCCTGATGGCCAGCCAGGA 
GCCCTCAAGGCTGGCCCGGAATTTGGTCCGCTATGTGCAGGGCCTGAAGAAGAAGAAAGTCATTGTCATC 
CCTGTGGGCATCGGGCCCCACGCCAGCCTTAAGCAGATCCACCTCATAGAGAAGCAGGCCCCTGAGAACA 
AGGCCTTTGTGTTCAGTGGTGTGGATGAGTTGGAGCAGCGAAGGGATGAGATTATCAACTACCTCTGTGA 
CCTTGCCCCCGAAGCACCTGCCCCTACTCAGCACCCCCCAATGGCCCAGGTCACGGTGGGTTCGGAGCTG 
TTGGGGGTTTCATCTCCAGGACCCAAAAGGAACTCCATGGTCCTGGATGTGGTGTTTGTCCTGGAAGGGT 
CAGACAAAATTGGTGAGGCCAACTTTAACAAAAGCAGGGAGTTCATGGAGGAGGTGATTCAGCGGATGGA 
CGTGGGCCAGGACAGGATCCACGTCACAGTGCTGCAGTACTCGTACATGGTGACCGTGGAGTACACCTTC 
AGCGAGGCGCAGTCCAAGGGCGAGGTCCTACAGCAGGTGCGGGATATCCGATACCGGGGTGGCAACAGGA 
CCAACACTGGACTGGCCCTGCAATACCTGTCCGAACACAGCTTCTCGGTCAGCCAGGGGGACCGGGAGCA 
GGTACCTAACCTGGTCTACATGGTCACAGGAAACCCCGCTTCTGATGAGATCAAGCGGATGCCTGGAGAC 
ATCCAGGTGGTGCCCATCGGGGTGGGTCCACATGCCAATGTGCAGGAGCTGGAGAAGATTGGCTGGCCCA 
ATGCCCCCATCCTCATCCATGACTTTGAGATGCTCCCTCGAGAGGCTCCTGATCTGGTGCTACAGAGGTG 
CTGCTCTGGAGAGGGGCTGCAGATCCCCACCCTCTCCCCCACCCCAGATTGCAGCCAGCCCCTGGATGTG 
GTCCTCCTCCTGGATGGCTCTTCCAGCATTCCAGCTTCTTACTTTGATGAAATGAAGAGCTTCACCAAGG 
CTTTCATTTCAAGAGCTAATATAGGGCCCCGGCTCACTCAAGTGTCGGTGCTGCAATATGGAAGCATCAC 
CACTATCGATGTGCCTTGGAATGTAGCCTATGAGAAAGTCCATTTACTGAGCCTTGTGGACCTCATGCAG 
CAGGAGGGAGGCCCCAGCCAAATTGGGGATGCTTTGAGCTTTGCCGTGCGATATGTCACCTCAGAAGTCC 
ATGGTGCCAGGCCCGGAGCCTCGAAAGCGGTGGTTATCCTAGTCACAGATGTCTCCGTGGATTCAGTGGA 
TGCTGCAGCCGAGGCCGCCAGATCCAACCGAGTGACAGTGTTCCCCATTGGAATCGGGGATCGGTACAGT 
GAGGCCCAGCTGAGCAGCTTGGCAGGCCCAAAGGCTGGCTCCAATATGGTAAGGCTCCAGCGAATTGAAG 
ACCTCCCCACCGTGGCCACCCTGGGAAATTCCTTCTTCCACAAGCTGTGCTCTGGGTTTGATAGAGTTTG 
CGTGGATGAGGATGGGAATGAGAAGAGGCCCGGGGATGTCTGGACCTTGCCAGACCAGTGCCACACAGTG 
ACTTGCCTGCCAGATGGCCAGACCTTGCTGAAGAGTCATCGGGTCAACTGTGACCGGGGGCCAAGGCCTT 
CGTGCCCCAATGGCCAGCCCCCTCTCAGGGTAGAGGAGACCTGTGGCTGCCGCTGGACCTGTCCCTGTGT 
GTGCATGGGCAGCTCTACCCGGCACATCGTGACCTTTGATGGGCAGAATTTCAAGCTGACTGGCAGCTGT 
TCGTATGTCCTATTTCAAAACAAGGAGCAGGACCTGGAGGTGATTCTCCATAATGGTGCCTGCAGCCCTG 
GGGCGAAGGAGACCTGCATGAAATCCATTGAGGTGAAGCATGACGGCCTCTCAGTTGAGCTCCACAGTGA 
CATGCAGATGACAGTGAATGGGAGACTAGTCTCCATCCCATATGTGGGTGGAGACATGGAAGTCAATGTT 
TATGGGACCATCATGTATGAGGTCAGATTCAACCATCTTGGCCACATCTTCACATTCACCCCCCAAAACA 
ATGAGTTCCAGCTGCAGCTCAGCCCCAGGACCTTTGCTTCGAAGACATATGGTCTCTGTGGGATCTGTGA 
TGAGAACGGAGCCAATGACTTCATTCTGAGGGATGGGACAGTCACCACAGACTGGAAGGCACTCATCCAG 
GAATGGACCGTACAGCAGCTTGGGAAGACATGCCAGCCTGTCCCTGAGGAGCAGTGTCCTGTCTCCAGCA 
GTTCCCACTGCCAGGTCCTCCTCTCAGAATTGTTTGCCGAGTGCCACAAGGTCCTCGCTCCAGCCACCTT 
TTATGCCATGTGCCAGCCCGACAGTTGCCACCCGAAGAAAGTGTGTGAGGCGATTGCCTTGTATGCCCAC 
CTCTGTCGGACCAAAGGGGTCTGTGTGGACTGGAGGAGGGCCAATTTCTGTGCTATGTCATGTCCACCAT 
CCCTGGTGTACAACCACTGTGAGCATGGCTGCCCTCGGCTCTGTGAAGGCAATACAAGCTCCTGTGGGGA 
CCAACCCTCGGAAGGCTGCTTCTGCCCCCCAAACCAAGTCATGCTGGAAGGTAGCTGTGTCCCCGAGGAG 
GCCTGTACCCAGTGCATCAGCGAGGATGGAGTCCGGCACCAGTTCCTGGAAACCTGGGTCCCAGCCCACC 
AGCCTTGCCAGATCTGCACGTGCCTCAGTGGGCGGAAGGTCAACTGTACGTTGCAGCCCTGCCCCACAGC 
CAGAGCTCCCACCTGTGGCCCGTGTGAAGTGGCCCGCCTCCGCCAGAACGCAGAGCAGTGCTGCCCGGAG 
TACGAGTGTGTGTGTGACCTGGTGAGCTGTGACCTGCCCCCGGTGCCTCCCTGCGAAGATGGCCTCCAGA 
TGACCCTGACCAATCCTGGCGAGTGCAGACCCAACTTCACCTGTGCCTGCAGGAAGGATGAATGCAGACG 
GGAGTCCCCGCCCTCTTGTCCCCCGCACCGGACGCCGGCCCTTCGGAAGACTCAGTGCTGTGATGAGTAT 
GAGTGTGCATGCAACTGTGTCAACTCCACGGTGAGCTGCCTGCTGGGGTACCTGGCCTCGGCTGTCACCA 
ACGACTGTGGCTGCACCACAACAACCTGCTTCCCTGACAAGGTGTGTGTCCACCGAGGCACCATCTACCC 
TGTGGGCCAGTTCTGGGAGGAGGCCTGTGACGTGTGCACCTGCACGGACTTGGAGGACTCTGTGATGGGC 
CTGCGTGTGGCCCAGTGCTCCCAGAAGCCCTGTGAGGACAACTGCCTGTCGGGCTTCACTTATGTCCTTC 
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ATGAAGGCGAGTGCTGTGGAAGGTGTCTGCCATCTGCCTGTGAGGTGGTCATCGGTTCACCACGGGGCGA 
CGCCCAGTCTCACTGGAAGAATGTTGGCTCTCACTGGGCCTCCCCTGACAACCCCTGCCTCATCAATGAG 
TGTGTCCGAGTGAAGGAAGAGGTCTTTGTGCAACAGAGGAATGTCTCCTGCCCCCAGCTGAATGTCCCCA 
CCTGCCCCACGGGCTTCCAGCTGAGCTGTAAGACCTCAGAGTGTTGTCCCACCTGTCACTGCGAGCCCCT 
GGAGGCCTGCTTGCTCAATGGTACCATCATTGGGCCGGGGAAAAGTCTGATGATTGATGTGTGTACAACC 
TGCCGCTGCACCGTCCAGGTGGGAGTCATCTCTGGATTCAAGCTGGAGTGCAGGAAGACCACCTGTGAGG 
CATGCCCCCTGGGTTATAAGGAAGAGAAGAACCAAGGTGAATGCTGTGGGAGATGTCTGCCTATAGCTTG 
CACCATTCAGCTAAGAGGAGGACAGATCATGACACTGAAGCGTGATGAGACTATCCAGGATGGCTGTGAC 
AGTCACTTCTGCAAGGTCAATGAAAGAGGAGAGTACATCTGGGAGAAGAGAGTCACGGGTTGCCCACCTT 
TCGATGAACACAAGTGTCTGGCTGAGGGAGGGAAAATCATGAAAATTCCAGGCACCTGCTGTGACACATG 
TGAGGAGCCAGAATGCAAGGATATCATTGCCAAGCTGCAGCGTGTCAAAGTGGG^GACTGTAAGTCTGAA 
GAGGAAGTGGACATTCATTACTGTGAGGGTAAATGTGCCAGCAAAGCCGTGTACTCCATCCACATGGAGG 
ATGTGCAGGACCAGTGCTCCTGCTGCTCGCCCACCCAGACGGAGCCCATGCAGGTGCCCCTGCGCTGCAC 
CAATGGCTCCCTCATCTACCATGAGATCCTCAATGCCATGCAATGCAGGTGTTCCCCCAGGAAGTGCAGC 
AAGTGAGGCCACTGCCCTGGATGCTACTGTCGCCTGCCTTACCCGACCTCACTGGACTGGCCAGAGTGCT 
GCTCAGTCCTCCTCAGTCCTCCTCCTGCTCTGCTCTTGTGCTTCCTGATCCCACAATAAAGGTCAATCTT 
TCACCTTGCAAAAA 

>GBCA0340 |AcciAB0084511Ver|AB008451.1 GI : 25758 66 | Canis familiaris mRNA for erbB-2, 
complete cds . 

ATGGAGCTGGCGGCCTGGTGCCGCTGGGGGCTCCTTCTCGCCCTCCTGCCCTCCGGAGCCGCGGGCACCC 
AAGTGTGCACCGGCACAGACATGAAGCTCCGGGTCCCGGCCAGTCCCGAGACCCACCTGGATATGCTCCG 
CCACCTGTACCAGGGCTGTCAAGTGGTACAGGGGAACCTGGAGCTCACTTACCTGCCTGCCAATGCCAGC 
CTGTCCTTCCTGCAGGATATCCAGGAGGTGCAGGGCTATGTGCTCATTGCTCACAGCCAAGTGAGGCAGA 
TCCCACTGCAGAGGCTACGAATTGTGCGAGGCACCCAGCTCTTTGAGGACAACTACGCCCTGGCCGTGCT 
GGACAATGGAGACCCGCTGGAGGGTGGCATCCCTGCACCAGGGGCGGCCCAAGGAGGGCTGCGGGAGCTG 
CAGCTTCGAAGCCTCACAGAGATCCTGAAGGGAGGGGTCTTGATTCAGCGGAGCCCGCAGCTCTGCCACC 
AGGACACGATTTTATGGAAGGACGTCTTCCATAAGAACAACCAGCTGGCCCTCACGCTGATAGACACCAA 
CCGCTTTTCGGCCTGCCCGCCCTGTTCTCCAGCTTGTAAAGACGCCCACTGCTGGGGGGCCAGCTCCGGG 
GACTGTCAGAGCTTGACGCGGACTGTCTGTGCCGGGGGCTGTGCCCGCTGCAAGGGCCCACAACCCACCG 
ACTGCTGCCACGAGCAGTGTGCTGCTGGCTGCACGGGCCCCAAGCACTCTGACTGCCTGGCCTGCCTTCA 
CTTCAACCACAGTGGCATCTGTGAGCTGCACTGCCCAGCCCTGGTCACCTACAACACGGACACCTTCGAA 
TCCATGCCCAACCCTGAGGGCCGATATACCTTCGGGGCCAGCTGTGTGACCTCCTGTCCCTACAACTACC 
TGTCTACGGATGTGGGATCCTGCACCCTGGTCTGTCCCCTGAACAACCAAGAGGTGACGGCTGAGGATGG 
GACACAGCGGTGCGAGAAATGCAGCAAGCCCTGTGCCCGAGTGTGCTACGGTCTGGGCATGGAGCACCTG 
CGAGAGGTGAGAGCGGTCACCAGTGCGAACATCCAGGAGTTTGCCGGCTGCAAGAAGATCTTTGGAAGCC 
TGGCATTTTTGCCAGAGAGCTTTGATGGGGACCCAGCCTCCAACACTGCCCCCCTACAGCCTGAGCAGCT 
CAGAGTGTTTGAGGCTCTGGAGGAGATCACAGGTTACCTGTACATCTCAGCGTGGCCAGACAGCCTGCCT 
AACCTCAGTGTCTTCCAGAACCTGCGAGTAATCCGGGGACGAGTTCTGCATGATGGTGCCTACTCGCTGA 
CCCTGCAAGGGCTGGGCATCAGCTGGCTGGGGCTGCGCTCGCTGCGGGAACTGGGCAGTGGGCTGGCCCT 
CATCCACCGCAACGCCCGCCTTTGCTTCGTGCACACGGTGCCCTGGGACCAGCTCTTCCGGAACCCCCAC 
CAGGCCCTGCTCCATAGTGCCAACCGGCCAGAGGAGGAGTGCGTGGGCGAGGGCCTGGCCTGCTACCCCT 
GTGCCCATGGGCACTGCTGGGGTCCAGGGCCCACCCAGTGCGTCAACTGCAGCCAATTCCTCCGGGGCCA 
GGAGTGCGTGGAGGAATGCCGAGTACTGCAGGGGCTGCCCCGAGAGTATGTGAAGGACAGGTACTGTCTA 
CCGTGCCACTCAGAGTGTCAGCCCCAGAATGGCTCAGTGACCTGTTTCGGATCGGAGGCTGACCAGTGTG 
TGGCCTGCGCCCACTACAAGGACCCTCCCTTCTGTGTGGCTCGCTGCCCCAGTGGTGTGAAACCTGACCT 
GTCCTTCATGCCCATCTGGAAGTTCGCAGATGAGGAGGGCACTTGCCAGCCGTGCCCCATCAACTGCACC 
CACTCCTGTGCGGACCTGGACGAGAAGGGCTGTCCCGCCGAGCAGAGAGCCAGCCCTGTGACATCCATCA 
TTGCCGCTGTGGTGGGCATTCTGCTGGCTGTGGTCGTGGGGCTGGTCCTCGGCATCCTGATCAAGCGAAG 
GCGGCAGAAGATCCGGAAGTACACTATGCGGAGGCTGCTGCAGGAAACCGAGCTGGTGGAGCCGCTGACG 
CCTAGTGGAGCGATGCCCAACCAGGCTCAGATGCGGATCCTGAAAGAGACAGAGCTGAGGAAGGTGAAGG 
TGCTTGGATCCGGAGCTTTTGGCACAGTCTACAAGGGCATCTGGATCCCTGATGGGGAAAATGTGAAAAT 
CCCAGTGGCCATCAAAGTGTTGAGGGAAAACACATCTCCCAAAGCCAACAAAGAAATCTTGGACGAAGCA 
TATGTGATGGCTGGAGTGGGCTCCCCGTATGTGTCCCGCCTCCTGGGCATCTGCCTGACATCCACGGTGC 
AGCTGGTGACACAGCTTATGCCCTACGGCTGCCTCTTAGACCATGTCCGAGAACACCGTGGGCGCCTGGG 
CTCCCAGGACTTGCTGAACTGGTGTGTGCAGATTGCCAAGGGGATGAGCTACTTGGAGGATGTCCGGCTG 
GTGCACAGGGACCTGGCTGCCCGGAATGTGCTGGTCAAGAGTCCCAACCATGTCAAGATTACAGATTTCG 
GGCTGGCTCGGTTGCTGGACATCGACGAGACAGAGTACCATGCGGATGGGGGCAAGGTGCCCATCAAGTG 
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GATGGCGCTGGAGTCCATTCCTCCGCGGCGGTTCACCCACCAGAGTGATGTGTGGAGCTATGGTGTGACT 

GTGTGGGAACTGATGACTTTTGGGGCCAAACCTTATGATGGGATCCCAGCCCGGGAGATCCCTGACCTGC 

TGGAGAAGGGGGAACGGCTGCCCCAGCCCCCCATCTGCACCATTGATGTCTACATGATCATGGTCAAGTG 

CTGGATGATAGACTCTGAATGCCGACCCCGGTTCCGGGAGTTGGTGGCCGAATTCTCACGTATGGCCAGG 

GACCCCCAGCGCTTTGTGGTCATTCAGAATGAAGACTTGGGCCCCGCCAGCCCCTTGGACAGCACCTTCT 

ACCGTTCACTACTGGAAGATGATGACATGGGGGACCTGGTGGATGCTGAGGAGTACCTGGTACCCCAGCA 

GGGTTTCTTCTGCCCAGAACCTACCCCAGGGGCTGGGGGCACTGCCCACCGACGGCACCGCAGCTCATCC 

ACCAGGAATGGCGGTGGTGAGCTGACTCTAGGACTGGAGCCCTCCGAGGAGGAGCCCCCCAAGTCTCCAC 

TGGCACCCTCAGAGGGCGCTGGCTCTGACGTGTTTGATGGTGACTTGGGAATGGGGGCAGCCAAGGGGCT 

GCAGAGCCTTCCCTCACAGGACCCCAGCCCTCTCCAGCGGTACAGTGAGGACCCTACGGTACCCTTGCCC 

CCTGAGACTGATGGTAAGGTTGCCCCCCTGACCTGCAGCCCCCAGCCTGAATATGTGAACCAGCCAGAAG 

TTTGGCCGCAGCCCCCCCTTGCCCTAGAAGGCCCTTTGCCTCCTTCCCGACCGGCTGGTGCCACTCTGGA 

AAGGCCCAAGACTCTGTCCCCCAAGACTCTCTCCCCTGGCAAGAATGGGGTTGTCAAAGACGTTTTTGCC 

TTTGGGAGTGCTGTGGAGAATCCGGAGTACCTGGCACCCCGGGGCAGAGCTGCCCCTCAGCCCCACCCTC 

CTCCAGCCTTCAGCCCAGCCTTTGACAACCTGTATTACTGGGACCAGGATCCATCAGAGCGGGGCTCTCC 

ACCCAGCACCTTTGAAGGGACCCCTACAGCAGAGAACCCGGAGTACCTGGGGCTGGACGTGCCAGTGTGA 

>GBCA0341 |Acc|X99144 | Ver 1 X9914 4 . 1 GI : 1429315 | C . familiaris mRNA for C5FW protein. 

ATGAACATACACAGGTCTACCCCCATCACAATAGCAAGATATGGGAGATCGCGGAACAAAACCCAGGATT 

TCGAAGAGTTGTCGTCTATAAGGTCCGCCGAGCCCAGCCAGAGTTTCAGCCCGAACCTCGGCTCCCCGAG 

CCCGCCCGAGACTCCGAACTTGTCGCATTGCGTTTCTTGCATCGGGAAATACTTATTGTTGGAACCTCTG 

GAGGGAGACCACGTTTTTCGTGCCGTGCATCTGCACAGTGGGGAGGAGCTGGTGTGCAAGGTGTTCGATA 

TCAGCTGCTACCAGGAATCCCTGGCCCCGTGCTTTTGCCTGTCTGCCCACAGCAACATCAACCAAATCAC 

CGAAATTATCCTGGGGGAGACCAAAGCCTATGTGTTCTTTGAGCGAAGCTATGGGGACATGCATTCATTT 

GTCCGCACCTGCAAGAAGCTGAGGGAGGAGGAGGCGGCCAGACTGTTCTATCAGATTGCATCGGCCGTGG 

CCCACTGCCACGACGGGGGGCTGGTGCTACGGGACCTGAAGCTGCGGAAGTTCATCTTTAAGGACGAAGA 

AAGGACTCGGGTCAAGCTGGAAAGCCTGGAAGATGCCTACATCCTGCGGGGGGATGACGACTCCCTCTCC 

GACAAGCACGGCTGCCCCGCTTACGTAAGCCCTGAGATCTTGAACACCAGTGGCAGCTACTCGGGCAAAG 

CAGCCGACGTGTGGAGCCTGGGCGTGATGCTCTACACCATGTTGGTGGGGCGGTACCCTTTCCATGACAT 

TGAGCCCAGTTCCCTCTTCAGCAAGATCCGGCGTGGCCAGTTCAACATTCCAGAGACTCTGTCACCCAAG 

GCCAAGTGCCTCATCCGAAGCATCCTGCGGCGGGAGCCCTCAGAGAGGCTGACCTCGCAGGAAATTCTGG 

ACCATCCTTGGTTTTCTACAGATTTTAGCGTCTCGAATTCAGGATATGGTGCTAAGGAAGTGTCTGATCA 

GCTGGTGCCGGATGTCAACATGGAAGAGAACTTGGACCCTTTCTTTAACTGA 

>GBCA0342 | Acc | U89842 | Ver | U89842 . 1 GI : 2564100 I Canis familiaris gelatinase B mRNA, partial 
cds . 

CACTACCCTCACCATGAGCCCCAGGCAGCCCCTGGTCCTGGTGTTCCTGGTGCTGGGCTGCTGCTCTGCA 
GCTCCCAGACCACACAAGCCCACCGTTGTGGTCTTTCCAGGAGACCTGAGAACTAATCTCACTGACAAGC 
AGCTGGCAGAGGAATATCTGTTTCGCTATGGCTACACTCAAGTGGCCGAGCTGAGCAACGACAAGCAGTC 
CCTGAGTCGCGGGCTGCGGCTTCTCCAGAGGCGCCTGGCTCTGCCTGAGACTGGAGAGCTGGACAAAACC 
ACCCTGGAGGCCATGCGGGCCCCGCGCTGCGGCGTCCCGGACCTGGGCAAATTCCAGACCTTTGAAGGGG 
ACCTCAAGTGGCACCACAACGACATCACTTACTGGATAGAAAACTACTCGGAAGAATTGCCCCGCGACGT 
GATCGACGACGCCTTTGCCCGAGCCTTCGCGGTCTGGAGCGCGGTGACGCCGCTCACCTTCACTCGCGTG 
TACGGCCCCGAAGCCGACATCATCATTCAGTTTGGTGTTAGGGAGCACGGAGATGGGTATCCCTTCGATG 
GGAAGAACGGGCTTCTGGCTCACGCCTTTCCTCCCGGCCCGGGCATTCAGGGAGACGCCCACTTCGACGA 
CGAGGAGTTATGGACTCTGGGCAAGGGCGTCGTGGTTCCGACCCACTTCGGAAACGCAGATGGCGCCCCC 
TGCCACTTCCCCTTCACCTTCGAGGGCCGCTCCTACTCGGCCTGCACCACGGACGGCCGCTCCGATGACA 
CGCCCTGGTGCAGCACCACGGCCGACTATGACACCGACCGTCGGTTCGGCTTCTGCCCCAGCGAGAAATT 
CTACACCCAGGACGGCAATGGGGACGGCAAGCCCTGCGTGTTTCCGTTCACCTTCGAGGGCCGCTCCTAC 
TCCACGTGCACCACCGACGGCCGCTCGGACGGCTACCGCTGGTGCTCCACCACCGCCGACTACGACCAGG 
ACAAACTCTACGGCTTCTGCCCAACCCGAGTCGATTCCGCGGTGACCGGGGGCAACTCCGCCGGGGAGCC 
GTGTGTCTTCCCCTTCATCTTCCTGGGCAAGCAGTACTCGACGTGCACCAGGGAGGGCCGCGGAGATGGG 
CACCTCTGGTGCGCCACCACTTCGAACTTTGACAGAGACAAGAAGTGGGGCTTCTGCCCGGACCAAGGAT 
ACAGCCTGTTCCTTGTGGCCGCCCATGAGTTCGGCCACGCGCTGGGTTTAGATCATTCATCGGTGCCAGA 
AGCGCTCATGTACCCCATGTACAGCTTCACCGAGGGCCCCCCCCTGCATGAAGACGACGTGAGGGGCATC 
CAGCATCTGTACGGTCCTCGCCCTGAACCTGAGCCACAGCCTCCAACCGCCCCGCCCACCGCCCCGCCCA 
-CCGTCTGCGCTACTGGTCCTCCCACCACCCGCCCCTCAGAGCGCCCCACTGCTGGCCCCACAGGCCCCCC 
TGCAGCTGGCCCCACGGGTCCCCCCACTGCTGGCCCCTCTGAGGCCCCTACAGTGCCTGTGGATCCGGCA 
GAGGATATATGCAAAGTGAACATCTTCGACGCCATCGCGGAGATCAGGAACTACTTGCATTTCTTCAAGG 
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AAGGGAAATACTGGCGATTCTCCAAGGGCAAGGGACGCCGGGTGCAGGGCCCCTTCCTTATCACCGACAC 
GTGGCCTGCGCTGCCCCGCAAGCTGGACTCCGCCTTTGAGGACGGGCTCACCAAGAAGACTTTCTTCTTC 
TCTGGGCGCCAAGTGTGGGTGTACACAGGCACGTCGGTGGTAGGCCCGAGGCGTCTGGACAAGCTGGGCC 
TGGGCCCGGAGGTTACCCAAGTCACCGGCGCCCTCCCGCAAGGCGGGGGTAAGGTGCTGCTGTTCAGCAG 
GCAGCGCTTCTGGAGTTTCGACGTGAAGACGCAGACCGTGGATCCCAGGAGCGCCGGCTCGGTGGAACAG 
ATGTACCCCGGGGTGCCCTTGAACACGCATGACATCTTCCAGTACCAAGAGAAAGCCTACTTCTGCCAGG 
ACCGCTTCTACTGGCGTGTGAATTCTCGGAATGAGGTGAACCAGGTGGACGAAGTGGGCTACGTGACCTT 
TGACATTTTGCAGTGCCCTGAGGATTAGGTTCAGCACTGCAGAGTGGATCCTATAGGGATGGTCCCAATG 
GGGAGGGAGCCATTTGCCGGACACAAACTGGTGGGTTTGTTCTGGAGGACAAGGAGAGTTGAGGTGGGCT 
GGGCTGGGCCCCTCTTTCCACCTTCCTTTTTTGCTGGATGTTTTTAATAAACTT 

>GBCA0343 j Acc | Z8 1018 | Ver | Z81018 . 1 GI : 1628359 | C. familiaris mucin-type membrane protein 
gp40. 

GTCAGCTCGGCGGCGGCGGCTGCGGGAGGAGGAAGCTTGGGGACCCTGGGCGCCGGGGCTCCTGCTCCCC 
GCGGCCTTCCAGCCCCTCTTCCCTGGCTCCCGGGGCTGGGCCCTGGCCGCAGAGCTTGGACCCCCCCAGC 
GCCGAGACAACCGCTGGCCCCCAGGGGACCGGGCAGCCGACGAGATGTGGAGGGTGCCAGTCCTGCTCTT 
GGTTTTGGGCGGCGCGGGGCTCCGGGTCCCGGCAGCAGGAGCCAGCACAGTCCGGCCAGATGACATAATA 
CCAGGTGTAGAAGACAGCGTGGTGACCCCAGGCACAGAAGACAGCGTGGTGACGCCAGGCGCAGAAGATA 
ACGTGGTGACTGACGGTGCCACTGAAGAGCCTTATGAGTCTGGCTTAACCCCTCTGGTGACAAAAAATAC 
AGAGAGTGTAACAGACTTACACTTAGAGGATGGGCCGACTCAAGAAAGCACAGTCCATGCCAAAGAAGAG 
AGCCAGAGCACCACAACCTTGAATGTAGTGACTAG T CACT CCAGAGAGAAAGTAGGT GAAGACACCGAGA 
CAACGGTTGAGAAAGATGGCCTGGCAACAGTGACCCTGGTTGGGATCATAGTTGGAGTCTTACTAGCCAT 
TGGATTCATTGGTGGGATCATCATTGTGGTTGCTCGAAAAATGTCAGGAAGGTACTCGCCCTAAAGAGCT 
GAAGAATTGTGCCCTTCTACCAACACATTTAAAAGAGAGTTTCCGACTTCCCCGTCCCCAAGCATGTGGG 
AGAAGATGACCCATGGAAATGCTTGGCGATCCCACTACCAAATCCATGGTGATCCCTCCACTTACCAAAA 
GTAACCCAAGGGAAAGACAGTTCACAAGACTTGCTCCTCTAGGCAGGCATCTGTCTTCTGAAAATGTTTT 
TAAATATAAATTTTGCAAAAGAGGATTCAAAAGACACAATGCCTAGAAAATGGAGCAAAACCACGTAAAC 
TGATTTGTAACTAAGACAATATAATTTAATTGATGTTAGAAATTATGCTCCCATCTCCGTTCTGACCATT 
CTCTCGTATTGTTAAAATGCAATCAAGCCTGGAAATATTTATACCAGTGGAGCCCTTGAGTTGAGTGCGA 
CGTTCATAAACAGCAGAAGCATTTTGCAATTTCCGATCTGTTGAAATGTACACATTCCAATCTGGCCTGC 
TTTTTTAAAGCCTAACTTCATGTGAATAATCAAATAGAAAAATCTAAACTTGTATAATATGTAATGACCA 
ACTGCCTTTCCCTGGCCCAGATAAATAATTTCAAAGGCGCCCGTGTTAGGTCCATAAACGGGGAAAGTCT 
ATGGTTTGGGAGAAANGGATTTGTTTATCCGCCAATAAGGTCCATCCGGGGGCANGCTCCTAAGGCTTGC 
TTTATTGCCTTCCTCCCAGCGGAATGGGCTTTGGGTGGAACTCCAAANGGCTTTGCTCCCCCGGCCTTGG 
CCGGCCCTTCCCTCCNTTCCCCCTCCAAGAAACGAAATGGGGGGAAANCCCCAAAAACCTC 

>GBCA0344 | Acc | X99115 ) Ver | X99115 . 1 GI : 1770160 | C. familiaris mRNA for cAMP-responsive 
element modulator, CREM. 

atgaccatggacacaatggaatctcagcaggatggaagtgtaacagattctgtggcagagaacgaatctg 
caca:tatgcagaaccagactggtcaaaattcaatccctactttaactcaggtttctgtagctggatcagg 
caccggaagaggctccccagctgtaactctagtacagttaccttcgggccaaactgttcatgtccaggga 
ataattcagacaccacagccatcggttattcagtcaccacaaatacaaactgttcaggtagcaacaattg 
cagagacagatgagtctgcagaatcagaaggtgtaattgat tctcataaacgtagagaaat cctt tcacg 
aagaccctcttatagaaaaatactgaatgaactttcctctgatgtgcctggtgttcccaagattgaagaa 
gaz^aaatcagaggaagaaggaacgccacctaacatcgctaccatggcagtaccgactagcatatatcaga 
ctagcacggggcaatacattgctatagcccaaggtggaacaatccagatttctaacccaggatctgatgg 
t gt tcagggactacaggcattaacaatgacaaat t caggagctcctccaccaggtgctacaattgtacag 

TATGCAGCACAATCAGCTGATGGCACACAGCAGTTCTTTGTCCCAGGCAGCCAGGTTGTTGTTCAAGATG ■ 

AGGAAACTGAACTTGCCCCAAGTCACATGGCTGCCGCCACTGGTGACATGCCAACTTACCAGATCCGAGC 

TCCTACTACTGCATTGCCACAGGGAGTAGTGATGGCTGCCTCGCCAGGAAGTTTGCACAGTCCCCAGCAA 

CTAGCTGAAGAAGCAACACGCAAACGAGAGCTGAGGCTAATGAAAAACAGGGAAGCTGCCCGGGAGTGTC 

GCAGGAAGAAGAAAGAATATGTCAAATGTCTTGAAAATCGTGTGGCTGTGCTTGAAAACCAAAACAAGAC 

-TCTCATTGAGGAACTCAAAGCCCTCAAAGATCTTTATTGCCATAAAGCAGAGTAACTGTCTTTGACTTGG 

ACCTTGTTTACTGTGAACTCTAATCAAGGCAGGAGATGCAGCAATTCTACTAATTGCCATGTGGACTTGT 

GGAAGGGACACTTGTGACCCTTGAGAATCCAGTGTGGCTTAGTGTTTGACATTGAATTGGGTATGCTGTT 

CCAAGAT T TGGAATGCAGCCATGATCAGATT TACCAAGCT TAG TTCAGTCTGCTT GTCAATAGCACGCAA 

AAAAAATGTTTTGTTTGCCCTCTTGCTTCTACTTTTTTTCAGGGAAGCTGCTAAAGAATGTCGACGTCGA 

AAGAAAGAATATGTAAAATGTCTGGAGAGTCGAGT T GCAGT GCTGGAAGTT CAGAACAAGAAGCTCATAG 

AGGAACTCGAAACTTT GAAAGACAT TTGCTCTCCTAAAACAGAT T AGTAGAAATATT T AA ■ 
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>GBCA0345 | Acc ) U63897 | Ver | U63897 . 1 GI : 2231231 | Canis familiaris vascular anastomotic 
upregulated protein mRNA, partial cds . 

TGCCGAGCTGAGTGTAAAGTCCCAGGAAGCAATGTGGTGCAGTATAAAGAGTCTTGACTTTAGCCACTTG 
TAGGGAGGCTTGCAGCCTAGTCCTGCCAACTTTGTACCTTCGCAGCCTCTAACAAGTCACTTAGGTCTGT 
GAGCCTTCGTTTCCTCATTTAAGATGGATAATACCTCCTACCTAAGGTTGTTATGAGGTCTAAATGCACC 
GTGTTAGACAGGGTTACCTGTATGTTGTAGGTGCTCAGCAAATGTCAGGTACTTGTCTATAGGGCTAAGC 
AGAAACAGACACCCAATCTACAGACGTGCGCTGAGATTTAAGGTAGGTGTAAGAGAATCCCGACCAAAAG ' 
AGGAAT T AAAAGGCAGAGAACAGT GTAACGTCCTGT ACAAGACT TGGAAAGAAGTAGGTATACAT GACAA 
ATACTACTGGGAATGTTGGCTATTTAGATGTGAAGGACAGGGTGCTTCCTGGGTTTTTAAACAACTTTGT 
TTGGGGAAAACTGAATCCAAGGGCCAAAAAATATGTTTCCACCTCCGCCTTTGTTACTTCCTCCATCA 

>GBCA0346 j Acc 1 U63896 | Ver 1 U63896 . 1 GI : 2231229 | Canis familiaris vascular anastomotic 
upregulated protein mRNA, partial cds . 

TGCCGAGCTGGAACATCAACCCTTGGACAAACCAACTACTTGAATTGGATGGCTATTGCGAAGAATTCAA 
TATCGCATTTGAACATGATGGGGAGCATCATTACGAACTGACTAGAAGAAATGGCATCAAGGATCTTGCT 
TAT CAAAAAT T CAAGGATGAGCAAAAGAAGAAAAAC TGCAAAAGGCAT GGTGT TGTC TTAAT CAATATAC 
CCATCCTCGATGAAGGTGTAAGGAATGACTTCGATACACTCTTTAGTCATGTTTTGCATTGTTGCGCTAG 
AAGTGGATTGGATATGAAATTTACCCCATCTCAAATTCAGGAACTGAGCATGAGGTTCTACAAATCATCT . 
CCCACCTAAGAGCTCGGCAAA 

>GBCA0347 | Acc | U63829 | Ver ] U63829 . 1 GI: 2231227 | Canis familiaris vascular anastomotic 
upregulated protein mRNA, partial cds . 

TGCCGAGCTGACACCAAAAACTGGATGCTCAACCGACTGAGCCACAGAGGTGCCTCTGAGGGGAGTGCCA 
TTATTTTACATGGGGATTCTAATGTTCTAAGGGTAAACCAGGTTCAAGGGAAACCCTATTCATCAGACAA 
AGTGCCAGCCTGAGGCATACCAGATCCGGCAGTTCTAAAACCAACTCCACCATAAACTATTTTTTTACTN 
CAGGCAAAACCCTTTATCACCCTCAAACTCCCCTCCTGAAAATGAAAAAAATTAAAAACTTTTCCACTTA 
CCTCCATTACCTCCTTAATCAAAAAACAATTCCTCCGAACACCCCTCTCCCGTTCCTCCCCAAGCTATTC 
CCAAAATGCCCCCCTGCAGTCTACTCCTGCCTCTCCCTCTGCAGCTCGGCAA 

>GBCA0348 | Acc | U83905 | Ver | U83905 . 1 GI: 2224 908 | Canis familiaris rod photoreceptor cGMP- 
gated channel alpha-subunit (CNGC1) mRNA, complete cds. 

AATTCGGCACGAGTGATTCGGAAAACTAGCCATTGCACATGTCTAAAGAAAGGGAAAAGATCAACGTATT 
TATTATTTAAAAAAGTCAGGACTGGATTTTGACAATGTCAAGATTTACACTATATCCCTGTTTATTTTGG 
ATACACCACT GAC T TCCGT TCC TAGAAGACACAGATATATTGCCT AAGCAACCAAAGATAT TAAACTAAC 
CATGAAGAAAAAT AT TATCAATACATGGT ACT CT TT T GT AAACATTCCCAAT GT GAT T GT T CCAGATAT T 
GAAAAGGAAATAAGAAGGATGGAAAATGGGGCACGCAGCTCCTTTTCTGATGATGATGGTGATGATGACA 
GT GC C T C CAT G T T T GAAGAAT C AGAG AAT G AAAC CC C C CAT G C^AGG G AT T C C T G T AGAAAT AAC T C AC A 
GAGAAGGGATCCATCACAGAGGGAACAGTACCTGCCTGGTGCCATCGCGCTTTTCAATGTTAACAATAGC 
AGCAATAAGGAGCAAGAACCAAAAGAAAAAAAGAAAAAGAAAAAAGAAAAGAAGAGCAAATCAGGAGATA 
AAAATGAAAATAAAAAGGACTCAGAGAAGAAAAAGAAGAAAGAAAAGGAAAAAGAGAAGAAAAATAAAGA 
GGAGAAAGGCAAAGATAAGAAAGAAGAGGAGAAGAAAGAGGT CATGGT T ATT GATCCTGCAGGAAACAT G 
TACTATAACTGGCTGTTTTGCATCACTTTACCTGTTATGTACAACTGGACTATGGTTATTGCAAGAGCAT 

• GTTTTGATGAACTTCAGTCTGATTACCTAGAATATTGGATCATTTTTGATTACCTATCAGATATAGTCTA 
TCTTCTTGATATGTTTGTACGAACAAGGACAGGTTACTTAGAACAAGGACTGCTGGTGAGGGAGGAGGCT 

" AAGCT CATAGAGAAATATAAATC AAACTTGCAAT T TAAACTT GAT T T T CTATCAGT AATACCAACTGATC 
TGCTGTATTTTAAGCTGGGGTGGAACTATCCAGAAATTAGATTAAACAGACTATTAAGGATCTCTCGAAT 
GTTTGAGTTCTTCCAGAGAACAGAAACAAGAACAAACTACCCAAATATCTTCAGGATTTCCAACCTTGTT 
ATGTATATCGTCATCATTATCCACTGGAATGCATGTGTTTACTTCTCTATTTCCAAAGCTATTGGATTTG 
GAAATGATACGTGGGTGTATCCTGACGTTAACGATCCTGAATTTGGCCGTTTGGCTAGAAAATATGTATA 
CAGCTTGTACTGGTCTACACTGACTTTGACCACAATTGGTGAAACACCACCTCCCGTGAGGGATTCTGAG 
TATGTCTTTGTGGTGGTTGATTTCCTAATCGGAGTGTTAATTTTTGCTACCATCGTTGGTAACATAGGTT 
CTATGAT T T CCAACATGAATGCTGCCAGGGCAGAAT TT CAAGCAAGAATT GATGCAATCAAGCAATATAT 
GCATTTCCGAAATGTAAGCAAAGATATGGAAAAGAGAGTTATCAAATGGTTCGACTATCTGTGGACCAAC 
AAAAAAACAGTTGATGAGAAAGAAGTCCTCAAGTATCTACCTGATAAGCTGAGAGCAGAGATCGCCATCA 
ACGTTCACTTAGACACTTTAAAAAAGGTGCGCATTTTTGCGGACTGTGAAGCTGGGCTGTTGGTGGAATT 
GGTCTTGAAATTACAACCCCAAGTCTACAGTCCTGGAGATTACATTTGCAAGAAAGGGGATATCGGACGA 
GAGATGTACATCATCAAGGAAGGCAAACTTGCTGTGGTGGCAGATGATGGAATCACTCAGTTCGTGGTCT 
TGAGTGATGGCAGCTACTTCGGCGAGATCAGTATCCTTAACATTAAAGGTAGCAAAGCTGGCAATCGAAG 
AACAGCCAATATTAAAAGTATTGGCTACTCAGATCTGTTCTGTCTCTCAAAAGATGACCTCATGGAAGCT 
CTAACTGAGTACCCAGATGCCAAAACTATGCTAGAAGAGAAGGGAAAGCAAATCTTGATGAAAGATGGTC 
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TACTGGATATAAATATTGCAAATGCTGGAAGTGATCCTAAAGACCTGGAAGAGAAGGTCACCCGAATGGA 
GGGATCAGTAGACCTCTTGCAGACAAGGTTTGCTCGGATCCTGGCTGAGTATGAGTCAATGCAGCAGAAA 
CTGAAGCAAAGATTAACCAAAGTTGAGAGATTTCTGAAACCAATTATTGACACAGAATTTTCAGCTCTTG 
AAGGAACGGGAGATGAAAGTAGGCCCCTGGACTCCACACAGGACTGAGAAGCCGGTCATTAACAAGGACG 
TGCCTCATGATCCTTTTGGTTTAGGCAACTCTAAATTGGAAGAAGAGGGAGATTCAGCTGGGGGAGTGTT 
TCCATAAGGAAAATGGGCTTTGGTGCAGTATACAA.GGCCCGCGCACCCACTTGGGAGGTACTGTGATTAA 
CAATCATCGTCCTTAGGATTTTTCAGAGTGGATAATGTGCAAAGATATAGAATGATTAAGTTGTCAGTAT 
CTACATTTCCTGATTTTTTTCATATATGCTCCTTTTATGTAATACTCTATAAAAGCGAACAAGTATCCCT 
CACTTTCAGGCATTTTACATTGTGGAGGAGCAGCTGGGAATTACCATGTATGTCATGTTCAGGATACCAT 
T T TAAAAAGGAT TAGAATGCAATAAAGTAAAA.T AAATCC T AAAAAAAAAAAAAAAAA 

>GBCA0349 | Acc | D29807 | Ver | D29807 . 1 GI : 2182132 | Dog mRNA for phenol sulfotransf erase, 
complete cds . 

AGCACAAAGTAGTCAGGAGGCCAAGACCCAAAGAGATCTGGCAAGTAGACCACACTCTGGTCCTTGACGC 
AGCATGGAGGACATTCCCGACACCTCGCGCCCACCACTGAAGTATGTGAAGGGGATCCCTCTAATCAAGT 
ACTTTGCAGAGGCACTGGAGTCACTGCAGGACTTCCAAGCTCAGCCTGATGACCTGCTTATCAGCACGTA 
CCCCAAATCTGGCACCACTTGGGTGAGCGAGATCCTGGACATGATCTACCAAGACGGTGATGTAGAGAAG 
TGTCGCAGGGCCCCCGTCTTCATCCGGGTACCCTTCCTTGAGTTCAAGGCTCCAGGGATTCCCACAGGTT 
TGGAGGTTCTAAAAGATACACCAGCCCCACGACTCATCAAGACACACCTGCCCCTGGCCCTGCTCCCCCA 
GACCTTGTTGGATCAGAAGGTCAAGGTGGTCTACGTCGCCCGCAACGCAAAAGATGTAGCTGTCTCCTAT 
TACCACTTCTACCGCATGGCCAAGGTGCACCCTGACCCTGACACCTGGGACAGCT'TCCTGGAGAAGTTCA 
TGGCTGGGGAAGTGTCCTATGGGTCCTGGTATCAGCATGTGCAGGAATGGTGGGAGCTGAGTCACACTCA 
CCCTGTTCTCTACCTCTTCTATGAGGACATGAAAGAGAACCCCAAAAGGGAGATTCAGAAGATCCTGAAG 
TTTGTGGGGCGCTCCCTGCCAGAGGAGACTGTGGATCTCATTGTCCAGCACACGTCTTTCAAGGAGATGA 
AGAACAACTCCATGGCTAACTACACCACCTTATCTCCTGACATCATGGACCACAGCATTTCTGCCTTCAT 
GAGGAAAGGCATCTCGGGGGACTGGAAGACCACCTTCACTGTGGCCCAGAATGAGCGCTTTGATGCCGAC 
TATGCCAAGAAGATGGAGGGTTGTGGCCTCAGCTTCCGCACACAGCTGTGAGCAGTGCCCCCAGGAGGCA 
CCCAAAGGCCCCGTGCTCTGACACAGCCAGCCCCCAGCTTCAAAAATAAAATTCCATTGGTATT 

>GBCA0350 |Acc|D45070|Ver|D45070.1 GI : 633051 ) Dog mRNA for zona pellucida 3 glycoprotei 
complete cds . 

GGTTACCAGTGGGAGTGACTGGAGGAGCTATGGGGCTGAGCTATGGAATTTTCATCTGTTTTCTGCTCCT 
GGGAGGCATGGAGCTGTGCTGCCCCCAGACCATCTGGCCAACTGAGACCTACTACCCATTGACATCTAGG 
. CCCCCAGTAATGGTGGACTGTCTGGAGTCCCAGCTGGTGGTCACTGTCAGCAAA.GACCTTTTTGGTACTG 
GGAAGCTCATCAGGCCAGCAGACCTCACCCTGGGTCCAGAGAACTGTGAGCCCCTGGTCTCCATGGACAC 
GGATGATGTGGTCAGGTTTGAGGTTGGGCTGCACGAGTGTGGCAGCAGGGTGCAGGTGACTGACAATGCT 
CTGGTGTAGAGCACC'TTCCTGATCCACAGCCCCCGCCCTGCGGGCAACCTGTCCATCCTGAGAACTAATC 
GTGCCGAGGTCCCCATCGAGTGCCACTACCCCAGGCACAGCAATGTGAGCAGCCAGGCCATCCTGCCCAC 
TTGGGTGCCCTTCAGGACCACAATGCTCTTCGAGGAGAAGCTAGTTTTCTCTCTCCGCCTAATGGAGGAG 
GACTGGGGCTCCGAGAAGCAATCCCCCACATTCCAGCTGGGAGACATAGCCCACCTCCAGGCTGAAGTCC 
ACACTGGCAGCCATATGCCACTGCGACTTTTTGTGGACCACTGTGTGGCCACGCTGACACCAGATCGGAA 
TGCCTTCCCTCATCACAAAATTGTGGACTTCCATGGCTGTCTTGTGGATGGTCTCTACAATTCCTCTTCA 
GCCTTCAAAGCCCCCAGACCCAGGCCAGAGACTCTTCAGTTCACAGTGGATGTTTTCCACTTTGCTAAGG 
ACTCAAGAAACACGATCTATATCACCTGCCATCTGAAGGTCACTCCGGCTGACCGAGTCCCAGACCAGCT 
.AAACAAAGCTTGTTCCTTCATCAAGTCTACCAAGAGGTCCTACCCTGTAGAAGGCTCGGCTGATATTTGT 
CGCTGTTGTAACAAAGGCAGCTGTGGCCTTCCAGGCCGGTCCAGGAGGCTGTCCCACCTAGAGAGAGGGT 
GGCGCAGGTCTGTTTCCCACACTAGAAATCGCAGGCACGTGACTGAAGAAGCAGAGATCACCGTGGGGCC ' 
TCTGATCTTCCTGGGAAAGGCTAGTGATCATGGTATAGAGGGGTCAACCTCTCCTCACACCTCTGTGATG 
TTGGGCTTAGGCCTGGCCACGGTGGTATCCOTGACTCTAGCTACCATTGTCCTGGTCCTTGCCAAGAGGC 
ATCGTACTGCTTCCCACCCTGTGATATGCCCTGCATCTGTCTCCCAATAAAGAATAAGC 

>GBCA0351 |Acc!Z75156|Ver|Z75156.1 GI : 1770164 | C . familiaris mRNA for rod transducin gam 
sub unit . 

GACCATTCATAAGAAATCAGTTATCATAGAAAGCTAAAGCAAAGAAACAGTTCACTTACAGGCAAAAGAT 
GCCAGTGAT TAAT AT TGAGGACT T GACAGAAAAGGACAAA.T T GAAGATGGAAGTT GACCAGCT CAAGAAA 
GAAGTGACCCTGGAAAGAATGCTGGTCTCCAAATGTTGTGAAGAAGTAAGGGATTATGTTGAAGAAAGAT 
CTGGGGAAGATCCACTAGTAAAGGGCATCCCAGAGGACAAAAATCCCTTCAAGGAGCTCAAAGGAGGCTG 
TGTGATTTCATAAGAAAAAAA^GTTCCTTGGAATAGCTTGAGTTTTAATGACAGTACTAATTTTTGGTC 
AT CTATAATAATACTATTAAGCATT TACATAACCTTTT AAT TTATAAATATAAAC T T T T AATAAAAATTG 
GGATGTGATAATGAAAAAA 
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>GBCA0352 1 Acc | U5074 6 | Ver | U5074 6 . 1 GI : 2130524 1 Canis familiaris survival motor neuron 
protein (SMN) mRNA, complete cds . 

ACGATGGGCGGAGGCGGCGGGCTGCCGGAGCCCGAGGACTCGGTGCTGTTCCGGCGCGGCACTGGCCAGA 
GTGATGATTCTGACATTTGGGATGATACAGCATTGATAAAAGCTTATGATAAAGCTGTGGCTTCATTTAA 
GC AT GC GC T AAAG AAT G G T G AC AT T T C T G AAG C T T C AG AT AAAC C AAAAAG C AC AC C T AAAAGAAAGCC T 
GCTAAGAAGAATAAAAGCCAAAAAAAGAAT GCT ACCAC AGCCCT GAAGCAGT GG AAAGT TGGTGACAAAT 
GTTCTGCTGTTTGGTCAGAAGACGGGTGCATTTACCCAGCTACCATTGCTTCAATTGATTTTAAGAGAGA 
AACCTGCGTTGTGGTTTATACTGGATATGGAAATAGGGAGGAGCAAAATGTGTCTGATCTACTTTCCCCA 
GCCTGT GAAGT AGCAAAT AATGT AGAACAGGAT ACTCAGGAGAAT GAAAATGAAAGTCAAATT T CAACAG 
ATGAAAGTGAGAACTCCTCCAGGTCTCCTGGAAATAAACCAAATAACATCAAGTCAAAAGCTGCTCCATG 
GAACTCTTTTCTCCCTCCACCACCCCCAATGTCAGGATCGGGACTGGGACCAGGAAAGCCTGGTGTAAAA 
TTCAGTGGCCCACCACCACCTCCACCACCACCACACTTCCTATCATGCTGGCTGCCTCCATTTCCTTCTG 
GACCACCAATAATTCCTCCACCACCTCCGATATGTCCAGATTCTCTTGATGATGCTGATGCTTTGGGAAG 
TATGTTAATCTCTTGGTACATGAGTGGCTATCATACTGGTTACTATATGGGTTTCAAACAAAACCAAAAA 
GAAGGAAGGTGCTCACACTTCAATTAAGGAATTCAGGTGCAGCTCTCTCCCAAGGAGAATGGTATTTTGA 
TGCGCCACGGTCAATGTGAACAAAATTTCATCTTTTTCTTCATGAAGAGTTGGTTGGGTGGCACAGTCAC 
CCGTATTTCCGCATGTTGTATGCGACTCATGCTTAAATAACAAGCTGTGTGTTTCAAGGGAATCATCAGT 
TTAACTCAGTAATGGAAATGTGAGTAATTAACTCAGTCACATGTAGTACAGAAAAGTCAACCTGTGAAAA 
TTTCGACTCAGCACATTTGTATATTGTAACTTCCCTAGTATAAAGTGTGTTAAGCTTCCTATTAATGCCT 
TTAAAATAAATGATAAATTTTTTTAAAAAAAAAAAA 

>GBCA0353 | Acc | X9722 6 I Ver | X97226 . 1 GI : 127934 6 | C . familiaris mRNA for orphan nuclear • 
receptor dNGFI-B protein. 

GCCCGGAGCGCGCGGCCGGGAGCGCACACGCGGGACGGACGGGCGGGCGGAGCGGAGCCGCCGGAGATGC 
CCTGTATCCAAGCCCAATATGGGACACCAGCACCAAGCCCAGGACCCCGAGACCACCTGGCAAGCGACCC 
CCTGACCCCCGAGCTCAGCAAGCCCACCATGGACCTGGCCAGCCCTGAGGCAGCCCCCACCGCCCCCACG 
GCCCTGCCCAGCTTCAGCACTTTCATGGACGGCTACACGGGGGAGTTTGACACCTTCCTGTACCAGCTGC 
CGGGAACGGCCCAGCCATGCTCTTCGGCCTCCTCTTCGGCCTCCTCCACGTCCTCCTCCTCGGCCACCTC 
CCCCGCCTCTGCTTCCTTCAAGTTTGAGGACTTCCAGGTGTACGGCTGCTACCCTGGCCCCCTGAGCGGT 
CCCCTGGACGAGACCCTGTCCTCCAGCGGTTCCGACTACTACGGCAGCCCCTGCTCAGCGCCGTCCCCGT 
CCACGCCCAGCTTCCAGCCACCCCAGCTCTCTCCCTGGGATGGCTCGTTCGGCCCCTTCTCACCCAGCCA 
GACGTACGAAGGCCTGCGGGCATGGACAGAGCAACTGCCCAAGGCTTCTGGGCACCCCCAGCCGCCTGCC 
TTTTTTTCCTTCAGCCCCCCTACTGGTCCCAGTCCCAGCCTTGCCCAGAGCCCCTTGAAGCTGTTCCCCT 
CACAGGCCACCTGCCAGCTGGGGGAGAGAGAAAGTTATTCCATATCCACGGCTTTCCCGGGCCTGGCGCC 
CACTTCTCCACACCTCGACGGCCCAGGGATGCTGGACGCACCGGTGCCTTCGGCCAAGGCCCGGAGCGGG 
GCCCCCAGTGGAAGCGAGGGCCGCTGTGCCGTGTGTGGGGACAACGCTTCGTGCCAGCATTACGGCGTCC 
GCACCTGCGAGGGCTGTAAGGGCTTCTTCAAGCGCACAGTACAGAAAAACGCCAAGTACATCTGCCTGGC 

TAACAAGGACTGCCCTGTGGACAAGAGGCGGCGAAACCGCTGCCAGTTCTGTCGCTTCCAGAAGTGCCTG * * 

GCCGTAGGCATGGTGAAGGAAGTTGTCCGGACAGACAGCCTGAAGGGGCGGCGGGGTCGGCTCCCTTCGA 
AGCCCAAGCAGCCCCCGGACGCCTCCCCTGCCAACCTCCTCACGTCCCTGGTCAGGGCACACCTGGACTC 
CGGGCCCAGCACAGCCAAACTGGACTACTCCAAGTTCCAGGAGCTGGTACTGCCCCACTTCGGGAAGGAA 
GATGCCGGGGACGTGCAGCAGTTCTACGACCTGCTTTCGGGTTCCCTGGAGGTCATCCGCAAGTGGGCCG 
AGAAGATCCCCGGCTTTGCCGAGCTGTCCCCGGGTGACCAGGACCTGCTGCTGGAGTCGGCCTTCCTGGA 
GCTCTTCATCCTCCGCCTGGCCTACCGCTCGAAGCCGGCCGAGGGGAAGCTCATCTTCTGCTCGGGCCTG 
GTGCTCCACCGGCTGCAGTGCGCCCGCGGCTTTGGCGACTGGATCGACAGCATTCTGGCCTTCTCTCGGT 
'CCCTGCACGGCCTGGTGGTGGACGTCCCTGCCTTCGCCTGCCTCTCGGCGCTCGTCCTCATCACAGACCG 
GCACGGGCTGCAAGAGCCAAGGCGGGTGGAGGAGCTGCAAAATCGCATCGCCAGCTGCCTGAAGGAGCAC 
GTCTCGGCCGTGGCGGGCGAACCGCAGCCGGCCAGCTGCCTGTCACGCCTGCTGGGCAAGCTCCCCGAGC 
TGCGGACCCTGTGCACCCAGGGCTTGCAACGCATCTTCTACCTCAAGCTGGAGGACTTGGTGCCCCCTCC 
GCCCATTGTCGACAAGATCTTTATGGACACACTGCCCTTCTGACCCCAGCCCAGGAACACGCGTGCGCCG 
TG2\ATGCACGCTCCTACACCACCCCACGTGCCTTTAGCCCATGGCCCACGGACCCTCAGAGCACCCCCAG 
CCTGGGCTTGAGCCGCAGACCAGCCGGCCTCCGCCCTTGTACTGGGTGGTTGGCAGGGAGCTCACGCCCT 
GGGGGAGGGGGATGCATTCATGGGGGTGACCCCTACTACTTGTCTTAGCCCCCAGCCCAGCCCTGGCCTT 
CATGTTTTTGTAAGATAAACCGTTTTTAACACACACCGCGGTGCTGTAAATAAGCCAGATGCTGCTGTAA 
ATATAGGAAGGAAGAGGCCGAGATGGGAGTGGGGGCTCGGAGGGAGGGGCGGCCCCCACCAGCCCGGGCA 
AGCCTCTCCCGCCTCCTTGCACCTGCTCTCTCTTCCCACCCTCTTTCCACATGTACATAACCTTACTCTA 
CAAAGAAGACAAATGACAGAT TCTGACAT T TATATTTGTGTAT T T TCCTGGAT T TATAGTATGTGACT T T 
TCTGAT T AAT AT ATT TAATATAT T GAAT AAAAAAT AG GCCTGT AGCTGAAAAA 
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>GBCA0354 | Acc 1 U83141 1 Ver | U8314 1 . 1 GI : 1916847 | Canis familiaris. decorin mRNA, complete 
cds • 

TAAAACCAGGAGGTTCTCAACCTATTAACATTCACAAAACAGCACCTACCCCCTCCTCCTTTCCACACCT 
GCAAACTCTTTTGCTTGGGCTGAATATTTAGTTTAATTACATCTCACCTTTAAGGGCTCCTGTGGCAAAT 
CCCCGGATTAAAAGGTTCCTTGGCTGTGAAAATACATAACCTAAACCATGAAGGCAACTATCATCTTCCT 
CCTGCTTGCACAAGTTTCCTGGGCTGGGCCGTTCCAACAGAGAGGCTTATTTGACTTTATGCTAGAAGAT 
GAGGCTTCCGGGATAGGCCCGGAGGACCGTGCACCTGACATGCCTGACCTCGAGCTTCTGGGACCTGTGT 
GTCCCTTCCGCTGTCAGTGCCATCTCCGAGTGGTCCAGTGTTCCGACCTGGGTCTGGACAAAGTACCAAA 
AGATCTTCCCCCTGACACTACGCTGCTCGACTTGCAAAACAACAAAATCACCGAAATCAAAGATGGAGAC 
T T CAAGAAC C T C AAGAAC C T GCAT ACC T T GAT T C T T G T AAAC AACAAAAT T AGCAAAAT C AG C C C T G GAG 
CATTTACACCTTTGTTGAAATTGGAACGACTTTATCTGTCCAAGAATCATCTGAAGGAATTGCCAGAAAA 
AATGCCCAAAACTCTTCAGGAGCTGCGTGCCCATGAGAATGAGATCACCAAAGTTCGAAAAGCTGTGTTC 
AATGGACTGAACCAGATGATCGTCGTAGAGCTGGGCACCAATCCCCTGAAGAGTTCAGGGATTGAAAATG 
GAGCCTTCCAGGGAATGAAGAAGCTCTCCTATATCCGCATTGCTGATACCAATATAACTACCATCCCTCA 
AGGTCTTCCTCCTTCCCTTACTGAATTACATCTTGAAGGCAACAAAATCACCAAGGTTGATGCATCTAGC 
CTGAAAGGACTGAATAATTTGGCTAAGTTGGGACTGAGTTTTAACAGCATCTCCGCTGTTGACAATGGCA 
CTCTAGCCAACACTCCTCATCTGAGGGAGCTTCACTTGGACAACAATAAGCTCATCAGAGTACCCGGTGG 
GCTGGCGGAGCATAAGTACATCCAGGTTGTCTACCTTCATAACAACAATATATCTGCAGTCGGATCTAAT 
GACTTCTGCCCACCTGGATACAACACCAAAAAGGCTTCTTATTCAGGTGTGAGCCTTTTCAGCAACCCAG 
TGCAGTACTGGGAGATCCAGCCATCCACCTTCCGGTGTGTCTACGTGCGCTCTGCCATCCAGCTTGGAAA 
T T AT AAAT AAT T C CC AAGAAAGC CCTCGTTTT T AT AAC C T GGC AAAAT C C CAT T AAT AT CAT T GC T C AAA 
AAAAAAAAAAAAAAAAACTAAATACGGGAAACTTAGCTGCAATGTGAATGTTTTCCCCCTAATTTATAAT 
ACTAAACCAAATTGCATTTAAAATGCCAAAAAAAAAAAATTTTGGCCGCCAAAAAAAAA 

.>GBCA0355 | Acc | U83140 | Ver | U83140 . 1 GI : 1916845 | Canis familiaris biglycan mRNA, complete 
cds . 

TCGGAGGGCCCGGACGGACGGACGGACGCGTTGACTGCCAGACACCCGAGCCTGCCAGCCAGCCTGTGCC 
CAGCCGCTCGCCCTCCCCAGCCTCCCAGGCATGCCCACCATGTGGCCCCTGTGGCTTGTCGCCTCCCTGC 
TGGCCCTGAGCCAGGCCCTGCCCTTTGAGCAGAAGGGCTTCTGGGACTTCACCCTGGACGACGGGCTGCC 
CATGCTGAACGACGAGGAGGCTTCAGGCGCTGAGACAACTTCAGGCGTCCCGGACCTGGACGCCCTCACG 
CCCACCTACAGCGCCATGTGTCCTTTTGGCTGCCACTGCCACCTGCGGGTTGTTCAGTGCTCCGACCTGG 
GTCTGAAGGCCGTGCCCAAGGAGATCTCACCCGACACGATGCTGCTGGACCTGCAGAACAACGACATCTC 
AGAGCTCCGCGCCGATGACTTCAAGGGCCTCCACCACCTCTACGCTCTCGTCCTGGTGAACAACAAGATC 
TCCAAGATCCACGAGAAGGCCTTCAGCCCCCTGCGGAAGCTGCAGAAGCTCTACATCTCCAAGAACCACC 
TGGTGGAGATCCCTCCCAACCTGCCCAGCTCCCTGGTGGAGCTCCGCATCCATGACAACCGCATCCGCAA 
GGTGCCAAAGGGCGTGTTCAGCGGGCTGCGAAACATGAACTGCATCGAGATGGGCGGGAACCCCCTGGAA 
AACAGTGGCTTTGAGCCTGGAGCCTTCGATGGCCTGAAGCTCAACTACCTGCGCATCTCTGAGGCCAAGC 
TCACCGGCATCCCCAAAGACCTCCCCGAGACCCTGAATGAACTCCACCTGGACCACAACAAAATCCAGGC 
CATCGAGCTGGAGGACCTGCTCCGTTACTCCAAGCTGTACAGGTTGGGCCTGGGCCACAACCAGATCCGC 
ATGATCGAGAACGGGAGCCTAAGCTTCCTGCCCACCCTGCGGGAGCTGCACTTGGATAATAACAAGCTGT 
CCAGGGTGCCTTCCGGCCTTCCGGACCTCAAGCTCCTGCAGGTGGTGTACCTGCACACCAACAACATCAC 
CAAGGTGGGCGTCAACGACTTCTGCCCTGTGGGCTTCGGGGTCAAGCGGGCCTACTACAACGGCATCAGC 
CTTTTCAATAACCCCGTGCCCTACTGGGAGGTGCAGCCGGCCACTTTCCGCTGCGTCACTGACCGCCTGG 
CCATCCAGTTTGGCAACTACAAAAAGTAGAGGCAGCGGCAGCCGCCGTGGTGGCCTGGGCCGGGTCTCTG 
GGGAGCACAGCAGACATCCCGAAGGGGAGGGCAGAGCCAAGGAGCCGAGCCAGCGCCCAGCTGCGCCCAA 
CCCAGCCCCGCCCTGATCCCGGACCCTGACTCGCTGCCTCCTGACGCCCTCATCCTGGCTCCCAAGCACG 
CAGATGGGGCACAAGACCCAGCCGCCCATCACATGCCTGTTGGCCTCAGAGCTGCCCCTGCCCGCCCCCC 
ACCG 

>GBCA0356 | Acc | X984 60 | Ver | X984 60 . 1 GI : 1403296 | C . familiaris mRNA for arrestin (S-antigen) . 
GGGCACCCTGTCCAGGTCCCCTACAAATTCCCCCACACACGCACGCCAGTGCCCTCGGTGGGGTCATTTG 
GGCACACAGAGCAGGGGCCGGCCGCTCACCCCGGAGGGACGGAGCCCCTCGCCTCACCTCCTGGGCCTGT 
CTGGCTGGCTGCACAAGCTTGCTAACAGCTGACACAGACCCCAGGGTTGAAAGAAGCTACCAGGGACACA 
TAACATGGCAGCCAGCGGGAAGACCAGCAAGTCTGCATCAAACCATGTGATCTTCAAGAAGATTTCCCGG 
GACAAGTCGGTGACCATCTACTTGGGGAAGAGAGACTATATAGACCATGTTGAACAAGTAGAGCCTGTGG 
ATGGTATCGTGTTGGTGGATCCCGAGCTTGTGAAGGGAAAGAAAGTGTATGTCTCTCTGACCTGCGCCTT 
, CCGCTACGGCCAGGAAGACATCGACGTGATTGGCCTGAGCTTCCGCAGGGACCTATACTTCTCTCAGGTC 
CAGGTGTTCCCACCCGTAGAGGCTGCAGGCGCCCCCACGAAGCTGCAGGAGAGCCTGATGAAGAAGCTGG 
GGGGCAACACGTACCCCTTCCTGCTCACGTTCCCTGATTACTTACCCTGCTCGGTGATGCTGCAGCCAGC 
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TCCGCAAGACATGGGGAAGTGCTGTGGGGTCGACTTTGAGGTCAAGGCATTCGCCAGAGACAGCACAGAG 
GATGAAGAGGACAAAGTGCCCAAGAAGAGCTCCGTGCGTTTACTGATCCGGAAAGTACAGCATGCGCCAT 
CGAAGATGGGTCCCCAGCCCCGAGCTGAGGCCGCCTGGCAGTTCTTCATGTCCGACAAGCCCTTGCACCT 
GGCTGTCTCCCTCAGCAAAGAGATC TAT TTCCATGGGGAGCCCAT TACT GT GAG TGTGACTGTGACCAAT 
AAC AC AGAGAAGACT GTGAAGAAGATT AAAGCATTAGT GGAACAAGT GGCCAACGTGGT T CTCTACTCGA 
GTGATTATTATACCAAGCCAGTGGCCCAGGAGGAAACACAAGAAAAAGTGCCACCG2\ACAGCACTCTGAC 
CACGACGCTGACGCTGGTGCCCTTGCTGGCCAACAACCGTGAAAGAAGGGGCATCGCCCTGGATGGGAAG 
ATTAAGCATGAGGACACGAACCTTGCTTCGAGCACCATAATAAAGGAGGGCATAGACCGGACTGTCCTGG 
GCATCCTGGTGTCTTACCATATCAAGGTGAAGCTCACGGTGTCAGGCTTTCTGGGAGAGCTCACCTCCAG 
TGAAGTGGCAACTGAGGTGCCTTTCCGCCTCATGCACCCCCAGCCCGAGGACCCAGCTACGGCAAAGGAA 
AGTTTTCAGGATGCAAATTTGGTTTTCGAGGAGTTTGCTCGCCAAAATCTGAAAGACTTTGCTGAGGAGG 
GGAAGAAAGACCGGGAGGCCAT GGATGAGT GAAGAGG TCGGTCGACCTGGACGCTGGGAAACAGTAGTT C 
ACGCAGGATAAGCCAAACGCTACAGTTAGCCCTTTAGTTAGGCTAAATACCAAAGTGTGAGTCTTCTTCA 
TAGAAATAAAGTTTGTCTGTTCAGCTGTGAAAAAAAA 

>GBCA0357 | Acc | U77716 \ Ver | U77716 . 1 GI : 168484 4 | Canis familiaris desmosome associated 
protein pinin mRNA, complete cds. 

CTCTGAAGGTTCCAGAATCGATAGTAAAGTCTCGAAGCCTGCTGCAGAGAGAAGATGGCGGTCGCGGTGA 
GAACTTTGCAGGAGCAGCTAGAAAAGGCCAAAGAGAGCCTAAAGAACGTGGATGAGAATATTCGCAAGCT 
CACCGGACGGGATCCGAATGACGTAAGGCCCATCCAAGCCAGATTGCTGGCCCTTTCTGGTCCTGGTGGA 
GGTAGAGGACGTGGTAGTTTATTGCTGAGGCGTGGATTCTCAGATAGTGGAGGAGGACCCCCAGCCAAAC 
AGAGAGACCTTGAAGGGGCAGTCAGTAGGCTGGGCGGGGAGCGTCGGACAAGGAGAGAATCACGCCAAGA 
AAGCGACCCAGAGGATGATGATGTTAAAAAGCCAGCTTTGCAGTCTTCAGTTGTAGCTACCTCCAAAGAG 
CGCACACGTAGAGACCTTATCCAGGATCAAAATATGGATGAAAAGGGAAAGCAAAGGAACCGACGAATAT 
T T GGCT TAT T G AT GGG C ACT CTT C AGAAAT T T AAAC AAGAAT C C AC T G T T GC T AC T GAAAG G CAAAAG AG 
GCGCCAGGAAATTGAACAAAAACTTGAAGTGCAGGCGGAAGAAGAAAGAAAGCAGGTTGAAAATGAGAGG 
AGAGAACTGTTTGAAGAGAGGCGTGCTAAACAGACAGAACTGCGGCTTTTAGAACAGAAGGTTGAGCTTG 
CGCAGCTGCAAGAAGAATGGAATGAACATAATGCCAAGATAATTAAATACATAAGAACTAAGACAAAGCC 
CCATT TGTTC TATAT T CT CGGAAG AATGTGTCCAGCT ACCCAAAAAT TAAT AGAAGAGTCACAGAGAAAA 
ATGAATGCTTTATTTGAAGGTAGACGCATCGAATTTGCAGAACAAATAAATAAAATGGAGGCTAGGCCTA 
GAAGACAAT CAAT GAAGGAAAAAGAGCATCAGGTGGT GCGTAATGAAGAACAGAAGGCGGAACAAGAAGA 
GGGTAAGGTGGCTCAGCGAGAGGAAGAGTTGGAGGAGACAGGTAATCAGCACAATGATGTAGAAATAGAG 
GAAGCAGGAGAGGAAGAGGAAAAGGAAATAGGTATAGTTCATAGTGATGCAGAGAAAGAGCAGGAGGAGG 
AGGAACAAAAACAGGAAATGGAGGTCAAGATCGAGGAGGAAACTGAGGTAAGGGAAAGTGAGAAGCAGCA 
GGATAGTCAACCGGAAGAAGTTATGGATGTGCTAGAGATGCTGTTGCACGTAGCTGTCAAAAATGTAATT 
GCTGAGCAGGAGGTAATGGAAACCAATCAAGTTGAAAGTGTAGAACCTTCAGAAAATGAAACTAGCAAAG 
AACTGGAGCCAGAAATGGAATTTGAAGTTGAGCCAGATAAAGAATGTAAATCTCTTTCTCCTGTGAGAGA 
GAATGCCAGTGCT CTAGAAATGGAAAATGAGCCTGAGGAAAAAGAAGAGAGAGAAT CT GAGCCCCAGCC T 
GAGCCTGTGCGTCACCTCCAGCCCTTGCCTCAGCCTGAGCCTGAGCCTGAGCTACAGCCTGAGCCACAGC 
CTCAGCTACAACCTGAGCCACAGTTACAGCCCCAGCTCCAGCTCCAGCTCCAGCCCCAGCCCCAATCCCA 
GTCCCAGCCACAACCTCAGCTTCAGCTTCCGCTTCCTCTTCCGCTTCAGCCCCAGCCCCAGGTGCAGGCC 
CAGTCCCAGCCCCAAGCAGTACTCCAACCCCAGCCTGTCTCTCAACCTGAGACTTTGCCATTAGCTGTTC 
TACAGGCACCAGTTCAGGTTATTCAAGAGCAAGGGCATTTACTACCTGAGAGGAAGGAATTTCCTGTGGA 
AT CTGTAAAACTCACTGAGGTGACAGTAGAGCCAGTC T TGATAGTACAT TCAGATAGCAAAACCAAAACC 
AAAACCAGGAGCAGAAGTAGAGGTCGAGCTAGAAATAAAACCAGCAAGAGTAGAAGTCGCAGCAGTAGCA 
GTAGTAGTTCTAGTAGCAGCTCAACCAGTAGCAGCAGTGGAGGCAGTTCCAGCAGTGGCAGCAGTAGTAG 
TCGAAGTAGTTCCAGTAGCAGCTCCAGCACAAGTGGCAGCAGCAGGAGAGATAGTAGCAGCAGCACTACT 
AGTAGCAGCGAGAGTAGAAGTCGGAGTAGGGGCCGGGGACATAACAGAGATAGAAAGCACAGAAGGAGCG 
T GGATCGGAAACGAAGGGATACATCAGGATTAGAAAG AAGTCACAAATCTTCAAAAGGT GGTAGT AGT AG 
AGATACAAAAGGATCAAAGGATAAGAATTCCCGGTCCGACAGAAAGAGGTCTATATCAGAGAGTAGTCGA 
TCAGGCAAAAGATCTTCAAGAAGTGAAAGAGACCGAAAATCAGACAGGAAAGACAAAAGGCGTTAATGGA 
AGAAGCCAGGCTTTCTTAGCCTATTCTTTGCCGCAGAAGATTTCTTGATGAGTAAAAGGATTACCTTTCC 
TTGTAAGGAGGATGCTGCCTTAAGAATTGCATGTTGTAAAAAATCTTTTTTGGAAAATACAGACTGTTTG 
TTTACCAGACATTCTTGTACTTTTTGCATAATTTTGTAAGAGTTATTTATCAAAATTATGTGAGGTTCCA 
AAATATGTAAAAATT ATAAT AAT AAAAAAAG AT T AACAT CCCT TGT CATCTTTTTT AAATATCCTATACA 
CTTCAGTAAGAATCTGTATATTTTAATAGGTAAATCTTTACGCTCCTGTTCCCTTCAAATTCTGTATCAT 
ACATTGCTTTTCGTCAGAAATAAATCGTGCATTTCTTTCATTAGTTTTCGGAATCGTCCTCCGTTGACAC 
T TGTATAATAAAT T ACCCTCTTGATAT ATCGTTTTCAGCTTTTATCACTAGATACTGAACGTGAT TAGAA 
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TGTCTTTGAAGGGTTGATTACTACTAATCAACTATTGTCGTCTTTGTATGGAAGAAAATAATAAAATAGT 
TGGTCGACTATTCTTCTTCTACTATATGATGTTTGTGAGAATAGTTGCTCCTCCTGCTGTGTAGCAACCA 
TCTTGTTGATTAATAATAATAAAATATTATCACCCTCCTTCTGAGTAATTACTACTACTATTTCAGACGT 
CTTTATTACTACATCATGAAGTAATCATCGTAGAACAGCTGGTAGTATATGAAGAATAGTTGCTCTTTTT 
TAT AT GAGAAACGCGGGGAAAT GC T TAGAT TAAAACAAGGGAGAT TAGAAAAAAATAGT AAAT GAT TC T G 
AGAACAAACTATGTTCCCCAAAAGCGTGCAAAGATCTGACTATGACAAGCTCCAAATAATTGCCTAAGGC 
AAATAAAAGTGAGGAAACCTTCAAATGACATTCTAATCTACTGTTCAGTATCTAGTGATAAACGTCGGAA 
CATAGTTTGTTCTCAGAATCATTTACTATTTTTTCTAATCTCCCTTGTTTTAATCTAAGCATTTCCCCCT 
GTTTCTCATATATAAGTCATATTTGGTAGATAAAACAGTATGATTTGGTTGGCATTTTCTTCATGATTAT 
AGGAGCATCAT TCAT T TGTCT CCAGGGCTACT TGT GTGATATAGCATAT ACAT C TAT TGAAGAAAATAAT 
CACTCTCTAGGGGAGGGAGGTAGAAAAGTATATTCTAAACTTGGGTTTTTGAGTTTGTGGTCTTGTCTTA 
ACTTTTGTGTTGCTCTAACTACATGCCAATATGTGTTCTCAAGAGTTTTTGTTAAGTATTGTATGAAAGT 
TTACAGAATGAAGGAAGTTCATCTACACTTGAATCTGTAAGCAAGATAACACACAAGTGTACCAAGTGAT 
TATTAACTTTGTTGTTTTATAAATTTGTATGAATTTGGAGTATCTGTTGCCATTACTATATATGTGCAAA 
TAAATGTGGCTTAGACTTGTGAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0358 | Acc | U49458 | Ver | U49458 . 1 GI : 1229023 | Canis familiaris CD34 mRNA, alternatively 
spliced exon, partial cds. 

AGCTGGAACCCTGATCGCTCTTCAGGAAGAAAGGAGTCTGCACATGCAGCTACAACCCCCACTCTCTCCC 
CCACCCCCCACTGCCTCAATCCCCTGCTTACCAGATAATGCTCCTTTATTTATACACTGTCTAGG 

>GBCA0359 | Acc | X53 616 | Ver | X53616 . 1 GI : 1838 957 | C . domesticus calnexin (pp90) mRNA. 

CGCGGCTCGTGACGGTCGGGCAGCCTCCGCTGCTGTCTCCACTGCAGCGCGGGCCGGGCGTGCGGGCGGG 

TGGAGGCGCGGGCCGCGCACGACTCGAGATCATGGAAGGGAAATGGCTGCTGTGTATGTTACTGGTCCTT 

GGAACTACTAT TGTT CAGGCT CAT GAAGGACATGATGAT GAT AT GAT T GAT AT T GAGGACGAC CT CGATG 

ATGTTATTGAAGAGGTAGAAGACTCCAAATCAAAACCAGATACCAGCGCTCCTACATCTCCAAAGGTCAC 

CTATAAAGCTCCAGTTCCAACAGGGGAAGTGTATTTTGCTGATTCCTTTGACAGAGGAACTCTGTCAGGG 

TGGAT T TTATCAAAAGCCAAGAAGGATGACACTGAT GATGAAAT TGCCAAATATGACGGAAAGT GGGAGG 

TAGATGAAATGAAGGAAACAAAGCTCCCAGGTGATAAAGGGCTTGTGTTGATGTCTCGGGCCAAGCATCA 

TGCCATCTCTGCAAAACTCAACAAGCCCTTCCTGTTTGATACCAAGCCTCTCATTGTTCAGTATGAGGTT 

AATTTCCAAAATGGAATAGAATGTGGTGGTGCCTATGTGAAACTGCTTTCCAAAACCCCCGAACTCAACC 

TGGATCAGTTCCACGACAAGACCCCTTATACGATTATGTTTGGTCCAGATAAATGTGGAGAAGACTATAA 

ACTGCACTTCATCTTCCGCCACAAAAACCCCAAAACAGGCGTATATGAAGAAAAGCATGCTAAGAGGCCA 

GATGCAGAT CTGAAGACCT AT T T TACTGACAAGAAAACACATCT T TATACATTAATCT TGAATCCAGATA 

ATAGTTTTGAAATACTAGTGGACCAATCTATTGTGAATAGTGGAAATTTACTAAATGACATGACTCCTCC 

TGTAAATCCTTCACGTGAAATTGAGGACCCAGAAGACCAGAAGCCTGAAGATTGGGATGAAAGACCAAAA 

ATACCAGATCCTGATGCTGTCAAACCAGATGACTGGAATGAAGATGCCCCTGCTAAGATTCCAGATGAAG 

AAGCTACGAAGCCTGAT GGC TGGT TAGAT GATGAACCCGAATAT GTACCT GAT CCAGAT GCAGAGAAGCC 

AGAGGATTGGGATGAAGATATGGATGGAGAATGGGAGGCTCCTCAGATCGCCAACCCTAAGTGTGAGTCG 

GCCCCTGGGTGTGGTGTCTGGCAGCGACCTATGATTGACAACCCTAATTATAAGGGCAAATGGAAGCCTC 

CCATGATTGACAATCCTAACTACCAGGGAATCTGGAAACCCCGGAAGATACCAAATCCGGATTTCTTTGA 

AGATCTGGAACCTTTCAAAATGACTCCTTTTAGCGCTATTGGTTTGGAACTGTGGTCTATGACCTCAGAC 

ATTTTTTTTGACAACTTTATTGTTTGTGGGGATCGAAGAGTAGTTGATGATTGGGCCAATGATGGATGGG 

GTCTGAAGAAAGCAGCTGATGGGGCTGCCGAGCCAGGTGTGGTGGGGCAGATGATTGAGGCAGCTGAGGA 

GCGCCCGTGGCTCTGGGTGGTCTACGTTTTGACCGTAGCTCTGCC'CGTGTTTCTTGTTATCCTCTTCTGC 

TGCTCTGGAAAGAAACAGTCAAGTCCTGTGGAGTATAAGAAGACAGACGCTCCTCAGCCAGATGTGAAGG 

AGGAGGAAGAAGAAAAGGAAGAGGAAAAGGACAAGGGCGATGAGGAGGAGGAGGGCGAAGAAAAACTTGA 

AGAGAAGCAAAAAAGTGATGCTGAAGAAGATGGCGGCACTGCCAGTCAAGAGGAGGACGATAGGAAACCT 

AAGGCAGAGGAGGATGAAAT T T T GAACAGAT CACCAAGAAACAGAAAGCCACGAAGAGAGT GAAACAAT T 

TTAAGAACTTGATCTGTGATTTCCTCTCCCTCCTCCCCTTCCCCTGCAAGCATGGTCCTGGGAGAGGACC 

TGGCACACCTTAGGTTGAACTCAGAAAACCTCCAGACATCACCATCAACAGGTTCCAGTCGAACACTAGC 

CCGTGTAATTTTAAACATCTAAGCAGTAAATAATTGCTGTTGTGAAATAAAGGACCCTGTTTCTGTAGAA 

AGAAGGCATATAACAT TAATAGT TGTGAAATGTAACATGAAGCAACTAACT TGT AT TT T TTGTTTTGTTT 

TGTTTTTAAACATCTTTGTTTTTTAAAATAGAGTGATAGAACTTTGCCAGTCTTTAAAATCTTGGCTTAA 

TTTAATATATTAATCTGTCCATGCAGAAATAACACCAACCTTTAGAAATGTTTGGGGGATGAATTGCAGT 

TTCTATAACCAAATTTTTAAGTTTGGTATTATGAAACATTCAAGTGTTCTCTGTCCCTTAAAATTGATAA 

TCATTGTTTAAAGTGCAGTCATTTGTGGTTATAGTCTTGTTTTGCTTGCTTCCATCACCCAGTTCCTCCT 

AAGAAAAC TGAGGAGAT GGACTGGATGGAAGCCCAAATTATAAAAGGT TCTGT T TCAGTTATATTAAAAA 

TAGATATACAGAAAGAAGAAACTTTTCCTCTTGGTGTTGGTTAGACCATACAGTGCGTGTGTTCTGTTGC 
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CCTTGGTAGCAGCTCTGTTCCCAGACGGCTCTGCAGTCCGTTGAGGAGGTGGTATGATGTGGCATTCGGG 
CAGTCATGCTTCCACAACTGGGAGTGTCTGGGCTCCAGCCTTCCGGAGCAGGTGGCTGTTTGAGGAATGC 
TCCCAGGGCATGGGAGCTCCCAAGCAGACGCAGATGTTTTCATCACTTCCTCCACTGTGTTGACACTGTC 
TCCTTCCCAGTTGTCCCAGATCCCCAGCTTTCTCCTCTGCTATGCATTTTCTTCACAGCGCACGTTGCAG 
TCCGTCACTGAAAATGATTATAAGCTCCGCATAGTGTTAAGCTTTATTGTGATTAAGTGTATGTTTCTTC 
CTTCTTTAAGCAGACCCACACCTTTCCAGGGTCAAAGTACAGGATAAGATACTGTCTTTCATTTTTATCC 
ATTTCTTTTGCTCTGTGTCAAGACTTGAAAAGTCTCAGCCAGAGGTGAGCCAATTCAGAATCTGTAATTG 
AACACAGGCTTAAAGTAT T T ATGGGAGGAGTGGCAT AACAGCATGAATT CTGAAT TTTTTTTTT T TTT TA 
GCTGCTAAACTTTTTAAGTCTTCATTTGCAGTTCATGTAACATTTGTGTCTTAAATTACATGATAAAGCA 
GTCCTGTTAAAAAATTCTGGGGGGGTATGTGGCTTGTAGAATTCTTTTAAGATGTGATCTTAGATTTTTT 
TTTTCGGAATTC 

>GBCA0360 |Acc|X59998 |Ver 1X59998.1 GI : 870 | C . f amiliaris mRNA for amylin. 

CCTCTGATATACTGACACTGAAACATTAAAAGTAAATTTGAGAAACAATGTGTCTCCTGAAGCTGCCAGT 

AGTTCTCATCATACTCTCGGTTGCATTAAACCATCTGAAGGCTACTCCCATTAAAAGTCACCAGATGGAA 

AAGCGGAAATGCAACACTGCCACGTGTGCGACTCAAGGCCTGGCAAATTTCTTGGTTCGTACTAGCAATA 

ATCTTGGTGCCATTCTCTCGCCTACCAATGTGGGATCCAATACATATGGCAAGAGAAACACAATTGAGAT 

TTTAAACAGGGGACCATTGAATTACTTACCACTTTAGAGGTCAACGCACCCCTATCATTCTTACTTTCAT 

GTATAAAAATATTCTAGTGATTTCTTGTGTAAGTTAACATTAGCATGAACATAAGTTTTTATGTACTATG 

TTTGTTAGTAGTACATATAAATTGTTATGGTAAGAATTGTTTTAACTTTAATGCTAATTAAGACCCCATC 

ATAAAAAGTCAATGTCTTTAAAAATGAAATGTTCTTGCTATAGATATTTATTTTGAAAACATATTAAAAA 

GTCATTCTTTTGCCTATATCTTTATGATCTGAGTTTGAGAACAAAAGAGAAAATAGTATTTGGAAACTTG 

GTAAATTGTAAACAGCGGAGAGTGAAGTTAAGCACATTAAAAAGGGCATTGAGGACCGCAGGTGAGGAGA 

GCTTGATGAGCATGATGTCATTGTCCAGGATCCAGCTGTTATAGTTGGGATGGCGGATGACCTTGGCGGA 

GTTGATGAACTGCTACAAGTCCCGCATCCAAGTGAGACTCGGAGAGTACAACATCGATGTCCTGGAGGGG 

AATGAGCAGTTCATCAACTCCGCCAAGGTCAT 

>GBCA0361 |Acc|X94608 ! Ver I X94 608 . 1 GI : 1359588 | C. f amiliaris mRNA for beta2-adrenergic 
receptor . 

CCGGGGCGCAGGCTGTGGGGGCCGCGCGGGCGAGCGCAGAGCACCCCGCGAGCTGGATGCGGCTTCCCGG 

CGCCCGCTCGCTGCCCGCGGCGCCGCCCCCGAGGTCCGCCCGCTGAGGCGCCCGTGCGCTCACCTGCCGG 

CCCGCGCGCCATGGGCCAGCCCGCGAACCGCAGCGTCTTCTTGCTGGCGCCCAACGGGAGCCACGCGCCG 

GACCAGGGAGACTCGCAGGAGCGGAGCGAGGCGTGGGTGGTGGGCATGGGCATCGTCATGTCGCTCATCG 

TCCTGGCCATCGTGTTCGGGAACGTGCTGGTCATCACGGCCATCGCCAGGTTCGAGCGTCTGCAGACGGT 

CACCAACTACTTCATCACCTCCCTGGCCTGTGCTGACCTGGTCATGGGCCTGGCGGTGGTGCCCTTTGGG 

GCCAGCCACATCCTCATGAAAATGTGGACCTTCGGCAACTTCTGGTGTGAGTTTTGGACTTCCATTGACG 

TATTGTGCGTCACGGCCAGCATCGAGACCCTGTGCGTGATCGCGGTGGACCGCTACTTTGCCATCAGCTC 

GCCCTTCAAGTACCAGAGCCTGCTGACCAAGAATAAGGCCCGGGTGGTCATTCTGATGGTGTGGATCGTG 

TCCGGCCTCACCTCCTTCTTGCCCATCCAGATGCACTGGTACCGGGCCACCCACCAGGAAGCCATCAACT 

GCTACGCCAAGGAGACGTGCTGTGACTTCTTCACGAACCAAGCCTATGCCATTGCCTCCTCCATCGTGTC 

CTTCTACCTACCCCTGGTGGTCATGGTCTTCGTCTACTCCAGGGTCTTCCAGGTGGCCCAGAGGCAGCTC 

CAGAAGATGGACAGATCGGAGGGCCGCTTCCATGCCCAAAACCTCAGCCAAGTGGAGCAGGATGGGCGGA 

GCGGGCACGGACATCGGAGGTCCTCCAAGTTCTGCTTGAAGGAACACAAGGCCCTCAAAACTCTGGGCAT 

CATCATGGGCACTTTCACCCTGTGCTGGCTGCCCTTCTTCATCGTCAACATAGTGCATGTGATCCAGGAT 

AACCTCATCCCTAAGGAAGTTTACATCCTCCTAAACTGGGTGGGCTACGTCAACTCTGCTTTCAATCCCC ' 

TTATCTACTGCCGGAGCCCTGACTTCAGGATTGCCTTCCAGGAGCTTCTGTGCCTGCGCAGGTCTTCCCT 

GAAGGCCTATGGGAATGGCTACTCCAACAACAGTAACAGCAGAAGCGACTATGCTGGGGAGCACAGTGGA 

TGTCACCTGGGGCAGGAGAAAGACAGCGAACTGCTGTGTGAGGACCCCCCAGGCACGGAAGACCGTCAAG 

GTACTGTGCCTAGCGATAGCGTTGATTCGCAGGGGAGGAATTGTAGTACAAACGACTCACTGCTGTAATG 

CAGCTTTTCTACTTTTTATGAACCCCCTCCCCGCAACGAAACACTATACAGACTATTTAACTTGAGTGTA 

ATAAATTTAGAATAAAATTGTATAGAGATGTGCAGGAGGAGGGACGGCCTTCTGCCTTTTTTTTTTTATT 

TTTTTAGGCTGTAAAAAAAAGAGAAAGCATATTCGAGTGATTGTTTGTTGTACAGTTCAGTTCCTTTTTT 

GCATGGAACGTGTAAGTTTGTGTCTGAAGGGCTTTGGTCCCAGAGGACCTGGGGCTGCTATGTTTTGATG 

ACTTTTCCGTGGATCTACCTCATTGATCAAGTATTAGGGGTAATATATATTGCTGCTGGTCATCTGTATG 

TGAAGGAGTCTTTTCTTCCTGCACCCTTGCACTGGAGGATCTTGAGTATCTCGGACCTTTCAGCTGTGAA 

CACGGACTCTGCTGGCCCCTCTTATTTGCTCAAACAGGGTGTTGTTGTAGGCAGGGATTTGAGGGGCAGC 

TTCAGTTGTGTTCCTGAGCAAAGTCTAAAGTTTACAGTAAATAAATTGTTTGACCATG 

>GBCA0362 ) Acc | U49457 | VerlU49457 . 1 GI : 1224105 | Canis familiaris hematopoietic progenitor 
cell marker CD34 mRNA, complete cds . 
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CCCCCCTCGGCCTCCAGGGCGGCGGCAACCCCGGCCCCCGCTCCCGTCCCCCGCCTGCGGGGCTGAGCCG 

AGCGCTCGCGGTGGCGGCGGCCAAGCGGAGGGGCCGGCCTTGCCAGGAACGCGGAGGGAGGGGTGGGGAG 

AGACAGCCAGCTCGCCCACCCCGCTCCGGGCGGAGGGCGGAGGGCGGCGGGCGGCGGGCGGCGGCGCGTC 

CCGGGGCCGAGCGCGTCTGTCCGGAGCCGAGCGGAGCGGCGCGGGAAGGATGCTGGCGGGCAGGGGCGCG 

CGCGCGGGCGGCGGGCTGCCGCGGGGCTGGACCGCGCTCTGCCTGCTCAGTCTGCTGCCCTTTGGGTTCA 

CAAAGACAGAAACCGTGATTACTCCTACCACAGTGCCAACCTCCACAGAAATAATGTCAGCTGTTTCTGA 

GAATACATCCAAACGGGAAGCCATCACACTAACTCCTTCTGGAACTACCACCCTGTACTCTGTCTCTCAA 

GACAGCAGTGGGACCACAGCAACCATCTCAGAGACTACAGTCCATGTCACATCTACCTCTGAGATCACCC 

TAACGCCTGGGACCATGAACTCTTCTGTTCAGTCGCAGACCTCTTTAGCTATCACGGTATCTTTTACCCC 

AACCAACTTTTCAACTTCAAGTGTGACCTTGGAGCCCAGCCTGCTACCTGGAAATGGTTCGGATCCCCCC 

TACAACAGCACCAGCCTTGTGACATCCCCCACGGAATATTATACATCACTTTCTCCTACCCCAAGTAGAA 

AT GACACCCCAAGTACC ATCAAGGGAGAAATCAAATGT T CCGGAGT CAAAGAAGTGAAAT TGAACCAAGG 

TATCTGCCTAGAGCTAAATGAGACCTCCAGCTGTGAGGACTTTAAGAAAGATAACGAAGAAAAACTGACC 

CAAGTCCTGTGTGAGAAGGAGCCAGCTGAGGCTGGGGCCGGGGTGTGCTCCCTGCTTCTGGCCCAGTCTG 

AGGTGAGGCCTCACTGCCTGCTGCTGGTCTTGGCCAACAAAACAGAACTTTTCAGTAAACTCCAACTTCT 

GAGAAAGCACCAGTCTGACCTGAAAAAGCTGGGGATCCGAGACTTCACTGAACAAGATGTTGGGAGCCAC 

CAGAGCTATTCCCGCAAGACCCTGATTGCACTGGTCACCTCAGGGATCCTGCTGGCTGTCTTGGGCACCA 

CTGGTTACTTCCTGATGAACCGCCGCAGTTGGAGCCCTACAGGAGAAAGGCTGGGCGAAGACCCTTATTA 

CACGGAGAACGGTGGAGGCCAGGGCTATAGCTCAGGCCCTGGGGTCTCCCCTGAGGCTCAGGGAAAGGCC 

AGTGTGAACCGTGGGCCTCAGGAGAACGGGACCGGCCAGGCCACGTCCAGAAACGGCCATTCAGCAAGAC 

AACACATGGTGGCTGATACAGAATTGTGACTCTGGGGGGGGAGTAAGGCTGGGCAGGGTCTGGGGAAGGG 

GCCCCTCCCAGCACCTGACCACATGCTGCCTCTGTGCTGGAGCTGCCACCACTTACATTCTAGCCTTTCC 

TGCTGCACACACCCTCCGAGGCCATTCCTGGGGCCCTGCACTGCACCAGGCCGAGGGGTTCTGTCCATCC 

TGGGGCCCGGGAGGTAACCCCTACCTTTTATACATTCATCTCACTAAGCCTAGAGTCTGGTCTCCTTTGA 

GAAAAGACATGAGGGAGACGTGCCAAAGTATAGAGAAGCTACCAGAGTTGGGGGGGTGGGGGGTGATGAT 

CTCACATCATTCACGTGTGGGCTTCTTCCCTCTTCCTCCTCTCTGCCTTATTAAAAGAACTTCCAGGGGG 

AAGCATGGCCTTTTCTGGGCTACAATGTCCTCCTGGGAGGCTTTGTCTTTTCCTGTGTCTTCCTCATGTC 

TGTCTCCTCTACTTTAGGGAAACCAAAGCACCTGCTCCTTTGTAATGCTATAGCCAGCAAGACTTGTTGT 

CTTAAACCGTCTCCCTTGTGCTGACACCAGCTCACTGTGGATTCAGGCAACCGGCTTCCCTCATGCTCTC 

CGGGCTCCCTGAGCTCCACACCTTCTCCCTGCACCTCTGTGTACAGAAGCCTGCACTGTTCTCTGGCTGA 

GCCTGGAACGAGACTCCAAGTTTTGAACAATGTCTTGTGTCTATGTTTGGGAGACAGCATAGGGATGCGT 

GGACACATGCGTTCCTATCTTTGGGGACAAATGAAGGAGAGGGGATGGCTCAGTCCTTGTCTCTCTGGGG 

CTCACAGAGTCTCATCTTGGGCCCCCGTTTCTCCCTGTGAGTCTCAGTGAACGGGACCAAGGGACCAGAT 

CTTGGAGCCAAGCCTCTTGACCCATGCACCTCTGAAGAAGCCCCTCGCTCGAAGGCTAGGTCCTGGCCTT 

GCCCTCTGATCCTGATGGCTTCCTCCTTCCTCCCTCTGACTCCTGGGTGAGCTGTGGACTCAGACTCCCA 

GCAGACTCCTTTCTGTCTCAGCCTCCCCGACCCCAACCCCCTCACTGTTCTGTACCCCCATATAGTCAGG 

GCCCCCGACATCTCCAGAGGACCTTCATCACAAGCCATCTCCTCTGTAGGTGGCCCAGGTTCTCATTTAT 

TTTTTTAGGTATTTTTTTTTTCCAGAGGGGTGAGCAGAGATCTTGGTTTCAATGACGGTTGGAAATAGAA 

CTTTCCAGAGATAGGAAGACTGGGTGGATTTTATTTCTGAATACAAAAATGGTGTGTGTAAATACTGTAA 

TTAAAGTGATACCGAGACACATCTGTTCTGTGTCGCTGCCCCAGCCAGGTGTGTCTGAATGCCACGGCGG 

TGTCCCTGGTGTCCCGGTCAGACCCGGCCAGACTTCCCAATGATGTGGTAGAGAGGGGTGACCCTGGAAA 

GAGGTGGGCCCATCTCGGGGGATACAGGCAAAAGCCAGGGTGCTGCCCCTTGGCCAAGTGTCCCTATGGG 

TGGGGGGGGTTGGAGG 

>GBCA0363 | Acc I U49359 | Ver | U49359 . 1 GI : 1305482 | Canis faiuiliaris cyclic-GMP 

phosphodiesterase gamma subunit (PDEG) mRNA, complete cds. 

GAGCACACCCGTGACCCTGAGACCTGCCCAGGGCTTGGACTTCCTCTGTTCAGCTGGTTGAGACCTGCAA 

GGGGGCCAGCCGCAGGGGGGCTGACTGGTGTGCCCCCAGCCCACAGCGTGAGGGAGTCTAGAAGCCAGAC 

GTCGCCGTGGGTTCTCTGCCAACCTGGCCATGAACCTGGAGCCACCGAAGGCCGAGATCCGGTCGGCCAC 

CAGGGTGATTGGGGGGCCCGTCACTCCCAGAAAAGGGCCCCCCAAATTTAAGCAGCGGCAAACCAGGCAG 

TTCAAGAGCAAGCCCCCCAAGAAAGGCGTCCAAGGGTTTGGGGACGACATCCCTGGAATGGAAGGCCTGG 

GGACAGACATCACGGTCATCTGCCCTTGGGAGGCCTTCAACCACCTGGAGCTGCACGAGCTGGCCCAGTA 

CGGCATCATCTAGCGCCAGAGCCTGACCCAGAGGCTTGGGGCCAGGGTCCCTGCCGCCCACTCCGCTCCC 

TGCTCCGGGTGCCTGCGAGGAGGCCGGCCCCCCCCCGCGGTGTCCAGATGGCCCAGTGTGTGTCTGGAGA 

CCCTCGCAGGGTGGCAGCCTCAGCCCCCAGACGCCCATTACCAGAAGCCCACCAGCTCCCTGCAGGACCC 

CTCGGGCCCTGCTTCACTACCACAAACACCGGCGCACAGACCTTCTCTTAGGGCAGGAAGGCCAGGCAGG 

TGTCCCAGGAATGTGCATCACACCCCGCTCCCCTCCTTTGGTCTAGTGACGAGGACGAGCCCCCCTCACT 

AGTCTTCCCAGCTGGCGCCCTTGAGCTGAGTGGGCAAGGGGGGGGGGTCCCCGGCGGCCTCAGAGCAGCA 
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GCCCTCTGAAGCCAACACAGCAGCAGGAAGCATCCTGTCCAGCATTGCCCATGCTTGCTGTCCCTGTTTC 
AGAGTAAAGTTAGTGTGGCCCCCAAAAAAAAAAAAAAAAAAA 

>GBCA0364 | Acc j Z75134 | Ver | Z75134 . 1 GI : 1770162 | C . familiaris mRNA for rod transducin beta 
subunit . 

TCTGGGGATCTAAGGATAGTGAAGAGAAAAGCATAGTGACTCCATATCTCAGATTCCTTGAGTTGGTATT 
GAAGAGCACTAGGAACCGAAGATGAGTGAACTTGACCAGTTACGGCAGGAGGCTGAGCAGCTTAAAAACC 
AAATTAGGGATGCTAGAAAAGCATGTGCAGATGCAACTCTCTCTCAGATCACAAACAACATCGACCCAGT 
AGGAAGAATCCAGATGCGCACCAGGAGAACGCTGAGGGGGCATTTGGCCAAAATTTATGCCATGCATTGG 
GGCACGGATTCCAGGCTTCTGGTCAGTGCCTCACAGGATGGCAAACTGATCATCTGGGATAGCTACACCA 
CAAACAAGGTCCATGCCATCCCTCTGCGTTCCTCATGGGTCATGACCTGTGCATATGCCCCTTCTGGGAA 
CTATGTGGCCTGTGGTGGCCTGGATAACATTTGCTCCATTTACAATCTGAAAACTCGTGAAGGGAATGTA 
CGTGTGAGCCGTGAACTGGCCGGACATACAGGTTATCTGTCCTGCTGCCGCTTCCTGGATGACAATCAGA 
TCGTCACCAGCTCTGGGGACACCACTTGTGCTCTGTGGGACATCGAGACCGGCCAGCAGACAACCACGTT 
CACTGGACACACTGGGGATGTTATGAGCCTTTCACTCGCTCCCGACACCAGACTGTTTGTCTCTGGTGCT 
TGTGATGCTTCAGCCAAACTCTGGGATGTGCGAGAAGGGATGTGCCGGCAAACTTTCACTGGCCACGAGT 
CCGACATCAATGCCATCTGTTTCTTTCCAAATGGCAATGCATTTGCCACTGGTTCAGATGATGCCACCTG 
CAGGCTGTTCGACCTTCGTGCAGACCAGGAGCTCATGACTTACTCCCATGACAATATCATCTGTGGGATC 
ACCTCGGTGTCTTTCTCCAAGAGCGGGCGCCTCCTCCTCGCAGGGTACGATGACTTCAACTGCAATGTGT 
GGGATGCACTCAAGGCCGACAGAGCAGGTGTCTTGGCTGGGCATGACAACCGTGTCAGCTGCCTGGGGGT 
GACTGACGATGGGATGGCCGTGGCGACGGGGTCCTGGGATAGCTTCCTCAAGATCTGGAACTAACGCTGA 
CAGCAGGTAGACGT CGTGGCGACTGGAAGAT CAT T C C AACCT TGAAGCGT TACAGT GAT AGCAT T TCCAA 
TCCACCCCTACTAACGTGGACGCCCTGCACCCCCTCAGAACTTCAAAAGGGCAAGACCTTTTCCTTCACT 
TATTGCTGAAATCAAGAGCAC2\ATTCCCACGAAGAGAAGAACCTCTGTGCTGTAAACTCAAACAAATTGT 
GCATTCCTCCCGGGACCATTGTCTTTGTTTCCTTTTTTGTCTTGGATGAATTTAAAAGGAAAAACTATAA 
T 

>GBCA0365 | Acc 1 U80800 | Ver | U80800 . 1 GI : 1737479 | Canis familiaris keratinocyte growth factor 
mRNA, complete cds . 

AGAGGTCAATGACCCAGGAGCAACAATCAACTCAAGATTTAATTTTCATTATGTTATTCATGAACACCCG 
GAGCACTACACTATAATGCGCAAATGGATACTGACATGGATCCTGCCAACTTTGCTCTACAGATCATGCT 
TTCACATTATCTGTCTAGTGGGCACTATATCTTTAGCTTGCAATGACATGACTCCAGAGCAAATGGCTAC 
AAATGTGAACTGTTCCAGCCCTGAGCGACATACAAGAAGTTATGATTACATGGAAGGAGGGGATATAAGA 
GTGAGAAGACTCTTCTGTCGAACACAGTGGTATCTGAGGATTGATAAACGAGGCAAAGTCAAAGGGACCC 
AAGAGAT GAAGAACAGT T ACAATAT CAT GGAAAT CAGGACAGTGGCAGT TGGAATAGTGGCAAT CAAAGG 
GGTGGAAAGTGAATAT TAT CTTGCAAT GAATAAGGAAGGAAAGC TC TAT GCAAAGAAAGAATGCAATGAA 
GAT T GCAACTTCAAAGAAT T AAT T CTGGAAAACCAT T ACAACACATAT GCATCAGC TAAATGGACACACA 
GCGGAGGAGAAATGTTTGTTGCTTTAAATCAAAAGGGGGTTCCTGTAAGGGGGAAAAAAACGAAGAAAGA 
ACAAAAAACAGCCCACT T T CT TCCTAT GGCAATAACAT AAT CATATATGGTATATA 

>GBCA0366 j Acc | L76184 | Ver | L76184 . 1 GI : 1237264 j Canis familiaris galactocerebrosidase mRNA, 
complete cds. 

ATGACGGCCGCCGCGGGTTCGGCGGGCCACGCCGCGGTGCCCCTACTGCTGTGCGCGCTGCTGGTGCCCG 
GCGGCGCGTACGTGCTGGACGACTCCGACGGGCTGGGCCGGGAGTTCGACGGCGTCGGGGCAGTCAGCGG 
CGGCGGGGCAACCTCCCGACTTCTAGTAAATTATCCAGAGCCCTATCGTTCTCAAATATTGGATTATCTC 
TTTAAGCCAAACTTTGGTGCCTCTTTGCATATTCTAAAAGTCGAAATAGGTGGTGATGGGCAGACAACAG 
ATGGTACTGAACCCTCCCACATGCACTATGCATTAGATGAGAATTTTTTCCGAGGATATGAGTGGTGGTT 
AATGAAGGAAGCTAAGAAGCGGAACCCTAATATTATACTCATGGGGTTGCCATGGTCATTTCCTGGATGG 
ATAGGAAAAGGTTTCAACTGGCCTTACGTGAATCTTCAGCTGACTGCCTACTATATCATGACCTGGATTG 
TGGGTGCCAAGCATTATCATGATTTGGACATTGATTATATCGGGATTTGGAATGAGAGGTCATTTGACAT 
CAATTATATCAAGGTGTTAAGAAGAATGCTGAACTATCAAGGTCTTGATCGAGTGAAAATCATAGCGAGT 
GACAATCTCTGGGAGCCCATTTCTGCTTCTATGTTGCTTGACTCTGAGCTTTTGAAAGTGATTGATGTTA 
TAGGAGC TCATTATCCTGGGACCCATACAGTAAAGGAT GCGAAGT T GACTAAGAAGAAAC TT TGGTCT TC 
TGAAGATTTTAGCACTTTAAATAGTGATGTGGGTGCAGGCTGCTTGGGCCGCATATTGAACCAGAATTAT 
GTCAATGGCTACATGACTGCCACAATTGCTTGGAATTTGGTGGCTAGTTACTATGAACAGTTGCCTTATG 
GACGATGTGGATTGATGACTGCTCAGGAGCCATGGAGTGGGCACTATGTAGTAGAGTCTCCTATCTGGGT 
ATCAGCTCATACCACTCAGTTTACCCAACCAGGTTGGTATTACCTGAAGACAGTTGGTCATTTAGAAAAA 
GGAGGAAGCTACGTGGCCCTGACAGATGGCTTAGGTAACCTCACCATCATCGTTGAAACTATGAGCCATA 
AACAGTCTGCTTGTATAAGGCCGTTTCTGCCTTACTTCAACGTGTCACGTCAGTTCGCTACCTTTGTTCT 
TAAGGGTTCTTTTAGTGAAATACCAGAGCTACAGGTGTGGTATACGAAGCTTGGAAAACCATCTGAGAGA 
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TATCTTTTTAAACAACTGGATTCTCTATGGCTCCTCGACAGCAGCAGCACTTTCACCCTGGAGCTTCAGG 
AGGATGAGATCTTCACACTCACCACTCTCACTGTGGGGAGCAAGGGTAGCTACCCGCTGCCTCCCAAGTC 
CGAGCCTTTCCCGCAAATTTATGAAGATGATTTCGATGTTGATTACCCATTTTTTAGTGAAGCTCCGAAT 
TTCGCTGATCAGACTGGCGTCTTTGAATACTTTACGAACATTGAAGACCCTGGAGAGCATCGTTTCACAC 
TGCGCCAAGTTCTCAATCAGCGGCCCATTACTTGGGCTGCTGATGCATACAATACCATCAGTATTATAGG 
AGATTACAAATGGTCCAATCTGACTGTAAGGTGTGATGTTTACATAGAGACTCCTGAGAAGGGAGGCGTG 
TTCATTGCCGGAAGAGTAAATAAAGGTGGTATCCTGATTAGAAGTGCCAGAGGAATTTTCTTCTGGATTT 
TTGCAAATGGAACCTACAGAGTTACAGGTGATCTAGCTGGATGGGTCATATATGCTTTAGGACGTGTTGA 
CGTTACAGCAAAAAAATGGTATACGCTCACGTTAATTATTAAGGGCCGGCTGTCCTCTGGCATGCTGAAC 
GGCAAGACTGTCTGGAAGAACATCCCTGTGAGTTTTCCGAAGAACGGCTGGGCCGCCATTGGAACTCACT 
CCTTTGAATTTGCACAGTTTGACAACTTTCATGTGGAAGCCACGAGATAATATTCACAGAGTACCCTAGA 
ACCACTCTTTGGATTTTCTTTCTTTCTTTTTGGTTTTGATTCAGAGCCAATTCTTTTGGTGGATCAATGT 
GTGAGCCTCTTGGAGGCCAACAATAGTGAAGAGTAAATGGGGAGAGAACTATATCTTTGTTTGATCTTCT 
GGAAGATATTCTTAGAAGTAATGCCCAGGGGAACCAGATGGATCTTAAAGATTACCCGATATGTCCCCTA 
GAATTCAAGCTGTGCAGTGGTCCTATTGTTAGAAGAGTGGTTTGGGTGGTTCCCACCTCGAAGCCTTGGC 
ATTCATGCTGAGATGGCTCTCTTCCTCGTACGTGCAAGGGATTGTGCTGACTGCAGGAACTTGATCATCA 
CAGGAACGGACTGTGTGTCTGAGTGAGCAGATGGCCTCATCCCGAGGTAATGCCACACTATAGGGAGCTG 
AAGAACACTGGAAGTGCTGCT T T T TGAAAACCACT TAAACACAATAATCTTACACTCTAGAGAGTAT T T T 
TTCTTTTCCTTTATATGATGATGCTTTTAAATTATAAATATGATGAGTGGATGATTTAGAAAATGCCTCA 
TTAATAAACTACCTCTCAAGCTATTTCTGCAGTAATAAATATGAGCAGATTAAAAAAAAA 

>GBCA0367 | Acc ! S81472 | Ver | S8 1472 . 1 GI : 1478374 I c-yes=proto-oncogene [dogs, spleen, mRNA, 
1742 nt] . 

CGTAGGGGGCCTGACGGGGGGGTAGGCGCCGGAAGGCTGGGGGGCCCGAAGCCGGGCCCGCGTGGCCCGA 
GTTCCGGTGAGCGGCCGGCGGGGCGCAGCAAATGGGCTGTATTAAAAGTAAGGAAGACAAAGGACCAGCA 
ATCAAGTACAGAAACACTCCAGAGCCTGTCAGTGTGAGCCATTACGGAGCAGAACCCACTCAAGCAACAC 
CGTGGCCGTCATCATCAGGATGGGGAACTGCTTTTAATTTCAGCAGTCTTTCCATGACAGGATTTGGAGG 
ATCCTCAGGGGTAACGCCTTTTGGAGGTGCATCTTCCTCATTTTCAGTGGTGCCAAGTCCATATCCTGCT 
GGTTTAACAGGTGGTGTTACTATATTTGTGGCCTTATATGATTATGAAGCTAGAACTACAGAAGACCTTT 
CATTTAAGGGAGGT GAAAGATT TCAAATAAT TAACAATACGGAAGGAGAT TGGTGGGAAGCAAGATCAAT 
CGCTACAGGAAAGAATGGTTATATCCCGAGCAATTATGTAGCGCCTGCAGATTCCATTGCTGCAGAAGAA 
TGGTATTTTGGCAAAATGGGGAGAAAAGATGCTGAAAGATTACTTTTGAATCCTGGAAATCAACGAGGTA 
TTTTCTTAGTAAGAGAGAGTGAAACAACTAAAGGTGCTTATTCCCTTTCTATTCGTGATTGGGATGAGAT 
AAGGGGTGACAATGTGAAA.CACTACAAAATTAGGAAACTTGACAATGGTGGATACTATATCACAACCAGA 
GCACAATTTGATACTCTGCAGAAATTGGTGAAACACTCCACAGAACATGCTGATGGTTTATGGCACAAGT 
TGACAACTGTGTGTCCAACTGTGAAACCTCAGACTCAAGGTCTAGCAAAAGATGCTTGGGAAATCCCTCG 
AGAATCTTTGAGACTAGAGGTTAAACTAGGACAAGGATGTTTCGGCGAAGTGTGGATGGGAACATGGAAT 
GGAACCACGAAAGTAGCAATCAAAACACTAAAAC TAGGT ACAATGATGCCAGAAGCTT TCC T T CAAGAAG 
CTCAGATAATGAAAAAATTAAGACATGATAAACTTGTTCCACTATATGCTGTCGTTTCTGAAGAACCAAT 
TT ACAT T GTCAC TGAAT T TATGT CAAAAGGAAGCT TAT TAGAT TTCCTT AAGGAAGGAGATGGAAAGTAT 
TTGAAGCTTCCACAGCTGGTTGATATGGCTGCTCAGATTGCTGATGGTATGGCATATATTGAAAGAATGA 
ACTATATTCACCGAGATCTTCGGGCTGCTAATATTCTTGTAGGAGAAAATCTTGTGTGCAAAATAGCAGA 
C T TTGGT TTAGCAAGGT TAAT TGAAGACAATGAATACACAGCAAGACAAGGTGCAAAATT T CCAATCAAA 
TGGACAGCTCCTGAAGCTGCACTGTATGGTCGGTTTACAATAAAGTCTGATGTCTGGTCATTTGGAATTC 
TGCAAACAGAACTAACAACAAAGGGCCGAGTGCCATATCCAGGTATGGTGAACCGTGAAGTCCTAGAACA 
AGTGGAGCGAGGATACAGGATGCCTTGCCCTCAGGGCTGTCCAGAATCCCTCCATGAATTGATGAATCTG 
TGTTGGAAGAAGGACCCTGATGAAAGACCAACATTTGAATATATTCAGTCCTTCTTGGAAGACTACTTCA 
CTGCTGCAGAGCCACAGTACCAGCCAGGGGAAAACCTATAATTCAAGTGGCCTGCAACTGGG 

>GBCA0368 | Acc | S77412 | Ver | S77412 . 1 GI : 945182 | CE5— epididymal secretory protein [dogs, 
epididymides, mRNA Partial, 484 nt] . 

CTCATCTCTAAAAGCTATCAAGACAGCCACCAAGATTCTCCAAAGATGAAGGGCTTCCTCTTGCTCCTAC 
TTACCATCAGTCTCCTGGTTATGATTCAGATACAAACTGGAGTCCTGGGGAACAGTACCACTCCTCGAAT 
GACCACCAAGAAAGTCAAGAGTGCGACCCCAGCACTCAGCAGCCTGGGCGGTGGCAGTGTCCTTCTCTTC 
TTGGCCAACACCCTCATCCAGCTCTTCTACCTCAGCTGAGGTGACATGCCTCAGCCCTAGCCCTGTGCCC 
CCTGAGATAGCTGCCACCATCGCTAGCGAGAGAAGCTCCCCCCACCCACCACCACAGGTCCAGGAGGGGT 
GGATGCCAGAGATCACCAGGT TGT TGGAAT TAAACGGTAGTGCC TT GGAGGCAATGACCGACACAGGGAG 
GTACTGATACGGAGGGGCAAGCACCACCCAGCTGGGGGTCAATAAACATGTCCTGTACTCGGAA 

>GBCA0369 | Acc ) S77395 | Ver | S77395 . 1 GI : 945180 | CE4=epididymal secretory protein [dogs, 
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epididymides , mRNA Partial, 552 nt] . 

CACCATGCCTGCCTGCCGCCCCGGTCCTCTGGCCGGCGCCCTGCTCCTGGGCCTGCTGCTGCTCGGCCTC 
CCCCGGGTCCCAGGCGGAGAAGTGGAGAAGACCGGCGTGTGCCCCCAGCTACAGGCGGACCTGAACTGTA 
CGCAGGAGTGCGTCTCGGACGCCCAGTGCGCAGACAACCTCAAGTGCTGCCAGGCCGGCTGCGCCACCAT 
TTGTCACCTGCCCAACGAAAAGGAGGGTTCCTGCCCCCAGGTGAACACTGACTTCCCCCAGCTCGGCCTC 
TGTCAGGACCAGTGCCAGGTGGACAGTCACTGTCCAGGCCTGTTAAAATGCTGCTACAATGGTTGCGGGA 
AGGTGTCCTGTGTCACTCCCATCTTCTGAGCTCCAGCCACCATAGCCCAAGGAGTGGGGGAGTGGAAGTT 
TCTGTCCAGCCCTGCCTGGCTCCAGCTCGGCTCCAGGCCCGCCGTCCTCTTGTCTTTCTGGCCTGTACAC 
CCGCTCCAGAGCTAAGCGCAGCTTCTTCCTTTTCCAACCAATAAAGTGACCGCTTCCAGCAA . 

>GBCA0370 |Acc|S77411|Ver|S77411.1 GI : 945178 | CEl=epididymal secretory protein [dogs, 
epididymides, mRNA Partial, 1222 nt] . 

GGCACGAGCGGCAC6AGGCGATGCGTCTCTTGGTCGCCGCGTTCCTGCTCCTGGCGCTCGGCGACCTCGG 
CCCTGGCGGAGCGGTGCATTTCAAGGACTGTGGTTCTGCAGTTGGAGTTATAAAAGAACTGAATGTGAAC 
CCATGCCCTGCCCAGCCTTGCAAACTGCACAAAGGCCAATCTTACAGTGTCAATGTCACCTTCACCAGTA 
ATATTCCATCTCAAAGTAGCAAAGCCGTGGTGCATGGCATCGTGTTGGGCGTCGCAGTTCCCTTTCCCAT 
TCCTGAGGCTGATGGTTGTAAGAGTGGAATCAACTGCCCCATCCAGAAAGATAAGACCTACAGCTACCTG 
AACAAACTGCCAGTGAAGAACGAATACCCCTCTATAAAACTGGTGGTGCAGTGGATGCTTCTGGGCGACA 
ACAATCAGCATCTCTTCTGCTGGGT^AATCCCAGTTCAGATTGAAGGCTAGTGCTGTTTAGGCCAGTATGT 
CATCTGGGGGTGAGAGAGCACAGTGGAGGGAGGAGGAGAAATCAGTCTAACTAATACGTGCCATAAGACG 
AAGGAATTTCCACACCACCATTTTATGCTTCTCAGCCTCCAGAAGGTTCCAGACCTGTTCCTGAGAGCTC 
AGAACTATTGCCCTTGTAATATCTTCTTTGAAGGGTTAGAGGGAAGAAGAGAGAGGGAGGGATAGGCATG 
AATTTAATTGTCCTCAGTGTTTCTTGCTGTTGGAATACGGAGGGTCCAGCGGGTCAGGACCCAAATGAGG 
CTGCACAGGGCCCTTGGATAATTTGCCCTCGGGTGATCAGTCTTTGCAGCGGAGGACGGGTTCCCAACCT 
CCCTCACCTCCTGGGATATTACATCCGCAAGTTCCTCATCTCCAAGTGCCTCCTTGAGTTCCGTACATTG 
GCCAGCAAGTCTGCGTACCTGTGACAGCACCTCCAGCTCTGCTGCTTCAACAACAGGTACTGGCTGTCCA 
GTGGTGCCCAGCATGTCAATGGAGGGGACATGCTCAACCACAGAAACTCACGTCTGAGTGGCCAGTTCTC 
TATAGTTCTCTCCTGTCTCCTTTTCTGTCTAAGGTGGTTTTCATTAAATGCAGCACTTGATTAGCAGATG 
TTTGATTTTTTTTTTTTTTAACAACACTAACTTGTGGCCTCTTTGTGCAACTGGAAATGTCCTTTTGAAT 
AAATAAAACTTTGGTGGTCTTGTCTTCTGCAA 

>GBCA0371 ' |Acc|S75369|Ver|S75369.1 GI : 833923 | tissue factor pathway inhibitor=f actor Xa- 
dependent inhibitor of factor Vila-tissue factor complex of blood coagulation [dogs, 
endothelial cells, mRNA, 1260 nt] . 

ATGGGAAAGCAGTCTTTCCAAGAACTTTCTGCAAGGCTCGCTGAGATGATTTATACAATGAAGAAAGAAC 

AGATATTTTGGGTGTCTACATATCTGCTGCTTAATTGTGCCTCTGCCCCTCTTAATGCCGTCCTTGATGA 

AAGTGAAGAATATCCCGGAATTACAGATGAGTTGCCACCACTGAGACTTTTACATTCGTTTTGTGCTTTG 

AAAGCGGATAATGGCCCATGCAGAGCAATGATTAGGAATTATTTTTTCAACATTCACACTCAACAGTGCG 

AAGAATTTATATATGGGGGATGTGAAGGAAATCAAAATCGATTTGAAAGTCTGGAAGAGTGCGAAGAAAA 

ATGTGTAAGAGTTTATCCAAAGGCTAAGACGGAGACATTAGAAAAAGTTCTAGAAAAGCCAGATTACTGC 

CATATGAACGAAGACAGCGGACTCTGTCGAGGTTTTGTCACTAGGTATTATTATAACAACGTGTCAAGTA 

AATGCGAAGGCTTCAAGTACGGCGGGTGCCTTGGCAATCTAAACAACTTTGAAACGCTGGAACAATGCAA 

GAACACCTGCGAGGGCAGCATTGATTTGCTGATGGATGAGACAGTGAATAATACAGGATCGCCTGGGTCT 

ATGAATAATACATCCCTGTTTAATTCTGGGGATAGCCTGTTACCAGCTGATTCTGGGGATAGCATGCCAC 

CT GAT TCTGAGAT TGGTGGAT TACAACACGAT TCTGAGAGTGGT GGATT ACAACACGAT TCT GAGAGTGG 

T GGAT TACAACACGATTCTGAGAGTGGTGGATTACAACACGATT CT GAGAGTGGTGGATTACAACACGAT 

TCTGAGAGTGGTGGATTACAACACGATTCTGGGGATAATACATCACCTCCGGTTTCTGTGAATAATGACT 

CTTTCACTCCCCGGCCTCCCACGGTTTCCAGCTTTTTAGAGTTCTACGGTCCTTCCTGGTGTCTGACCCC 

AGCAGACAGAGGGCTGTGTCACGCCAACGAGAGCCGATTCTACTATAATTCAGTCATTGGGAAATGCCGC 

CCTTTTAAGTACAGTGGATGTGGAGGGAATGAAAATAATTTCACTTCTAAAAAAGCATGCCTTACAGCTT 

GCAAAAAAGGT TTCATGCAAAGAATATCAAAAGGAGGAT T AATTAAGACCAAAAGAAAAAGAAAGAAGCA 

GACCGTGAAAATAGTATAT GAAAAAAT T T TTGT TAAAAAACTATAAATT TGTTACACTAT TACAT CAGCT 

>GBCA0372 | Acc | S74068 | Ver | S74068 . 1 GI : 802044 j tumor necrosis factor alpha [dogs, 

peripheral blood lymphocytes, mRNA Partial, 719 nt] . 

GAAAGGACACCATGAGCACTGAAAGCATGATCCGGGACGTGGAGCTGGCCGAGGAGCCGCTCCCCAAGAA 
GGCGGGGGGCCCCCCGGGCTCCAGAAGGTGCTTCTGCCTCAGCCTCTTCTCCTTCCTCCTCGTCGCAGGG 
GCCACCACACTCTTCTGCCTGCTGCACTTTGGAGTGATCGGCCCCCCAGAGGAAGAGCTCCCAAATTGCC 
TCCAACTAATCAGCCCTCTTGCCCAGACAGTCAAATCATCTTCTCGAACCCCAAGTGACAAGCCAGTAGC 
TCATGTTGTAGCAAACCCCGAAGCTGAGGGGCAGCTCCAGTGGCTGAGCCGACGTGCCAATGACCTCCTG 



1360 



WO 2005/067649 



PCT/US2005/000517 



GCCAATGACGTGGAGCTGACAGACAACCAGCTGATAGTGCCGTCAGATGGGTTGTACCTCGATAGCTCCC 
AGGTCCTCTTCAAGGGCCAAGGGTGCCCTTCCACCCATGTGCTCCTCACCCACACCATCAGCCGCTTCGC 
CGTCTCCTACCAGACAAAGGTCAACCTACTCTCTGCCATCAAGAGCCCTTGCCAAAGGGAGACCCCAGAG 
GGGACCGAGGCCAAGCCCTGGTACGAGCCCATCTACCTGGGAGGGGTCTTCCAACTGGAGAAGGGTGATC 
GACTCAGCGCTGAGATCAATCTGCCTAACTATCTGGACTTTGCCGAGTCTGGGCAGGTCTACTTTGGGAT 
CATTGCCCTGTGAGAATTC 

>GBCA0373 | Acc | S4 9738 | Ver | S49738 .1 GI : 233566 | granulocyte-macrophage colony-stimulating 
factor [dogs, mRNA, 809 nt] . 

AGGAGGATGTGGeTGCAGAACCTGCTTTTCTTGGGCACTGTGGTCTGCAGCATCTCTGCACCCACCCGCT 
CACCCACCCTTGTCACTCGGCCCTCTCAGCACGTGGATGCCATCCAGGAAGCCCTGAGCCTTTTGAACAA 
CAGTAATGACGTGACTGCTGTGATGAATAAAGCAGTAAAAGTGGTCTCTGAAGTGTTTGACCCTGAGGGG 
CCAACATGCCTGGAGACCCGCCTACAGCTGTACAAGGAGGGCCTGCAGGGCAGCCTCACCAGCCTCAAGA 
ATCCCTTAACCATGATGGCCAATCACTATAAGCAGCACTGTCCCCCTACCCCGGAATCTCCCTGTGCAAC 
CCAGAATATTAACTTCAAAAGTTTCAAAGAGAACCTGAAGGATTTTCTGTTTAACATCCCCTTTGACTGC 
TGGAAACCAGTCAAGAAGTGAGGCAGACCAGTCCAGCCAGGAGCCAGCCCAGTCCAGCCAGAAGCCAGCC 
CTGAGAGCATACCTCATACCTCACAAGTCACTGCCTTTCTACCCATGGATTGCTGAAACTCAGGATCTTC 
ACCTTTGAGGGACACCGGGTGGACCAGGGCAGTAGAGGGGGCATGGACTTGCTCTGGCCATGCTGCCCGG 
ATACCAGCTTGGTATGGGGAGCGGGGAATGTTTTATACTGGCAGGGATCAGTAATATTTATTTATATATT 
TATGTAT TT TAATAT TTATT TAT TTAT T TAT T TAAGATCATACTC T GTAT T TAT T CAAGACATT T TAG TA 
T TAT AATAAAT TAT TAAAAGCCT GT TAAAAAAAAAAAAA 

>GBCA0374 | Acc | U69963 | Ver | U69963 . 1 GI : 154 683 6 | Canis familiaris delayed rectifier 
potassium channel protein mRNA, complete cds . 

ATGGCAGAAAAGGCACCTCCTGGCCTGAACAGGAAGACCTCCAGGTCGACCCTCTCCCTTCCACCCGAGC 
CCGTGGACATCATTAGGAGCAAGACGTGCTCGCGGCGGGTTAAGATTAACGTGGGCGGCCTCAACCACGA 
GGTCCTGTGGCGCACGCCGGACCGCCTGCCGCGCACGCGCCTGGGGAAGCTGCGGGACTGCAACACGCAC 
GAGAGCCTGCTCGAGGTGTGCGACGACTACAACCTGGGACACAACGAGTACTTCTTTGACCGGCACCCGG 
GGGCCTTCACGTCCATTTTAAATTTCTACCGGACCGGGAAGCTGCACATGATGGAAGAGATGTGCGCGCT 
CTCCGTTGGCCAGGAGCTCGACTACTGGGGCATCGACGAGATCTACCTGGAGTCGTGCTGCCAAGCCAGG 
TACCATCAAAAGAAGGAGCAGATGAACGAGGAGCTGAGGCGGGAGGCCGAGACCATGCGAGACGGGGAGG 
GGGAAGAGTTCGATAACACCTGCTGCCCCGAGAAAAGGAAGAAGTCTCGGGACTTGCTGGAGAAACCTAA 
CTCGTCGGTGGCTGCAAAGATCTTGGCCATCGTGTCTAACCTGTTCATCGTACTCTCCACCATCGCACTG 
TCTCTCAACACTTTACCAGAGCTGCAGGAAATGGATGAGTTTGGACAACCCAACGACAACCCCCAGTTGG 
CACACGTGGAGGCTGTGTGTAATGCTTGGTTTACCATGGAGTACCTCTTACGCTTCCTGTCGTCACCAAA 
TAAGTGGAAGTTCTTTAAAGGCCCACTAAATGTCATTGATTTGCTGGCCATCTTGCCCTATTATGTCACC 
ATCTTCCTCACGGAGTCCAACAAGAGCGTGCTGCAGTTCCAGAACGTGCGGCGCGTCGTTCAGATCTTCC 
GGATCATGCGCATCCTCCGGATCCTGAAGCTGGCCAGACATTCCACAGGCCTGCAGTCTTTGGGGTTCAC 
CCTCAGACGGAGTTACAACGAGTTGGGCTTACTGATACTATTTTTGGCCATGGGGATAATGATATTTTCC 
AGCCTGGTTTTTTTTGCTGAGAAGGATGCCGATGCTACCAAGTTCACCAGTATCCCAGCGTCGTTTTGGT 
GGGCCACCATCACCATGACCACCGTGGGCTACGGTGACATTTACCCCAAGACACTACTAGGGAAAAGCGT 
GGGAGGCCTCTGCTGCATTGCGGGGGTTCTGGTGATTGCCCTTCCCATCCCGATCATCGTGCCTCCTTTT 
TCTGAATTTTACAAGGAGCAGAAACGCCAGGAAAAAGCGATTAAAAGGCGGGAGGCTCTGGAGCGGGCCA 
AAAGGAACGGAAGCATCGTTTCTATGAACTTAAAAGATGCCTTTGCTCGAAGCATGGAACTGATAGACGT 
GGCCGTGGAGAAGGCAGGCGAGTCGTCCAGTACCAAGGACTCGGCTGACGATAACCACCTCTCTCCAAGC 
CGGTGGAAGTGGGCCAGGAAAGCTCTGTCGGAAACAAGCTCCAACAAGTCTTACGAGAACAAGTACCAGG 
AGGTGAGCCAGAAGGACTCCCACGAGCAGCTGAACAACACGTCTTCCTCCAGCCCGCAGCATCTGAGCGC 
CCAGAAGCTGGAGATGCTCTACAACGAGATCACCAAGACCCAGCCTCACCCCGCCCCGAACCCCGACGGC 
CAAGAGCAGCCCGACAGGCCATCCGCCTACGAGGAGGAGATCGAAATGGAAGAGGTGGTCTGCCCGCAGG 
AGCAGCTGGCCGTGGCGCAGGGCGAGGTCATCGTGGACATGAAGAGCACGTCCAGCATAGACAGCTTCAC 
CAGCTGCGCCACCGACTTCACCGAGACGGAGAGGTCGCCCCTGCCACCACTCTCCGCCTCCCACCTGCAG 
ATGAGGTTCCCCCCCGACCTCGCAGGGACCGACGAGCACCAAAGAGCCCGGGGGCCCCCGTTCCTGATGC 
TCGCCAGGGGGAAGGGGCCCGCTGGCAGGGATGCCATCCTGGAATATGCTCCAGTCGACATAACGGTGAG 
CCTGGATGCCAGCGGTTCCAAAGTGGGCTCACATGGTCCCCTGCAGCCCGACAGTGCCTCGGAGAGCCCC 
AAGAGTTCGCTGAAAGGCAGCAACCCCCTGAAATCCAGATCGCTCAGAGTGAACTTCAAGGAGAACAGAG 
GCAGCGCCCCGCAGACCCCCCCCAGCACAGCCCGGCCGCTGCCCGTCACCACGGCGGACTTCTCCCTCAC 
CGCCCCGCAGCTCATCAGCACCATCCTCCTAGAAGAGACCCCCTCCCAGGGAGACAGGCCTTGCTGGGCG 
CCGAGGGCTCGGCACACTGTCAGGGACCTTCCAAGGGGCTGTCCCCCCGGTTTCCCAAGCAGAAACTCTT 
TCCTTTCTCATCAAGAGAGAGGAGGAGCTTCACTGAAATAGACACTGG 
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>GBCA0375 | Acc | X83591 | Ver | X83591 . 1 GI : 619067 | C . canis Pax8a mRNA. 

ATGCCGCACAACTCCATCAGATCCGGCCATGGAGGGCTGAACCAGCTGGGAGGGGCCTTTGTGAACGGCA 

GACCTCTGCCTGAAGTGGTACGTCAACGCATCGTGGACCTGGCCCACCAGGGCGTGAGGCCCTGTGACAT 

CTCCCGCCAGCTCCGAGTCAGCCATGGCTGTGTCAGCAAGATCCTTGGCAGGTAGTACGAGACTGGAAGC 

ATCCGGCCTGGAGTGATAGGGGGCTCTAAGCCTAAGGTGGCCACCCCCAAGGTGGTGGAGAAGATTGGAG 

ACTACAAACGGCAGAACCCTACCATGTTTGCCTGGGAGATCCGAGACCGGCTCCTGGCTGAGGGTGTCTG 

TGACAACGACACTGTGCCCAGTGTCAGCTCTATCAACAGAATCATCCGGACCAAAGTGCAGCAACCGTTC 

AACCTCCCCATGGACAGCTGTGTGGCCACCAAGTCCCTGAGCCCAGGACACACGCTGATCCCCAGTTCAG 

CTGTCACGCCCCCAGAGTCACCCCAGTCAGACTCCCTGGGATCCACCTACTCCATCAACGGGCTCCTGGG 

GATTGCTCAGCCCGGCAGCGACAGCAAGAGGAAGATGGATGACAGTGACCAGGACAGCTGCCGGCTGAGC 

ATCGACTCCCAGAGCAGCAGCAGCGGGCCCCGCAAGCACCTTCGCACGGACGCCTTCAGCCAACACCACC 

TTGAGCCACTCGAGTGCCCATTCGAGCGGCAGCACTACCCGGAGGCCTATGCCTCCCCCAGCCACACCAA 

AGGCGAGCAGGGCCTCTACCCGCTGCCCCTGCTCAACAGCGCCGCCCTGGACGACGGCAAGGCCACCCTG 

ACCCCTTCCAATACACCCCTGGGGCGCAACCTCTCGACTCACCAGACCTACCCCGTGGTGGCAGATCCTC 

ATTCACCCTTCGCCATAAAGCAGGAAACCCCCGAGGTGTCCAGTTCTAGCTCCACCCCTTCCTCTTTATC 

TAGCTCCGCCTTTTTGGATCTGCAGCAAGTCGGCGGCGCCGGGGTCCCAGCCGGTGCCTCGGTCCCGCCC 

TTCAATGCCTTTCCCCATGCTGCCTCCGTGTACGGGCAGTTCACGGGCCAGGCCCTCCTCTCAGGGAGAG 

AGATGGTGGGACCCACACTGCCCGGATACCCACCCCACATCCCCACCAGTGGACAGGGCAGCTATGCCTC 

TTCTGCCATCGCAGGCATGGTGGCAGGAAGCGAATACTCTGGCAATGCCTACGGCCACACCCCCTACTCC 

TCCTACGGCGAGGCCTGGCGTTTCCCCAACTCCAGCTTGCTGAGTTCCCCATATTATTACAGTTCCACAT 

CAAGGCCAAGTGCGCCACCCACCACCGCCACGGCCTTTGACCATCTGTAG 

>GBCA0376 |Acc|X69164 L0647 9 | Ver | X69164 . 1 GI : 4 02557 j C. canis mRNA for mucin." 

AACCCCGGAACGGGTGCGGGGTGTTCAAGAATGTCCATTCTCAAGATCCATGCCCGTGAAATCTTTGATT 

CCCGTGGGATACCCACTGTTGAGGTAGACCTCTACACCACCAAGGGTCTGTTCAGAGCTGCTGTTCCCAG 

CGGTGCCTCAACTGGAATTTATGAAGCTCTGGAACTTGTGACAATGACAAGGACACCTACAGGGAAGGTG 

TCTCAAAAAGCTGTTGAGACATCAATAAAAACAATTGCACCCGCACTGATTAGCAAGAATGTCAATGTAG 

TGGGAGCAAAGACAAGAT TGACAACAACTGATGCTGGGACAT GGATGGATCAGAGAACACGCGCGT C AGG 

CACTACAACGTACCCTCCGCAGGCCGGACCCCAAACGCCGACCCCACTCTCCACACCCGCATCATCATCA 

GGACCACAGCCTAGGTTCTACCCTTCCTCCGTGCTTTCTGCTGTGTCCGAAACGACACCTACTACCACTA 

CGCTGAGGCCCTACCCTTCCTCTGTGCTTATCTGCTGTTCCCTGACGACACCATCTACGGCACCAGGTGA 

GGAGGTGTACAACGGCGGAATTCGATATTCAAGCTTATCGATACCGTCGTCAGCCCCACCCCAGACGGCA 

GACGACCCACCACAGTGCCTGACCCCAACGCCGACCCCACTCTCCACACCCAGCATCATCAGGCCACAGC 

CTGAGGCCCTAACCCTTCCTCTGTGCTTATCTGCTGTGTCCGAAACGACACCGACACCCATCTCCACCAC 

CACTACGGTGACCCCAACCCCAACACCCACCGGCACACAGACCCCAACCACGACACCCATCACCACCACC 

ACGGTGACCCCAACCCCGACACCAACCGGCACACAGACCCCAACCACGGTACTCATCACCACCACCACTA 

CGATGCCAACCCCAACACCCACCAGCCAAAAGCTGCGTGGATCAGACACCCCCGTTCTGGTTATAGCACT 

AGTGACCCCAACCCCAACACCCACCGGCACACAGACCCCAACCACGACACCCATCACCACCACCACCACG 

GTGACCCCAACCCCCACACCCACCGGCACACAGACCCCAACCACGATACGCATCACCACCACCACTACGA 

TGACCCCAACCCCAACTACCACCAGCACAAAGGTACTCGTGACACCATACACCACTACTACGGGGGTGAC 

CCCCACCACCCACCGGCACACGAGACACCAAACCACGACTACCCATACCACCTACACCACGGTGACCGCC 

ATCGCCACACCAACCGGCACAAGACCAACCACGTACCTACACACCACCACTACGGTGACCCAAACCACCC 

ACCGGCAAACCACAAGACCCCAACCAACGACACCATCACCAACCACCACCACGGTGGACCCAACCCAGCA 

CCCATCTCCACCACCACTAGGTGACCCCAACCCCAACACCCACCGCGACACAGACCCCAACCACGACACC 

ACCACCACCACCACGGTGACCCCAACCCCGACACCCACCCGGACAAGACCCCAACCACGGTACTATACCA 

CCACCACTACGATGACCCCAACCCCGACACCACCCACCCCGCACACAGACCACCACCACGACCCACTACC 

ACCACCACCACCACAAGTACGCCACCACCGCACTCCCCGCCACTGTCATGAACTCACCTCTGGATCTCCT 

CTAACGCACTATCCAAACACGCCCACGACTAATCTCCTCGAGAAAAACCGGAGTGAACTTATTAACACAC 

CGACACATACCATGATCATCTCATCCGCAGCCATGGCCACACCTCCTTCACTGGTGCATAGTAGGTGTCG 

TTCAGGACACAGCAGTAAAGCACAGAGGAAGTCGAGGGCCTCAGGCTGTGGTCTGATGATGCTGGGGGTG 

GAGAGTGGGGTCGGCGTTGGGTCAACGCACGCTGGTGGTGCTCTGGTGCGTAGTAGGTGTCGTTTCACCC 

GACACAGCAGAGCAGAGGAAGGGCTAGGGCCTGAGGCTGTGGTCTCGATGATGCTGGGTGTGGAGAGTGG 

GGTGGGCGTTGGGGTCAGGCACTGTGGTGGTCGTCTGCACAGTGCTGGGGGTGGGGCTGAAGATGACCCG 

GGTCGTGTACCGCGAGTGGGGGCTCTCACGGATTCCACACAACATACGAGCCGGAAGGCCATAAAGTGTA 

AAGCTGGGGTGCCTAATGAGGAGCTAACTACATATATTGCGTGCGCTTCCGCCCTTCAGTCGGAAACCTG 

TGCAGCTGATATGATCGCCACCGCTACAATTCACACAACAACCAGCCGAAGCATAAGGAAGCCTAAAACT 

ATAAGTGAGCTAACTACATATGCGTGCGCCTCCACTGCCGCTTCAGTCGGAACTGTCGTGCAGCTCGATA 

TGATCGCAACGGGTGGGCTGAGAGACCGCGGTCAGATGGCTGGAGCAATGCCTGCAGGTGACTCTAGAGG 
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ATCCCCGGGTACCGAGCTCGAATTTCGTCCCAATGGACTACAGGCCCCAACCCCGACACCCATCTCCACC 
ACCACTACGGTGACCCCAACCCCAACACCCACCGGCACACAGACCCCAACCACGACACCATCACCACCAC 
CACCAGGTGACCCAACGAAAGGAAAGACTGTATATAAAATCATAGGTTCTCTGAGAACTACCTTTAACCT 
CCCGGCTTGGTTGGGTTATATAACTATATGTAAATGCCTGATGCAATCCAATCGCAAGACAAAGACGGCG 
GAAACGATAAATGTGAAAACGCTGGGGTCGCTAATGATGGACGTAACTCCAATTAATTCGTGTCGCGTCA 
CTCCGCCGTTTCCATCGGGGAAACCTTGTGCCGACTCGCGATTAATGAACCCGACCGCGGAGACGGGTTC 
GGTGATTGGCGCAGGGTGTTCTTGCTGTGTCCTAACGACACCTACTACGCACAGGGTGATTAGGTGTACT 
ACAGCGCCAACCCCGACACCCATCTCCACCACCACTACGGTGACCCCAACCCAACACCCACCGGCACACA 
GACCCACCACGTCACCCATCACCACCACCACCACGGTGACCCAACCCGACACCACGCACACAGACCCAAC 
CACGTACATACCAACCACCAGGTGTCGGATTGAGAAGCCAGTGGAAAGATCCTCCAGGTGTGGGAAGACC 
ATGGGATGTGGACCTACTCTACTGTCTGCCGGGGTGGGAGGGGTGGGGTGCCGTGGGTGCTGTGCTCTCT 
CCGGGTGTGTGTCAGAGGTGGCGGGTCGTGGTACTGGTCAGAATCAAACTGGTCCCTGCCCGATCATTGA 
GGCTCTAGCCAAGTACAACCAGCTGCTGAGATTGAAGAGACTTGGCAGCAAGGCGCCCTTTGCTGGAAGA 
AACTTCAGGAACCCCCGTATCAACTAAACTGCGTGGATCAGACACCCCCGTTCTGGTTATAGCACTAGTC 
ACCTACTTAGAT CACAATTACTGTATTAGAAAAGATGAGGCAGC TGAAGGAAAAGACCAGT TGCAGGTCC 
TCTCCCTCCTAGATGACTCCTTCACCTAGTGTTTCCACCAGCTCTGATCTGTTACTTGTACGATCTGCTT 
TTGACAATCCAGTGAGGTTTTGTGTTAAACATGCTCCGGAACGTGACCGTTGACACTGGGCATTAAGCAA 
TCCCTTCTCTGCCTGTCTGGTCTTTGATGTTTGGAGCTGTTTGACTTGCAGGACAGCTAATGAGGTACCT 
AC AA&.C AGAT AGT ACTGT T T T T ACATGTGAT AAAT AAAAAGCATCAPiACAACCCAAAAAAAAA 

>GBCA0377 |Acc )X92448 | Ver 1X92448 . 1 GI : 1103636 | C. familiaris mRNA for alpha-L-fucosidase 
protein. 

GGCGACGCGCGTTCGGCGATGAAGCCCTGGGCGGTGGGCCTCGGGCCGCCGCCGCCTGCCGTGCCGCTGC 
TGCTGCTGCTGCTGCTCGGCGCGGCGTTGGTGCGCGCGGCCGCCCCTCCGCGCCGCTACACCCCGGACTG 
GCAGAGTCTGGACTCGCGGCCGCTGCCGGACTGGTTCGACAAGGCCAAGTTCGGGGTGTTCGTGCACTGG 
GGCGAGTTCGCGGTGCCGGCCTGGGGCAGCGAGTGGTTCTGGTGGCACTGGAAGGGCGAGGGGCTGCCGC 
AGTACGAGCAGTTCATGAGCGAGAACTACCCGCCCGGCTTCAGCTACGCCGACTTCGGGCCGCAGTTCAC 
GGCGCGCTTCTTCCACCCCGACACCTGGGCCGACCTCTTCCAGGCGGCGGGGGCCCGGTATGTAGTCCTG 
ACGACAAAGCACCACGAAGGCTTCACAAACTGGCCAAGTTCTGTGTCTTGGAATTGGAACTCTAATGATG 
TGGGTCCCCATCGTGATTTGGTTGGTGAGTTGGGAAGAGCCCTCCGGAAGAGGAACATACGTTATGGACT 
CTACCACTCACTTTTAGAATGGTTCCACCCACTGTACCTACTTGATAAGAAAAACAACTTCAAAACACAG 
TTTTTTGTCCGTGCAAAAACAATGCCAGAACTATATGACCTTGTTAACAGGTATGAACCTGACTTGATTT 
GGTCTGATGGGGAGTGGAAATGTCCTGATACTTACTGGAACTCTACAGAGTTTCTTTCTTGGCTCTACAA 
TGATAGTCCAGTCAAGGGTCACGTAGTGGTAAATGACCGGTGGGGTCAGAACTGTTCCTGTCACCATGGA 
GGATACTACAACTGTCAAGATAAATACAAGCCAGAGAGCTTGCCAGACCTTAAGTGGGAAATGTGTACCT 
CCATAGACAAGGTCTCCTGGGGCTATCGTCGTAACATGGTGATGTCGGACGTTGCAAGTGAATGTGAAAT 
CATCTCGGAACTGGTTCAGACAGTGAGCTTGGGAGGCAACTACCTCCTCAACATTGGACCAACTAAAGAT 
GGACTGATTGTCCCCATCTTCCAAGAAAGGCTTCTTTCCATTGGGAAGTGGCTAAGCATCAATGGGGAGG 
CTATCTATGCCTCTAAACCGTGGAGGGTACAACTGGAAAAGAACACGACTTCTGTGTGGTATACCTCAAG 
AGGAATGACTGTTTATGCCATTTTCCTGCGCTGGCCAGAAAATGGAGTCTTAAGCCTTAAATCCCCAGTA 
ACTACCTCGACTACACAGATAACGATGCTGGGGATCCAGAAAGATCTGAAGTGGTCCACGGAACCAGAAG 
GTCTCCTCATTTATCTGCCCCAGTTATCACTCTTTACTCTGCCAGTTGAGTTTGGTTGGACTATAAAGCT 
GACAGGAGTGGAATGATTGTTGGAGTTCAGGAGGAACTGCCTCCTGTTGGCTGCTTTGGTTTTCCTCTTA 
TAGCACCATCGTTGTAATAAACTACTTCTCTATTCAGAGATGGCTTTTCCAACACATTTTAATCAAAGGA 
ACTGAGTGCATTATACTGATGTCTCAATGGATCAGAGATCTGAGATCCATTGCTAGCATACCTCTCTCTG 
ATCAGCAAGAGGCACTAGCTGGTTAAGCTCTGCGTCATCCTTCTATTCCTAACTTGGGAAATTATCTACC 
CCAGAAACTTCCCTCCATTCCTTGTGTTTGAAACCTATTTCCTTACTCAATGACTTCAGATAAAGAATGA 
GCCAAGTCACCCCATTGCCTATGGAAGAAGGTGAAGAGGATCTGGCAATCTCAACCATCACTGTGTGTTT 
AGCATCAGTTGTCACCAGCACCCCTCCAAGAGGAGGAGATCCTGGAAGGAAGCAAGAGGCTAGCAAGGGC 
TGCCAATGGTCAGTCTCTTTGGAAGTTTCCATAGCAAACTAGGTGCTCAGAAATTCAGTCTGTTTACAGT 
GATAGGATGAAGAAAATGAATGTGATTCTGCCCTGCTTTTTAAAATATAATCAAATAAATAAATTTTTGG 
TGCAAATCATTTCTATCA&AAAAAAAAAAA 

>GBCA0378 | Acc I U57440 | Ver 1 U57440 . 1 GI : 1373261 | Canis familiaris signal recognition 
particle component SRP14 mRNA, complete cds. 

ATGGTGCTGCTGGAGAGCGAGCAGTTCCTGACGGAGCTGACCAGACTCTTCCAGAAGTGCCGCTTGTCGG 
GCAGCGTGTTCATCACCCTGAAGAAGTATGATGGTCGAACTA2\ACCCATTCCAAGGAAAGGTTCTGTAGA 
GGGCTTTGAGCCCTCAGACAACAAGTGTCTGTTAAGGGCTACTGATGGGAAAAAGAAGATCAGCACCGTG 
GTGAGCTCCAAAGAAGTAAACAAGTTTCAGATGGCTTACTCAAACCTATTGAGAGCTAACATGGATGGAC 
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TGAAGAAGAGGGACAAAAAGAGCAAGAGTAAGAAGAGCAAACCAGCACAGTGA 

>GBCA0379 1 Acc | L06130 | Ver 1 L0 6130 . 1 GI : 290083 | Canis farailiaris CD4 antigen mRNA, complete 
cds . 

GCAGAAGTAACAAGCGTTCTTCCCCGTGCGCTCCTAGCCTTCACATAGACACACCTGCGTGAGAAGCAGA 

GGGGAGGAAAGACACAGGCCCAGAGGCCCTGCACTTTGTGCGGTGTGGGGGGAAGGCCCAGGTCCCTGCC. 

TGTCTCAGGGAATCCACAATGAATCAAGAAGCGGCTTTTAGGCACCTGCTCCTGATGCTGCAATTGGTGA 

TGCTCCCAGCGGTCACTCCTGTAAGAGAAGTGGTGTTGGGGAAGGCAGGAGATGCAGTGGAGCTGCCCTG 

CCAAACTTCCCAGAAGAAGAACATACACTTCAACTGGAGAGATTCTTCCATGGTCCAGATTCTGGGAAAT 

CAGGGCTCCTTCTGGACTGTAGGCAGCTCCAGGCTGAAGCATCGTGTTGAATCGAAAAAAAACCTGTGGG 

ACCAAGGATCCTTTCCTCTGGTCATCAAGGATCTCGAAGTTGCTGACTCAGGGATTTACTTCTGTGACAC 

AGACAAGAGGCAAGAGGTGGAATTGCTGGTGTTCAACTTGACTGCCAAGTGGGACTCTGGCAGCAGCAGT 

GGCAGCAGCAATATCCGCCTGCTGCAAGGGCAGCAGCTGACCCTGACCCTGGAAAACCCCTCAGGGAGTA 

GCCCTTCAGTGCAATGGAAAGGTCCAGGGAACAAAAGCAAGCATGGTGGCCAAAACCTTTCACTGTCCTG 

GCCGGAGCTGCAGGACGGTGGCACCTGGACATGTATCATCTCCCAGAGCCAGAAGACAGTGGAGTTCAAC 

ATAAACGTCTTGGTGCTGGCTTTCCAGAAGGTCTCTAACACATTCTATGCAAGAGAAGGGGACCAGGTGG 

AGTTCTCCTTCCCACTTAGCTTCGAAGATGAAAACCTGGTCGGGGAACTGAGGTGGCAGGCACAGGGGGC 

CTCCTCGTCCTTGCTCTGGATCTCCTTCACCTTAGAGAACAGGAAGCTGTCTATGAAA6AGGCCCATGCC 

CCCCTCAAACTTCAGATGAAGGAATCGCTCCCACTCCGCTTTACCTTGCCCCAAGT'TTTGTCTCGGTATG 

CTGGTTCTGGAATCCTGACCCTGAATCTTGCCAAGGGGACGTTGTACCAGGAAGTGAACCTCGTGGTAAT 

GAGAGCAAATAGTTCTCAGAACAATCTGACCTGTGAGGTGCTGGGACCCACCTCCCCTGAGCTGACACTG ' 

AGGTTGAATCTGAAAGAGCAGGCTGCCAAGGTCTCAAAGCAGCAGAAGCTGGTATGGGTGGTGGATCCTG 

AGGGGGGAACGTGGCAGTGTCTCCTGAGTGACAAGGACAAAGTCCTGCTGGCATCCAGCCTCAATGTTTC 

ATCCCCAGTGGTCATCAAGTCCTGGCCAAAGTTCTTGGCTATCACGCTGGGCGGGATCTTAGGCCTTCTG 

CTTCTAATTGGGCTTTGCGTCTTCTGCTGTGTTAAGTGCTGGCGCCGCAGGCGCCAGGCAGAGCGGATGT 

CTCAGATCAAGAGACTCCTCAGTGAGAAG2\AGACCTGCCAATGCTCCCACCGGATCCAGAAGACGTGTAG 

TCTCATTTGAGGCGCGGGGCCAGGTGGAGCTTCCGGCTTGCAAGCTCACCGGCTGTCCTCCCCTGCCTTT 

CCTGCTGGGCTCCTGGGCCTGCGGACAGATGAATGTAGCGAACCC 

>GBCA038 0. |Acc|X92505| Ver 1X92505.1 GI : 1054712 1 C. f amiliaris mRNA for VIP17/MAL 
proteolipid. 

AGCCGCGCGTCCAGCCCGCCGGCATGGCCCCAGCAGCGGCGTCGGGGGGCAGCAGCCTGCCCAGCGGCTT 
CTCCGTCTTCACGACCTTCCCGGACCTGCTCTTCATCTTCGAGTTTATCTTCGGGGGCCTGGTGTGGATC 
TTGATTGCCTCGTCCCTGGTGCCCATCCCCCTGGTCCAGGGCTGGGTGATGTTTGTGTCTGTGTTCTGCT 
TCATGGCCACCACAGCCCTGCTTGTCCTGTACATAATTGGTGCCCACGGCGGGGAGAATTCCTGGGTCAC 
CCTGGATGCAGCCTACCACTGTATTGCTGCCCTGTTTTACCTCAGCGCCTCTGTGCTGGAAGCTTTGGCC 
ACCATTGGGATGCAGGAGGGCTACACCTACAAACAGTACCACGAGAACATCTCTGCAGTGGTGTTTTCAT 
ATGTGGCCACTCTGCTGTACGTGGTCCATGCAGTGTTTTCTTTAATCAGATGGAAGTCTTCATAAAGCAG 
CAGAACTTTTGCTGAAAACCCAGACGGTGTTAACTGATCAGCCTGCCTTCCAGCATAACATTTTAGAATG 
CACAAATACTCTCGATGGTGGAAAAAGAAACAAAAAAGCGATGCTCTGTTTCTTGTGGGTGTTATGTTTA 
CTCTCCCATATACCTTCATGTCAGGGCTGGGGGCCTGTATGTTTAAACTCCAACCACTGAGCTGTCTTTC 
TAGAGCTGTTTCCTATTTGTGGAAGGGGGCTGTGGGGCTGGGAAATAGGGACTGTGCCCACGAAACAAAG 
ATCCCCTGGTGACCCCTGGACCGGATCTTGAGAACTGTCTGTTGGACTTCCCACAAGCTCTTTTGAGTAC 
CCATCCTGGGGCACGTTTCCAAGTCTTCATGGATAGTCTCCCTGTCCTAGGGAGTAAAGGTCACCCAACA 
AGTATCTGCAGATGTCCACAGTGGAAGATGATAAACCTTTGAAATACTTTATAAAATGCCTTTATGCTCA 
ATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0381 !Acc|Z49944|Ver|Z49944.1 GI : 887407 J C. f amiliaris mRNA for CDC42 GTP-binding 
protein. 

GGAATTCGCCACCATGCAGACAATTAAGTGCGTTGTTGTGGGCGATGGTGCCGTTGGTAAAACATGTCTC 
CTGATATCCTACACAACAAACAAATTTCCATCTGAGTATGTACCGACTGTTTTTGACAACTATGCAGTCA 
CGGTTATGATTGGTGGAGAGCCATATACCCTTGGACTTTTTGATACTGCAGGGCAAGAGGATTATGACAG 
ATTACGACCGCTGAGTTATCCACAAACAGATGTATTTCTAGTCTGTTTTTCAGTGGTCTCTCCATCCTCA 
TTTGAAAATGTGAAGGAAAAGTGGGTGCCTGAGATAACTCACCACTGTCCAAAGACTCCTTTCTTGCTTG 
T TGGGACCCAAAT TGATC T CCGAGATGACCCCT C TAG TATCGAGAAACT TGCCAAGAACAAACAGAAGCC 
TATCACTCCAGAGACTGCTGAAAAGCTGGCCCGTGACCTGAAGGQGGTCAAGTATGTGGAGTGTTCTGCA 
CTCACACAGAAAGGCCTAAAGAATGTATTTGACGAAGCAATATTGGCTGCCCTGGAGCCTCCAGAACCGA 
AGAAGAGCCGCAGGTGTGTGCTGCTATGAGGATCC 

>GBCA0382 I Acc | X80209 | Ver | X80209 . 1 GI : 757783 | C. f amiliaris mRNA for annexin XI lib. 
AACTGTCTTAGAAAAACGAAAATGGGCAATCGTCATAGCCAGTCTTACTCCCTCTCAGAAGGCAGTCAAC 
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AGTTGCCCAAAGGGGACATCCAACCCTCAGCAGCCGTGCAGCCTCTCAGCCACCCATCAGGGAGTGGAGA 
GCCAGAGGCCCAACAGCCTGCCAAAGCGAAAAGCCATCATGGTTTTGACGTGGATCACGATGCCAAAAAG 
CTGAACAAAGCCTGCAAAGGAATGGGAACTGATGAAGCAGCCATCATTGAGATCTTATCAAGCAGGACTT 
CAGATGAGAGGCAACAAAT CAAGCAGAAGT ACAAGGC AACG T AT GGCAAGGACCT GGAGGAGGTGT T CAA 
GAGTGACCTGAGTGGGAACTTCGAGAAGACAGCCTTGGCCCTACTGGACCGCCCCAGCGAGTACGATGCC 
CGGCAGCTGCAAAAGGCCATGAAAGGTCTGGGCACAGATGAGGCAGTGCTCATTGAGATCTTGTGTACGA 
GAACCAATAAGGAGATCATGGCCAT TAAGGAAGCC TACCAAAGGT TAT T TGACAGGAGCCT TGAAT CAGA 
TGTCAAAGCTGATACAAGTGGAAACCTAAAAGCAATTCTGGTGTCCCTGCTACAGGCTAATCGTGATGAA 
GGAGATGACGTGGACAAAGATCTAGCTGGTCAGGATGCCAAAGATCTGTACGATGCAGGGGATGGCCGCT 
GGGGCACCGATGAGCTTGCCTTCAATGAAGT.CCTGGCCAAGAGGAGCCACAAGCAATTACGTGCTACCTT 
TCAAGCT TACCAAAT T CT CATC GAT AAAGACAT CGAGGAGGCCAT TGAAGCAGAAACAT CAGGAGACCTG 
CAGAAGGCCTACTTAACTCTCGTGAGGTGTGCCCGGGACCAGGAGGGCTATTTCGCCGACCGTCTGTACA 
AGTCCATGAAGGGCACGGGCACCGATGAGGAGACGCTAATTCACATCATCGTGACCAGGGCCGAGGTGGA 
CCTTCAGGGGATAAAAGCAAAGTTCCAAGAGAAGTATCAGAAGTCCCTCTCAGACATGGTTCGCTCAGAC 
ACCTCTGGGGACTTCCAGAAACTGCTGGTGGCCCTCTTGCACTGAACCAAGCCAGCATGGTGGAAGCACA 
TGGAGAAGCCACCTTTGTCAAGAGTCCATTTCAACCCAGATTTGCAAATGTGACCCCAGCACAAAAAGTA 
TTGAAGAATCCTGGCTTCCTTTCTTGGCAGCCTGAATGCTGTQGCCAGGCCAAGCTGTTTAGAAGGGCAG 
CAGCCTCAAAACGCTTGGGCAGATCACCCTGAATGCTGGCTTAGCAGGTCCCTGAGCAGCCTCTCTGCTT 
GCCTCTAGCATGGCAAACTGAATGCTTTCTGAACACAAATGAGATTAGCTGTTGATGAAAGAAACTGCAC 
TTGTAATAAAACATTCAGAAGAATAGGTATCGCACAGAGTGGGTAGAGACTGAATGGTTAAGGTACAGGG 
AAGACAAAATTAATCAGTTGATCAATTTTCCTTCTGTGGGGGGGTCTGGGTGGCTCAGTCGGTTAAGGGT 
CTGCCTTGAGCTCAAGTCATGATCTTGGGGTCCTGGGACCAAGCCCCATGTCGGGCTCCCTGCTCAGCAG 
GGAATCTGCTTCTCTCTCCCTCTGCCCCTTCTCTCCACTCGCACTCCACTTGTGTGTGTGTGTGTGTGCG 
TGCACGCACATGCTCTCTCTCTCTCTCTCCAAAATAAATAAATAAATAAAATCTTCAAAAAAAAAAAAAA 
A 

>GBCA0383 j Acc | Z4 638 8 j Ver 1 Z4 6388 . 1 GI : 624249 | Canis familiaris encoding vasodilator- 
stimulated phosphoprotein (VASP) . 

CGGGAGCACCCACCCGTGGGTGCGCCGCCCTCCCGCTGAGCAGCCATGAGTGAGACGGTTATCTGCTCCA 
GCTGGGCCACTGTGATGCTTTATGATGACAGCAATAAGCGATGGCTGCCGGCAGGCACGGGCCCCCAGAG 
TTTCAGCCGCGTCCAGATCTACCACAACCCCACGGCCAATTCTTTCCGGGTTGTGGGCTGGAAGATGCAG 
CCAGACCAGCAGGTGGTCATCAACTGTGCCATCGTCCGGGGTATCAAGTATAACCAGGCCACCCCCACCT 
TCCACCAGTGGCGCGATGCCCGCCAGGTCTGGGGCCTCAACTTTGGGAGCAAGGAGGATGCCACCCAGTT 
CGCGGCGGCCATGGCCAGCGCCCTTGAGGCTCTGGAAGGAGGGGGGCCTCCGCCACCCCCGCCACCTGCA 
GCACCTCCCACCTGGTCTGTCCAGAATGGTCCCGCCTCAGAGGAGGTGGAGCAGCAGAAAAGGCAGCAGC 
CGGGCCCACCAGAGCACCTGGAGCGCCGAGTCTCCAATGCAGGAGGGCCTCCTGCTCCCCCAGCTGGGGG 
ACCGCCTCCCCCTCCAGGACCTCCTCCTCCTCCGGGTCCCCCCCCACCCCCTGGTGTGTCCCTCTCAGGG 
GGCTCTGCGGCAGGGCACGGAGCAGGGGGAGGCCCACCCCCTGCGCCCCCTCTCCCCACAGCACAAGGCA 
CCAGTGGTGGGGGAACAGGGGCCCCCGGTCTTGCAGCAGCCATTGCCGGAGCCAAACTCAGGAAAGTCAG 
CAAGCAAGAGGAGGCCTCAGGGGGGCCCCCAGTCCCTAAAGCAGAGAGCACTCGAAGCACGGGCGGGGGG 
CTGATGGAAGAGATGAATGCCATGCTGGCCCGGAGAAGGAAAGCCACACAAGTTGGGGAGAAACCCCCCA 
AGGATGAATCTGCCAATGAGGAGCCAGAGGCCAGAGTCCCAGTCCCAGCCCAGAGTGAAACTGTGCGGAG 
ACCCTGGGAGAAGAACAGCACAACCTTGCCAAGGATGAAGTCCTCTTCATCCGTGACCACTTCCGAGGCC 
CACCCCTCCACGCCCAGCTCCAGTGACGAGTCAGACCTGGAGAGAGTGAAACAGGAGCTTCTGGAAGAGG 
TGAGGAAGGAACTGCAGAAAGTAAAAGAAGAGATCATTGAAGCGTTTGTCCAGGAGCTGAGGAAGCGGGG 
TTCCCCCTGACCACAGGGCTCCAGAAGATCCTGTATCTCCTTTCTGCACACCCCGCCTGTCACCCTGCTT 
TCCCTGCCTCAACTCGACTTGGAATTGGCCAAAGACCACACAGGAATGCATCTCCCCCACTCCCTGTCCT 
ACTTGGAAAATACCAAGGGGGTGTGGCTCCGTGGCCCCAGGGCCACACCCATACTGGCTGCTGATTGGCT 
GGGGAGGCCCCCACCCTTTGCTTCCTTTGGTCCTTCCCCTTCGCCATCCCCTTGGGGCTGGTTCCTCTGT 
TGGGGATTGGGGACCAAGTGACCCCACAGTAAGGGGGAAGGAAGGAGGGAATCTCACATTCCCTTGTTCT 
AGATTCACTTTAACGCTTAATGCCTTCGAATTTTTGTTTTTTTAAGGAAAAAAAAATATATATATATATT 
TAGGTTTTGGGGGGAAGGGAAATTTTGTTTCTCTTTCGTTTTGATAAAACTGGGGTGTGGGGAGTTTTTA 
AATGCTATGCCCAGGGCTTGTCCCCTTTGGAGCAGCTATTTAAGGGGGAGGATGTCCCACCAGGCTGGGG 
GCACCTCCCCCACCCCCACCCCCACCCCAGGGAGCTCCCTTCCCTTTGGCTCCTTCCCCTTTTCTATGAG 
GAATTAAGATGCTATAACTTTTTGGAACCTCAGTTTTTTGGTTTTTTATTTGGGTAGGTTTTGGGGTCCC 
CCTGGGGAAATAAGATGAGGGAGAAAGGAAAGGGGGAGGAAACCTCCCCTCTCCCACCTTCACCTTTAGC 
TTCTTGAAAATGGGCCCCTACCGAATAAATCTGCCAGTTTTTTATAAATA 

>GBCA0384 | Acc j X75094 | Ver | X75094 . 1 GI : 488788 | C . canis mRNA for inositol-1, 4 , 5- 
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trisphosphate 5-phosphatase . 

GAATTCGGAACTTCGGCGGCGGCGACCCTAATGGCTGCGCGCGGGCCGCGGTGAGGCGCGGGCAGAGAGC 

GACGGGCGCGGGGCCGCGGAGCAGCGAGGGCGAGCGAGTGCGCGCGCGGCCGGACCCCGGCCAGGCCCGG 

CCCGACCCGCCGAGCCCGCGATGCGCCCCGGGGCCGCCCCCCGGCGCAGTGACGCCGCGGCCCGCGAGAC 

CCCGGCCGGCCCCGCGCGATCCCGCCGCCCGCCCAGGCCGCGATGGCGGGGAAGGCGGCCGCCCCGGGCA 

CCGCGGTGCTGCTGGTCACGGCCAACGTGGGCTCGCTGTTCGACGACCCAGAAAACCTACAGAAGAACTG 

GCTTCGGGAGTTCTATCAGGTCGTGCACACACACAAGCCTCACTTCATGGCCCTGCACTGCCAGGAGTTC 

GGAGGGAAGAACTACGAGGCCTCCATGTCACACGTGGACAAGTTTGTCAAAGAGCTGCTGTCCAGTGACG 

CGATGAAGG AGT ACAAC AGGGCCCGCGT CTACCT GGACGAGAACT T CAAAT CCCAGGAGCACTTC ACAGC 

GCTAGGAAGCTTTTATTTTCTTCACGAATCCTTAAAAAACATCTACCAGTTTGACTTTAAAGCCAAGAAG 

TATAAAAAAGTCACCGGCAAGGAGATCTACTCGGAGACGCTGGAGAGCACGCCCATGCTGGAGAAGGAGA 

AGTTCCCGCAGGACTACTTCCCCGAGTGCAAATGGTCGAGAAAAGGCTTCGTCCGGACAAGATGGTGCGT 

GGCGGACTGTGCCTTTGACTTGGTCAACATCCATCTTTTTCACGATGCTTCCAATTTGGTTGCTTGGGAG 

ACGAGCCCTTCGGTGTATTCGGGCATCCGACACAAGGCCCTGGGCTACGTGCTGGACAGAATCATCGACC 

AGCGATTCGAGAAAGTGTCCTACTTTGTGTTTGGCGATTTCAACTTCCGGCTGGACTCCAAGTCCGTGGT 

GGAGACTCTCTGCACAAAGGCCACGATGCAGACGGTCCGCGCCGCCGACACCAATGAAGTCGTGAAGCTG 

ATATTTCGCGAGTCGGACAATGACCGGAAGGTCATGCTTCAGCTGGAGAAGAAACTCTTCCACTACTTCA 

ACCAGGAGGTTTTCCGTGACAACAACGGCACTGCGCTCTTAGAATTTGACAAAGAGCTGTCTGTTTTTAA 

GGACAGGCTGTATGAGCTGGACATCTCGTTTCCTCCCAGCTACCCGTACAGCGAGGACTCCGGCCAGGGC 

AGGCAGTACATGAACACCCGGTGCCCCGCGTGGTGTGACCGCGTCCTCATGTCCCCGTCCGCCAGGGAGC 

TGATCCTGAAGTCGGAGAGCGAGGAGAAGGTTGTCACCTACGACCACATCGGGCCTAACGTCTGCATGGG 

AGACCACAAGCCCGTGTTCCTGGCGTTCCGCATCGCGCCCGGGGCAGGTAAACCTCACGCCCATGTGCAC 

AAGTGTTGTGTCGTGCAGTGACGTGTGGGAAGCGATGGCAGCGACACCAGAGGGCCCTTCGCGAGACCTC 

CCTGTAGCGCGAGGAGCAGGTGACGTCCCGTCCATTGAGATACGTCCTCCTACAGCTGCATCGACAACCC 

GCCCGAGCGCCACCCGCTAGACGGCCGGCCCCACACTTCGCTTCAGCCTCCGGACGTTCCGGAAAAGCCT 

CACATACCTCACTGTCTTGTCTGTTCGTGTGACATTAAGTAGAAATATTGGGTTTTTGTAATAAGTCACC 

GTCCTGTTGCCAAAACTCTATAGACAGGAGAGGGAGTCTGTACCTGAGACTTCAGAGTTTCAATTTTTAA 

TGATTGTCAGCGTGGGAAGAGCTTCTCCGGCGTGGAAGCCCCCCGAGGCCACGTCCCCTCTGCCAGCTGG 

AGGTGCGCCCGGGCGAGGCGGTGGGCGGTGTGGCCGCTGGAGGAGAGCCGGGGCCCGTCTCCGCCTCCGG 

GGCTTGCCCTGCCGTGTTATTTACTCCCCTGCCGTGTTACATGGTTTTTGAATCACACTGCAGCTGCTTT 

T CCATT T T T ATATATATAAATATATAT AAATAT ATACTTTTTAAAAATAAT TTAT AAATCTTACCAAAAC 

T TATGC TAAATATAC T T T CCAGGATGAATGCT T GAG AGGGTCCT GTCCGCAGGT AG AGACGGAGT CT AGC 

AGTTGAGGCACGTGAACCTGTCCGACCGCGCGCCCCAGCGGGGCCGTCCGGGGGACGCTGACCACAGGAC 

ATCTAGACTTGCAGATTCTTACTCCTATGCCTTTTTTTCTGTGTAATATTAAGAACTGAATGTGAAGTTT 

GTAGCTAGCTAGCTCGGGTGTACCTTTTAAGAATTTTGTAAACCGTTTCGTCTGTCTTTTGTTACTGTTC 

TATGGTGCCAAGTACTCTACATAAACAATAATATCATGGGAGAAACAAAACTAGCCTAGTCCGCTTCAGA 

TAGAACCTGCTTCTAACATGGGCTGTACATAACCCTATTACGACGAGCAAAACTGTAAGTTTCCCGGGCT 

GCGCAGGCAGCCAGCCTAGTAGTAGCCTCGCCGCGACGTCTCCCCTAGCACGAAGGACAGCATTAAAAGG 

TCATTGCAGAGCCTGTGGATGAAACACAACGTATGTTTTATTGATCTGCTTCAGAACACTACAGAATTC 

>GBCA0385 | Acc | X7 6392 | Ver | X7 6392 . 1 GI : 475061 1 C . familiaris VIP36 (vesicular integral- 
membrane protein of 36 kDa) mRNA. 

GAGGGCGGAAGTGGCCGAGAGGAACGGAGAATGGCGGCGGAAGGCTGGATTTGGCGCTGGGGCTGGGGCC 
GGCGGTGCCTGGGGAGGCCTGGGCTTCCCGGCCCCGGCCCTGGCCCCGCTACACCTCTATTTCTTCTCCT 
GTTGCTGGGGCCGGTTGTTGCTGATATAACTGACGGTAACAGTGAACACCTCAAGCGGGAGCATTCGCTT 
ATCAAGCCCTACCAAGGGGTCGGTTCCAGCTCCATGCCCCTCTGGGACTTTCAAGGCAGCACTATACTCA 
CGAGCCAGTACGTGCGTTTGACCCCGGATGAGCGCAGCAAAGAGGGCTCTATCTGGAACCACCAGCCTTG 
TTTCCTCAAGGACTGGGAGATGCACGTCCACTTTAAAGTCCATGGTACGGGGAAGAAAAATCTCCATGGA 
GACGGCATTGCCTTGTGGTACACCCGGGACCGCCTTGTGCCAGGGCCTGTGTTTGGAAGCAAAGACAACT 
TCCATGGCTTAGCCATCTTCTTGGACACGTATCCCAATGATGAGACCACGGAGCGTGTGTTCCCGTACAT 
CTCGGTGATGGTGAACAATGGCTCCCTGTCCTACGACCATAGCAAAGATGGCCGCTGGACGGAGCTGGCA 
GGGTGCACGGCTGACTTCCGTAACCGTGATCATGATACCTTCCTAGCTGTGCGCTACTCTCGGGGCCGGC 
TGACGGTAATGACTGACCTAGAGGACAAGAATGAGTGGAAGAATTGCATTGACATCACGGGAGTGCGCCT 
GCCCACTGGTTACTACTTTGGAGCCTCAGCTGGCACTGGTGACCTGTCTGACAATCATGACATCATTTCC 
ATGAAGCT GTTCCAGCTGATGGT AGAACACACGCCTGACGAAGAGAACAT TGACTGGACCAAGAT T GAGC 
CCAGTGTCAATTTCCTCAAGTCACCCAAAGACAATGTGGATGACCCGACTGGAAACTTCCGAAGTGGGCC 
CCTGACCGGGTGGCGGGTGTTCCTGCTGCTGCTGTGTGCACTCTTGGGCATCATCGTGTGCGCTGTGGTG 
GGGGCCGTAGTGTTTCAGAAGCGGCAGGAGCGGAACAAGCGTTTCTACTGAGTGGCCGGTGCTCTGTTCC 
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AGGGAAGGGCCTAGTTTTGGGCCCCGGCACTAATGTGAACTTTTTTTTACTGGGATTATAAAAGAAAAAT 
AAGATGACCTTATTTCTTAACCGTTTCAAAGAAAGAAAAGTATTTTCGTACATTTTGCTTTATGCCCAGC 
AGGGACAGGCTGCAGGGCTAGGGAATAGGGTTTGGCATCCCCACAGCTGCGGACAAAGGTCCTTGCCTGT 
TCCCAGCATCTTGGGAGCAGGGAGGAAACTGTGTTTGGAGCTGGGCCCTGGCAGTCAGCTCTTGAACACT 
GGCAGTCAGCTCTTGAACACTACCACATTGGGGTAAGTGCCTGACGATGTGAGCAGTGATTTTGTTCTGT 
GCAGCGTGTGTTGGTAGAAGAGGAGGCTGACTGGGGAACCTTGGCCTTATTACCCTCTGAGCTTCCCAAG 
GCCGACCCTCAAGTGTGGCTGGAGGAGCAATTTGGTAGGGCTCAGAATGTGACCATAGGCTAAATAAAAT 
GAAAT AACCAACC T CAAAAAAA 

>GBCA0386 | Acc | X77 910 | Ver | X77 910 . 1 GI : 457488 } C. canis Thyroid Transcription Factor-1 mRNA. 

ATGTCGATGAGTCCAAAGCACACGACTCCGTTCTCAGTGTCTGACATCTTGAGTCCCCTGGAGGAAAGCT 

ACAAGAAAGTGGGCATGGAGGGCGGCGGCCTCGGGGCTCCGCTGGCGGCGTACAGGCAGGGCCAGGCGGC 

TCCGCCGGCCGCGGCCATGCAGCAGCACGCCGTGGGGCACCACGGCGCCGTCACCGCCGCCTACCACATG 

ACGGCGGCGGGGGTGCCCCAGCTCTCGCACTCCGCCGTGGGGGGCTACTGCAAGGGCAACCTGGGCAACA 

TGAGCGAGCTGCCGCCCTACCAGGACACCATGCGGAACAGCGCCTCGGGCCCCGGATGGTACGGCGCCAA 

CCCAGACCCGCGCTTCCCCGCCATCTCCCGCTTCATGGGCCCGGCGAGCGGCATGAACATGAGCGGCATG 

GGCGGCCTGGGCTCGCTGGGGGACGTGAGCAAGAACATGGCCCCGCTGCCAAGCGCACCGCGCCGGAAGC 

GCCGGGTGCTCTTCTCCCAGGCGCAGGTGTACGAGCTGGAGCGACGCTTCAAGCAACAGAAGTACCTGTC 

GGCGCCGGAGCGGGAGCACCTGGCCAGCATGATCCACCTGACGCCCACGCAGGTCAAAATCTGGTTCCAG 

AACCACCGCTACAAGATGAAGCGCCAAGGCAAGGACAAGGCGGCGCAGCAGCAACTGCAGCAGGACAGCG 

GCGGCGGCGGCGGCGGCGGGGGCGCCGGGTGCCCGCAGCAGCAGCAGGCGCAGCAGCAGTCGCCGCGCCG 

CGTGGCCGTGCCGGTGCTGGTGAAAGACGGCAAACCCTGCCAGGCGGGCGCCCCCGCGCCGGGGGCCGGC 

AGCCTTCAAGGCCACGCGCAGCAGCAGGCGCAGCAGCAGGCGCAGGCTGCCCAGGCGGCCGCCGCGGCTA 

TCTCGGTGGGCAGCGGGGGCCCCGGCCTGGGGGCACACCCGGGCCACCAGCCGGGCAGCGCGGGCCAGTC 

TCCGGACCTGGCGCACCACGCCGCCAGCCCCGCGGCGCTCCAGGGCCAGGTCTCCAGCCTGTCCCACCTG 

AACTCCTCGGGCTCGGACTATGGCACCATGTCCTGCTCCACCTTGCTATATGGTCGGACCTGGTGA 

>GBCA0387 |Acc | Z27110 | Ver | Z27110. 1 GI : 415376 | C. familiaris mRNA for Rab5c protein. 

CCCCGGAGACGCCTTGGAGGCCCCCCCTCCTCACTAAGTGCCTCTTCACACAGCGCCGGCCCCCGCCGCA 

CGCTCACTGGTACCACTACAGCAGGACGGGCCATGGCGGGTCGGGGAGGTGCAGCGCGACCCAATGGACC 

AGCTGCTGGGAACAAGATCTGTCAATTCAAGCTGGTCCTGCTCGGGGAATCTGCAGTGGGCAAATCTAGC 

CTCGTCCTTCGCTTCGTCAAGGGACAGTTCCATGAGTACCAGGAGAGCACAATTGGAGCGGCCTTCCTCA 

CACAGACGGTCTGTTTGGACGACACAACAGTCAAATTTGAGATCTGGGACACAGCTGGACAGGAGCGGTA 

TCACAGCCTGGCCCCCATGTACTATCGGGGGGCCCAGGCTGCCATCGTGGTCTATGACATCACCAACACA 

GATACGTTTGCACGGGCCAAGAACTGGGTGAAGGAGCTACAGAGGCAGGCCAGCCCCAACATCGTCATTG 

CACTCGCGGGGAACAAGGCAGACCTGGCCAGCAAGAGAGCCGTGGAATTCCAGGAAGCACAAGCCTATGC 

AGACGACAACAGT T T GCTGTTCAT GGAGACATCCGCAAAGACTGCAATGAACGT GAATGAAATTT T CATG 

GCAATAGCTAAGAAACTTCCCAAGAATGAGCCCCAGAATGCAGCTGGTGCCCCGAGCCGGAACCGAGGGG 

TGGACCTCCAGGAGAACAGCCCAGCCAGCCGGAGCCAGTGCTGCAGCAACTGAGCCCCCCTTT 

>GBCA0388 | Acc 1 X7547 9 | Ver 1 X7 547 9 . 1 GI : 414018 | C . familiaris dKlk-2 mRNA for kallikrein. 

CACCATGTGGTTCCTGGTTCTGTGCCTTGCCCTGTCCCTGGCGGGGACTGGTGCCGCACCCCCTGTTCAG 

TCCCGGATCATAGGCGGCTGGGATTGTACGAAGAATTCTCAACCGTGGCAGGCAGCTCTGTACCATTACA 

GCAAGT.TCCAGTGTGGGGGTGTCCTGGTGCACCCAGAGTGGGTCGTCACCGCTGCCCACTGCATAAACGA 

CAATTACCAGCTCTGGCTGGGTCGCTACAACCTGTTCGAGCATGAAGACACGGCCCAGTTTGTCCAGGTC 

AGAGAGAGCTTCCCTCACCCTGAATTTAACCTGAGTCTCCTGAAGAACCATACCCGCCTCCCAGAAGAGG 

ACTACAGCCATGACATCATGCTGCTGCGCCTCGCAGAGCCCGCTCAGATTACGGATGCTGTGAGGGTCCT 

GGACCTGCCCACCCAGGAACCCCAAGTGGGGAGCACCTGCTATGCCTCTGGCTGGGGCAGCATCGAACCC 

GATAAGTTCATATACCCAGATGATCTCCAGTGTGTGGACCTCGAACTCCTGTCCAATGATATATGTGCCA 

ATGCCCACTCCCAGAAGGTTACAGAGTTCATGCTGTGTGCTGGACACCTGGAGGGCGGCAAGGATACCTG 

TGTGGGTGACTCAGGGGGCCCACTGATCTGCGATGGTGTGCTTCAAGGAATTACATCCTGGGGCCACGTC 

CCATGTGGCAGTCCCAATATGCCTGCGGTCTACACCAAAGTGATTTCACACCTGGAGTGGATCAAGGAGA 

CCATGACAGCCAACCCCTGATCAACCATCTGTACCTACCCCCAGTAAAATCAAATACGCATC 

>GBCA0389 | Acc | Z12168 ) Ver | Z12168 . 1 GI : 311336 1 C . familiaris mRNA for stimulatory GTP 
binding protein alpha subunit. 

TCCGGCAATAAGAGCGGCGGCGGCGGCACGCGGGCAGCAGCTCCCCGCAGCTCCTGCTCTGGTCCGCCTC 
GGCCCGGCGGCGGCCATCAGCCCCCCTCGGCCTCGGCTCGAGGGGCGGGGAGCTTCGCGCTCCCCTCGGT 
ACGACCGCCAACCTCCCTTCCCCGCGCGCCCCGCGCCGGCAGTCCGCCCCGCGCGCTCCTCCCCGAGGAG 
CGAGCCCGCGCCAGGCCCGCCCGCCCGGCGCTGCCCGGCCCTCCCGGCCCTCCCGGCCCTCCCGGCCCGC 
GTGAGGCCGCCCGCGCCCGGCCCCGCCGCCGCCGCCGCAGCCCGGCCGCGCCCCGCGCCCCGCCGCCGCC 
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GCCATGGGCTGCCTCGGAAACAGTAAGACCGAGGACCAGCGCAACGAGGAGAAGGCGCAGCGCGAGGCCA 
ACAAAAAGATCGAGAAGCAGCTGCAGAAGGACAAGCAGGTCTACCGGGCCACGCACCGCCTGCTGCTGCT 
GGGTGCCGGAGAATCTGGTAAAAGCACCATTGTGAAGCAGATGAGGATCCTGCATGTTAATGGGTTTAAT 
GGAGAGGGCGGCGAAGAGGACCCGCAAGCTGCAAGGAGCAACAGCGATGGTGAGAAGGCAACCAAAGTTC 
AGGACATCAAAAACAACCTGAAAGAGGCGATCGAAACCATCGTGGCCGCCATGAGCAACCTGGTGCCCCC 
CGTGGAGCTGGCCAACCCTGAGAACCAGTTCAGAGTGGACTACATTCTGAGCGTGATGAACGTGCCTGAC 
TTTGACTTCCCTCCTGAGTTCTATGAGCATGCCAAGGCTCTGTGGGAGGATGAAGGAGTGCGTGCCTGCT 
ATGAGCGCTCCAACGAGTACCAGCTGATTGACTGCGCCCAGTACTTCCTGGACAAGATTGATGTCATCAA 
GCAGGCTGACTACGTGCCCAGTGATCAGGATCTGCTTCGCTGCCGTGTCCTGACTTCTGGAATCTTTGAG 
ACCAAGTTCCAGGTGGACAAAGTCAACTTCCACATGTTTGACGTGGGTGGCCAGCGCGATGAACGCCGCA 
AATGGATCCAATGCTTCAATGATGTGACTGCCATCATCTTCGTGGTGGCCAGCAGCAGCTACAACATGGT 
CATTCGGGAGGACAACCAGACCAACCGCCTGCAGGAGGCTCTGAACCTCTTCAAGAGCATCTGGAACAAC 
AGATGGCTGCGCACCATCTCTGTGATTCTGTTCCTCAACAAGCAAGACCTGCTCGCTGAGAAAGTCCTTG 
CTGGAAAATCGAAGATTGAGGACTACTTTCCAGAATTTGCTCGCTACACTACTCCTGAGGATGCTACTCC 
CGAGCCCGGAGAGGACCCACGCGTGACCCGGGCCAAGTACTTCATCCGCGACGAATTTCTGAGAATCAGC 
ACTGCTAGTGGAGATGGGCGCCACTACTGCTACCCCCACTTCACTTGCGCTGTGGACACCGAGAACATTC 
GCCGTGTGTTCAACGACTGCCGTGACATCATTCAGCGCATGCACCTTCGTCAGTATGAGCTGCTCTAAGA 
AGG G AAC AG C C AAAT T T AAT T AAAG C C T T AAG C AC AAT T AAT T AAG AGT GAAAC G T AAT T GT AC AC G C AG 
TTGATCACCCACCATAGGGCATGATTAACAACGCAACCTTTCCTTTTCTCCCCAAGTGATTTTGCGAAAC 
CCCCTTTTCTTCCCTTCCGCTTGCTTAAATATTCCAAATTTAGAAGGCTTAAGGCGGCCTACAGAGAAAA 
AGAAAAGGAAAAAGGCCACAAAAGT T CCCTGT CT CTT T CAGTAAT TAAAATAACAGCAGCAAACAGAGAT 
AAT G AAAT AAAAG AAAT AAAT G AAATAAAAGAAATAAATGAAAT AAATGAAATAAATAT TGTCT T GTGCA 
GCATT AAAAAAATCAAAATAAAAAT TAAATGT GAGCA 

>GBCA0390 |Acc|X67813|Ver]X67813.1 GI : 297767 | C. familiaris SRP72 mRNA for signal 
recognition particle. 

CCCCGCGTCTCCTCCAAGATGGCGAGCGGCGGCAGCGGGGGGGTGTCGGTGCCTGCGCTCTGGAGTGAAG 
TGAACCGTTATGGCCAGAACGGCGACTTCACGCGCGCTCTCAAGACGGTCAACAAGATACTGCAGATCAA 
CAAGGATGATGTAACTGCCTTACACTGTAAAGTGGTATGCCTTATCCAAAATGGAAGTTTCAAGGAAGCC 
TTGAATGTCATCAATACTCATACTAAAGTGTTGGCCAATAACTCGCTTTCTTTTGAGAAGGCATATTGTG 
AGTACAGGCTGAACAGAATTGAGAATGCCTTGAAGACAATAGAAAGTGCCAATCAGCAGACAGACAAACT 
AAAGGAGCT T TATGGACAAGT GT T ATACCGGT TAGAACGCT ATGAT GAAT GCT TAGCAGTATATAGAGAT 
CTCGTCCGAAACTCCCAAGATGATTATGATGAAGAGAGAAAGACAAACCTTTCAGCAGTTGTTGCAGCTC 
AAAGCAATTGGG2\AAAAGTGGTTCCAGAAAACTTGGGCCTCCAAGAAGGCACACATGAACTATGCTACAA 
TGCTGCATGTGCACTGATAGGACAAGGCCAGCTGAGCCAGGCAATGAAAATCCTACAAAAAGCTGAAGAT 
CTTTGCCGCCGTTCATTATCAGAAGATTCTGATGGGACTGAGGAAGACCCACAGGCAGAACTGGCCATCA 
TTCATGGGCAGATGGCTTATATTCTGCAGCTTCAAGGTCGTACAGAGGAGGCGTTGCAACTTTATAATCA 
GATAATAAAACTAAAGCCAACAGAT GTGGGAT TGCTAGCAGTGAT TGCAAAT AACATCAT TACTAT T AAC 
AAGGACCAAAAT GTCT T TGACTCCAAGAAGAAAGT GAAATT AACCAACGCAGAAGGAGTAGAGT T TAAGC 
TTTCTAAGAAACAACTGCAAGCTATAGAATTTAACAAAGCTTTACTTGCTATGTACACAAATCAGGCAGA 
ACAGTGCCGCAAAATATCTGCCAGTTTACAGTCCCAAAGTCCTGAGCATCTCCTGCCTGTATTAATCCAA 
GCTGCCCAGCTCTGCCGTGAAAAGCAGCACACAAAAGCAATAGAACTGCTTCAGGAATTTTCAGATCAGC 
ATCCAGAAAAT GCAGC T GAAAT TAAGCTGACCAT GGCACAGC TGAAAAT T T CCCAAGGCAATATATCCAA 
AGCATGTCTAATAT T GAGAAGCATAGAAGAGT TAAAGCATAAACCAGGCAT GGTATCT GCAT TAGTGACC 
ATGTACAGCCATGAAGAGGATATTGATAGTGCCATTGAGGTCTTCACACAAGCTATCCAGTGGTATCAAA 
ACCATCAGCCCAAATCTTCTGCTCATTTGTCCTTGATAAGAGAAGCTGCAAACTTCAAACTCAAATATGG 
GCGGAAGAAAGAGGCAAT TAGTGACC TAGAACAGCTATGGAAACAAAATCCAAAAGATATTCACACCCT G 
GCGCAGCTTATTTCTGCTTACTCACTTGTAGATCCTGAGAAGGCAAAAGCCCTTAGTAAACACCTGCCCT 
CATCAGATAGTATGTCTCTAAAAGTAGATGTCGAGGCTCTTGAAAATTCTCCTGGTGCTACTTACATTCG 
GAAAAAGGGTGGAAAAGTTGCTGGAGATAGTCAACCAAAGGAACAAGGACAGGGAGATTTGAAAAAGAAG 
AAGAAAAAAAAGAAGGGAAAACTACCTAAAAATTATGACCCAAAGGTGACCCCAGATCCAGAAAGATGGC 
TACCAAT GCGAGAACGT T CTTACTACCGGGGAAGAAAGAAGGGAAAAAAGAAGGATCAGAT TGGAAAAGG 
GACCCAGGGAGCAACTGCAGGAGCTTCATCTGAACTGGATGCCAGTAAAACTGTGAGCAGCCCACCGACC 
TCCCCAAGACCTGGCAGTGCAGCAACAGCATCTGCATCTACAAGTAATATCATACCCCCAAGACACCAGA 
AACCTGCAGGGGCTCCAGCAACAAAAAAGAAACAGCAACAGAAAAAGAAGAAAGGTGGAAAAGGTGGCTG 
GTGATTAAAGCATTCTTGTTTTCAGGCTATTTTTAGTCTCGCTGACACTAGGAACACAATAAAGGTAACA 
CAGTAAGAAGCACAGAGCTACTCCCCTCTCCCATCCCCCCGTTTTCATG2\AATTGTTTTCTTGCACATCC 
CCCAGGAAAACATCTTCCTCAAACTCTGTCTAGTCAGACTTGGCCTACTTTACCATCCAGCTTTGCACAA 
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ATGATAAGGACTCAAAATTGGGCATTTTTCCACCTTGATCTCTGTTGCATTCTTTCTCTTTGTGTGCTGT 
GATCTGGTGTTTTTTTTTCAGTTTCACAAACAATGCATGTTATCCAGAGTTTCCTAGGATCTAAACAGAA 
ACTACTTCGGTTTCAACTAGAGTCTGAAGATACTTGTTCATATCAAATCCCACTTTAAATTATGTCTTAG 
GAGGCCTTAGGAGACTGAAAGTGGAATCTTCTGAGCATTCCAAATAGCTGCTTAGAGATATCATGTGATA 
AAAAGGGACCTTATTACACGCTGGTGTTCTTCACTTCATTACATGAATGACCACAGGAAAACTAAAGTAA 
ATGTCATCAGTTTTAACCATACATCCTGTCATGTGATCCTGGAGTATGGGATACCGAATACACATACTAT 
ATAAATAGTAAT GAAATGTG TGTGT GT CATATATACACACATATACACATATATATGAAT TAGGAC T CCT 
CTGCACCCCGTTTTGTTTTCAGATTATGATAACATTATGCTGATTTAGCATTAAAGAACTCAAGGAAAAT 
GTAGCAGTGTTGCAAGAAGTTGACTCTGAGACCCAGTGTTCTGAGGTCAGATGGGTTTGGAGTGTCTCAA 
TCAGAAAGATTTCATGGCCCTGTCAAGAGCATGAACATTGACTTCTGAGGGCAGAGGGGAACCCTCCAGA 
GTTCAATAGTGGGCATTATTAGAACTTAACAGAACTGTTTGGCCCCATTAACAGATACTAAAATGACTCG 
CCTTCATCATTTGGGGTACAACTATTCATTACCCTTCTCAAAGTAATGAAGTATTGTACATTCAGTCTGG 
TGTCAGTGTTGCTCTGGTCTTCTTGCTTGCAAGCCACTTTCCCATTG2\ACAGCTCTGAGACAGACATGCT 
GGGATGCCCACCCTTGTTAGTATTCATTTTGTACTGCCCAAGATAGCATTGAATTTAGACTTTAAGTATT 
TCCTTGTGATCATATTACTTCATCCTTGTTAATAAAGTGCTGCTGTGTTGGACTCTGAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0391 |AccjX72933jVer 1X72933.1 GI : 296088 j C. domesticus mRNA for apolipoprotein H. 

TGTGTCATCCATAATGATTTCTCTGGGGCTCATCTTGTTCTCGAGTGTTCTCTGCCATGTTGCTACTGCA 

GGACGGACTTGTCCCAAACC AGATGATAT ACCAT TT GCCACAGT T GT TCCAT TAAAAACAT T CTATGACC 

CAGGGGAGCAGATAGCGTACACCTGCCAGCCTGGCTATGTGTTCCGAGGTCTGACGAGACGGTTCACCTG 

CCCTCTGACAGGAGTTTGGCCCACGAACACCGTGAGGTGTATACCCAGAGTATGTCCTTTTGCTGGAATC 

TTAGAAAATGGAGCTGTACGCTATACAACTTTTGAATATCCCAACACGATCAGTTTTGCTTGTAACACTG 

GGTTTTATCTAAATGGAAGTAGCTCTGCTAAATGCACCGAGGAAGGAAAATGGAGTGTTGACCTTCCTGT 

CTGTACTCGTGTAACCTGCCCTCCCCCATCCGTACCTAAGTTTGCAACACTTAGTGTTTTTAAGCCATTG 

GCTACAAACAACTCCCTCTATGGAAACAAGGCTGT-CTTTGAATGTTTGCCACACTATGCTATGTTTGGAA 

AT GATACAATTACCT GCACAGCACAT GGAAAT TGGAC TACAT TACCAGAATGCAGAGAAGT AAAATGCCC 

ATT CCCATCAAGACCAGACAAT GGGT T TGTGAACTATCCT GCAAAACAAATCCT T TAT TACAAGGATAAA 

GCCATGTATGGTTGCCATGATACGTATACCTTGGATGGCCCAGAAGTAGTGGAATGTAACAAATTTGGAA 

ACTGGTCTGCACAGCCAAGTTGTAAAGCATCTTGTAAATTATCTGTTAAAAAAGCTACTGTGCTATACCA 

AGGAGAGAGAGTAAAGCTTCAAGAAAAATTTAAGGATGGAATGCTGCATGGTCAAAAAGTTTCTTTCTAC 

TGCAAGAATAAGGAAAAGAAGTGTAGCTACACAGAAGATGCTGAGTGCATAGATGGCACCATTGAAATCC 

CCAAATGCTTCAAGGAACACAGCTCTCTGGCTTTCTGGAAAACCGATGCATCAGATGTAAAGCCATGCTA 

AACTGGTTTTCAGATTCAGAATTAAAGGCCATACTGGAATCGGTGTCTGTCCAAGGAACATAAAGAAAGG 

TGGAAAAATAAAGTGACTGAAAACT TAAAAAAAAAAAAAAAAAA 

>GBCA0392 | Acc | X56994 1 Ver | X56994 . 1 GI : 2191 | Canine mRNA for calcitonin. 
CAGGAGCAGGAGCAGGAGCAGGAGACTGAGGGCTCCAGCCTGGACAGCTCCAGAGCTAAGCGGTGCAGTA 
ATCTGAGTACCTGTGTGCTGGGCACATACTCGAAGGACCTGAACAACTTTCATACATTCTCTGGCATCGG 
CTTCGGGGCTGAAACACGTGGCAAGAAAAGGGACATAGCCAGCGGCTTGGAGAGGGGCCGCTAACCTCGC 
TTTGGGGTGCCCCAGGATGCCAACTGATCTCCTTCCACTCCTTCCTGACTTCCCTTCTTGCTCCCATTGA 
TGAATTTAATGCATGCAGATTTCACTTGGATTGCTCTTCCAGCTGGCATTGGTAGCTTTGCTTGCGAGAG 
AGAAT AT T GGGGATCTCAGGATGGAAGGGAAGT GAGCAGCACTCATAGACCAGGTATGAGGTCT TT T TGC 
TCCTT TAGAGGTTAGAGGTAAGAGTGAGGGAAGCCTCT TGAGAT TCC AGAGGAT T T CGAGGTAGAGTC 

>GBCA0393 j Acc | X56386 | Ver I X5638 6 . 1 GI : 2189 | Canine rab9 mRNA for ras-related GTP-binding 
protein. 

AATAAGT TTGATACCCAGCTCT TCCAT ACAATAGGTGT AGAAT T T T T AAAT AAAGATT TGGAGGTGGAT G 
GACATT TTGT TACCAT GCAGATT TGGGACACAGCCGGTCAAGAGCGAT T CAGAAGCCT GAGGACGCCGT T 
TTACAGAGGTTCTGACTGTTGCCTGCTCACTTTTAGTGTTGATGATTCTCAGAGCTTCCAGAACTTGAGT 
AACTGGAAGAAAGAATTCATATATTATGCAGATGTGAAAGAGCCCGAAAGCTTTCCTTTTGTGATTTTGG 
GCAACAAGATCGACATAAGTGAACGACAAGTGTCTACAGAAGAAGCCCAAGCTTGGTGCAGGGACAACGG 
CGACTATCCTTACTTTGAAACAAGTGCAAAAGATGCCACAAATGTCGCAGCAGCCTTTGAGGAAGCTGTT 
CG AAGAGTGCTTGCT ACT GAGGAT AGGT CAGATCACCT GATTCAGACAGACACAGTCAGCCTGCACCGAA 
AGCCCAAGCCTAGCTCATCTTGCTGTTGATCATTAGAGAGGTTCCCTGTGCGATCTAACCAACTTACACA 
CACATACACGAAAATCACAGGGTGGAGAAGAGAATTAGCATTTGCAGCAATGGATCACCTACTCATAAAA 
TTAAACTAACCATATTGCTGCTTTGTTAGTGGGGTGGGAGAAGGACACATCCACTCAATGGAAGAATCAA 
TTTACTCAGTAGTGGCACCTTACATTTATAAATTGTAATGGTTGTCTAATAACGTTTAATTTAAATATGT 
AAGT TACAGAGCTATAAACGAGATGAT CAAGACTTTAAT TACAATTAAAACAC TTGAATAT TCT GGAAGT 
TAATGCTTTTTTTTCCCCTGGGAAAATGGAGAACTACTTTTTATATGTGTATATTTTTGTGTAATTAGCA 
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TTTAATTCCTGGTTGAGGGGGGAAAAGATTCCCTAAAGCAATAATGTTAAATAATAAAGATTAAAATCTA 
AAAAAAAAAAAAAAAAAAAAA 

>GBCA0394 | Acc | X63678 | Ver | X63678 . 1 GI : 941 | C. f amiliaris mRNA for TRAM-protein. 

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCCGGGCGGCCCCGGCGGCTGCGTACTGGCTGTGGGA 

TGGGAAGTGAAGCCCCAGCGAGCGGCACGGCGGGGCGGTGAGGAGCAGCCAGGGGGAGGCGGCGGCGGCG 

GCGGCGGCAGCCAGTCTGTGAGCAGCTGGAGAGCGGCGCCGGGGACGAGCACCTGCAGGCACGGGCGGCG 

GCCTCGCCATGGCGATTCGCAAGAAGAGCACCAAGAGCCCCCCGGTCCTGAGCCACGAATTCATCCTGCA 

GAATCACGCGGACATCGTCTCCTGTGTGGCGATGGTCTTCCTGCTGGGGCTCATGTTCGAGATAACAGCG 

AAAGCCTC TATCATT TTT GTT ACT CT T C AGT ACAAT GT T ACCCTCCCT GCAACAGAAGAACAAGCT ACT G 

AATCAACATCCCTTTATTACTATGGTATCAAAGATTTGGCTACAGTTTTCTTCTACATGCTAGTGGCGAT 

AATTATTCATGCCATAATTCAAGAGTATGTGTTGGATAAAATTAACAGGCGAATGCATTTCTCCAAAACG 

AAACACAGCAAGTTTAATGAATCTGGTCAGCTTAGTGCATTCTACCTTTTTTCTTGTATTTGGGGCACAT 

TCATTCTAATATCTGAAAACTACATCTCAGACCCAACTATCTTGTGGAGGGCTTACCCCCATAACCTGAT 

GACATTTCAAATGAAGTTTTTCTACATAGCCCAGTTGGCTTACTGGTTCCATGCTTTTCCTGAACTCTAC 

TTCCAGAAAACCAAAAAAGAAGATATTCCTCGTCAGCTTGTCTACATTGGTCTTTACCTCTTTCACATTG * 

CCGGGGCTTATCTTTTAAACTTGAATCATCTAGGACTTGTTCTTCTGGTGCTACATTATTTTGTTGAATT 

TCTCTTCCATATTTCCCGCCTGTTTTATTTTAGTGATGAAAAGTATCAGAAAGGGTTTTCTCTGTGGGCA 

GTTCTGTTTGTTTTGGGAAGACTTCTGACTTTAATTCTTTCAGTACTCACTGTTGGCTTTGGCCTTGCAA 

GAGCAGAGAATCAGAAACTGGATTTCAGTGCTGGGAACTTCAATGTGTTAGCTGTAAGAATTGCTGTCCT 

GGCATCCATTTGCATTACCCAAGCATTCATGATGTGGAAGTTCATTAATTTTCAGCTTCGGAGGTGGAGG 

GAACATTCTACTTTTCAGGCACCAGTTGTGAAGAAGAAACCAACAGTAACTAAAGGCAGGTCTTCTAGAA 

AAGGAACAGAAAATGGT GT AAATGGAAC AGT AACT T CAAATGGAGCT GACT CT CCCCGTAAT AGAAAAGA 

GAAATCTTCATAATGAATTATAATCTAATTGATTAATGTCCCCAAAGAAATCTGCTTTTTACTATATCTT 

TCAGCACTAGAGATTTTTTCTGTCCTTGAAAATACAGTTTGTGCTCTTTGATTCTTGCTATTGTACTGTT 

GT T T CATGCAT TT T T TT AAAGGGCAT T TGAGGGAAGGATGAT TACT AT GAGT GAGAAAAATATTTTAGCT 

TAGACTAAGCTACCTGCCTTCAAAATAGTTTAGGGACCACCACCATATTCTATTTTGTTTTTTATCTTTG 

AATGTTTTTCTAATGATTTGGAGAGATAACTATTTACAAAAATTCTACATAACAGTGATAAAATTTCTTG 

CTCTCACCAATTTTTTGTATTAGCAAGATGGCCTCTTCCAGCAAGGTCATTTTTTTAAGTTATCTTTCAG 

GGTAAAATGGAAATACTATACAGTTGGAAGTCAAACTTTAATATGTTTTCAGTGTTCTCTAATTTTTAGG 

AATTTTTGTAGTCTTTACACCTGGGAAAAAAGATTTGTAAATTCACTATAATAATTGTGTGCTTTATTTT 

AT AGGT AATGGT T GT T AATGTTACAT CCCCATTTTAAAAAACAACCACAACATACTAT T GGTTACAATGT 

GT GGAGAGTTAT T GCCATATATATT GAAT CAAAAATATATGAACAT AAAAGT ACCT GTGAAGT AAAATCC 

T T T CT TGAGCAT TTT CAACACT T GTAAACTGAAAATGAGAAAATTAAATAT T TACTAT AAAGAAGCAAAT 

ACGACTATAGCCCTTTTTGATATGTTTATTAATAATGATTCTTAATGGGGCTTATAAGGTCGATATGCAC 

AGCATCTTAGAAAAATATTGTTTAACCTGCAAACCCTTTTTAAAAATAATGCGTACTTAATTTATATCTA 

TAAAAGAATGTCGGGTAATTATATTTGGAACATTTACGCACTAATCTTAAAGAAATTGAAAATTCAGTTG 

GATAAATAGTCTTACAAAAGACAGTGCTTTATGTTATAACTATAGCTTTGGTCCCATCTTTAATTGAGAA 

GC AT T T ATCTGT AT AAAACAT AT T T TTGG AT AAAT AT AT AT AT AT AT AT T TGT AT CTCTACAGAAAGGCT 

CTAAAAAACATTTGAGTAAAACATTTGGTTCCCTTTTCTATAATTATCCTTAAAAATTCTTACAGCTATA 

TTTGGTTTTTTTGTTGTCTTCACAGTACCTATACTGCTCCTTTTGGTGTTCACATCTTGTTCTCCATTTC 

TCACTTTTGTCACCAGCTCATGTTTGTGCCATTTTTAGTATAAAAGTTGCAGGCTTGTTAGGTCTGCAGT 

TTAATAAGTTGCCATGCTGCTAGAAAGTTGTGCTTTCTATTTCCAGCTGTTTACTTCCTGGAAAAAGTAG 

TAGCTCTCTGTAGCATCATGGAGTTTCAGTGGAACCAAATTTTTGCCAATAAAAACTGGCATTATATTGA 

ACTATACATTGAGAAATCAAACAAAATAAAATTTTTACTTTCAAAAAAAAAAAAAA 

>GBCA0395 | Accl X51448 1 Ver | X51448 . 1 GI:938|Dog mRNA for putative transcription factor 
recognizing thyroglobulin promoter. 

CGCAGTGCCCGGATGTGAATGGATTACAATGTATCTTTCAGGGAAACCTATTATTATCAATGTGACTCCA 
CGGGGGAGTCAATGGTGATGATGAGGAGGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAA 
CAAGTTTAAGACTTTATAAGAGGAGAAGAAAAAAAAAAAGCCACCAACAAGATTTGTTTGAGGAAAGATT 
CTAACTATCCTGTATTGATATATTTTTTTTTTTTTTAGAAACAATAAGAAAAAGTTGTTGGAATTTTTTT 
TTTTTTTTAATGGTTTCTTTTTTGGGGGAGGGGATTTTGTTGCAGTTTGATGGTGGAAAATGCAAAAACC 
AGAGCCAGGTGCATAATCTTGTATTCTGTGGATATCCCTGGAGCAGAACTGAGTACCAGTTAAAATACTT 
TTTTGGGGGATACACATGTGAGATACTAAGTACTTGCAGAAGATTTTTTGTCTTTCTTTTTAAAGTCACT 
TTCCTTGGAATATTGTGAGCATATTTGTGGCCATTTAAGATGTTTTCACCTCCTGTGAGCAGTGGGAAAA 
ATGGACCAACTTCTTTGGCGAGTGGACATTTCACTGGCTCAAATGTAGAAGACAGAAGTAGCTCAGGGTC 
CTGGGGGAACGGAGGACATCCAAGCCCGTCCAGGAACTATGGAGATGGGACTCCCTATGACCACATGACC 
AGCAGGGACCTTGGGTCACATGACAATCTCT CTCCACCTTT TGT CAAT TCCAGAATACAAAGTAAAACAG 
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AAAGGGGCTCATACTCATCTTATGGGAGAGAATCAAACTTACAGGGTTGCCACCAGAGTCTCCTTGGAGG 
TGACATGGATATGGGCACCCCAGGAACCCTGTCGCCCACCAAACCTGGCTCCCAGTATTACCAGTATTCT 
AGCAATAACCCCCGAAGGAGGCCTCTTCACAGTAGTGCTATGGAGGTGCAGACAAAGAAAGTTCGAAAAG 
TTCCTCCAGGTTTGCCATCTTCAGTTTATGCTCCATCAGCAAGCACTGCCGACTACAATAGGGACTCGCC 
AGGCTACCCTTCCTCGAAACCAGCAGCCAGCACTTTCCCTAGCTCCTTCTTCATGCAGGATGGCCATCAC 
AGCAGTGACCCTTGGAGCTCCTCCAGTGGGATGAATCAGCCTGGCTACGGAGGAATGTTGGGCAGTTCTT 
CTCATATTCCACAGTCTAGCAGCTACTGTAGCCTGCATCCACACGAACGCTTGAGCTATCCATCACACTC 
CTCAGCAGACATCAATTCCAGTCTTCCTCCGATGTCCACTTTCCACCGTAGTGGCACAAACCATTACAGC 
ACCTCTTCCTGTACACCTCCTGCCAACGGGACAGACAGTATAATGGCAAATAGAGGAAGCGGGGCAGCAG 
GCAGCTCCCAGACTGGAGATGCTCTGGGGAAAGCACTTGCTTCGATCTATTCTCCAGATCACACTAACAA 
CAGCTTTTCATCAAACCCTTCAACTCCTGTTGGCTCTCCTCCTTCTCTCTCAGCAGGCACAGCTGTTTGG 
TCTAGAAACGGAGGACAGGCCTCATCATCTCCTAATTATGAAGGACCCTTACACTCTTTGCAAAGCCGAA 
TTGAAGATCGCTTAGAAAGACTGGATGATGCTATTCACGTTCTCCGGAATCATGCAGTGGGCCCATCCAC 
AGCTATGCCGGGTGGTCATGGGGACATGCATGGAATCATTGGACCTTCTCATAATGGAGCGATGGGTGGT 
CTGGGCTCAGGGTATGGAACCGGTCTTCTTTCAGCCAACAGACATTCACTCATGGTCGGGGCCCATCGCG 
AAGACGGCGTGGCCCTGCGAGGCAGCCACTCCCTCGTGCCCAACCAGGTCCCGGTGCCACAGCTTCCCGT 
GCAGTCTGCGACGTCCCCTGACCTGAACCCACCCCAGGACCCTTACAGAGGCATGCCACCGGGATTGCAG 
GGCCAGAGCGTCTCCTCCGGCAGCTCTGAGATCAAATCCGACGACGAAGGCGATGAGAACCTGCAAGACA 
CGAAATCTTCCGAGGACAAGAAGTTAGATGACGACAAGAAGGATATCAAATCGATTACTAGCAATAACGA 
TGACGAGGACCTGACCCCGGAGCAGAAGGCGGAGCGCGAGAAGGAGCGGAGGATGGCCAACAACGCCCGC 
GAGCGCCTGCGCGTCCGCGACATCAACGAGGCTTTCAAGGAGCTCGGCCGCATGGTGCAGCTCCACCTCA 
AGAGTGACAAGCCCCAGACCAAGCTCCTGATCCTCCACCAGGCCGTGGCCGTCATCCTCAGCCTGGAGCA 
GCAAGTTCGAGAAAGGAATCTGAATCCGAAAGCCGCGTGTCTGAAAAGAAGGGAGGAAGAGAAGGTGTCC 
TCAGAGCCTCCCCCGCTCTCCTTGGCGGGCCCGCACCCTGGAATGGGAGATGCGTCAAACCACATGGGAC 
AGATGTAAAAGGGTCCAAGCTGCCACATTGCTTCATTAATACAAGAGACCACTTCCTTAACAGCTGTATT 
ATCTTAAACCCACATAAACACTTCTCCTTCACCCCTTTTTTTGTAATATAAGACAAGTCTGAGTAGTTAT 
GAATCGCAGACGCAAGAGGT TTCAGCAT TCCCAAT TAT CAAAAAACCGAAAAACACAC 

>GBCA0396 | Acc | X53529 | Ver ! X5352 9 . 1 GI:936|Dog mRNA for signal sequence receptor beta 
subunit (TRAP- complex beta subunit) . 

CGGCCGCCGGTGGTCCCCTGAAAGGACTGTGGGGTGCGCGCGATGAGGCTTCTGGCTTCTGTGCTGTTGG 
CCCTGTTTGCTGTCAGTCATGCGGAGGAAGGAGCCCGGCTTCTGGCCTCCAAGTCACTGCTGAACAGATA 
CGCCGTGGAGGGGCGAGACCTGACCTTGCAGTACAACATCTACAATGTTGGCTCAAGTGCTGCATTAGAC 
GTGGAGTTATCTGATGATTCCTTTCCCCCAGAGGACTTTGGCATTGTGTCTGGAATGCTCAATGTCAAAT 
GGGACCGGATTGCCCCTGCTAGCAATGTCTCCCACACCGTGGTGCTGCGCCCGCTCAAGGCTGGCTATTT 
CAACTTTACTTCGGCTACTGTTACTTACCTGGCTCAGGAGGATGGGCCTGTCGTGATTGGCTTTACCAGC 
GCCCCTGGACAGGGAGGGATCCTGGCCCAGCGGGAGTTTGATAGGAGATTCTCCCCGCATTTTCTGGACT 
GGGCAGCCTTCGGAGTCATGACCCTGCCCTCCATCGGCATCCCCCTGCTGCTGTGGTACTCCAGCAAGAG 
GAAATATGACACTCCCAAGTCCAAGAAGAACTGAGGGGCTTCCGAGGCCGCTGCCTAGGAGATCCAGGTG 
CTTTCCAGACTCCGGAGGCCTCTGGAGTGCGGTCTCTCATCCCCAGCCCCTGCCACCTTCTCCAGGATCC 
TGCCTGCTCTCAACCAGAGTCGGGGACCAGGCCTCGGTGTCTGTGAAAGCCTCCTCGTTCTGTCCCAAAG 
CCATATGAGCAAGAACGAGCAGGAATGCCTCCAGCAACAAGCCTCGGGACCTCATCTGTGTGCCTTGTGG 
TGCTGCAGTGTGAACTGAGGGGCCGAGGAGGGGGCACTAAGGAAACTGCCTGACTCTACCCCCATCCCCT 
GCTCTCCCCTCTCGGAAGAGGGTGGAAGATCAGATGAAGGCCAAGTGACTCGGAGGCTACCCAATCTCTG 
TTCTGGGTCAGGGGAGCTCTAACCAATGGAGTTTCTAATAAAAACATGCCAAACTG 

>GBCA0397 | Acc | X51367 | Ver | X51367 . 1 GI : 934 | Canine mRNA for signal sequence receptor 
protein alpha subunit (TRAP- complex alpha subunit) . 

CCGCGGAGAGCGCTGGCGGGCGGCGAGCGGACGCCGGACCGGCCGCGCCATGAGGGTCCTCCCGCGCCTG 
CTTCTGCTCCTCTTGCTGGCGTTCCCCGCTGCCGTGCTGCTCCGAGGCGGCCCGGGAGGCTCATTAGTTG 
CAGCTCAAGATCTCACAGAAGATGAAGAAACGGTGGAAGATTCAATAATTGAAGATGAAGATGATGAAGC 
AGAAGTGGAAGAAGATGAACCCACAGAT T TGGCTGAAGATAAAGAGGAAGAAGATGTATCTGGTGAACC T 
GAAGCTTCACCAAGTGCAGATACAACCATCCTGTTTGTGAAAGGAGAAGATTTTCCAGCAAATAATATTG 
TGAAGTTCCTAGTAGGCTTTACAAACAAGGGTACAGAAGATTTTATTGTTGAATCCTTAGATGCCTCATT 
CCGTTATCCTCAGGACTACCAGTTTTATATCCAGAATTTCACAGCTCTTCCTCTGAACACTGTAGTACCA 
CCGCAGAGACAGGCAACTTTTGAGTACTCCTTCATTCCTGCAGAGCCCATGGGTGGACGACCTTTTGGTC 
TAGTCATCAATCTGAACTACAAAGATCTGAATGGCAATGTATTCCAAGATGCTGTCTTCAATCAAACAGT 
TACGATCATTGAAAGAGAGGATGGGTTAGATGGAGAGACAATCTTTATGTATATGTTCCTTGCTGGTCTT 
GGGCTCCTGGTTGTTGTTGGCCTTCATCAACTCCTAGAATCGAGAAAGCGCAAGAGACCCATACAGAAGG 
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TAGAGATGGGTACATCAAGTCAGAATGATGTTGACATGAGTTGGATTCCTCAGGAAACCTTGAATCAAAT 
CAATAAAGCTTCACCAAGAAGGTTGCCCAGGAAACGGGCACAGAAGAGATCAGTGGGATCTGATGAGTAA 
ATGTTCCTTTGTGCAACAATTCAGTCTTTACTTAACCTGCCCTAATGTTTTTCGGCCTGATGGGAATTAG 
TGCAGAGAAGCCATATCACCATAGAAGGCAACTACTACTTATGTGTGGACTGAGCAATCAGAGTCTGTGG 
CGATAATAATAT TAG T GAAAATGC AC TGCATTCATT T T T CT AAAGT AACAAA 

>GBCA0398 | Acc ) X53744 | Ver | X53744 . 1 GI : 931 | Canine mRNA for 68kDA subunit of signal 
recognition particle (SRP68) . 

GGCAAGATGGCTGCCGAGAAACAGGTTCCCGGTGGCGGCGGCGGCGGCGGCGGCGGGAGCGGCGGCGGAC 
GCGGTGCCGGAGGAGAGGAAAATAAGGAAAACGAACGGCCTTCAGCTGGATCGAAGGCAAACAGAGAATT 
CGGGGATAGCCTGAGTTTGGAGATTCTTCAGATAATTAAGGAATCCCAGCAGCAGCATGGTTTGCGGCAT 
GGAGATTTTCAGAGGTATAGGGGCTACTGTTCCCGTAGACAAAGACGTCTTCGGAAAACACTCAACTTCA 
AGATGGGGAACAGGCACAAATTTACAGGGAAAAAAGTAACTGAA.GACCTTCTGACTGATAACAGATATTT 
GCTTCTGGTTCTGATGGATGCTGAACGAGCCTGGAGCTATGCCATGCAGCTGAAACAGGAAGCCAACACT 
GAACCCCGAAAACGTTTCCACTTGTTGTCTCGCCTTCGCAAAGCTGTGAAGCATGCGGAGGAATTGGAAC 
GCTTGTGTGAGAGCAATCGCGTGGATGCCAAGACCAAGTTAGAGGCTCAGGCTTACACGGCTTACCTCTC 
AGGAATGCTGCGTTTTGAACATCAAGAATGGAAAGCTGCGATTGAGGCTTTTAACAAGTGCAAAACTATC 
TAT GAGAAACTAGCCAGTGCTT TCACAGAAGAGCAGGCTGTGCTAT ACAACCAACGT GT GGAAGAGATCT 
CGCCTAATATCCGCTACTGTGCATATAACATTGGGGACCAGTCAGCTATCAATGAACTCATGCAGATGAG 
ATTGAGGTCTGGAGGCACTGAGGGTCTCCTGGCTGAAAAATTGGAGGCATTGATCACTCAGACTCGGGCC 
AAACAGGCAGCCACCATGAGCGAAGT GGAATGGAGAGGGAGAACGGT TCCAGTGAAGAT T GACAAAGT GA 
GGATCTTTTTGTTGGGATTGGCTGATAACGAAGCAGCCATTGCCCAGGCTGAAAGTGAAGAAACCAAGGA 
GCGTCTGTTTGAATCAATGCTCAGTGAGTGTCGGGACGCCATCCAGGCTGTTCGGGAAGAGCTCAAGCCA 
GATCAGAAACAGAGAGATTACACCCTTGACGGGGAGTCGGGAAAGGTATCTAATCTTCAATACCTGCACA 
GCTACCTGACTTATATCAAGCTGTCAACGGCCATCAGGCGGAACGAGAACATGGCTAAGGGGCTGCAGAA 
AGCACTACAGCAGCAGCCAGAAGATGAGAGCAAGCGCTCGCCACGGCCCCAGGACCTCATCCGGCTCTAT 
GACATCATTCTACAGAATCTGGTGGAATTGCTCCAGCTTCCTGGGTTAGAGGAGGACAGAGCCTTCCAGA 
AAGAGATAGGCCTCAAGACTCTGGTGTTTAAGGCTTACAGGTGTTTTTTCATTGCTCAGTCCTATGTGTT 
GGTGAAGAAGTGGAGCGAAGCCCTCGTCCTGTATGACCGAGTCCTGAAATATGCAAATGAAGTAAATTCG 
GATGCTGGGGCCTTCAGGAACAGCTTAAAGGACCTGCCCGATGTGCAAGAGCTCATCACTCAAGTGAGGT 
CAGAAAAGTGTTCTCTGCAGGCAGCAGCAATCCTGGATGCAAGTGACTCCCACCAACCGGAGACTTCTTC 
CCAAGTCAAGGACAACAAGCCTCTGGTTGAACGGTTTGAGACATTCTGCTTGGACCCTTCCCTCGTCACC 
AAGCAAGCCAACCTTGTGCACTTCCCGCCAGGATTCCAGCCTATCCCCTGCAAGCCTTTGTTCTTTGACC 
TGGCCCTCAACCATGTGGCTTTCCCACCCCTCGAGGACAAGTTGGAGCAGAAGACCAAGAGTGGCCTCAC 
TGGATACATCAAGGGCATCTTTGGATTCCGGAGCTAACCAGGCTCTTCTTGGGGGCAAGGGGAGATTCTC 
ACTCTTCATCTGTATTGTGAGAAAACCCTAGCAAGTTCCATGATATTAAATCCAGGTCTGCATTGGCCCC 
GGGCAAGAGTGTATCATCCTCAGCCCTGCGTCCCTATGTCTTGTGTGTTTGTGCACTTAACATTCTTAAC 
CGGTGTGCTCAAAGGGGACCCTGCTGTCTTCTGGTGGATGTGTGCGGGATTCCTCTGTCCGCACCTCCTG 
GGGGAAGGGCCACTGCCACCTGGCCCCATGGGAGCCGTGCTTGGGTGGGTCCACTCCAGGCATAGATGGG 
AGCTCGGAACTTTGTCGTGTTTCTTCAGTATCACGAATTTGAAATGGACTCCTCCTCGCTGTGAGCATCC 
ATCCAGAGTCCCGTGAAGAGTCTGTGACCAGGAACCACTGGCAGCATCACCCCACAACTACAGTCAGCCT 
TATGCCCT GTCACCT CCAAGTGGAAGT TAAGTTT CAGAACAAGCAAAGAGC T CTAT T T T TAGAAGAAAT G 
TGTTACACTCAGAAATGATGAAAACAAATCTTATATTAAAAGGCAAAGATGCTGG 

>GBCA0399 | Acc | X16318 | Ver | X16318 . 1 GI : 928 | Canine mRNA for signal recognition particle 54k 
protein. 

TGGCAATCGTCGGTCCTCCAGCTGGTGGGAGTTGGCGTCGCTGTGCTGGGCGCTGGAGCCCTAGTTTGTA 
TAGTTTGGGAAGTCGGGCTTTGGAGTCGCACCTGTCTGTCTGACCCCTGCTTTCCTTGGTTTCCTTCCAC 
GTTGCGGGGGCCTCGCGAAAGACTCCCCGGCCCCTTTGGGCGCAGCGGTAGCGGTGCTTTTTTGCGGTGA 
GGAAAGTAAGGCTCAGAGAGAT TAAGTAACT TGCCCAAAGTAACACAGCCAGTATGTAACAGAGCTGGGA 
TTTGAATCCAAGTCTGTCAGACTCCCAAGCCCATGCTCTTTCCAGTACTTCACACTGCAGCAGATTTTCT 
TGTAATCACAACTTAAAGCCTTCAAGATGGTACT AGCAGACCT TGGAAGAAAAATAACAT CAGCAT TACG 
CTCATTGAGCAATGCCACCATTATCAATGAAGAGGTATTAAATGCCATGCTAAAAGAAGTATGTACAGCA 
T TACTGGAAGCAGAT GT TAATATTAAACTAGTGAAGCAAC TAAGAGAAAATGT AAAGT CTGCT AT TGATC 
TTGAAGAGATGGCATCTGGTCTTAACAAAAGAAAAATGATTCAGCATGCTGTGTTTAAAGAACTGGTGAA 
GCT TGTAGACCCTGGAGT TAAAGCAT GGACACCGACTAAAGGAAAACAGAATGTGATCAT GT T TGT TGGA 
T TGCAAGGGAGTGGTAAAACAACAACATGTTCAAAGT TAGCATATTAT TACCAGAGGAAAGGTTGGAAGA 
CCTGTTTGATATGTGCAGACACATTCAGAGCAGGAGCTTTTGACCAACTAAAACAGAATGCTACCAAAGC 
AAGAATTCCATTCTATGGAAGCTATACAGAA^TGGATCCTGTTATCATTGCCTCTGAAGGAGTGGAGAAA 
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TTCAAAAATGAAAATTTTGAAATTATTATTGTTGATACAAGTGGACGCCATAAACAGGAAGACTCTTTGT 
TTGAAGAAATGCTTCAAGTTGCTAACGCTATACAACCTGATAACATTGTTTATGTGATGGATGCCTCCAT 
TGGACAGGCTTGTGAAGCCCAGGCAAAGGCTTTTAAAGATAAAGTAGATGTAGCTTCGGTAATAGTGACA 
AAACTTGATGGCCATGCAAAAGGAGGTGGTGCACTCAGTGCAGTTGCTGCCACAAAAAGTCCAATTATTT 
TCATTGGTACAGGGGAACACATAGATGATTTTGAACCTTTCAAAACACAGCCTTTTATCAGCAAGCTTCT 
TGGTATGGGTGACATCGAAGGACTGATAGATAAAGTCAATGAGTTGAAGTTGGATGACAATGAAGCACTT 
ATAGAGAAGTTAAAACAT GGTCAGTT TACGT T GCGAGACAT GTATGAACAAT T TCAAAATAT CATGAAGA 
TGGGCCCCTTCAGTCAGATCTTGGGTATGATCCCTGGTTTTGGTACAGATTTTATGAGCAAAGGAAATGA 
ACAAGAGT C AAT GG CAAG GC TAAAAAAG T TAATG AC GATAATGG AT AG TAT GAAT GAT CAAGAACT TGAC 
AGT ACTGATGGT GCCAAGGT T T T TAGTAAGCAACCAGGAAGAATCCAGAGAGT AGCAAGAGGAT CAGGT G 
TGT CAACAAGAGATGT TCAAGAACT T T TGACACAATAT ACCAAATT T GCACAGATGGTAAAAAAGATGGG 
AGGTATCAAAGGACTTTTCAAAGGTGGTGACATGTCTAAGAATGTGAGCCAGTCACAGATGGCAAAACTG 
AATCAACAAATGGCCAAAATGATGGATCCAAGAGTTCTTCATCACATGGGTGGTATGGCAGGACTTCAGT 
CCATGATGAGGCAGTTTCAACAGGGTGCTGCTGGCAATATGAAAGGCATGATGGGATTCAATAATATGTA 
AAGAAGATGCCTTAATTTAAACTGACTCAGTTGATTACATTATTTGCTGAGACCTCAAGAGTTTCCCTCC 
TTTTTGCAAACAGGAAAAAAAAAGTATTTTTCTTGCCTGTCTTGCCCTTTTTCTTTCTCTTCTCATCTTC 
TTTCCTTCCTACTTCCTTCCCTCCCTTTGATATAAGGGAGGAATATATAGTTTTTGTGGAAATCATTATA 
TTTTTGCTTTAGATTTTCTTTTCTTAGTTTTCACCATCATAATACTTCTTAAGTTAAACAAATCATGATG 
TAAAATCTAGTACTTAGAAGTTTCTAATTGTCTCAAAGGCCAAGCATTACATTTGTAAACAGTCCTGATC 
AGTAGTTATATGATGTCTCAATAAAAGTGCTGTAAAATAAACTTCAAACTCGTTAT 

>GBCA040'0 | Acc | X56391jVer 1X56391.1 GI : 926 | Canine rhol mRNA for ras-related GTP-binding 
protein. 

ATGGCTGCCATCCGGAAGAAACTGGTGATTGTTGGTGATGGAGCCTGTGGTAAGACTTGTTTGCTCATCG 
TCTTTAGCAAGGACCAGTTCCCAGAGGTGTATGTACCCACAGTGTTTGAGAACTATGTGGCAGATATTGA 
AGTTGATGGAAAGCAGGTAGAGTTGGCTTTGTGGGATACAGCTGGGCAGGAAGATTATGATCGCTTGAGG 
CCTCTCTCCTATCCAGACACTGATGTTATACTGATGTGTTTCTCTATTGACAGCCCTGATAGCTTAGAAA 
ACATCCCAGAAAAATGGACCCCAGAAGTCAAGCACTTCTGTCCCAACGTGCCCATCATCCTGGTTGGGAA 
C AAGAAG GAT C T T C GGAAT GAT GAG C ACACAAGGC G G GAG C T AGC CAAG AT GAAG C AGGAG C C GG T GAAA 

CCGACAGAAGGCAGAGATATGGCAAACAGGATTGGTGCTTTTGGGTACATGGAGTGTTCAGCAAAGACCA 
AAGATGGAGTGAGGGAGGTTTTTGAAATGGCCACGAGAGCTGCTCTGCAAGCCAGACGTGGGAAGAAAAA 
ATCTGGGTGCCTTGTCTTGTGAAACCCTGCTGCAAGCACAGCCCTCATGCGGTTAATTTTGAAGTGCTGT 
• TTATTAATCTTAGTGTATGATTACTGGCCTTTTTCATTTATCTATAATTTACCTAAGATTACAAATC 
>GBCA0401 |Acc|Z11922 S4 6784 | Ver | Z11922 . 1 GI : 923 ) C. f amiliaris mRNA for Ran. 
CACGAGAGCACCAGCGCTATGGCTGCCCAGGGAGAGCCCCAAGTCCAGTTCAAGCTGGTGCTGGTTGGCG 
ACGGCGGCACCGGCAAGACCACGTTCGTGAAGCGTCACCTGACGGGTGAATTCGAGAAGAAGTATGTAGC 
CACTCTGGGCGTGGAGGTCCACCCCCTCGTGTTCCACACCAACAGGGGCCCCATCAAGTTCAACGTGTGG 
GACACCGCCGGCCAGGAGAAGTTCGGCGGGCTCCGGGACGGCTACTACATCCAAGCCCAGTGTGCCATTA 
TAATGTTTGACGTAACGTCAAGGGTTACTTACAAGAATGTGCCTAACTGGCATAGAGATCTGGTACGAGT 
GTGTGAGAACATCCCCATTGTGCTCTGTGGCAATAAAGTGGATATTAAGGACAGAAAAGTTAAGGCAAAA 
TCTATCGTCTTCCACCGAAAGAAGAAQCTTCAGTACTATGACATTTCTGCCAAAAGTAACTACAATTTTG 
AGAAGCCGTTCCTGTGGCTTGCTAGAAAACTAATTGGAGACCCTAACCTGGAGTTTGTCGCCATGCCTGC 
TCTTGCCCCCCCAGAGGTGGTCATGGATCCAGCTCTGGCAGCACAGTACGAGCACGATCTAGAGGTTGCT 
CAGACGACCGCGCTCCCGGATGAGGATGATGACCTGTGAGAAGTGCAGCTGGA 

>GBCA0402 |Acc|X56390|Ver|X56390.1 GI : 921 | Canine rac2 mRNA for ras-related GTP-bindinq 
protein. 

ATGCAGGCCATCAAGTGTGTGGTGGTGGGAGACGGAGCTGTAGGTAAAACTTGTCTACTGATCAGTTACA 
CAACCAATGCATTTCCTGGAGAATACATCCCCACTGTCTTTGACAATTACTCTGCCAATGTTATGGTAGA 
TGGAAAACCAGTGAATCTGGGCT TATGGGATACAGC T GGACAAGAAGAT TATGACAGATTACGT CCC TTA 
TCCTATCCGCAAACAGATGTATTCTTAATTTGCTTTTCTCTTGTGAGTCCTGCATCATTTGAAAATGTTC 
GAGCAAAGTGGTACCCTGAAGTGCGACACCACTGTCCCAACACCCCTATCATCTTGGTGGGGACTAAACT 
TGAT CTCAGGGACGACAAAGACACGAT TGAGAAACT GAAGGAGAAGAAGCTGACT CCCATCACC TACCCA 
CAGGGTCTGGCCATGGCTAAGGAGATCGGTGCTGTAAAATACCTGGAGTGCTCTGCTCTCACGCAGCGAG 
GCCTCAAGACAGTGTTTGATGAAGCTATTCGAGCGGTTCTCTGCCCCCCTCCCGTCAAGAAGAGGAAGAG 
AAAATGCCTGCTGTTGTAAATGTTGGGTTCCCCTGCCCCATCCCCCTCAGAACCTTTGTACGCTTTGCTC 
AAAAATGGTGGAGCCTTCGCACTCAATGCCAAGTTTTTGTTACAGATTAGTTTTTCCATAAACCATTTGA 
ACCAATCAGTAATTTT 

>GBCA0403 |Acc|X56389 | Ver 1X56389.1 GI : 918 | Canine rab4b mRNA for ras-related GTP-binding 
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protein. 

GAGTAGGAAGGAGCCGGGGCTGCAGCCGGAGTGGAGCGGCTGCCAGCCGAGGAGCAGGCGCGGCCGCGGC 
GCCATATTGCGGCCCCGAGCGGCCGCGACCGAGTCATGGCCGAGACCTACGACTTCCTCTTCAAATTCCT 
GGTGATTGGCAGTGCAGGAACTGGCAAATCATGTCTCCTTCATCAGTTCATTGAGAATAAGTTCAAACAG 
GACTCCAACCACACAATCGGCGTGGAGTTTGGATCTCGGGTAGTCAACGTGGGTGGGAAGACTGTGAAGC 
TCCAGATTTGGGACACAGCCGGCCAAGAGCGGTTTCGGTCGGTGACACGGAGTTACTACCGAGGGGCGGC 
TGGAGCCCTGCTGGTGTACGACATCACCAGCCGGGAGACATACAACTCGTTGGCTGCCTGGCTGACGGAC 
GCCCGCACGCTGGCTAGCCCCAACATCGTGGTCATCCTCTGTGGCAACAAGAAAGACCTGGACCCTGAGC 
GCGAGGTCACTTTCCTGGAGGCCTCCCGCTTTGCCCAGGAGAATGAGCTAATGTTCCTGGAGACTAGTGC 
CCTCACGGGTGAGAACGTGGAAGAGGCTTTCCTGAAGTGTGCCCGCACCATCCTGAACAAGATCGACTCA 
GGTGAGCTGGACCCCGAGAGGATGGGCTCAGGCATTCAGTACGGGGATGCTTCCCTCCGCCAGCTGCGGC 
AGCCTCGGAGTGCCCAGGCCGTGGCCCCCCAGCCCTGTGGCTGCTGAGACATGTGGAGCCAGCTCACCTG 
TTCTCCAGGACCAGCCCTGCCCTTCTGGCCGGGGCCCAGACCCAGGCCC 

>GBCA0404 | Acc JX5 638 8 | Ver |X56388 . 1 GI : 916 | Canine rabll mRNA for ras~related GTP-binding 
protein. 

CTCCCCGGCCGCGCAATGGGCACCCGCGACGACGAGTACGACTATCTCTTCAAAGTTGTCCTTATTGGAG 
ATTCTGGTGTTGGAAAGAGTAATCTCTTGTCTCGATTTACTCGAAATGAGTTTAATCTCGAAAGTAAGAG 
CACC ATT GGAGT AGAGTTTGCAACAAGAAGCATCCAGGT T GATGGGAAAACAATAAAGGCACAGATAT GG 
GACACAGCAGGGCAGGAGCGATACCGAGCTATAACATCAGCATATTATCGTGGAGCTGTAGGTGCCTTAC 
TGGTTTATGACATTGCTAAGCATCTCACATATGAAAATGTAGAACGATGGCTGAAAGAACTGAGAGATCA 
TGCTGATAGTAACATTGTTATCATGCTTGTGGGCAATAAGAGTGATTTGCGTCATCTCAGGGCAGTTCCT 
ACAGATGAAGCAAGAGCTTTTGCAGAAAAGAATGGTTTGTCATTCATTGAGACTTCCGCTCTAGACTCTA 
CAAATGTAGAAGCTGCTTTTCAGACAATTCTGACAGAGATATACCGCATTGTTTCCCAGAAACAAATGTC 
AGACAGACGTGAAAATGACATGTCTCCAAGCAACAATGTGGTTCCTATTCATGTTCCACCAACCACTGAA 
AAGAAGCCAAAGGTGCAGTGCTGTCAGAACATATAAGGCATTTCTCTTCTCCCCTAGAAGGCTGGGGATA 
GTGCATTCCCAGGTCTGAGATTAAATATATTTGTAATTCTTGTGGTCACTTTGTGTTTTATTAGTTCCTC 
ATACTTATGAATTTTCCCATGTCTTAAGTCTTTTGATTTTAGCTTTATAAAATCATCCACTTGTCCCGAA 
TGACTGCAGCTTTTTTTCATGCTATGGCTTCACTAGCCTTAGTTTAATAAACTGAATGTTTGGATTCCTC 
AAAAAAAAAAAAAAAA 

>GBCA0405 |Acc!X56387|VerjX56387.1 GI : 914 | Canine rablO mRNA for ras-related GTP-binding 
protein. 

GACTCGAGCCCTCGTTTTTCCCACGCTACCCCGGTCCTCCGGCCTGAGAACGCCCAAGTGAGGAGTTGGC 
CGTCGTGAGAGGGACCGATCCCTTGGGGCCGCCGGCGGCGAGAGCCTGAGCCGCTCCTCCCAATGGCGAA 
GAAGACGTACGACCTGCTTTTCAAGCTGCTCCTGATCGGAGACTCGGGAGTAGGGAAGACCTGCGTCCTT 
TTTCGTTTTTCGGATGATGCCTTCAATACCACCTTTATTTCCACCATAGGAATAGATTTTAAGATCAAAA 
CAGT T GAAT TACAAGGAAAGAAGATCAAGC TACAGATATGGGATACAGCAGGCCAGGAGCGAT T TCAC AC 
CATCACAACCTCCTACTACAGAGGAGCAATGGGTATCATGCTAGTATATGACATCACCAATGGTAAAAGT 
T T TG AAAACATCAGCAAATGGCT T AGAAACAT AGATGAGCATGCCAAT GAAGAT GTGGAAAGAATGT TAG 
TAG GAAAC AAAT G T GAT AT G GAC G AT AAAAGAG T T GT AC C T AAAGGAAAAG GAG AG C AG AT T GC AAGGG A 
GCAT GGTATTAGAT T T T T TGAGACT AGTGCAAAAGTAAATATAAACAT CGAAAAGGCT T TCCTCACAT TA 
GCT GAAGAT ATCCTTCGAAAGACCCCTGTAAAAGAGCCCAACAGTGAAAATGTAGATATCAGCAGTGGAG 
GCGGCGTGACAGGCTGGAAGAGCAAATGTTGCTGAGCGTTCTCCTGTTCCGTCAGTTGCCATCCACCACC 
CTGTTTTTTCCTCTTGCTGCAAAATAAACCACTCTGTCCATTTTAACTCTAAACAGATATTTTTGTTCCT 
CATCTTAACTCTCCAATCCACCTGTTTTATTTGTTCTTTCATCCGTGA 

>GBCA0406 [AcclY00399 M31636 \ Ver | Y00399 . 1 GI;911|Dog phospholamban mRNA, complete cds . 

AGTCAGAAAACTTTCT AACTAAACACCGATAAGACTTCATAC AAC T CACAATAC T T TATATTGTAATCAT 

CACAAGAGCCAAGGCTACCTAAAAGAAGAGAGTGGTTGAGCTCACATTTGGCCGCCAGCTTTTTACCTTT 

CTCTTCACCATTTAAAACTTGAGACTTCCTGCTTTCCTGGGGTCATGGATAAAGTCCAATACCTCACTCG 

CTCTGCTATTAGAAGAGCTTCAACCATTGAAATGCCTCAACAAGCACGTCAAAATCTTCAGAACCTATTT 

ATAAATTTCTGTCTCATTTTAATATGTCTCTTGTTGATCTGCATCATTGTGATGCTTCTCTGAAGTTCTG 

CTGCAATCTCCAGTGATGCAACTTGTCACCATCAACTTAATATCTGCCATCCCATGAAGAGGGGAAAATA 

ATACTATATAACAGACCACTTCTAAGTAGAAGATTTTACTTGTGAAAAGGTCAAGATTCAGAACAAAAGA 

AATTATTAACAAATGTCTTCATCTGTGGGATTTTGTAAACATGAAAAGAGCTTTATTTTCAAAAATTAAC 

TTCAAAATGACTATAGGTGCGCATAATGTAATTGCTGAATTCCTCAACAAAGCTTGTAAAAGTTTCTATG 

CCAAATTTTTTCTGAGGGTAAAGTAGGAGTTTAGTTTTAAAACTGCTCTGCTAACCAGTTCACTTCACAT 

ATAAAGCATTAGCTTCACTATTTGAGCTAAATATTTATATTGTACTGTAAATGCCTATGTAATGTTTATT 

AAGATTTTTCAAGTCTCCGCTAAGTACGAAAATAATCATCCAAATGAAGTCATCATTTGAAATAGCCTAC 
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TGATTCCTTACATCTGTTATCTTTATAATTATCATTCAGAAGTCTTTCTAGTAATAGTAACTCTCATAAC 
CTACATTTTGAAATATAAATTGTATTCTTTCTCTGTACAACACTAACATCTTTTTTTAAGTTTATGAGAA 
TCAAGTAGGAAAAAAT AAGACCATAC T CT T ACATAAATAAAAT T TC T C T T AACTT T TT CAAAGAAT TAC A 
GAGTTGTAGTGTATGAAGGCAAACCATAAATCTGCTCTCTGTAGTACATTATGATCAAGAGACAAAAACA 
AT T GG T T AAT T T AAC AG C T G AGAG TAT GAT T AGC C AAT T AC T AAT AC AC T AAC AGAACAGAGT C T AAC AT 
AAGGCACTGTAGTTGATCACCTAAGTACATAACTTACCACATTATGTCTTTGAAATCATGAAATCTTAAG 
ACT TTAGAAT GAT T TTATAGATTGTCT T CTAT TCTTAACCTCATACT TAATATAGGCAAGGAAAAGAAT T 
TTAAAAATAAAAGGAGAAATACTCTTTCAAGCATTAAAAAAATAAAATTTGGGGTTCCCCAATATTAATT 
CCTTGATCATATTTTGACATGAACTCTTTGTCCTACTGTTTATAACAAGATATAGCTATTTTCCTTAATC 
TATCAACCAAATGTTCAATACCTATTTGGTAGGCAATCCTACCATGCTAAATTATAAACCCAGTAATGTC 
AATCTACAATTTTTTCCTTAAATACATTTTCAATTTCCCCTCTGATCATTTAAAAATATCTTCTAACTCA 
TAATAGAAGTAAAAATTGGTATTGGAAAATATATTCACCAAAATTTGGTAATTTAACTTGATTCTGTTTA 
AAATTAGGT TTAAAGT GGT T TATACCTATACT GCATAAT CCAGTAAT T T TAACT TCAAGACATAT TACTA 
ATATAGCAACTACTAAGAGAATAAAGAACATATT AT T TACT GTAT TAT T TGT GGAAATGTGGC T ACTAAA 
AGAATTTGAAAAGTCAGTACTGATCTTGGTTTATATATATATAGTACAAGTGCTGCTAACAGATTAGTAA 
AGGAGACACTGCTTTTGGATTTTTTCTGGGTACCTGACAGGTAATGGGGATGGGCAGGGGAATAATTTTG 
GTTCACAGAT ACCTGAGGAACAGAGGGAAAAGAATCTCATACCAACAGGGAGAT TT CT T CAGCAAAGCCT 
CATCTAATACCAAATAGAACACTTATAGATAGTAAGCAATATATT CAACAT TACCAGT TATTAGTAAT T A 
TTTGTGAAAGAAGTAACCAAGTTCTATAGCTGCACTGATGTTAATAAGTGGGAAATCTGAAATGCTAAAA 
TTCTATTCCTTTCATTTTAATGTTCATTATTACTTATATCAACACCAAACTATAAAATGTGAAGCTATGG 
GTTATTTCCCTAAGTAAAATAAAAATAAGTTTTTGTTTTTCATTCTGCCTTCAATAGAAATTAAAACCTT 
TTTCTTGAAGATTACGGAATACTAGAACTCAGATTATAATGTAGAACAAAAACCTAACCTTTAAACGGAA 
CTTAT TTAT TCTGTT TTCATGATATGT AAAGAATAAGATATAATAAGACAAT T TAT TT AAAAT T T T TAAA 
TACCAATATTCTTTCTACTTGTAGAATAAATTCTACTAATCTTAATTTACAGGGTACTAAAATGAACTCA 
TTTTTAAATGTTTAATGTTGCCTTTTATATACTTTAGTTGGTTCAAAATGTTTATTTAATGCAAATCACC 
TATAT TAAAAAAAGAACCT T CT TG 

>GBCA0407 |Acc|X549151Ver|X54915.1 GI: 909 I Dog mRNA for cytochrome P-450. 

GGCTGCACAAAAGGCCAGCAAAGACTAGCACACACCGCTGAGTGAAAGTACAGAGAATTCACAGAGGACG 

AGTGGTCATGGACTTGATCCCAAGCTTTTCCACAGAAACCTGGCTTCTTCTGGCTATCAGCCTGGTGCTC 

CTCTATCTGTATGGGACCTACACACATGGGATTTTTAGGAAGCTGGGAATTCCTGGGCCAACACCTCTGC 

CTTTTGTGGGAACTGCTCTGGGCTACCGTAATGGTTTTTATGTTTTTGACATGAAATGTTTTAGTAAGTA 

"TGGAAGAATGTGGGGGTTTTATGATGGGCGACAGCCTGTGCTGGCTATCACAGATCCGGACATGATCAAA 

ACAGTACTAGTGAAAGAATGTTATTCTGTCTTCACAAACCGGCGGACTCTTGGTCCAGTAGGATTTATGA 

AAAGTGCGATCTCTCTGTCTGAGGATGAAGAGTGGAAGAGAATGCGAACTTTGCTGTCTCCAACCTTCAC 

CACTGGAAAGCTCAAGGAGATGTTCCCCATCATTGGCCAGTATGGAGATGTGTTGGTGAACAACCTGAGG 

AAGGAGGCAGAGAAAGGCAAGGCCATCAACTTGAAAGATGTCTTTGGAGCCTACAGCATGGATGTGATTA 

CCAGCACATCGTTTGGAGTGAACATTGATTCCCTCAACCACCCACAAGATCCGTTTGTGGAAAATACCAA 

GAAGCTCTTAAAATTTGATTTCCTTGACCCATTTTTCTTCTCCATATTACTGTTTCCATTCCTTACTCCG 

GTTTTTGAAATATTAAATATCTGGCTATTTCCAAAGAAAGTTACTGATTTTTTCAGAAAATCTGTAGAGA 

GAATGAAGGAAAGT CGCCTAAAAGATAAACAAAAGCACCGAGT GGACT T TCT TCAGCT GATGAT TAACTC 

CCAGAATTCCAAAGAAATGGACACTCATAAAGCTCTATCTGATTTGGAGCTGGTGGCCCAATCTATTATC 

TTTATTTTTGCTGGCTATGAGACCACTAGCACTTCTCTTTCCTTCCTTATGTATGAATTGGCCACTCACC 

CTGATGTCCAGCAGAAACTGCAGGAGGAGATTGATGCGACTTTCCCCAATAAGGCATTGCCCACTTACGA 

TGCCCTTGTGCAGATGGAATATCTGGACATGGTGTTGAATGAAACTCTCCGATTATACCCAATCGCTGGT 

AGACTTGAGAGGGTCTGTAAGAAAGATGTGGAAATCAGTGGTGTGTTCATTCCCAAAGGGACAGTGGTGA 

TGGTGCCAACCTTTACTCTTCATCGAGACCAGAGTCTCTGGCCAGAGCCTGAGGAATTCCGACCTGAAAG 

GTTCAGTAGGAAGAACAAGGACAGCATAAATCCTTATACATACCTGCCTTTTGGAACTGGACCCCGAAAC 

TGCATTGGAATGAGGTTTGCGATCATGAACATGAAACTTGCCCTTGTTAGGGTCCTGCAGAACTTCTCCT 

TCAAACCTTGTAAAGAAACACAGATCCCCCTGAAATTAAATGCTCAAGGGATTATTCAACCTGAAAAGCC 

CATTGTTCTCAAGGTTGAGCCAAGAGATGGGAGTGTAAATGGAGCCTGACTTTCCCTAAGGACTTCCTTT 

TGTTCTTCAAGAAACTATCCCAGAACACCAGAGACCTCAATTTCCTTTGATTATGTGGTTTCACTCATGT 

AGGGAATATAAGAAATAGTGAAAGGGGTTGTAGGGGAAAGAAGGGAAAATGAGTGGGAAAAATTAGAGAG 

GGTGACACAGAATGAGAAACTCTTAACTCTGGGAAATGTACAAGGGATAGTGGAAGGGGAGGCAGGTGGG 

GGGATGGGGTGACTGACGGGCACTGAGGAGGGCACTTGACGGGATGAGCACTGGGTGTTACAATGTATGT 

TGGCAAATCAAACTTCAATAAAAAATATATTAAAAACCCCAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0408 |Acc|Y00518 | Ver | Y00518 . 1 GI : 907 | Dog mRNA for luteinizing hormone (LH) beta 
subunit . 
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CGCTCCAGGGGTTGCTGCTGTGGCTGCTGCTGAGTGTGGGTGGGGTGTGGGCATCCAGGGGGCCATTGCG 
GCCGCTGTGCCGGCCCATCAACGCCACCCTGGCTGCTGAGAACGAAGCCTGCCCGGTCTGTATCACCTTC 
ACCACCACCATCTGTGCCGGCTACTGCCCCAGCATGGTACGAGTGCTGCCAGCCGCCCTGCCACCTGTGC 
CCCAGCCAGTGTGCACCTACCATGAGCTGCACTTTGCTTCCATCCGGCTCCCCGGATGCCCGCCTGGCGT 
GGACCCCATGGTCTCCTTCCCCGTGGCCCTCAGCTGTCGCTGTGGGCCCTGCCGTCTCAGCAACTCCGAC 
TGTGGGGGTCCCAGAGCTCAATCCTTGGCCTGTGACCGCCCCCTGCTCCCGGGCCTCCTGTTCCTCTAAG 
GATCCCCTCCTGCCCCAACTCCTGGAGCCAGCAGATGCTCCTTCCCTCCCCTCCCAATAAAGGCTTCTCA 
AACTGCAAAAAAAA 

>GBCA0409 |AcclX14052iVer|X14052.1 GI:905|Canis familiaris RDC8 mRNA for G protein- 
coupled receptor. 

CCGAGCCCGAGCCGCGGCGGAGACAGCGGGAGCCGGCGCGCGAGCCGCAGGTGCCTCGGGGACTATGAAG 

CCGAGCTGAGCCAAGATGCTGCGAGAGCCCCTGAGGAGGGCCCAGTTTCTGGAGACTCAGACTTGGCAGT 

GAAAACGCCCTTGGGGAGCCCCCGTCACAGGCAGGGGCGCTCTTGGCTCCTGTGAAGAAGGGGCTCAGGG 

GCCTGGGCAGGGCCAGCGGCACTGCAGCTATGGACCGTGAGCTGGCCCGGCCCGTGTCCTTGCTGACCCT 

GCCCGTCTGCAGCCATGTCCACCATGGGCTCCTGGGTGTACATCACGGTGGAGCTGGCCATCGCTGTGCT 

GGCCATCCTGGGCAATGTGCTGGTGTGCTGGGCTGTGTGGCTGAACAGCAACCTGCAGAACGTCACCAAC 

TACTTCGTGGTGTCACTGGCGGCAGCCGACATTGCCGTGGGAGTCCTCGCGATCCCCTTCGCCATCACCA 

TCAGCACAGGGTTCTGTGCTGCCTGCCACAACTGCCTCTTCTTTGCCTGCTTTGTCCTGGTCCTCACTCA 

GAGCTCCATCTTCAGCCTCCTGGCCATCGCCATTGACCGCTACATCGCCATCCGCATCCCACTCCGGTAC 

AATGGCTTGGTGACTGGCACAAGGGCCAAGGGCATCATTGCGGTCTGCTGGGTGCTGTCGTTTGCCATTG 

GCTTGACTCCCATGCTGGGCTGGAACAACTGCAGTCAGCCAAAGGAGGGCAGAAACTACTCACAGGGCTG 

CGGGGAGGGCCAGGTGGCCTGTCTCTTTGAGGATGTGGTGCCCATGAACTACATGGTGTACTACAACTTC 

TTTGCTTTTGTCCTGGTGCCGCTGCTGCTCATGCTGGGTGTCTACTTGCGGATCTTCCTAGCAGCTCGGC 

GACAGCTGAAGCAGATGGAGAGCCAGCCTCTGCCTGGGGAGCGGGCTCGGTCCACGCTGCAGAAGGAGGT ' 

CCACGCTGCCAAGTCACTGGCCATCATTGTGGGGCTCTTCGCCCTCTGCTGGCTGCCCCTGCATATCATC 

AACTGCTTTACCTTCTTTTGCCCAGAGTGTAGCCATGCCCCACTCTGGCTCATGTACCTGACCATCGTCC 

TCTCCCACACCAATTCTGTTGTGAATCCCTTCATCTATGCCTACCGCATCCGTGAGTTTCGCCAGACCTT 

CCGCAAGATCATTCGCAGCCACGTCCTGAGGCGGCGGGAGCCCTTCAAAGCAGGTGGCACCAGTGCCCGC 

GCCTTGGCAGCTCATGGCAGTGATGGAGAGCAGATCAGCCTCCGCCTCAATGGCCATCCTCCTGGGGTGT 

GGGCCAATGGCAGCGCCCCCCATCCTGAGCGGCGGCCCAATGGCTACACCCTGGGGCTGGTGAGTGGAGG 

GATTGCCCCTGAGTCCCATGGCGACATGGGCCTCCCAGATGTGGAGCTCCTCAGCCATGAGCTCAAGGGA 

GCATGCCCAGAGTCCCCTGGCCTTGAAGGTCCCCTGGCCCAGGATGGAGCAGGAGTGTCCTGATGATCCA 

CTCAGTTTGCCTCTTCCTACAGGAAGGAAATCTTTCTCTTTGGTGGATAGAACCAGTCACATTGGGAAAA 

GAATGAATGTGCCTGGAGACCCTTCTCGTGGCCAGTTCCCACTTTGGACTGAGAGGAGGGAGCCCTGGCT 

GGAGCAGCATGTGGCCTAGCAGGAAGGGTTTGGAGTCCAAGAAAGTGGACGTTTCACATCAGAAGGCCCA 

GCATCAGGTCAGGGCCACAGCACAGAGCATCTTGGCTGGGCAGGGCCTGGTCCCCCACTCTGGAAGCATC 

TAGAAGTACCATCCTGATGTGGCAGGGCAGGCTAACTGGCCCTGAGGCTGTGGGGGTGGCTCCAACAGGC 

CCCCTACCACACACAGACAACACCCTCCCCAGACTTTTCAAGGATTCAGGAGCTGCTATGCCCAGAGGTG 

GCGTTTTTCATTTCTTTCTTTCTTTTTTCTCTTTTTTTTTTCCAGGAGAAAATGTTAAACGTGAAGAATG 

CCTTTTTTTTTTTTTTTAATTATTTTCCTTCCCTGGTTGCCAGGTCTGTTGTCAGTCCTGCTGCTAACCT 

AGCTCCAGGAGTCAGCCCAGGGAGTCCCAGACAGCCCTGTCTGGCTACCATGAACTGCCACGCACTTCTT 

ACACCATCAGTCCCAGGGCCATCTCTTGGGGTCACAAAGCTGGGCTCAAGGACAGGGAGCTGTAATGGAT 

TTGCTGCCAGACTGTGGGCTCAGGGGAGGAGATCGGGACTGGCTCACCATGCGGTGTGCCTGGGTAGCTC 

AGAGCTGCCCGGTCAGAGGCCCTTTCTAACTGCCTTTCCTTCCGAAGGAATGTTTTTTTCTGAGATAAAA 

TAAAAATGAGCCATGTTGTGTTTTAAAAAAAAAAAAAAA 

>GBCA0410 |Acc|X14051|Ver 1X14051.1 GI: 903 I Canis familiaris RDC7 mRNA for G protein- 
coupled receptor. 

CCTCCCACCCGGGCTTCCCACCACAGGTACCTGTCCCCGAACCCTCCGCGCCCACCTGCTGATGTGCCCG 
GCCCGCGCCTGCCATGCCGCCCGCCATCTCGGCCTTCCAGGCCGCCTACATTGGCATCGAGGTGCTCATC 
GCCCTGGTCTCTGTGCCCGGGAACGTGCTGGTGATCTGGGCAGTGAAGGTGAACCAGGCGCTGCGGGATG 
CCACCTTCTGCTTCATCGTGTCGCTGGCGGTGGCTGACGTGGCGGTGGGCGCCCTGGTCATCCCGCTGGC 
CATCCTCATCAATATCGGGCCAAGGACCTACTTCCACACCTGCCTCATGGTCGCCTGCCCTGTCCTCATC 
CTCACCCAGAGCTCCATCCTGGCCCTGCTGGCGATTGCCGTGGACCGCTACCTCCGCGTCAAGATCCCAC 
TCCGGTACAAGACGGTGGTGACTCCGCGGAGGGCGGCGGTGGCCATCGCCGGCTGCTGGATCCTGTCCTT 
CGTGGTGGGCCTGACCCCGCTGTTCGGCTGGAACAGGCTGGGGGAGGCGCAGCGGGCCTGGGCGGCCAAC 
GGCAGCGGCGGCGAGCCCGTGATCAAATGCGAGTTCGAGAAGGTCATCAGCATGGAGTACATGGTCTACT 
TCAACTTCTTCGTGTGGGTGCTGCCCCCGCTGCTGCTCATGGTCCTCATCTACCTGGAGGTCTTCTATCT 
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GATCCGGAGGCAGCTCGGCAAGAAGGTGTCGGCCTCCTCTGGCGACCCGCAGAAGTACTACGGGAAGGAG 

CTGAAGATCGCCAAGTCGCTGGCCCTCATCCTCTTCCTCTTCGCCCTCAGCTGGCTGCCCTTGCACATCC 

TCAACTGCATCACCCTCTTCTGCCCCTCCTGCCGGAAGCCCAGCATCCTCATGTACATCGCCATCTTCCT 

CACGCACGGCAACTCGGCCATGAACCCCATCGTCTACGCCTTCCGCATCCAGAAGTTCCGGGTCACCTTC 

CTTAAGATCTGGAATGACCACTTCCGCTGCCAGCCCACGCCCCCCGTCGACGAGGACCCCCCAGAGGAGG 

CGCCCCACGACTAGACGCCACCTTCTCCCGCCTGCCCACGTCGGGGGCGTCTCCGCCCCGGCCCACCCCC 

CCACTGACCCACTCCTGAGCCCTCCCGGCTGGGCTGCGGGGTGTGGGCGCCTGCACCTTGGGTCCTAGAG 

GAGGTTTGGGAGGACGGCCCACGGCGAAGGAACCGGGTGCCCTGAGGAGACGGAGAAAGTGGCTCGAGCC 

TCCCCAGCTGTGTGACCGGCCCACGGGCAGCCCGGTGCTTCAGGCCAGACGGACCTGGGGACACTGGGGC 

TGCGGGGGTCCCGTGGGGCCCGGAAGGCAAGCTTGGGCTCCCGTGGAGGTCAGGGAGCCGCTTGTCGCTG 

GTGCTGCTGCTGAAGCCCTGGAACAGAGCCCGAGGACGGGGGAGGTCCCCTCCGAGATGCAGGGGATGGA 

GAGAAGCTGGACATCAAGGTCTTGCTTCCTCTCCTGTTCTGTAGAAGGTGGGAGAGCCCCTGGGCAGGAA 

TCAGGGGTCCTCAGCCCCTGCCTCCCGGGACCCTGAGCTCCTAGCCACGCTGGGTGCCGGGGGCCTGCCC 

CTCTTGCCCCAGGGCAACCGGGTTTGCACTTGGGATGGGCGGGAAGAGCGGGTCCAGAAATCATTCCCAA 

CCTTTACTTGATCCTCCACCAGCCCCTGGCCCCTGTCGAAGGGCCTGCCACACACAGCCACCAGGTGGCA 

GCCCCGCGCCGGCTCAGCCGAGCCCCCCAGGAGCGGGAGCAGCGGGGCTGTGAGGGGCCACCTGGGCTAC 

CGCCCCATTAGCCCTAGAGGATGCCTGCACTCTCCTAAGTGACACTGGCTGCTGCTTCTGGGCCGGGGAC 

AGGGGGGCGCAGCCTCCGGCCTTGCGAGCGCTGCCCGTGGGCGCTCCCGGTGTGACTTGGCACAGGCTGC 

ACCGCCTGAGGCTGAGGCAGGAAGGTCTTGCTGGCATTTAAATACCCTCAGGACCCCTGGCACTTAGCAG 

TTTCCAGGGCCTTTGGGGCTCTGCACGGTCTAGATGGGCTTTAGCGCATCCAGGGAAGGGTCCGCCCTCT 

GCCAA6CTCAGGGCCCGGGGCCCTTGTCCAGGGGGTGGGGGCGGGGTTCGGAGTGTGAACAGCAGCTCTA 

GGCCTGGATTCCAGACCCTTCCCTTTCTCAGAGGTAGGCTCTTCCCTGGCTCCCAGGGGGGCCACCTTCT 

AATAAAAGAC T GTGGGTC T TGAAAAAAAAAA 

>GBCA0411 |Acc|X14050|Ver|X14050.1 GI : 902 I Canis familiaris RDC5 mRNA for G protein- 
coupled receptor. 

CCGTGCTGCCCTTCTCGGCGGCCCTGGAGGTGCTCGGCTACTGGGTGCTGGGACGGATCTTCTGTGACAT 
CTGGGCCGCCGTGGACGTCCTGTGCTGCACGGCCTCCATCCTGAGCCTGTGCGCCATCTCCATCGACCGC 
TACATCGGGGTGCGCTACTCGCTGCAGTACCCCACGCTGGTCACCCGCAGGAAGGCCATCCTGGCGCTCC 
TCGGCGTCTGGGTCTTGTCTACGGTCATCTCCATCGGGCCTCTCCTTGGGTGGAAGGAGCCCGCGCCCAA 
CGATGACAAGGAATGCGGGGTCACCGAGGAACCCTTCTACGCCCTCTTCTCTTCCCTGGGCTCCTTCTAC 
ATCCCGCTGGCGGTCATTCTGGTCATGTACTGTCGCGTGTACATCGTCGCCAAGAGGACCACCAAGAACC 
TGGAAGCCGGAGTCATGAAAGAGATGTCTAACTCCAAGGAGCTGACTCTGAGGATCCACTCCAAGAACTT 
CCACGAGGACACCCTCAGCAGTACCAAGGCCAAGGGCCACAACCCCAGGAGTTCCATAGCCGTCAAACTT 
TTTAAGTTCTCCAGGGAGAAGAAAGCAGCCAAGACCTTGGGCATTGTGGTCGGTATGTTCATCTTGTGCT 
GGCTACCCTTCTTCATTGCTGTACCGCTTGGCTCCCTGTTCTCCACCCTGAAGCCCCCCGACGCCGTGTT 
CAAGGTGGTGTTCTGGCTGGGCTACTTCAACAGCTGCCTCAACCCCATCATCTACCCGTGCTCCAGCAAG 
GAGTTCAAGCGCGCCTTCGTGCGCATCCTCGGCTGCCAGTGTCGCGGCCGCCGCCGCCGCCGCCGCCGCC 
GTCGCCTGGGCGGCTGCGCCTACACCTACCGGCCGTGGACGCGCGGCGGCTCGCTGGAGCGCTCGCAGTC 
GCGCAAGGACTCGCTGGACGACAGCGGCAGCTGCCTGAGCGGCAGCCAGCGGACCCTCCCGTCGGCCTCG 
• CCGAGCCCCGGCTACCTGGGCCGCGCCGCGCCGCCGCCCGTCGAGCTGTGCGCCGTCCCCGAGTGGAAGG 
CGCCGGGCGCGCTGCTGAGCCTGCCCGCGCCCCAGCCCCCCGGCCGCCGCGGCCGCCGGGACTCGGGCCC 
GCTCTTCACCTTCAGGCTCCTGGCGGAGCGCGGGAGCCCCGCGGCCGGAGACGGGGCCTGCCGGCCCGCG 
CCCGACGCGGCCAACGGGCAGCCCGGCTTCAAGACCAACATGCCCCTGGCGCCCGGGCAGTTTTAGGGGG 
GCCTGCGGGGGGGAGGGGGGCGAAACCACCGTGGGGGGAGGGCGGGCGAGGGGGGAGGGCGGCGGCGCCC 
GGGGGAGGCGGGGGGGCGGGGGGCAGCTGCTTTGCTGGCAGGGGCATGGGTGCCAGGTACAGCGGAGGGC 
TGGGCGAGCATGCCGAGAGCCTGGGGCCCCGACGCCGGCCGGGATGTCCGTCTGTCTCTCTGTACATATC 
C2\AACGAGTCCCTGTGTGCACGTATTTAACCGTGGGTACACGTGCGTGTGTCTGTGCGGTGTCCGTGTGG 
TCTGCGTGCGCGCGTGGGTGCGGCCACCGGGGGGGGGGCAGCGGGGGCGCCGTCGGCCCGGGACCTCGCG 
CCCCTCCAGCCGCTCCCCGGCCCTCCCCGAGTGGCGGATGGCCCTGGGCCCGGGTCGGAAACAAATCGGA 
CATTAAAGGTCGTTG 

>GBCA0412 lAcclX14049}VerlX14049.1 GI: 900 | Canis familiaris RDC4 mRNA for G protein- 
coupled receptor. 

TAAAGTTCTCATTAAACACATTTATCCCTCAAGCTTTGGAAGGAGCCAAAAAATGCCAAAAGCGAGAATC 
CCAAAGCACTGCCCACACTGGTGTGATATCCTGGTAGATGTCTAACAAATTCAGCATGTGTCGCCTGGGC 
TTGAACATTTGCTGGGCAAAGGTCCAGAATAGTGAGACATCTTGGGATTCATCTGGTTTAGGAAAGACTT 
TTAACTACCAGCCGTCACCTCACTGTTCTTCAAGTAGTCAAGTCTTGAGGTCTTCTCAGTGTGGGCTGTT 
CTGATGGAGGGCCCCCCACCAGCATGAAGCAGAAGGATGACCTCGTCCCGTAGGCAGGACAACTGTGAAG 



1377 



WO 2005/067649 



PCT/US2005/000517 



AGAGCTGCGTGTGTCCAAGTCTGTGGGAAGAGAGAGCCACCTAGAATGTCCCCGCCAAACCAGTCACTGG 
AAGGCCTTCTCCAGGAGGCCTCCAACAGATCCCTGAATGCTACGGAAACCCCAGAGGCCTGGGGTCCAGA 
GACACTCCAGGCCCTCAAGATCTCTCTCGCTCTGCTCCTCTCCATCATCACGATGGCCACAGCCCTCTCG 
AACGCCTTTGTGCTCACCACCATCTTCCTCACCAGGAAGCTCCACACCCCGGCTAACTATCTCATTGGCT 
CCCTGGCCATGACTGACCTCTTAGTGTCCATCTTGGTCATGCCCATCAGCATTGCCTATACCACCACCCG 
CACCTGGAGCTTTGGCCAAATCCTGTGTGACATCTGGCTGTCTTCTGACATCACATGCTGCACGGCCTCC 
ATCCTGCATCTCTGTGTCATCGCTCTGGACAGGTACTGGGCCATCACCGATGCCCTGGAGTATAGTAAGC 
GCCGCACAGCGGGCCGGGCAGCTGTCATGATCGCCACCGTCTGGGTCATCTCCATCTGCATCTCCATCCC 
TCCGCTCTTCTGGCGGCAGGCCAAAGCTCAGGAGGACATGTCGGACTGCCAGGTGAACACATCTCAGATC 
TCCTACACCATCTACTCCACGTGCGGGGCCTTCTACATCCCGTCCGTGCTGCTCATCATCCTCTATGGCC 
GCATCTACGTGGCTGCCCGGAACCGCATCCTGAATCCGCCTTCGCTGTACGGGAAGCGCTTCACCACAGC 
GCAGCTCATCACGGGCTCCGCGGGGTCCTCGCTCTGCTCCCTGAGCCCCAGCCTCCAAGAGGAGCGCTCG 
CATGCGGCCGGCCCCCCTCTCTTTTTCAACCACGTGCAAGTCAAGCTGGCCGAGGGTGTCCTGGAGCGCA 
AGAGGATTTCGGCGGCCCGAGAAAGAAAAGCCACCAAAACCCTGGGGATCATCCTGGGGGCCTTTATCGT 
CTGCTGGCTGCCCTTCTTTGTTGCATCTCTGGTCCTCCCCATCTGCCGGGCCTCGTGCTGGCTCCACCCA 
GCCCTCTTTGACTTCTTCACCTGGCTAGGCTATCTCAACTCTCTCATCAACCCAATAATATACACTGTGT 
TTAACGAAGAGTTTCGGCAAGCGTTTCAGAGGGTTGTCCATGTCCGGAAAGCCTCCTAGTCTGATTTGCT 
GGTGACTCTTGTCATCCGGTGTGTCCTGTAACCCAGCTGGAATTGTCTTGTTTCGTTTTCCTGAGATTTG 
GGTCAATCCTGATGTCTTGGGTTTTGGTTCCATCAATAGAATTGTTCAGTGAGAAAAA 

>GBCA0413 lAcc|X14048|Ver|X14048.1 GI:8 98|Canis familiaris RDC1 mRNA for G protein- 
coupled receptor. 

CGAGGCGGGGAGCCGAGGCCGCCGCCAGCGCGCAGGGAGCCCCGAGCCCGAGCCCCGCCGCGAGGCCGTT 

CGCCGGCTGCCCGCAGCACCATGGATCTGCACCTCTTCGACTACGCCGAGCCAGGCAACTTCTCCGACAT 

AAGCTGGCCGTGCAACAGCAGCGACTGCATCGTCGTGGACACCGTGCTGTGCCCCAACATGCCCAACAAA 

AGCGTGCTGCTGTACACGCTGTCCTTCATTTACATCTTCATCTTCGTGATCGGCATGATCGCCAACTCCG ' 

TGGTGGTCTGGGTGAACATCCAGGCCAAGACCACCGGCTACGACACTCACTGCTACATCCTCAACCTGGC 

CATCGCCGACCTGTGGGTGGTCGTCACCATCCCCGTCTGGGTGGTCAGCCTCGTGCAGCATAACCAGTGG 

CCCATGGGGGAGCTCACGTGCAAGATCACGCACCTCATCTTCTCCATCAACCTGTTCGGCAGCATCTTCT 

TCCTCACGTGCATGAGCGTGGACCGCTACCTCTCCATCACCTACTTCGCCAGCACGTCGAGCCGCAGGAA 

GAAGGTGGTTCGCCGCGCCGTCTGTGTCCTGGTGTGGCTGCTGGCCTTCTGCGTGTCCCTGCCCGACACC 

TACTACCTGAAGACCGTCACGTCGGCGTCCAACAACGAGACCTACTGCCGCTCCTTCTACCCCGAGCACA 

GCGTCAAGGAGTGGCTCATCAGCATGGAGCTGGTCTCGGTGGTCCTGGGCTTCGCCATCCCCTTCTGCGT 

CATCGCCGTCTTCTACTGCCTGCTGGCCCGCGCCATCTCCGCGTCCAGCGACCAGGAGAAGCAGAGCAGC 

CGAAAGATCATCTTCTCCTACGTGGTGGTCTTCCTCGTGTGCTGGCTCCCCTACCACGTGGTGGTGCTCC 

TGGACATCTTCTCCATCCTTCACTACATCCCCTTCACCTGCCAGCTGGAGAACTTCCTCTTCACGGCTCT 

GCACGTCACGCAGTGCCTGTCTCTGGTGCACTGCTGCGTCAACCCCGTGCTCTATAGCTTCATCAACCGT 

AACTACAGATACGAGCTGATGAAGGCCTTCATCTTTAAGTACTCGGCCAAGACGGGTCTCACCAAGCTCA 

TCGATGCCTCCAGGGTGTCGGAGACGGAGTACTCCGCCTTGGAGCAAAACGCCAAGTGACAGGCCCCGCG 

GGGCCTCGGGGACAAGCGTGCGCGCTTCCTACACGGCGCTGGGTTGCATCGTCTCCAAGAGTTCAAGCAA 

GGCGCCTTGGGGCTTGAGGCCTGAGTCGCGTGAAGTGGGGAAGCAGGTGCCACCGTGGGCCCTTCTCCTC 

TTTGTCCGGCTGCCGGGGTGGCTGTCACGGGGCCGTCGTGCCTGCAGGCGTGGGCCGTGCTGCGTGACCC 

TACTACTTACTCGTCCAAGCCGGTTGCCGGCGGGCTCGCCTGCACTTCTGTAAAATAGGACTTTCTGTGT 

TCCCTGGAGGTTTTACTTGGTGACTTGTATTTAAGTTTTAAGACTTTATTTTCTCATTATCGGCGTACCT 

TATAAATGTACTTGAAAGTTTAAATATATTTTATAAAAATCGTATGGGCGCTGTCACATACGATACATAT 

ACATACGCTGACATATAT T CAGAGCGT TGTAGT TT TAACTAGT TTGATT TCAGT TT T GACTAAGGAT GAC 

ATTAAT TGTTAGCT GTT T T GAAATT TTATATATATATATAAATATAAATATAAATATAT AAATATAT AAA 

TATATGCCGGTCTGGGCTGAAATGTTTTATTTACGATAGTTTTATATCTGTGTGGTGCTTTGCTACCTGC 

ATGGGATATGGGACAAGAAGGACGCTGTAAAGCAGTTTGTGATATTAATTGTATCGTAAAGTTACATTAA 

AAATGCGAAACGAAGCGGAACCTCTCCAGGCTGCAGCGCCGCGCACAAAGTTTTGAACAGTCTTATTTCG 

GAGAGTTCTCTCAATTTGTAAGTTATTTTTCTTTTTTTTTTTTTTTAATAAAGATTTGTTTTTCCTAAAA 

AAGGCAAAAAAAAAAAAAAAA 

>GBCA0414 |Acc|X14047 | Ver | X14047 . 1 GI:880|Canis familiaris mRNA for calcyphosine . 

AGAGCAGGCTTGTGGCACCGGACCACAGCCTGGTCAGTCGAGTGGGAATCCTTCCTCAAACTCTCCCCCA 

GCCAGTCTGACCCAGCATGGATGCCGTGGACGCCACTGTGGAGAAGCTCCGGGCACAGTGCCTGTCCCGA 

GGGGCCTTGGGCATCCAGGGCCTGGCCAGGTTTTTCCGCCGCCTGGACCGGGACAGGAGCCGATCCCTGG 

ACTCCAGGGAACTCCAGCGGGGCCTGGCTGAGCTGGGACTGGTGCTGGACACGGCCGAAGCGGAGGGCGT 

GTGCAGGCGCTGGGACCGTGATGGCAGCGGGACGCTGGACCTGGAGGAGTTCCTGAGGGCACTGCGGCCC 
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CCCATGTCCCAGGCCCGGGAGGCGGTCATTGCAGCTGCATTTGCCAAGCTGGACCGCAGCGGGGATGGTG 
TGGTGACCGTGGATGACCTCCGGGGGGTGTACAGTGGCCGCACCCACCCCAAGGTACAAAGTGGGGAGTG 
GACCGAGGAGGAGGTGCTCCGCCGCTTCCTGGACAACTTCGACTCCTCCGAGAAGGACGGGCAGGTCACA 
CTGGCTGAATTCCAGGACTACTACAGTGGTGTGAGCGCCTCCATGGACACAGATGAGGAGTTTGTGGCCA 
TGATGACCAGTGCCTGGCAGCTGTGAGCCATCATGCACGTTTGCTCAGCCAGCCCCACTGTAGCGTAGGA 
> CCCCCACCCTGGCCCTCTCTCACCTAGGCAGCCCCCAAGGCGGAGGCCACAGGACCAGCTGGGCCAGGTC 
TCAGAGGACCTGGCTTGGCCACTATATGCAAGTAGGACAAAGGTTCCGAGAATGGGTCACTGGCTCAGGA 
CCCCAGGGAGCAAGGCCCTCCCAGTCCATGCTGTGCAGACCTCAGGCCTCACAAGCTCTGCAGTTGCCCC 
TCCTCACTAGGCATCCTCTTGGTTCTGCTCAGTGAATCCTTGGCCCTGCTAGCACCCCCACCTACCCTTC 
CCACCACTTGAGATTGCACCCCCACCCTAAAGCCAGGGGCCGGGAAGCAAACAGCTCTTCTGTGAAGCAA 
AGCTCAGCATGGAGGCGGCTAGTCTTGGAAGGCAGCCAAGCTCGGTCACCTGCCTGGTGGACATGGAGTG 
TGGGGCAGGGGCCAGGGGCCCACAGACAGGCCAGGCTGCTCTGGGAGGTGGAGGCTATTCCTGGCCAGGC 
TGTCCAGCTTCCTGAGGCCCCTGGGGCATGCAGGAGGCCAGGGTTTTAGTTAAAAGTTTTAATGTAGTTC 
CCAAATACAT T T CAT ATGACAAT CT TACATAAAT GT TCCAAAAC 

>GBCA0415 lAcc|X65860 S52101 ) Ver | X658 60 . 1 GI : 878 ] C. f amiliaris mRNA for complement C5a 
receptor. 

CCGGGAGACCTGAACATGGCCTCCATGAATTTCAGCCCCCCCGAGTACCCCGACTATGGCACTGCCACCC 
TGGACCCCAACATATTTGTGGATGAGTCTCTCAACACCCCCAAGCTGTCGGTCCCGGATATGATCGCCCT 
GGTAATCTTCGTGATGGTCTTTCTGGTGGGGGTGCCAGGCAACTTCCTGGTGGTCTGGGTGACGGGTTTC 
GAGGTCCGGCGAACCATCAATGCCATCTGGTTTCTCAACCTGGCGGTGGCCGATCTCCTGTCCTGCCTGG 
CGCTGCCCATGCTGTTTTCGTCCATCGTCCAGCAGGGCTACTGGCCCTTTGGCAACGCTGCCTGCCGCAT 
CCTGCCCTCGCTCATCCTGCTCAACATGTACGCCAGCATCTTGCTCCTGACCACCATCAGCGCCGACCGC 
TTTGTCTTGGTGTTTAATCCCATCTGGTGCCAGAACTACCGAGGGCCCCAGCTGGCCTGGGCGGCCTGCA 
GCGTGGCCTGGGCCGTGGCCCTGCTGCTGACCGTACCCTCGTTCATCTTCCGCGGGGTGCACACGGAGTA 
CTTTCCGTTCTGGATGACGTGCGGCGTGGACTACAGCGGGGTCGGGGTCCTGGTGGAGAGGGGCGTGGCC 
ATCCTCCGGCTGCTCATGGGCTTCCTGGGGCCGCTGGTGATACTGAGCATCTGCTACACCTTCCTCCTGA 
TTCGGACCTGGAGCCGGAAGGCCACCCGCTCCACCAAGACGCTCAAGGTGGTGGTGGCCGTGGTGGTCAG 
CTTCTTTGTCCTCTGGCTGCCCTACCAGGTGACGGGGATGATGATGGCTTTGTTCTACAAGCACTCGGAA 
AGCTTCAGACGCGTGTCCCGCCTGGACTCGCTGTGCGTGGCCGTGGCTTACATCAACTGCTGCATAAACC 
CCATCATCTACGTGCTGGCCGCCCAGGGGTTCCACAGCCGCTTCCTCAAGTCGCTGCCCGCCAGGCTCCG 
GCAGGTGCTGGCCGAGGAGTCCGTGGGCCGGGACAGCAAGTCTATCACGCTCTCCACGGTGGACACCCCA 
GCGCAGAAGAGCCAGGGGGTGTGAGGGGGGCCTCCCGGCTTCCTCCTCCCACCTGTCCCTTCCCCCTCTG 
CTGATTTTAACCCAGCCCCTGGTGGGGAGCTGGCCTGCGAGCGAACTCCCCTCCATTCCTTCCTTCTTCC 
CCGCACCCGTCCTCCCTCACTTCCAGGATGAACGCGTCCCTCTGGGACCCTCAACTTTCCTTTTCCATCT 
GAGGACTTTGGGAAAAAAGCAGAAACCAGGATTACTCGGAGCACCTCCGAATAGGGCTTATGTCTGCTGC 
AGGT GGAGAT T GTGCAT GGGACACAGTC GATACATAGAAAAGAGACAAATAGGAACATTCTAACCT TGGG 
GTGCCTGGGTGGCTCGGTTAAGCATCTGCCTTAGGCTCAGGTCATGATCCCAGGGTCCTGGGTTCGAGTC 
CTGCGTCGGGCTCCCCGCAGAGCCTGCTTCTCTGTCTGCCTGTGTCTCTGCATCTCTCTCTGTGTCTCTC 
ATGAATAAATAAATAGAAATAT TTAAAAAAAT GAAT GAATACAATCT TAAAGAAAAAGAAAGAAACAGTC 
TAACCTTTAAAAAAATGGTGATGTGTTTATTTTACAGAGACCTGGGGGAAAAAAAACCTAAGGAGCATCT 
CAAAAAGTATTCTTGTGACAGACAAAGCAAAATTCACTGGCTAAGCTTTTCTTTTCTTTTTGTTTTTTCT 
TTTTTTTTTTTTTGGCTAAGCTTTTCTGAGTTGATTAAAAAAAAAAAAAACAGTAAGTGAAGGTCTTACT 
AAT CGGGT TT TGAGAAAACATAT TCAGTAAAAAGATGT T CAAT GGAT TT GGCGAAAAGCAAGTGT GAGGA 
CGGAGTGCCGAAGGGAGAGGCTGGGAAACATTGGTTAGGCACCTCGGGGGAAGGCGCTCATGGGGAAATT 
TGACTTTTGACTTTGTAAACTGCTGTTTTGTGG 

>GBCA0416 | Acc 1X05297 | Ver 1X05297.1 GI:874|Dog kidney mRNA for (Na+/K+) -ATPase beta- 
subunit . 

GGTTGTGTAGTCCGTAAGTGTCAACTTTTGAAACTGTCCTTTCACTTCACACGGAAGCCCAGCGATGCTC 
TGATAGTAGCTTATGAACCAGCCTTATGCTGGTGGGAGGTTTTTTTGTTTTTGTTTTTGTTTTTTGTTTT 
TTTTGGTAGCCCATCCACACATGCTATTAACTCTGATTTTCATTGAGCATCTAAAGTATAAGATCTAAGA 
TGTTTCATGCAAAGATAGTCTTATTAACGTTTTTTGGTTTGACACTCTTCCCCCAAGGTGGTGTGGTGTT 
CAGGCACCTGCCGTAGTAGGGGTAATATTGCAGAGGAAAGCCCGGGTAGCCGCCCAGGCCAAAATACTCC 
ACGTTCCCAATTCTATCCTTGTCTTCGTCTCGCTTGCCAGTGCACTGAACCGGCAGGACGTAAGGACTGT 
ATTTCATCACTGGGTAAGCCTCCAGGGACTCATTCTTGGGAGGCTTAGGTTTGAAGCCCAGAACTCGGAG 
AGCCGCAGCGGCCGCGGCGGGTGCAGCCTGCGGAGAGCGGGGCGCGGGCCGCCGACCAGCAGCCGGGAGG 
ACGCGAGGCGCGCGCCGCACTCACCCACCCTCAGCCCCCGCGGCAGCCGCTGACCCGCCACCATGGCCCG 
CGGAAAAGCCAAGGAGGAGGGCAGCTGGAAGAAATTCATCTGGAACTCGGAGAAGAAGGAGTTTTTGGGC 
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AGGACCGGTGGCAGTTGGTTTAAGATCCTTCTGTTCTACGTGATATTTTACGGCTGCTTGGCTGGGATCT 
TCATTGGGACCATTCAAGTGATGCTGCTCACCATCAGCGAATTCAAGCCCACATACCAGGACCGTGTGGC 
CCCACCAGGATTAACACAGATTCCTCAGATCCAAAAGACTGAAATTTCCTTTCGCCCTAACGATCCCAAG 
AGCTATGAGGAATATGTGCGCAACATAGTCAGGTTCCTGGAGAAGTACAAAGATTCAGCCCAGAAGGATG 
AAAT GAT T T T TGAAGAT T GT GGCAATATGCCCAGCGAAATCAAAGAACGAGGAGAATTTAACAATGAACG 
AGGAGAGCGGAAAGTCTGCAGGTTCAAGCTTGAGTGGTTGGGCAATTGCTCCGGAATCAACGATGAGACT 
TATGGCTACAGAGACGGCAAACCGTGTGTCCTAATAAAGCTCAACCGAGTTCTGGGCTTCAAACCTAAGC 
CTCCCAAGAATGAGXCCCTGGAGGCTTACCCAGTGATGAAATACAGTCCTTACGTCCTGCCGGTTCAGTG 
CACTGGCAAGCGAGACGAAGACAAGGATAGAATTGGGAACGTGGAGTATTTTGGCCTGGGCGGCTACCCG 
GGCTTTCCTCTGCAATATTACCCCTACTACGGCAAGTTGCTCCAGCCCAAGTATCTGCAGCCCCTGCTCG 
CCGTGCAGTTCACCAACCTCACCATGGACACTGAAATTCGCATCGAGTGTAAGGCTTACGGGGAGAACAT 
TGGTTACAGTGAGAAAGACCGTTTTCAGGGACGCTTTGATGTAAAAATTGAAGTTAAGAGCTGATCACAA 
GCACAAATCTTTCCCACTAGCCATTTAAAAAAAGTTAAAAAAAAGATACAAAAAACAAAAACCTACTAGT 
CTTGGAATAAACTGTCATACGTATGGGACCTACACTTAATCTATATGCTTTACACTAGCTTTCTGCATTT 
AATAGGT TAG AAT GT AAAT T T AAAGTGT AGCAAT AGCAAGAAAATATTTATTCTACTGT AAAT GAG 

>GBCA0417 |Acc| Y00751|Ver| Y00751.1 GI : 867 | Mongrel dog mRNA for arginine esterase. 

CTCACTGTCTGCCAGCTCCCAGCACTCCTGTCACCATGTGGTTCCTGGCCCTGTGCCTGGCAATGTCCCT 

GGGGTGGACTGGTGCTGAACCCCACTTCCAGCCCCGGATCATAGGAGGCAGGGAATGTTTGAAGAATTCT 

CAGCCCTGGCAGGTGGCTGTGTACCATAATGGTGAATTTGCTTGTGGGGGTGTCCTGGTTAATCCAGAGT 

GGGTGCTCACAGCTGCCCACTGTGCAAACAGTAATTGTGAGGTCTGGCTGGGTCGCCACAACCTGTCGGA 

GT CGGAAG AT GAAGG C C AGT T AGT C C AAG T CAG AAAAAG C T T CAT AC AT CC AC T C T ACAAAAC G AAGG T C 

CCTAGAGCCGTCATCCGTCCAGGGGAAGATAG?LAGCCATGACCTCATGCTGCTGCACCTGGAAGAGCCCG 

CCAAGATAACAAAAGCTGTGAGGGTGATGGACCTGCCCAAAAAGGAACCTCCATTGGGGAGTACCTGCTA 

TGTCTCTGGATGGGGCAGCACTGATCCAGAAACGATTTTTCACCCAGGGAGTCTCCAGTGTGTGGACCTC 

AAACTCCTGTCCAATAATCAATGTGCAAAAGTATACACTCAAAAGGTGACAAAGTTCATGCTGTGTGCTG 

GTGTCTTGGAGGGTAAAAAAGATACCTGCAAAGGTGACTCAGGAGGCCCTCTGATATGTGATGGTGAATT 

GGTAGGTATCACATCATGGGGGGCTACTCCATGTGGCAAGCCTCAAATGCCATCCTTGTATACCAGGGTG 

ATGCCTCATCTGATGTGGATCAAGGACACCATGAAAGCCAACACCTGAATGTCCCTTTCCTACTCTCTAC 

TCCTAGTAAAATTGAGTATACATC 

>GBCA0418 |Acc|X53592|Ver|X53592.1 GI:847|Dog mRNA for glycoprotein gp25L. 

CAGAAATGCCAATGCTGGCATTTGCTTTAAGTTTTTATTTTTCTCTTTCAACTGCTTTCTACTTCCACGT 

AGGGGAACGAGAGGAGAAAT GCATCATAGAAGACATT C CAAGTGACACGCTGGT AACAGGGACT T TCAAG 

ACACAGCAGTGGGACTTCCGCAGGCAGGATTTCCTCGAATCTGCTCCGGGCCTGGGGATGTTTGTGACTG 

TCACAACCT ACAACGAT GAGGTATTATTGTCCAAGT TATATGGCCCACAAGGAAGATT CTAT T TTACT T C 

ACATTCACCTGGCGAACACATCATTTGCTTGGAATCTAATTCTACGAGGCTTGTGTCCTTCGGTGGGAGT 

AAGCTGCGGATCCACTTAGAGATTCGAGTTGGACAACATGACCTTGATGCGGCCATTGCTCAAGCAAAGG 

AC AAAGT T AAT G AAGT TAG C T T T AAG C T GGAAC AT C T AAT T GAGC AAAT T G AGCAAATAG T C AAAGAAC A 

G AAC TAT CAAAG GGACC GT G AAG AAAAT T T T CG G AT GAT CAG T GAAGAT AC AAAT AGC AAT GT T T TAT GG 

TGGGCATTTGCACAAACATTGATCTTTATTGCAATCGGAATTTTCCAAATGAAATCCCTTAAAAACTTCT 

T TAT AG C T AAGAAAC T C G T T TAAAAT G T T AAT AC AAAC AG C T AC C T GC T AAT T T GT AGAAT GT C T GAGT T 1 

AATAAATCAAAATACATTCACAAAAAAAAAAAAATAATACAAACAGCTACCTGCTAATTTGTAGAATGT 

>GBCA0419 |Acc 1X53591 | Ver 1X53591.1 GI:845|Dog mRNA for glycoprotein gp25H. 

TCGAATTCCCACAAATCTTCTCACTATTTTGCTACATAGATGAGTTGATCCTTTTAGATTGTTTATGGGT 

AGCTCTTCCGGTCTCGGTGGTCCCCTGAAAGACTGTGGGGTGCGCGCGATGAGGCTTCTGGCTTCTGTGC 

TGTTGGCCCTGTTTGCTGTCAGTCATGCGGAGGAAGGAGCCCGGCTTCTGGCCTCCAAGTCACTGCTGAA 

CAGATACGCCGTGGAGGGGCGAGACCTGACCTTGCAGTACAACATCTACAATGTTGGCTCAAGTGCTGCA 

TTAGACGTGGAGTTATCTGATGATTCCTTTCCCCCAGAGGACTTTGGCATTGTGTCTGGAATGCTCAATG 

TCAAATGGGACCGGATTGCCCCTGCTAGCAATGTCTCCCACACCGTGGTCCTGCGCCCGCTCAAGGCTGG 

CTATTTCAACTTTACTTCGGCTACTGTTACTTACCTGGCTCAGGAGGATGGGCCTGTCGTGATTGGCTTT 

ACCAGCGCCCCTGGACAGGGAGGGATCCTGGCCCAGCGGGAGTTTGATAGGAGATTCTCCCCGCATTTTC 

TGGACTGGGCAGCCTTCGGAGTCATGACCCTGCCCTCCATCGGCATCCCCCTGCTGCTGTGGTACTCCAG 

CAAGAGGAAATATGACACTCCCAAGTCCAAGAAGAACTGAGGGGCTTCCGAGGCCGCTGCCTAGGAGATC 

CAGGTGCTTTCCAGACTCCGGAGGGCCTCTGGAGTGCGGTCTCTCATCCCCAGCCCCTGCCACCTTCTCC 

AGGATCCTGCCTGCTCTCAACCAGAGTCGGACAGCCTCGGTGTCTGTGAAAGCCTCCTCCTTCTGTCCCA 

AAGCCATATGAGCAAGAACGAGCAGGAATGCCTCCAGCAACAATCCTCGGGACCTCATCTGTGTGCCTTG 

TGGTGCTGCAGTGTGAACTGAGGGGCCAGGAGGGGGCACTAAGGAAAGTGCCTGACTCTACCCCCATCCC 

CTGCTCTCGCCTCTCGGAAGAGGGTGGAGAGGATCAGATGAAGGCCAAGTGACTCGGAGGCTACCCAATC 
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TCTGTTGTGGGTCAGGGGAGCTCTAACCAAATGGAGTTTTCTAATAAAAACATGCCACACGGAATTCCTG 
CAGCCCGGGGGATCCACGAGTCTA 

>GBCA0420 |Acc|X535641Ver|X53564.1 GI : 841 [ Canine mRNA for colipase. 

ATGGAAAAGATCCTCGTCCTTCTGCTCGTTGCCCTTGCGGTGGTCTACGCGGTTCCTGACCCTCGGGGGA 

TCATTATCCACCTGGAAGACGGCGAGCTCTGTCTGAACAGCGTCCAGTGCAAGAGCAAGTGCTGCCACCG 

GGCCACCGGGCTGAGCCTGGCCCGCTGCGCACCCAAGGCCAGCGAGAACAGCGAGTGCTCTGCCAAGACG 

CTCTATGGGGTTTACTACAAGTGTCCCTGTGAGCGGGGCCTGACCTGTGAGGGTGACAAGTCCATCGTGG 

GCTCCATCACCAATACCAACTTTGGTGTCTGCCACGATGCTGGGCGCTCCAAGAAGTAAAGCCACTGAAG 

GATGCTCCTCATCCACCACCTCTCCCTGGCTGGCCACCCCCTTAACCAGCACCTCCCTTTTCTGATTGGA 

TTCTCAGCAATTAAAGCTCTTCCTGCAACCTT 

>GBCA0421 !Acc|X65450|Ver)X65450.1 GI : 839 | C. canis mRNA for chloride channel. 

GGCGAGGCGAGCGGCTGGGGTCGCCGCGCGGCAGCTCGCTCCCGGCCTGTGTCTCCGCGCTCCCTGCTGC 

AATGAGCTTCCTCAAAAGTTTCCCGCCGCCCGGCTCGGCCGAGGGGCTTCGGCAGCAGCAGCCCGAGACC 

GAGGCCGTGCTGAACGGCAAGGGCCTCGGCACCGGCACGCTCTACATCGCGGAGAGCCGCCTGTCTTGGT 

TAGATGGCTCTGGATTAGGATTCTCACTGGAATACCCCACCATTAGCTTGCATGCGGTGTCCAGGGACCT 

AAATGCCTATCCACGAGAGCATTTGTATGTTATGGTGAATGCTAAATTTGGAGAAGAATCAAAAGAATCT 

GT TGCTGAAGAAGAAGACAGT GAT GAT GATGT TGAACCTAT T GCT GAAT T TAGAT T TGTGCCT AGT GATA 

AATCAGCATTGGAGGCAATGTTCACTGCAATGTGTGAATGCCAGGCTTTGCATCCTGATCCTGAGGATGA 

AGAT T CAGATGATTACGATGGAGAAGAATAT GAT GTGGAAGCACAT GAACAAGGGCAGGGGGACATCCC T 

ACAT T TTATACCTATGAAGAAGGATTAT CCCATT TAACAGCAGAAGGCCAAGCCACCT TGGAGAGATTAG 

AAGGAATGCTTTCTCAGTCTGTGAGCAGCCAATATAACATGGCTGGAGTCCGGACAGAAGATTCAACCAG 

AGAT TATGAAGATGGGAT GGAGGT AGACACTACACCAACAGTT GCTGGACAGT T TGAGGAT GCAGAT GTT 

GATCACTGAAGATGATTTATGCTGCTGTGGGATTCTGCTCATAACTAGGAAAGGACTAAAGAACTTGGTG 

CCTCTTCTACTGTGGAGTGGGTGTTGATGAAAGTCTTTTTCCTTCTCCAAAATTTACCTGAACCAGTTCT 

TT T T TTGAGACAGACTATAT ACTGAGACAAAAAGT TGT CACCAGCAGAAGAAACTAT GACC T T TAT T AAC 

AZ^AGGTGAATTAACTTAAClCAAGAGGGTATTTGTAGTTTATCATCTACCCAAAACTTTTGTGTATAGGTA 

TCCTCTGAGTAGGCCTATAGTTCCTGCTTTCACTATATGCATCTTCTGTAACCTGGCAGGCCTATGTGGT 

GAGAAT GCGCAGGTGCT T GAAGACAT AGGT AGACTGGATGGGAAGGAAGGAGGCT GAATCTAAGATAT AT 

CCT T TAGAGCCTAAGGAT T CCCT TACCCCT TAGAAAGAAAGACAAAGAGATCTCAGAGAAAT CCTGGCCA 

CTGCTTGTTCTTCACAGGGATTAGGGTCTTTTTACTAATTTGGGATCCAGGTTAATTCATTTAGGCATCT 

TTAGAGAGCCTCTTGGAAATATCCTAGCCACATGAAATACCACTAATATGGATGCTTCTGATTAGCTTTT 

ACTCTTTCACCATGTTTCACCAGTCTGTTTTGTTATAACCTCTTAGGTTATAGCCTTTAATTTCTAACCT 

CTTAGGTCAGTTTCCATAACAAATGAAATTGGGATGAAGTCCTCACAGTACTTCAATGATACTTGTTTTG 

TGTTTGTAATAGTTTAACAAATAAATCTAGGTTTTCTAT 

>GBCA0422 | Acc | U27349 | Ver | U27349 . 1 GI : 1072034 | Canis familiaris peripherin protein (RDS) 
mRNA, complete cds . 

GCAGAAACATCGCGGAGACCTGGCCCCTTCATGAGCTGCGACTCTGAGGCCCCTGCTCCCGCTGCAAGGT 
TAACGGGGGTCCCAGGCTAAGGGGCCCAACATGGGCAGCTCCCAGGGCAGCTCCCTGCAGCGTGGGCCGT 
CTGCTCCCTGCCCAGAGCCCTGAGCGTTCAGGCCCCCGGGCTCACTGCAGTCAGGAGTGGGAGCCGAGCT 
GGGAAGCTGCCTGCACTGCGCTCGGCGAGAATGGCGCTGCTCAAAGTCAAATTTGACCAGAAGAAGAGGG 
TGAAGTTGGCCCAAGGGCTCTGGCTCATGAACTGGCTCTCCGTGTTGGCTGGCATCGTCATCTTCAGCCT 
AGGGCTGTTCCTTAAGATCGAGCTGCGGAAGAGGAGCGATGT GAT GAAT AATTCAGAGAGCCATTTTGTG 
CCCAACTCCTTGATAGTGATGGGGGTGCTGTCCTGTGTCTTCAACTCTCTGGCTGGCAAGATCTGCTACG 
ATGCCCTGGACCCCGCCAAGTACGCCAAGTGGAAGCCCTGGCTGAAGCCGTACCTGGCTGTCTGTGTCCT 
CTTCAACATTGCCCTCTTCCTGGTGACCCTCTGCTGCTTCCTGATGCGGGGCTCACTGGAGAGCACCCTG 
GCCCACGGGCTCAAGAACGGCATGAAGTACTACCGAGACACAGATACCCCGGGCAGGTGTTTCATGAAGA 
AGACCATCGACATGCTGCAGATTGAGTTCAGATGCTGTGGCAACAATGGCTTTCGAGATTGGTTTGAGAT 
TCAGTGGATCAGCAATCGCTACCTGGACTTTTCCTCCAAAGAAGTCAAAGATCGCATCAAGAGCAATGTG 
GATGGGCGATACCTGGTGGATGGTGTTCCCTTCAGCTGCTGCAACCCCAGTTCTCCACGGCCCTGCATTC 
AGTACCAGCTCACTAACAATTCGGCGCACTACAGCTATGACCACCAGACAGAGGAGCTCAA.CTTGTGGGT 
GAATGGCTGCAGGGCTGCCCTGCTGAGCTACTACAGCAGCCTCATGAACTCCATGGGTGCTGTCACACTA 
CTTGTTTGGCTCTTTGAGGTGACCATCACGATTGGGCTGCGCTACCTACACACAGCACTGGAAGGTGTGT 
CCAACCCTGAAGACCCTGAATGTGAAAGCGAGGGCTGGCTTCTGGAAAAGAGCGTGTCGGAGACTTGGAA 
GGCCCTTCTGGAGAGCTTGAAAAAGTTGGGCAAGAGTAACCAGGTGGAAGCTGAGGGTGCAGACGCAGGC 
CAGGCCCCAGAGGCTGGCTGATGGCCCAGGGCCCCCTCCCCTCCTGAACACTGAGAAGTAGTGGACTCCA 
AGAAAGGTGGATACCCCCCTCATCCAATCTGAATCTCCCAAGGAGGGGAGCCATCTTACAAACTCTTCTT 
GATGGTGGGATTTAAAGTTTAGGATCCCTAA2\AGCATTTGGCAAACATTTGTTAAATGATTGACTTAAAA 
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ATGAATGAGCCTCTATTCAGGCCCACCTCATGGTGGACTCAGGGGGCCTCTTAGTGGATCACTCTTAAAA. 
GCACATGAATTCAGTTCCACCCGGGACTGGACTACACCTACTACTGGACACACCTGAGGGCAGTTCCCCT 
TTTAAGAGTCTGCCATTACAAGCTCCAAGTTGCTTCATTCTATATTCAAAGCATCACTTGTTGCATAAGC 
ACAGAAGTCTAAAAAAATTTACTGGCCATGCTGTCATGTTTTTTTTAAATGCCAATATTGACAGGTCAGC 
CATTTTATTTGTATAATTGTGGAAGGTGGGGGATGTTATACTTTTCTAAGAGAATGCACTCTCCAAAGCA 
CT GGGGGCTCACAAG AGGAAT TCT TCAACG ATGGGGCAAACGAACT T AAAGACAGGAT TAT T TTCCT CAC 
CAAATACATAGTTAAAGGCTATTTCTGTGTCACATTCTTATGCCCTCACTTAGCCTGGAGTGAGCTATGG 
GCTGAGGAAGTCAGGTTGTTAGCATATTCTGGCAACATCCCACCCCTAACGTGCCACGCAACCTCCTTTG 
GCTTATCTGTGGAAGCACTGGGTTAGATGGTTGCCTTTTACTGGAAGAGGAGCAACAATTAGACAAGAGT 
CCACTCTTTGGAGACCAGGCCTCACCTCTTGGAGGGCCCAGGAACACCCATACAGGTGGCCATGACACCC 
CCATGGACAACATGAATTGTCTACAGTGGAGGCCCAAA3ATCCTCTGGGAGCTTCTTCCTGTTTCTTTCC 
CCAGCTACCCATCCTGCAAGGCAATATTTCTGGAATGCCTCCATATTTAAAGAAGATTCCTTGAGACAGT 
CCATCTTTCTGCGCTAGTGACAGTAAGAGAAGTTTTTAATTTCTCTCAGAAAAGCGAAAAAAGGGAAGCT 
TTTACGGGAAGGAGAGGAGGACTTCATTGCTGTTCTAATGTGTTCAGTGGGGAGAAAAGTTAAGACTTCC 
GGTGCTGCCTGGGGCATGTTCTGGGGCTCTAGTTCTCCCAGGCGTTAGGATCAGATCAAGATATTTGGAT 
ACTATCAAACGCTGGTCCCAGGTTTAATTAGACTTCTGAATCTTCTTGAGACCAAAGAGTGGTCCACATT 
GAACATGCTGAGGGAGTCAGCCACCTCTGAGGGTCCTGTAACTCTCTCCCCTCAGGAGTACTGAGAACCA 
TCATGAAAGTCTGCTCTAGGCCACGTGTAACTATCTGTTAACACCTGTATCATAGACAATAAAAATTATA 

TTGTGTG . • ^ . 

>GBCA0423 | Acc I U51644 | Ver | U51644 . 1 GI : 1263292 | Canis familians thyrotropin beta chain 
mRNA, complete cds . 

GCATGACTGCTATCTACCTGATGTCCATGCTTTTTGGCCTAGCATGTGGGCAAGCAATGTCTTTTTGTTT 
TCCTACTGAGTATACGATGCATGTCGAAAGGAAAGAGTGTGCTTACTGCCTAACCATCAACACCACCATC 
TGTGCTGGATATTGTATGACACGGGATATCAATGGCAAACTATTTCTTCCAAAATATGCTCTGTCCCAGG 
AT GT T TGT ACAT AT AGAGACTTTATGTACAAGACTGTAGAAATACCAGGAT GCCCGCGCCAT GT TACTCC 
CTATTTCTCCTACCCTGTAGCTGTAAGCTGTAAGTGTGGCAAGTGTAATACTGACTATAGTGACTGTATA 
CATGAGGCCATCAAGACAAACTATTGTACCAAACCTCAGAAGTCCTATGTGGTGGGATTTTCTATCTAAC 
TTCAATAGTGATGTAATTTG 

>GBCA0424 1 Acc [ L31625 | Ver I L31625 . 1 . GI : 468903 | Canis familiaris intercellular adhesion 
molecule-1 (ICAM-1) mRNA, complete cds. 

GCCCCCGCGCTGCCCCGGCTGCCCGCGCTCCTGGCCCTCCTCGGGGCTCTGCTCCCAGGACTTGGAGGTG 

CCC AG ACGT CCGT GGACCCAGCAGAAGCCATCATACTCCGAGG AGGCTCTGT GCAGGT GAACT GT AGT AC 

CTCATGCAACCAGACCTCCATCTTCGGCCTGGAGACTCTGTTGACTAAGACGGAAGTGACCTCTGGGGAC 

AACTGGGTGCTCTTTGAACTGACTGATGTGCAAGAAGATAGCAAGCTGATATGTTTCTCAAACTGTCATG 

ACGAGACCATGGCTCCGATCGACCTCACCGTATACTGGTTCCCGGAGCGAGTGGAGCTGGCACCCCTACC 

CCGCTGGCAGCCCGTGGGTGAGAACCTCACCATGACCTGCCAGGTGGCAGGCGGGGCGCCCCGGACCAAC 

CTCACGGTGGTGCTGCTCCGCGGGGAGGAGGAGCTGAGCCGGCAACCGGCCGTCGGGGAGCCCGCCGAGG 

TCACGTTCACGGTGGCGGTGGGCAGAGAGGACCACCTCGCCAACTTCTCGTGCCGCACGGACCTGGACCT 

GAGGCACCGAGGGTTGGGATTGTTCCAGAACAGCTCGGCGCCCAGGCAGCTCCAAACCTTTGTCCTGCCA 

GAGACCCCCCCACGCCTTGCTACCCCCCCGATTGTGGAAGTGGGCACACAGTGGTCTGTGGACTGCACTA 

TGGATGGGGTGTTCCCAGCTTCGGAGGCCCAAGTCCACCTGGCGTTAGCAGAAGAGAGGCTGCACTCCAC 

AGTCCTGTACAAAAAGGACTCCCTCTTGGCCACGGCAAATGTCAAAGCAAACCCAGAAGACGAGGGTACC 

CAGCAGCTATGGTGTGAGGTGACACTGGGAGACGAGAATqGGAGGTGGCAGGAGAATGTGACCTTCTATA 

GCTTCCCGGCACCCAACCTGACCCTGAGTGAGCCAGAGGTCTCAGAATGGACTACGGTGACTGTGGAGTG 

TGAGGCCCCTGCTGGAGTCGTGGTGTCGCTGAGCGGGCTCCCTTCGGGGCTTGCAGTACCCAGGGCACAG 

TTCCAACTAAATGCCAGCGCTGCCGACAACAGGCGCAGCTTCTCCTGCTCTGCTGCCCTGGAGGTGGCTG 

GGCACATGCTGCAAAAGAACCAGACCCGGGAGCTCCACGTCCTGTATGGTCCCCGACTAGACCAGAGGGA 

TTGTCCGGGAAACTGGACGTGGGAGGAAGGCTTCCATCAGACCCTGAAGTGCCAAGCTTGGGGGAACCCG 

GTTCCTGAGCTGAAATGTCACCGGAAGGGGGATGATGCTTTGCTCCCCATCGGGGACCTGAGACCTGTCA 

AGCGGGAGGTTG'CTGGCACTTACCTGTGTCAGGCCCGGAGCCCCCGTGGTGAGATCACCCGAGAAGTGGT 

CATCAACGTGATCTACCACCAGAACAACATTCTTATCATCATCCTGGTGACAACCATTGTCATCTTAGGA 

ACTGTGAGTGTAGCCGCTTACCTCTATAACCGCCAGCGGAAGATCCAGAAATACAAGCTTCAGAAGGCCC 

AGGAGGCAGCTGCCATGAAGCTGAACACACCGGCCACCCCCCCCTGACCCTGGGCCAGGACCCAGCCTCC 

TCCTCTGCCCCCGACTCGGTGGCAGCAGTGTCACACTGGCAGCGGTGCCATAATGAATGGTGGTCACAAG 

CCACTCACCTTCCCAGGATGCCTGAGGACAGGGTAGAGGCCTCAGGATACAGACAGCATTTGGGGTCCTG 

GCACCTGCACATTAAGGGTCCTCAAGCCTCACACCTGACCTGAAGCCTCAGGACTGAGCCACAAGGAAGG 

GGGCAGGACTTGGGGCATGACTCTGATGGACGTCTAAGCCTGACCTGTGTAGAGGGGGTGTAGCGGAACA 
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CTCAAGCATGGGATGCCCAACTGGGAAACCCCGAAACTTCACCCTTACTTGCATGTGCTGAGGCCCTACA 
GTCCTAAGATAGAAGTGGCCTGCACACACAGAAATAGCACAGAAACATATATCGCTATACTTCCTCTGAT 
CCATGCCCTGCTGTCCACTGACTGTCCTCAACTTTTGATAATGACATATTTATTAATTTGTTCTTTTACC 
AGCTATTTATTGAGTGCCTTTTATGTGGGCTAGAACGGTAAAGGAAGAGGAAACGTAGGTTCCTGTCCTC 
AGGGAGCTCTCAGTCTAACCTAATTCAGGGTTGCCAGGTACAGTTGTACTAGTGTTGCACTGCACAGGAG 
TGCCTGGCAAAAAGATCAAGTCAGAGCTGGAATTTCCCATTCCATTGGCTAAGCTGCTTTCCTCCAGAGG 
AGGACTGGCAA.TGGTGATACAGTTTAGTTGGCGACATGCCCAGGGACAACCCACTGAGCCCCATACTCCT 
CCCCGTCACTGACACTGACCTCTGTTAGCCGTCTCTCTCCCCATACGCATCTCTGCTAGTGCTCACGATG 
ACATCGCTGCATGCCTGAACACGAATGACCACTCACTGGCAGCTAAACTGTGGAGTCCCATGAAACTGCC 
CAACCCCTATGTGTCCCTGCCTGGTCCTGTTTCCATCTCGGTGGCACCATACAAGGACACAGCACTCTGG 
CAGCCCAAATTCCTGCAGAGACGAGGGCCCTGCAGGCAGTTGGCAGAAGAGGCCGGCGAGGATTCCTGTC 
CCAGCTCCGGAAGCTTCTCTCTTGTAGTAATAAAGCTTGTCTGTGGGCGCTTGTCTTGTGTGAGTGGAGG 
GGAGGTGTCATGTCCAGTTGGGAGTTCTTTCCAGCCACAACCTCCCACTTCCTCCCCCAAGAAAAGGCTG 
CCGGTTCAAGGCCCACCCCTGAGGCTCTAATCCAAATTTGGGGCTTGTTAGGACCTTTTGAGACTCCAGC 
GAAAATTAAAGATCCCTCTCTCCAG 

>GBCA0425 | Acc ) U4 9100 | Ver | U4 9100 . 1 GI : 1223907 | Canis familiaris interleukin-12 p40 subunit 
mRNA, complete cds. 

ATGCATCCTCAGCAGTTGGTCATCTCCTGGTTTTCCCTCGTTTTGCTGGCGTCTTCCCTCATGACCATAT 
GGGAACTGGAGAAAGATGTTTATGTTGTAGAGTTGGACTGGCACCCTGATGCCCCCGGAGAAATGGTGGT 
CCTCACCTGCCATACCCCTGAAGAAGATGACATCACTTGGACCTCAGCGCAGAGCAGTGAAGTCCTAGGT 
TCTGGTAAAACTCTGACCATCCAAGTCAAAGAATTTGGAGATGCTGGCCAGTATACCTGCCATAAAGGAG 
GCAAGGTTCTGAGCCGCTCACTCCTGTTGATTCACAAAAAAGAAGATGGAATTTGGTCCACTGATATCTT 
AAAGGAACAGAAAGAATCCAAAAATAAGATCTTTCTGAAATGTGAGGCAAAGAATTATTCTGGACGTTTC 
ACATGCTGGTGGCTGACGGCAATCAGTACTGATTTGAAATTCAGTGTCAAAAGTAGCAGAGGCTTCTCTG 
ACCCCCAAGGGGTGACATGTGGAGCAGTGACACTTTCAGCAGAGAGGGTCAGAGTGGACAACAGGGATTA 
TAAGAAGTACACAGTGGAGTGTCAGGAAGGCAGTGCCTGCCCCTCTGCCGAGGAGAGCCTACCCATCGAG 
GTCGTGGTGGATGCTATTCACAAGCTCAAGTATGAAAACTACACCAGCAGCTTCTTCATCAGAGACATCA 
TCAAACCAGACCCACCCACAAACCTGCAGCTGAAGCCATTGAAAAATTCTCGGCACGTGGAGGTCAGCTG 
GGAATACCCCGACACCTGGAGCACCCCACATTCCTACTTCTCCCTGACATTTTGCGTACAGGCCCAGGGC 
AAGAACAATAGAGAAAAGAAAGATAGACTCT GCGTGGACAAGACCT CAGCCAAGGTCGT GT GCCACAAGG 
ATGCCAAGATCCGCGTGCAAGCCCGAGACCGCTACTATAGTTCATCCTGGAGCGACTGGGCATCTGTGTC 
CTGCAGTTAGGTTCCACCCCCAGGATGAATCTTGG 

>GBCA0426 | Acc | U4 9085 | Ver | U4 9085 . 1 GI : 1223905 | Canis familiaris interleukin-12 p35 subunit 
mRNA, complete cds. 

ATGTGCCCGCCGCGCGGCCTCCTCCTTGTGACCATCCTGGTCCTGCTAAGCCACCTGGACCACCTTACTT 
GGGCCAGGAGCCTCCCCACAGCCTCACCGAGCCCAGGAATATTCCAGTGCCTCAACCACTCCCAAAACCT 
GCTGAGAGCCGTCAGCAACACGCTTCAGAAGGCCAGACAAACTCTAGATTATATTCCCTGCACTTCCGAA 
GAGAT TGATCATGAAGATATCACAAAGGATAAAACCAGCACAGT GGAGGCCTGCT TACCAC TGGAAT TAA 
CCATGAATGAGAGTTGCCTGGCTTCCAGAGAGATCTCTTTGATAACTAACGGGAGTTGCCTGGCCTCTGG 
AAAGGCCTCTTTTATGACGGTCCTGTGCCTTAGCAGCATCTATGAGGACTTGAAGATGTACCAGATGGAA 
TTCAAGGCCATGAACGCAAAGCTTTTAATGGATCCCAAGAGGCAGATCTTTCTGGATCAAAACATGTTGA 
CAGCTATCGATGAGCTGTTACAGGCCCTGAATTTCAACAGTGTGACTGTGCCACAGAAATCCTCCCTTGA 
AGAGCCGGATTTTTATAAAACTAAAATCAAGCTCTGCATACTTCTTCATGCTTTCAGAATTCGTGCGGTG 
ACCATCGATAGAATGATGAGTTATCTGAATTCTTCCTAA 

>GBCA0427 | Acc | U42407 | Ver | D42407 . 1 GI : 1208550 | Canis familiaris MHC class II DLA DQalpha 
chain mRNA, complete cds. 

GAAGAGGATGATCCTAAACAGAGTTCTGATTCTGGGGACCCTCATCCTGACTATTATGATGAGCCCCTCT 
GGAGGTGAAGAGATTGTGGCTGACCATGTTGCCAACTACGGCATAAATGTCTACCAGTCTTACGGTCCCT 
CTGGCCAGTACACCCATGAATTTGATGGCGATGAGGAGTTCTACGTGGACCTGGAGAAGAAGGAAACTGT 
CTGGCGGCTGCCTGTGTTTAGCACATTTAGAAGTTTTGACCCACAGGGTGCACTGAGAAACTTGGCTATA 
ATAAAACAAAACTTGAACATCATGACTAAAAGGTCCAACCAAACTGCTGCTACCAATGAGGTTCCTGAGG 
TGACTGTGTTTTCCAAGTCTCCTGTGATGCTGGGTCAGCCCAACACCCTCATCTGTCTCGTGGACAACAT 
CTTTCCTCCTGTGATCAATGTCACATGGTTGAAGAATAGGCACTCAGTCACAGAAGGGGTTTCTGAAACC 
AGCTTCTTCGCCAAAGGGGATCATTCCTTCTCAAAGATCAGTTACCTCACCTTCCTACCTTCTGCTGAGG 
ATATTTATGACTGCAAAGTAGAGCACTGGGGCCTGGATGAGCCACTTCTGAAACACTGGGAACCTGAGGT 
TCCAACCCCTATGTCAGAGCTGACAGAGACTGTGGTCTGTGCCCTGGGGTTGGCTGTGGGCCTTGTGGGC 
ATCGTGATGGGCACCGTCTTCATTATCCAAGGCCTGCGCTCAGGTGGl'ACTTCCAGACATCAAGGACCTT 
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TGTGAGCTGCACCTAGAAGGAAGGTGCACTGCATGCCCACCTCCCAGAGCAGAAGAGTGGACCTGATAGG 
CCACCTAGCACTATTTCCTTGCCCAGTTCATCATACTCCTACTCTCTACCAATGCTTCTCTGTCACCTCT 
TCTCTGGGACTCAAGAACTATATCCTCTGAGTGCTAACCCTTTAAATTCTACCCCTTCCTTGACTGCCTG 
TTTTTGTTTGTTTGTTTTCTTTTCTTTTCTCAATTGTCAACTACAATGAGATCTCTGGGATATCCCAACC 
AGTTACCTGATCCCTCATTACTCTGATCTAGCATTCCCATGGAAATAATTATTTTCTCTTTAAGAGATCC 
TTTAGATCAATTTTTCCTGTCTTTCATCTCAGGGCTGATTAGGACTTTGGTCCCCCCTTTTATTATACCT 
TCCTAATCTCACTTTCCATATTATGTTTCATGCCCAGCAACACCAGAAAATGCAGGTATAGGCTGATAAT 
ATTTTGATATCTTAGGTAAGGATAATGGTTCTCTCTTCCTGTTATTCTCATGTTTGGGTACTGCCACACT 
CCCCCAATTCAGACACCAAGA2VAAGTAATATAAGCCCTCTGACCTTGGTGTAAATTTGGTATAGAAGAAA 
TACAAAGCCAAGAAAT AAGTTC AT ACTTCT T T T AACAT AAT T T T AGAAAGCT ATGACAGAG AAAT AAGT T 
AAGATAAAGAAAT T T TGAATT TCAAAGTACCAAAAGAC AAACT GT T T TCCAAAACT T TAAAATT TCAAT T 
TGTGAAGAATGAATGATGATAGGAGAAGCTTTCCTCTCCCATCCTCACCCATGAAAAGATAAGAATTCTT 
TAGGCAGGAAAATAAATGGAAGTCGGGTAAGAGAGCATTAGAATAAGACCATAAAGTAAGTAACTGAGGA 

CAGGTACT , , . „ wt%i 

>GBCA0428 | Acc j U19872 | Ver | U19872 . 1 GI : 642069 | Canis familiaris dihydrolipoamide : NAD+ 
ok ido reductase mRNA, complete cds . 

GCTCCCAGCGGAGGTGAGGCGGCGGCGGAGGGGGAAGCGGGGCGGCGAGATGCAGAGCTGGAGTCGCGTG 

TACTGCTCCCTGGCCAAGAGAGGCCATTTCAGTCGAATATCTCATGGCTTACAGGCAGTTTCTGCAGTGC 

CTCTGAGAACTTACGCAGATCAACCAATCGATGCTGATGTAACGGTGATAGGTTCTGGTCCTGGAGGATA 

TGTCGCTGCTATTAAAGCTGCCCAGTTGGGCTTCAAGACAGTCTGCGTTGAGAAAAATGAAACATTGGGT 

GGAACATGCTTGAATGTTGGTTGTATTCCTTCAAAGGCTTTATTAAATAACTCTCATTATTACCATATGG 

CCCATGGGAAAGATTTTGCAT CTAGGGGAATTGAAAT GTCT GAAGTTCGC T TGAAT TTGGAGAAGAT GAT 

GGAGCAGAAGAGTACAGCAGTAAAAGCT T TAACTGGTGGAAT T GCCCACTT AT TCAAACAGAAT AAGGT T 

GTTCACGTAAATGGATATGGAAAGATAACTGGCAAAAATCAGGTCACTGCAAAGAAAGCTGATGGCAGCA 

CTCAAGTTATTGATACA2\AGAACATTCTTATAGCTACAGGTTCAGAAGTTACTCCTTTTCCTGGAATTAC 

GATTGAT GAAGAT AC AATAGTGT CATCTACAGGTGCTT T ATCT T T AAAAAAAGT T CCAGAAAAGATGGTT 

GTCATTGGTGCAGGAGTAATAGGTGTAGAATTGGGTTCAGTTTGGCAGAGACTTGGTGCAGATGTGACAG 

CAGTTGAGTT T T TAGGTCATGT T GGTGGAGT CGGAAT T GATAT GG AGAT ATCT AAAAAC T T TCAACGCAT 

CCT CCAAAAACAAGGATT TAAAT TT AAAT TGAAT ACAAAAGT TACT GGT GCTACCAAGAAGT CAGATGGA 

AAAATTGATGTTTCTATTGAAGGTGCTTCTGGTGGCAAAGCCGAGGTTATCACATGTGACGTACTCTTGG 

TTTGCATTGGCCGACGACCCTTTACTCAGAACTTGGGACTAGAAGAGCTTGGAATTGAACTAGATCCTAG 

AGGTAGAATTCCAGTCAATACCAGATTCCAAACTAAAATTCCAAATATCTATGCTATTGGTGATGTGGTT 

GCTGGTCCAATGCTGGCTCACAAAGCAGAGGATGAAGGCATTATCTGTGTTGAAGGAATGGCTGGCGGTG 

CTGTGCCAATTGACTACAACTGTGTACCATCAGTGATTTACACCCACCCTGAAGTTGCTTGGGTTGGCAA 

ATCAGAAGAGCAGTTGAAAGAAGAGGGCATTGAGTACAAGGTTGGGAAATTCCCCTTTGCTGCTAACAGC 

AGAGCTAAGACAAATGCGGACACAGATGGCATGGTGAAGATTCTGGGGCAGAAATCAACGGATAGGGTGT 

TGGGAGCACACATTCTGGGACCAGGAGCTGGTGAAATGGTGAATGAAGCTGCTCTTGCACTGGAGTATGG 

AGCATCCTGTGAAGATATAGCCAGAGTCTGCCATGCGCATCCGACCTTATCAGAAGCTTTTAGAGAAGCA 

AACCTGGCTGCATCATTCGGCAAATCAATCAACTTTTAAATTAGAAGATTATATTTTTCTGCAAATTTCC 

TGGGAGCTTTGTGGAGGTACATTCCTGTACAGGAAATGCTCACGTTCTCCAAGAATTTTTAGGACTGAAT 

TATGAAACTTTTGGAAGGCTTTACTAGGTTTGGACAGAATGGAATAATCTCATCTATTTTAAATAAATTT 

AATATTTTGTTTCAGTGCATTAATATTGCAGAAAAIVAGCTACTTATCGTAGTATCCTGGAAAATTTTCTT ■ 

CAACCCT TATT T T CAT GCAT T T TCTGAAAGATT CAAT T TCACTGAATT TATGT TACCGTAGCT T T T ATCC 

CTGCTATTGTAAAGTTGGATTTACTTATGTGATGGAGCTGGTGTAGAGTATGTGAACCAGCTGTGTTTGA 

AGCCAGGTGACCAAGTTATTTTAAACTTGGTTTTCATATTGGAAATAGTTAATCATTAGAGTAAGATTAA 

AATATGTATAAACCAAAATGATGTAAATAAATGATGGTCTCTCACATCTTTATTTAATCTCCAAATTCTT 

GCAGTTTAGAGGTAGAATTTATGTTTAAATTTTTAAGGACCCATTGAGGTCTAGTCTGTAGGCAGTTAAC 

CAAATTAAGGAGGTAGATCTGTGAAATTCATATATTAAATGAAGACACAAATGTATTACAACGGGGAATG 

AAAATACAGAAATAAACAGTCT TAAAT AT TCAAAAAAAAAAAAAAAAA 

>GBCA0429 | Acc j U19368 | Ver | U19368 . 1 GI : 624684 | Canis familiaris heat-shock protein (HSP27 ) 
mRNA, complete cds. 

GCGGCCGCGTCGACCGCGGAGCCGAGCCAGCATGACCGAGCGCCGAGTGCCCTTCTCGCTCCTGCGGAGC 
CCCAGCTGGGACCCTTTCCGCGACTGGTACCCGGCCCACAGCCGCCTCTTCGACCAGGCCTTCGGGCTGC 
CCCGGCTGCCGGAGGAGTGGGCGCAGTGGTTCGGCCACAGCGGCTGGCCGGGCTACGTGCGCCCGATCCC 
CCCCGCGGTCGAGGGCCCCGCCGCGGCCGCCGCGGCCGCCGCGCCCGCCTACAGCCGCGCGCTCAGCCGG 
CAGCTCAGCAGCGGCGTGTCGGAGATCCGGCAGACGGCCGACCGCTGGCGCGTGTCCCTGGACGTCAACC 
ACTTCGCCCCCGAGGAGCTGACGGTCAAGACGAAGGACGGCGTGGTGGAGATAACTGGCAAGCACGAAGA 
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GAGGCAGGATGAGCATGGCTACATCTCCCGCCGCCTCACTCCCAAATACACCCTGCCCCCTGGTGTGGAT 
CCTACCCTGGTCTCCTCCTCCCTGTCCCCTGAGGGCACTCTCACGGTGGAGGCTCCCATGCCCAAGCCAG 
CCACCCAGTCGGCAG2\AATCACTATTCGCGTCACCTTCGAGGCACGTGCCCAGATTGGGGGCCCAGAAGC 
TGGAAAGTCGGAGCAGTCTGGAGCCAAGTAAAGGCCTTAGCCCTGCTTAGCCCACATCCTCACCTCAGTA 
GCCATCACTGACCGTCCCTGCACACTAAAGTTCAAAGCAACGTGCCGTCGACGCG 

>GBCA0430 |Acc|U47060|Ver|U47060.1 GI : 1184115 | Canis familiaris caveolin-1 mRNA, complete 
cds . 

ATGTCTGGGGGCAAATACGTAGACTCCGAGGGGCACCTCTACACCGTTCCCATCCGGGAGCAGGGCAACA 
TCTACAAGCCCAACAACAAGGCCATGGCGGAGGAGATGAGCGAGAAGCAGGTGTACGACGCGCACACCAA 
GGAAATCGACC T GGT CAACC GC GACCCCAAGC ATCTCAACGACGACGT GGTC AAGAT T GAT T T TGAAGAT 
GTGATTGCAGAACCAGAAGGAACACACAGTTTTGATGGCATCTGGAAGGCCAGGTTCACCACCTTCACTG 
TGACAAAATACTGGTTTTACCGCTTGCTGTCTGCCCTCTTTGGCATCCCAATGGCACTCATATGGGGCAT 
TTACTTTGCCATTCTTTCTTTCCTGCACATCTGGGCAGTTGTGCCGTGCATTAAGAGTTTCCTGATTGAG 
ATTCAGTGCATCAGCCGTGTCTATTCCATCTACGTCCACACCTTCTGTGACCCGTTCTTTGAGGCTGTTG 
GCAAAATATT CAGCAAT ATCCGCAT CAACAT GCAGAAAGAAACATAA 

>GBCA0431 |Acc|U29653 | Ver|U29653. 1 GI : 1144185 | Canis familiaris monocyte chemoattractant 
protein- 1 mRNA, complete cds . 

CATGAAGGTCTCCGCAGCGCTCCTCTGCCTGCTGCTCATAGCCGCCGCCCTCACCACCCAGGTGCTCACC 
CAGCCAGATGCAATTATTTCTCCAGTCACCTGCTGCTATACACTCACCAATAAGAAGATCTCAATTCAGA 
GGCTGGCCAGCTATAAAAGAGTCACCAGCAGCAAGTGTCCCAAAGAAGCTGTGATCTTCAAGACCGTCCT 
AAACAAGGAGATCTGTGCTGACCCCAAACAGAAGTGGGTCCAGGATTCCATGGCACACCTAGACAAGAAA 
AGCCAAACCCAAACTGCAAAGCCATGAATACTCACTCTGAAATGGAAGAATCTGAAACTAATTTATTTTC 
TTCTAACCTTCCCTAAATGCCCTCTGATATTATTTTATTATAATTTCAAAGAGTACAAACTTTGTTTATT 
GATATGCACACAATGCCTTAAGTAATGTTAATCTTATTTAAATTATTGATGTTTTAAATTTATTTTCCCC 
AAATACTAGTGTATTTTTTAAAATATGGAGACTTGAAATAAACTGCTTTCCTCTGGGGGCCCCAGTTCTA 
CCCCTGGGATGGTGTGAGGGTCCTTGCAAGGATCATTAATGCAAGACTATGTTTTAAATTCTAAAGCATA 

>GBCA0432 1 Acc | U3208 6 1 Ver | U32086 . 1 GI : 1143163 ! Canis familiaris vascular cell adhesion 
molecule-1 mRNA, complete cds. 

TTCGGCACGAGGCGAAAGCTGTTCCAGGGCACTTTCAGGTGGGACAAGGGTTTTGGGGACCACTAAGTTC 

TCATCACGGCAGCAACTAAAAATGCCTAGGAAGATGGTCGTGATCTTTGGAGCCTCAAATATACTTTGGA 

TGGTGTTTGCTGTTTCTCAAGCTTCGAAAATGGAGATCTTCCTTGAACCCAGAGTCGCTGCTCAGATTGG' 

TGATGTCATTTCTCTGACTTGCAGTACGACGGGCTGTGAGACCCCATCTTTCTCTTGGAGAACCCAGATA 

GACAGTCCACTGAATGGGAAAGTGAAGAATGAGGGGAACAATTCCACGTTGACCATGGACCCTGTTAGCT 

T C AAC AAT GAAC AT G C T T AC T T G T GT AC AG C GAC T T GT G GAT C GAAGAAAC T GG AAAAAGGC AT T GAAGT 

GGAGATTTATTCTTTCCCTAAGGACCCAGAGATCCAACTGAGTGGCCCCCTAGAAGTTGGGAAGCCAGTC 

ACAGTCACGTGTTTGGTCCGTGATGTTTACCCATTTGACAGGCTGGAGATGAATTTGCTGAATGGCAATG 

ATCTCCTACAGAGTAAGGACT T TCTAGAGC CTAT GGAGAAGAAGTCCC TGGAGACCAAGAGT T T GGAGGT 

AACCTTCACTCCTACCAATGAGGATATTGGGAAAGGTCTTGTTTGCCGAGCACAATTACACATGGATGAA 

ATTGACTTTGAGCCCAAAGAAAGGGAGACTACCAAAGAGCTACAAGTCTACATCTCACCCAGGAACACAT 

TTATCTCTGTGACTCCCTCTATGAGGCTGCAAGAAGGCGGTTCTGTGACAATGACATGTGCCAGTGAAGG 

CCTACCACCTCCACAGATTTTCTGGAGCAAAAAATTAGATAATGGGAATCTACAGCTCCTCTCTGGGAAT 

GCAACTCTCACTTTAATTGCTATGAGGCTGGAAGATTCTGGAACATATGTCTGTGAAGGTGTCAATGAAG 

TCGGGAAGGATGGAAAAGAGGTGGAATTAATCGTTCAAGAGAAACCATTCACTGTTGAGATCTCCCCAGG 

ACCCCAGATTATCGCTCAGATCGGTGATTCAGTTGTGTTAACATGTGGTGTCACAGACTGCGAGTCCCCA 

TCTTTCTCTTGGAGAACCCAGATAGATAGTCCTCTGAGTGGGACGGTGAAGGTTGAAGGGGCCAAGTCTA 

CGCTGACCCTAAGCCCTGTGAATTTGGAGAATGAACATTCTTATCTGTGCACCGTGACCTGTGGACATAA 

GAAATTGGAAAAGGGAATTAAGGTGGACCTCTACTCATTCCCTAGAGATCCAGAGGTTGAGATGAGTGGT 

CTACTAGTGGATGGAAACCCAGTCACTGTGAGCTGCGAGGTTCCTAATGTGTATCCTTCTGACCGACTGG 

AGAT TGAAT T ATTTAAGGGGGAGACTATCATAGAAAGTAAAAGCT T TCTGGAGGACATGGACAAGAAATC 

TCTAGAAACTAAGAGTTTGGAAATGACCTTCATCCCCACCACAGAAGATACTGGAAAAGTTCTTGTTTGT 

C TGGCTAAGTTACATAT T GATGAAAT GGAAT T TGAACCCAAACAAAGGCAGAGTACACAGACACTTTAT G 

TTAATGTTGCCCCCAGGGATACAACCGTCGTGGTCAGCCCCTCCTCCATCGTGGAGGAAGGTAGTCCTGT 

GAACATGACCTGCTCTAGCGATGGCCTTCCAGCTCCGAACATCCTGTGGAGCAGGCGGCTAAGTAATGGG 

CGCCTGCAGTCTCTTTCTGAGGATCCAATTCTCACCTTAACTTCTGCAAAAATGGAAGATTCTGGTATTT 

AT GTGTGT GAAGGGAT TAACCAGGCTGGAATAAGCAGAAAAGAAGTAGAATTAATTAT CCAAGT TGCTCC 

GAAAGACATACAGCTTATAGCTTTTCCTTCTGAGAGTGTCAAGGAAGGAGACACTGTCATTATCTCCTGT 

ACATGTGGAAATGTTCCAAAAACTTGGATAATCCTGAAGAAAAAAGCAGAGACGGGAGACACAGTGCTAA 
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AGTCCAGAGATGGTGCATATACCATCCACAAGGTCCAGTTAGAGGATGCGGGAGTGTACGAATGTGAATC 
TAAAAATGAGGCTGGCTTGCAATTAAGAAGTTTAACCCTCGATGTTAAAGGAAGAGAAAATAACAAGGAC 
TATTTTTCTCCAGAACTACTCGTGCTTTATTGTGCATCTTCCTTGATAATACCAGCCATTGGGATGATCA 
TTTACTTTGCCAGAAGAGCCAACATGAAGGGGTCATACAGTCTTGTAGAAGCACAGAAATCAAAAGTGTA 
GCTAATGTTTGCAATGGTCAACTAGAGACACTATTTATCAGTCCAAATTCTTAATACTGCTCATCATTCC 
ATGAGGGAAACAAACTAAGAGTCCAGACTTCCCTGAATGTAGTGAATTCTTGGAAAGAAATGGCTTCCTG 
TGCCCCATGCTGTGAGGATCAAGAGGCTAAAAGAAAACTTTCTGCCTGAAAAATAGGCACTGCCACTGAA 
ATGTATTGACTGGAGTAGCTCCTTGATGTGTATATACAATAACATGATCTGTACATATGTAAAATAAATT 
TATGCCATAGGAGGA 

>GBCA0433 | Acc | U41002 | Ver | U410O2 . 1 GI : 1127825 | Canis familiaris calciura activated 

potassium channel beta subunit protein mRNA, complete cds . 

ATGGGAAAGAAGCTGGTGATGGCCCAAAAGCGGGGAGAGACTCGAGCCCTTTGCCTGGGTGTGGCCATGG 

TGATGTGTGCTGTCATTGCCTACTATATCCTGGGCACGACCATGCTGCCCCTCTACCAGAAAAGTGTGTG 

GACGCAGAAATCCACGTGCCATCTGATTGAGACCAACATCAGGGAGCAGGAGGAGCTGGAGGGCAAGAAG 

GTGCCCCAGTACCCGTGCCTGTGGGTCAACGTGTCAGCTGTGGGCCGGTGGGCTGTGCTGTACCACACAG 

AGGACACTCGGGACCAGAACCACCAGTGCTCCTATATCCCAGGCAGCCTGGAGAACTACCAAGTTGCCCG 

GGCCGATGTGGAGAAGGTCAAAGCCAAATTCCACGAGCAACAGATTTTCTACTGCTTCTCAACAACCCGG 

GAGAACGAGACCACTGTCCTGTATCGGCGCCTCTATGGGCCCCAGACCCTCCTCTTCTCTCTCTTCTGGC 

CCACCTTCCTGCTGACCGGAGGTCTCCTCATCATCGCCATGGTCAAGATAAACCAGTCCCTTTCCATCCT 

GGCAGGTCAGAGGTAGATCCACACACTCCCATCA 

>GBCA0434 ) Acc ] U41001 ) Ver | U41001 . 1 GI : 1127823 | Canis familiaris calcium activated, 
potassium channel protein mRNA, complete cds. 

GAGCCCAACATGGATGCGCTCATCATCCCGGTGACCATGGAGGTGCCGTGCGACAGCCGGGGCCAGCGCA 
TGTGGTGGGCTTTCCTGGCCTCCTCCATGGTGACTTTCTTCGGGGGCCTCTTCATCATCTTGCTCTGGCG 
G ACGCTCAAGT ACCT GT GG ACCGTGTGCT GCCACT GCGGGGACAAGACCAAGGAGGCCCAGAAGAT TAAC 
AATGGCTCAAGCCAGGCGGATGGCACTCTCAAGCCAGTGGACGAAAAAGAGGAGGCGGTGGCAGCCGAGG 
TCGGCTGGATGACCTCTGTGAAGGACTGGGCGGGGGTGATGATTTCTGCCCAGACGCTGACCGGCAGAGT 
CCTGGTTGTCTTAGTCTTTGCTCTCAGCATTGGTGCCCTTGTAATATACTTCATAGATTCGTCAAACCCA 
ATAGAATCCTGCCAGAATTTCTACAAAGATTTCACATTACAGATCGACATGGCTTTCAACGTGTTCTTCC 
TTCTCTACTTTGGCCTGCGGTTTATTGCAGCCAACGATAATCTGTGGTTCTGGCTGGAAGTGAACTCCGT 
GGTGGATTTCTTCACGGTGCCTCCCGTGTTTGTGTCTGTGTACTTAAACAGAAGTTGGCTTGGTTTGAGA 
TTTTTAAGAGCTCTCAGACTGATACAGTTTTGAGAAATTTTGCAGTTTCTGAATATCCTTAAAACAAGTA 
ATTCCATCAAGCTGGTGAATCTGCTCTCCATATTTATCAGCACGTGGCTAACAGCAGCCGGGTTTATCCA 
TTTGGTGGAGAATTCAGGGGACCCGTGGGAAAATTTCCAAAACAGCCAGGCGCTCACCTACTGGGAATGT 
GTCTATCTACTCATGGTCACCATGTCCAGCGTTGGCTATGGGGACGTTTATGCAAAAACCACGCCTGGGG 
GCCTCTTCATAGTCTTCTTCATCCTCGGGGGACTGGCCATGTTTGCCAGCTACGTCCCTGAAATCATAGA 
GATAATAGGAAACCGCAAGAAATACGGGGGCTCCTATAGTGCGGTTAGTGGAAGAAAGCACATTGTGGTC 
TGCGGACACATCACTCTGGAGAGTGTTTCCCACTTCCTGAAGGACTTCCTGCACAAGGACCGGGATGATG 
TCAATGTGGAGATCGTCTTTCTTCACAACATTTCCCCTAACCTGGAGCTTGAGGCTCTATTCAAACGACA 
TTTTACTCAGGTGGAATTTTATCAGGGTTCAGTCCTCAACCCACATGATCTTGCCAGAGTCAAGATAGAG 
TCAGCAGATGCGTGCCTAATCCTTGCCAACAAGTACTGCGATGACCCTGATGCTGAAGACGCCTCCAACA 
TAATGAGAGTAATCTCCATAAAGAACTACCATCCGAAGATAAGAATGATCACTCAGATGCTGCAGTATCA 
CAACAAGGCCCATCTGCTAAACATCCCAAGCTGGAATTGGAAAGAGGGGGATGATGCAATCTGCCTTGCG 
GAGCTCAGGCTGGGGTTCATAGCTCAGAGTTGCCTGGCTCAAGGCCTCTCCACCATGCTCGCCAACCTCT 
TCT CCATAGGGTCAT TCATAAAGAT TGAGGAAGAC ACGTGGCAT AAAT ACT ACTTGGAAGGAGT CTCAAA 
TGAAATGTATACAGAATATCTCTCCAGTGCCTTCGTGGGTCTGTCCTTCCCTACTGTTTGTGAGCTATGT 
TTCGTGAAGCTCAAGCTCCTAATGATAGCCATTGAGTACAAGTCCGCCAACCGAGAGAGCCGTATATTAA 
T TAATCCTGGAAACCATCT T AAGATCCAAGAAGGTACTT CAGGAT TTT T CAT CGCAAGTGATGCCAAAGA 
AG T T AAAAG G GC AT T T T T T TAC T GC AAGG C C T G T CAT AAT G AC AT C AC AG AT C C C AAAAG AAT AAAAAAA 
TGCGGC.TGCAAACGGCTTGAAGATGAGCAGCCATCGACGCTGTCCCCAAAAAAAAAGCAGCGGAACGGAG 
GCATGCGGAACTCACCCAGCTCCTCGCCCAAGCTGATGAGGCATGACCCCTTGTTAATTCCTGGCAATGA 
TCAGATTGACAACATGGACTCCAACGTGAAGAAGTACGACTCCACTGGAATGTTTCACTGGTGTGCACCC 
AAGGAGATAGAGAAAGTCATCTCGACTCGCAGTGAAGCCGCCATGACCGTCCTGAGCGGCCACGTGGTGG 
TCTGCATCTTTGGGCACGTCAGCTCAGCCCTGATTGGCCTCCGGAACCTGGTAATGCCGCTCCGTGCCAG 
CAACTTTCATTACCACGAGCTCAAGCACATCGTGTTTGTGGGCTCCATTGAGTACCTCAAGCGGGAATGG 
GAGACGCTTCACAACTTCCCCAAAGTGTCCATATTGCCTGGTACGCCATTAACTCGGGCTGATTTAAGGG 
CCGT CAACAT CAACCTCTGTGACATGTGCGTTATCCTGT CAGCCAATCAGAAT AATAT TGAT GATAC T TC 
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GCTGCAGGACAAGGAATGCATCTTGGCGTCACTCAACATCAAATCTATGCAGTTTGATGACAGCATCGGA 
GTCTTGCAGGCTAATTCCCAAGGGTTTACACCTCCAGGAATGGACAAGTCCTCTCCAGATAACAGCCCAG 
TGCACGGGATGTTACGCGAGCCATCCATCACAACTGGAGTCAACATCCCCATCATTACTGAACTAGTGAA 
TGATACTAATGT TCAGT T T TT GGACCAAGACGATGAT GACGACCCCGACACAGAACTGTAC C TCAC GCAG 
CCATTTGCATGTGGGACAGCATTTGCCGTCAGTGTCCTGGACTCGCTTATGAGTGCGACATACTTCAATG 
ACAATATCCTTACCCTCATCCGGACCCTGGTGACCGGAGGAGCCACACCAGAGCTGGAGGCTCTGATTGC 
TGAGGAGAATGCACTTCGAGGGGGCTACAGCACCCCCCAGACGCTGGCCAATAGGGACCGCTGCCGTGTG 
GCCCAGTTAGCGCTACTGGATGGGCCCTTTGCGGACTTGGGGGATGGTGGTTGTTATGGTGATCTGTTCT 
GCAAAGCTCTGAAAACATATAATATGCTTTGTTTTGGAATTTACCGGCTGAGAGATGCTCACCTCAGCAC 
CCCCAGCCAATGCACGAAGAGGTATGTCATCACCAATCCCCCTTACAGGTTTGAGCTCGTGCCGACAGAC 
CTGATCTTCTGCTTGATGCAGTTTGACCACAACGCCGGCCAGTCCCGGGCCAGCCTCTCCCATTCCTCCC 
ACTCGTCCCAGTCCTCCAGCAAGAAGAGCTCCTCCGTGCACTCCATCCCGTCCACGGCAAACCGACAGAA 
CCGACCCAAGTCCCGGGAGTCCCGAGACAAACAGACAGAAAAGAAATGGTTTACAGATGAACCGGATAAT 
GCCTATCCCAGAAACATTCAAATCGAGCCCATGAGTACCCACATGGCTAACCAGATCAACCAATATAAAT 
CCACAAGCAGCT TGATTCCACCAATCAGAGAAGT TGAAGATGAATGT TGA 

>GBCA0435 | Acc | U12234 1 Ver | U12234 . 1 GI : 53377 6 | Canis familiaris interleukin-6 (IL-6) mRNA, 
complete cds. 

GCCCTCGAGCCCACCAGGAACGAAAGAGAGCTCCATCTGCCCTGCAGGACCCCAGCTATGAACTCCCTCT 

CCACAAGCGCCTTCTCCCTGGGGCTGCTCCTGGTGATGGCTACTGCTTTCCCTACCCCGGGACCCCTGGC- 

AGGAGATTCCAAGGATGATGCCACTTCAAATAGTCTACCACTCACCTCTGCAAACAAAGTGGAAGAACTG 

ATTAAGTACATCCTCGGCAAAATCTCTGCACTGAGAAAGGAGATGTGTGACAAGTTTAACAAGTGTGAAG 

ACAGCAAAGAGGCACTGGCAGAAAATAACCTACATCTTCCCAAACTGGAGGGAAAAGATGGATGCTTCCA 

ATCTGGGTTCAATCAGGAGACCTGCTTGACAAGAATCACTACCGGTCTTGTGGAGTTTCAGCTACACCTG 

AATATCCTCCAGAACAACTATGAGGGTGATAAGGAAAATGTCAAGTCTGTGCACATGAGTACCAAGATCC 

TGGTCCAGATGCTAAAGAGCAAGGTAAAGAATCAGGATGAAGTGACCACTCCTGACCCAACCACAGACGC 

CAGCCTGCAGGCTATCTTGCAGTCGCAGGATGAGTGCGTGAAGCACACAACAATTCACCTCATCCTGCGG 

AGTCTGGAGGATTTCCTGCAGTTCAGTCTGAGGGCTGTTCGGATAATGTAGCCTGGGCATCTAAGATTGC 

TGTAGTTCATGGGCATTCCTTTCTCCAGTCAGAAACCTGTGCAGTGGGCACAAAACTTATGTTGTTCTCT 

GT GAGGAACTAAAAGTAT GAGCGT TAGGACACTATT T TAAT TATT T T TAATT TAT TGATATT TAAATATG 

TGATATGGAGT TAAT TTATATAAGTAATAGATAT TTATAT T TT TTAT GAAGT GCCACT T GAAATAT T T TA 

TGTATTCATTTTGAAAAAGTTAACGTAAAATGCTATGCGGCTTGAATATCCTCGATGTTTCGGAGCCAGG 

TCATTTCTTGGAATGTGTAGGTTTACCTCAAATACATGGCTAACTTATGCATATTTTTAAAAGAAATATT 

TATACTGTGT T TATATAATGT T TAAAT TGT T T T TATACCAAT AAACACC T T TT T 

>GBCA0436 j Acc | U15662 ) Ver | U15662 . 1 GI : 558 915 | Canis familiaris parathyroid hormone 
precursor mRNA, complete cds. 

CGGCACGAGCACAAGTTTACTCAACTTCGAAAAAGCATCAGCTGCCGATACACCTGAAAGATCTTGTCAC 
AAGACATTGTGTGTGAAGATGATGTCTGCAAAAGACATGGTTAAAGTAATGATTGTCATGTTTGCAATTT 
GTTTTCTTGCAAAGTCAGATGGGAAACCTGTTAAGAAGAGATCTGTGAGTGAAATACAGTTTATGCATAA 
CCTGGGCAAACATCTGAGCTCCATGGAGAGGGTGGAATGGCTACGGAAGAAGCTCCAGGATGTACACAAC 
TTTGTTGCCCTTGGAGCTCCAATAGCTCACAGAGATGGTAGTTCCCAGAGGCCCCTAAAAAAGGAAGACA 
ATGTCCTAGTTGAGAGCTATCAAAAAAGTCTTGGAGAAGCCGACAAAGCTGATGTGGATGTATTAACTAA 
AGCTAAATCCCAGTGACGATACATCAGGGCACTGCTGTAGACAGCATAGGGCAACAACATTACAAGCTGC 
TAACATTTTCAAGCTCTTAAGATTAATAAATGCCAAAATTTACATGTAATCCATTGTTAGCCATGATAGC 
TGAAATTTTAATTGATTGTTTTGATTCTAGTTTAATTCATTTAAGAGCTCTTTTAATTGTTCTATTTCTA 
TTGTTTATTCTTTTTAAAGTATGTTTTTGCATAATTTATAAAAGAATAAAATTGCACTTTTT 

>GBCA0437 | Acc | U15593 j Ver | U15593 . 1 GI : 558476 | Canis familiaris parathyroid hormone-related 
protein mRNA, complete cds. 

CGGCACGAGGAAGTTTTTCATTCATTTAAGACTTCATTTTACTCTTTTGAAGCAAAAAAAAAAAAATTAA 
TT TCTGGAAGAGACTGCTGAGAAGATCCCCT T CGT T TGGCCAGAAGAGAAG AG AGGACTG TAAAT CAAGG 
AAAAGGTCCCGCGAGCGACAGGGGACGATGCTGCGGAGGCTGGTTCAGCAGTGGGGCGTCGCGGTGTTCC 
TGCTGAGCTACTCGGTGCCCTCCTGCGGGCGCTCGGTGGAGGAGCTCGGCCGCCGGCTCAAAAGAGCTGT 
GTCTGAACATCAGCTCCTTCATGACAAGGGGAAATCTATCCAAGACTTACGGCGACGATTCTTCCTTCAT 
CACCTGATTGCAGAAATCCACACAGCAGAAATCAGAGCTACCTCGGAGGTTTCCCCCAACTCCAAGCCTG 
CTCCCAACACAAAGAACCACCCCGTCCGATTTGGGTCTGATGATGAGGGCAGATACCTAACTCAGGAAAC 
CAACAAGGTGGAGACATACAAGGAGCAGCCACTGAAGACACCTGGCAAGAAAAAGAAAGGCAAACCCGGA 
AAACGCAAGGAGCAGGAAAAAAAGAAACGTCGAACTCGGTCTGCCTGGCTAAACTCTGGCGTGGCTGAAA 
GTGGGCTAGAAGGCGACCACCCATATGACATCTCAGCGACATCGCTGGAGCTCAATTTACGGAGGCATTG 
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■ AAAT T T T TAG C AAAG AC C T T C AAAG G AC G TAT T AC AG GAT T C T G T AAT AG T G AAC AT AT G G AAAG TAT T A 
GAAATAT T TAT TG T CTGTAAATAC TGTAAAT GCAT T GGAATAAAACTGTCT TCCCCAT TGCTCTAT GAAA 
CTGCACATTGGTCATTGTGAATATTTTTTTTTGCCAAGGCTAATCCAATTATTATTATCACATTTACCAT 
AATTTATTTTGTCAACTGATGTATTTATTTTGTAAATGTATCTTGGTGCTGCTGAATTTCTCTATTTTTT 
GTAACATAATGCACTTTAGGTATACATATCAAGTATGTTGATAAATGACACAATAAAGTGTCTTTATTTT 
GTGGTTGATTTTAATAATGCCTAAATATAATTATCCAAACTGATTTTCCTCTGTGCATGTAAAAATAGCA 
G TAT T T T AAAT T T G T AAAG AAT G T C T AAT AAAAT AT AAT C T AAAT T 

>GBCA0438 | Acc | M21757 | Ver j M217 57 . 1 GI : 972719 | Canis familiaris factor IX mRNA, complete 
cds . 

GCCACAGTGACAGAAGCCCACAGAATCAGAGGCGAGCTTTAAAGATGAACACTGCCTACACTCTTAACCC 
AAGAGGCCAC T GGAAATAGCCCAAAGACCCACTGAGGGAGATGGACACTGT TT CCCAGAAGT AAAT ACAG 
CTCAACTTGTACTTTGGAACAACTGGTCAACCTTGCTCCTTGCACAATTCATCAGCAAAGGTTAGGCAGC 
GCCTGAATAGGATCATGGCAGAAGCATCGGGCCTCGTCACCGTCTGCCTTTTAGGATATCTACTCAGTGC 
CGAATGTGCAGTTTTTCTTGATCGTGAAAATGCCACCAAAATTCTGAGTCGGCCAAAGAGGTATAATTCA 
GGTAAACTGGAAGAGT T TGT TCGAGGGAACCT TGAGAGAGAATGTAT AGAAGAAAAGTGCAGT T T T GAAG 
AAGCACGGGAAGT T T TT GAAAACAC TGAAAAAACCACTGAATT TTGGAAGCAATAT GT T GATGGAGATCA 
ATGTGAATCCAATCCATGTTTAAATGACGGTGTATGCAAGGATGACATTAATTCCTATGAATGTTGGTGT 
CGAGCTGGAT T TGAAGGAAAGAACTGTGAATTAGAT GTAACAT GCAACATTAAGAATGGCAGATGCAAGC 
AGTTTTGTAAATTGGGCCCCGATAACAAGGTGGTTTGTTCCTGTACTACGGGATACCAACTTGCGGAAGA 
CCAAAGGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTTCTGTCCCTCACATTTCTATGACA 
CGCACCCGTGCTGAAACTCTTTTTTCCAATATGGACTATGAAAATTCAACTGAAGTGGAAAAAATTTTGG 
ATAACGTCACCCAACCGCTTAACGACTTCACTCGAGTTGTTGGTGGAAAAGATGCCAAACCAGGTCAATT 
CCCTTGGCAGGTCCTTTTGAATGGGAAAGTTGATGCATTCTGCGGAGGTTCCATCATCAATGAAAAATGG 
GTGGTAACTGCAGCCCACTGTATTGAGCCTGATGTTAAAATTACCATAGTTGCAGGTGAGCATAACACCG* 
AGAAGAGGGAACATACAGAGC AGAAGCGAAACGTGAT TCGCACT AT T CT T CACCACAGCTATAATGCAAC 
TATTAATAAGTACAACCATGACATCGCCCTTCTGGAACTGGATGAGCCCTTAACGCTGAACAGCTATGTA 
ACACCTATTTGCATTGCTGACAGGGAATACTCGAACATCTTCCTCAAATTTGGGTCTGGCTATGTGAGTG 
GCTGGGGGAGAGTCTTCAACAAAGGGCGATCGGCTTCAATTCTTCAATACCTTAAAGTTCCACTTGTTGA 
CCGAGCCACGTGCCTTCGGTCCACGAAGTTCACCATTTATAACAACATGTTCTGTGCTGGCTTCCATGAG 
GGAGGTAAAGATTCATGCCAGGGCGATAGTGGGGGACCCCATGTCACCGAAGTAGAAGGCATAAGTTTCT 
TAACTGGGATTATTAGCTGGGGTGAAGAGTGTGCGATGAAAGGGAAGTATGGAATATATACCAAGGTGTC 
CCGGTATGTCAACTGGATTAAAGAAAAGACGAAGCTCACCTAAAGAATAATGTATTTCCAAGGTTGACAC 
GTTTAGGGTAGAAAATGGACAAGGTCCTTTACTAACTAATCACTTTTTTTATCTCTTTAGATTTGACTAT 
ATACATTCTCTGAATACTGCTTTTTCTCTTTCTGGGGAGAAATCTATCTAGAATTCTATTTTACTAGACT 
AAGTGAATTAGAAAATGTAATCACTACGGGAATGTACTGTGATGGGAACTTGTGACCACTCCCACAGGTC 
TAGCCCTTGGCACCATTGTGAGGTTAGGTTATTCCTCCTGCCCGTCAGGTGTTAAGTTTCTCCACTGGGG 
CAACTCCCTGATTCTCCCTCCTTGGCAGCATTCCATGTTCCAGACCTTTCTTACCTTTCCCATGGAAATC 
ATCAAAATGTGTTAGATCTACATCCAGGATATTTGATCTAGTTCATAACAAGTCTAACACCTCACTTGTT 
AAGGAAGAACACAGGAGCAAC T GACAGGT T GCAACTCACCAGAAAACAC TAT T T CCT T T T CT GTATGCTT 
ATTCCTGCTTCCTTTATCTCTTCTGTTTCCTAATCCTGAAATCAGTGTCTCTCTTTCTCTTTCTCTCTCT 
CT T T T TCCTACAGAGGT T TAAAGGAGGGAAGGGACACATCATGCT GT TTTAC TACT GTCCACAGTTATAC 
ATGTCTATCAAACCCAGACTTGCTTTCAGTTTGGTCTTTGACTTGCTTTTCGGAGCATAGGGATGAAGCC 
AGTGCCTGAAGCACGTGCAGGAAAATTTATCTGAAAGAGTCATGTCTCAGTACTGAAATACATGCATCGT 
GGAAGGAATGACCGACCCATCAGAATAGTCCAATAAGCATTTGTAATTGTGTTGTGATAGAGGTAACTAA 
GAAGAGTGACATCAACTCCTGCGTCTCATCCCCCATGTGAAAAAACTGTGAACTAAAAGAGAACAGCCAG 
TGTGCAACGTAGAACTAGTAGAGTCTTCAAGGAAGAATTCATTGGTGGGTCTCCAGTACTGGCCGGAGCT 
AAGGAAGAAGTTGCCCTCGACCAAAGAACATGAGCACCCTGTCTCTTAAACTAGCATGTCCCCACAGTGG 
AGAAGGATGTACTGGTGGCTTAAGGCATGAGTCAGGGGTGTCTTGGGTGGCTCAGTGGTTGAGCCTTTGG 
CTCAGGGCATGATCCCAGCGTCCTGGGATTGAGTCCCGCATCAGGCTTCCTGCAGGGGGCCTGCTTCTCC 
CTCTGCTTATGTCTCTGCTTCTCTGTGTGTGTGTGTGTGTCTCTCATGAAAAAAATAAATAAAATCTTT 

>GBCA0439 | Acc | U05779 | Ver | U05779 . 1 GI : 458274 | Canis familiaris zona pellucida. A protein 
mRNA, complete cds . 

AGCCCTGAAGGAAGCCGCAAGAACCCTGCCCGCACCTCCGCGACCTCAAGATGTCCACTCCACTGGAAGA 
CGGAGAATACTGGATTGACCCCAACCAAGGATGCAACCTGATGCCATCAAGGTTTTCTGCAACATGGAGA 
CAGGTGAGACCTGCGTATACCCACCTACCTGGCTGATTTGGTGGTACGTTTGGCCATGGCATGCAAACAG 
AAAGGAGACAGTGGGAGT.CCCTCAAGCAGGTTTAGTGCAGATTGGAGCACCTACAGGTCACTTTCTTTAT 
TCTTCATCCTTGTGACTTCAGTGAACTCAGTAGGTGTTATGCAGTTGGTGAATCCCATCTTCCCAGGTAC 
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TGTCATTTGCCATGAAAATAAAATGACAGTGGAATTTCCAAGGGATCTTGGCACCAAAAAATGGCATGCA 

TCTGTGGTGGATCCATTTAGTTTTGAATTGTTGAACTGTACTTCTATCCTGGACCCAGAAAAGCTCACCC 

TGAAGGCCCCATATGAGACCTGTAGCAGGAGAGTGCTTGGCCAGCATCAGATGGCCATCAGACTCACGGA 

CAACAATGCTGCTTCAAGACATAAGGCTTTCATGTATCAGATCAGCTGTCCAGTTATGCAAACAGAAGAA 

ACCCATGAGCATGCAGGATCCACAATCTGCACAAAAGATTCCATGTCTTTTACCTTTAACATTATTCCTG 

GCATGGCTGATGAAAATACGAATCCCAGTGGTGGGAAATGGATGATGGAGGTTGATGATGCAAAAGCTCA 

AAATCTGACTCTTCGGGAGGCCTTGATGCAAGGATATAATTTCCTGTTTGATAGCCACAGGCTCAGTGTC 

CAAGTGTCATTCAATGCCACTGGAGTCACTCACTACATGCAAGGTAACAGTCACCTCTACACAGTGCCTC 

TGAAGCTTATACACACATCTCCTGGGCAGAAGATCATCTTAACAACACGAGTACTTTGTATGTCAGATCC 

CGTGACCTGTAACGCCACACACATGACCCTCACCATACCAGAGTTTCCTGGGAAACTACAGTCTGTGAGA 

TTTGAAAACACGAACTTTCGTGTAAGCCAGCTGCACAACCATGGGATTGATAAAGAAGAATTAAACGGCT 

TGAGGTTACACTTCAGCAAATCTCTTCTCAAAATGAACTCCTCTGAAAAATGCCTACTCTATCAGTTCTA 

CTTAGCATCTCTCAAGCTGACCTTTGCCTTTGAACGGGACACGGTTTCCACAGTGGTTTATCCTGAGTGT 

GTTTGTGAGCCACCAGTTACTATAGTTACAGGTGACCTGTGTACCCAGGATGGGTTTATGGATGTCAAGG 

TCTACAGCCACCAAACAAAACCAGCTCTAAACTTGGATACCCTCAGAGTGGGAGACTCCTCCTGCCAACC 

TACTTTCAAGGCTCCATCACAAGGGTTGACACTGTTTCACATCCCCCTAAATGGATGTGGAACAAGACTT 

AAGTTCAAAGGTGACACAGTCATCTATGAAAATGAAATACATGCTCTCTGGACAGATCTCCCTCCAAGCA 

CAATTTCCAGAGAT AGTGAAT TCAGAATGACT GT GAAGT GCCAT T ACAGCAGAGATGACCTGCTGATAAA 

TACCAATGTCCAAAGTCTTCCTCCTCCCGTGGCCTCAGTGAGGCCTGGTCCACTTGCCTTAATCCTGCAA 

ACCTACCCAGATAAATCCTATTTGCGACCCTATGGGGATAAGGAGTATCCTGTGGTGAGATACCTCCGCC 

AACCAATTTACCTGGAAGTGAAAGTCCTAAATAGGGCTGACCCCAACATCAAGCTGGTCTTAGATGATTG 

CTGGGCAACACCCACCATGGACCCAGCCTCACTCCCCCAGTGGAATATTGTCATGGATGGCTGTGAATAC 

AATCTGGACAACTACAGAACGACCTTCCATCCAGTTGGCTCCTCTGTGACCTACCCTACTCACTATCAGA 

GGTTTGATGTGAAGACCTTTGCCTTTATATCAGAGGCCCAAGTGCTTTCTAGCCTGGTCTACTTCCACTG 

CACCGCATTAATCTGCAATCGACTGTCTCCTGACTCCCCTCTGTGTTCTGTGACTTGCCCTGTATCATCC 

AGGCACAGGCGAGCCACAGGCAGTACTGAAGAAGAGAAGATGATAGTAAGTCTCCCGGGACCCATCCTCC 

TGTTGGCAGACAGCTCTTCACTCAGAGATGGTGTGGACTCAAAAGGGCACAGGGCTGCTGGATATGTTGC 

TTTTAAAACTGTAGTGGCTGTGGCTGCCTTAGCAGGCCTTGTGGCTGCTCTAGGTCTCATCATCTACCTG- 

CGTAAGAAAAGAACCAT GGTGTTAAATCACTAAGGAT TTT CAAATAAAGTGT 

>GBCA0440 |Acc|U28141|Ver IU28141.1 GI : 881935 | Canis familiaris interleukin-2 mRNA, 
complete cds . 

GGCACGAGCTACTCACAGTAACCTCAACTCCTGCCACAATGTACAAAATGCAACTCTTGTCTTGCATCGC 
ACTGACGCTTGTACTTGTCGCAAACAGTGCACCTATTACTTCAAGCTCTACAAAGGAAACAGAGCAACAG 
ATGGAGCAATTACTGCTGGATTTACAGTTGCTTTTGAATGGAGTTAATAATTATGAGAACCCCCAACTCT 
CCAGGATGCTCAC AT T TAAGT TT TACACGCCCAAGAAGGCCACAGAAT T T ACACACCT TCAAT GT CTAGC 
AGAAGAACTCAAAAACCTGGAGGAAGTGCTAGGTTTACCTCAAAGCAAAAACGTTCACTTGACAGACACC 
AAGGAATTAATCAGCAATATGAATGTAACACTTCTGAAACTAAAGGGATCTGAAACAAGTTACAACTGTG 
AAT ATGATGACGAGACAGCAACCATT ACAGAAT T TCTGAACAAAT GGATTACCT T T T GTCAAAGCATCT T 
CTCAACACTGACTTGATAATTAAGTGCCTATTTAAAATGTATCAGGCTATTTATTTAAATATTTAAAATT 
TATATTTATTTTTTGATGTACGTTTTGCTACCTTTTGTAATTATTATTCTTATACTTCATATGATAAATA 
TGGATCTTTTAAGATTCTTTTTGTAAGCCCTAGGGGCTCTAAAAACTCACTTATTTATCCCAAAATATTT 
ATTTTTTATATTGAACTATTAAACATGATGTCTATGTAGATCAGTTAATAAAATTATTTAATAAAGTTGA 
TGA 

>GBCA0441 |Acc|L42173|Ver|L42173.1 GI : 807 605 | Canis familiaris Na, K-ATPase alpha-1 
subunit mRNA, complete cds. 

AAGCTAGCCGCCATGGGGAAGGGGGTCGGACGTGATAAATATGAACCTGCGGCCGTTTCAGAGCATGGCG 
ACAAAAAAAAGGCCAAGAAAGAAAGGGATATGGATGAACTGAAGAAAGAAGTTTCTATGGATGACCATAA 
ACTGAGCCTTGATGAACTTCATCGCAAATATGGAACAGACCTGAGTCGAGGCCTAACAACCGCTCGAGCT 
GCTGAGATCCTGGCTCGAGATGGTCCCAATGCCCTCACCCCACCTCCCACCACTCCCGAATGGGTCAAGT 
TCTGTCGGCAGCTGTTTGGAGGTTTCTCGATGTTACTGTGGATTGGAGCGATTCTTTGTTTCTTAGCTTA 
TGGCATCCAAGCTGCCACGGAAGAGGAACCTCAAAATGATAATCTATATCTTGGTGTGGTACTATCAGCT 
GTTGTCATCATTACTGGCTGTTTCTCCTACTATCAAGAAGCTAAAAGTTCAAAGATCATGGAATCCTTCA 
AAAACATGGTT CCTCAGGAAGCACT T GTGAT T CGAAATGGTGAAAAAATGAGCATCAACGCAGAGGAGGT 
TGTAATCGGGGACTTGGTGGAAGTGAAAGGAGGAGACCGAATCCCTGCTGATCTCAGAATCATATCTGCC 
AACGGCTGCAAGGTGGATAACTCCTCGCTCACTGGTGAATCAGAGCCCCAGACTAGATCTCCAGACTTCA 
CAAATGAAAACCCCCTGGAAACGAGGAATATTGCCTTCTTCTCAACCAACTGCGTGAAAGGTACTGCGCG 
CGGCATTGTTGTATACACTGGGGATCGCACTGTCATGGGAAGAATTGCCACACTTGCTTCTGGGCTGGAA 
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GGAGGCCAGACTCCCATCGCTGCAGAAATTGAACATTTTATfcCATATCATCACGGGTGTGGCCGTGTTTC 

TGGGCGTGTCCTTCTTTATCCTTTCTTTGATCCTTGAGTATACCTGGCTTGAGGCCGTCATCTTTCTCAT 

CGGAATCATCGTAGCCAATGTGCCAGAAGGTCTGCTGGCCACTGTCACGGTATGTCTGACCCTCACTGCC 

AAACGCATGGCAAGGAAAAACTGCTTAGTGAAGAACTTAGAAGCTGTGGAGACCTTGGGATCCACGTCCA 

CCATCTGCTCAGATAAAACTGGAACTCTGACTCAGAACCGGATGACCGTTGCCCACATGTGGTTCGACAA 

TCAAAT CCACGAAGCCGAC ACGACAGAGAATCAGAGT GGT GTCT CGT TCGAT AAGAGT T CAGCCACCTGG 

CTCGCTCTGTCCAGAATTGCGGGTCTTTGTAACAGGGCGGTGTTTCAGGCTAACCAGGAAAACCTGCCTA 

TCCTTAAGCGGGCAGTTGCAGGTGACGCCTCAGAGTCCGCACTCTTAAAATGCATCGAGCTGTGCTGTGG 

TTCTGTGAAGGAGATGAGAGATCGATATGCCAAGATTGTGGAGATCCCCTTCAACTCTACCAACAAGTAC 

CAGCTGTCCATCCACAAGAACCCTAACACGTCTGAACCCCGACACCTGTTGGTGATGAAGGGTGCTCCGG 

AAAGGATCCTGGACCGCTGCAGCTCCATCCTCCTGCACGGCAAGGAGCAGCCTCTGGATGAGGAGCTGAA 

GGATGCCCTTCAGAATGCCTACCTGGAGCTGGGCGGCCTCGGAGAGCGAGTGCTGGGTTTCCGCCACCTT 

TTCCTGCCAGATGAACAGTTTCCTGAAGGGTTCCAGTTTGACACTGATGATGTGAATTTCCCTGTTGAGA 

ACCTCTGCTTTGTGGGCTTCATCTCCATGATTGGCCCTCCACGGGCTGCTGTTCCTGACGCTGTGGGCAA 

ATGCCGAGGTGCTGGAATTAAGGTCATTATGGTCACTGGAGACCATCCGATCACAGCCAAAGCCATTGCC 

AAAGGTGCAGGCATCATCTCAGAAGGCAATGAGACCGTGGAAGACATTGCTGCCCGTCTCAACATCCCAG 

TGAGGCAGGTGAACCCCAGAGACGCCAAGGCCTGTGTGGTACATGGAAGCGACCTGAAAGACATGACCTC 

CGAGCAGCTGGATGGCATTCTGAAGTACCACACGGAGATCGTGTTTGCCAGGACCTCTCCTCAGCAGAAG 

CTTATCATTGTGGAAGGCTGCCAGAGACAGGGGGCTATTGTGGCTGTAACTGGTGATGGCGTGAATGACT 

CTCCAGCCTTGAAGAAGGCAGACATTGGGGTTGCCATGGGGATTGTTGGCTCCGACGCGTCTAAGCAAGC 

TGCCGACATGATTCTTCTAGATGACAACTTTGCGTCAATTGTGACTGGAGTAGAAGAAGGTCGTCTGATC 

TTTGATAACTTGAAGAAATCCATTGCCTACACCCTGACCAGTAACATTCCAGAGATCACCCCCTTCCTGA 

TATTTATTATTGCAAACATTCCACTACCACTGGGGACTGTCACCATCCTCTGCATTGACTTGGGCACAGA 

CATGGTCCCTGCTATCTCCCTGGCTTATGAGCAAGCTGAGAGCGACATCATGAAGAGACAGCCCAGAAAC 

CCCAAAACGGACAAGCT T GT GAATGAGCGGCT GAT CAGCATGGCCTATGGACAGATCGGTATGAT CCAGG 

CCTTGGGGGGCTTCTTCACTTACTTTGTGATTCTGGCTGAGAACGGCTTCCTCCCGACCCACCTGCTGGG 

CCTCCGAGTGGACTGGGATGACCGCTGGATCAACGACGTGGAGGACAGCTATGGGCAGCAGTGGACCTAC 

GAACAGAGGAAAATCGTGGAGTTCACTTGCCACACGGCCTTCTTCGTCAGTATCGTGGTGGTGCAGTGGG 

C TGACTTGGT CAT CTGTAAGACCAGGAGG AACTC AGT CT T CCAGCAGGGGAT GAAGAACAAGAT CCT AAT 

ATTTGGCCTCTTTGAAGAGACGGCCCTTGCTGCTTTCCTGTCCTACTGCCCTGGAATGGGTGTTGCCCTG 

AGGATGTACCCCCTCAAACCTACCTGGTGGTTCTGTGCCTTTCCCTACTCTCTTCTCATCTTCGTGTACG 

ACGAAGTCCGAAAACTCATCATCAGGCGACGCCCTGGCGGCTGGGTAGAGAAAGAAACCTACTACTAGAC 

CCCCGTGTCCTGCACGTTGTGAATCAAGCTT 

>GBCA0442 | Acc j L42325 | Ver | L42325 . 1 GI : 825441 1 Canis familiaris (clone 27-1) 
prosomatostatin mRNA, complete cds . 

TGCCGCTGCTGCCTGCGGAGCCTCCCCTAGAGGTTGACCAGCCGTCCTCCGGCTCGGCTTCCCCGCGCCG 
CCGAGATGCTGTCCTGCCGCCTCCAGTGCGCGCTGGCCGCGCTGTCCATCGTCCTGGCTCTGGGCGGTGT 
CACCTGCGCGCCCTCGGACCCCCGACTCCGCCAGTTTCTGCAGAAGTCCCTGGCTGCCGCCGCGGGGAAG 
CAGGAACTGGCCAAGTACTTCTTGGCAGAGCTGCTGTCTGAACCCAACCAGACAGAGAATGATGCCCTGG 
AACCTGAAGATTTGTCCCAGGCTGCTGAGCAGGATGAAATGAGGCTGGAACTGCAGAGATCTGCTAACTC 
AAACCCCGCCATGGCACCCCGAGAACGCAAAGCTGGCTGCAAGAATTTCTTCTGGAAGACTTTCACATCC 
TGTTAGCTTTATTAATTATTGTTGTCCATATAAGACCTCTGATTCCTTTCCTCCAAACCTCATCCCACTT 
CCCTAATCCCCCAATCCTCAGCAAGACCCTTGCATTAGAAATTGAAGACTGTAATACAAAATAAAATTAT 
GGTGAAATTATGAAAAAC 

>GBCA0443 | Acc[M88170 [ Ver |M88170 . 1 GI : 717078 1 Canis familiaris cell adhesion molecule 
(GMP140) mRNA, 3' end, 

GTGATCTTCACAAGTGCCAAACTCCTTTGCTTCAGTGTCCTGATTTTTGAATTAATAAAGCAGAAAGAAG 
TGGCAGGATGGACCT ATAATT ACAGCACGAAAGCGTATT CAT GGAATTATT CCCGGATT TTCTGCCAGAA 
GCACTACACAGATTTAGTGGCCATCCAGAATAAAAAAGAAATTGCTTACCTCAATGATGTCATACCTTAC 
TACAACTCCTACTACTGGATTGGGATCCGAAAGATCAATGATAAATGGACCTGGGTGGGAACCAAAAAGC 
CTCTCACCGAAGAGGCCGAGAACTGGGCTGAAAATGAGCCCAACAACAAAAAGAACAATCAGGACTGTGT 
GGAGATCTACATCAAGAGCTTGTCGGCCCCTGGCAAGTGGAATGATGAGCCCTGCTGGAAAAGGAAGCGG 
GCGCTATGCTATACAGCCTCCTGCCAGGACATGTCCTGTAGCAAGCAAGGAGAATGCATTGAGACCATCG 
GGAACTACACCTGCTCCTGTTTCCCCGGATTCTATGGATCAGAATGTGAATATGTCAGAGAGTGTGGGGA 
TTTTGATCTTCCACAGCATGTGCTCATGAACTGCAGCCACCCTCTAGGAAACTTCTCTTTCAATTCAGAG 
TGCAGCTTCTACTGCACTGAAGGGTACGAATTGAATGGACCCAGCAAGCTGGAATGCTTGGCTTCTGGAA 
CCTGGACAAATAAGCCACCACGATGTGTAGCTACCCAGTGTCCACCCCTAAAGACTCCTGAGCAAGGAAG 
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CATGAACTGTCTTCACTCTGTCGAAGCATTCCAGTATCAATCCAGCTGCCACTTTAGTTGTGAAGAGGGA 

TTTGCATTAGTTGGGCCAGAGGTGGTACAGTGCACGGCCTCAGGGATGTGGACGGCTGCAGCCCCAGTGT 

GTGAAGCTGTTGCCTGTGGGCCACTGAAGAGTCCTGTTCATGGAAGCATGGATTGCTCCCCATCCTCGAG 

AGCATTTCAGTACAACACCAGCTGTCGCTTCCATTGTGCTGAGGGTTTCAGGCTGGAAGGAGCTGACCTA 

GTCCAGTGTACTGACTTGGGACAGTGGACAGCACCAGCCCCTGCCTGTCAAGCTCTGCAGTGCCAGGATC 

TTCTGGCTCCAAACAAGGCCCAGGTGAACTGCTCCCACCCATTTGGTGCCTTTAGGTACCAATCAACCTG 

CAGCTTCACCTGTGATGAAGGCTTACTCCTGGTGGGAGCAAGCATGCTGCAATGCTCGGGTACAGGGAAC 

TGGAGTGCTCCTCCCCCAGAATGTCAAGCCATGAGCTGCACACCTCTGCTAAGCCCTCACAATGGAACAA 

TGAGCTGTGTCCAGCCTCTTGGAAATTCCAGTTATAGGTCCACATGTCGATTCACCTGTAATGAAGGATT 

CTCTTTATCTGGACCAGAAATATTGGATTGTACTCCATCTGGACATTGGACAGGCTCCTCACCAACATGT 

GAAGCCATCAGATGCCCAGAATTATTTGCTCCAGAGCGAGGAAGCCTGGCTTGTTCTGACACTCATAAGG 

AATTCAGCGTTGGCTCCACCTGTCATTTCTCCTGTAACAGGGGCTTTAAGCTGGAGGGATTCAATAATGT 

TGAATGCACAGCTTTGGGAAAATGGACAGCACCTGCACCAATCTGCAAAGCAGGCATAGTGTCAGCTCCT 

ACTTCAAAGGTTCAGTGTCCAGCCCTCATCACTCCAGAGCAAGGAACAGTGTCCTGTAGGCACCATCTGG 

G AACCT TTGGTCT GAAT ACCACTTGCT ACT T T GGAT GCAAAGCT GGAT T CAT ACT CATGGGAGACAGTGC 

TCTCAGATGCAGACCTTCAGGAAAATGGACAGCAGGAACGCCAACATGCCAAGCTATCAAATGCCCTGAG 

CTGCATATTATTGAGCCAGGCGTGATGAACTGCTCCAATCCTTGGGGAAATTTCAGCTATGGATCAACCT 

GTAGCTTCCATTGTCCGGAGGGCCAGTTACTTAATGGATCAGCGAGAACAGCATGCCAAGAGAATGGCCA 

ATGGTCAACTCCCATGCCAGCCTGCAAAGCAGGGCCATTGGCAATCCAAGAATCCCTGACTTACTTTGGT 

GGAGCAGTGGCTTCTGCAATAGGTTTGATGACATGTGGGACACTCTTGGCTCTGCTAAGAAAGCGCTTCA 

GACAAAAAGATGATGGGGAAAGCCCTTTGAACCCTCACAGCCATCTAGGAACATATGGAGTTTTTACGAA 

TGCTGCATTTGACCCAAGCCCTTAAGAGACCTGTCCTGCTGGTCTCCTCACTCAACCTCCACAGGATCCT 

ATTTTTGAACACCAGTTTTCCTGCCAGACTTGAGTTACACTGTAGCATATTAGCTGCAGTTTTCTGGTAA 

TACTTGTAAGG 

>GBCA0444 | Acc | L28932 | Ver | L28932 . 1 GI : 561934 I Canis familiaris CD44 variant, complete cds . 

ATTACTTCAGCTGTGCACTCAAACAGCCATGCAGCAGTTCAGGAGCAAAATAATTGGATGTGGTCCTGGT 

TTGGTAACTCACAGCCTAAGACTCAGGATCACACGGCAACAGCAACAACAGCTTTGAGGAGCTCTAGTGG 

TACAACTCCCAAAACAGCAACCAAGAGGCGAGAAGCCCAGGATTGGCTTTCATGGTGGTTTCAACCATCA 

GAGTCCAAGAATCATCTTCACACAACAACAATAATGGCTGGTACGGATTCAAGTATCATCTCAGCAGGCT 

GGGAACCAACT GAAGAAAAT GAAGATGAAAGAGACAAACACC CCAGT TAT TCT GGATCAGGCAT T GATGA 

T GAT GAAGAT T T T ATCT CCAGCACCAT T CCAACCACACCACGGCTTTTTAGCCACCCAAAACAGAACCAG 

GAT T GGACCCCGT GGAGCCCAGGCGAAT CGAATCCAGAAGT AT T ACT T C AG ACT ACT ACAAGGATG ACTG 

ATGTGGACAGAAGTGGCACCAGTGCTAATGGAGAAAACTGGACCCGCGAACCACACTCTCCTCTCATTCA 

CCATGAGCACCATGATGAAGAGGAGGCCCAGCATGCTACAAGCACAACCGAGGCAATCCCTAGTAGTACA 

ATAGAAGAAACAGCTACCCAGAAAGAGCAGTGGGTTGAGAATGGATGGCATGGGAAATATCCGCAGTCAC 

CAAAA.GAAGACTCTCATTCAACAGCAGGGACAGCTGCCACAGCCCAAGACAGCCATCCAGATCAAAAAAC 

GACAACGCAGAGTCAAGAGGACAGCT CC T GGACT TAT TTC T T TGACCCAAT C T CACAT CCAATGGGACCA 

GGT CATC AAACGGAAAGAT GGAT GG AT AT GG ACTCCAGCCAT AGTCCCACAAGTCAGCCT TCTGCAGATC 

CGAACACACATTTGGTGGAAGACTTGGACAGGATAGGACCTCTTTCAATGACGACTCAGCAAAGTCATAC 

TCAGAGCTTCTCCACATCACCTGGAGGCTTGGAAGAAGATAAAAACCATCCAACGGCTTCTACTCCAACT 

AGCAATAGAACTGATGGCAGAGGTGGAAGAGAAGGTGGACATCTTCCCGAAGACTCAGCTCCTTCAGTGG 

AAGCTTCTCCTTCTCACTCGCCAGCCACAAATGAATACAGGACCCTCATCCCGGTGACCCCCGCTAAGAC 

GGGGTTCCCTGGAGTTACTGAAGTTAATATTGCTGGAGATTCCAATTCTAACGTTATTCATTTCCTTTCA 

G 

>GBCA0445 ( Acc [L35267 | Ver IL35267 . 1 GI : 529029 | Canis familiaris germline neuron glucose 
transporter 3.(GLUT3) mRNA, complete cds. 

CTAAATAGAAAGCTATTTATTTCCTATAGAAAAACACAAGAAAGGAAGGGAGGAGGAGATGTGCTGCGGA 
GCTGGGGACCAGTAGAAAAACTTGCTGCCAAGAAGGACATTTTGGAGGTTTTGTTCACTGGAAGGCGGTG 
TCTCTGGGATCCCAACTCCCAGATCTTTATTGAAGATTGGAATAGAATTAAATTAGGGCCATGGGGACAC 
AGAAGGTCACGGTGTCTCTGATCTTTGCCCTCTCCATTGCTACAATAGGCTCTTTCCAGTTTGGCTATAA 
T ACCGGAGTCATCAATGCT CCT G AAACGAT AAT AAAGGACT T TCTCAAT T ACACCT TGGAAGAGAAATCG 
GAAAACCTTCCCACTGAAGTGTTACTCACTTCCCTCTGGTCCTTGTCTGTGGCCATCTTCTCTGTTGGTG 
GTATGATTGGCTCCTTCTCTGTTGGACTGTTTGTCAACCGCTTTGGCAGGCGCAATTCAATGCTTATGGT 
CAACCTCTTGGCTGTCGCTGGTGGCTGCCTTATGGGGTTCTGCAAAATAGCGCAGTCGGTTGAAATGCTG 
ATCCTGGGCCGATTGATTATTGGCCTCTTCTGCGGCCTCTGCACAGGTTTTGTGCCCATGTACATTGGAG 
AGATCTCTCCCACTGCCCTACGGGGCGCGTTCGGCACTCTTAACCAGCTGGGCATCGTCATCGGGATCCT 
GGTAGCTCAGATCTTCGGTCTGAAAGTCATCATGGGAACTGAAGAGCTTTGGCCCCTGCTCTTGGGCTTC 
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ACCATCATTCCAGCTGTCCTGCAAAGCGCCGCCCTTCCATTTTGCCCCGAGAGCCCTAGATTTTTGCTCA 
TTAACAGAAAGGAAGAGGAGAATGCTAAGGAGATCCTCCAACGATTGTGGGGCACCCAGGATGTGAGTCA 
GGACATCCAGGAGATGAAAGATGAGAGTGCTAGGATGGCACAAGAAAAGCAAGTCACTGTGCTGGAGCTC 
TTCAGATCGCGCAGCTACCGGCAACCCATTATCATTTCCATCATGCTCCAACTCTCCCAGCAGCTCTCTG 
GAATCAATGCTGTGTTCTATTACTCAACAGGAATCTTCAAAGATGCAGGTGTTGAGGAGCCAATCTATGC 
CACCATTGGTGCAGGGGTGGTCAATACTATCTTCACTGTTGTCTCTCTGTTTCTGGTGGAAAGGGCAGGG 
AGGAGAACTCTACATATGATTGGCCTTGGAGGGATGGCTGTTTGTTCCATCCTTATGACCATCTCGTTGT 
TATTAAAGGATAACTATAATTGGATGAGCTTTGTTTGTATTGGGGCTATCTTGGTCTTCGTAGCCTTCTT 
TGAAATTGGCCCAGGCCCCATCCCCTGGTTTATTGTGGCCGAACTCTTCAGCCAGGGACCCCGCCCAGCT 
GCAATGGCAGTGGCTGGTTGTTCCAACTGGACCTCCAATTTTCTGGTTGGGCTGCTCTTTCCTTCTGCTG 
CATTCTACTTAGGAGCCTATGTATTTATCATTTTCACTGGCTTCCTCATCGTCTTCTTGGTCTTCACCTT 
CTTCAAAGTCCCTGAGACCCGTGGCAGGACTTTTGAGGAAATCACCCGAGCCTTCGAAGGGCAGGGGCAG 
GATGCCAACAGAGCGGAGAAGGGCCCCATTGTGGAGATGAACAGCATGCAGCCGGTGAAGGAGACCGCCA 
CTGTCTAAGCCATGCCTCCTTCCCGCCTCCCTCCCAACATGGAAAAACCACCTCTCCCGGATGAGGGAGA 
AATCGAATCAGGTTGTAACCAGGACTGTTTACTGAATAGCTAGCTACTTGATTCCTTTCTCTTCCCCACA 
CACTCCATGAGCACTCAGAAGAACCCAATGCTGGAGTTAGTTGTATCTTCAATGAGTTTGAACGTTCATT 
CTGGACATTCTCTTCTGTTTAGAAGAGACCAAGTGAACCTACCTTCATTTCAGGAGGAACTGGCCACTTG 
CCATATGACAACATTGTCAGCTCTTCCTACCTGGGGTTCTGGTAGGTCCTCACCGGGCCAATAGGGGAAT 
AAGAGTGAGGTGCAGCACCCCCCCCACACACACACACACACACACACACACCAGACGTCCCAGGAAGCAT 
ATCTACATAAGTGTGGAGGGCTGAGAGGGATTAAATAGAAGCACCCCTCCTCGCTTCCATACAGCTCTGC 
AGAGCAAATTAACTTGAGTTTATTATCTTATCTTCTGGTTTTATTGCATAAATATTTATTTTTTTAAGTG 
TAAAGTAAT T TTACCAAATAATGCAAACATAAGGAAAT TGAGGT TAGAGT TAGAGGGAGGTGCT TAAAGA 
GAGGT T TATAGGGTAGAAGAT TT GATACGGG AGAGGT CAAGGT (£C 

>GBCA0446 | Acc ) L34956 1 Ver | L34956 . 1 GI : 516071 1 Canine transforming growth factor-beta 1 
(TGFB1) mRNA, complete cds . 

GAATTCGGCACGAGCCCCGCTCGCGCTCTCGGCAGTGCCGGGGGCGCCGCCTCCCCCATGCCGCCCTCCG 

GGCTGCGGCTGCTGCCGCTGCTGCTGCCGCTGCTGCGGCTACTAGTGCTGACGCCTGGCCGGCCGGCCGC 

CGGACTGTCCACCTGCAAGACCATCGACATGGAACTGGTGAAGCGGAAGCGCATCGAGGCCATCCGCGGC 

CAGATCCTGTCCAAGCTGCGGCTCTCCAGCCCCCCGAGCCAGGGGGAGGTGCCGCCCGTGCCGCTGCCCG 

AGGCCGTGCTGGCCCTCTACAACAGCACCCGCGACCGGGTGGCGGGGGAGAGCGCCGAGCCGGAGCCCGA ' 

GCCCGAGGCGGACTACTACGCCAAGGAGGTCACCCGCGTGCTAATGGTGGAAAACACCAACAAAATCTAT 

GAGAAAGTCAAGAAAAGTCCGCACAGCAT ATATATGCT CT TCAACACATCAGAGCT CCGAGAAGCAGTGC 

CTGAGCCCGTCTTGCTCTCCCGGGCAGAGTTGCGCCTGCTGAGGCTCAAGTTAAAAGCGGAGCAGCATGT 

GGAGCTGTACCAGAAATATAGCAATGATTCCTGGCGCTACCTCAGCAACCGGCTGCTGGCGCCCAGCGAC 

ACGCCAGAATGGCTGTCCTTTGATGTCACTGGAGTCGTGAGGCAGTGGCTGAGCCATGGAGGGGAAGTCG 

AGGGCTTTCGCCTCAGTGCCCACTGTTCCTGTGACAGCAAAGATAACACACTGCAAGTAGACATTAACGG 

GTTCAGTTCCAGCCGCCGAGGTGACCTGGCCACCATTCATGGCATGAACCGACCCTTCCTGCTCCTCATG 

GCCACCCCACTGGAGAGGGCCCAGCACCTGCACAGCTCCCGGCAGCGCCGGGCCCTGGACACCAACTACT 

GCTTCAGCTCCACGGAGAAGAACTGCTGCGTCCGGCAGCTCTACATTGACTTCCGCAAGGATCTGGGCTG 

GAAGTGGATCCATGAGCCCAAGGGTTACCACGCTAACTTCTGCCTGGGGCCCTGCCCCTACATTTGGAGC 

CTGGACACGCAGTACAGCAAGGTCCTGGCCCTGTACAACCAGCACAACCCGGGCGCGTCGGCGGCGCCGT 

GCTGCGTGCCGCAGGCGCTGGAGCCACTGCCCATCGTGTACTACGTGGGCCGCAAGCCCAAGGTGGAGCA 

GCTGTCGAACATGATCGTGCGCTCCTGCAAGTGCAGCTGAGGCCCCGCCCCGTCCGGCAGGCCCCGCCCA 

CCGGCAGGNCCGGCCCCGCCCCCGCCCGCTGCGCCGGGCTGTATTTAAGGACACCGCGCCCCAGGCATCC 

CCCCCCATCCCCCGGGGTCCATTAAAGGTGGAGAGAGGG 

>GBCA0447 | Acc | L23087 \ Ver | L23087 . 1 GI : 349438 | Canis familiaris E- select in mRNA, complete 
. cds . ' 

AAAGACTCTAGAAGTCATGATCACTTCACAGCTTCTCCCTGCTCTTACTCTTGTGCTTCTCCTATTTAAA 
GAGGGTGGAGCCTGGTCATACAATGCCTCCACAGAAGCCATGACTTTTGACGAGGCTAGTACTTACTGTC 
AGCAAAGGTACAC ACATCT TGT CGCGAT TCAAAACCAGGAAGAGAT TAAATACCTGAACTCCATGTTCAC 
CTATACACCAACTTACTACTGGATTGGAATCAGGAAGGTCAACAAGAAGTGGACCTGGATAGGGACCCAG 
AAGCTACTGACCGAAGAAGCCAAGAACTGGGCTCCTGGTGAACCAAACAATAAGCAAAACGATGAAGACT 
GTGT GGAGATCTACAT CAAGAGGGACAAGGACT CGGGGAAGTGGAATGACGAGAGATGTGACAAAAAGAA 
GCTTGCCTTATGTTACACAGCTGCCTGTACCCCTACATCCTGCAGCGGCCATGGTGAGTGTGTGGAGACT 
GTCAACAACTACACATGCAAGTGCCACCCTGGCTTCAGAGGTCTCAGGTGTGAGCAAGTTGTGACCTGTC 
AAGCCCAGGAGGCCCCTGAGCACGGAAGCCTGGTTTGCACTCACCCTCTGGGGACCTTCAGCTACAATTC 
TTCCTGCTTTGTCAGCTGTGACAAGGGTTACCTCCCAAGCAGCACGGAAGCCACACAGTGCACTTCCACA 



1392 



WO 2005/067649 



PCT/US2005/000517 



ggggaatggagcgcttctcctccagcctgcaatgtggttgagtgcagtgctttgacaaatccatgccatg 
gagtcatggactgtctccaaagctctggaaacttcccatggaacatgacatgtacctttgagtgtgaaga 
aggatttgaactaatgggacccaagcgcctccagtgtacctcatccgggaactgggacaacaggaagcca 
acatgtaaagctgtgacatgtggtgccatcggccatcctcagaatgggtctgtgagctgtagccattccc 
ctgctggtgagttctccgtcagatcctcctgcaatttcacctgcaacgaaggcttcctgatgcaagggcc 
agcccaaattgaatgtactgcacaaggacaatggagtcagcaagtcccagtttgtaaagcttctcagtgc 
aaggccttgtccagcccagagagaggctacatgagctgtcttcctggtgcttctggaagtttccaaagtg 
ggtccagctgtgagttcttctgtgagaagggatttgtgttgaagggatccaaaacactccagtgtggcct 
cacaggcaaatgggacagt gaagagcccacatgt gaagct gtgaaat gtgatgct gt ccagcagccccag 
gacggcttggtgaggtgtgcccattcctctactggagagttcacctacaagtcctcctgtgccttcagct 
gtgaggaaggctttgaattacatgggtcagctcagcttgagtgcacatctcagggacagggggtcacagg 
tggtccctcttgccaagtggtgcaatgtttcaagtctggcagtttccggaaagatgaacataagctgcag 
ggggagcctgtgtttggtgctgtatgtgcgtttgcatgtcctgaaggatggacactcaatggctctgcag 
ctctgatgtgtgacgccacgggacactggtctgggatgctgcctacctgtgaagctcccacggagtccag 
cattcccttggcagttggactcactgctggggggacctccctcctgacagtagcctcatttctcctctgg 
ctcctgaaacgcctgcggaagagagcaaagaaatttgttcctgccagcagttgccagagccttcaatcag 
acggatcctatcacatgccttgtagtatttaagtccaaaggaatgtggaacaccgtacctccaggaacta 
gaacaatactctgatgatggtagagacagagagcactcctctggttcctggcacttctcacctcccacaa 
cctgccacctttacagctgagagcatggccccccatgtggtgttcaacgttccaaactccagtgggtgag 
ccagcctgccgcctttgcagctgagagcatggcccccatgaggagttcaacgttccaaactccagtgggt 
•gagccagcctgccaccagcaagactcagctttctctttcctcttctcggcatctggaaaatgttggctga 
tggagggaaaacatgttctcttccaggcaaaagtgaagagactcaggctctgaatctccgaatcctgttc 
taactctcttccctgctcacgtgtgagactcagcagagaaacagtatttgtgatatattctttctttgct 
cctcactgtgtctcaactactgattacacggttgctgtcactggatgaaataattgccaaggagtttagg 
gg7^aacaacttggtcaaagtattctatcaccaacatgcaaaaaaatattttaaatgcccacaggcgagta 
catggggaaatcctgcttaatactttgtgcaaggattgctaaacacagtcctaatcccttttacccctgt 
gggattcagtgcattttaaagtgttcttagagattttaaagtgttcttttatttgcattggctaaagtac 
aattttccctaattcttaattcagtgtaagtgtttagagactttaaaatatatgcatgttagagctatga 
tagggtaaaagttacttatgagggatctttgtttatgaagggactctaatgttatatctgtagtaaattc 
attttaaaaggggcaaatgctgtccccagtattacgtgaatcagtgtaaagttgtgaatgtttttactat 
agttgcttttaaaaacatgaatagtggggcacctgggtggctcagtcagttaagtatctgactcttgacc 
tcagctcaggtcttagtctcagggtcatgagttcaagctcttcattgggctccatgctggatgtggagcc 
tactt t aaaaaaaataaaaatatgagtagtat caggaaagtagaacct gcat ggcatatat tt gt acact 
gtcagctattttttcagaggtatgtggttttccatgatgaaaaacttccgtgaggccatttatgtattat 
gtaaacataaat gcaaaccagttaaggtacact t ttatgaatatct t tgt tgaaaaaaacatatagaaat 
atggatgtactttgcattcttacaaagatgcttgtcaggtgcaatgtgtcaatatataattcttgaatat 
tacataaaattttaaattcatggtaggaactcactgtgtaaaagatttgcccagtggatttttttaaaaa 
gtgaagacttttaatatttattccctaattgagttattttgtttattaggatgttcatgaagaaaggaaa 
gtctgtatgagtgtttatatttatgtataaaggagtttaaaattccta.aggaatctccaagattcaactg 
atcattgacagtgagaaattcttggcccgtccatcaccagaacttcttgctccatcttgcaaatgatgtg 
agaat caaaactgtcc cacactt tcact aatttagcatgtat tgaaaaataaaagtt t cagat taagtgc 
tggctgcatgttggcaaaggcaaagcaaaagtaaacagaagaggctaaggtcagaacgtcagagattttg 
acagggcaaaagaactctgggaaataaagctacctatggaataggtacctatggaatacctatgtatcat 
.tttctcitgaaattgctcaaatattgtaaatatgaatatttgtatatactgctvatggaaatattgtctgga 
atgtaagtgtggtctgtgtttgggtttgataaagtattttaaattatgattttaaaatattttatagctt 
ttaaagtatgtatttatttaggcttatgccatacctattttgtatttgacaxggcagtgcaaagtttgat 
aataaaaatgtttgtattt 

>GBCA0448 | Acc | L13262 | Ver | L13262 . 1 GI : 290192 | Canis familiaris rod cGMP phosphodiesterase 

beta subunit mRNA containing a nonsense mutation, complete cds. 

TAGACAGCCGGACACCATGAGCCTCAGTGAGGAGCAGGTGCAGCACTTCCTAAGCCAGAACCCCGACTTC 

ACGGACCAGTACTTCGGGAAGACGCTGAGCCCCGAGCATGTGGCTGGCGCCTGCGGGGACGGGCAGCCCA 

CGGACTGCGCCAGCTTCCGCGAGCTGTGCCAGGTGGAGGAGAGCGCGGCGCTGTTCGAGCTGGTGCAGGA 

CATGCAGGAGAGCGTGAACATGGAGCGCGTGGTGTTCAAGATCCTGCGGCGCCTCTGCACCATCCTGCGT 

GCTGACCGCTGCAGCCTGTTCATGTACCGGCAGCGCAACGGCGTGGCCGAGCTCGCCACGCGCCTCTTCA 

GCGTGCAGCCAGGCAGCGCCCTGGAGGACTGCCTGGTGCCCCCCGACTCGGAGATCGTCTTCCCGCTGGA 

TATTGGGGTGGTGGGCCACGTGGCTCAGACCAAGAAGATGGTGAACGTCCAGGACGTGACAGAGTGCCCC 

CACTTCAGCCCCTTCGCCGATGAGCTGACCGGCTACGAGACCAGGAACATCCTGGCCACACCCATCATGA 
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ACGGCAAGGAGCTGGTGGCTGTCATCATGGCCCTGAACAAGCTCGACGGCCCGTGTTTCACGAGTGAGGA 
CGAAGACGTTTTTCTGAAGTACCTGAACTTCGGCACCTTAAACCTGAAGATCTACCACCTGAGCTACCTT 
CACAACTGCGAGACGCGCCGAGGCCAGGTGCTGCTGTGGTCGGCCAACAAAGTGTTTGAGGAGCTGACGG 
ACATCGAGAGGCAGTTCCACAAGGCCTTCTACACGGTGCGGGCCTACCTGAACTGTGACCGCTACTCCGT 
GGGCCTCCTGGACATGACCAAGGAGAAGGAATTCTTTGACGTGTGGCCTGTGCTGATGGGAGAAGCGCAG 
CCGTACTCGGGCCCACGCACACCCGACGGCCGTGAAATCGTCTTCTACAAGGTCATCGACTACATCCTCC 
ATGGCAAGGAGGACATCAAGGTCATCCCCTCGCCCCCCGCCGACCACTGGGCCTTGGCCAGCGGCCTTCC 
GACCTACGTGGCAGAAAGCGGCTTTATCTGTAACATCATGAACACCGCCGCGGACGAGATGTTCACGTTC 
CAGGAAGGGCCCCTGGACGACTCGGGCTGGGTCATCAAGAACGTCCTCTCCATGCCCATCGTCAATAAGA 
AGGAGGAGATCGTGGGGGTTGCCACGTTCTACAACAGGAAGGACGGGAAGCCCTTCGATGAGCAGGATGA 
GGTCCTCATGGAGTCCCTCACTCAGTTCCTGGGCTGGTCGGTACTGAACACCGACACCTACGACAAGATG 
AACAAGCTGGAGAACCGCAAGGACATCGCCCAGGACATGGTCCTGTACCACGTGAGATGCGACAAGGACG 
AAATCCAGCTGATCCTGCCAACGAGGGAGCGCCTGGGGAAGGAGCCTGCGGACTGTGAGGAGGATGAGCT 
GGGAATACTCTTGAAGGAGGTGCTGCCGGGGCCAAGCAAGTTCGACATCTACGAGTTCCACTTCTCGGAC 
CTGGAGTGCACGGAGCTGGAGCTGGTCAAGTGCGGCATCCAGATGTACTACGAGCTGGGCGTGGTCCGCA 
AGTTCCAGATTCCTCAGGAGGTCCTGGTGCGCTTCCTGTTCTCCGTGAGCAAAGGGTACCGGAGGATCAC 
CTACCACAACTGGCGCCACGGCTTCAACGTGGCCCAGACCATGTTCACGCTGCTCACGACGGGCAAGCTG 
AAGAGCTACTACACGGACCTGGAGGCCTTCGCCATGGTGACGGCGGGCCTGTGCCACGACATCGACCACC 
GCGGCACCAACAACCTGTACCAGATGAAATCCCAGAACCCCCTGGCCAAGCTCCACGGCTCCTCCATCCT 
GGAGCGGCACCACCTGGAGTTCGGGAAGTTCCTGCTCTCCGAGGAGACCCTGAACATCTACCAGAACCTG 
AACCGGCGGCAGCACGAGCACGTGATCCACCTCATGGACATAGCCATCATCGCCACCGACCTGGCACTCT 
ACT TCAAGAAGAGGACAATGT TCCAGAAGATCGTGGAT GAGT CT AAGAACTACGAGGACAGGAAGAGCT G 
GGTGGAGTACCTGTCCCTGGAGACGACGCGGAAGGAGATAGTCATGGCCATGATGATGACGGCGTGTGAC 
CTGTCTGCCATCACCAAGCCCTGGGAAGTCCAGAGCAAGGTTGCTCTGTTGGTGGCGGCTGAGTTCTGGG 
AACAAGGGGACTTGGAAAGAACAGTTCTGGATCAGCAGCCTATTCCGATGATGGACCGGAACAAGGCAGC 
CGAGCTCCCCAAACTACAGGTTGGCTTCATCGACTTCGTGTGCACGTTTGTGTACAAGGAGTTTTCCCGT 
TTCCACGAAGAGATCCTGCCCATGTTCGACCGACTGCAGAACAACAGGAAGGAATGGAAGGCCTTGGCTG 
ATGAGTACGAGGCCAAGCTGAAGGCCCTGGAGGAGGAGAAGCAGCAACAAGAGGACAGGACGACAGCCAA 
GAAAGCGGGCACAGAGATTTGCAACGGTGGCCCCGCACOCAAGTCTTCCACCTGCTGCATCCTGTGAGCT 
GCTCCCGGGTTCGGACGGCGCCCCCGCTCTAAGGGTTTGCTACATGTGAGGAAGCCCCAGAAAATGACTA 
AAGACAATTTTGGATATCTTGAAACTTTTTTAAGATCTGTGTTTTTATAAACTCAACTATGAATAAAGTT 
TAGTGTACCTC 

>GBCA0449 | Acc | M95495 | Ver | M954 95 . 1 GI : 290091 | Dog Na/Cl-dependent taurine transport 
mRNA, complete cds. 

CCCAGGTCCAGAACAACAACCTTTTGCTGAGGAGCCTCCAAAACAAAGTGAGGAGGACATGGCCACCAAG 
GAGAAGTTGCAGTGTCTGAAAGACTTTCATAAAGACATCCTGAAGCCATCCCCAGGGAAGAGCCCAGGCA 
CCCGGCCTGAAGATGAGGCCGAGGGGAAGCCCCCTCAGAGGGAGAAGTGGTCCAGCAAGATCGACTTTGT 
GCTCTCTGTGGCTGGTGGCTTTGTCGGCTTGGGCAACGTCTGGCGGTTCCCGTACCTCTGCTACAAAAAT 
GGTG6AGGTGCATTTCTCATACCATATTTTATTTTCCTGTTTGGCGGCG6CCT6CCT6TGTT.TTTCCTAG 
AGGTAATCATAGGCCAGTACACCTCTGAAGGAGGCATCACCTGCTGGGAAAAGATCTGCCCCTTGTTCTC 
CGGCATCGGCTATGCCTCCATCGTGATCGTGTCCCTCCTGAATATATACTATGTCATCATCCTGGCCTGG 
GCCACCTACTACCTGTTCCAGTCCTTCCAATCGGAGCTGCCCTGGGCACACTGCAACCACAGCTGGAATA 
CGCCTCAGTGTATGGAAGACACGATGCGCAAGAACAAAAGCCTGTGGATCACCCTCAGCACCAAGAACTT 
CACTTCTCCTGTCACCGAGTTCTGGGAGCGCAACGTGCTGAGCTTGTCTTCTGGAATTGACGACCCTGGC 
TCCTTGAAGTGGGACCTTGCTCTCTGCCTTCTCCTTGTCTGGCTGGTCTGCTTCTTCTGCATCTGGAAGG 
GTGTCAAGTCCACGGGGAAGGTTGTCTACTTCACGGCCACTTTCCCGTTCGCTATGCTCCTGGTGCTGCT 
GGTCCGTGGACTGACACTGCCCGGTGCTGGCGCAGGCATCAAGTTTTATCTGTACCCCGACATCAGCCGC 
CTCGAGGACCCGCAGGTCTGGATTGATGCTGGGACCCAAATATTCTTCTCCTATGCCATCTGCCTGGGGG 
CCATGACCTCTCTGGGGAGCTACAACAAATACAAGTACAACTCGTACAGGGACTGTATGCTGCTGGGATG 
CCTGAACAGTGGTACCAGTTTTGTGTCTGGCTTCGCAATTTTTTCCATCCTGGGCTTCATGGCACAAGAG 
CAAGGGGTGGACATTGCTGATGTGGCTGAGTCAGGGCCTGGC.CTGGCCTTCATTGCCTACCCAAAAGCTG 
TGACCATGATGCCGCTGCCCACGTTTTGGTCCATTCTCTTTTTTATTATGCTTCTCTTGCTTGGACTGGA 
TAGCGAGTTTGTTGAAGTCGAAGGACAGGTCACGTCCTTGGTCGATCTTTACCCATCCTTCCTAAGGAAG 
GGTTTCCGTCGGGAAATCTTCATCGCCTTCATGTGTAGCATCAGCTACTTGCTGGGTCTGTCGATGGTGA 
CGGAGGGTGGCATGTATGTGTTTCAACTCTTTGACTACTATGCAGCTAGCGGTGTATGCCTTTTGTGGGT 
TGCATTCTTTGAATGTTTTGTTATTGCCTGGATATATGGCAGCGATAACCT.TTATGACGGTATTGAGGAC 
ATGATTGGCTATCGGCCTGGGCCCTGGATGAAGTACAGCTGGGCCGTGGTCACTCCAGTTCTCTGTGTTG 
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GATGTTTTATCTTCTCTCTCGTCAAGTACGTACCCCTGACCTACAACAAAGTCTACGTGTACCCCACCTG 
GGCCATCGGGCTGGGCTGGAGTCTGGCCTTGTCCTCCATGATGTGTGTCCCCTTGGTCATGGTCATCCGC 
CTCTGCCAGACGGAAGGGCCGTTCCTCGTGAGACTCAAGTACCTGCTGACCCCGAGGGAACCCAACCGCT 
GGGCCGTGGAGCGCGAGGGGGCTACGCCCTACAGCTCCCGCCTGGCCGTGAACGGGGCTCTCATGAAACC 
GACCCACATCATAGTAGAGACCATGATGTGAGCTCTTGGGCAGACGGGCCGCTTCCCTGCTGTTTACTAA 
CATTAGATTCTCATAGGACCAGGTTTACAGAGGTTTCTATTTGCACTAGGATTGTTTTTTTTTTTTAATT 
GTCACAGAAAATGTTACTCTGTGTGTGTGTGTGTTGGTGTGTGTGTGTGTGTGTGTGTGTGGTATTGTGC 
GTATGTGTATTTTGTTTTGATTTGGGGATATTTTGTACAAAAAGAAAACCCACCGGCAGATGTCCGGGAC 
GAGGCAGAGCTTTCATATTGAATTAGATGTATTTTATGGGAACTTGGTAAATTTTTCTTTGTATTTTTTT 
TACAT ATAAT T ATATAT AC AT T T AGAG AT T GTCATACAGT TTTACCACT T GAAT CGATCT TCT TGCCAGC 
AATAGATCTCGTTTTTAAAAGCAATTCTTCGGTGCTTGTGTAGCTGGCAGAAAGTTCTGCCCCCCAAAAA 
CACAGGGTGGAACCGACCTGGACAGTAGACCCATTTTAAGGGTGTAGTACCTTCTCAGCCTGGTTCGAGT 
AGAAGCATATAGTGGGGCTGGGGGAGTGGGGGGAGGCCCCACTAGCTGGCCAGACCCAGAGAGGCTGGAG 
AAAG G AGGGC CAC AAGC T T C AAT GACAC T T G T C T TAG C C AAT AAGAGAAAT G C CAAAAT AAT GG AT C AAC 
CTCTGAGATCAAGGGAT T GAC T TAAGGCAGACAGAGGAGGCCGTACAGCGCAAGTCCGAT T CTCTAGAAA 
CCGTTGTACCAGCAGCAAAACCCCACCTGGTACATTGAGATCGAGGGTGGATAGTCAGAAGGACTGTCAG 
GCAGGTTGTCAGCACCAGAGGGAGCGGCAAGGGCTCCCGGGAGGCCGGTGAGGATGGCACCCTGACATTC 
AGGAGGCGGACTGCTTGGCTGCCGCCCATGGCCAGCGCACGAGGAGCCAGGGATCTCAGGGCCCCAAACC 
TCGCACAGATGGGGCTGTTGTGTTTTATGGGATTCTATTGTGTCAGGTTCTGGCCGTTTCCCCGCTGACA 
TGTCTTGCAGCTCCGTGTAGGAGAGAAGCATGATGTATCTGGTGAGGGACGAGGGGTGAGCCAGTGGACC 
■TTTGGGTGTGGGCCCAGGCGTTCAGAGAGGCCTGGTGTCAGGGAGGGGTGCTTTTCTTTCCTCATCTCTC 
CATCCTCAGCTCTGTCCTCATCTCCCAGAGGCTGGGAAACTCCTGACAAGCTCCCCGCCCAGGGCTGCCC 
CAGCTCCTAGCTGGAGTGCCAAGAGTGTTTCTGGAGGCTCCCTGAATCTTGGAGTCGGGCTAAGCGCTCC 
CAAGCCCTCCTCCCCATTCGGGCACAAGAGCAGCCCTTGGTGGTGGCTTGGGAGATAGTGAAGCTCTTCA 
GGACTTCACAACTCCTGCAGTAGCCGGTGTTGGATGCACACCACGTGGGGACCGAGGAGAGGAGGCGAGG 
GAGCATTTTCTAGAAAGGTAGGATTGTTCAGGGGGCTGGCACCCCAGAACTGGCTTGGCCAAGAGCCTGA 
TTTAGAGCGGCATTCCTCTCTGAAGAAGTAGAGAAGGTACTCCACCTTTAAAATCCTGAGACGGACACGT 
CTCCACCCAAGCCCCCATTTGGACCTAAACTGTGCCATTTAAACTGTCACTTCCAAGTTCAGAGTCTCAA 
CTCAACCAAAACATTGTCATGCACAAACGCCAGTGACTGCCTCGTGGGGTGCGGAGGGTGAAGCCCAGCT 
CAGGTGTTGAGAGCGGGGGCTCTCTGAATCCTGGAACCCTCTCCCCAAATTTGGGAGGGGAGGAGCCTCT 
GGTGTGTGCCCCCTCCCCAGAGGCGGAGGCAACCCTGAACCTCTTCTCTCTGGCAAGCATTCACATTTCA 
CATTTCACTGTTTCCAAAGGATACACTCTGCCAAACAATACCCAGTCCTATTCCAAACCGTTAACAATTC 
TGTGTTCCTGTTTTTCTATGTATTTATGGTTGCCGCTGTGTCTGAGTTGATTTTGTTGTTGTGTCTTTTC 
CTAATTTTACTGAGTAGCAATGTGAT.CTGTTTTCCTTCGTCTCATGGAACTTAGTAAACTAACCACTGTC 
CACGATTGGGGACAGGTGATGTGTGGGGTCAAGGGGTGCTTGGTAAGCTGTGGCTGCCTGGGCATTTGTG 
GTCATCTCAGGCTATAATATCTCCCCTCCGGTAAAAAGGCTACAGTATTTGGGGTTGGTAGGTAAACTGC 
AACAT TCT GGAAATGGCCT GAGAAAGGCT TC T TCTCATAAGAT T CGCAGACCAAATTCTAGACCAAAGAC 
ACAAGCAGACCAAGTCCCCAGGCCCTGCTGAAGGAAGGTCAGCCACTTTCCCCGAGCCCCTCTCTTGACA 
ATCTCCCAGTTTACCTGTCTCCAATCGGGCCCTCTTGTCTACTCCCCTGGCCCTTGTGTGTCTGCAGAAC 
TTGGCTCTGTGAGTACAAGGTGTAATGATGCGTGACTTTGATATGTCTCCACATAAAGGAAACTTGTCAT 
TGGAGCTCATGACTCTGGTCCTCCTGTCTCTGGAGAACAGGCAGTCCCCCCACTCTCTGCCTTGGGAATG 
GGTCAGAAATTCTGGTGTCCGCACCTAGCCCAGTTGGCCAGCTCTGGGAGGGATGTAAGGGAGATGGTTA 
AAGACCTTTCTGAGGATGCAGAAATGAGTAAGGGCCTTAGGCTAAATCTCACCCAGGGAGATGCTTCTCT 
GAGCCTGCCATGGGCTGTGTCGGCCCCTCCAGGGACAGTCCTGCACAGTCAGTCGCTCCCCGGTCCGCGC 
CCTTGGAAAATGGGGGGCTTCTGCGAGGCCCGGAGCGCAGAACAGACCGGGCACAGCGGGCAGGGACTGG 
AACCAGGCTGTCCCGAGTCAGTTCCAGTTGCAGGTTCTCTGAGGGGTGTGTGGCAAGTGGCAAGTGCGTC 
TCCCCAGTGTTCTCCCTGAAGACCCGAGACGAGCCTTTATGAACAAGGAAGCGCTCTGTGCCCCAGCATT 
CAGGGACGAGGAGAAGCACCCCTCACCCCCTCCCCATCCTCAAAGGTGTGGCTCTGTAGGACAGGCGACT 
GCCTCTGCCCAGCCAGAGAGGCAGCACCCCTTCACCCTGGCCCTGCACCCAGTAGCCCTCTGAGCTAGGA 
ACT GAGATCCCT GT TGCATATGAGGAAACTGAGGCCCAGTGAAGCCAGCT GTGGAAAGAAGCAGAAGT CC 
TTGGGCAGGATTTAGCCTGAGGCTGTGCGGGACATTCCCAGGCAGCTAGAAGCAGCCTTGGGTGATTTCT 
GGGTGGCACACAGCCCCCTCTCTGTATCTCTCGTTCTCACCCCAGATCCCCAGTGCACCCCTAAAGGAGG 
TGGTGAAGCACGAGGGGAGCGAGCTGCTCTCTGCCTAGCACACGGTGATCTTGCATCCCCCACAGGCCGC 
CACGGCACGGCGGTCCATGGTCCAGCCGGCTTCTCCCCAACACTGCCCTTCTGGAAGGGGAAAAGCTCTG 
GGCAGCCAGTGCTCAAGGCAGAGGTGCCAGCCTTCCCCTCGAGCCTAGACACAGGCCAGGACGGATGCAA 
GAGAAAGCTCGAGGCGGCTAGAGGTCCCGTCCAGCCCCGAGACCCGGTGCCAGGCAGCCCCACGTAAATC 
GCACCGTGCAAAAATCCAACAAGCACCAACCAAACAAAATCCCGAGAGCAAAACTCAGAGAGGGGCGTGA 
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GTAACCCGGAAGCCAGAGAACAGCATTTCCCTCGCCCCCCGCCCTGTTAACGCCTGGCCCTCAGAATGCT 
CTTGTTTTTAATAGGAAGCTGTTTCATTGTTCTCTTGTGGGTGTCACTACAGACGTGTTCTGACAGTTCC 
CTGAGGGATGGAGCATCTTGTTATATATTTGGCTTCAAATTGAGATGTTGGCTCCGTTTCTCCCCCCCTC 
CCCCCAATTAATTTTCGAATCCCTAGCAACTGTGACTGTATTTAGCACAAGAGAAAGCTGAGATCGTGGG 
TCTTGCCTCCTTCCAGAAATATGTCTGGCTCATCAGGACTTTTTTTAAGACTTCAAAATATTTTTAAGAT 
ATTTTAAACTTTTGTAAAAAAAAAAAACAACAACCAACGAGACTCTTCTGAGGAGGAACATTTGTATCTG 
AATAAGATCCTCGGTGTATAATTCAGTCTTGCAGTATACAAGCTTTTGTGTATAAATGTTTTATGATATA 
ATCCCTGTATTTCGCAGGGCTCTTCTTTTCCTCTTTTGCTTTTTAGATAAATATGTATATCGATATTTTA 
AATTCATCTTTGCTTTTTTTTAGAGGAGTTTGTAATCACCTTATAACATGAAAATAAACATTTCCTTTTT 
AAAATCCAAAAAACCCACGCGTCCGCGAC 

>GBCA0450 |Acc|M64083 M37032 | Ver | M64083 . 1 GI : 1 64 102 | C . f amiliaris zymogen granule membrane 
protein GP-2 mRNA, complete cds. 

ATGGTGGGCTCTTATGTCTTGTGGCTGGCCTTGGCTTCCTGCATTCTGACCCTGGCATCTCCAGAACAGC 
AAGGTAACAGAAACCTCATCAACACTCGTTCCTATGACCCCTGCCAGAATTACACCCTCCTGGATGAACC 
CTCACGAAGCACAGAGAACACAGAAGGGAGCCAAGTGTGTGACAAGGACAAGCATGGCTGGTACCGCTTT 
GTGGGAGATGGAGGAGTGAGGATGCCCGAGACCTGCGTCCCAATGTACCGATGCCAGACAGATGCTCCCC 
TGTGGCTGAACGGGACCCACCCCACCCTTGCGGAGGGCATTGTTAACCGTACTGCTTGTGCCCACTGGAG 
CGGCAACTGCTGTCTCTGGAAGACTGTGGTGCAGGTGAAGGCCTGCCCGGGCGAGTTCCACGTGTACCGG 
CTGGAGGGCACCCCCAAGTGTAGTCTGAGGTACTGCACAGACGCCTCCACTGCTACAGACAAGTGTAAGA 
ACCTCTGCCGCCCGGAAGAGGCCTGTAGCTTTCTCAATGGCACCTGGGACTGTTTCTGCAGATCGGACCT 
CAACAGCTCTGATGTCCACAGTTTGCAGCCTCGGCTGAACTGCGGGGCCAAGGAGATCCAGGTGTCACTG 
GACAAGTGTCAGCTGGGAGGCCTGGGTTTTGGGGACGAGGTCATCGCCTACCTGCGAGACTGGAACTGCA 
GCAATATGATGCAAAGAGAGGAGAGAAACTGGATATCTGTGACCAGCCCTACCCAGGCGAGGGCCTGTGG 
AAACATTCTGGAGAGAAATGGAACCCATGCCATCTACAAAAACACCCTCTCCTTGGCCAATGAATTCATC 
ATCAGAGACACCATCCTCAACATCAATTTCCAGTGTGCCTACCCACTGGACATGAAAGTCAGCCTCCAAA 
CTGCCCTGCATCCCATTGTAAGTTCTCTGAACATCAGTGTGGATGGGGAAGGAGAGTTCACTGTCAGGAT 
GGCCTTGTTCCAAGACCAGAGCTACATATCTCCTTATGAAGGGGCTGCAGCTGTGCTGGCTGTCGAATCC 
ATGCTCTATGTGGGTGCCATCTTGGAGAAAGGGGACACCTCCCGGTTTAACCTATTGTTGAGGAACTGCT 
ATGCCACACCTACTAAAGACAAGACTGACCCTGTGAAATATTTCATCATCAGAAACAGCTGCCCAAATCA 
ATATGATTCCACCATCCATGTGGAGGAGAATGGGGTGTCCTCAGAAAGCCGGTTCTCAGTTCAGATGTTC 
ATGTTTGCTGGAAATTATGACCTAGTGTTCCTGCATTGTGAGATTCATCTCTGCGATTCCCTTAATGAAC 
AGTGCCAGCCGTGTTGCTCGAGAAGTCAACAGCGTAGTGAAATAGTGGCTCTCAACCCAGCTCGGGTTCT 
AGATTTGGGACCCATCACTCGGAGAAGTTCTGCATCTGTTGACATCACAGATGGAACCCCCAGCACTGCA 
GGGTTCCTGTTGGCCTGGCCCATGCTTCTCCTGCCTATCCTCCTGGCTGAGCTGTTTTGA 

>GBCA0451 1Acg|M90047 M29958 | Ver | M90047 . 1 GI : 164100 | Dog thyrotropin receptor variant 
(TSH) mRNA. 

CAGGCGCAGAGGGGCCCAGACGACCGTGGAGGATGAAGAAATAGCCTTGGGACCCTTGGAAAATGAGGCC 
GCCGCCCCTGCTGCACCTGGCGCTGCTTGTCGCCCTGCCCAGGAGCCTGGGGGGGAAGGGGTGTCCTTCT 
CCCCCCTGTGAGTGCCACCAGGAGGATGACTTCAGAGTCACCTGCAAGGATATCCACCGCATCCCCACCC 
TACCACCCAGCACGCAGACTCTGAAGTTTATAGAGACTCAGCTGAAAACCATTCCCAGTCGTGCATTTTC 
AAATCTGCCCAATATTTCCAGGATAGAGATTCGGAATACCAGAAGCTTAACATCCATAGACCCTGACGCC 
CTAAAAGAGCTCCCACTCCTGAAGTTCCTTGGCATTTTCAACACTGGACTTGGAGTATTCCCTGATGTGA 
CCAAAGTTTATTCCACTGATGTATTCTTTATACTTGAAATCACAGACAACCCTTACATGGCTTCCATCCC 
TGCCAATGCTTTCCAGGGGCTGTGCAATGAAACCCTGACACTGAAACTATACAACAATGGCTTTACTTCA 
ATCCAAGGACATGCTTTCAATGGGACAAAACTGGATGCTGTTTACCTGAACAAGAATAAATACCTGTCAG 
CTATCGACAAAGATGCATTTGGAGGAGTGTACAGTGGACCAACCTTGCTGGATGTCTCTTACACCAGTGT 
TACTGCCCTGCCATCCAAAGGCCTGGAGCATCTAAAGGAGCTGATAGCAAGAAACACTTGGACTCTAAAG 
AAACTCCCACTTTCCTTGAGTTTCCTTCACCTTACACGGGCTGACCTTTCTTATCCAAGCCACTGCTGTG 
CTTTTAAGAATCAGAAGAAAATCAGAGGAATCCTTGAGTCCTTAATGTGTAATGAAAGCAGTATTCGGAG 
CCTGCGCCAGAGAAAATCTGTGAATACTTTGAATGGCCCCTTTGACCAGGAATATGAAGAGTATCTGGGT 
GACAGCCATGCTGGGTACAAGGACAACTCTCAGTTCCAGGATACCGATAGCAATTCTCATTATTATGTCT 
TC T TCGAAGAACAAGAAGATGAGATCCTCGGT TT T GGGCAGGAGCT TAAAAACCCACAGGAAGAGACCCT 
CCAGGCCTT.TGATAGCCATTATGACTACACTGTGTGTGGTGGCAATGAAGACATGGTGTGTACTCCTAAG 
TCAGATGAGTTCAACCCCTGTGAAGACATAATGGGCTACAAGTTCCTGAGGATTGTGGTGTGGTTTGTTA 
GTCTGCTGGCTCTCCTGGGCAATGTCTTTGTCCTGATCGTCCTCCTTACCAGTCACTACAAATTGACTGT 
CCCACGCTTTCTCATGTGCAACTTGGCCTTTGCAGATTTCTGCATGGGGATGTATCTGCTCCTCATCGCC 
TCCGTAGACCTCTACACTCATTCTGAGTACTACAACCATGCCATCGACTGGCAGACAGGCCCTGGGTGTA 
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ACACAGCTGGTTTCTTCACTGTCTTTGCCAGTGAATTATCAGTGTATACACTGACAGTCATCACCCTGGA 
GCGCTGGTATGCCATTACCTTCGCCATGCGCCTGGACAGGAAGATCCGCCTCAGGCATGCATATGCCATC 
ATGGTTGGGGGCTGGGTTTGCTGCTTCCTGCTCGCCCTGCTCCCTCTGGTGGGAATAAGCAGCTATGCCA 
AGGTCAGCATCTGCCTGCCCATGGACACTGAGACACCTCTTGCCCTGGCATATATTATCCTTGTTCTGTT 
GCTCAACATAGTTGCCTTTATCATTGTCTGCTCCTGTTATGTGAAGATCTACATCACAGTCCGAAATCCC 
CAGTACAACCCGGGGGACAAAGACACCAAAATTGCCAAAAGGATGGCTGTATTGATCTTCACTGACTTCA 
TGTGCATGGCCCCAATCTCATTCTACGCTCTGTCAGCACTTATGAACAAGCCTCTCATCACTGTTACCAA 
CTCCAAAATCTTGCTGGTTCTCTTCTATCCACTTAACTCCTGTGCCAATCCATTTCTCTATGCTATTTTC 
ACGAAAGCCTTCCAGAGGGATGTATTTATCCTGCTCAGCAAGTTTGGCATCTGTAAACGCCAGGCTCAGG 
CATACCGGGGCCAGAGGGTTTCTCCAAAGAATAGTGCTGGTATTCAGATCCAAAAGGTTACCCGGGACAT 
G AGGCAAAG T C T C C C C AAC AT GC AG GAT GAG TAT GAAC T G C T T G AAAAC T C CC AT C TAAC C C C AAAT AAG 
CAGGGCCAAATCTCAAAAGAGTATAACCAAACAGTTCTGTAAGCAGACCCTATACTACTCGCAGTGGCAG 
GTGGACTTCTAAAAATCTAGTTTCTTGAACACGTATTCCAAATTCATTATATACACAAGACAGCTGACCT 
AACCCTTTGCAGGTGATGTTTCATGGGGCAAATTTCATCTCCAAAAAGGGGGTAGCACTACCACCTAATC 
AT TACCTCCCAGAAGGAAGAGAGGCTACCAGCACT TC T GAACCCT GGT GAT AT CAAGAT AAC TGACACT T 
TCTAGAAAACTTGTTTGATGGTAACTGCTTTAACAACATTGTATAAGATGTCCAACAGATATTAACTGAA 
CCAGGTCAACATTGAGCTTCTCACTTTCAAATAGCATTTCATAGTAAAGATTCAGCAAATGGCAAATGCT 
ATTAACTGAGTTGGTGACCACAAGATAGAATTAGCCCCATGTTGGCTTGGTCCACCTTCATGTTCTTGGA 
TACAACCAAAGAGAATGTGAATTCCTCGAAACTGAAAAGTCCAGCAGGATACATGCATGAAGCAGCTATT 
ATGAGGTGGAAGGAGGGGAAAGGCTTAGCTTAGTTGTTATTTCAGCCTCTGAAACTATATCATCTCTTCA 
CAAGGACCTACCTGATGTGACCCAACTGTTAGGTGTTGCCCAGGGGGGGAAAAAAACTGGCAAGATTTCA 
GCTTATGTGGCTGAGCAAAGTAAGAATTGTTCTTCTTGGCTAGTCTTATAGCATAAAATACGTGAACCCT 
AGAAATATT T CT AAGTAGCAGCAAGTGGGAAT TAT GAGCAGGGCACACTAAAT CACACACTGAT TAATAA 
AGCAGGGCCACAAGGTAACTGTTGGAGCTTGGGCAAATCACTGGGCCACTTCTAAGTCTAGAAATGAGAG 
AGCCTGATTGCTTCTTCAGTTTCAAAACTCTATGTATATCCCTTCCCCTTAAAATATGTTTCCATGACAA 
AAAAGAAAAGC AC T AAAAAAGAAAAGAAAAG AAAAG AAAAGC AC T AAGAAAG AAAAAT T TAT T T T T CCTA 
TCTTGTAGTGCAGCCACCTCTTTCTCTTTGGAGGCTGGATATATGACCCAGGACATTTCTTTCTTTTTTT 
TATTTTTTTTTTCATTTTTGATTATAATGTCTGATCCATGTTGGGCTGGATCTAAATCACTCAACTAATT 
ACTAGATCT CTACAGCTACAAT TAT CAGGCCAAAAACAGACTCAT ATTCACATAACAGAATAAAAGGT GG 
TTTTGCAAATTTTGGTTATTCAGAGTTACTACTTCACTGTATAGATTAACTTGAAAACATTTAACTTGTC 
CAGGGAT T GGAAGCT ATCAAACACTCAGGCAAAGCAACACTAAAGC TAT CAAGAGAAGT TT CTT CTCTCC 
AAAACTGCTAGCCTTTTCCAACCTGTTGATCATTGGACATAATCTCTATTGCCCAATAGTGTTCTCTTAC 
TTAAAATGGTTAGGATCAATCTTTTAATATAGACGTACTCTTCAGATTACCTGTCAAAACAGTCCCTTAA 
T T TCCTCCCAAGCAGAGAT GGCAT TT GCT TCTCAAT GT T CAT GAAGCACACCAAGGAAT T AGAAGCAT T T 
GTTGTTTCAAGTCTGTGGAGTAGGGTTACTGGGCCCAATGCCCCCCCCCCCACAGAGATGGTCCCCCAAC 
CCACCTAGGATATCCCAATAGCAATACCCATTTCTGATTATCATTGAGATTGGACATCTTAGTAGAAATA 
T TATACACACT CGAAATCAT GACT TAT CCACCAGTTCACT TGT AACTAATAACTAAACAGT TGT GT T AT C 
. GTTTGGCATGTGTTTCTCACCTGTGACATTTTGAAATAGTACATCCTGATAATGTATTTTATCTTAAGTA 
GTTGAAATAACACTTTGGAAACCGTCCTAGAAAAGTAACTTCAACACAATTGTTACTAAAATTTGCATTC 
ACAACATGAAATAAATTTTCTTCCTATGAAATGATTGTGCTGAGTCCTACAGTATGGCATTTTGTAATTT 
GTGAGCTTCTTTTAATGTTACCGTTATATGTGTTACAACTGAAGACAGGGAAAAAAAACAACTGGCAAAT 
TTGCTAA 

>GBCA0452 | Acc | M29957 | Ver | M29957 . 1 GI : 164098 | Canine thyrotropin receptor (TSH) mRNA, 
complete cds • 

CAGGCGCAGAGGGGCCCAGACGACCGTGGAGGATGAAGAAATAGCCTTGGGACCCTTGGAAAATGAGGCC 
GCCGCCCCTGCTGCACCTGGCGCTGCTTCTCGCCCTGCCCAGGAGCCTGGGGGGGAAGGGGTGTCCTTCT 
CCCCCCTGTGAGTGCCACCAGGAGGATGACTTCAGAGTCACCTGCAAGGATATCCACCGCATCCCCACCC 
TACCACCCAGCACGCAGACTCTGAAGTTTATAGAGACTCAGCTGAAAACCATTCCCAGTCGTGCATTTTC 
AAATCTGCCCAATATTTCCAGGATCTACTTGTCAATAGATGCAACTCTGCAGCGGCTGGAATCACATTCC 
T TCTACAAT.T T AAGTAAAAT GAC TCACAT AGAGATT CGGAATACCAGAAGCT TAACATCCATAGACCCTG 
ACGCCCTAAAAGAGCTCCCACTCCTGAAGTTCCTTGGCATTTTCAACACTGGACTTGGAGTATTCCCTGA 
TGTGACCAAAGTTTATTCCACTGATGTATTCTTTATACTTGAAATCACAGACAACCCTTACATGGCTTCC 
• ATCCCTGCCAATGCTTTCCAGGGGCTGTGCAATGAAACCCTGACACTGAAACTATACAACAATGGCTTTA 
CTT C AAT CC AAG G AC AT GC T T T CAAT GGG AC AAAAC T G G AT GC T G T T T AC C T GAAC AAG AAT AAAT AC C T 
GTCAGCT ATCGACAAAGATGCAT T TGGAGGAGTGTACAGT GGACCAACCT TGCTGGAT GTCT CT TACACC 
AGTGTTACTGCCCTGCCATCCAAAGGCCTGGAGCATCTAAAGGAGCTGATAGCAAGAAACACTTGGACTC 
TAAAGAAACTCCCACTTTCCTTGAGTTTCCTTCACCTTACACGGGCTGACCTTTCTTATCCAAGCCACTG 
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CTGTGCTTTTAAGAATCAGAAGAAAATCAGAGGAATCCTTGAGTCCTTAATGTGTAATGAAAGCAGTATT 
CGGAGCCTGCGCCAGAGAAAATCTGTGAATACTTTGAATGGCCCCTTTGACCAGGAATATGAAGAGTATC 
TGGGTGACAGCCATGCTGGGTACAAGGACAACTCTCAGTTCCAGGATACCGATAGCAATTCTCATTATTA 
TGTCTTCTTCGAAGAACAAGAAGATGAGATCCTCGGTTTTGGGCAGGAGCTTAAAAACCCACAGGAAGAG 
ACCCTCCAGGCCTTTGATAGCCATTATGACTACACTGTGTGTGGTGGCAATGAAGACATGGTGTGTACTC 
CTAAGTCAGATGAGTTCAACCCCTGTGAAGACATAATGGGCTACAAGTTCCTGAGGATTGTGGTGTGGTT 
TGTTAGTCTGCTGGCTCTCCTGGGCAATGTCTTTGTCCTGATCGTCCTCCTTACCAGTCACTACAAATTG 
ACTGTCCCACGCTTTCTCATGTGCAACTTGGCCTTTGCAGATTTCTGCATGGGGATGTATCTGCTCCTCA 
TCGCCTCCGTAGACCTCTACACTCATTCTGAGTACTACAACCATGCCATCGACTGGCAGACAGGCCCTGG 
GTGTAACACAGCTGGTTTCTTCACTGTCTTTGCCAGTGAATTATCAGTGTATACACTGACAGTCATCACC 
CTGGAGCGCTGGTATGCCATTACCTTCGCCATGCGCCTGGACAGGAAGATCCGCCTCAGGCATGCATATG 
CCATCATGGTTGGGGGCTGGGTTTGCTGCTTCCTGCTCGCCCTGCTCCCTCTGGTGGGAATAAGCAGCTA 
TGCCAAGGTCAGCATCTGCCTGCCCATGGACACTGAGACACCTCTTGCCCTGGCATATATTATCCTTGTT 
CTGTTGCTCAACATAGTTGCCTTTATCATTGTCTGCTCCTGTTATGTGAAGATCTACATCACAGTCCGAA 
ATCCCCAGTACAACCCGGGGGACAAAGACACCAAAATTGCCAAAAGGATGGCTGTATTGATCTTCACTGA 
CTTCATGTGCATGGCCCCAATCTCAT.TCTACGCTCTGTCAGCACTTATGAACAAGCCTCTCATCACTGTT 
ACCAACTCCAAAATCTTGCTGGTTCTCTTCTATCCACTTAACTCCTGTGCCAATCCATTTCTCTATGCTA 
TTTTCACGAAAGCCTTCCAGAGGGATGTATTTATCCTGCTCAGCAAGTTTGGCATCTGTAAACGCCAGGC 
TCAGGCATACCGGGGCCAGAGGGTTTCTCCAAAGAATAGTGCTGGTATTCAGATCCAAAAGGTTACCCGG 
GACATGAGGCAAAGTCTCCCCAACATGCAGGATGAGTATGAACTGCTTGAAAACTCCCATCTAACCCCAA 
ATAAGCAGGGCCAAATCTCAAAAGAGTATAACCAAACAGTTCTGTAAGCAGACCCTATACTACTCGCAGT 
GGCAGGTGGACTTCTAAAAATCTAGTTTCTTGAACACGTATTCCAAATTCATTATATACACAAGACAGCT 
GACCTAACCCTTTGCAGGTGATGTTTCATGGGGCAAATTTCATCTCCAAAAAGGGGGTAGCTCTACCACC 
TAATCATTACCTCCCAGAAGGAAGAGAGGCTACCAGCACTTCTGAACCCTGGTGATATCAAGATAACTGA 
CACTTTCTAGAAAACTTGTTTGATGCTAACTGCTTTAACAACATTGTATAAGATGTCCAACAGATATTAA 
CTGAACCAGGTCAACATTGAGCTTCTCACTTTCAAATAGCATTTCATAGTAAAGATTCTGCAAATGGCAA 
ATGCTATTAACTGAGTTGGTGACCACAAGATAGAATTAGCCCCATGTTGGCTTGGTCCACCTTCATGTTC 
TTGGATACAACCAAAGAGAATGTGAATTCCTCGAAACTGAAAAGTCCAGCAGGATACATGCATGAAGCAG 
CTATTATGAGGTGGAAGGAGGGGAAAGGCTTAGCTTAGTTGTTATTTCAGCCTCTGAAACTATATCATCT 
CTTCACAAGGACCTACCTGATGTGACCCAACTGTTAGGTGTTGCCCAGGGGGGAAAAAAACTGGCAAGAT 
TTCAGCTTATGTGGCTGAGCAAAGTAAGAATTGTTCTTCTTGGCTAGTCTTATAGCATAAAATACGTGAA 
CCCTAGAAATATTTCTAAGTAGCAGCAAGTGGGAATTATGAGCAGGGCACACTAAATCACACACTGATTA 
ATAAAGCAGGGCCACAAGGTAACTGTTGGAGCTTGGGCAAATCACTGGGCCACTTCTAAGTCTAGAAATG 
AGAGAGCCTGATTGCTTCTTCAGTTTCAAAACTCTATGTATATCCCTTCCCCTTAAAATATGTTTCCATG 
ACAAAAAAGAAAAGCACTAAAAAAGAAAAGAAAAGAAAAGCACTAAGAAAGAAAAATTTATTTTTCCTAT 
CTTGTAGTGCAGCCACCTCTTTCTCTTTGGAGGCTGGATATATGACCCAGGACATTTCTTTCTTTTTTTT 
ATTTTTTTTTTCATTTTTGATTATAATGTCTGATCCATGTTGGGCTGGATCTAAATCACTCAACTAATTA 
CTAGATCT CTACAGCT ACAATTATCAGGCCAAAAACAGAC T CAT AT TCACATAACAGAATAAAAGGTGGT 
TTTGCAAATTTTGGTTATTCAGAGTTACTACTTCACTGTATAGATTAACTTGAAAACATTTAACTTGTCC 
AGGGATTGGAAGCTATCAAACACTCAGGCAAAGCAACACTAAAGCTATCAAGAGAAGTTTCTTCTCTCCA 
AAACTGCTAGCCTTTTCCAACCTGTTGATCATTGGACATAATCTCTATTGCCCAATAGTGTTCTCTTACT 
TAAAATGGTTAGGATCAATCTTTTAATATAGACGTACTCTTCAGATTACCTGTCAAAACAGTCCCTTAAT 
TTCCTCCCAAGCAGAGATGGCATTTGCTTCTCAATGTTCATGAAGCACACCAAGGAATTAGAAGCATTTG 
TTGTTTCAAGTCTGTGGAGTAGGGTTACTGGGCCCAATGCCCCCCCCCCCACAGAGATGGTCCCCCAACC 
CACCTAGGATATCCCAATAGCAATACCCATT TC TGAT TAT C AT TGAGATT GGACATCTTAGT AGAAATAT 
TATACACACTCGAAAT CATGACT TATCCACCAGTTCACT T GTAACT AATAACTAAACAGT TGTGTTATCG 
TTTGGCATGTGTTTCTCACCTGTGACATTTTGAAATAGTACATCCTGATAATGTATTTTATCTTAAGTAG 
TTGAAATAACACTTTGGAAACCGTCCTAGAAAAGTAACTTCAACACAATTGTTACTAAAATTTGCATTCA 
CAACATGAAATAAATTTTCTTCCTATGAAATGATTGTGCTGAGTCCTACAGTATGGCATTTTGTAATTTG 
TGAGCTTCTTTTAATGTTACCGTTATATGTGTTACAACTGAAGACAGGGAAAAAAAAACAACTGGCAAAT 
TTGCTAA 

>GBCA0453 1 Acc | J05069 | Ver | J050 69 . 1 GI : 164083 1 Canine 21 kDa signal peptidase subunit mRNA, 
complete cds . 

AGTGTGGACCAGAAGATAGAAGGTCCAGTCCTTGCTGAAAGACAGGTCTGTCTGTTCTGCTTTCATCTCC 
TTTCCGTTCTTCAACAAATCAATTTCAATCTCTGGTGGATGGAACCCTGACACGTAGCAGTTCAGGAAGG 
CCGGGGCTCCGCAGCCGCCTGTGACACCCGGGAGCCGGCGGGCCGCCTGGGCCCCTGGAGAGCCCGCCAT 
GGTGCGCGCGGGCGCCGTGGGGACGCACCTCCCGGCGTCCGGCTTGGACATCTTCGGGGACCTGAGGAAG 
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ATGAACAAGCGGCAGCTCTATTACCAGGTTTTAAACTTTGCCATGATCGTGTCTTCTGCGCTTATGATCT 
GGAAAGGCTTGATCGTCCTCACCGGCAGTGAGAGCCCGATCGTGGTGGTGCTCAGTGGCAGTATGGAGCC 
CGCCTTTCACAGGGGCGACCTTTTGTTCCTGACAAACTTCCGGGAAGACCCTATTAGAGCTGGCGAAATC 
GT GGT CT T TAAAGTCGAAGGACGAGACATT CCAATAGT T CACAGAGT GATCAAAGT TCATGAAAAAGAT A 
ATGGAGACATCAAAT TTCT GAC T AAAGGAGACAATAATGAAGT TGACGACAGAGGCT TGTACAAAGAAGG 
CCAGAACTGGCTTGAGAAGAAGGATGTGGTGGGAAGAGCCAGAGGGTTTTTACCATATGTTGGTATGGTT 
ACCATAATAATGAACGACTATCCAAAATTCAAGTATGCTCTTTTGGCTGTAATGGGTGCATATGTGTTAC 
TAAAACGT GAATCCTAAAAAGAGAAGAAGT T CCTGAGACCAGATTGAAAT 

>GBCA0454 | Acc | J054 66 | Ver 1 J054 66 . 1 GI : 164 081 | Dog microsomal signal peptidase complex (SPC 
18) mRNA, complete cds. 

CCTCTCCGCTGCCCGTGTCCTCCTTCACCGGCCGCGCCATGCTGTCTCTAGAT^TTTTGGACGATGTGCG 
GCGAATGAACAAGCGGCAGCTGTATTATCAAGTCCTAAATTTTGGAATGATTG'tCTCCTCGGCACTAATG 
•ATCTGGAAGGGACTGATGGTCATAACTGGAAGTGAAAGTCCAATTGTAGTGGTGCTCAGTGGCAGCATGG 
AGCCAGCAT T T CATAG AGGAGATCT TCTCT T T T TAACAAAT CGAGT T GAAGAT CCCATCCGAGT GGG AGA 
AAT TGTT GT TTTTAGGATAGAAGGAAGAGAGATTCCTATAGT T CACCGAGTCTT GAAGAT TCATGAAAAG 
CAAAATGGACATATCAAGTTTTTGACCAAAGGAGATAATAATGCCGTTGATGACCGAGGCCTCTATAAAC 
AAGGACAACACTGGCTAGAGAAGAAGGATGTCGTGGGGAGAGCAAGGGGATTTGTTCCTTATATTGGAAT 
TGTGACGATCCTCATGAATGACTATCCGAAATTTAAGTATGCCGTCCTCTTCTTGCTGGGTTTATTCGTG 
CTGGTCCATCGTGAGTAAGAAGTCTACCTTGCTGTTCCTGGAAGATGCCGTACTTTTCGTTCCTGACTGT 
TTGGAGTAGATATTGGTCTATGATTGGTGGAGTGCAGAACGTACATGTTGGCGCTTCTTGGTAGCAATGG 
TTTGCATTAGTTTCTGTTTCCACGCCAGGGTCTGTGTGGGCGGGTGCACCAAGATGCGCACCGAGGGGAC • 
TCTCAATCACAGGATTTCATATGTTGTCATTGTCACACTTTCACATTTTTGTACATCAGTGAATTTTTTA 
TAT T AAA 

. >GBCA0455 | Acc | J04067 | Ver JJ04067 . 1 GI : 164079 | Dog microsomal signal peptidase (SPC22/23) 
mRNA, complete cds . 

GGCGGGCGGGCGGCGCGGGCCACGGGCGCCATGAACACGGTGCTGTCGCGGGCGAACTCGCTGTTCGCCT 
-TCTCGCTGAGCGTGATGGCGGCGCTCACGTTCGGCTGCTTCATCACCACCGCCTTCAAGGACCGGAGCGT 
CCCGGTGCGGCTGCACGTCTCGCGGATCATGCTAAAAAATGTAGAAGACTTCACTGGACCTAGAGAAAGA 
AGCGATCT GGGATTCATCACGT TTGATATAACAGC TGATC TAGAGAATATAT T TGAT TGGAATGTTAAGC 
AGTTGTTTCTTTATTTATCAGCAGAATATTCAACAAAAAATAATGCCCTGAACCAAGTTGTCCTTTGGGA 
CAAGATTGTTCTGCGAGGTGATAATCCAAAGCTGCTGTTGAAAGACATGAAAACAAAATATTTTTTCTTT 
GACGATGGAAATGGCCTCAAGGGAAACAGGAACGTCACTTTAACTCTATCTTGGAACGTTGTACCAAATG 
CTGGAATTCTACCTCTTGTGACAGGATCAGGTCACGTATCTGTCCCATTTCCAGATACATATGAAATAAC 
GAAGAGTTATTAAATTATTCTGAATTTGAAACAACATATTTTTATACTTAATGAATCATATCTTGTTTTT 
CTCTTTCCTTGCATCTTCATTTGTTTTGTTTTGTTTTGTTTGGTATAAGAACTAATTATCAAAAGGCATA 
TTTGAAGGGAAAGGCTAATGTGCTACGTAAACCTGATTTTACAAACAGAACACACACAGAAGGGTCACCA 
GAGGGGAGTAT TATAAAAATAAGACAACTACATAATAAAGCTT T GTAAAAAAAAAAT ATATGAGGTAT T C 
CCTGTATGTCCATGATTCTTTATGGAATATAAAGTGAGCATGAAGAGTAGTTAGAACTTTTAGGTGGCTG 
TGGAGTTCTAAGAGCCGTATTTTATGCCTTGCATTCATCAGATGTGATTCAGAAGTGGACATTCTCTTTT 
AGGGTTTGTCTCATTACTGGAAAAATTTAAATGACACCTGGTTTATAAAATAGCCAAAAGTGATGGAATT 
TTATTCCATTTGTCTTAGGAATGCCCGATAATGCTTGTTTTTCTTACAGGGGACTAGCAACTTTCTCCAC 
TTAAAGACTAAATACCTCTTTATATGCTGTAAATCATTCTAACTCATTTTAAAGTCT 

>GBCA0456 | Acc I M96629 | Ver | M96629 . 1 GI : 164069 | Canis familiaris sec61 homologue mRNA, 
complete cds . 

CCGAGGGGAAGCTCTCCCGCGCGGGCTGGGCCGCGGGCAGCGTCGCCTCGCTTGGGACGGAGTGGAGCAG 
• GAGCGGGACCCGGAGTCCTAGCAGCCGCCGCCATGGCGATCAAATTTCTGGAAGTTATCAAGCCTTTCTG 
TGTCATCCTGCCAGAGATTCAGAAGCCGGAGAGGAAGATTCAGTTTAAGGAGAAAGTGCTATGGACTGCA 
ATCACCCTCTTTATATTCTTAGTATGCTGCCAGATCCCCCTGTTTGGTATCATGTCTTCAGATTCAGCTG 
ACCCTTTCTACTGGATGAGAGTGATTCTGGCCTCTAACAGAGGCACATTGATGGAGCTGGGTATCTCTCC 
CATTGTCACCTCTGGCCTCATCATGCAGCTTTTGGCTGGTGCCAAAATAATTGAAGTTGGTGACACCCCA 
AAAGACCGAGCCCTCTTCAATGGAGCCCAAAAGTTATTCGGCATGATCATTACCATCGGCCAGTCCATAG 
TATATGTGATGACGGGAATGTACGGAGACCCTTCTGAAATGGGTGCTGGAATCTGCCTGTTAATCACCAT 
CCAGCTCTTTGTTGCTGGCTTAATTGTCTTGCTTTTGGATGAACTTCTGCAAAAAGGGTACGGCCTGGGC 
TCTGGAATCTCCCTCTTCATTGCCACTAACATCTGCGAGACCATTGTTTGGAAGGCGTTCAGCCCCACCA 
CCGTCAACACCGGCAGAGGAATGGAATTCGAAGGCGCCATCATTGCACTGTTCCATCTCCTGGCCACACG 
CACAGACAAGGTCCGAGCCCTTCGAGAGGCCTTCTACCGCCAGAATCTGCCCAACCTCATGAATCTGATC 
GCCACCATCTTTGTCTTTGCAGTGGTGATCTATTTTCAGGGCTTCCGTGTGGACCTGCCCATCAAGTCAG 
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CCCGTTACCGAGGCCAGTACAACACCTACCCTATCAAGCTCTTCTACACTTCCAACATCCCCATCATCCT 
GCAGTCCGCCCTGGTGTCCAACCTGTACGTCATCTCCCAGATGCTGTCCGCCCGCTTCAGTGGCAACCTG 
CTGGTCAGCCTGCTGGGTACCTGGTCTGATACTTCTTCCGGGGGCCCAGCACGGGCGTACCCAGTGGGTG 
GCCTTTGCCACTACCTATCCCCTCCAGAATCTTTTGGCTCCGTGTTAGAAGACCCTGTCCATGCTGTGGT 
GTACATAGTGTTCATGCTCGGCTCGTGTGCGTTCTTCTCCAAAACCTGGATTGAGGTCTCGGGCTCCTCT 
GCCAAAGATGTTGCAAAGCAGCTGAAGGAACAGCAGATGGTGATGAGGGGCCATCGAGAGACTTCCATGG 
TGCATGAACTCAATCGGTACATCCCCAGAGCTGCAGCCTTCGGTGGGCTGTGCATCGGGGCCCTCTCCGT 
CCTGGCCGACTTCCTGGGCGCCATTGGGTCTGGAACCGGGATCCTGCTGGCAGTCACAATCATCTACCAG 
TACTTTGAAATCTTCGTAAAGGAGCAGAGCGAGGTCGGCAGCATGGGCGCCCTTCTGTTCTGAGCCAAGT 
CTCCCTGGACCAAGGAGAGGGGCCCTGCATGGAATTGCAAGGGAGGGGAACAACGACACCTCACTGTGGG 
GTGCTCATCGCAGGAGTGCTGCCGTGGCACCGGGACTTTTAATAATGTTTTTGAATTTCATATTCTTTCA 
TTCCACTTTGTAAAGTGCTAGAATTTTTCAAGTTTGAAATTTTGCTTTTTATTCTGGCATTGGCAAAAAA 
GAACAGTAGAAGAGAGATTTTCTTGAGCTGACTGCCAGAGGTGGGGATGGTAAATGTCCCCAAGTGTCCC 
TGTAACTTTTGTTTTAACCTTTGCACCTGCTCAGTGCCGGACGGCTGCAGTGGTCTGAGCTGTTCCCCCA 
CCAGGGATGTCTTTTTTGGTTAAAAAGCACAAACCTCGTGGCAGTGTCTCCATCGTGGCCATAGGGCACG 
AGGCTAAGAGCAAATCATGTTTCTGGTGGACGTGGGGGACTCGGTCATGAGTCCCTGTCACAATCAGGGC 
TAAGAATATCTGGCTTCAAACTGTTTCTCTGGAAGACACTATTGTTTTCCCTTTTATAAGGTAGTTTTTT 
TAGGAGCAAGCCTCTTCCAAGAGAAAGGGATGAGTTTTCCAGAAGACCCTACTGGGCCATCTGTTGATTT 
TTCTGCATGTGCCTGTTGGCTGTTGTCGTTGATTATTCTGGTCGGGCTTTGAGGCTGAAAAGCATGGAGT 
TAGCTTGGCTCCCCCATGTCTGTCTGTAATCGGTTTGCGTCCTCTGAGCGAGTGAGCGTGGCCAGGCTTT 
GCCAGCCTAATAGAGGTGCGCTCGGCCAAGCCCAGTGGACATTGTATGGAGGAGCCTTGAAATGATGTGT 
GTCTGTCCAGTCCTTCTGGTTGTCGCTGGACGGGCCTCCCACTAGCCCCTGGAGGGAAAGACGGCAGCCT 
AGCTTTCACAGGTCACCGCTACCTCCCAGGCTGAGAACTTCCCATCGTGTTTTTAGCACTTTTTTTTATC 
GTGCCTACAACCCAAATGCAGGTAAAGTAAATGACCAGATGCCACCCGTCTCCTCTCAACTTCCACCAGA 
ACCGCCCCGCAGAGAGGAGGGTGCAGGCCCCAGATCCGTGGTGAAATCTGGGTCAGAAAGCTTAGGTTTT 
TGTTTTGTTTTTAGTAAGTTGCTCCAGTGTTTGATATGAAAAGACTCATGATTGTATCTAAAGTGAATTG 
TGTGTTTGTAGTATCGAGACCTAGGTTGTAGGCATCAGAACCTTTCCTGAGGCCTGTCGGGAGGCTCCTT 
GGGGGACAGGCAGTGCTGGGCAGCAGGGACAGCAGTCGGGCGTTGTGAGCCTGAGGAGTTCTCCTTGGAG 
GATGCCCCAGTCTAAGCAGGGAGCACCTGGGACCCCACCAGCAGCAGGCAACAGTGCCCTTTAAAGCACA 
GAGCCACAGTCACCACTCCTAGCGGCAGCAAAGCTGGCACCACCTAAGTCCGACTTCCAGGACACCTCAC 
TAGCAGCGCTAACCAGGAAACAGACCCCCCACCAAGGGCAAGAAGCGACCCGCCTACAGCCCCCCCAGCA 
AGTCAGCAGCAGAAGCAGGCTGGGCCCGACAGGTCTGTCGACCCCCCTCCAGTCCAGGGCACTCCACCAG 
.CTAGCTCACACGTGGCCTTGTCAGACCCAGTCCTGAGCGAGACTCACTGCCTCCCTGCAGCACGGGCGGT 
GGGCGTCCGCATGGTCCGTGGTCCGTGACCGCGGTGGGGGGGCCTGACCCCAGCTTCCAGGGGACTGTCA 
CTGTGGATGCCAAAACGGGCATAACTGAGTGAAGGTGAATAAGTGACAAATAAAGGAAACTGTTTACGAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0457 1 Acc | M35522 | Ver | M35522 . 1 GI : 164057 | C . familiaris GTP-binding protein (rab7) 
mRNA, complete cds . 

GAGCGGCTGCGTTTGAAGGATGACCTCTAGGAAGAAAGTGTTGCTGAAGGTTATCATCCTGGGAGATTCT 
GGAGT T GG T AAGAC AT C AC T CAT GAACC AG TAT G T G AAC AAGAAAT T C AG T AAT C AG T ACAAAGC T AC AA 
TAGGAGCAGACTTTCTGACAAAGGAGGTGATGGTGGATGACAGACTAGTTACAATGCAGATCTGGGACAC 
AGCAGGCCAGGAACGGTTCCAGTCCCTTGGTGTGGCCTTCTACAGAGGTGCAGACTGCTGCGTTCTGGTA 
TTTGACGTTACTGCCCCCAACACATTCAAAACCCTCGATAGCTGGAGAGATGAGTTTCTCATCCAGGCCA 
GTCCCCGGGATCCTGAAAACTTCCCTTTCGTTGTGTTGGGAAACAAGATTGACCTCGAAAACAGACAAGT 
GGCCACAAAGCGGGCACAGGCCTGGTGCTACAGCAAAAACAACATTCCCTACTTCGAGACCAGTGCCAAG 
. GAGGCCATCAATGTGGAGCAGGCGTTCCAGACGATTGCAAGGAATGCACTTAAACAGGAAACAGAGGTGG 
AGCTGTACAATGAATTCCCTGAACCCATCAAACTGGACAAGAACGACCGGGCCAAGACCTCAGCGGAAAG 
CTGCAGT TGCTGAAGGGGCAGTGAGAGCAGAGCACAGAGT CCT TCACAAACAAAGAACACACT TAGGCCT 
TCCAACACGAGCCCCCTTCTTCTCTTCCAAACAAAACATAAAGTCATCTCTCGAATCCAGCTGCCAAAAG 
ACCCTACCAAACACTTCACCCTGACACACACATACACACAC 

>GBCA0458 1 Acc | M35520 | Ver I M35520 . 1 GI : 164055 | C. familiaris GTP-binding protein (rab5) 
mRNA, complete cds, 

CCGCGGCTCCTCGTGCTGCGGCCTCAGGTTTCTGTATATCCAGAAAGAAAAAATTTGACACCTTGCATCC 
TGGAAGT T CATTTAAGAGACTGAAATTAGGGACTTCT TTCAAATT TGGACAT GGCTAATCGAGGAGCAAC 
AAGACCCAACGGGCCAAATACTGGAAATAAAATATGCCAGTTCAAACTAGTACTTCTGGGAGAGTCTGCT 
GTTGGCAAATCAAGCCTAGTGCTTCGTTTTGTGAAGGGCCAATTTCATGAATTTCAAGAGAGTACCATAG 
GGGCTGCTTTTCTAACCCAAACTGTGTGTCTTGATGATACAACAGTAAAGTTTGAAATATGGGATACAGC 
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TGGTCAAGAACGATACCATAGCTTAGCACCAATGTACTACAGAGGAGCACAAGCAGCCATAGTTGTATAT 
GATATCACAAATGAGGAGTCCTTTGCCAGAGCCAAAAACTGGGTTAAAGAACTTCAGAGGCAAGCCAGTC 
CTAACATTGTAATAGCTTTATCAGGAAACAAGGCTGATCTTGCAAATAAAAGAGCTGTCGATTTCCAGGA 
AGC ACAGTCCTATGCAGATGACAACAGT T TAT T ATT CATGGAGACATCAGC TAAAACATCGAT GAACGTA 
AATGAAATATTCATGGCAATAGCTAAAAAGT T GCCAAAGAACGAACCACAGAATCCAGGAGCAAAT TC T G 
CCAGAGGAAGAGGAGTAGACCTTACTGAACCCACGCAGCCAACCAGGAGTCAGTGTTGTAGTAACTAAAC 
CTCCAGTTTGAACTTCCTGGAATATC 

>GBCA0459 | Acc j M35521 ) Ver |M35521 . 1 GI : 164053 | C . familiaris GTP-binding protein (rab2) 
mRNA, complete cds. 

GCGGCCATGGCGTACGCTTATCTCTTCAAGTACATCATCATCGGCGACACAGGTGTTGGTAAATCATGCT 
TATTGCTACAGTTTACAGACAAGAGGTTTCAGCCAGTGCATGACCTGACTATCGGTGTAGAGTTTGGTGC 
TCGAATGATAACTATTGATGGGAAACAGATAAAACTTCAGATATGGGATACGGCAGGGCAAGAGTCCTTT 
CGT TCCAT CACAAGGTCATAT TACAGAGGT GCAGCAGGGGCTT TACTAGTGTATGATAT TACAAGGAGAG 
ATACATTCAACCACTTGACAACCTGGTTAGAAGATGCCCGCCAGCATTCCAATTCCAACATGGTCATTAT 
GCTTAT TGGAAAT AAAAGTGAT TTAGAATCAAGAAGAGAAGTAAAAAAAGAAGAAGGT GAAGCTT T TGCA 
CGAGAACATGGACTTATCTTCATGGAAACTTCTGCTAAGACTGCTTCCAATGTAGAAGAGGCATTTATTA 
ATACAGCAAAAGAAAT T TATGAGAAAATCCAAGAAGGAGTCT T TGACAT TAATAAT GAGGCAAACGGCAT 
TAAAATTGGCCCTCAGCACGCTGCTACTl^TGCCACACACGCGGGCAATCAGGGAGGACAGCAGGCCGGG 
GGAGGCTGCTGTTGAGTCCGTTTTTT 

>GBCA0460 | Acc | M35302 j Ver | M35302 . 1 GI : 164047 | Canine lipase mRNA, complete cds. 

CGAAAGGGAGGGAAGGCCCAGAACATCCCACAGGATGGTGAGCATCTGGACAATCGCGCTGTTTCTGCTG 

GGAGCAGCCAAAGCAAAGGAAGTTTGCTATGAACAAATCGGATGCTTTTCTGACGCGGAGCCCTGGGCCG 

GGACAGCAATCAGGCCTCTGAAAGTTCTCCCCTGGAGCCCCGAGAGAATCGGCACCCGCTTCCTGCTCTA 

CACCAACAAGAACCCAAACAACTTTCAAACTCTCCTTCCCTCTGATCCATCAACGATTGAGGCATCAAAT 

TT T CAAACAGACAAGAAGACCCGGTTCACCATCCATGGCT T CAT AAACAAGGGAGAAGAG AACTGGCTGC 

TGGATATGTGCAAGAACATGTTCAAGGTTGAGGAGGTGAACTGCATCTGCGTGGACTGGAAGAAAGGTTC 

CCAAACCTCATATACACAGGCTGCCAACAACGTGCGGGTGGTGGGCGCCCAGGTGGCCCAGATGCTCAGC 

ATGCTCTCGGCAAACTACAGCTACTCACCTTCCCAAGTCCAGCTCATCGGCCACAGCCTAGGAGCCCACG 

TGGCTGGGGAGGCAGGGAGCAGGACTCCAGGTCTGGGCAGGATTACAGGGTTGGATCCTGTAGAAGCAAG 

TTTCCAGGGCACTCCTGAAGAGGTTCGACTTGATCCCACTGATGCTGACTTTGTTGATGTGATTCACACA 

GATGCAGCTCCCCTGATCCCATTCCTGGGTTTTGGAACAAGCCAACAGATGGGTCACCTTGACTTCTTCC 

CCAATGGTGGAGAGGAAATGCCAGGATGCAAGAAGAATGCCCTGTCACAGATCGTGAACCTAGATGGCAT 

TTGGGAAGGAACTCGGGACTTCGTGGCTTGCAATCACCTGAGAAGTTACAAGTATTACTCAGAGAGCATC 

CTCAACCCTGATGGATTTGCTTCCTACCCCTGTGCTTCCTACAGGGCCTTTGAATCTAACAAGTGCTTCC 

CCTGCCCAGATCAAGGGTGCCCACAGATGGGTCACTATGCTGATAAATTTGCTGTCAAGACAAGTGAT-GA 

GACACAGAAATACTTCCTGAACACCGGAGATTCCAGCAATTTTGCTCGCTGGAGATACGGGGTTTCTATA 

ACATTGTCTGGGAAAAGAGCCACTGGTCAGGCTAAAGTTGCTTTGTTTGGAAGTAAGGGAAATACTCATC 

AATTCAATATCTTCAAGGGGATTCTCAAACCAGGCTCTACTCATTCCAATGAGTTTGATGCAAAGCTTGA 

TGTTGGAACAATTGAGAAAGTCAAGTTTCTTTGGAATAACAACGTGGTAAACCCAACCTTTCCCAAAGTG 

GGTGCAGCCAAGATCACCGTGCAAAAGGGAGAGGAGAAAACAGTGCACAGCTTCTGCAGCGAAAGCACCG 

TGAGGGAGGATGTTCTGCTCACCCTCACGCCCTGTTAGCGTCCAGCGCAACCCGGGCACCGTGTTAACAG 

CAAT AAAAACCAC T G AT GC AT T T 

>GBCA0461 |Acc|M35301|Ver|M35301.1 GI : 164041 | Canine phospholipase A-2 mRNA, complete cds. 

TTCTCTTGCTCAGCAACTTGACCACAAAATGAAATTCCTCGTACTGGCTGCTCTGCTCACAGTGGCCGCT 

GCCGAGGGGGGCATCAGCCCGCGGGCAGTTTGGCAGTTCCGCAACATGATCAAGTGCACGATCCCCGAGA 

GTGACCCCTTGAAGGACTACAACGACTACGGCTGCTACTGTGGCCTGGGTGGATCCGGCACCCCTGTGGA 

TGAGTTGGACAAGTGTTGCCAGACGCATGACCACTGCTACTCAGAAGCCAAGAAACTGGACAGCTGTAAA 

TTCCTCCTGGACAACCCCTACACCAAAATCTACTCATACTCATGCTCCGGCTCTGAGATCACCTGCAGCA 

GCAAAAACAAAGACTGCCAGGCCTTTATCTGCAACTGTGACCGCAGTGCTGCCATCTGCTTTTCAAAGGC 

TCCGTATAACAAGGAGCACAAGAACCTGGACACTAAGAAGTACTGCTAGAATTGAGTCTCCTCTCTGGAA 

AGCATCATTCCTACATGCCTCGTGGCCTTCACCCTACCCTGTGTCCTCCAATAAAGCACTTTGTTGAAAG 

GC 

>GBCA0462 |Acc|M92447 M33575 | Ver | M92447 . 1 GI : 164039 | Canis familiaris cytochrome P-450 IIB 
(P450IIB) mRNA, complete cds. 

GGCAAACCATGGAGCTCAGCGTCCTTCTCCTCCTTGCTCTCCTCACGGGGCTCTTGCTTCTGATGGCCAG 
GGGCCACCCAAAGGCTTATGGCCACCTCCCACCAGGCCCCCGTCCTCTGCCCATCTTGGGGAACTTTCTT 
CAGATGGACAGAAAAGGCTTACTCAAATCCTTCCTCAGGCTCCAAGAGAAATATGGGGATGTTTTCACGG 
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TGTACCTGGGGCCAAGACGCACGGTCATGCTATGTGGGATAGACGCCATACGGGAGGCCCTGGTGGACAA 
TGCTGAGGCCTTCTCTGGCCGGGGAAAAATTGCTGTAGTGGAGCCAGTCTTCCAGGGATACGGTGTAGTC 
TTTGCCAATGGGGAACGCTGGAAGACTCTTCGCCGATTCTCTCTGGCCACCATGAGGGACTTCGGGATGG 
GGAAGCGGAGTGTGGAGGAGCGGATTCAGGAGGAGGCTCAGTGTCTGGTGGAAGAGCTGCGGAAAACTGA 
GGGAGTCCTCCAGGACCCCACCTTCTTCTTCCACTCCATGACCGCCAACATCATCTGCTCCATTGTCTTT 
GGAAAACGCTTTGGCTACAAAGACCCTGAGTTCCTGCGCCTGATGAACTTGTTCTATGTGTCCTTCGCAC 
TCATCAGCTCTTTCTCCAGCCAGATGTTCGAGCTTTTCCACAGCTTCTTGAAGTACTTTCCTGGCACACA 
CAGGCAGGTCTACAATAACCTGCAGGAAATCAAAGCCTTCATTGCCCGCATGGTGGAGAAGCACCGGGAA 
ACCCTGGACCCCAGCGCTCCGCGGGACTTCATCGACGCCTACCTGATCCGCATGGACAAAGAGAAGGCCG 
AGCCCAGCAGCGAGT TCCACCATCGGAACCTCATAGACACGGCGC TCT CGC TCTTCT TCGCCGGCACGGA 
GACCACCAGCACCACGCTCCGCTACGGATTCCTACTCATGCTCAAATACCCCCACATCGCAGAAAGAATC 
TACAAGGAGATTGACCAGGTGATTGGCCCACACCGTCTTCCTTCCCTTGATGACCGAGCCAAAATGCCAT 
ACACTGATGCAGTCATCCACGAGATTCAGAGATTTGGGGACCTTCTCCCCATTGGCGTGCCCCATATGGT 
CACCAAAGATATTTGCTTCAGAGGGTACATTATTCCCAAGGGCACTGAAGTATTTCCCATCCTGCACTCT 
GCTCTCAATGATCCCCATTACTTTGAAAAACCAGATGTCTTCAACCCTGACCACTTTCTGGATGCCAATG 
GAGCACTGAAGAAGAATGAAGCAT TT ATCCCCTT CTCCAT AGGGAAGCGCAT T T GT CT TGGTGAAGGCAT 
CGCCCGCATGGAATTATTCCTCTTCTTCACCACCATCCTCCAGAACTTCTCTGTGGCCAGCCCCATGGCC 
CCTGAGGACATTGACCTCACACCCCAGGAGATAGGTGTGGGCAAATTGCCCCCAGTGTACCAGATCAGCT 
TTCTGTCTCGTGGAGGGTGCTGAGGGAAGGGGGGTCAAAGGATTCCAGGATCATGAAATATGTCCACTAC 
TTCAGAGAACAGCTGCTTGCCTCTCTCTGGGTCTTCCTGCCACTGAAAGACCCACTTCCAGCCAGTGTCC 
TTCCCCTCCTTGATTGCTGCCTCCCTGGGAAATTCCTCTCTGCCATCTCATCTCACCCCATCATTCTGCA 
GCTCTTGTAAAGACTCATGGGGGTGTGTTTCTTTCCTTTGTCAATAAAGTTACATATGTGGTGTAGAGCT 
AGAAGCTGGGGATTAAGGGGAGATTTGACTCAGGTGCTCTCTGCATTTCTGCCTCCCAAACCACAGCTTC 
CCCCAGTGACTCCTCCCATCCTCAGAACAACCACCACCTCCACTGAGCAACCATTTGTGCTCCATGATCT 
GTGCCTATGTGAGCTCACTTGAATCTTCCTTCAGTAGTCCCATGGGATGGCTACAGTGATTGTGTTTTAC 
AGACGAGTAAACAAAGGCCAGGCACTGGCATCAGTTTTCCCAGATCATATGGCTGGGAGTGGAGGAGCAA 
GATTCACACTCTGTCTCCCTGGTTCTCAAACTCAAATTCTTCACCTAACCACAACCCCCATTATATTTTT 
AAAT TAT AGTAAAATTCACATCACATAAAACAAGTGT T T TAAAGTGTATAATT TAGTGGCAT TGAGT T CA 
TTCGCAATGTTGTACAACCACCACCACTATCGAGTTCCAAACATTTTCATCACTCAAGAAGAAAACCCCT 
TACCCAGTAACAGTCACTCT.CCATTTCCCTTCCCCCTCAGCCCCTGGCAAACACCAATCTGCTTCCAGTC 
TCTGTGGCTTTGCCTATTCTATGTATCT.TATGTAAATGGAATCATACAATATGTGCTCTGTTGTGTCTGG 
CTTCTTTCACTCAGGATAATATTTTTGAGATTCATCCACATTGTAGACCATTGCTGTACCCTACTGTCCT 
CATTCTTACTGACTCTCCTTACTGCTTCCCTCTGTGCAAAGGGCTCCTTGGCTCCTTGGCCCATGGGCTC 
CAGGCCCATGATTCTAATCTAGTGCCTAAACTGGTTTGTTTACAGTGCCCTTCAATTCTCTGAAACTCAA 
ATAAACATCAAAAGCCTGACATCCCCTGGTCAGGTGGTGAGCCAAAAAAAAA 

>GBCA0463 | Acc | M98392 | Ver | M98392 . 1 GI : 164037 I Canis familiaris oligosaccharyltransf erase 
48 kDa subunit (OST4 8) mRNA, complete cds . 

AAGATGAGGAGGAGGAGGAAGATGGAGGCCGGCGCCGCGGCCCGCGCTTGGTCGCTGCTGTGGCTGCTGC 
TGCCCTTGCTTGGCeCGGTGTGCGCCAGCGGCCCTCGCACCTTGGTGCTGCTGGACAACCTCAACCTGCG 
GGAGACGCACTCGCTCTTCTTCCGCAGCCTGAAGGACAGGGCCTTCGAGCTGACGTTCAAGACCGCAGAC 
GACCCCAGCCTGTCCCTCATCAAGTACGGGGAGTTCCTCTACGACAACCTCATCATCTTCTCCCCCTCGG 
TGGAAGAT T T CGGAGGCAACAT CAATGTGGAGACCATCAGT ACCTT CAT CGATGGT GGAGGCAGT GT CCT 
GGTAGCTGCCAGCTCAGACATTGGTGACCCTCTTCGAGAGCTGGGCAGCGAGTGTGGGATTGAGTTCGAC 
GAGGAGAAGACAGCTGTCATTGACCATCACAACTATGACGTCTCTGACCTCGGCCAGCATACGCTCATCG 
TGGCCGACCCCGAGAACTTGCTGAAGGCCCCAACCATCGTTGGGAGGTCATCGCTGAACCCCATCCTCTT 
.TCGAGGTGTTGGGATGGTAGCTGATCCGGACAACCCTTTGGTATTGGACATCCTGACGGGCTCTTCTACC 
TCTTACTCCTTCTTCCCAGACAAGCCTATCACCCAGTACCCCCACGCCGTGGGGAAGAACACCCTGCTCA 
TTGCTGGGCTGCAGGCCAGGAACAATGCCCGGGTCGTCTTCAGTGGCTCCCTGGACTTCTTTAGTGACGC 
CTTCTTCAACTCTGCAGTGCAGAAGGCGGCGCCCGGCTCCCAGAGGTATTCCCAAACAGGCAACTATGAA 
CTAGCTGTGGCCCTCTCCCGCTGGGTGTTCAAGGAGGAAGGTGTCCTCCGTGTAGGGCCTGTGTCCCACC 
ATCGGGTGGGTGAGACAGCCCCACCCAATGCCTACACCGTCACTGACCTCGTGGAGTACAGCATTGTGAT 
TGAGCAGCTCTCAAATGGAAGATGGGTCCCCTTTGATGGTGATGACATTCAGCTGGAATTTGTCCGCATC 
GATCCTTTTGTGAGGACCTTCTTGAAGAAAAAAGGTGGCAAATACAGCGTCCAGTTCAAGTTGCCTGATG 
TGTATGGGGTGTTCCAGTTTAAAGTGGATTACAACCGGCTAGGCTACACGCACTTACACTCTTCCACTCA 
GGTGTCCGTGAGGCCGCTCCAGCACACGCAGTACGAGCGCTTCATCCCCTCGGCCTACCCCTACTACGCC 
AGCGCCTTCTCCATGATGCTGGGGCTCTTCATCTTCAGCACAGTCTTCTTACACATGAAGGAGAAGGAGA 
AATCTGACTGAAGGGGCAGAGCCAGGGCTCCTGACGACAGGCACTTGGGAGTTCTGCGGGCCTGCGTCTT 
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CCTCACAGCGGGCTTTGTTCTGTTGTTAAAGCTGTGGGACCGTGGCACAGCTTACCTCAGGGAAGATGCG 
GCACTGAGTACCGAGGGAGGGGGGTGGGGATGAATTTTCTGTGAGTTTTTCCACCTAATGCTAAGTGGTA 
TTTTTCATATGTGGTCACTCTCATTTCTAAGATAAACATTGCCCTCCAAAAAAAAAA 

>GBCA04 64 | Acc | M804 03 j Ver | M804 03 . 1 GI : 164031 | Canis familiaris Na+- and CI- dependent 
betaine transporter mRNA, complete cds . 

GTGAGTTGCCTAAAGTCACACAGCAAGTTAGAGACTCAGTTCCATCACTTACTATATCGGTCCTGTCTCA 
CCATCCTGCCCACTCTCGCTCTGCGGCCTCCCAGTCCATCACGTGGCTATGGACAGAAAAGTGGCAGTCC 
CCGAdGACGGGCCTCCCGTTGTCTCCTGGCTCCCTGAGGAGGGAGAGAAGTTGGACCAGGAAGGGGAGGA 
CCAGGTGAAGGATCGGGGCCAATGGACCAACAAGATGGAGTTTGTGCTGTCAGTGGCCGGGGAGATCATT 
GGGCTGGGCAATGTCTGGAGGTTTCCCTATCTCTGCTACAAAAATGGAGGTGGGGCCTTCTTCATCCCCT 
ACTTCATCTTCTTCTTCACCTGCGGCATCCCGGTGTTCTTCCTGGAGGTGGCGTTGGGCCAGTACACCAG 
CCAGGGCAGCGTGACAGCCTGGAGGAAGATCTGCCCCCTTCTTCAGGGCATCGGTCTGGCGTCTGTGGTC 
ATTGAGTCCTATCTGAACATCTACTACATCATCATCCTCGCCTGGGCTCTCTTCTACCTGTTCAGCTCCT 
TTACCTCTGAGCTGCCCTGGACGACCTGTACCAACACCTGGAACACAGAGCATTGCATGGACTTTCTTAA 
CCACTCGGGAGCCCGCACAGCGACCTCCTCTGAGAACTTCACCTCACCTGTCATGGAATTCTGGGAGAGA 
CGTGTTTTGGGCATCACCTCAGGCATCCATGATTTGG'GGGCTCTGCGCTGGGAGCTAGCTCTGTGCCTTC 
TGCTGGCCTGGCTTATCTGCTACTTCTGCATCTGGAAGGGAGTCAAGACCACAGGCAAGGTGGTGTATTT 
CACAGCCACGTTTCCCTACCTGATGCTGGTCATCCTGCTGATCCGAGGCATCACCCTTCCCGGAGCCTAC 
• CAGGGTGTCATCTATTACCTGAAGCCTGATTTGCTTCGCCTCAAGGACCCCCAAGTATGGATGGACGCGG 
GCACCCAGATCTTCTTCTCCTTCGCCATCTGCCAGGGGTGCCTGACTGCCCTGGGCAGCTACAACAAGTA 
TCACAACAACTGCTACAGGGACAGCATCGCCCTCTGCTTCCTGAACAGTGCCACCAGCTTCGCGGCTGGC 
TTCGTGGTCTTCTCCATCCTGGGCTTCATGGCCCAAGAGCAGGGGCTGCCCATCTCTGAGGTGGCCGAGT 
CCGGTCCTGGTCTAGCCTTCATCGCGTTCCCCAAGGCTGTGACAATGATGCCCTTATCTCAGCTGTGGTC 
CTGCCTTTTCTTCATCATGCTCATCTTCCTTGGGCTGGACAGCCAGTTTGTCTGTGTGGAGTGCCTGGTG 
ACAGCCTCCATGGACATGTTCCCCAGTCAGCTCCGGAAGAGTGGGCGGCGGGAGCTCCTCATCCTTGCCA 
TTGCTGTCTTCTGCTACCTGGCGGGGCTTTTTCTGGTCACGGAGGGCGGGATGTATATCTTCCAGCTGTT 
TGATTATTATGCCTCCAGTGGCATATGCCTGCTCTTCCTGGCGATGTTCGAAGTGATCTGCATCAGCTGG 
GTGTACGGGGCTGATCGTTTCTATGACAACATTGAAGACATGATTGGCTACCGGCCATGGCCCTTGGTGA 
AGATTTCCTGGCTCTTTCTGACCCCTGGACTCTGCCTGGCCACCTTCCTCTTCTCCTTGAGCCAGTACAC 
ACCTCTCAAATACAACAACATCTACGTGTACCCTCCCTGGGGCTACTCCATCGGCTGGTTCTTGGCTCTC 
TCCTCCATGATCTGCGTCCCACTCTTTGTCATCATCACTCTTCTGAAGACCCGGGGTTCCTTCAAGAAGC 
GCCTACGACAGCTTACCACCCCTGACCCCAGCCTGCCACAGCCCAAGCAACACCTGTATCTGGATGGTGG 
TACCAGCCAGGACTGCGGGCCTTCCCCAACAAAGGAGGGACTAATAGTTGGGGAGAAGGAGACCCACTTG 
TAGGATGTGGCCAGCAGCCAGGTGGCTATTGAGCCAAGAACCTCCTCTGTCAGGGCCACTGCAGTGACAG 
CCTTTACCTCTGCCCCTTACCCAGTCCAGCTATGAACCTCTGCAATGTCTGTGTGTGTCCTCAGCCAGAG 
GCCAGGCTGCTCTCTCCTCAGCAGGGCAGCTCTTCTGGTGGGCGAGATGTGGTCCTGCTGCAATACGCCA 
TCCTGTTGGAACACACCTTCTTATTTATAAAGAAGGGTGGTTTTTTTTGAGTCCACCATCTGATCTAACA 
CATTACACTGTGTGGGAGCTCCCACTGCAGGGACATTCCAGCTTCCTATACTTATGTGTTGGGAGGGTAG 
CCCTGACGGGAGTACATATCACACATTGACTCGGAGATCCCGATGGAACACAACATGTTGGAAGTGACAA 
CTGAACGCACCATATTGGATTCTGACATTCCCTTAGAGGGGTTCCTTCATGAGGCTTAGTGTTCTGGAGT 
CCGTGGGGAAGGAACTAGAGAAACAAAAAGCCTTCATGAGCCATCATTGTCTTGAGTTTTCCTGGAGGCT 
TCTTGAGGTGTCCCTAGTCCCACACGCCTCTTGCAATGTTGTCCTCCACTCACGGAGCACTGGATGGAAG 
GGACTCAGAGGTGATCCCTAGGCTGTTCTTTGAACAGCTTTGAACAGCTTAGGGTGCCTGTACTATGCCC 
AGGCAGACATCACTAATCGATGACAGAGTCTCTCCGACCTCACAGGCCTTCCAAATATAGTGCTCTAGGC 
AGCTCCATTGGCCACCCCACTTTGGTCCAACCTCTGGACTTTGTGGGTGAGGAGACTGAGGACTAAAGAG 
AGAGTGACTTTTTCAAGTTCACATAGCTATGCCTAAAACCTGGCCTCCTTGTTCTCAGGCCATGGTTCTT 
TCCATTATGCCCTCCTGCCTTGGTTAACAAGCAAGTACAGATT 

>GBCA0465 | Acc | L03387 | Ver j L03387 . 1 GI : 164025 | Canis familiaris (clone pCTM-A) mucin c- 
. terminus RNA, 3' end. 

GAAT TCGGCACGAGCGGAT CTGTGTGTGGCT C TGGCCAAACACACT GGCATGT CACCAGAAAGGATGAT G 
GTGGCTGACGTCTTTAGCCACCGCTTCTATAAGATCTACCAGCTGGAGGAGTCTCTGAGCAGCATCTTGG 
ACCGCGATGATATTTTCATATATGAGGTGTCGGGCAGGTCTGCTATTGGTGAAAACTCCAGGGAAGACGT 
TGTGCTTCCTATCTACCTGCGGGAGCGCACCCCAGCCCGGGACTACAACAACTCCTACTATGGCCTGATG 
CTCTTTGGGCACCCTCTCCTGGTGTCGGTGCCCCGTGACCGGCTCTCCTGGGATGCCCTCTATCACATCC 
TGCTGTACCGCCTCTCGCGCTATGTGACCAGACCCAGCTCGGATGACGAAGATGACGGGGATGAGAAAGA 
CATAGAGGATAAGGACAACATCCCCAAACCAGGACACGTGGCTGGGGCCAGCTCCCAGGATTCTGGGGCC 
GGATCAGGCGGGGCCCAGCTCTGGAGTCGCAGGCGGAAGCCTGCCCCCGTGGATAACTCCCCTGGACCAT 
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CTCACTGGCCCCAGAGGGCACGGCGCAAGCACCTGTTCACCCTGCAGACAGTGAACTCCAATGGGACCAG 

CGACCGCTCAACCTTCAACGAGGATACCCATGCCCAGCCGTACATTGCCATCGATTGGGAGCCAGAGATG 

AAGAAGCGTTACTATGACGAGGTGGAGGCCGAGGGCTACGTGAAACATGACTGTGTTGGGTACGTGCTGA 

AGAAGGCTCCTGTGCGGCTGCAGGAGTGCATTGAGCTCTTCACCACTGTCGAGACTCTGGAGAAGGAAAA 

TCCCTGGTTCTGCCCCACCTGCAAGCAGCACCAGCTGGCCACCAAGAAGCTGGACCTGTGGATGCTGCCC 

GAGACACTCATCATCCACCTGAAGCGCTTCTCCTATACCAAGTTCTCCCGCGAGAAGCTGGACACCCTTG 

TGGAGTTTCCTATCCGGGACCTGGACTTCTCTGAGTTTGTCATCAAGCCGCAGAATGAGTCCGCTCCAGA 

GCTGTACAAATATGATCTCATCGCAGTTTCCAATCATTACGGGGGCCTGCGTGACGGACACTACACAACA 

TTTGCTTGCAACAAAGACAGCGGCCAGTCCGATTACTTCGATGACAACAGTGTCTCACCTGTAACTGAGA 

ATCAGATCGAGTCCAAGGCAGCCTATGTCCTCTTCTACCAACGCCAGGATGTGGCGCGTCGCCTGCAACC 

CCAGCCCAGTTCATCTGACCCCCCGGCATCTCCTGCCTGCGGTTCCCCACCCAACTCTGAGTTCATGGAT 

GTAAACTAAGGGGCTCTGTCCCTGCCACAGGGAAGGAAGCCATCTCTGCTCTCTTCCTTCCCACATCCAT 

CCACCCCCACCCTCGCCCTCCTACCCGCGTTAGGTGCCCCGTGCCAGGCATTGCAGGCCTGATTGTGGCT 

ACTGTTCTCCTGTGCCGCTTATATTGCTCTCTCCCGGGGAAGAGGAGGTTGTGTCTCCTCCCGGCAGTGT 

GTTCCCCGCCTGTGTTTGCCCCTTAGAGCATTAATCTTCCCTTCTCTTCTCTATTTATGGTTGTCCCCTT - 

CCCTCTGTCCTCAACCTGGGGTGTTCTGAGGGGGTGGTGGTGGGGTGCACCTGAACACAGAGTGTATTTT 

CTTATCGAGACCCTGTACCTTCTGCTGTGTATATATAAAGTGCCAGTGTGTTC 

>GBCA0466 | Acc | M29611 1 Ver | M29611 - 1 GI : 164 022 | C . f amiliaris MHC class II DLA-DR-beta-1 
gene, complete cds. 

CGACTGCTCCCCTGCACCCTGTCCTTTCTGTTTXCCAGCATGGTGTGTCTGTGTTTTCTTGGAGGCTCCT 

GGATGACAGCTCTGATGCTGATACTGATGGTGCTGAACCCTCCCTTCGCTTGGGCCAGGGACACCCCACC 

ACATTTCTTGGAGGTGGCAAAGTCCGAGTGCTATTTCACCAACGGGACGGAGCGGGTGCGGTTCGTGGAA 

AGATACATCCATAACCGGGAGGAGTTCGTGCGCTTCGACAGCGACGTGGGGGAGTTCCGGGCGGTCACGG 

AGCTCGGGCGGCCCGTCGCTGAGTCCTGGAACGGGCAGAAGGAGATCTTGGAGCAGGAGCGGGCAACGGT 

GGACACCTACTGCAGACACAACTACGGGGTGATTGAGAGCTTCACGGTGCAGCGGCGAGTCGAGCCTACA 

GTGACTGTGTATCCTACGAAGACTCAGACCTTGCAGCATCACAACCTCCTGGTCTGCTCTGTGAATGGTT 

TCTATCCAGGCCACATTGAAGTCAGGTGGCTCCGGAATGGCCAGGAAGAGGAAGCTGGGGTTGTGTCCAC 

AGGCCTAATCCGTAATGGAGACTGGACCTTCCAGATCCTGGTGATGCTGGAGATAGTTCCTCAGAGCGGA ( 

GAGGTCTACACCTGCCAAGTGGAGCACCCAAGTTTGACAAGCCCTGTCACCGTGGAATGGAGGGCACAGT 

CTGATTCTGCACAGAGCAAGATGCTGAGTGGAATCGGGGGCTTTGTCCTGGGTCTGCTCTTCCTTGCAGT 

GGGGCTGTTCATCTACTTCAGAAATCAGAAGGGACACTCTGGACTTCAGCCAACAGGACTCCTGAGCTGA 

AGTGGAGATGGTGACCCTCAAGAAAAAACCTTCCTTTCCAGCTTCTTCTCAGAGTCCAAAGGTTTCCAGC 

TTGGCTCTTATTCTTCTACAAATACAGCGCCTTTCTCAGGATCTGGTTTGCCCTGGCTTCAGTGACCCTG 

CACAGCTTGTGTTCCCCAATGGCTCCCTCTGCCGTGTCCTTGACCTGGAACCCCCAGTGCTGACTGCAGT 

ACCTTATCTGCATTCTCTCCTTCCTCTTCCTATGCAGCCCTTATGTTTCCCTTGCATGGGAACTCACCTT 

CTGCTCATGTTTCTTTATAAACTTTTCTCAAATAAATGTGGATTG 

>GBCA0467 j Acc | M32283 | Ver | M32283 . 1 GI : 164004 | Dog MHC class I DLA-A9/A9 alpha-chain mRNA, 
complete cds . 

ATGGAGGTGGTGATGCCGCGAGCCCTCCTCGTGCTGCTGTCGGCGGCCCTGGCCCTGACCCCGACCCGGG 
CGGGCTCCCACTCCCTGAGGTATTTCTACACCTCCGTGTCCCGGCCCGGCGCGGGGGACCCCCGCTTCAT 
CGCCGTCGGCTACGTGGACGACACGCAGTTCGTGCGGTTCGACAGCGACGCGGCCACTGGGAGGATGGAG 
CCGCGGGCGCCGTGGGTGGAGCAGGAGGGGCCGGAGTATTGGGACCGGCAGACGCGGACCATCAAGGAGA 
CCGCACGGACTTTCCGAGTGGACCTGGACACCCTGCGCGGCTACTACAACCAGAGCGAGGCCGGGTCTCA 
CACCCGCCAGACCATGTACGGCTGTGACCTGGGGCCCGACGGGCGCCTTCTCCGCGGGTACAGTCAGGAC 
GCGTACGACGGCGCCGATTACATCGCCCTGAACGAGGACCTGCGCTCCTGGACCGCGGCGGACACGGCGG 
CGCAGATCACCCAGCGCAAGTGGGAAGCGGCAGGTGTAGCAGAGCTACAATGGAGGAACTACCTGGAGAC 
GACGTGCGTGGAGTGGCTGCGGAGGTACCTGGAGATGGGGAAGGAGACGCTGCTGCGCGCAGACCCCCCA 
AGCACACGTGTGACCCACCACCCCGTCTCTGACCATGAGGTCACCCTGAGGTGCTGGGCGCTGGGCTTCT 
ACCCTGCGGAGATCACCCTGACCTGGCAGCGGGATGGGGAGGACCAGACCCAGGACACAGAGGTTGTGGA 
CACAAGGCCTGCAGGAGATGGGACCTTCCAGAAGTGGGCGGCCGTGGTGGTGCCTTCTGGACAGGAGCAG 
AGATACACGTGCCACGTCCAGCATGAGGGGCTGCCGGAGCCTATCACGCGGAGATGGGAGCCTTCCCCTC 
TGTCCACCATTGTCATCGTCAGCATTGCTGCTCTGGTTCTCCTCGTGGTCGCTGGGGTGATTGGAGCTGT 
GATCTGGAGGAAGCAGCGCTCAGGAGGAAAAGGACCAGGCTACTCTCATGCTGCACGTGATGACAGTGCC 
CAGGGCTCTGATGTGTCTCTGACAGCTCCTAGAGTGTGAGACCAGCTGCCTGTGGGACTGACGGATGCAA 
GATGTGTTCACATCTCACGTGATGACATCAACAACCCTGGCTTGTCTCTGCAAACAGTGTCAGGATGTGC 
CTGTGTCCCTAGGAGCATAATGTGAGGAGGTGGGGAGATTGGCCCACCCTGCCCACCATGACCTGTCCCT 
AATCTGATGTGCGCTCTCCTCTCTGATGTGCTTTCCTGTCCAGGAGAGGCAGGGCTGGACCATCTCCATC 
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CCTGTCTTTGTTTCATGTTGAGTACTAATCTCTTACTATCCGATTGMAATAAGAATCCAGATATGAGTT 
TGTGTTTCCTGAGTCTTGGGATGTGGGGCTGATGAGGTAATAAAAGGAGATTTGTGAAGTTGAGAGAGCA 
AATAAATGGAAGCCCTGAGAACCTTCCAG 

>GBCA0468 |Acc|L11568 M36978 | Ver | L11568 . 1 GI : 163958 1 Dog H+, KH — ATPase mRNA, complete cds . 

TGGCGGCACCGGGCACCATGGGGAAGGCAGAGAATTACGAGATGTACTCGGTAGAGCTGGGTCCTGGCCC 

TGGGGGGGACATGGCAGCCAAGATGAGCAAGAAGAAGGCGGGCAAGGGAGGAGGCAAGAAGAAGGAGAAA 

CTGGAGAACATGAAGAAGGAGATGGAGATCAACGACCACCAGCTGTCGGTGGCGGAGCTGGAACAGAAAT 

ACCAGACCAGTGCGACAAAGGGCCTGTCTGCCAGCCTGGCCGCAGACCTGCTGCTGCGGGACGGGCCCAA 

CGCCCTGAGGCCGCCGCGTGGTACCCCCGAGTATGTCAAGTTCGCCCGGCAGCTGGCAGGTGGTCTGCAG 

TGCCTCATGTGGGTGGCTGCTGCCATCTGCCTCATTGCCTTTGCCATCCAGGCCAGTGAGGGTGACCTCA 

CCACCGACGACAATCTGTACCTGGCACTGGCCCTCATCGCCGTGGTCGTGGTCACCGGCTGCTTTGGCTA 

CTACCAGGAATTTAAGAGCACCAACATCATCGCCAGCTTCAAGAACCTGGTGCCCCAGCAAGCAACTGTG 

ATCCGAGATGGGGACAAGTTCCAGATCAACGCAGACCAGCTGGTGGTGGGCGACCTGGTGGAGATGAAAG 

GCGGGGACCGAGTGCCAGCCGACATCAGGATCCTCCAGGCCCAGGGCTGCAAGGTGGACAACTCCTCGCT 

GACCGGAGAGTCCGAGCCGCAGACCCGCTCGCCCGAGTGTACACACGAGAGCCCCCTGGAGACGCGCAAC 

ATCGCCTTGTTCTCCACCATGTGCCTTGAGGGCACAGCACAAGGCCTGGTGGTGAACACGGGTGACCGCA 

CCATCATCGGGCGCATTGCGTCGCTjGGCTTCGGGAGTAGAGAATGAGAAGACCCCCATCGCTATTGAAAT 

CGAACATTTTGTGGACATCATCGCAGGCCTGGCCATCCTCTTCGGCGCCACGTTTTTTGTGGTGGCCATG 

TGCATTGGTTACACCTTCCTGCGGGCCATGGTCTTCTTCATGGCCATCGTGGTAGCCTATGTGCCCGAGG 

GGCTGCTGGCCACTGTCACGGTCTGCTTGTCCCTGACGGCCAAGCGGCTGGCCAGCAAGAACTGTGTAGT I 

CAAGAACCTGGAAGCCGTGGAGACACTGGGCTCCAAGTCAGTGATCTGCTCAGACAAGACAGGGACCTTG 

ACTCAGAACAGCATGACTGTGTCCAATCTCTGGTTCGACAACCACATCCACACGGCTGACACCACGGAAG 

ACCAGTCAGGGCAGAAGTTTGACCAGTCCTCGGAGACCTGGCGGGCGCTATGCCGCGTGCTCACCCTCTG 

CAACCGGGCGGCCTTCAAGTCGGGCCAGGACGCTGTGCCGGTGCCCAAGCGCATCGTGATCGGGGACGCG 

TCCGAGACGGCGCTGCTCAAGTTCTCGGAGCTGACCCTCGGCAACGCCATGGGCTACCGCGAGCGCTTCC 

CCAAAGTCTGCGAGATCCCCTTCAACTCCACCAACAAGTTCCAGCTGTCCATCCACACGCTGGAGGACCC 

GCGCGACCCCCGGCACGTGCTGGTGATGAAGGGCGCCCCCGAGCGCGTGCTGGAGCGCTGTAGCTCCATC 

CTCATCAAGGGCCAGGAGCTGCCGCTGGACGAGCAATGGCGGGAGGCCTTCCAGACTGCCTACCTTAGCC 

TGGGGGGCCTGGGGGAACGCGTGCTCGGTTTCTGTCAGCTGTACCTGAGTGAGAAGGACTACCCGCCTGG 

CTATGCCTTCGATGTGGAGGCCATGAACTTCCCAACTAGTGGCCTGTGCTTTGCGGGACTTGTATCCATG 

ATAGACCCGCCTCGGGCCACCGTCCCTGATGCTGTGCTCAAGTGCCGCACGGCGGGCATCCGGGTGATCA 

TGGTGACGGGTGACCACCCCATCACGGCCAAGGCCATTGCAGCCAGCGTGGGCATCATTTCGGAGGGCAG 

CGAGACAGTGGAGGACATCGCCGCCCGCCTCCGGGTGCCTGTGGACCAAGTTAATAGGAAGGATGCCCGC 

GCCTGCGTCATCAATGGCATGCAGCTGAAGGACATGGACCCGTCCGAGCTGGTGGAGGCGCTGCGGACTC 

ACCCCGAGATGGTGTTTGCTCGTACCAGTCCCCAGCAGAAGCTGGTGATCGTGGAGAGCTGCCAGAGACT 

GGGTGCCATCGTGGCCGTGACCGGGGATGGGGTGAACGACTCCCCAGCCCTGAAGAAGGCCGACATCGGC 

GTGGCCATGGGCATTGCCGGCTCGGACGCTGCCAAAAATGCAGCGGACATGATCCTGCTGGATGACAACT 

TTGCCTCCATCGTGACAGGCGTGGAGCAGGGCCGGCTGATCTTTGATAACCTGAAAAAGTCCATCGCCTA 

CACGCTGACCAAGAACATCCCCGAGCTGACGCCCTACCTCATCTACATCACCGTCAGCGTGCCCCTGCCC 

CTCGGGTGCATCACCATCCTCTTCATAGAGCTCTGCACCGACATTTTCCCGTCGGTGTCCCTGGCGTATG 

AGAAGGCGGAGAGTGACATCATGCACCTGCGCCCACGGAACCCAAAGCGAGACCGATTGGTCAACGAGCC 

CCTGGCTGCCTACTCCTACTTCCAGATCGGTGCCATCCAGTCATTTGCTGGCTTCACGGACTACTTCACG 

GCCATGGCCCAGGAGGGCTGGTTCCCGTTGCTGTGTGTGGGGCTGCGGCCGTACTGGGAGAACCACCACC 

TACAGGATCTGCAGGACAGCTACGGCCAGGAGTGGACATTCGGGCAGCGCCTGTACCAGCAGTACACCTG 

CTACACCGTGTTCTTCATCAGCATCGAGATGTGCCAGATCGCTGACGTCCTCATCCGCAAGACACGCCGC 

CTGTCTGCCTTCCAGCAGGGCTTCTTCAGGAACAGGATCCTGGTGATCGCCATCGTGTTCCAGGTCTGCA 

TCGGCTGCTTCCTGTGCTACTGCCCCGGAATGCCCAACATCTTCAACTTCATGCCCATTCGGTACCAGTG 

GTGGCTGGTCCCCATGCCCTTTGGCCTCCTCATCTTCGTCTATGATGAGATTCGGAAACTTGGAGTTCGC 

TGTTGCCCAGGGAGCTGGTGGGATCAGGAGCTCTACTATTAGAGGAACCATCCCTGCACCCCCCGCAGCA 

GAGGTGGGGGGCATGGGACCCGCTGGGCCGCCACTGGAACATCAAAGCGACCAGGAGCCCTGGCACCTGT 

GTCAGCTCCTGCAGCCCACGGCGCCCCGACCTTGGAGGGCCCTCCCCGCTCCCCTTCCCCATCCACAGAG 

AGCCCACCCCGTCAGGGCGGTCCCTGGGCCAGGTCCTGGTCTGAAGAGTGGGGAGGGGGGGTGTTGGCAG 

GAGTGGGGCGCTGGCTGTTCCTGTGAGGCGGGTCTGCACTCGGGGTGCCCAGAGGGCTCCCCAGGGTACT 

GCTTCAATACACACCTGTGCCGCGTGATAGTAATAAACCAGCTACACTGACGAAAA2U^VAAAAAAAAAA 

>GBCA04 69 |Acc|M55251 M38757 [ Ver | M55251 . 1 GI : 163953 | Dog glycoprotein 80 (gp80) mRNA, 
complete cds. 

CGCCGGCGCCGCTGACCGAGGCCTGCTGGGATTCCAGAATTGGAGAAGGAGGCATGATGAAGACTCTCCT 
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GCTGCTGGTGGGGCTGCTGCTGACCTGGGACAATGGACGGGTTCTGGGAGACCAGGCTGTCTCAGACACC 

GAGCTCCAGGAAATGTCCACCGAAGGTAGTAAGTACATTAATAAGGAAATAAAAAATGCTCTCAAGGGGG 

T GAAACAGATAAAGACCCTAATAGAACAGACAAACGAAGAGCGCAAAT CACTGCTCAGCAACCT GGAGGA 

AGCCAAGAAGAAGAAAGAGGATGCACTAAATGATACCAAGGATTCTGAAACGAAGCTGAAGGCGTCCCAG 

GGGGTGTGCAATGACACCATGATGGCCCTCTGGGAGGAGTGCAAGCCCTGCCTGAAACAGACCTGCATGA 

AGTTCTACGCACGTGTCTGCAGAAGTGGCTCGGGGCTAGTTGGCCACCAGCTCGAGGAGTTCCTGAACCA 

GAGTTCTCCCTTCTACTTCTGGATGAATGGCGATCGTATCGACTCCCTGCTGGAGAACGACCGGCAGCAG 

ACCCACGCCCTGGACGTCATGCAGGACAGCTTCAACCGGGCATCCAGCATCATGGATGAGCTTTTCCAGG 

ACAGATTCTTCACCCGGGAGCCCCAGGATACTTACCACTACTCACCCTTCAGCTTATTCCAGAGGAGGCC 

TTTCTTCAATCCCAAATTTCGCATCGCCCGGAACATAATACCTTTCCCTAGATTCCAGCCCTTAAACTTC 

CATGACATGTTTCAGCCCTTCTTTGACATGATACACCAGGCTCAACAGGCCATGGATGTTAACCTGCATA 

G AAT T CC T T ACC AC T T C C C AAT T GAAT T CC C AG AAG AAG AT AAC C G CACC G T G T G CAAGGAG AT C C G T C A 

CAACTCCACAGGTTGCCTGAAAATGAAGGACCAGTGTGAAAAGTGCCAGGAGATCTTGTCAGTGGATTGT , 

TCTTCCAACAACCCTGCGCAGGTCCAGCTGCGACAGGAACTTAGTAATTCCCTCCAGATTGCGGAGAAGT 

TCACCAAGCTCTACGACGAGCTGCTGCAGTCCTACCAGGAGAAGATGTTCAACACGTCCTCCCTGCTGAA 

GCAGCTGAACQAGCAGTTTAGCTGGGTGTCCCAACTGGCTAACCTCACTCAAAGTGAAGACCCATTCTAT 

CTCCAGGTCACGACGGTGGGTTCTCAGACTTCTGACTCCAATGTTCCCGTGGGCTTCACTAAGGTGGTTG 

TGAAGCTCTTTGATTCTGACCCCATCACGGTGATGATCGCAGAAGCAGTCTCCAGGAACAATCCTAAATT 

TATGGAGACTGTGGCAGAGAAGGCTCT T CAGGAGTATCGCCAAAAGCACCGAGAGGAAT GAGAT GTGAAC 

ATTGCTTCTCCAAATATGGGAGGGCTGAGTTCCTTTGACCCCAAGATGAGTGCTAGGCCCCTAGAGAGAG 

CTCTGCATGTCACCAAGTGACCAGGCCTTGCCTCGAGGCGCTCCTGTCTCCTAACCCAGCTTTCCTTCCT 

CTGGACTCCGCACTGTAACGCCTACGTTTGCTGATCATGGGAAGAACTCCTGTGTGCCACTAACTCAATA 

AAACCGCCAAGGAATCTGAAAAAAAT 

>GBCA0470 |Acc|M33826 | Ver IM33826.1 GI : 163949 | Canine blood clotting factor IX mRNA, 
complete cds . 

AAGCAGCGCCTGAATAGGATCATGGCAGAAGCATCGGGCCTCGTCACCGTCTGCCTTTTAGGATATCTAC 
TCAGTGCCGAATGTGCAGTTTTTCTTGATCGTGAAAATGCCACCAAAATTCTGAGTCGGCCAAAGAGGTA 
TAATTCAGGTAAACTGGAAGAGTTTGTTCGAGGGAACCTTGAGAGAGAATGTATAGAAGAAAAGTGCAGT 
T T T GAAGAAGC ACGGGAAGT T T T T G AAAAC AC T G AAAAAACC AC T GAAT T T T G GAAG C AAT AT GT T GAT G 
GAGATCAATGTGAATGCAATCCATGTTTAAATGACGGTGTATGCAAGGATGACATTAATTCCTATGAATG 
T TGGTGTCGAGCT GGAT T TGAAGGAAAGAACTGT GAAT TAGATGTAACATGCAACATTAAGAATGGCAGA 
TGCAAGCAGTTTTGTAAATTGGGCCCCGATAACAAGGTGGTTTGTTCCTGTACTACGGGATACCAACTTG 
CGGAAGACCAAAGGTCCTGTGAACCAGCAGTGCCATTTCCATGTGGAAGAGTTTCTGTCCCTCACATTTC 
TAT GACACGC AC C CG T GC T G AAAC TCTTTTTTC C AAT AT GGAC TAT GAAAAT T C AACT GAAGT GGAAAAA 
ATTTTGGATAACGTCACCCAACCGCTTAACGACTTCACTCGAGTTGTTGGTGGAAAAGATGCCAAACCAG 
GTCAATTCCCTTGGCAGGTCCTTTTGAATGGGAAAGTTGATGCATTCTGCGGAGGTTCCATCATCAATGA 
AAAATGGGTGGTAACTGCAGCCCACTGTATTGAGCCTGATGTTAAAATTACCATAGTTGCAGGTGAGCAT 
AACACCGAGAAGAGGGAACATACAGAGCAGAAGCGAAACGT GAT TCGCACTATTCT TCACCACAGCT ATA 
ATGCAACTATTAATAAGTACAACCATGACATCGCCCTTCTGGAACTGGATGAGCCCTTAACGCTGAACAG 
CTATGTAACACCTATTTGCATTGCTGACAGGGAATACTCGAACATCTTCCTCAAATTTGGGTCTGGCTAT 
GTGAGTGGCTGGGGGAGAGTCTTCAACAAAGGGCGATCGGCTTCAATTCTTCAATACCTTAAAGTTCCAC 
TTGTTGACCGAGCCACGTGCCTTCGGTCCACGAAGTTCACCATTTATAACAACATGTTCTGTGCTGGCTT 
CCATGAGGGAGGTAAAGATTCATGCCAGGGCGATAGTGGGGGACCCCATGTCACCGAAGTAGAAGGCATA 
AGTTTCTTAACTGGGATTATTAGCTGGGGTGAAGAGTGTGCGATGAAAGGGAAGTATGGAATATATACCA 
AGGTGTCCCGGTATGTCAACTGGATTAAAGAAAAGACGAAGCTCACCTAAAGAATAATGTATTTCCAAGG 
TTGACACGTTTAGGGTAGAAAATGGACAAGGTCCTTTACTAACTAATCACTTTTTTTATCTCTTTAGATT 
TGCACTATATACATTCTCTGCATACTGCTTTTTCTCTTTCTGGGGAGAAATCTATCTAGAATTCCTATTT 
TACTAGACTAAGTGAATTAGAAAATGTAATCACTACGGGAATGTACTGTGATGGGACTTGTGACCACTCC 
CACAGGTCTAGCCCTTGGCACCATTGTGAGGTTAGGTTATTCCTCCGTCCCGTCAGTGTTAAGTTTCTCC 
ACTGGGGCAACTCCCTGATTCTCCCTCCTTGGCAGCATTCCATGTTCCAGACCTTTCTTACCTTTCCCAT 
GGAAAGCATCAT CAAAATGTGTTAGATCTACATCCAGGATAT T T GATCTAGTTCAGAACAAGTCTAACAC 
CTCACTTGTTAAGGAAGAACACAGGAGCAACTGACAGGTTGCAACTCACCAGAAAACACTATTTCCTTTT 
CTGTATGCTTATTCCTGCTTCCTTATCTCTTCTGTTTCCTAATCCTGAAATCAGTGTCTCTCTTTCTCTT 
TCTCTCTCTCTTTTTCCTACAGAGGTTTAAAGGAGGGAAGGGACACATCATGCTGTTTTACTACTGTCCA 
CAGTTATACATGTCTATCAAACCCAGACTTGCTTTCAGTTTGGTCTTTGACTTGCTTTTCGGAGCATAGG 
GATGAAGCCAGGTGCCTGAAGACCTTCAGGAAAATTTGTCTGAAAGAGTCATGTTACTGAAATACATGGC 
ATCGTGGAAGGAATGACCGACCCATCAGAATACGTCCAATAAGCATTTGTAATTGTGTTGTGATAGAGGT 
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AAC T AAG AAG AG T G AC AT C AAC TCCTGCGTCT CAT C C CCC AT G T G AAAAAAC T GT G AAC T AAAAG AG AAC 
AGCCAGTGTGCAACGTAGAACTAGTAGAGTCTTAAGGAAGAATTCATTGGTGGGTCTCCAGTACTGGCCG 
GAGC TAAGGAAG AAGTT GCCCT CGACCAAAG AACAT GAGCACCCTGT CT CT T AAACT AGCAT GT CCCCAC 
AGTGGAGAAGGATGTACTGGTGGCTTAAAGGCATGAGTCAGGGGTGTCTGGGTGGCTCAGTGGTTGAGCC 
TTTGGCTCAGGGCATGATCCCAGCGTCCTGGGATTGAGTCCCGCATCAGGCTTCCTGCAGGGGGCCTGCT 
TCTCCCTCTGCTTATGTCTCTGCTTCTCTGTGTGTGTGTGTGTGTCTCTCATGAAAAAAATAAATAAAAT 
CTTTAAAAAAAAAAAAGGTATGAGTCATTCCAGTGAGCCATCTCACTCCCCCTTTTCTGGTTTCAGGTTC 
TCTAGGCAACCTTTTGATTATAATTAGGCCTTCCATATTGAATTTTCTAAAGAGTTGCTGACCAACCTCT 
GCATGT ACT TTAGTGTGT TAGGCT GGCTCCCTTTATGAATTAAT AAACT GTTGTTCTGGTTGAT ACT GTA 
GCTTTTTGTGAATGTGGCTGATGTGAATCAGTCATCCCACATGTTGTTATATATGAGACTACTGACAAAA 
TCATGTTTGGGACCACTTTGACCTGACCAAGCTGCTGCCTTCACCTCACCCCCAGCCAGGCATTTACTTT 
AGTCCTTCAAATATTAAGTACCAATAAATGTCTTTTCAAATTTCAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBCA0471 |Acc|M55410|Ver IM55410.1 GI : 163917 | Dog CD3 epsilon subunit mRNA, complete cds. 
ATAAACGTTAGTTACTATTTTTATCAGGACTCCTGGGACCCCTATCTCACTAATTTCCTTAAAGACAGTA 
TAATACAGCAGCTCACACAGACTTTCGGATTCAGAAAAACAGTTGTGTCGGGCCTTGGGTAAATTATGTA 
AGGCAAGCCTCAGTTTGCTCAGCGGTAAAACGAGGAAAGTAATAAGCCACCCGCCTCCGCCATTTTGGGT 
AGAATAAGGGTGCATCCAGTGAGAGAAGGATGCAGTCGAGGAACCTCTGGAGAATTCTGGGACTCTGTCT 
CTTATCAGTTGGTGCTTGGGGGCAGGACGAGGATTTCAAAGCTTCTGATGACTTGACAAGTATATCTCCA 
GAGAAACGGTTTAAGGTCTCCATCTCTGGAACCGAGGTAGTGGTGACATGCCCTGATGTTTTTGGATATG 
ATAATATAAAATGGGAAAAAAATGATAACCTTGTGGAAGGTGCTAGTAACAGAGAGCTATCTCAGAAGGA 
GTTTTCAGAAGTGGACGACAGTGGTTATTATGCCTGCTATGCAGATTCCATAAAGGAGAAGAGCTATCTC 
T ACCT GAGAGCAAGAGTGT GTGCAAACT GCATAGAGGT GAATCTGAT GGCAGTGGTCACAATCAT T GTAG 
CTGACATCTGCCTTACTCTGGGGTTGCTGCTGATGGTGTATTACTGGAGCAAGACTAGAAAGGCCAATGC 
CAAGCCTGTGATGAGAGGAACAGGTGCCGGCAGCAGGCCCAGGGGACAAAACAAGGAGAAGCCACCACCT 
GTTCCCAATCCAGACTACGAGCCCATCCGGAAAGGCCAGCAGGACCTGTATTCTGGCCTGAATCAGAGAG 
GCATCTGACGGCTCCTGAGGACACGGCCTCCCCAGGGCCCAGGTCTTGGTGTCTCCAGGTCCTGCTACTC 
CCAGTACCCTGGGTAAATCTTGAACCCCAGAAGAGAATTATTCCTCTGCCTTCTGGAGAACTAACTCCCA 
GCCTGCAGCCTTATCCCCAGCACCCTCCAACCCGCCTTCTCTGCTGGCACTTGGTCCTGCAATATCACCT 
.CCTCATCATGGCCACTCACCGCCCCCCCACCAGCCAGACTGCCCTCTGGTCGGGGTATTTATTTCTGTTA 
CCCTGACGCCCCCACCATCACCAATTCCTTCCTACCCTTCAGAGGTATCCTTGCTCCCTTCCGTACCCCT 
CTCCCGGACAGAACCTGCCCCCATCCCTTACTATCCCACCTACCTTTCCGTTTTTCCAGCTCTCTCTTTG 
GTGACCCTCTGTGGGGATGGACTAGGTAACTCTGGTAGAGGTCCTGCCCCATCCATGACCTTGGCCCAGA 
GCCACCCTCTGCCAGCAGGCCCCTGGATGATCATTTGCATTCTTACAAATGTGCTAGGCTCCTTGACAGC 
TAGAGAGAAAATAATAAAGTGTATTTGGTTGAAAAA 

>GBCA0472 |AcclM17178 J027 94 1 Ver 1 M17178 . 1 GI : 163904 1 Dog apolipoprotein C-III mRNA, 
complete cds. 

CTCTCAGGAACAGAGGTGCCATGCAGCCCCGGGTCCTCCTCGTCGCTGCCCTGCTGGCGCTCCTGGCCTC 
CGCCCGAGCCCTGGAGGAAGAGGACCCCTCCCTCCTGGGCCTTATGCAGGGTTACATGCAGCACGCCACC 
AAGACGGCCCAGGACACGCTGACCAGCGTTCAGGAGTCCCAGGTGGCGCAGCGGGCCAGGGGCTGGATGA 
CCGATAGCTTCAGTTCCCTGAAAGACTACTGCAGCACGTTTAAGGGCAAGTTCACTGGGTTCTGGGATTC 
AGCCTCTGAGGCCAAACCAACTCCAGCCTCTGATGCCTTCTAGACCTCGAAACCCCAAGTCTTCCTGCGA 
AAGTCACTTGAAAATGAACAACATTCTGACCTCCCACCCCGCCCCAGACCTGGCCCACCCCTAAGCTCGC 
TGTCTACCCAATAAAGTTGCCCTTT 

>GBCA0473 |Acc|M17177 J02794 | Ver | M17177 . 1 GI : 163902 I Dog apolipoprotein C-II mRNA, 
complete cds. 

CAGAGTCGGCTTTCTCAGTGGTCCAGGTCTTCCGAAGCCATGGGTi\CCCGATACCTCCTGGTTCTGTTGC 
TTGTCCTCCTGGTATTGGGATTTGAGGTCCAGGGGGCCCATGAGTCCCAGCAAGATGAAACCACCAGCTC 
CGCCCTGCTCACCCAGATGCAGGAATCACTCTACAGTTACTGGGGCACAGCCAGATCGGCTGCCGAGGAC 
CTGTACAAGAAGGCATACCCAACTACCATGGATGAGAAAATCAGGGACATATACAGCAAAAGCACAGCAG 
CTGTGAGCACTTACGCAGGGATTTTCACTGACCAGCTACTTTCTATGCTGAAGGGAGACTCGTAACAGCT 
GAGCCCCGATCGTGGGGGAGGGGAGAGTCCAGACCCCCCACTTCTCAGCACTGTCAGCATCTTGCTCCAG 
TGCTAGTCTGTCTTCTTATAAATAAATACATTTAAAAAGCC 

>GBCA0474 | Acc | U12687 | Ver | U12687 . 1 GI : 533110 | Canis familiaris signal peptidase complex 25 
kDa subunit (SPC25) mRNA, complete cds. 

AGGAGACGCAGAGACAGACAAGATGGCGGCGGCGTCTGCACAGGGCGGGAGAACTGGTGGTGGCGGAGGC 
AGTAGTGGGCCCGGCGGTGGTCCTACCTGCGGGTCCGGCAGTGGCCGCAGCGGCTTGTTGGACAAGTGGA 
AAATTGATGATAAGCCTGTAAAAATTGACAAATGGGATGGATCAGCTGTGAAGAATTCTTTGGATGATTC 
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TGCCAAAAAGGTACTTCTGGAAAAGTACAAGTATGTGGAGAATTTTGGTCTGATTGACGGTCGCCTCACC 
ATCTGTACCATCTCCTGTTTCTTTGCCATAGTGGCATTGATTTGGGATTATATGCATCCCTTTCCAGAAT 
CTAAGCCTGTTTTGGCTTTGTGTGTCATATCCTATTTTGTGATGATGGGGATCCTGACCATTTATACCTC 
AT ATAAGGAGAAGAGCAT CTT TCT TGT GGCCCACAGGAAAGAT CCT ACAGGAAT GGATCCT GATGAT AT T 
TGGCAGCTGTCCTCTAGTCTCAAAAGGTTTGATGACAAATACACTCTGAAGTTGACCTTCATCAGTGGAA 
GAACAAAGCAGCAGCGAGAGGCCGAGTTCACCAAGTCCATTGCTAAGTTTTTTGACCACAGCGGGACACT 
GGTCATGGATGCATACGAGCCTGAAATATCCAGGCTCCATGACAGCCTTGCCACAGAAAGAAAAATAAAA 
TAGCCAATTCTAAAAGCAGCCATCTTTGCTGGATCATGCTGAATTTTGGGGTGAGAGAGAAGGAAACAGA 
ACTTAAAATGGATAAAGTA 

>GBCA0475 j Acc | L2508 6 | Ver | L2508 6 . 1 GI : 459747 | Canis familiaris Sec61-complex gamma- subunit 
mRNA, complete cds.. 

TGAGGAGGCGGCGGCAGGCATCATGGATCAGGTAATGCAGTTCGTTGAGCCAAGCCGGCAGTTTGTGAAG 
GACTCCATTCGGCTGGTTAAAAGATGCACTAAACCTGATCGAAAAGAATTCCAGAAGATTGCCATGGCAA 
CAGCAATAGGATTTGCTATAATGGGATTCATTGGCTTTTTTGTGAAATTGATCCATATCCCTATTAATAA 
CATCATTGTTGGAGGCTGAATACCTTTTTAAAAGAGTCTTTCATCTTGGGGATTGGTGAATAATTGATAC 
GAGAAGCTCATGAAGTAAAAATGTGCCTAATATGTTTCGTGTTTTTCTTTGATGTTTTTTTTTGTCTTCC 
AAGAT GT T T TGT AT TT GTAAATTAAAATAATT T CAAAAT 

>GBCA047 6 | Acc | L25052 | Ver | L25052 . 1 GI : 459745 | Canis familiaris protein translocation 
complex beta subunit mRNA, complete cds . 

GCGGGGCCTGAGCCAGTTTCTCCGGCCGCCGGGCTTTGGAGCACTTCAGCGAGCGCTCGTTCGCCGTCGG 
TGTCAGCGTCGGGCGCCGTCCAGCCTGCAGCATGCCTGGTCCGACCCCCAGTGGCACTAACGTGGGCTCG' 
TCGGGGCGCTCTCCCAGCAAAGCAGTGGCCGCCCGGGCGGCCGGGTCCACGGTCCGGCAGAGAAAAAATG 
CCAGCTGTGGGACAAGGAGCGCAGGTCGCACCACCTCAGCGGGCACTGGGGGCATGTGGCGATTCTACAC 
GGAAGACTCACCTGGGCTCAAGGTTGGCCCTGTTCCAGTATTGGTTATGAGTCTTCTGTTCATCGCTTCT 
GTATTTATGTTGCACATTTGGGGCAAGTACACTCGTTCATAGATTCGGCTACATCCATCTGTCTGTCATC 
TGAAGAAGAAGGAAAAAAAACTCAACATATCTTGGACCAAAAGCATAGTGAT T TCCTGT TAGT GAGAAAG 
AAATATTCTGTTAGCTTATTGTTTTGCAAGGACTTAACACGAATTGGTTTTCCGGAATCAGTTTTTTTCT 
ATGGCTAATAAACTTTTTAATTCATTT 

>GBCA0477 | Acc | U01153 | Ver | U01153 . 1 GI : 403496 | Canis familiaris GRP94 mRNA, complete cds. 

CCGCGCGGCTTGTGGTCTGAGCGTCTGATCCCCGGGGTGGGGGGTGGAGGCGGCTCCTACTATCAAAAGG 

GACGTGAGACTCCCACCGGCCGCGCGCCATGAGGGCCCTGTGGGTGCTGGGCCTCTGCTGCGTCCTGCTG 

ACCTTCGGGTCAGTCCGAGCTGACGATGAAGTCGATGTGGATGGTACAGTGGAAGAGGATCTGGGTAAAA 

GTAGAGAAGGCTCCAGG ACAGAT GAT GAAGT AGT GCAGAGAGAGGAAGAAGCTAT TCAGTT GGATGGATT 

AAATGCAT CCCAAATAAGAGAACT T AGAGAAAAATCAGAAAAATTTGCC TTCCAAGC T GAAGTGAATAGA 

ATGAT GAAACTT AT CAT CAAT T CATT GTATAAAAATAAAGAGAT TT TCT TGAGAGAACTGATT TCAAAT G 

CTTCTGATGCCTTAGATAAGATAAGGTTAATATCACTGACTGATGAAAATGCTCTTGCTGGAAATGAGGA 

ACTAACTGTCAAAATTAAGTGTGACAAGGAGAAGAATCTGCTACATGTCACAGACACTGGTGTGGGAATG 

ACCCGGGAAGAGTTGGTTAAAAACCTTGGTACCATAGCCAAATCTGGAACAAGCGAGTTTTTAAACAAAA 

TGACTGAGGCACAAGAGGATGGCCAGTCAACTTCTGAACTGATTGGGCAGTTTGGTGTCGGTTTCTATTC 

TGCCTTCCTTGTCGCAGATAAGGTTATTGTCACATCAAAACACAACAACGATACCCAGCATATCTGGGAA 

TCTGACTCCAATGAGTTCTCTGTAATTGCTGACCCACGAGGGAACACCCTCGGACGGGGAACAACAATTA - 

CACTTGTTT TAAAAGAAGAAGCATCTGAT TACCT TGAAT TGGACACAAT TAAAAAT CTCGT CAAGAAATA 

TTCACAGTTTATAAACTTCCCTATTTATGTGTGGAGCAGCAAGACTGAAACTGTTGAGGAGCCCATGGAA 

GAAGAAGAAGCAGCAAAAGAAGAAAAAGAAGATTCTGATGATGAAGCTGCAGTGGAAGAAGAAGAGGAGG 

AAAAAAAACCAAAAACCAAAAAAGTTGAGAAAACTGTCTGGGATTGGGAGCTTATGAATGACATCAAACC 

AATATGGCAGAGACCAT CAAAAGAAGTAGAAGATGACGAATACAAAGCTT TCTACAAAT CAT T T T CAAAG . 

GAAAGTGATGACCCCATGGCTTATATCCACTTTACTGCTGAAGGGGAAGTCACCTTCAAATCAATTTTAT 

TTGTACCTACATCTGCTCCACGTGGTCTGTTTGATGAATATGGATCTAAGAAGAGTGATTACATTAAGCT 

TTACGTGCGCAGAGTATTCATCACAGATGACTTCCATGATATGATGCCCAAGTACCTTAACTTTGTCAAG 

GGTGTTGTGGACTCAGATGATCTCCCCTTGAATGTTTCCCGGGAAACTCTTCAGCAACATAAACTGCTTA 

AGGTGATTAGAAAGAAGCT TGTCCGTAAAACTC T GGACATGAT CAAG AAGAT TGCT GAT GAGAAGTACAA 

TGATAC TTT TTGGAAAGAAT T T GG TAG CAACAT CAAGC T TGG TGT AATTGAAGACCAC TCAAAT CGAAC A 

CGTCTTGCTAAACTTCTTAGATTCCAGTCATCTCATCATCCAAGTGACATAACCAGTCTAGACCAATACG 

TGGAAAGAATGAAGGAGAAGCAAGACAAAATCTACTTCATGGCTGGGTCTAGCAGAAAAGAGGCTGAATC 

TTCTCCATTTGTTGAGCGACTTCTGAAAAAGGGCTATGAAGTGATTTATCTCACCGAACCTGTGGACGAA 

TACTGCATTCAGGCTCTTCCTGAGTTTGATGGGAAAAGGTTCCAGAATGTTGCCAAAGAAGGTGTGAAAT 

TTGATGAAAGTGAGAAAACAAAGGAGAGTCGTGAAGCGATTGAGAAAGAATTTGAGCCTCTGCTCAACTG 
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GATGAAAGATAAAGCTCTCAAGGACAAGATTGAAAAGGCCGTGGTATCTCAGCGTCTGACAGAGTCTCCG 
TGTGCTCTGGTGGCCAGCCAGTATGGATGGTCTGGCAACATGGAGAGAATCATGAAAGCTCAAGCATACC 
AGACGGGCAAAGACATCT CTACAAAT T ACTATGCCAGCCAAAAGAAAAC AT T TGAAATTAAT CCCAGACA 
TCCCCT GATCAAAGACATGC T GCGACGAGT T AAGGAAGAT GAAGATGACAAAACGGT AT CGGATCT T GC T 
GTGGTTTTGTTTGAGACAGCAACGCTGAGATCAGGCTATCTGCTACCAGACACTAAAGCATATGGAGATC 
GAATAGAAAGAAT GCT TCGCCTCAGT T TAAACAT TGACCCTGATGCAAAGGTGGAAGAAGAACCAGAAGA 
AGAACCCGAAGAGACAACCGAGGACACCACAGAAGACACAGAGCAGGACGATGAAGAAGAAATGGATGCA 
GGAACAGACGACGAAGAACAAGAAACAGTAAAGAAATCTACAGCTGAAAAAGATGAATTATAAATTATAC 
TCTCACCATTTGGAACCTGTGTGGAGAGGGAATGTGAAATTTAAGTCATTTCTTTCGAGAGAGACTTGTT 
TTGGATGCTCCCCGCAGCCCCCTTCTCCCCTGCACTGTAAAATGTTGGGATTGTGGGTCACAGAAAGAAG 
TGGGTTTTTTAGTTGAATTTTTTTTTTTAACATTCCTCATGAATGTAAATTTGTACTATTTAACTGACTA 
TTCTTGGTGTAAAATCTTGTCATGTGTATAAAAATAAAAAAGATCCCAAAT 

>GBCA0478 | Acc | M7 648 6 | Ver j M7 6486 . 1 GI : 163908 | Dog (H+, K+) -ATPase beta-subunit mRNA, 
complete cds . 

CCCGTGTTCTGCAGGAGGGGACTCCAGGGGCCGGGACGATGGCAGCACTACAGGAGAAAAAGTCATGCAG 
CCAGCGGATGGAGGAGTTCCAGCGCTACTGCTGGAACCCAGACACGGGGCAGATGCTGGGCCGGACACTG 
TCCCGGTGGGTGTGGATCAGCCTCTACTACGTAGCCTTCTACGTGGTGATGACTGGAATCTTTGCCCTGT 
GCATTTACACGCTGATGTGCACACTTGACCCATACACGCCTGACTACCAAGACCAGCTAAAATCACCAGG 
GGTGACCTTGAGGCCCGATGTCTATGGGGAGAAAGGCCTGGACATTTCCTACAACGTCTCTGACAACAGG 
ACCTGGGTAGACCTTGTGAACATCCTCCACAACTTCTTGGAAGGCTACTCGCCCACATCCCAGGAGGACA 
ATATCAACTGTACCTCTGAGAAGTACTTCTTTCAGGACGTTTTTGGGGCCCCAAATCACACCAAGTTCTC 
CTGCAAGTTCATGGCAGACATGCTGCAAAACTGCTCAGGCCTGACAGACCCCAACTTCGGCTTTGCAGAA 
GGAAAGCCGTGTTTTATTATTAAAATGAACAGGATCGTGAACTTCCTCCCCAGCAACAGCACAGCGCCCA 
GGGCCGACTGCACCTTCTTGGACCAGCACAAGGATGACCGGCCCCTGCAGGTGGAATATTACCCACCCAA 
CGGTACCTTCAGCCTTCGCTATTTCCCTTACTACGGGAAAAAGGCGCAGCCCCACTACAGCAACCCTCTG 
GTCGCCGCGAAGCTTCTCAATGTCCCCAGAAACACGGAAGTCCTCATTGTGTGCAAGATCCTGGCAGATT 
ATGTGACCTTTGACAACCCCCATGACCCCTATGAAGGGAAAGTGGAGTTCAAGCTCACCATTCAGCAGTA 
GAGAGCAAGGAGGCTGCACCCTGGCCCCCATGACCCCTATGAAGGGAAAGTGGAGTTCAAGCTCACCATT 
CAGCAGTAGAGAGCAAGGAGGCTGCACCCTGGCTGCCCACCCCCCTGCCATCCCTGTACTCCTCCTAGCT 
GCCCGTCGACATGCTGCAAAACTGCTCAGGCCTGACAGACCCCAACTTCGGCTTTGCAGAAGGAAAGCCG 
TGTTTTATTATTAAAATGAACAGGATCGTGAACTTCCT 

>GBCA0479 | Acc | L23429 | Ver | L2342 9 . 1 GI : 437330 | Canis beta-galactosides-binding lectin 
(LGALS3) mRNA, 3 'end. 

TCTGGGTCTGGAAACCCAAACCCTCAAGGATGGCCTGGTCCATGGGGAAACCAGCCTGCTGGAGCAGGGG 
GCTACCCAGGGGCCTCCTATCCTGGTGCCTACCCTGGCCAGGCACCACCCGGCGGCTACCCTGGCCAGGC 
ACCTCCCGGTGGCTACCCTGGCCAGGCACCTCCCGGCGGCTACCCTGGCCAGGCACCACCCGGCGGCTAC 
CCTGGCCAGGCACCTCCCGGTGGCTACCCTGGCCAGGCACCTCCCGGCGGCTACCCTGGCCAGGCGCCTC 
CTGGCACCTACCCTGGCCCCACAGCACCTGCTTATCCTGGCCCAACAGCACCAGGAACCCAACCCGGGCA 
ACCGAGTGGCCCTGGGGCCTACCCGCCTCCTGGACAACCAAGCGCTCCGGGAGCCTACCCTGCGGCTGGT 
CCCTTTGGCATCCCTGCTGGACCACTGACTGTGCCTTATGACCTACCTTTGCCTGGAGGAGTCAAGCCTC 
GCATGCTGATAACAATTCTGGGCACAGTAAGGCCCAGTGCAAACAGACTTGCTCTAGATTTCAAGAGAGG 
GAAT GATGT TGCC TTCCACTT TAACCCACGCT T CAATGAAGACAACAAGAGAGT CAT TGT T TGCAATACC 
AAGCTGGATAATATCTGGGGAAAGGAAGAAAGGCAGGCAGCTTTTCCATTCGAAAGTGGTAAACCATTCA 
AAATACAAGTGCTGGTTGAATCTGACCACTTCAAGGTTGCGGTCAATGATGCCCATTTGTTGCAGTACAA 
TCATCGGATGAAAAATCTCCCGGAAATCAGCAAACTGGGAATTTCTGGTGACATAGATCTCACCAGTGCT 
T CAT AT GCTAT GATATAAT CT T AAAGGAGAAGAT T TAAAAAAAAGAGAAT T GAATATTCATT TAAACT TA 
CACATGTAAACTTCATGTTTCGACTGAAAAATTTTACCTTTATTCATCACTATCCTTCTTGTAAATCATC 
CATTTAATAAACATTCTAAAGAGTT 
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>GBCA0480 lAcc!L19740iVer|L19740.1 GI : 304 651 | Canis familiaris Kvl . 2 delayed rectifier K+ 
channel mRNA, complete cds . 

CCAGCCCCAATTATGACAGTGGCTACCGGAGAGCCAGCGGACGAGGCTGCCGCCCTCCCCGGGCACCCGC 
AGGACACCTACGACCCCGAGGCAGACCATGAGTGCTGCGAGAGGGTGGTCACCAACATCTCGGGGCTGCG 
TTTCGAGACCCAGCTCAAGACCTTAGCCCAGTTTCCGGAGACCCTCTTAGGGGACCCCAAGAAGCGGATG 
AGGTTCTTTGACCCCCTCCGAAACGAGATCTTTTTCGTACGGAACCGCCCCAGCTTTGATGCCATTTTGT 
ACTACTACCAGTCCGGGGGCCGGCTGAGACGGCCTGTGAACGTGCCCTTAGACATTTTCTCCGAAGAAAT 
TCGGTTTTACGAGTTGGGAGAAGAAGCGATGGAGATGTTTCGGGAAGATGAAGGCTACATCAAGGAGGAA 
GAGCGTCCTCTGCCCGAAAATGAGTTTCAGAGGCAAGTGTGGCTTCTCTTTGAATACCCAGAGAGCTCTG 
GACCTGCCAGGATCATAGCTATCGTATCTGTCATGGTGATCCTGATCTCGATTGTGAGCTTCTGCCTGGA 
AACCCTGCCCATATTCCGGGATGAGAACGAGGACATGCACGGTGGCGGGGTGACCTTCCACACCTACTCC 
AACAGCACAATCGGGTACCAGCAGTCAACTTCCTTCACCGACCCCTTCTTCATCGTAGAAACCCTCTGCA 
TCATCTGGTTCTCGTTTGAATTCTTAGTGAGGTTCTTTGCCTGTCCCAGCAAAGCCGGCTTCTTCACTAA 
CATCATGAACATCATTGACATTGTGGCCATCATTCCCTACTTCATCACCCTGGGGACGGAGCTGGCTGAG 
AAGCCAGAGGATGCCCAGCAAGGCCAGCAGGCCATGTCACTGGCCATCCTCCGTGTCATCCGGTTGGTAA 
GAGTCTTTAGGATTTTCAAGTTGTCTAGACACTCCAAAGGTCTCCAGATTCTAGGTCAGACCCTCAAAGC 
CAGCATGAGAGAATTGGGCCTCCTAATATTCTTTCTCTTCATTGGGGTCATCCTTTTCTCTAGTGCTGTC 
TATTTCGCAGAGGCCGATGAGCGAGAGTCCCAGTTCCCCAGCATCCCGGATGCCTTCTGGTGGGCAGTCG 
TCTCCATGACAACTGTAGGCTATGGAGACATGGTTCCAACTACCATTGGGGGAAAGATCGTGGGTTCCCT 
GTGTGCAATTGCAGGTGTGTTAACCATTGCCTTACCGGTCCCCGTCATAGTGTCCAACTTCAACTACTTC 
TACCACCGGGAGACGGAGGGGGAGGAGCAGGCCCAGTACCTGCAAGTGACGAGCTGCCCAAAGATCCCAT 
CCTCCCCTGACCTGAAGAAAAGTAGAAGTGCCTCTACCATTAGTAAGTCTGATTACATGGAGATCCAGGA 
GGGAGTAAACAACAGTAACGAGGACTTTAGAGAGGAAAACTTGAAAACGGCCAACTGCACTTTGGCTAAT 
ACAAACTATGTGAATATTACCAAAATGTTAACTGATGTCTGATTGAAACCTATTAACGTACTCTCAGCTC 
CATGGAACTAATGCAGATACTGGATAATAGCCTGCATTGTAGTAACATGTTCTACAGTGTGTATCTGGTT 
CTGCATGGAAAGCAATAGTCGTGCAAGTGACTTTTGATCTTTTGCATTTTTGATTTAGAACACAGAATAT 
CTATCCATGGCTTTCATGCAATCTTCATCACCGGCTTAGGGTTTCAACAGGGAGTCACAGTGAGCAGA 

>GBCA0508 | Acc | AY262732 | Ver)AY2 62732 . 1 GI : 30172035 | Canis familiaris 18S ribosomal RNA 
gene, partial sequence. 

TGGTTGATCCTGCCAGTAGCATATGCTTGTCTCAAAGATTAAGCCATGCATGTCTAAGTACGCACGGCCG 
GTACAGTGAAACTGCGAATGGCTCAT 



1410 



TABLE 37 



1411 



WO 2005/067649 



PCT/US2005/000517 



name database description 

GBEV0 0 01 GenBank Acc | NC_0 01491 REGION: 

complement (31519 . .32916) | Ver | NC_0014 91 . 1 GI : 962 673 7 | Equine 
herpesvirus 1, complete genome. 

GBEV0002 GenBank Acc |NC_0014 91 REGION: 

82083. .83027 |Ver|NC_001491.1 GI : 9626737 | Equine herpesvirus 1, 
complete genome . 

GBEV0003 GenBank Acc | NC__001491 REGION: 

complement (join (83148 . .84319,87885. .88917) ) | Ver | NC_0 01491 . 1 
GI : 962 673 7 | Equine herpesvirus 1, complete genome. 

GBEV0004 GenBank Acc |NC_001491 REGION: 

77703 .. 81833 | Ver |NC_001491 . 1 GI : 9626737 | Equine herpesvirus 1, 
complete 1 genome . 

GBEV00 05 GenBank Acc |NC_001491 REGION: 

complement (6011 . . 7042) | Ver | NC_0 01491 . 1 GI : 962673 7 | Equine 
herpesvirus 1, complete genome. 

GBEV0 00 6 GenBank Acc | NC_001491 REGION: 

complement (23029 . . 24234) | Ver | NCJ) 01491 .1 GI : 9626737 | Equine 
herpesvirus 1, complete genome. 

GBEV0007 GenBank Acc | NC_001491 REGION: 

complement (20487 . .21146) | Ver | NC_001491 .1 GI : 9626737 | Equine 
herpesvirus 1, complete genome. 

GBEV000 8 GenBank Acc | NC_001491 REGION: 

complement (47403 . .48230) | Ver | NCJ301491 . 1 GI : 9626737 | Equine 
herpesvirus 1, complete genome. 

GBEV0009 GenBank Acc | NC_001491 REGION:* 

48763. .50625 | Ver |NC_001491.1 GI : 9626737 | Equine herpesvirus 1, 
complete genome. 

GBEV0010 GenBank Acc |NC_001491 REGION: 

59243. . 61570 | Ver |NC_001491.1 GI : 9626737 | Equine herpesvirus 1, 
complete genome . 

GBEV0011 GenBank Acc |NC_001491 REGION: 

complement (67212 . . 68975) | Ver |NC_0 01491 .1 GI : 9626737 | Equine 
herpesvirus 1, complete genome. 

GBEV0012 GenBank Acc |NC_J)01491 REGION: 

122861. .123571 | Ver |NC_001491.1 GI : 9626737 | Equine herpesvirus 1, 
complete genome. 
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GBEV0013 GenBank Acc | NCM301650 REGION: 

70055. .74200 | Ver |NC_001650.1 GI : 962 8 002 | Equine herpesvirus 2, 
complete genome. 

GBEV0014 GenBank Acc | NC_001650 REGION: 

74258. .75160|Ver|NC_001650.1 GI : 9628002 | Equine herpesvirus 2, 
complete genome . 

GBEV0015 GenBank Acc | NC__0 01650 REGION: 

complement (119327 . . 120343 ) | Ver |NC_001650 .1 GI : 9628002 | Equine 
herpesvirus 2, complete genome. 

GBEV0016 GenBank Acc | NC_001650 REGION: 

complement (134764. .135303) | Ver | NCJ) 01650 . 1 GI: 9628002 | Equine 
herpesvirus 2, complete genome. 

GBEV0017 GenBank Acc | NC__00165 0 REGION: 

complement (91186. .92982) | Ver | NC__0 01650 . 1 GI : 9628002 (Equine 
herpesvirus 2, complete genome. 

GBEV0018 GenBank Acc | NC_001650 REGION: 

complement (155087 . . 159124) | Ver | NC_001650 .1 GI : 9628002 (Equine 
herpesvirus 2, complete genome. 

GBEV0019 GenBank Acc | AF514779 | Ver | AF514779 . 1 

GI : 22087525 | Equine herpesvirus 3 DNA polymerase gene, partial cds . 
GBEV0020 GenBank Acc | AF514778 | Ver | AF514778 . 1 

GI : 22087522 (Equine herpesvirus 3 putative DNA packaging protein 
gene, partial cds. 

GBEV0021 GenBank Acc | AF081188 | Ver | AF081188 . 1 GI : 3415100 | Equine 
herpesvirus 3 glycoprotein G precursor, gene, complete cds. 

GBEV0022 GenBank Acc | NC_001844 REGION: 

90699. .92396 | Ver | NC__001844 . 1 GI : 962 9732 | Equine herpesvirus 4, 
complete genome . 

GBEV0023 GenBank Acc | NC_001844 REGION: 

complement (92681. .94 033) | Ver | NC_001844 . 1 GI : 9629732 | Equine 
herpesvirus 4, complete genome. 

GBEV0024 GenBank Acc | NC__001844 REGION: 

complement (107637. . 108296) | Ver | NC_001844 . 1 GI : 9629732 (Equine 
herpesvirus 4, complete genome. 

GBEV0025 GenBank Acc | NC_001844 REGION: 

127455. .129707 | Ver | NCJD01844.1 GI : 9629732 | Equine herpesvirus 4, 
complete genome. 
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GBEV0026 GenBank Acc | NC__001844 REGION: 

129798. .131006| Ver | NC__001844 . 1 GI : 9629732 | Equine herpesvirus 4, 
complete genome. 

GBEV0027 GenBank Acc | NC__0 01844 REGION: 

131111. .132373 | Ver | NC_001844.1 GI : 9629732 | Equine herpesvirus 4, 
complete genome. 

GBEV0028 GenBank Acc | NC_001844 REGION: 

132593. .134239 | Ver | NCJ301844.1 GI : 962973 2 | Equine herpesvirus 4, 
complete genome. 

GBEV0029 GenBank Acc | NC_001844 REGION: 

77301. .81428|Ver|NC__001844.1 GI : 9629732 | Equine herpesvirus 4, 
complete genome. 

GBEV003 0 GenBank Acc | NC_0 01844 REGION: 

complement (99648 . . 101891) | Ver | NC_0 01844 .1 GI : 9629732 | Equine 
herpesvirus 4, complete genome. 

GBEV0031 GenBank Acc | NC_001844 REGION: 

complement (join (82 703 . .83875,87438. .88469) ) | Ver | NC_0 01844 . 1 
GI : 9629732 | Equine herpesvirus 4, complete genome. 

GBEV0032 GenBank Acc | NC__0 01844 REGION: 

134911. .135573 | Ver | NC_001844.1 GI : 9629732 | Equine herpesvirus 4, 
complete genome. 

GBEV0033 GenBank Acc | NC__001844 REGION: 

complement (135917 . . 136603) | Ver | NC__0 01844 . 1 GI : 962 9732 | Equine 
herpesvirus 4, complete genome. 

GBEV0034 GenBank Acc | AF495531 | Ver | AF495531 . 1 

GI : 20270987 [Equine herpesvirus 5 putative DNA terminase gene, 

partial cds . 

GBEV0035 GenBank Acc j AF050671 | Ver | AF05 0671 . 1 GI : 2944434 | Equine 
herpesvirus 5 glycoprotein B (gB) gene, complete cds. 

GBEV0036 GenBank Acc | AF141886 | Ver | AF141886 . 1 GI : 48 092 05 | Equine 
herpesvirus 5 DNA-dependent DNA polymerase gene, partial cds. 

GBEV0037 GenBank Acc | L01473 | Ver | L01473 . 1 GI : 330921 | Equine 
herpesvirus type 5 repeat region. 

GBEV0 03 8 GenBank Acc | D85905 | Ver | D85905 .1 GI : 13 8 9626 | Equine 
herpesvirus DNA for glycoprotine G, complete cds. . 
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GBEV0039 GenBank Acc|U4 94 04 REGION: <1 . . 947 | Ver | U49404 . 1 

GI: 1224109 | Equine morbillivirus P protein gene, partial cds, and 

matrix protein and fusion protein genes, complete cds. 

GBEV0040 GenBank Acc|U4 94 04 REGION: 1494 . . 2555 ) Ver ) U49404 . 1 
GI : 1224109 J Equine morbillivirus P protein gene, partial cds, and 
matrix protein and fusion protein genes, complete cds. 

GBEV0041 GenBank Acc|U49404 REGION: 3 025 . . 4665 1 Ver | U49404 . 1 
GI: 1224109 | Equine morbillivirus P protein gene, partial cds, and 
matrix protein and fusion protein genes, complete cds. 

GBEV0042 GenBank Acc | AF113004 | Ver | AF113004 . 1 

GI : 7328983 jNeospora hughesi SAG1 precursor (SAG1) gene, complete 
cds,. 

GBEV0043 GenBank Acc | AF158089 | Ver | AF158089 . 1 

GI : 6690531 | Neospora hughesi SAGl-related sequence 2 (SRS2) gene, 
complete cds . 

GBEV0044 GenBank Acc j AF038859 | Ver | AF038859 . 1 

GI: 3779228 | Neospora hughesi strain NE1 internal transcribed spacer 
1, complete sequence. 

GBEV0045 GenBank Acc|AY191008 | Ver | AY191008 . 1 

GI : 28394725 | Sarcocystis neurona surface antigen 4 (SAG4) mRNA, 
complete cds . 

GBEV0 046 GenB ank Ac c | AY1 91007) Ver | AY1 9 1 0 0 7 . 1 

GI -.28394723 | Sarcocystis neurona surface antigen 3 (SAG3) mRNA, 
complete cds . 

GBEV0047 GenBank Acc | AY191006 | Ver | AY191006 . 1 

GI : 283 94721 | Sarcocystis neurona surface antigen 2 (SAG2) mRNA, 

complete cds . 

GBEV0 04 8 GenBank Acc | AY1 6 5 0 0 0 | Ver | AY1 650 00.1 

GI: 27469347 | Sarcocystis neurona RNA polymerase beta subunit (rpoB) 
gene, partial cds. 

GBEV0 04 9 GenBank Acc | AF53 2594 | Ver | AF53 2594 . 1 

GI : 22347778 | Sarcocystis neurona microneme antigen 10 (MIC10) mRNA, 
complete cds. 

GBEV0050 GenBank Acc | AF401682 j Ver | AF401682 . 1 
GI : 15290644 | Sarcocystis neurona merozoite surface antigen SAG1 
(SAG1) gene, complete cds. 
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GBEV0051 GenBank Acc | AY032845 | Ver | AY032845 . 1 

GI : 13936364 | Sarcocystis neurona surface antigen 1 (SAG1) mRNA, 
complete cds . 



GBEV0052 GenBank Acc | AF260967 j Ver | AF260967 
Nile virus strain NY99-eqhs, complete genome. 

GBEVO 053 GenBank Acc | AF2 6 0 9 6 7 | Ver | AF2 60 967 
Nile virus strain NY99-eqhs, complete genome. 

GBEV0054 GenBank Acc | AF260967 | Ver | AF260967 
Nile virus strain NY99 -eqhs , complete genome. 

GBEV0055 GenBank Acc | AF260967 | Ver | AF260967 
Nile virus strain NY99-eqhs, complete genome. 

GBEVO 056 GenBank Acc | AF2 6 0 9 6 7 | Ver | AF2 60967 
Nile virus strain NY99-eqhs / complete genome. 

GBEV0057 GenBank Acc | AF2 60 967 | Ver | AF260 967 
Nile virus strain NY99-eqhs, complete genome. 

GBEV0058 GenBank Acc | AF2 60967 | Ver | AF2 60967 
Nile virus strain NY99-eqhs, complete genome. 

GBEV0059 GenBank Acc | AF260967 | Ver | AF260967 
Nile virus strain NY99-eqhs, complete genome. 

GBEV0060 GenBank Acc | AF260967 | Ver | AF260967 
Nile virus strain NY99-eqhs, complete genome. 

GBEVO 061 GenBank Acc | AF2 6 0 9 6 7 | Ver | AF2 60 967 
Nile virus strain NY99-eqhs, complete genome. 

GBEV0062 GenBank Acc | AF260967 | Ver | AF260967 
Nile virus strain NY99-eqhs, complete genome. 
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>GBEV0001 lAcc|NC_0014 91 REGION: complement (31519 32916) [Ver |NC_001491 . 1 GI:9626737 
| Equine herpesvirus 1, complete genome. 

ATGAATCTAGGGGGCAACAGATTTGTGCAAATCGGAAATGGCATGAGCAACATTATGTATACGGACGCAA 

ATGGAGCCGTCAGGTGGGAACAGATCTCCCCACCGGCTGGATTTCCCCAGCAACAGCGCGGACGTGGACG 

TGGACATGTAGCGTTTGGACTCCCCAACACGCTGGACTGGCTCCCCGGATTTGTCCAGGCCACCCCCAAT 

AGTATAACGATCAGCAACATGGGCGGCATCCAGATTTCATCTGCGGGTGTGATAACGGCGGCCATC2\ACT 

CAGAGCAAAACTCGTGGATGCTTTCAAGCTTTAACCCATCGCTGAAGCTTACACGTCAGGTAACGCTTAC 

CGACTTTTGCGACCCCACAGCAGAGCGGCCCGGACTTCCGATAATCCGCCTCCGCCACCACCTCGATGCC 

ATTGGATCGTCACCATCAAGCACCCCACCCGGGCGCAATCCGCAGGAGTTGGACGAGGCTTGGGCCGCGC 

TGTCGGAACTGTCAGTGTCCGGTCGCTCGGATACGACGGGGCTGCGACCCTCGTTGCTTTCTTTGACGTT 

TTTGGTGGCATCCCGCTCGGGGGAGTACTCTGACAAGGCCGCTGCGGAAGCCGTTAGGGCGCACGTACTA 

GCCAACTACCGT GACCGTAGAACGGAACAGCGCC T AGACAGGT T TGGGGAATAT T T GCAGGCGATGGTGC 

GAACCCACGTCTTTCCTCATAAACACATGACGGTATTTGGAGGCCTTATCTCCCACGTGATTCAGGACAA 

GCTCGCCAGCCTCACCGCTGTTGCTGGGGGTGTGCAAGAGGGTGCCCGCACCAACAACTCGGCGGTACCC 

AGGTCTAGCGTTTACGTGCCGGCGTGTGCGTTTCTGGATGTGGATCACGAGCTGAAACTGGGCGACGCGA 

GCGCAAAGTTTGTTTACCTAATATTTGTGTACAGCCAGCGGTTACGCCGGGAGGGAGTGAGGGTGTACGT 

GGCGGTGAGCAAGTTTGATGAGGTGGCCTTCGAGGATGCAGTCAGCTTTCTGTTTCACAAAGCCCGCACC 

GAGAGCGCCATCAGAGGAACGGAGGGAGCGGACGCGCCAGAGCCGCACCCAAACGCCGCCCTCCCGCTCC 

AGGAACTGTCAAGCAGTCGGTGTGAGCCGCGGTGCCCGCCTTCGCGTCTAAACAACAGAGAATTTACCAA 

CGCGTTGTACCAGTGGGCACCAGACCTGCGGGGTCGGCCAAACAGAACCTCGTGTATGTATGCCGCCTAT 

ATTCGCCTGGGGGCCATAGCCTCAGACTCCCCCAGAACCACACGCCGTAGCGAGAGATTTGGCAGCGTGG 

ATATGCCCGTGGTTTGGCTGGAAAATGTACGGTGGGACCCACAGGATTGGGTCGAGTGCAGTTACTAA 

>GBEV0002 |AcclNC_00 14 91 REGION: 82083 .. 83027 | Ver | NC_001491 . 1 GI : 9626737 | Equine 

herpesvirus 1, complete genome. 

ATGGCGAGTGCCGCCTTTGAGATTGACATCCTACTGCCCAGTGACCTATCTCCCGCTGACCTGTCAGCTC 
TTCAAAAATGCGAGGGTAAGCTTGTGTTTTTGACCGCTCTGCGTCGTCGCGTGATGCTCTCCAGCGTCAC 
CCTCTCGTCATACTATGTCAACGGCGCACCCCCGGACACGCTATCCCTGATGGCGGCGTTTCGTAGGCGT 
TTTCCCGCTATAATACAGCGCGTGCTGCCCAACAAAATGATAGCCGCCGCCCTGGGAGTCGCACCGCTTC 
CTCCCGGGGCGTTCATACAGAACACAGGCCCGTTTGACCTGTGCAACGGGGACTCTGTGTGCGCGCTGCC 
TCCCATTTTGGACGTGGAGGACAAGCTGCGCCTAGGATCTGTGGGCGAGGAAATACTATTTCCGCTGACC 
GTTCCACTCGCGCAAGCGCGCGAACTCATCGCGCGGCTGGTAGCGCGCGCGGTGCAGGCTCTCACCCCAA 
ACGCCCAGGCCCAGCGCGGAGCGGAGGTGATGTTTTACAACGGACGAAAGTACAACGTGACCCCGGATCT 
CAGACACCGAGACGCCGTTAACGGCGTGGCGCGGTCTCTGGTGCTAAACATGATTTTTGCCATGAACGAG 
GGATCGCTTGTGCTGCTCTCGCTGATACCAAACCTGCTCACCCTGGGAACCCAGGACGGATTTGTGAACG 
CCATAATCCAGATGGGAAGCGCCACCCGTGAGGTTGGCCAGCTCGTCCACCAGCAGCCCGTGCCCCAACC 
GCAGGACGGCGCTCGCCGCTTTTGTGTGTACGACGCTCTGATGTCATGGATCAGCGTTGCCTCGCGTCTT 
GGTGACGTGGTCGGTGGGAAACCCTTGGTGCGGATCTGTACGTTCGAGGGCCAGGCTACGATTTCCCGCG 
GCGAGAAGGCCCCTGTCATTCAAACGCTTTTGTAA 

>GBEV0003 |AccjNC_0014 91 REGION: complement (j oin ( 83148 84 319, 87885 .. 88917 )) 1 Ver | NC_ 

001491.1- GI: 962 6737 | Equine herpesvirus 1,. complete genome. 

ATGTTTGGTAGGGTGCTGGGCAGGGAGACCGTCCAGTATTTTGAAGCGCTGCGGCGAGAGGTCCAAGCGC 

GTCGAGGGGCCAAAAACAGAGCCGCGGAAGCTCAAAATGGTGGAGAGGATGATGCGAAAACGGCCTTTCT 

■CAACTTTGCGATTCCTACTCCCCAGCGCCACCAGACCGTCGTTCCTGGGGTAGGGACGTTACACGACTGC 

TGCGAGACCGCGCAAATATTTGCTTCTGTGGCTAGGAGGCTGCTGTTTAGAAGCCTGTCAAAATGGCAGA 

GCGGAGAGGCGAGAGAACGGTTAGACCCGGCCTCCGTGGAGGCTTATGTGGACCCCAAGGTGCGACAGGC 

TCTTAAGACTATCTCCTTTGTCGAGTACAGCGACGATGAGGCGCGCTCGTGTAGAAACGCGTACTACAGT 

ATCATGAACACCTTCGACGCTCTCCGCTCCTCAGACGCCTTTCACCAAGTAGCCAGCTTTGTGGCGCGCT 

TCAGTCGCCTGGTGGACACGTCTTTTAACGGAGCCGACCTAGACGGGGACGGCCAACAGGCAAGCAAGCG 

GGCCAGGGTGGACGTTCCCACCTACGGGAAGCAGCGCGGGACTCTGGAGCTATTTCAAAAGATGATTCTC 

ATGCACGCTACATACTTTATAGCTGCAGTCATCCTGGGGGACCATGCTGACCGTATAGGGGCGTTTCTAA 

AGATGGTGTTTAACACCCCGGAGTTTTCTGACGCAACAATCCGCCATTTTCGGCAACGCGCGACTGTATT 

GTTGGTTCCGCGACGTCATGGAAAAACCTGGTTTTTGGTGCCCCTGATAGCTCTGGCGCTAGCGACCTTC 

AAGGGGATTAAGATCGGATATACGGCCCACATACGCAAGGCCACCGAACCGGTTTTTGATGAGATAGGCG 

CGAGGCTCCGCCAGTGGTTCGGGAACTCTCCAGTAGATCACGTCAAAGGGGAAAATATATCATTCTCCTT 

TCCCGACGGATCGAAAAGCACAATCGTGTTCGCATCTAGTCACAACACCAACGGGATTCGCGGCCAGGAC 

TTTAACCTGCTATTTGTGGACGAGGCAAACTTTATACGCCCCGAAGCGGTGCAAACGATTATAGGCTTTC 

TGAACCAGACCAACTGCAAGATCATCTTCGTGTCCTCCACCAACACGGGCAAGGCCAGTACCAGCTTTTT 
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ATATAACCTAAAGGGGGCGGCAGACGACCTGCTGAACGTAGTCACTTACATATGCGACGAGCACATGGAG 
CGCGTAAAGGCGCACACAAACGCCACGGCGTGCTCGTGCTACATTTTAAACAAGCCCGTTTTCATAACAA 
TGGACGGGGCCATGCGTAACACAGCGGAGCTATTTTTACCGGACTCGTTTATGCAGGAGATAATTGGTGG 
AGGAAACGTGTCTGGAGCACATCGAGATGAGCCCGTTTTTACAAAAACTGCTCAAGACCGTTTCTTGTTG 
TACAGACCTTCTACTGTCGCTAATCAAGATATTATGTCCAGCGACCTTTACGTATACGTGGATCCTGCGT 
TTACTACAAATGCTATGGCTTCAGGAACCGGTGTGGCTGTAGTCGGCCGCTATCGCTCAAACTGGGTCGT 
GTTCGGCATGGAGCACTTTTTCCTGAGGGCCCTTACGGGGAGTTCCGCGGAGCTGATAGCTAGGTGTGTT 
GCCCAGTGCCTGGCGCAGGTTTTCGCCATTCACAAACGCCCCTTTGACTCAGTTCGAGTTGCGGTAGAGG 
GTAACAGTAGCCAAGACGCTGCAGTCGCCATCGCAACAAACATTCAGCTGGAGCTCAACACGCTACGCCG 
TGCCGACGTGGTGCCCATGCCCGGGGCGGTGCTGTTTTATCATTGCACGCCCCATGGAAGCTCAGTGGCC 
TACCCGTTTTTTCTACTCCAGAAACAGAAAACGGGGGCCTTCGACCACTTTATCAAAGCGTTCAACTCCG 
GCTCGGTGCTAGCTTCGCAGGAGCTAGTATCAAATACGGTGCGCCTGCAAACAGACCCGGTGGAGTACCT 
GCTGACGCAAATGAAAAACTTAACCGAGGTGGTTACCGGAACCTCCGAAACTAGAGTGTTTACCGGTAAA 
CGCAACGGCGCGTCGGACGATATGTTGGTGGCCCTGGTGATGGCCGTTTATTTGTCCAGCCTCCCGCCAA 
CCAGCGATGCGTTTTCCAGTCTCCCCGCGCAGTGA 

>GBEV0004 |Acc|NC_0014 91 REGION: 77703 81833 | Ver| NC_001491 . 1 GI : 9626737 | Equine 
herpesvirus 1, complete genome. 

ATGGACCGGCGCTCAGAGGCGTTCAAAATTCCGGTACCAGAAGTAATCCCCGCCGGACAGATTCTATCAA 

CTATAGAAGTGTCGTCCCACCGCACTCTATTTGACTTTTTCAAGCAGATTCGCTCGGACGATAATGGCCT 

TTATGCAGCGCAGTTTGACGTGCTACTCGGAACGTATTGTAACACGCTAACGCTGGTGCGCTTCTTGGAA 

CTAGGATTATCCGTATCGTGCGTGTGCACCAAGTTTCCAGAGCTTAACTACGTTAATGATGGCACCATCC 

AATTTGAAGTGCAGCAGCCGATGATAGCTCGGGACGGACCCCACCCTGTGGATCAGCCCACCCACACCTA 

CATGATGAAGCACATCGAGCAGCGATCTCTGAGCGCGGCCTTTGCTATCGCGGCAGAGGCCCTGGGCCTT 

ATCGGGGGCACAACCCTAGACGGTACGCAGATCTCATCCTCCCTGCGGGTGAGGGCTATACAGCAGCTGG 

CCAGAAACGTGCAGACGGTGCTAGACTCGTTTGAGCGCGGAACCGCCGATCAACTTTTGCGTGTTTTGCT 

GGAGAAGGCCCCCCCGCTGACCCTTTTGGCTCCCCTGCAGATTTACCGCGATGAGGGACGCCTTGCGTCT 

CGAGTCAATCGCGCCGTGCTGGTCTCAGAGCTCAAGCGGCGAGTGATAGAAGACACCTTCTTTCTCACCA 

AGCACGAGCGTAACAGAAAGGAGCTGGTGGTAGCCCGCCTGGCTGAGCTGGTTAACTGTACGGCCCCCTC 

CGTCGCCGTTACTAGAATGACTCATTCGGACACAAAGGGAAGACCCGTGGACGGTGTAGTCGTTACAACT 

GCTGGCGTGCGCCAGCGCCTCTTACAGGGGATTCTAACTCTGGAGGATATGGCCGCCGATGTTCCGGTTA 

CGTACGGCGAGATGATGATTACCGGCACAAACCTAGTTACTGCTCTTGTAATGGGCAAGGCCGTGAGAAA 

CCTGGACGACGTAGCCCACCACTTGTTGGGGATGCAGCGTGATCAGGTCAGGGCGAACGAAAAACTTATT " 

AAAGACTACGAGGATGTGCCCAGCACGGCGCGAGTACGTGCCGACCTAGTTCTCGTGGGGGACCGCCTAG 

TCTTTCTGGAGGCCCTGGAAAAGCGCGTGTACCAGGCGACCAACGTTCCGTACCCGCTTGTTGGAAATTT 

AGATTTGACGTTTATCATTCCCCTGGGCATCTTCAAGCCGGCCACCGACCGGTATTCGCGCCACGCAGGA 

AGCTTTACGCCAACCCCCGGACAGCCAGACCCTCGCACCTACCCACCCCAAACCGTTTACTTTTTCAACA 

AGGACGGTAATCTGGTACAGCTATCCTTTGACAGCGCCGCGGGGACCGTGTGCCACAGCTCGTTTTTGGA 

TGTGGATTCTGTGCTGGTGGCCATCCGACGAGAACCCCACGAGCTTCACTGCGCGTTTGGGGCATACGTG 

ACCCTACCCCCAGCCGGCACTCTGCTTGACCAGATGAGAAGGTTTTTTGAGCGCTGGCATATGCTCATGC 

CAGCGCGACCCCGCTGGACCGCGGAGGCGCTAATGACCATCGACCAACTTCTTTCGCCAGGCAACGCAAA 

CCTGCGCCTGGAACTTCACCCCGCATTTGATTTTTTCGTTGCCCCGGCGGATGTCGTCATTCCAGGTCCG 

TTTGACATGCCGAACGTCATGCCCACTGTGATGGCCATGCCACGCCTCATCAACGGTAACATCCCCCTCC 

CCCTATGTCCTGTGGAATTTCGCGACAGTCGGGGCTTCGAACTGAGCGTGGATAGACACAGGCTCAACCC 

GGCGACGGTTTTGGCAGTGCGTGGTGCGTTGAGAGACGCCAACTACCCCATGGTGTTTTACATCCTCGAG 

GCGGTGATTCACGGTAGCGAACGCACGTTCTGCGCGCTAGCCAGACTTATAATTCAGTGTATCGTCAGTT 

ACTGGAGAAACACCCACCAGGTGGCGTTTGTCAACAACTTTTACATGATCATGTACATAAACGCCTACCT 

AGGAAACGGCGAGCTGCCAGAGGAGTGCACGGCTATCTACCGCGACCTTCTGGAGCACGTCCAGGCTCTC 

AGGCGGCTAGTAGCCGAGTACACCGTTCCCGGAGAAGCCGTGGGCGGCCAGGGACACGACGCGCTGAACA 

ATGTGCTGCTCGATCCGGCCCTGCTACCGCCTCTCATCTGGGACTGCGACCCGATTTTGCACAGGGCCGA 

CATGGGCAGGGCCAGGGCTCAGGAGCTATGGGTGGATGGGGTGGACTACGCCGCCATTCCTTGGGTGGAG 

ATGGCCGAAGTTAACTTTGGAAACACCGGCGGCCATTTGGTGCACAACAGGCCCATTCGAGGAGAGAACA 

AGAGAAACCCGATTGTACCTCACCACGACCCAGAGTGGTCGGTGCTATCCAAGATATACTACTATGCGGT 

GGTGCCTGCATTCTCGCGCGGTAACTGCTGTACCATGGGAGTACGGTACGACCGCGTATACCCGCTCGTT 

CAGACAGTTGTTATCCCAGACTTGGGGGCGGAGGAAATTGCCCCAACCAGCCCCAGCGACCCGCGCCATC 

CGCTGAACCCACGCCACCTAGTGCCAAACACTCTAAACATCTTGTTTCACAACGCCAGAGTGGCCGTCGA 

CACCGACGCCCTGCTGCTACTCCAGGAGGTAGTCACCAACATGGCGGAGCGCACTACTCCCGTGCTGGCA 

ACCGCCGCGCCGGACGCGGGAACCGCCACCGCCGTAACTCAGGAAATGCGCACTTTCGACGGAACCCTCC 
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ACCACGGCATTTTGATGATGGCCTACCAGCGTAACGACGAAACTCTTTTGGAGGGCACCTTCTTTTACCC 
CGCCCCTGTCAACGCTCTCTTTGCCTGCCCCGAGCACTTGGGGGCTCTTCCCGGGCTTAACGCAGAAGTC 
TTGGAGGCCGCTAGGGATGTGCCCCCAGTTCCCCACTTTTTCGGTGGAAATTACTACGCTACAGTCAGAC 
AACCCGTGGCGCAGCACGCCGTACAGAGCCGCGCGGATGAGAACACGCTAACGTACGCGCTGATGGCGGG 
GTACTTCAAACTCGGGCCAATAGCCCTGTCCCATCAGTTTGCCACTGGGTTCCACCCAGGGTTCGCCTTT 
ACCGTTGTGCGCCAGGACAGGTTTCTCACGGAGAACATCCTCTTTGCCGAGAAGGCGTCTGAATCGTACT 
.TTATGGGCCAGCTACAGGTGAACCGCCACGAGGCGGTTGGGGGGGTTAACTTTGTTCTCACCCAGCCACG 
TGCTAACGTGGACTTGGGGGTGGGCTTCACCGCCGCCTACGCAGCCGCCGCACTACGCACGCCCGTTACA 
GACATGGGAAATCTGCCACAAZ^ACCTGTATCTGACACGCGGTACTATACCCATGCTGGACGGAGACGCGG 
ATGCGTACCTGCGGCGCGTGGTCAACACCGGGAATCGCCTTGGGCCCCAGGGCCCAAGGCCAATCTTTGG 
GCAGCTGATGCCGGCCACGCCGGCGGGCGTTGCCCACGGCCAGGCCGCCGTGTGTGAATTTATCGTCACG 
CCGGTGTCTGCGGACTTAAATTATTTTAGGCGGCCATGCAACCCCAGAGGAAGGAGCGCCGGGCCCGTGT 
ACGCGTGCGATGGAGAGGCCGACGCAGTGGACGTTATGTACGACCACACTCAGGGAGATCCGGCCTACCC 
GAGCCGCGCCACCGTTAACCCGTGGGCATCCCAGCGCAACTCTTACGGCGATAGATTGTATAACGGCAAG 
TATAACCTGAACGGGGCATCCCCGGTGTACAGTCCATGCTTTAAGTTTTTCACACCCACCGAAGTGGAAG 
CCAAGGGGCGTAATATGACACAGCTCATAGCCGATGTCGGTGCCAGCGTCGCCCCCAGCACGTCTAACAC 
CGAAATCCAGTTTAAACGCCCCCACGGCTCGACGGACCTGGTGGAAGACCCGTGTTCGCTGTTTCAAGAA 
GCGTATCCTCTACTCAGCTCTACGGACACGGCCCTGCTCCGCACGCCTCACATCGGTGAAATCGGCGCTG 
ATGAGGGACATTTCGCTCAGTACCTAATTCGCGACGAATCCCCGCTAAAAGGCTGTTTTCCGCGAATTTA 
G 

>GBEV0005 |Acc|NC_0014 91 REGION: complement { 6011 7042 ) | Ver | NC_0014 91 . 1 GI : 9626737 | Equine 
herpesvirus 1, complete genome. 

ATGTTACTCGGTGGTAGAACGGCATACCTATCTGTACTGGGCCTTATCACCGCCTATGCCGCGTTTACCA 
TCTGGTATACCCTCACCGCCCAGCTGCACAACCCCTGCGTGTACGCTACAGTTTCCATAGACTCTAAGGA 
TGGGATTGCTGCCAAGTGGGAAGTATACAACTCCACTATAGTGTATGCGTACCCAGAA?\ATGGAGCGAAG 
CGATTCAGCGACGGCCTGTCTGGATTTGACTACGTCTGCAGGGAGAACTGGGTAAACGAGTCCAAGCTCG 
ACGTCCTGAAGAACATGAAGGAGCTGCACGACAAAGTGCGAATAGTGGTTGGCACTCGCAACTGTAGGGC 
TTACCTGTGGAGCGTGCAGCTGCAGATGATTACCGGGGCGTGGCTTATCTACATTGCGTTTTTGTGTTTG 
CGTCAAGAGCGCCGCTTGCTGGGACCCTTTAGAAACCAAAACGAGTTCTTATCGCCGACTGGCTACACCT 
TCAACTATGCTACCTATACGCTTGCTACCACCGTGCTCAAAACGCACTACACAAAGTTTGCTCTGCTGCT 
GTGCGAAGCGTCTCTGCGCCGCGTGGCTCTAAGCAGGACCTTTAAACGTGACCCCATAGGATTTCTCTGC 
GAGCACAGCGCCGCCCTGGCGCTCATCGGACTCGAGGTGGGAACGCATTTTGTGGCTAGACTCCTGGTAG 
TTGGAACCGTAACCTTGGTTCACACCCCCTGCTCTCAGATATACCCCATTTATCTTAAACTCGCCTCGTG 
GGGGTTTGTGGTGGCTGTAACTATAGTGGAGATAGTGGCTATTATCTACGAAAAGCCCCCAAAGACTGGC 
TCGAGCGCAAACCCCCCGACTCCCGCCACCCACGGAGTGAAAGGCCTGTGTACCAGTTGCTGCTCCACGG 
TGCTGGCTAACCTGTGTGGGAAACTAGTCTATCTGCTACTTGTGATAGGCGCTGTGTCGATTCTACTGCA 
CTACGAACAGCGTATTCAAATTGGCTTATTGGGCGAGTCCTTCTCGTCCTAA 

>GBEV0006 | Acc | NC_0014 91 REGION: complement (23029 24234) |Ver |NCJD01491 . 1 61:9626737 
I Equine herpesvirus 1, complete genome. 

ATGATGTACCAGCCAGATAGAGAGCCCGGTGAAGACTCGTGTCTGGTGCTAAGCTCATCTTCGGTCCAAC 
GCTGCACCGGCTCCCAGAGGGGCTGCATGCCATGTACCTGGGCGGCCTCCAAAGCTTTCGTTGG2^ATCGG 
ACTACAAGCTTGCGTCCTCACTTCATCGATCTTACACATTGACCTGCTAACCCGGAACTCAACATGTCTG 
ATTCTGATGATCATCTCGATGTATGTGTTGAGCCTGATCCGCGTACCGATATCTAAGATGGAAACTATAG 
TAACCGTATGTCGATCGATACAGGCGCTGGCCACTCTAGTGGCAGCCAGTGTCTGGGTCGCGGGATCTGC 
AGTCAAAAAGGAACATTTACTTATAGTTGTTACCGTTTGCATTTTGTTTGTGTTTATAGCCGGAACTCAA 
ATTTCCCTATTTTACGTCATATGCTCAGCCAATGGAACGGGGACTCACTTTAGAGCGAGCCTATTGGCTA 
TTATCGGTGGATGTGTGCTAGGGGTTTCCGTAAAGCTCGTTGAGCTGAAAGATGTACCCATAGGGATAGG 
. GATAGCTATCGCTATTATAGCTTCCTGTCAAGACTTTGGGCTTGCTCTTCGAGACACATGCCACTATCGA 
ATCGGACGGTATGCGTGCATGCGCACCTTTACGGACCTTGGCCGGGGTATTAACTACAGATGGGTGACGG 
ACGTTGAAGCCGTCCCCAAGATCGAAGAAGTCGCGGAAGAAAAGGTTTCGCTGTTCAAGTTTTTCAAGGA 
GATGCCGGGGGTGATTTTCTCCCCAGCGGTCGGAACTCACGCAACCCCCATAATATGGATCGTCCTACGC 
TTGGTCTACGGAATTTCCAACGTGTGGCAAACCCCGGCGTATGTTGTCTTCTGTCTGACTGTTGGACACG 
TCTCTGCGATGCTGCTGGAGCAGCTTGTCATCAGAGTAAACTACACGGCAGAGGCGAGTTCCGGCATCCA 
CTCCACGGCCCACGCTGTCTGCATGGTGCTTGCCGCCTTTGGGTACGGCGTGGCCGCTCCCCTCTCGCTC 
GCATTTACTGTATCCGGGGGTATACTGGGGGCGCTATACCTTCGCAAGCGCGCAACGGGCGCGCGCCGCC 
TGGCGGCAACTCACATTTCGAGGTGGCTTATTGTTTGTGTATATGTTGCCGCCGGTTTGTGTTATGCAAC 
T ATAATCAC ACAT TAA 
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>GBEV0007 lAcc|NC_0014 91 REGION: complement (20487 .. 2114 6) | Ver | NC_0014 91 . 1 GI:9626737 
| Equine herpesvirus 1, complete genome. 

ATGGAAGATTATAAATTACTACAGCTGGAAACCGCCACCGTCGATGCTCAGGCTCCCCCCTTACCAACGA 
AAACCGTTCCGGTGTTTGCGCCCCCGCTGTCAACCCCCCCTCAACCCAACGAGCTTGTTTATACAAAGCG 
ACGCAGAACAAAGCGCAAAGCAAAATGCCGCTGCCTTTTTTTTACGATGGGCATGTTTGCGCTGGGGGTT 
TTGATGACAACCGCCATTCTGGTGTCCACCTTCATATTAACAGTACCTATTGGCGCGCTACGCACGGCAC 
CGTGTCCCGCAGAGACTTTTGGTCTGGGGGACGAGTGTGTTCGCCCGGTGTTGCTGAACGCATCATCCAA 
CACACGCAACATCAGCGGGGTGGGGGCAGTATGCGAAGAGTACTCAGAGATGGCGGCTTCTAATGGCACT 
GCAGGCCTAATAATGAGTCTGCTGGACTGCCTCAACGTGGGAGATAGCGAATC.CGTTATGAATAAGCTCA 
ACCTCGATGATACTCAGCTGGCCTACTGCAACGTACCGAGCTTCGCAGAATGCTACACCAAGGGGTTTGG 
TGTGTGCTATGCAGCCCGCCCACTCAGCCCGCTTGGAGAGCTGATCTACAAGGCCCGCCAAGCGCTTCGT 
CTGGACCACATCATACCGTTTCCCCGGTAA 

>GBEV0008 |Acc|NCJ)014 91 REGION: complement ( 47403 . . 48230) | Ver | NC_0014 91 . 1 GI: 9626737 
| Equine herpesvirus 1, complete genome. 

ATGGACTCGTACAACTATAGAGATTTTGCAGTCGGTGGTGGTTTGTTACAGCGCATCCGTCTGGTTGTCT 
• CGGGAAGTCTGCACTGCGGAGAGAGCGATGCAACCCTGAACGATCCCAAACACCTACCAGCCAGGTGCGT 
GTTTCAATTTAGCGGGCCGGATAATAACAGCGTAACATTTCCTATAGAGTATGTGCTCCGGTTGATGAAG 
AACTGGGCTCGTAGTCAGTGCGATCCGTACATTCGCATTCAAAACACGGGAGTGTCAGTGCTATTTCAGG 
GCTTTTTTTTCGCACCCCCCAACGCCCCCATGGCTTCAATCACGTCTGAGCATAACAACGTGATCCTCAA 
ATCAACGCACACGACCGGGCTGGCCCTGTCTGGCATAGAACGAGTGAAACGAGGGGGAGGCCTAGACCTG 
AGGCCCCTGCAGGCGATGATGCAAATAAGCTGTTTCACTAGAATGCCCGTCGTGCAGCTGTCGTTTCGGT 
TCATGGGTCCGGAAGACGCGTCTAGAACCCAGCGGCTGCTAGAGCGCGCGACTAGTTTTGGTGCGATGGA 
GTTGCACCAAAAGCGCACCGTAGACTCGTGCGATCGCAGTAACGGTATAGTCTCCCCCAGGGAGCATCGC 
GAGTGTAGGGAACGGCAGAAGCGGCGTCCCACGCCCAAGCGGTGCGCTTCAGAGGTTTTTGCCAGCCTCG 
CCAGCATCTCCAGCGCGTTCGCCTCGGAGCGGGTGAAACGCCGCCCTGTGAGGATCGCGGCCGCGATCTT 
AGCGTTTGTTTTTGTTGCTGTAATACTCGCAATAGCGACAAAGGGGCGCCTCTTCTAA 

>GBEV0009 |Acc|NC_0014 91 REGION: 48763 50625 | Ver | NC_001491 . 1 GI : 9626737 [ Equine 
herpesvirus 1, complete genome. 

ATGGCGGCCAGCTGCAATCTAGACGTCATAGGCGAAGACGGGGGATGTGCCCTTACCGGAGGCTGGCAGC 

CGGGTGCGTTCGAGCGCCCGTACATGGGATTTGACGCCAGACTTCTATCAACTAACAGCAGTCTGTGCAG 

CGAGTTAATATTTTCCGCGCACTTAATGCAGATTTCACCTACGCCCCAGCCTCGAGAGCAAGTCGATGTG 

TGCGAAGACCCAGACAACGATCCGCCCGAACCTAGCTGCGCCCAGTTTGTAGATGCAGTGGCCGACTCCC 

TGGCTCTCGACAAACTCTGTTTGATCTGCCGGACAATCGATTTGTACAGACGCCAATTTGGGCTTTCCCC 

ACAGTGGATAGCAGATTATGCGATGCTGTGTACTAAGACGTTGGCGGCCCCGCCATGTGCAGTCGCCACT 

GTGGTTGCCGCATTCGAGTTCGTGTATCTAATGGATAAACACTACCTTCGGCGCGGAAAGACTACCCTAG 

TGGGCGCCTTCGCACGTAGAGTTTTAACGCTCGTCGATATACAGCGCCACTTTTTTTTACACGTCTGCTT 

TCGCACGGACGGCGGGGTTCCCCGCTGCGCCGCGTCCGGGACGGCCCCGGCGGCAACGGCCATGGCCGGC 

CTCGGTATGGCGGACAAAGTTCAATATTCAAATTACTCGTTTTTAGTGCAATCGTCCACGAGAGCCATGT 

TACTGACTGTGGCCGACGTTCCATCTGGAGACGACGGCGCGTTACAGGCTGTGCCCCACGGCAGACATGG 

AGCGGGCAGGCCGGCGGATGGGGGCGGTGGGGTGTTTGGCCCCAAACAACAATCTACCGTGGCCGCGCTG 

ATGAGTTGGAAGGAGTGTGCAAAAATGATAGAGTGTTCTGGGTCTGAGCGGAGACGCCCCGGCGCGACTA 

TGACATGCTGCGAGCGGGCTCGGGCCGATGATGATGAATACGAACGCCAGCTGTTATCTACCGAGAACAC 

ATATCTGGGCTCGGCCGACAATCAAGCAGAGGGGGGTAACGACACACATCTCAAGTGGGGCTACGCAGAC 

CTCACCCTGCTGCTGTTGAGTCAGTCCAGCACCTGGGAGGCCAGCGAAAAAACATCCCTGGCGAGTCAGT ■ 

CGCGCAGGGCCTGCGTGGAGGAGTATTGGGCCTCCCACAGGACCGTGCTGGCACGAGACACCGCTCCTAG * 

GTTTGCCAGATTCGTGGATGCAGACGCCGTTCCGGACACGGCCACGGGGCCGGTTTTAGCGACTACCCTC 

AAGCACGTACGCAGCCGCGGAAGAACCTGCGCCGAATGCGTGCTATGTAACCTGATACTAACGCGCGAAC 

ACTGGCTCGCGCTACGCCGCTTTAAGCGAGATGTTATATCGTACTCATCTAACAACGCAAACCTGTTTGA 

TTGTATCTCCCCAGTACTGTCGGCCCTTTCTGACGCAAATAGCGAGCCGCTCGCCGGCGACTGCGGCGTG 

GGTGGCGGCGGGACCTGCCCAGAAGACTCGGGCAGGTTTCTAGAGCTAATGCATGCCGCCGGCACAGAGG 

CCATATACAAGCACCTGTTTTGCGACCCCATGTGCGCGTTGGTGGAGCTGCAGACAAACCCGAGTGTCCT 

TTTTTCTCCCATAGGCCCCCCTCCAGAACCAGACGAGATAGAGCTTCAAAAAGCGCGCCTCGCTAGCGAA , 

AATTGGTTTAGTGGGCGTGTATGTGCTGGGTTGTGGGCGCTGGCTTTCACTTTTAAGACGTATCAGATCT 

TTACACCCAAACCGACCGCGTGCGCGGCGTTTATTAAGGACGCGGGACTGCTGCTTAGGCGCCACAACCT 

CCCGCTCATATCTCTCGAACACACGCTCTGCAACTATGTTTGA 

>GBEV0010 |Acc|NC_0014 91 REGION: 59243 .. 61570 | Ver | NCJD014-91 . 1 GI : 9626737 | Equine 
herpesvirus 1, complete genome. 
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ATGGAGCAAGACGATGCACCCGCTGCCATGGGTAGCGCACAGGCCCGTCAGCGTTTACTCGCAATCTTTG 

GTCAGGTGCAGGCCTACATATTTCAGGTGGAAATGTTAAAGCGATGCGACCCATCGGCGCTGCTACCTCT 

GGTAGGGTCGCTAAAACTAAACGCCTTAACGATACGCATGCTTAGACGCAAGCTGGGGGGAGCTCTCATC 

GAACAGGCGCAGCATCAGCAAACACCACTCGCATGCGCCCTGACCATGGCCCTAGAATACGCCGAGGTTG 

AAGGCGAACGTGTTCTGCGTGCGGTGGATGACGTGAATCTGGCTGGGCCAGAGGGGTTTTTCAGAGCCAC 

GATGCGGCTAGACGAACCGTGCGAATACCACGTGCGGGTGCACCTGGATACCTACGGAGGCCCCATAGAC 

GCGGAAGTTCAGTTTTTACACGACGCGGAAAACTTCCTAAAGCAGTTAAACTATTGCCACCTGATCACGG 

GGTTCGAGGCCGGCCTCGATGCATTGGAAAGCGTGGCTCGCTTTCTTACCCGCACTGTGGGCAGCGGCAT 

AGTGGTACCCCCGGAGCTGTGTGACCCCACCCATCCCTGCTCCGTCTGTTTTGAGGAGCTTTGCGTAACC 

GCTAACCAGGGGGAAGCAGTTCATCGCAGACTGCTCGAGTGTACGTGCGATCACATCACTCGGCAAATGG 

CTGTCAGGGTCGCAAATATTGACATTGCGCGGCACCTACCGCACGCGCTCAGTGTAGCCTCCGAGCGGCG 

CGCGGCGGCGGAAGCGGCTCTCAGGGCCCTCGAGGCCAGGCGCGTGCAAGGACACAACGGCAAGAGCGCC 

GGCACGGAGGACCCGACGCAACAAGTTGCGTCGCGGCTGCTGGAGTCCCACCACGTCTTCAAGCCTGCCT 

CGCGGTGCCTGTACGCCGTGAGCGAGTTAAAGTTTTGGCTCGCGTCTACCAAACACGGTGATATGGGACA 

GCCAAGGGCTATAGACACGTTTACAGAAAACCTGGAGACTCTGGACAAGCAGGAAAAGTTTTTTCACCTG 

CAAGCCGCAACCGTTGAATTGGCACTATTCGGACGCACCCTAGACCACTTTGACAGACTGTTTGCAGACC 

AGCTGCTCGGTCTGGACGTGATCGATGGAATGTTGGTGGGGAGCTGTGCGGTGTCACCGGACGATCACAT 

AGAAGCCCTGATAAAAGCGTGTTATACTCATCACATGTCTGCGCCGCTCCTGCAGAGGCTCACGGACCCA 

GACACCAGCAACAGAGAGGCCCTCAAGCAGCTGC.TGGGTCGCATAGGGGTGGATACCGACGACGGGGCCG 

GCGAGTTGGGGGACGCCTTAGACGTGGATTTGGATAATCTAGGTGGGGCCCCTCCTGTCAACAGCACCCC 

CTGTGGTGAGGACGCCCTCTGTCGAACCGTTTCCGAGGAACGCCCGTGGGACAAACTTTTAGAGCGGGCG 

ACTGCGGATGCTTCGCAGCGCAGGCGCATGTACGCGGAGCGTCTGTCAAAGCGTTCCATCGCCAGTTTGG 

GGCGCTGCGTGCGCGAACAGCGAAGAGAACTAGAAAAAACCCTGAGAGTTAACGTGTATGGCGAAGTGCT 

GCTACATACGTACGTATCGTCCTACAACGGGTTTTGCGCCAGGCGCGGGTTTTGCGCGGCGGTGAGTCGA 

GCGGGTACCATCATAGATAACCGCTCTAGCACGTCCGCGTTCGACTCGCATCAGTTCATGAAGGCGGCGC 

TGCTTCGCCACCCCATTGACCAGTCGCTCATGCCGTCCATAACACACAAGTTTTTCGAGCTGATCAACGG 

GCCCGTGTTTGACAACGCTGGCCACAACTTTGCGCAGCCGCCAAACACGGCATTATATTACAGCGTTGAA 

AACGTTGGGTTGTTACCGCATCTCAAGGAGGAACTAGCTCGGTTTATGATTACTGCGGCTAAAGGTGATT 

GGTCAATTAGCGAGTTTCAAAGGTTTTATTGCTTTGAGGGAGTGACAGGTGTGACGGCCACGCAGCGGCT 

GGCGTGGAAATATATCGGGGAGCTCATCCTAGCCGCCGCAGTATTCTCCTCGGTTTTCCACTGTGGAGAG 

GTGCGCCTCCTGCGCGCAGATCGTACCTACCCGGACTCCAGCGGCGCACAGCGCTGCGTGAGCGGCATTT 

ACATAACCTACGAGGCGTCATGTCCTCTGGTTGCCGTTCTGTCGGCGGCTCCACATGGGGCAATTGGCGC 

GGAGACGGTGGTGATTTACGACAGCGACGTGTTCTCTCTCCTGTATGCAGTGCTCCAGCAGCTGGCTCCT 

GGATCGGGAGCCAACTAG 

>GBEV0011 |Acc|NC_001491 REGION: complement ( 67212 68975 )| Ver | NCJD01491 . 1 GI:962 
1 Equine herpesvirus l f complete genome. 

ATGGCGGAGTATGTGAATTATGTGTTAGGATCGCTTTACGTAAGCGATACGGCCACGTCCACTATACCGA 
CAGACGTGCG2\AACTTTATAGCCCCGCCATTTCCGCTTAACTTTTGGAGCGGACCTACATTCACCGTCAG 
CTCCAACACCAGGGCGGATCCCCTGAAGCTGGTTGCGGCCCGCCATAGAGCCGCCGCAGCGGCCATAGAC 
ACGT T GGAGGCGCAGAGT CAGTACGGAGT TGCAAACGTAGAT GCGT TGAT TAGACCCCTAGAGCGACAGG 
TTGCCAAAGTAGCTGATGCCCTGGCGGCCCTCGAAGATGCCGCGCGTGCAGCGGAGAGCGCCGACGCCGC 
CACGCCCCAGGTAAACGCGAGTGAAGCGGATCAGCGCCCCGACAACATCGGACAATCGCTCAGTGAAATT 
CAAATCGCTAAGAACGACGTTCCCATGGAGTTGGACACGAACCTGGCCGTAGACTTATTAGCCACGGTGT 
TTGTGAGCCGCGCCGCGGGCGGCTCAAACGGGGTGGTATTCGGCACCTGGTACAGAGCGCTTCAGGACCG 
TCTAGTCACGGAGCGGCCGGTGGCCACGCGCAGCATCGACTATAGAGACGGTCGCATGTCTAAAACGTTT 
ATGACAACGGCTGTCGTATCTCTGCAGTCATGCGGTAGGCTTTACATAGGAAACAGACCCTATTCCGCAT 
TCGAGGCAGCCGTGCTATGCCTCCATTTAGCCCATCGCGCCGTAAACAGCAACTACACGTATCCCACTAG 
CTTTTCTGGGCTAATCGAACAGCTGCCCGTGTACATCGAGGCTTTCTCCACGGCACTCGGAGACGGAACG 
CTCGGAAAGGTCGGGTACGAGTTCAACGGCGCGCGTCTCCCAAAGAACCAGTTTCACGTTCCCGGAGGAG 
GGGGAAGATACGAACGGGGCGCGCTAAACGGCCATGGCGTTCTAGAGACGCTGATACGCCTAAAGGTTTT 
GCCCGCCATTCCGGGTAGTCTGGGAACCACGAGCACCGCCGTCGGACCCGAACTCGACGCGGACCAGACT 
GCGTACATAGACGACGTAAACAAAGCCGCTGCGGCCTTTTTGGTGCGCGCCCAAAACCTGTTTCTCACGG 
AAGACCAAACCCTACTACGCTCGACGATCAACACCATCACCGCGCTGCTGCTGCTGCGTCGTCTGCTGTG 
GAACGGCAACGTCTATACGGACAGATTACGCAATAATTTTCAGCTCGGGGCAATCGTACCCAACCTCGCA 
GTATCGCAGCGTGACGCCAGGGGGGCGAGCGGGGGAGATGCTGCCGCTATGGTTAGTCGTAGCGGTAACA 
ACAACTTCACCTTTTTATGCGAGCGTTACGTCTCCCCCATATACATAGCCAACAGGGAGGTGGAATTGAC 
CCAGCTATTTCCCGGCCTGGCAGCCCTATGCTTAGACGCTCAGACGGTAGCTCGCGATCAGCCGCAGCAC 
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CGCGCTGTTAACGTGTCTACCGGGCGCAATCAGACCAACTTGACCAGGTTAATAGGCATAGAGCTGGAGA 
ATAGACGCCGGACAGCCCCGGTCCCAATAAACGAGGTGCTTGCCGCGCACGACGCCGTAGCCCTCCAGTA 
CGAGCGCGGCCTGGGGCTGCTGATGCAAAAGCCCAGATTGAGGGCCTCGCTCGAGGAGACCAGACGCCTG 
GGTCAGTTTAACGTGGCCAGCGATTATGACCTGTTATACTTTGTTTGTCTTGGATACATTCCTTCGTTGA 
CATCCGCAATGTAA 

>GBEV0012 |Acc|NC_001491 REGION: 1228 61. . 12357 1 | Ver ) NC_0014 91 . 1 GI : 9626737 1 Equine 
herpesvirus 1, complete genome. 

ATGGACGGCGCGTACGGCCACGTCCACAACGGCTCCCCGATGGCCGTCGACGGCGAGGAGTCCGGAGCGG 
GGACGGGGACGGGGGCGGGCGCGGACGGGCTATACCCGACCAGCACGGACACCGCGGCGCACGCGGTCTC 
GCTGCCGCGCTCCGTGGGGGACTTTGCCGCGGTCGTGCGCGCCGTGTCGGCGGAGGCAGCGGACGCGCTC 
CGGAGCGGCGCCGGGCCGCCCGCGGAGGCCTGGCCGCGCGTGTACCGCATGTTCTGCGACATGTTTGGTC 
GCTACGCGGCCAGCCCCATGCCCGTCTTCCACTCGGCGGACCCGCTGCGCCGCGCCGTGGGGCGGTACCT 
CGTGGATCTCGGCGCGGCGCCGGTGGAGACCCACGCCGAGCTCAGCGGCCGCATGCTCTTCTGCGCGTAC 
TGGTGCTGCCTGGGACACGCGTTCGCCTGCTCGCGCCCGCAGATGTACGAGCGCGCGTGTGCGCGGTTTT 
TCGAGACCCGGCTCGGGATCGGGGAGACGCCGCCGGCGGACGCAGAGCGCTACTGGGCCGCGCTACTCAA 
CATGGCGGGCGCCGAGCCCGAGCTGTTCCCCCGCCACGCAGCCGCCGCGGCGTACCTGCGCGCCCGCGGC 
CGCAAGCTCCCTCTCCAGCTGCCCTCGG.CCCATCGGACCGCCAAAACGGTGGCCGTGACCGGCCAATCGA 
TAAACTTTTGA 

>GBEV0013 |Acc|NC__001650 REGION: 7 0055 74200 | Ver | NC_001650 . 1 GI : 9628 002 1 Equine 
herpesvirus 2, complete genome. 

ATGGAGCCGGTGGCTATAGAGAACAGACCCTACCCCTATTTTGCAACGGAGGCAAACCTCCTGAAGGGCA 
TCAAGGAGTCCGCGGCCGAGGGGTTGTTTAAGAGTTTTCAGCTCCTCCTGGGCAAGGACGTGCGTGAGAA 
CGGTGTCAAGTTTGAGGTGCTTTTGGGTGTCTACTCCAATGTCATACAGTACATTAAGTTCTTGGAAACG 
TCCCTGGCGGTGGGtTGCATCAACACTGAATTTAAAGATCTCAGGAGGATGACTAATGGTAAAATACAGT 
TCAAGATCAACGTGCCCACCATCGCCCATGGCGACGGGCGCAGGCCCACCAAGCAGAGGCAGTACATCGT 
CCTGAAGACTGCCAACAAGCACCACATCAGCACCGAGATGGAGCTGGCTGTGCTGGACCTGGAGATACTG 
CACTCCTCCCAGGAGACGGCCCTGGACGTCACAGAGTACATAGGGGCGGTTAAGACCATCACCTCCGCCC 
TGCAGTTTGGGGTGGACGCCCTGGAGAGGGGGCTGGTGGACACCGTGCTGCACGTGAAGCTCAGGAGCGC 
CCCGCCCATGTTTATCTACAAGACCCTCAACGACCCCACCATAGTGGAGAGGGGCATGAAGAAAACGGTC 
AAGTCAGACCTGGTGGCCATGTTCAAGGCCCACCTGGTGGAGCACACCTTCTTCCTGGACAAGGCCCAGT 
ACGCGAGCCAGAGCGTGCAGTACGTGATGACCATGCTCTCTGACATGGCGGCCACGGTGTGCAACGAGAC 
AGTCTTCAAGGGCATCGCCTCCTATACCACCCCCTCGGGGGAGGTGGTGGACGGGGTACTGGAGACCACC 
GACAACGTCATGCGCAAGCTGCTGGCCATGCTGGGCCAGAGCGGCAACTCGATCGTGGGGCCCGCCAGCT 
ACGCGAGCTACGTGGTCAGGGGGGACAACCTGGTGACGGCCGTCAGCTACGGGCGGGCCATGGTCGCCTT 
CGACCAGTTTGTGTCCAGGCTGGTGGACAACCCCAACGCGACGCCCTCCAGCGTCGAGGACGACCTGAAC 
GCCATCTCGAGCGCGGCGGGCCTGGGCCAGCAGAACAGGATGGCCATCCCCTCCTCGGTCATCAGGGTGG 
GGGACAAGACCATCGCGGTGGAGAGCCTCCAGAACATGTACACGGAGGCCCAGGTGCCCTTCCCCCTGAA 
CAGGAGGCTGCAGTACTCCTACTACTTCCCCGTGGGCCTGCACATGCCCAAGCCCAAGTATTCCACCTCC 
AACGTGATCAGGGGGGCGGAGAACCCCCTGTACCAGCCCGTGGAGGCGTGGGTGGTTAACAAGAACAACA 
CCCTGCTGCGCTTTGACTACACCTGCGCCCTCAGGTCCCTCTGCCACCCAAAGGTCCACAACCCCAACCC 
CTGCGCCGGCGCGCTCCAGGCCGCCT.TTCCCGAGGCCCCCGAGCGCATGGAGGCCCACGGGCTCGAGTAC 
GAGCAGCCCCCCCACATGAACGCCCACAGGCTCATGTTTGACTACTACAATGGCAAGAACGTGGCCCACG 
TCACGCACATAGCCAGGAAGACCTCCATGTCCACGGACGACCTCCTGCACCCCTCGGCGCACGAGCTCCT 
CAAACTGGAGGTCCACCCCCTGTTTGACTTTTACGCGGTGGGCGCGCCGGGCGCCAGGGGTGTGGCCTAC 
AGGGCCACCCACAGGGGCATGGTGGGCAACATCCCCCAGTCCCTGGCCCCCGCCGGGTTTCAGGAGTGCA 
GGGGGGATCAGTTTGAGACGGCGGCGTGCCTCTCCCACGTGGTGGACGCGGCCACCATAGAGGTGGTGCA 
GCAGAGCGCCTTTGACCCCAACTACCCCGTCATCTGTTACCTCATAGAGGCCATGGTGCACGGGCAGGAG 
GAGAAGTTTGTGATGAACGCCCAGCTCATCGCCCTGGTGATAGAGTCCTACTGGACCAACACCGGGCGGC 
TGGCCTTTGTCAACAGCTTCCACATGATAAAGTTCATCTGCCAGCACCTGGGCGGGGCGGCCGTCTCCAA 
GGAGGTGTACGGCCTCTACAGGCGCATCTACGGGGAGATAGTGGCCCTGGAGCAGGCCCTGGTCAAGGTG 
GCTGGCCACGATGAGATCAACAGGCGCCACGTGGGAGAGTACACCAACTCTCTCCTGGACCCCAGCCTGC 
TGCCCCCCTTCGTCTACAACAATGTGTTTGGGGCCTTCTTCAACCGGGTGGACAGGCACGCCGAGGTGCA 
CGTGGGCAACTACGCGGTGGACAGCTACAATGACATGGCGGGGATACTGAACGTGACAGACAGGATGGAG 
GACCTGGTGGGGAGGTTCGTGAACCTGTACAACAACAGGGTGGACGATGACCACGAGCACAGGTTCCAGC 
TGGACGTGGGGGTCTTTAGGGACGCAGAGAATATTCTTGTTTTAGAAAAGATCTTCTACTACGTGTTCCT 
GCCCGTGTGCACCAACGGGCACGTGTGCGGGATGGGGGTGGACTTTAACAACCTGGCCCTGGCCCTCGCC 
TACAACGGGCCCGTGTACGCCCCCGCGGTCAACGGGGCCGACCCCATCCTGGACCACCTGGAGAACGGGA 
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CCCTGAGGGACCTGCTGCAGGCCTCGGACGTGGCGCCCACGGTGGACATGATCCGCACGCTGGCCACCTC 
CTTCCTCACCTGCCCCGTGAACACCCAGCACGCCAGGGTCAAGACGCGCCGGGACCCTGGGCAGGCGGTC 
GCCACCCACGAGAGGGCCAAGCTGGTGGGGCAGACGCTGCTGGTGAACGGGTTCGCGGCCTTTGCCATCT 
CTGAGAGGAACAGGCCCGCGTGCGAGACCATGTTCTTCCCCGTGCCCTTTCACAAGTTTTACAGCGACCC 
CATGGTGGCCGCCACCCTGCAGCCCATGATCGCGGACTACGTGAACCAGATCCCCTCCCAGAGGGACGTG 
CTGGCCTTCAACGTGCCCCCCACCATCATGGCAGAGTACGAGGAGTGGCACAAGTCCCCCATGGCCCAGT 
ACGCGCGCTCCTGCGCCCCCACGCCCCTCTCCCTGAGCACCATGGTGTGCATGCACAACAAGCTGTCCCC 
CGTGGCCTTCGTCAACCAGGCCAAGAACAGGATCCACCCGGGCTTCGCCCTCACGGTGGTCCGGACGGAC 
GAGGTCCTGTCCGAGAACATCCTGTACTCCTCCAGGGCCTCCACCTCGGTCTTTGTGGGGCTGCCCTCCG 
TCACCAGGAAGGAGGTGAGGTCTGACGCGGTCACCTTCGAGATCCACCACGAGCTGGCCACCCTCAACAC 
CAGCCTGGGCTACAGCTCCATCCTGGTGCCCGCGCACGTGGCCTCCATCACCACGGACATGGGCGTCCAC 
TGCCAGGACCTGTTCGCCATGTACCCCGGGGAGCAGTTTGCGGACAGGGAGATGCACAACTACCTCAAGA 
AGAAGGTGGGGGCGGCCCAGGGCCAGCACAACGGGCCCGACGCCAGGCACCTGCTGAACGCGGGCTTCGC 
CTGCCACGGCCCCCCGGGCCTCAGCCACGGCCAGCTCGCCACCTGCGAGGTGATCCTGACCCCCGTGACG 
GCGGACGTGTCCTACTTTCAGTCCTCCAACAGCCCCAGGGGCAGGGCCTCGTGCGTGGTCTCGTGCGAGC 
CCTACAACGCCGAGAGCGCCGAGAATTTCATCTACAACCACTCCCTCTCTGACCCGGCCTACGAGTTCAG 
GGCCACGGTCAACCCCTGGGCCTCGCAGCTGGGGTCCCTTGGTGACGTCATGTACAACGCCTCCTACAAG 
CAGATGATGGCTCCGGGCCTCTACAGCCCCTGCAGGCAGTTCTTCAACAAGGAGGACCTCCTCAAGAACA 
ACCGCGGCCTGTACGGCCTGGTGAACGAGTACATCACCAGGCTGGGCGGAGCGCCCGCCACCAGCGGCAC 
GGACCTGCAGTTCGTGGTTATCAACGGAACGGATGTGTTTCTGGAGCAGCCCTGCCTGTTCCTTCAAGAG 
GCCTTTCCCACCCTTTCTGCCAGCCACAGGGCGCTCATAGACGAGTACATGTCCTACAAGCAGACACACG 
CCCCCGTGCACTTCAACCAGCACCTCATCGAGGAGGTGGCCCCGGTAAAAAGACTATTTAAGCAGGGAAA 
CAAGTTGGTCTACTAG 

>GBEV0014 |Acc|NC_001650 REGION: 74258 . . 75160 | Ver j NC_001650 . 1 GI : 9628 002 | Equine 
herpesvirus 2, complete genome. 

ATGCAGGTAGACAGCAGGATAGTGGTGACCCTCACCTCCAGGCTCTACGCGGACGAGATATCCAAGCTCC 
AGGAGAGGGTGGGCTCTGTGGTACCCCTCAAGGACTCCCACAGGCTGCAGAACCTCAACTCCGTGGGCAT 
GTACAGCGTCTACATGAGGAACGTGGCCCCGGACTTCGTGGCCATGTTCTCCTACCTCTCCGAGGCCACC 
CTGGCCATCCTGGACGAGGTCACCCCCGACACCCTGGTCTTCTCCCGCCTCGACCACTCCCAGAACTACG 
AGCTCAAGAACGTGTACTACCCCTCCTTCGCGTGGCACTCCCACACCCTCCTCACCGTGGTGCCCCCGGT 
GTTTGGCAGGGAGGCCGCCACCGTGGCCCTAGAGTCCAACGGGTTCGAGATTGTCTTTCCCGTGGTGATG 
CCCCACGCCCTGGCTCAGGCGGTGCTGCAGAAGCTGATGCTGTACAACATCTACGCGAGGCTGAGCGACG 
CCAACGTGGGGGACGTGAACATGGACCACGTGAGGTTCCACGCGACCACCCTGCACCACATGGGCAGGGC 
CTACACGCTGCACATAGACCAGGCCAACCCGGGCGGCATGCTGGGCCTGCTGGATAACeTGGCCATCTAC 
CTGGCCATCATCAGCGCCCTGCTGCCCAACTCCCTGGCCAGGCTCCTGCCGGCCATCATGAGGCACGAGC 
AGCACGAGCTGCTGAACATCTTCGCGGGGGTCGCGCCCCCGGACGACGGGGGAGATTTCAACATAGAAGA 
TGATATGCAAAAGATGGAGTCCTTCATGGCCTACATGCAGTCCGTTAGCTCAATATTTAATTTGGGTCCC 
AAGCTGAGGCTGGGACAATACTCCTCTGAAACGCAGAGCGGGACCGCCTGGCTCGCGTCCTGA 

>GBEV0015 |Acc|NC_001650 REGION: complement (119327 120343) | Ver | NC_001650 . 1 GI:9628002 
| Equine herpesvirus 2, complete genome. 

ATGAAGACCAAGGAGGTGACGCCCAGGGGCGACTCTGGCGAGAAGCTCGCCAGGGACCTGCTGAGGCTGG 

TGCCCCCGCAGACCCACAAGCTGGGCACCTTCAGGGCGTCGGAGCTGGGCAGGGACCTCAGGGCTATAGT 

GGCCAACTATGCCCCC2\AGACCATCTCTGGGCACATTCAAATATTTAGAGATGACTTCATAGCGCCCCCC ■ 

TACAGGCAGCCCCTGTACGGGGAGTTTCTGGTGCACGCAAAGACCTTCCACCCGCAGGAGCCCCGGGGCA 

CCTTCGTGTTCGCCTTCAGCGTGGGCGACGGCCCCGAGTGCACCTCGGTGGACACCATCTTCAGCCCGGT 

CTCCCTGTTCAGGGTCTGCGGGCTGGGCGCGGACGCCGCGCCCCACACCCACAGGATTAGTCACATCTGG 

TATGAGTCAGAGTCAGACTTCCTCAATGTGGCCGCGAACGTAAGGGAACTCATTGAAAACTGCAGTCTGC 

ACAAGTTCCTGAGCCCCGTGGGGCCCCTGGTTCAGAACATCCAGAGCACTTTTCTCAACAAGATCACCAC 

GGTGGTCAAGGGGGAGGTGTTGTCTAACAGATCTCCTCCCGAGAACATCAAGCTGGTGCTGCCCTCTGAC 

TTGTTTTTTGACATGGAGGAGACCTGCCCCTACCCCCCCTCGGGCGACCCGGTGAAACCCCGGGTGTGTT 

ACTATGTCTGCATTCTCTATGTTATGGTGAACAACATCCCTTCCGCGAGCCTGCAGTTCTTCAGGACCGG 

GAAGGGTGCCAGCGATGTGGTTTTTTTTCTGAGGCGGTACTACTCTGACGCGATTGCTAACAAAATCACC 

GTTTTGGGTGACAATCTGGATATAAATAACCTGACCCTGGGAGCGGTCTGCATGCTGGGCTACTCCTCCA 

GCCAGTCTACTCCGGGCAGGGGCAACTTGCACTTTCGCAGCTACTCTCTGCCCACCGTCGAGGTTTCAGA 

TTTTGTGGCCCAGCCCGGGTCTTGGACCCTGATTTGA 

>GBEV0016 |Acc|NC__001650 REGION: complement ( 1347 64 .. 135303 ) | Ver | NC_001650 . 1 GI : 9628002 
| Equine herpesvirus 2, complete genome. 
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ATGCCCCGGGACGAGATGGAGGCCTGTGAGCTGGGGGATGGCGAGGGATACCAGCCACTGAGGCTACCCA 
GGGTCCAGGGAAAGCTGGAGGAGATAAATCCCATAGTGGCCGCTGAGGTGGCCGCCCTGGAGAGAAGGGA 
CAGGTCGGACGCCGATTATGAAAAGGTGAAGATGCTGTACGTGATCTATCTAAGGGTGCACGAGATCTAT 
GATGACCAGGCCAGGATCAGACTGGGGGTGAGGAGGAAGAAGCACCTGGGCGACCTGACCGCCTCTCGGG 
GGGCGGGTCTGAGATCTTTTGAGGCGCTCTCCAGTATGATCCCCCTGCCCCCGGAGACGGGTGAATTTGA 
TACCGGGGGGACGTCCTCGTCCGTGAGGTCTGCCTCTGGGGCATCAGGGGGCGCCGCCTCCACAGCAGCA 
TCTGGGGGGTCCGCCTCTGCAGCCGCCTCTGGGGCATCCGGGGGGTCAGCCTCTCAGAGCGACGTGAGCT 
CTAGGTCGCGAAGCCAACAGGCGCCGGGAACAAAAGGCAAGAAACAATAA 

>GBEVO017 | Acc 1 NC_001650 REGION: complement ( 91186 92982 ) | Ver | NC_001650 . 1 GI: 9628002 
1 Equine herpesvirus 2, complete genome. 

ATGAACCCCGCCCCCGGCTCCTCCATAATTATGATACACCCGAGCAGGTTCTCGGTGCCCCTCTTTGAGA 
TCCTGCAGGGCAAGTACTCCTACGTGAAGGGGCAGACCCTCCACTCGAGCCTCAGGAACCCGGGCGTGTT 
CTCGAGGCAGCTCTTCGTGCACCTCTACAAGAGGGCGCTGTCCCGCTGCACCTACGACGAGGTCCTCTCT 
GACTGGCAGCTGTTCGAGGCGGGGATAAGGGCCAGGTGGAGGGGCTCCCGGTACGAGAGCGGGGCCTTCA 
AGGCCTCCACCTTCCAGTCCTGGGTGGACACCGTGAAGATGACCCTGGATCAGCTCCTGCTGAACAACAT 
CTACCACATACTCCACACCAGGACTAATCTGTCCTACGAGAGGTATGTGGATTGGGTGGTGGCTGTGGGG 
CTGGTTCCTCTTTTCGTCTCCAAGCCCGACCGGGCTCTGGTGAAAAGCATCACATCTAAGTTTAGTGCTG 
ACTCTGTGGGTTTCAGCTCTGACAAGTACAAAACCATGAAAACCGTGCTCATGACCTTTAAGCGGGAGCT 
CACCAGCGTGCTCGAGACCGTCACGTCCATCTACATCCCGGACTTTTCCGAGGTGCAGCTGTACTTTGAC 
GGCTCGACCACCGCGTACTTCGGGGTCTATCGCGGGCAAAGGATAACCGTGGAGGTGGTCAACAGGCCCA 
TCATCTTCAACGGGGAGGTGACCTTTGACAGCCCCGTGCAGAGGCTGTTTAACACTGTCATGTCCTGTCA 
CCGGACGGCCGAGCACGCCAAGCTGTGCCAGCTGCTCAACACCTCCCCCATGAAGGCGGTGGTGGGCAGC 
ACCTCCAATAACTTGTACAAAGACATCCTGAACCACCTAGAGCAGTCCTCCCACAAGAGCGACCCCAAGA 
GGGAGATGCTCCAGCTGCTGATAAAGCTGGCAGAGAACAAGACGGTCAGCGGGATCACGGACGTGGTGGA 
GGACTTTGTCACGGACGTGTCCCAGAACATAGTAGACAGGAACAAGCTGTTTGGGGGCGGGGGTGGGGGT 
CCCTCGGCCGAGTCCACGGCCCAGGGGCTCAAGAAGCAGGTCTCCGGCACGGTCTTCAAGTGCCTGACCA 
ACCAGAT TAACGAGCAGT TTGACACCATCCACAAGCTGGAGAAGGAGAGGGACAT GAT GCTCAGGAAGGT 
GCACACCCTGGAGACCCACCTCAGCCAGTGTAGGGCCGAGGACAAGAGGCTGGGCGAGGTCAGCATCACC 
TCCAGCCTGCTCACCACAGACACCCTGAAATCCCTGCTGAACATCCACGACTCCAGCCTCAGCCTGCACG 
CCGCCTCCGTAAACAAAGGAGACAACGTGCACAACAGCTTCTTCAGCCAGTACGTCCCGCCCTTTAGGGA 
GGTGAGTCAGGACCTCACCTCGCTGTGGGAGAGCGAGGTCTTCGAGACATTCAAGCTGACCCCGGTCATA 
GACAACCAGGGACAGAGGCTGTACGTGAAGTACTCCCAGGACACGGTCTCTGTGCTCTTGGGCCCATTCA 
CCTACGTCATAACCAAGATGTATGAGATGGAGCTCATCACGGACGTGTACTCCTCTCTGAGTTTGAATGA 
GATAGCGGATGGGTTATATAA.GAGCAGCAGGCTATATGTATACATGCAGGACGTGGGGGCAAAGTACAAC 
CTAGAGTCTCAGGAGTACTTTGACGCGGCCTCCGCAGCATCCGCAGCAGCCCCCGCGGCCGGGAGGACCC 
AGTCTCCGAGCGCCTTCTCTCAGCAGGCCCAGCATGGACCCCCTTAA 

>GBEV0018 | Acc|NC_001650 REGION: complement (155087 159124 ) | Ver | NC_001650 . 1 GI:9628002 
[Equine herpesvirus 2, complete genome. 

ATGGCTTCGGATGTCACCCAGCTGCTGCCGGGCATCCCCTATCGCCACGAAAATCAGGAACTGAGAGTGT 

ACTATGCAGACAGCGAATTTTCCCCTGCAGAGGGCAGGTTTGTGTTCAATTACACGGGCAGGGCGGGGGA • 

CCTGACCCTCCTCAGGGGCAGGAGGGACGCCGAGCACCTGCTGGTGGTCATCTTAAGGAATGGGTCCGGG 

GATGAGGACCTGCGACCCCTGCACGCCCCCGAGCTCAGGCTGCTCCACTTTATCCTGGCCCCCGAGGTCA 

GGTATAGCCACCTGGACCCCCGTAGCCGCCTGGAGGGAGGGGGGGACAGGTCCCTGACCTTTGACTACGG 

GCCCGCCCTCTACAGGAGGGTGTCCACGGACGCCTTCGAGCTGGGCCGGGTGCTGACCCTGATAGACTGC 

AGGAGCCTGCTGAGGGTGGAGCTGGGCAGGCACTTTGTCACCAGGCTGGCCCAGTACATAGGAGAGGACG 

AGATGAGGGTGGTGCACGAGGCCCTGGTCAATGACACCAGCGTCCAGAGGTGGACCCTGGGAGGGGCGGC 

CCAGAGGGGAGAGGTACCCGCCACCGCGCTGACCCCGGCCGCCGAG.GGGGGCGCCTTTGTCATGAGGGAC 

CCGGTGTCCATCTACCTGATGCTGCCCCGGCCCGACAACGCCATGCCCCTGGGCATCCAGGCCTCCACGG 

CCGCCAGCCCCCTGGTGAGGCAGTACATCATCCTGACCACCCCGGGCACCATGTCAGTGTTCCCCTGGGG 

CTCGGTCCCCAAGAACCCCAGCGTGAGGGAGGCGGTCACCCATCTGCACAGCGAAGCAACCTCCATGGGC 

CAGCCCCAGCTGCAGGGGCAGGTGTTTCAGCTCTCGCTGCTGCCCTTTTACAGGGTTTCCGGGGCCGCCT 

GCGGCGTGTACTCTGTGACCCCCAGCGTGGCCTCGGGCTACGAGGACGCCGTCCACGGAGAGATCAGGGA 

GACCCACGAGGCCCACGCGCGGTGCCTCAACCACTCGGGGGTCCCTGTGACCTGCGGGTTCCTGAGGACC 

TTTGACGAGACCAGCGCCCCCCTCTCCCTCAACACCCTGGTGTGCACCTCCACCCTGGCCACCTGCCCCG 

TCAGTATGCTGACCACGTCCAGGTTCATGAGGGGCCAGTACATAGTGGCCCTGGGCGACTTTTTGCCCGT 

GGGAGGGCCGGACGCGCCCCCCTATGTGTACAGGAGCAGCTCTTTCCTGTGCAACACCATAGTCAACACC 

CTGAACATGTTTGGCAAGACCAGGGCCAGAATTTGCATCTCGGGCACGTCCAGGCAGGTCGGTTTCGCTT 
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CCACACATGCCCATCTGGGTTCTCTGTTGCCCAGGGGCGGCGCGGTGCTGTACCTCTCCAAGCTGCCACA 

GGAGGCGCTGTCTCAGATTAGGGGCAGGGGGGTGTCCCGGGAGGACCTCCGGGAGCTGGTGAACAGGTTC 

TACCTCAGGGTGTCCTCCCACCAGGTCTTTCTGGTTCTCAAGGACGAGCCCGTGGGCGACCAGGGCAGGC 

AGGGCTACCAGTTCCTGCAGAAGGCCGCGGGCCTCAACGGCTGCGCCTTTAGGGTCCTGGGCAGGACCTG 

CGATCAGGAGGGGCTGCACTTCGTGGACGACCTGGGCGAGGGCGGGGGCGGGGAGGTGCCCCCCAGGCGC 

ATGGGCTACAGCCCCGAGGGGGCGGCCTTCTCTCTTCCCTTCGAGTCCCCCGTGAAGAAGACCACCCGGG 

AGTACGCAGAGGGGGTGGATGTGCAGCGGGGCATGACGCTGGTGCAGGAGGGGGCCCTGGAGTGGGACAT 

GTTCACGCCCTATGCCACCGTGCACGCCGTCCTGTCCCATCCCACCGTGGCCAGCAAGGAGTACTTTGTC 

AGGAGGGTGGACAGGTTCAGCAACGGGCTGGTGAGGCAGCAGCAGGGCGTGGGGGCTCTGGATTTACCTC 

TGGCGGACTACTGCCTGGTGGTGGATCCCGCGGTGGAGACTTTCACAGGAACTAGCTTTTCCCGGGAGGC ' 

TCACGAGGCGTCGGCGCCCCTAGAAAACATAAGCGTGCAGGAGGCTCTCGAGCTGGCCGATGCCCCCGAG 

AGGTGGTTCGATTCCAATGGCGGGGCTGCTGCCAGACGCCCGGTGCCCGGCCACGTCCTGGCCTGCGGGG 

AACAGGGCTACAAGATGATCAATAGCGGTGTCCTGGGCGGTCAGTATGGCATCACCGAGGTGGTGACTAA 

TATCATGCTGGGACCGGCCTTTGAGCTGGCCCAGCTCCAGATCACCGCCGCGGTGCACTGGAACGAGGGG 

CCGGACTACAGGGCCCAGCTGGAGAGGGCGGTGATGGCCTGCAGGGAGTTCTGCGCCGAGCTGGGCGTCG 

GCCTGGCCTTCAGCTCTGGCTGCTCCTCTGCCAAGTACGGGGGTCCCTCACACTCGCCCCCCGGGCCTGA 

CTCCCTAAATTTAATCTCCTTCGCCGGCAAGGCCAGGGTGGACACTTCTGCCCCCAGGCTCACGCCCGAG 

CTGCACGGCCCGGGGCACGTGCTGATCCATCTATCTGTAAACAGAGAAGTGTTGGTGGCCGGCTCTGTGT 

TCGAGCACAAGATGACTGGGCTGAGGCACCCCCTGCCCCCCGTCGAGGCCCACCGGGTCAGGAACATGTT 

TCAGTGCGTGCAGGCCCTGGTGGCCCGCGGGCTGGTGACCGCGGGCCACGACGTGAGCGACGGGGGGCTG 

ATCGCCTGCTGCGCGGAGATGGCCCTGGCCGGGCAGTGCGGGGTGACCCTGGACATCCAGCGGGGCATCC 

ACCCGCTGCTGGTGCTGTTCTCAGAGACCCCCGGGGCGGTGCTGGAGGTGCCCCTGGGCAACCTGGCCGG 

GGTCCTCGAGGCCTGCGAGCCCTTTGGCTGTTTTGTGAATCAGATAGGGACGGTGGAGCCCAGGACGGGC 

GAGGGGCACGTGGTGGTCACGCAGGGGGGCTCGGTGGTGTTCAGGGACAGCCTGGCCAACGTCATGAACT 

CCTGGACGTCCTTCGCGGACGAGCAGTTCTCCAGGTTCGGGGCCTGCCTGAAGGAGGCAGAGATGTACAG 

GAAGGACTACGGGGACAACGAGCTGGACGCGGGGTCCCTGGAGGACGCGTGCGCGGGCGGGGAGCTGACC 

CTCTACAGGTCCCCCGGGCGGCGGGTGGGGGCGGCCGTGCTGTGCCTGCCCGGCTGCACCGAGCCCCTGG 

CCGCGCTGCACGCCCTGGTCAACTCCGGCTTCGAGGTGTCCGTGGTGGGCCCCGAGGACCTGGCCTCGTC 

CCGGGACGGGCTGGGGGCGTTCGCGGGGCTCGTGGTGAGCGGGGTCACGGGGGCGCGCGCCAACTACGCG 

GCCTCCAGGGGGCTGGTGCAGGGGCTGGTGGCCGAGCGCGCGGCCAGGGAGACCGTGCTGGTTTTCCTGA 

ACAGGACGGGCACCTTCTCCCTGGGCCTCGGGGAGCTGGGGATGGAGTTTCTGTGCGCCTTCGGGGTCTT 

TGACGGTGCCGCCGCCGGAGGGGGCGGGGAGGGGGGAGGAGAGGTGGGGAGGGGCCTCACCGACCAGAGC 

TTCGGGAACAGGCTCATAGAGCTCGAGGCCAACGCCTCCGAGCTGCCCGAGAGCCTCTGGCTCAACTTCA 

GGGTGCCCTGGAACACGCGCAGCGTCGCGCTGAGGCACCTGGCGGGTAACATCCTCCCCTGCTGGGCGTA 

CGGGACGCACCTGGGGGTCAGGTACCGCGCGGACGGGCTGGAGTACTCCCTGGACGCCCTGGGCATGATC 

GCCCTCCACTACCACGGGAGGAGGGCCCAGGACTGGAACTTTGCCAGGAACTACCCCCGCAACCCCACGG 

CCGTCTCCACGGTGGCGGGGCTGTGCTCCAGGGACGGCAGGCACCTGGGCCTGCTCTGCGACCCCTCGGC 

CGCCTACCACCCCTGGCAGTGGCAGCACGTGCCCCGAAGGGTGGCCGGGCTCAGGACCTCCCCGTGGGCT 

GTGCTCTTTCACACACTCTTTCTGGACACACTAAAAAGTATGAGTTAG 

>GBEV0019 |Acc|AF514779| Ver | AF514779 . 1 GI : 22087525 | Equine herpesvirus 3 DMA polymerase 
gene, partial cds. 

CAACGGCTTGCTCCCCTGCCTCCGCATCGCGGCGACGGTCACCACGATCGGGCGAGACATGCTGCTAGGC 
ACGCGGGACTACGTGCACGCCCGGTGGGCCACGCGCGAGCTCCTTGAGGCCAACTTTCCCGAGGCGCGCG 
CCCACCGCGCGGACGGGCCCTACTCGGTGCGCGTCATTTACGGGGACACGGACTCTGTGTTCATCAAGTT 
TGTGGGGCTGACGTACGAGGGCGTATCCGAGCTCGGGGACGCCATGGGGCGCCAGATCTCCGGCGACCTA 
TTCAAAGCCCCCATTAAGCTTGAGTGCAAAAAGACCTTCCAGAAGCTGCTGCTGATCACCAAAAAGAAGT 
ACATAGGGGTCATCAACGGGGGCAAGATGCTGATGAAAGG 

>GBEV0020 |Acc|AF514778 1 Ver | AF514778 . 1 GI : 22087522 | Equine herpesvirus 3 putative DNA 
packaging protein gene, partial cds. 

CACCAACACCGGGAAGGCAAGTACGAGCTTTCTGTACAACCTCAAGGGGGCGGCGGACGAGCTGCTCAAC 
GTGGTGACCTATATCTGTGACGACCACATGGAGCGCGTAAAGGCACACACAAACGCGACCGCCTGCTCGT 
GCTACATCCTCAACAAGCCCGTCTTCATTACCATGGACGGCGCCATGCGCAACACGGCCGAGCTCTTCTT 
GCCGGACTCGTTTATGCAGGAGATTATCGGCGGTGGGGGCGTAGTGGGGGCCCAGCGCGACGAGCCCGTG 
TTTACCAGAACGGCGGGAGACCGCTTTTTGCTCTACCGCCCATCGACGGTGGCGAACCAGGCGGTACTGT 
CCCCGGACCTCTACGTGTACGTA 

>GBEV0021 | Acc| AF081188 jVer IAF081188.1 GI : 3415100 | Equine herpesvirus 3 glycoprotein G 
precursor, gene, complete cds. 
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ATGAAGGGCGCCGGCGCCGTAGTGTGCGTGCTGAGCCTGTTGGCTGTGGCAAACTGTCGCAGGGCGCCCG 
CCAAGCTTTGCTACGCGGACCCGCGCGACGGCCCTGAGCCATGGCCCCTGCTCCCGGGCCCCATGGACAA 
CGTGACCGAGCCTACAGTTAACGCGACCGAGCGGTCCAAGGGCTGCGAACTCAGACTCCTGGAGCCCCGC 
GTAAACGCGGCAAAGCGGCCGCCCGAGCGGGTAAACGCCACCATCGCCTGGTACTACGACCTCGGGATCT 
GCCGCGCTCCGGTGGTACTCAGAGAGTACTACCTCTGCGAGGGCGACAAGATGCCCTCTCCCGATACGTG 
CGAGGGCTACTCGTACACGGTCGCGAGAACAGAGGGCTTCGTAGAGTTTGTTCTTGTCAACGCGAGCCTG 
ATGCTTCAGCCCGGCATATACGACAGCGGGGACTTCATCTACAACCTCCGGTTTGGGCCCGACTTGTATA 
GCGGTCGGATCGCCCTGCGCGTAAGCCGGAACCTGGACTACCCCTGCAAAATGACCCACGGGATCACGGC 
CCGCGACCACCTGCGAGACCATTACAACATAACCCGGTCTCAAAACTCCGCCCACAAGAGAGCCACGGGC 
TGCTTCCCCGCAATCGTGGAGACAGAGGCGTGGACCAACGTGTCTCTCGGCAGCCTGGGGCTGCCAAACG 
AC TACGACGAGTCGGAT T T CACCGATGACGAT GCCGAGTT CACCTACGACAACAT TTACGACT GT CGCGA 
GTATAACCTTTTTGAGCCAAAGCGCTCTCTCGGCCTTGCCAGGGGCCCTCAATCCCTGCTCATTGGCGCC 
CTGGGACTTCGCATCCTGAGCCAGCGCTGGTACATGCTGCCGGGCGAAACGTACGACCAGCTGCGGCAAA 
ATTCCAGAjGGGTCTGCCCGCGGCGCAGACAGGGAATCCGCGGCCGACGTAACAGAACCCGAAGAAAAGCC 
TTCGGAAAAAACCCCCGCTTCTCCCACCGATGACGAGGAGAAAGAAGAAGAGGAAAACGGGGATAACGAG 
CCAACCCCAGCGCCACCGGCCCCGGGATGCGACGAGCAAGACGCACCTGCCGACGGAGACGGATCTCCGT 
GGTACACCGGCGGCATTCTCGTGTCCGGTCCTGAGTGCGGACAGCAGAAGGGGACCAACTACGCGGGTAT 
CGGCTTTCTCATCTTGGGAGTGTGTCTCCTCATCGGCCTCATTGTCTACGTTTGCGTCCTGCGGTCCAGA 
GTCTCCGAGCGCAAGCTCCACAACAGCTACTCTCGCTTTTCGAGACGCCACAACACCCAATACCGCCGCC 
TAGATTCCCCCGCATGA 

>GBEV0022 lAcc|NC_001844 REGION: 90699 . . 92396 \ Ver 1 NC_00184 4 . 1 GI : 962 9732 | Equine 
herpesvirus 4, complete genome. 

ATGGACTCCTCACCCGTAACATACAGCGGAGCACCTCCGTATAAGCTGCGTCGCCTCAACACATCGTACC 
CATACGCCT CTAAGCT ACGCGAGCGCGACAGT T TAACAGT TGAAACATT T TCCGGATACATAAACCAGGA 
GAGTATTTCCGAGGAAGAAGTTTACGAGACTATGGCTACTACCGCTGTCTTGTCTACCCGGATGTACCTA 
CCATCAGTTTTACCCAACGGGATAGCGACCATGACGTTTTTGGATCATTTGAAGAAAAGCCTCCCACTTC 
CC CAT AGCGATAAGCGAT TAAACCCAAT CT T T TAT CGTCT TGCCTACATACGCGACCT GGTGGGACAAAT 
GGAGATTGAGGGCATAGTCGAGCGTGGAACCGCTTCACGCCTACTAGGTGCCCGTAAGCCAGCAGGATTT 
GTGGCGGGAACTTACACACACGCTCGAGATTTGTCCAAGACAATGTCTATAGCAAACATTCGGGATGCCG 
TGCTAGCTATAGAGGCGCAAACCCGCGACCAGAGCGAAAGCCAACTGTGGGCACTACTTCGGCGTGGCTT 
AGCTACAGCGTCTACCATGAAATGGGGGGCGCTCGGACCACAGTATCACCCGCAGTGGTGTGAGCTTAGT 
ACCAATTCTCGCGGAATCCCAAACAATCCGGCGCTCCAGTTTGGTCAAACCAACGAACGAACGGCGAGGT 
CTTTAATCTCTGCTCTTTATGTAGCTCGTTCCGAAGCCGCCACCCCAGATCTGCTGATGGACCCAGGATG 
TGGACAATGCTTCATGTTTGACGAGTCTGCTAGTGTTCCCGGCGACGCCTATGCATGTGGCTTACTCATA 
GACGCCAGAACAGGTGTTGTGGGGGCATCTTTGGATATGCTTGTGTGTGACCGGGACTCCAACGGGGTAC 
TCTCTCCACACTCTACCCAAACTACATTGGATTTTTTTGAAATTAAGTGCAGAGCTAAGTATCTATTTGA 
CCCCGATTTATTTAGCCCCGTAGCTACGGCCTATGCCAACTTGTTAAAACATCGTACCGCAGTATGCTTG 
CGCAAATTTCTGCGGTCTATTAAAAACCCCGCAGTAGAGTACTTTGCTTCCAATCGTGTGCCGGGTGCAA 
CAGAAGCGCTGATTACATGTAACTCCTCGTGGAAACCACGTGAGGTAAATGAGACTAACAGGCGCTGTGG 
TGACTTTGATAAAGATCATCTTGCTTTAAACCTGGACGCGTCATCAGACGTTTGGCTATTTAGTGAGCCG 
GACCTTGAGCTACAAACTATTACTCCAGCTCGCTGGGATACTGGAGAGTTGGCTCTGTCAGTTCCGGTAT 
TCGCCAACCCGAGACACCCAAACTTTAAACAAATACTTGTTCAGGCATACGTGTTGTCTGGTCATTTTCC 
AAACCATAAACTTCGGCCGTTTTTGGTAACGTTTATTGGCCGCCATCGCAAGAAATGTGAAGAAGGAAAA 
ACGTTCACAATTTGTGATCGCCCGGAGGGGAGCCCATACAACTTGAACGAGGTTGTTCACTCCAGCTGCG 
CTATTCCCATTCTCCTGATCGTGACTCCGGTGATTGTGGACCGCGAGGGTTGCTGGGAAGACATTGAAAT 
TGAGAGTCTCACCGCGTTTAACAAAACTTCGGACGCAATATGGGACAACGACTCTCGTGTGGATGTTTTA 
GAACC AACC AGCT T GT AA 

>GBEV0023 |Acc|NC_001844 REGION: complement ( 92681 94033 ) | Ver | NC_0018 44 . 1 GI:9629732 
| Equine herpesvirus 4, complete genome. 

ATGGCACGACGTGGCGCTGCTGTCATCGAGGAGCCTTTGCTGCCGTTGTCGGGAACTATGGGGACCGGTC 
CAATTGAAGGCATTAACTGGAAGATGTGGCTTGTGCAAGTGTTCTGTTTCGCACTTACAACCTCAGTGCT 
TTTTATAACTCTTGTGACGGCGTCTCTTCAAAAAACCGGATATCCGTGTTTTTATGGGTCTCTGGTAGAC 
TACACACAGGAGAACCACAGCGTGGTTAACGGGGTGTGGATGCAAAAAATAGTTGGTGGGGTGGCACCAA 
CCCTGTTTTTAGAGACCACGTCGCTGGTTGCATTTCTTTACTACTCTACAATCGTACTGATGGCCATATC 
ATTATACCTCATAATCTCGGCAGTTCTATTACGCAAATTCGCTCGGGGTAAAGAGTGCACAGCGGTTGCT 
GGATGCTCCCGGCCCACTACCACACTCATTGCGTCCCATGTGACTCTCGTGTTGGGAACGCTGACTACGT 
GGCTCTTACAGGTTGTAATTTTGCTACTTTCACACAAGCAAGTGGTTTTGGCAGCGGCAGCTTACATAGT 
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CCATTTTGTTGCGCTTGTATTTTTTTGCCTGAGTTTTAGCGGACTCGGAACCTCAAGCGACCAGTACTCT 
AGCAACCTTCGCATCTTAAAGACCAACATGCCAGTGCTACATCGAATGGCGGGCCACGGACGCGCGGTTA 
TGACCAACCTAAGCCTGGGCATGCTTGGAATTTCCCTGCCTATACTGTCCCTAATGCTAGGGGTAATACT 
CGCCAACAGCTTTCACATCACTTTGTGGCAAACGGTAACAGTAGCCGTGGGTGTGTTTGTGGCCCTCGGG 
CTATTGTTTTTGATAATCGTCGAACTTGTGGTGTCCCACTATGTGCATGTCCTAATAGGACCAGCGCTCG 
CTGTTTTGGTGGCTAGCTCTACGCTGGCAGTGGCTACCCACAGTTACTTTGTTCACTTTCATACGATGGT 
TTCTGTCCAGGCTCCAAATCTGGCCACTGCTTCTAAAGCAGTGGTGGGAATTATGGCCGTAATTTCCATA 
ATCATGCTAGTCGTGCGACTAGTAAGAGCAATTATGTTTCACAAAAAGCGTAATACAGAATTCTACGGGC 
GCGTAAAAACGGTGTCGTCAAAGGCGCGAAAATATGTCAACAGGGTGAGAGGACCGCGCAGAACTACAAA 
ACCTTTGAACGTTGCCGAGTCCAGGGGCATGCTCTTGAATGAAGACTCAGAGACGGACTCAGAAGAGCCA 
ATT T ACGACGT TGT T AGCAATGAAT T T GAGACAGAAT ACTATGACGACCCCCACCACGAT T TGAATAGAA 
ACTCGCGCAGAGATTACCGTTAA 

>GBEV0024 | Acc|NC_001844 REGION: complement ( 107 637 108296) | Ver 1 NC_00184 4 . 1 GI : 9629732 
I Equine herpesvirus 4, complete genome. 

ATGTATCACTCCCAATTGGGTGTGTCTCGCAAAAATCTGTACATAAACCGATGTACGAAAGCTAAACAGC 
CACTTAGTTTAGAGTCTTTTAAAAGAATGGGGCGGCCGATGTTCTGTTGGATTAAGCTTGAACTAATCTA 
TATGATAACATGGCTTGTAGCTACCAAGCTAGCGAAGTCAAATAAGCTGGAGTTTACGTGGTCATCGGGT 
GAACCCAAGCGTATTTTAGAAGCTAGCTGCGGTAGTGGGCCTATAATGAAAGGCCAACTATTTACACCCC 
CCAATGTTAAAAACTTACTAAACAAAACGCTAGGGATTATGGTGAAGGCTCACTGCACACCTCCAGAAGC 
CATTTTGTGGGTTGACATACCACCCAAACCTGTTTGGGTTAATCCATTTGCCGTCATTCAGGGTTTGGCT 
GAAGACGTCACAAACGGAAACATTCCCCAAGACTTTAAAGAGATGCTCCTTCTTGCCTTAGATGAGTCTC 
TTACTCAATCTCAGGCCTCTCCAGACGAGATATTGGGCCCTCCTCCGCTGGGCTGTTTTGCGGGGCCTTT 
T T T T T TATCAACGCCAGAGTCT AAAGAAATAGCT GAAGGAGT AAAAGAT AGCT GCAT ACCAGCT TCATAC 
TACGCAGAAAT TCAAGAAACTT CAGAATGA 

>GBEV0025 lAcc|NC_001844 REGION: 127455 129707 | Ver 1 NC_001844 . 1 GI : 9629732 | Equine 
herpesvirus 4, complete genome. 

ATGGGGTTCATCTATGTTAGCAGAATACTGCTATGCCTGGCAGTTGGTATTTATGCCATAGGGGCAACAA 
CCGCGGAAACTACTACCGCTAGCTCGTCAACTTCTGGAAGTACCCAGTCCGCGTCTAGCGAAACTAATAG 
TAGTAGTTCCCCCACCACGGGCCCCACTACCACATCTTCCCAAACATCCTCTTCTAACTCTACCCAAACA 
CCTTCAACGTCTCAAACACCCACTACTAGCTCGTCTACCGTTTCCACAACTACTACTTCAAACTCAACAA 
ACGAAAGTTCTACTGCGACGGCTACATCAACTGCAACTCCAACATCCACAGAAGCTTCTACGTCAACAAC 
TACATCAACCTCGGTGTCCGAATCACCAACATCAACCACAGCTACCACAGCTGCTACTACCACAACTGAA 
TCCACCACAACTGAATCCACCACAGCTGCTAGTACCACAGCTGCTACTACCACAGCTGCTACTACCACAG 
CTGCTACTACCACAGCTGCTACTACCACAGCTGCTACTACCACAGGTGCTACTACCACAGCTGCTACTAC 
CACAGCTGCTACTACCACAGCTGCTACTACCACAGCTGCTACTACCACAGCTGGTACTACCACAGCTGCT 
ACTACCACAGCTGCTACTACCACAGCTGCTACTACCACAGCTGCTACTACCACAGCTGCTACTACCACAG 
CTGCTACTACCACAGCTGCTACTACCACAGCTGCTACTACCACAGCTGCTACTACCACAGCTGCTACGCC 
AACAGAGT CAAGCGAGGCATCT T CCACAT T AGCGGCCACCACAGCT GACACCACAGCT GACACCACAGCT 
GACACCACAGCTGACACCACAGCTGACACCACAGCTGACACCACAGCTGACACCACAGCTGACACCACAA 
CTACTTCAGGGTCCACCGCAGCTAACACAACCTCTACCACATCGGCCACTGTAACAATAGCTCCAACAAC 
AT T TACGACTAAGTATACCACAAAT TCT TCGTCTACCGGGAAAATAAACACCT CCAAAAATACACCAAAA 
CCCCCACAATATACTACAGCTTCCACGGAGAAACCAACTAAGGCGAATTCTTTAACAGCGGCGAACGCAA 
CGGGCTTATCCACCAAACCCCCAACTTTATTCACGCCCACACAAACAAGCCCAACACCTAGCGAAACGTC 
TGTGGGTACCAGAGAGTACTTGGCAATCACCTATGGAAAAACTACATATACAACTCCCACTAATGCCCTA 
AGTTCAACTAATGTTTGGCCTGCCAGAGATAATAGTTCAACTCAACAAACAACCCAACATGACTACATAG 
TAACTACCCAAAAACTTACGGGACATTTACACCAGCACAAGGGCCGCGCAAATGGTAAAAACGTCAATAA 
TAAGTCT CACCCAT CAGT GCGACCAGATAGGTTAACGCCACACACGGATTACCACTAT TACTACGATGAT 
ACCGATTACCCACAGGACGGTTCATTTGAGCGTGTAACCCCACCCCCACAAGGCCAACCAAACATAGAGC 
TGGGTGTGGCTACGCTTAGAAAAAACTTTTTGGTGGCAACGTGTACCGTGGAGGCTACTATGGGCTTGTC 
ATTTTTTTGGAAAATTGGCAACGCCAGCGTTGACGCGTTTAGCAGGGGAACAACGCATACGCGAGTGATG 
CGCAATGGGTCACCTGTTTATGCGCTAATATCTACGCTAAAAATTCCGTGGGTTAATGTGATTCCATTAA 
CCGAGATTACTTGCGCTGCGTGTAAAGACAATTTTATTGGCAATGAAGCTGATCTCACCTCGTGCACCGT 
TAAATCAACCACAATACCATGTCCAGGCCAACAACGCACCCATATTTTCTTTTCTATGAAGGGGGACAGA 
GCTGTTTGTATTACATCAGAACTTGCGTCCCCACCAACTATAACATGGTCGGTTGGATCAAACAGGTTGC 
ACAACAATGGATTTACGCAAACGTGGTATGAAATACAACCTGGAGTGTGTGGAATATTGCGTAGCGAGGT 
CCACATTAGCCGCCCGTCTTGGCGCGTTGGTGCCCCAACGCGCGATTATCTTTGCGAAGCCACAGTATCA 
GATGCAAAGACGAGTGATTACAAGGTTTTACCTAACGCTTACTCGACTTCCAACTTCGCTTTAGTGGCTG 



1428 



WO 2005/067649 



PCT/US2005/000517 



CGACCACGCTAACAGTAACAATTTTATGTTTGCTGTGCTGCTTGTACTGTATGTTAACACGCCCCCGGGC 
GTCCGTATATTAA 

>GBEV0026 |Acc|NC_001844 REGION: 129798 1310061 Ver |NC_001844 .1 GI : 962 9732 | Equine 
herpesvirus 4, complete genome. 

ATGTCTACCTTCAAGCCTATGATGAACGGATGTTTGGTGTTTGCGGCTATTATAACGCTCTTGAGTTTTA 
TGCTATCTCTGGGAACATGCGAAAATTACAGGCGTGTGGTTCGGGGGAACCAAAATCAGCGACCCGAGTT 
TCCACCACCCCGATACAACTTTACAATTGTGACAACATACAATGAAACGTCGCTACCATCACCGTTTATT 
AACGACCAAGTAAAAATTGTTGACGTTCGAACCGTGGCTGCTACACGCCCATGTGAAATGATAGCGCTGA 
TTGCAAAAACAAACGTAGACTCAATTATAAAAGAGCTAGATGCTGCCCACAAAACATATTCCGCAAGACT 
GACTTGGTTTAAAATTACGCCAACATGCGCAACGCCAATCCATGATGTTGTTTATATGAAATGCAATCCA 
AAGTTATTATTTGGAATGTGTGATGAGCGATCAAATATATTATGGCTCAATAGTTTGATTACAACTGCTG 
CGGAGACAGACGACGAACTTGGACTTGTATTGGCCTCCCCTGCCCATAGCTACTCTGGACTGTATAGGCG 
CGTTATACAAATTGATGGAAGGCGAATTTATACAGACTTTTCCGTAACAATTCCGAGCAGCCATTGTCCG 
CTTTCTTTTGAGCAGAACTTTGGTAATCCTGATCGCTGTAAAACTCCTGAGCAATACTCGCGGGGTGAAG 
TATATACAAGTCGTTTTCTCAGTGAATTCAACTACAGACAAGGTGTACATTTAGCATGGGTAAAACACTG 
GTTTGTGCAAGATGGTGGAAACCTTCCAGTACAGTTTTACGAAGCCCAGGCGTTTGCAAGACCAGTACCA 
CCGGATAATCACCCAGGAT TT GAT T CGGT CGAATCGGAAATAACACAAAATAAAACAAACCCAAAGCAAG 
AACAGGCAAGTCCAA?VACCCAATCCACCATTTAAGTGGCCCAGTATAAAACAATTGGCCCCAAGAATCGA 
TGAGGTGGATAATGCCAAAGAAATCACCACAAAAAAACCACCAGCGTCTAATAGCAACTCTACGTTTATT 
GGAGTTGTTATTGGTTTGGGTGTTGTTGGCTTGATATCAGTTGGAGCAATTTTATACGTTTGTTGGCGTC 
GAAGAAAGTCACAGAACAAGTCTGGAAAAAATGGCTCACCTAGCCTACGCTCTACCTTTAAGGATGTCAA 
AT AT AC T C AG C T T C C G T AA 

>GBEV0027 | Acc I NC__00184 4 REGION: 131111 .. 132373 1 Ver | NC_00184 4 . 1 GI : 9629732 | Equine 
herpesvirus 4, complete genome. 

ATGGCCAAACATACTGTATTGTTTACTGCTTCGATATTACTAGCTATATCTATGTGTGCAACCGCAATTA 

TATATCGCGGAGAACATATGAGCATGTACCTCAACGCCAGTTCAGAGTTTGCAGTGTACCCAAAAGACAA 

GTCTCTAGTAGTTGTTGGACACATGCTGTTTCTAGATGGACAACGACTCCCAACTACCAACTATAGTGGA 

CTTATCGAGTTGATTCATCACAACTACTCTAGGGGCTGCTACTCTGTCATTCAAACAATATCGTATGAAT 

CATGCCCGCGTGTGGCCAATAATGCTTTCAGATCTTGCCTTCACAAAACTTCTAATCACAACCAGGACTA 

CTTTCATGTGAACACCTCTGTAGAAACTAACGTTCTCTTAAACATTACCCGGCCACAGCCCGCAGATTCC 

GGGGCGTATATCCTCCGCGTAAAACTCAACCACGCTCCCACGGCAGATGTTTTTGGTGTTTCGGCCTTCG 

TTTATGATTTACAATCTAACACAGTTCCAGAGCCAGTTCCAACCGCTAAAGAACCCAGTAATGTGTTTAC 

ACGGACACCTGCCCCTGCACCTGCTAACACCTCTACCAAAACTGGCTCCAACACAACATCGTCTCAATCG 

ACGTGGTTGTATACTCCGACTCCTCGCCCAGCCTTGGAAACACACCTCACTACAGCACCGGCTAACGAAA 

CTGTAGTTAGTGGTGATACCGCCATGCTCTGTCATGGGTTTCGGCCATCAACCGCAGTACCAACAATATA 

CATGCATCTATTAGGACTTACTGGCAACCTACCCGAAGATGTTTTGCTAATAGAGGACTCGGAGATTCTT , 

CGTACACCACCCCCCAAACCGCAAACCACTTCTTCCAGAACTGAGGGTGATGACTTTAAGCAAACAAACT 

CAACTTCCCCAAAATCGCGCAATAAGATTGTTGCGATGGTGGTTATTCCAACCGCGTGTGTGTTAATGTT 

GTTGCTGGTGGTTGTTGGTGCAATCATCAACGGTGCCGTGCGCAAACATTTTCTGAGCTGCGCAAGCCGC 

AGAATCTACCGCTCAAGACAAGGTGGAGTTTCATCGTCAGAGTGGAGCCGGTTGGCGTGTGGGCCCACCT 

TAGCAGCCTCATCAGAATCGCTGGCTGATGATACAACGGCCTCGCCACCATCCCACAAGCCTACAGAAAA 

ACCTACACCGGAAAGCGATCCTCTTCTAGAACAGTTGAACCGTAAACTGGAGGCCATAAAAGAGGAAGAC 

TAA 

>GBEV0028 |Acc|NC_001844 REGION: 132593 134239 | Ver | NCJD01844 . 1 GI : 9629732 | Equine 
herpesvirus 4, complete genome. 

ATGGAGCTGTTAGACTCCCGCCGTGCTTTTTTCTTTTTTGTACTAATAACAGTACTCGATGCGTGGGGAG 
TTCAACGGGTTGAACTCACCGAGGGGGCATGGGCCATGATCGACGGAAGAGACGTTTTAACCCCAACTAA 
CACGACCACTAGGGTTACAAAGGCCTGGACATTTTTGGAAACCCCACCGGGATGTGCTGGTGATATAACA 
GT CAAGACT GT GTGCGTAAGCGCTAGT CTGTGCGAAGATAACAT TATAATAGGAAATCACT GTAACCTAC 
TAACCGGGGAGCAT GGCATT GCGCT T GCAGAGT T TAACGTAGT TAACGGATCGCTACAAAGGACCAAAGA 
TGTGTACTTTGTTAATGGAACAGTTTTTCCTATTCTGGCAGAAACCCGCAGCGTGTTACAAATTCAGAGG 
GCAACCCCATCCATAGCTGGAGTTTATACTCTTCATGTTTCCATGAACGGACAAATAAAACACTCTGTTG 
TATTGCTCACCGTAAAGAAACCACCAACACTACCACGCGTACATGTCAAGACGCCTCCACCCATACTAGT 
TCCCCAGGTTACACCAGAGGCACATACAGATTTCATAGTGCGCGGATACCACTCGCGCGTATATGCTGTG 
GGTGAGTCCTTTGACCTGTCTGTGCACCTAGAATCCCACATACAGGAGTCTAGCTTTAACGGTGAAATCC 
AATGGTACTATATGAATACGTCATCGTCATCATGCGATTTGTTTCGAGTTTTTGAAACATGCATTTTTCA 
CCCAACCGCTATGGCCTGCCTGCACCCCGAACAACACGCCTGCTGCTTTACATCTCCCGTCAGGGCTACG 



1429 



WO 2005/067649 



PCT/US2005/000517 



AAGATTCTTCATCGAGTATATGGTAACTGCAGCAATCGTGGATCCACATGGCCTTCTCGGTGCCATAGTA 
CTTTGTTGGGCGATAGGCCACATTTTATCCAACCGGCACCAAACAGGGTAGACTTGTTATTCAAAGATAT 
ACCCGAATCAGCGACCGGGTTGTATGTGTTTGTGTTATTGTACAACGGACATCCGGAGGCGTGGACGTAT 
ACGTTGCTTTCTACAGC2iAATCACTTTATGAACGTGCTTACGGACCGAACACGCCCACGGCTAGGAGAGC 
ACTTTTATACGGACCACGGGCACCAGCTTTTCACTCCTCATCCATCTGAGGCAACAACTCAAGAGTTGGG 
AGCTTGGACCAGACACTACCTCGCTTTTTTGTTGATCATAATCTGCACCTGTGCCGCGCTGCTAATTGCC 
TTGGTGGTGTGGGGCTGCATTCTATACATCCGAAGCAACCGCAAGCCGTATGAAGTACTAAACCCGTTTG 
AAACGGTTTACACAAGCGTTCCCAGCAACGATCCAACCGACGAAGTCTTGGTATTTGAGCGTCTGGCTTC 
AGACTCCGACGACTCCTTCGACTCAAGTTCAGACGAAGAATTGGAACTACCACAACCTCCACCAGCCGCA 
CAACTTCAGCCGTATAGTTCACTAGAAAGTGCAGACGCGTCGAGAGGCCGGTCGGGTTTCAAGGTCTGGT 
TCCGCGATACACCAGAGGCGTCTCCGGAGCCGCTTCATAGACCAACCCCACCCGTCGGACCGGACTACAG 
CAAGGTCGCGTCAAAGCTCAGGTCTATCCTAAAATGA 

>GBEV0029 | Acc| NC_0018 4 4 REGION: 77301 .. 81428 | Ver | NC_00184 4 . 1 GI : 9629732 | Equine 
herpesvirus 4, complete genome. 

ATGGACCGGCGCTCTGAAGCGTTTAAAATTCCGGTTCCAGAAGTAATCCATGCCGGGCAAATTTTATCAA 
CTATAGAGGTGTCATCACACCGCACGCTGTTTGACTTTTTTAAGCAGATTCGCTCTGACGACAATGGCTT 
ATACGCAGCGCAGTTTGACGTGCTACTTGGAACATATTGCAACACGTTAACACTGGTGCGGTTTTTGGAG 
CTCGGATTATCCGTATCGTGTGTGTGTACTAAGTTCCCAGAGCTTAATTACGTTAACGATGGCACAATTC 
AATTTGAAGTACAACAGCCAATGATAGCTCGGGATGGTCCCCACCCAGTGGATCAGCCTACCCACACCTA 
CATGATGAAGCACATAGAGCAGCGATCCTTGAGCGCGGCTTTTGCTATTGCAGCTGAGGCTTTGGGTCTG 
ATAGGAGGCACTTCCCTCGATGGAACTCAGATCTCGTCGTCGCTGCGGGTGAGAGCTATACAACAGCTTG 
CTAGAAATGTGCAAACAGTGTTGGACTCTTTTGAACGAGGCACTGCCGACCAGCTTTTGCGCGTTTTGCT 
GGAGAAGGCTCCACCGCTTACACTTTTGGCTCCTCTGCAAATTTACCGAGACGAGGGCCGCCTGGCGTCT 
CGGGTAAATCGCGCCGTTCTCGTTTCGGAGCTCAAACGGCGGGTAATAGAAGATACTTTTTTTTTAACTA 
AGCACGAGCGTAACAGAAAGGAGCTGGTGGTATCCCGCCTGGCTGAGCTGGTAAATTGTACAGCTCCTTC 
TGTTGCGGTTACGCGAATGACCCACTCAGACACAAAGGGAAGACCAGTGGATGGTGTAATTGTCACTACT 
GCTGGTGTGCGCCAGCGCTTATTACAGGGCATCCTAACCCTGGAGGATATGGCCGCGGACGTTCCGGTAA 
CGTATGGCGAGATGATGATCAGCGGCACGAACCTGGTTACAGCGCTAGTGATGGGAAAGGCCGTGAGAAA 
CTTAGACGACGTGGCCCATCACTTGTTGGGAATGCAGCGCGATCAGGTTAGGTCTAATGAGCGCATGATT 
AAAGACTACGAAGACGTACCCAGCATGGCACGGGTGCGTGCCGACCTAGTTAGTGTGGGAGACCGTTTAG 
TTTTTTTGGAGTCCTTGGAAAAGCGCGTGTATCAGGCGACAAACGTTCCGTACCCTTTGGTTGGAAATTT 
AGACTTGACATTTATCATGCCACTTGGAATCTTCAAACCTGCCACAGACAGGTACTCGCGCCACGCAGGA 
AGCTTCACGCCAACCCCAGGACAGCCAGATCCCCGAACCTACCCACCCCAGACCGTGTACTTCTTTAACA 
AAGATGGAAATTTGGTACAGATTTCTTTTGATAGCGCCGCTGGAACGGTGTGCCACAGCTCGTTTTTGGA 
CGTAGATGCTGTGCTGGTGGCCATCAGGAGGGACCCTCACGAGCTCCACTGTGCATTTGGGGCTTACGTA 
ACCCTACCCCCCGCAGGCAGCTTGCTCGACCAGATGAGACGGTTTTTTGAGCGATGGCATCTGCTQATGC 
CAGCGCGCCCGCGTTGGACCGCCGAGGCGCTAATGTCAATAGATCAGCTTCTCTCCCCCTGCAACGCAAA 
CTTACGCCTAGAGCTTCACCCAGCATTTGATTTTTTTGTGGCCCCCGCAGATGTGGCACTTCCAGGCCCA 
TTTGACATGCCAAACGTCATGCCCACAGTGGTGGCAATGCCTCGTCTTATCAACGGAAACATTCCACTTC 
CCCTCTGCCCCGTGGAATTTCGTGACAGTCGCGGCTTTGAGCTTAGCGTAGACAGACACAGGCTAAACCC 
GGCTACGGTTTTGGCGGTACGTGGCACATTCAGAGACGCCAA.TTACCCTATGGTGTTTTACATTCTCGAG 
GCCGTTATTCATGGCAGCGAACGCACATTTTGTGCTTTGGCCAGACTCATAATGCAGTGCATCGTCAGCT 
ATTGGCGCAACACCCACCAGGTGGCGTTTGTTAACAACTTTTACATGCTCATGTACATTAACGCTTACCT 
CGGAAATGGCGAACTGCCAGAAGAGTGTACGGCTATTTACCGCGACCTCCTGGAGCATGTGCAGGCTCTC 
AGAAGACTTGTAGTTGAGTATACAGTTCCAGGGGAAGCAGTGGGTGGACAGGGACACGACGCGCTAAACA 
ACGTCCTGCTCGATCCAGCTTTACTTCCACCCCTGATTTGGGACTGTGACCCTATCTTGCACAGGGCTGA 
TATGGGCCGAGCTCGGGCACAGGATCTATGGGTGGATGGGGTAGACTATGCAGCAATTCCTTGGGTGGAG 
ATGGCCGAAGTAGACTTTAGAAACACAGGCGGGCGCTTGGTCCACAACCGACCCATACGCGGGGAAAACA 
AGAGAAACCCAATCGTTCCTCATCACGACCCAGAATGGTCAGTATTATCGAAGATATACTACTACGCAGT 
GGTGCCTGCATTTTCACGCGGAAACTGCTGTACCATGGGAATCCGATATGACCGCGTATACCCGCTTGTT 
CAGACCGTTGTTATTCCTGACCTTGGGGCAGAAGAAATTGCCCCCACCAGCCCCAGCGACCCGCGCCACC 
CGCTCAATCCGCGCCACTTAGTTCCAAACACGCTAAACATATTATTTCACAACGCCAGAGTAGCAGTGGA 
CGCCGACGCCCTGCTTCTTCTTCAGGAGGTGGTCACT7\ACATGGCAGAGCGCACAACTCCCATATTGGCT 
ACAACCGCTCCGGACGCAGGAACGTCTACCGCAGTAACACAAGAGATGCGCACTTTTGATGGAACCCTCC 
ATCACGGCATTTTAATGATGGCTTACCAGCGCAACGACGAAACGCTTTTAGAGGGTACCTTCTTTTACCC 
CGCCCCAGTCAATGCTCTTTTTGCCTGCCCAGATCACCTAGGGGCATTACCGGGTCTTAATGCAGAAGTA 
TTGGAAGCCGCCAGAGACGTGCCTCCAGTTCCTCACTTTTTTGGAGGGAATTACTACGCGACGGTTAGAC 
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AACCTGTGGCGCAGCACGCCATACAGAGCCGCGTGGATGAGAACACGCTAACATATTCGCTTATGGCTGG 
GTACTTCAAACTGGGTCCCATAGCCCTATCCCATCAATTTGCCACTGGGTTTCACCCAGGGATTGCATTT 
ACCGTTGTACGGCAAGACAGGTTCCTTACGGAAAACATCCTCTTTGCGGAGAAGGCGTCAGAGTCATACT 
TTATGGGCCAGCTACAGGTTAACCGCCACGAGGCTGTTGGGGGGGTTAACTTTGTACTAACTCAACCGCG 
AGCCAACGTTGACCTGGGAGTGGGGTTTACAGCTGCTTACGAGCCGCGCGCTGCCACTCCCGTAACAGAC 
ATGGGAAATTTGCCTCAGAATCTGTATCTAACCAGAGGTACGATCCCAATGCTTGACGGAGACGCAGACG 
CGTATTTGCGGCGGGTTGTTAACACCGGAAACCGCCTAGGACCCCAAGGTCCCCGCCCTATCTTTGGTCA 
GCTGATGCCAGCTACACCTGCGGGCGTAGCTCACGGTCAAGCGGCGGTATGTGAATTTATCGTTACACCG 
GTGTCGGCAGACCTTAATTATTTTAGGCGACCCTGCAACCCCAGAGGGAGGAGCGCTGGACCTGTATATG 
CCTGTGACGGTGAGGCCGATGCCGTGGATGTTATGTACGACCACACACAGGGTGATCCCGCTTACCCCAA 
CCGTGCTACCGTTAACCCTTGGGCTTCTCAGCGAAACTCATATGGTGACAGATTGTATAACGGCAAGTAT 
AACATGAACGGGGCATCTCCTGTGTACAGTCCCTGTTTCAAGTTTTTCACGCCTACAGAAGTAGACGCCA 
AGGGGCGTAATATGACACAGCTAATAGCCGACGTGGGTGCTAGTGTGGCCCCGAGTACGTCCAACACAGA 
AATCCAGTTTAAACGCCCCCATGGATCGTCAGACTTGGTGGAAGACCCATGTTCGTTGTTTCAAGAAGCG 
TATCCTCTACTCAGCTCCACTGATACAGCATTGCTACGCACGCCTCACGTTGGCGAAATTGGCGCAGATG 
AAGGAGATTTTGCCCAGTACCTAATTCGCGACGAATCCCCCCTGAAAGGCTGTTTTCCACGAATTTAG 

>GBEV0030 |Acc|NC_001844 REGION: complement { 99648 101891) | Ver | NC_0018 44 . 1 GI: 9629732 
(Equine herpesvirus 4, complete genome. 

ATGTCGGGGGCCTCCATCGAACCCAAGCAAAAACGCCTCCGTTATGCTGAAGCTAAAGCCCCAAAAAGAG 
AGCGAAAAAACCCAGTGCGCTTTGAGTCTGCAACTGGCCTTCAGAATCAAGCAGAAGAGGAGCAAATATC 
TACTGAAGGGGGTTGGGTTCTTATTCATCCAACCCCCAAAACAATGCTATTCAAGGAAATCCTCATGGGG 
GAGCTCGGAT ACACAGAAGGCCAAGGAGT GT ACAACGCAAT TAGGTCAACAGAGGCAGCAAT CAGACAGA 
TACAAACAACTATTCTCACCAATACGCTTAGAGCTACGCGATACGAGGACCTCGCAAAGGATTGGCAAAC 
CCACCTAGACAGTCGTGGGGTAAGCGCGGAAGAAATAGCAGCGACCTACGGAATGTTTAGCGAGGGGGAA 
GCGGTACGCGTAGCAGAACAAATTTTTGCAACCTGGCATCGCACGCTACAAATGTCGCTATTAGACTTTG 
TTCGCAGTATAACCGCGTGTTTTTCTGCCAGCGAGCCGGATGGCACCGCCAGCTTTGCAAAGTACATAGA 
CTGGATAGCGTGTTTGGGGCTAATACCCCTACAGAGGCTTAAGCGCGCTCCGGGCGCAACCGTACACCCA 
AAGTTGTGGCGTAAGCTGCCAACTGACGTACCCTCTCTGGAGAGCTGTGTAGACGAGCGAGACCTGGCAG 
GTAAACTGTATGTGGCCAACAGTCTCTTGCGCGAGGGGTTGGAGGCTGTGGTTGAACTGGCGAGGTGTAC 
CGCCAGCGTGGCCATTATGGACTACGACAGGGTGAAAATATTTTACCACTACAAACGCAGAGAGGTCGTG 
GCTATAGACTCAACCACCGGTAGGCGGGGAGAGTGTTTGGTGTTATGGCAGCCTATATGGAAAGATGGCA 
CCGTACTGTTTGACTCTCCACTTCAGCGGATTTGCGGCGAAGTGTGTAACTGCCACGCCCTACGCGAGCA 
CGCTAAACTATGCCAACTGCTGAACACTGTGCCCGTTAAGATTCTAGTTGGCAGGAAAAAGGAAGAATCC 
CAGGGACCGGGATGGGCGTCCAAAGCCGTGGACAAGCTCATGGGAGAGGGGGAAGAAATGCATTCTAGCT 
CCGCCGCCTCTAGGCTGGTTAAACTCATAGTTAACATGAAAAGCATGCGACATATAGGTGACATAACTGA 
AACAGTCAGATCGTAT T TAGACGAAACGAGTACCAATATCC TCAGCAGCGC T CAGATAGAC ACGTC T ATG 
CCCGGATTTGGGCAGAGCGGAAAGACCCGCCAGGGGGGTAATATGCCCGTGCAGGAAGCCTTTCGCACCT 
CT GT GAT T AATGGCATAAAT GGAAT GCTAGAGGGATACGT T AACAACC TGT TCAAAACT AT AGAAGAT T T 
ACGGGCTGGAAACGGCGGGCTGCTAAATCAGCTACAGGACAGAGAAAGCGAATTAACCCACCTCCGCGAA 
CAATTACTGCGTGTAACACAAGCGQCCGCAGACGGGAACACCCCACCACCTAGTGTGGGATCCTGCACCG 
CTCATGGGGGCGCCAAAGCCGGAGAACTCGGGCATGAAGTTATCGACATAAGAAATTTAATGGGGGATGA 
CGGCTATGTTGCCAATAGCTTTCAGTCTAGGTATATTCCAGCTTATGCTGCTGACGTGGAGCGCCTATCG 
CGTTTGTGGGATCAAGAGTTACTACGCTGCTTCAAAATGAACCGAATCACTAACAACCAAGGTCAAGAAA 
TGTCAGTTTCGTACTCTAACAGCTCAATATCCCTTTTGCTTGCGCCATACTTTTTTTCTATTCTTCGTGC 
GCGTCACCTGGGATTTTTAATTACACACCAAGAGGCGTACCGCTCGGAGGAGGAGCTGTGTGTGGCAGTG 
TTCAAAAAAACCAGGCTCGAAGCTTATCTGACAGAGTTATCTACGCTTTTTGTGGCGAAAGTTAGGAACT 
CAATTGCGGCTCTAAATTCTGCTAATTGGAAGACGTCTGTTCCCGGAGACGATACCCCATCTGAAGAAGA 
GCAACCTGACAATGAGCGCTATTATGCGGGACGAGATAGATCCCTTAGCCCACAGCGCTACCGTGGACGA 
AATGGTGGAGGCTATTACAAACGGAGACGATTTAGCAACAGCTATAGTCGACGATCTGGTTTGGCACGCA 
. ACTCCTCGATTCGTGACAGAAGTCAGAGAGGTTCCCGGGCTGCCCCCTTCCTTCACGACCACGTCAATCA 
CTAA 

>GBEV0031 lAcc|NC_001844 REGION: complement (join ( 82703 .. 83875, 87438 884 69) ) |Ver|NC_ 

001844.1 GI : 9629732 | Equine herpesvirus A, complete genome. 

ATGTTTGGCAAAGCGTTGAGCAGGGAGACTATACAGTATTTTGAAACTCTCCGAAAAGAGGTTCAATCTC 

GCAGTGGTGCTAAAAATAGGGCAGCGGAAGCTCAAACCGGAGGAGAAGATGACGTAAAGACGGCCTTTCT 

TAACTTTGCGATTCCAACTCCCCAGCGTCACCAAACTGTTGTACCTGGGGTCGGAACGTTGCACGACTGC 

TGCGAAACAGCGCAAATATTTGCTTCGGTGGCTAGGAGATTACTATTTAGGAGCCTGTCAAAATGGCGTG 
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GTGGAGAAAGCAAAGAACGATTGGATCCCTCCTCAGTGGAAGCTTATGTAGACCCAAAAGTAAAACAGGC 

ACTAAAAACTATTTCTTTTGTTGAATATAATGACGCTGAAGCTCGCTCGTGCCGAAACGCCTACTACAGT 

ATTATGAACACCTTTGACTCTCTTCGTTCTTCGGACGCCTTTCACCAAGTCGCCAACTTTGTGGCGCGCT 

TCAGTCGCCTGGTTGACACCTCTTTTAACGGAGCTGACCTAGACGGGGACGGCCAACAAACAAGCAAGCG 

CATAAAGGTGGATGTCCCCACCTACGGAAAGCAGCGTGGAACACTAGAGCTTTTCC7VAAAAATGATTCTC 

ATGCACGCTACTTACTTTATAGCTGCCGTTATCTTGGGGGACCACGCAGACCGAATAGGGGCGTTTCTAA 

AAATGGTGTTTAATACTCCCGAGTTTTCGGACGCCACCATCCGCCACTTTCGGCAGCGCGCGACCGTCTT 

TTTGGTTCCGCGAAGACATGGGAAAACCTGGTTTTTGGTGCCCCTTATAGCGCTAGCTCTAGCTACTTTC 

AAGGGAATCAAAATAGGATACACGGCCCACATACGCAAAGCTACAGAACCGGTTTTTGACGAGATAGGCG 

CCAGGCTTCGCCAATGGTTTGGCAACTCTCCTGTCGACCACGTTAAAGGTGAAAATATATCCTTCTCATT 

TCCGGATGGATCAAAAAGCACTATCGTATTCGCCTCGAGCCACAACACCAACGGTATTCGCGGCCAAGAC 

TTTAACCTACTGTTTGTTGATGAGGCCAATTTTATACGCCCCGAGGCTGTACAAACGATTATAGGATTCC 

TTAATCAAACCAACTGCAAGATCATTTTCGTGTCCTCCACCAACACGGGAAAGGCCAGTACCAGCTTTTT 

ATATAACCTCAAAGGAGCGGCAGACGAGGTTTTGAACGTGGTAACCTATATCTGCGACGAACATATGGAG 

CGCGTAAAGGCGCACACAAACGCTACTTCGTGCTCATGTTACATTTTAAACAAACCGGTTTTTATAACAA 

TGGATGGAGCCATGCGTAACACGGCAGAGCTATTTTTACCGGATTCATTTATGCAAGAAATAATAGGTGG 

TGGAAACAT T T CGGGAGCACATAGAGATGAACCAGT T TT T ACAAAAACTGCT CAGGACCGT T TT T T GT TG 

TATCGACCTTCTACTGTCGCTAATCAAGATATTATGTCCAACAACCTTTACGTCTACGTTGATCCTGCGT 

TTACTACAAATGCTATGGCTTCAGGAACCGGCGTGGCTGTAGTTGGCCGCTATCGCTCAAACTGGATTGT 

GTTTGGCTTGGAGCACTTTTTTCTAAGCGCCCTAACGGGTAGCTCGGCTGAGCTCATAGCTAGGTGTGTT 

GCTCAATGCCTAGCAAAGGTTTTTGCTATTCACAGCCGCCCCTTTGACTCTGTTAGAATAGCTGTCGAGG 

GTAACAGTAGCCAAGACGCTGCGGTAGCAATAGCAACAAACATTCAACTGGAACTCAACACGCTACGACA 

GGCGGACGTGGTGCATATGCCGGGGACTGTGTTATTTTATCACTGTACACCCCCGGGAAGTTCCGTTGCC 

TATCCGTTTTTTTTACTACAAAAACAAAAAACGGGGGCGTTTGACCATTTTATTAAAGCATTCAACTCAG 

GATTGGTACTTGCCTCGCAGGAGCTCATATCAAATACGGTGCGCCTTCAAACAGACCCGGTGGAGTATTT 

GCTGACCCAGAT GAAAAACT TAACCGAGGTGAT TACCGGTACCT CAGAAACCAGAGT GT T TACCGGTAAG 

CGAAACGGCGCGTCTGATGACATGTTGGTTGCCCTAGTGATGGCTGTTTATATGGCGAGCCTTCCACCTA 

CCACCAATGCGTTTTCCAGTCTTTCCACGCAATGA 

>GBEV0032 |Acc|NC_001844 REGION: 134911 135573 |Ver 1 NC_001844 . 1 GI : 9629732 | Equine 
herpesvirus 4, complete genome. 

ATGGGTGAGCCTGAACCTGTGGTAGCGTTGACTGAAGACGCTCCACTGTCCGTGTACAACCCCAACTACA 
GGAGTGATAACGCACTCATAGCCGATGGTGATTCCAGCCCCATTGGGGGGGATTGTTGTCCGGCAGAGGC 
GGTGGCTGCCGCTGAGGAGGTAGCTACGGCTGCTTTGGCTTCTGAAGAAATCTACGAGATGCATATCAAA 
TCCTGCATTTCTTCCACCACATGCGGTGACCATAATAACTCAATCGGCGTAACATCGGGGCTTACTGTTT 
GCGCGGCTGAGTGTCACCCCCCGTCCCCAGAGGCCGTAGGTATTGAGGATGTGGTGGTTGTGCAAACTGC 
GGCTACCACTAATGGCCCCTCAGATACAGTACCCGCCAGTGCTGCGGCCTCAGTGATTAGCGATGATAAC 
GGCTGTGTACCGCTGCTAGGGTCACGCCTGGAACTAGAAAACTATGACTTGGAGTCTGGCTGCTACTACA 
GCGAAAGCGACAACGAAACCGCCAGCCTGTTCATCCAGAGGGTCGGCCGGCGGCAGGCGCGGCGACACAG 
GCGGCGACGCGTGGCCCTCACGGTCGCCGGCGTCGTGCTCGTCGCTGTCCTGTGCGCGATATCCGGGATC 
GTCGGGGCGTTCCTCGCGCGCGTATTTCAGTGA 

>GBEV0033 |AcclNC_001844 REGION: complement (135917 136603) | Ver | NC_001844 . 1 GI:9629732 
| Equine herpesvirus 4, complete genome. 

ATGGACTGCGCGTACGGTTCCCCCATGGCGGTAGACGGGGGTGTGAGAACCGGGGGAGACTGCGGAGGCG 
GTGAGGGGCTGTACCCCACCAGCACGGACACGGCCGCGCACGCGGTGTCGCTTCCCCGCTCAGTGGGCGA 
ATTCGCGTCAGCGGTGCGCGCTATGTCCGCGGATGCCGCTGACGCGCTCAGGAGAGGAGCGGGGCCTCCC 
CCCGAAATCTGGCCGCGCGCGTACCGCATGTTCTGCGAACTATTCGGCCGATATGCGGTCAGCCCCATGC 
CCGTTTTCCACTCGGCGGACCCGCTACGCCGCGCGGTGGGGAGGTACCTGGTAGACCTAGGCGCCGCGGC 
GGTGGAGACCCACGCTGAGCTCAGCACCCGCCTCCTTTTTTGCGCCCACTGGTGCTGCCTGGGGCACGCG 
TTCGGCTGTTCCCGCCAGGCCATGTACGAGCGCGAGTGCGCACGGTTTTTCGAAGCGAGACTCGGGATCG 
GGGAGACCCCCCCAGCCGACTCGGAGCGCTACTGGGTGGCGCTGCTGGACATGGCGGGGGCCGATCCGGA 
GCTATTTCCCCGACACGCCGCCGCCGCCGCGTACCTGCGTACCCGAGGCCGAAAGCTCCCGCTCCCCCTG 
CCCCCACAGGCGGGTTCCGCGACGGTATCGGTGGCCAGTCAATCAATAAACTTTTAA 

>GBEV0034 |Acc j AF495531 | Ver IAF495531. 1 GI : 20270987 | Equine herpesvirus 5 putative DNA 
terminase gene, partial cds. 

CAACTCCTCCGACCAGACCACCAGCTTCCTGTACAACCTCAAGAACGCCCGGGAGAAGATGCTCAACGTG 
GTCAACTACGTGTGCCCCCAGCACAGGGAGGACTTTAGCCTGCAGGAGTCGGTGGTCTCCTGCCCCTGCT 
ACCGCCTCCACATCCCCACCTACATCACCATAGACGAGAACATCAAGGACACCACCAACCTCTTCATGGA 
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GGGGGCCTTCACCACCGAGCTCATGGGCGACGGCGCCGCGCCCACCCGCACCAACATGCACAAGGTGGTG 
AGCGAGCCCGCCCTCGAGCAGTTCGACCTGTGCCGCGCGGACACGTGCTCCGAGGAGGCCCGCGACAACC 
TGGACCCCGTCCTCTACGTGTACATCGACCC 

>GBEV0035 |Acc|AF050671|Ver|AF050671.1 GI : 2944434 | Equine herpesvirus 5 glycoprotein B 
(gB) gene, complete cds. 

GGTGCTGGTCTTTGACTCTAAGGGGTACGTATTTAAAGACCTATACACCTTGCTGTATACCCACCTGCAA 

CTCAGCGGGAGTCAACAAAAAGGAGTGGGGGATCGCTAAAACAAGATGGTTGCCTGGTTTGGCCTCTGGG 

GCTTCGCGCGCCTGATGGCGACGCTGGCGCTGCTCTGCGGACGCGTCGCCCTAGACGAGTCCTCGGCAAC 

GCCATCTATTCCGCCTACCCACAAACCCGCCGTGCATCACGAGGACAACACCACCAACCCCTTTCTGCTG 

TTTAGGGTGTGTGGCGCCTCGCCCACGGGAGAGATCTTTAGATTCCCCCTGGAGGAAAACTGTCCCAACA 

CAGAAGACAAGGAGCACGTAGAGGGGAT CCTGCTCAT TTACAAGACCAATAT AGTGCCCT ATAT T T T TAA 

CGTCAGAAAATATAGAAAGCTGGTCACCTCCACCACCATCTACAAGGGGTGGAGTCAGGATGCCATCACC 

AACCAGTACACCTCCAGCTTTGCTATGCCCCTCTGGGAGGCCAGGCTGGTGGATTACAATTATGAGTGCT 

ATAACGGGATACAGGTGACAGAAAACGGTCACCTCACCACCTACGTGGACAGGGACGGGTACAACGAGTC 

CGTGCGCCTCGTACCCGCCGACGGTCTCACCTCCAGCATCAGGCGCTATCACAGTCAGCCCGAACTCTAC 

GTGACCCCCAGGAACCTGCTGTGGTCTTACACCACTAGAACGACGGTCAACTGCGAAGTAATTGATATGA 

CGGCCAGATCACACAAACCCTTTGAGTATTTTGTGACGGCCTCTGGGGACTCTATAGAAACGTCACCTTT 

TTATACCAACGCATCGAGGCGCGTACCCGTCCAGGTCTTGTATAATTATTCTGTAACAGACTATGGTGTG 

GGGTTGGGGAGCGGGGAAAACGTTACTAGATTCTTTGCCACTCTTAATGATTTCTCAATCTCTTGGAAAG 

CTGCCACAGAAAACAGCTCATACTGCCCCCTGGTGTTGTGGAAGGGGTTCCCTAGCGCCATACAGACCAA 

GCACGAGAAAAGCTACCATTTTATAGCAGATGCTGTAACCGCCTCTTTTACAACTCCTCTCACTGATGAA 

ACTTCTTACTTTAACACAACATATCAGTGTGCGTGGCAAGACATAGAAGGTGAAATTCAAAAAAGGTTTG 

ACCCAGTTTCCAAAACTCATGCTAGAAATGGCAGTGTCCAAATTTACAAAACATCAGGCAATCTTTACGT 

CGTTTGGCAACCCTTAGTGCAGTTAGACTTGCTCGCAGCTCACGCTAAAACTATAAACAGTACCGATAAC 

AGCACATCCCCTACAACAGCACCAAACACTACTACTTCAACTAGTAGTCGCAGAAAGCGTAGAGACACTG 

GTAATACAGCAACAAATAATAGTTCTTCTAACAACTCTAGCATGGAAGAAAACTTGGCAACCTCCCAAGT 

TCAGTTTGCCTACGACCAGCTCAGAAAGAGCATCAACAGGGTCTTGGAGCAGCTGTCTAGGGTCTGGTGT 

CAGAACCAGTACAGGGCCTCTCTGATGTGGTAGGAGCTGAGCAAGATAAACCCCACCAGCGTCATGAGCG 

CCATCTATGGGAGACCCGTGTCTGCAAAACTCGTTGGGGACGTGGTCCAAATCTCTGACTGTATCACCGT 

GGACCAAGAGAGCGTGTTTGTGCACAGAAATCTAAGGGTCCCGGGTAGCAAAGACCTGTGTTACACCAGG 

CCCGTGGTGGGCTTCAAGTTTATCAATGGCAGCGAGCTGTTTGTTGGCCAGCTAGGGGCCAGAAATGAGA 

TTTTGCTGTCCACTAACCTGGTGGAGGTTTGTCAGCACAGCTGCGAGCACTATTTTCAAGGGGGAAATCA 

TATCTACAAATACAAAAATTATGAATATGTGTCCACCATGAACCTGACAGATGTGCCCACCCTGCACACC 

ATGATCACCCTGAACCTGTCTCTGGTGGAAAATGTAGATTTCCAGGTGATACAGCTCTACTCCCAAAAGG 

AAAAGAAGCTGTCTAATGTGTTTGACATAGAGACCATGTTTAGGGAGTACAACTACTACACCCAAAATCT 

AAAGGGGTTGAGAAAGGATCTGGATGACTCCATCCACGATGGCAGGGACAGCTTTATCCAGTTCTTGGGG 

GACCTGGTGCAGGACCTGGTCCCGGTGGGCGACGTGATAGTGAACGTGGCCAGCGGGGTGTTTTCCCTGT 

TTGGGAGCATAGTCTCTGGAGTGATAAGCTTTCTCAAGAACCCTTTGGGGGCAATACTCACCATAGCCCT 

CATTGTGGGGGGCATCATAGTTTTGTACCTGTTTATCACGAGGTCTAGGACCGTGTACCAGGCCCCCATA 

AGAATGTTGTACCCGGAGGTTGATAGAGCCCCCCAGCAAAATGTGCAACCCATCCCAGAAGACCAGGTCA 

GGAGCATCCTGCTGGCCAT GCACCAAT T CCAGCAGCAGCAACAGCAACAGCAACAACAGCAGCAAGAGGA 

GCACACTCAGAGAAGATCCATCTTTGACACTATAAGGGAATCTACAAGCAACATACTGAGGAGAAGGAGG 

GGAGGGGGAGGATATACGCGATTGCGGCAGCGGGATAGCGATGGGGAGGGGGATTATGAGGATATAGAGC 

TTAGGGGGCCGCCGCCGGACTATGACGACGTGGGACCCTCGCAGGACGTGGCAGAGACGGGCGTGTAACA 

AAAATCAACACACTACATTCGTTCAAAGCAAATTTCTCAATAAACTTTTTTAATTTAGTAAATAAAATGC 

ATCTGGTTTCTTCATGACTCACACAACTAAGTTTCTAGTATGTAAAATGGTACATGGAACGCGCTTGCGG 

TTTCCTGCCAGGCTGCGGTCGGCGCAGTCAAAGTGTCACTTCCCCTTTGCACCAACACAGGCGCGCGAGC 

AGAGTGCAGAGAT GAGT T TCTACAAT CC 

>GBEV003 6 |Acc|AF141886|Ver|AF141886.1 GI : 4 809205 1 Equine herpesvirus 5 DNA-dependent DNA 
polymerase gene, partial cds. 

GGCCTCGGGCATCCTGCCGTGCCTAAAGATAGCAGAGACGGTCACCTTTCAGGGGAGGAGGATGCTAGAG 
AGGTCCAAGCGCTACATAGAGGCCGTGACCCCCGAGGGGTTGGCTGCCATCTTGCAGAGGCCCGTGGCGG 
CCTGCGACCCCGAGGCCAGCTTTAAGGTC 

>GBEV0037 |Acc|L01473|Ver [L01473.1 GI : 330921 | Equine herpesvirus type 5 repeat region 
ACCACCCCACCTAAATTCAATTTAAGTTCCGGGGGGGGGGTTTTAAGGGGGGGGGGGGGTACTTTTTAAA 
ATTAGTATTTTAGTTCTTCAAAAAAAGTAAAACAGCATAGTTTTTTCGCTCTTAAAATTGCATTTAACCC 
TAATTTTTTTAGCTTCTAACCCTAACTCCGCCCCCAACCCTAACCCTAGTCACGTGACCAGTGGGCGTGG 
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CTTGTGTTAGGAGGAGCTTGCGTCTACCAATCAAAAAGCTGTGTTGTGCAAC 

>GBEV0038 |Acc|D85905|VeriD85905.1 GI : 1389626 | Equine herpesvirus DNA for glycoprotine - 
complete cds . 

CTGTAAAGCGGTAGTAAGCTGCAGTTATGTTGACTGTCGCAGCAGCTCTGAGTCTGCTCAGCTTGCTTAG 
GAGCGTCGCCGGACGGCTCGCCCCAGATGAACTCTGTTATGCCGAACCACGCAAGACTGGCCACCCACCA 
AACACCCAGCCCGAACGTCCACCCGTAATATTTGAGCCCCCAACAATTGCGATTAAGGCTGAATCCAAGG 
GTTGCGAGCTAATTTTATTAGAGCCACCCATAGATGTAAGCTATCGCAGAGAAGATAAGGTGAACGCGTC 
CGTTGCTTGGTTCTTTGACTTTGGGACTTGCCAAATGCCCATCGCATACAGAGAGTATTACGGTTGTATT 
GGCAATGCTATTCCCTCCCCCGAGACCTGTGATGCTTACTCATTTACTCTCCTTAGGACAGAGGGTATTG 
TGGAGTTTACCATCGTAAACATGAGCCTACTGTTTCAGCCTGGAATATACGATAGTGGCAATTTTATCTA 
CAGCGTTCTCCTGGACTACCACATATTTACAGGACGTGTAACGTTGGATGTGGAAAAGGACACAAACTAT 
CCATGTGGCATGATTCATGGACTTACTGCTTACGGAAACATCAACGTAGATGAGACCATGGACAACGCCA 
GCCCGCACCCGCGTGCCGTGGGGTGCTTTCCCGAGCCCATCGACAGCGAAGGGGGGGCAAACGTTACATT 
TACCGAAT TGGGGATACCAGACCCAAACT CAT T TCT T GATGACGAGAGTGAT T ACCCGAATAT AT CAGAC 
TGTCACTCGTGGGAGTCACACACTTACCCAAATACGCTGAGGCCGGCCACCGGACCACAGACATTGTTGG 
TGGGTGCAGTTGGACTCAGAATCCTGGCCCAGGCATGGAAGTTTGTCGGTGATGAAACGTACGACACCAT 
CCGCGCAGAAGCAAAAAAT CTAGAGAACCACGT ACAC TCCAATGCAGCAGAT TCGCC TCCCGAAAC T CCA 
TCGCCGCAGGAAAACTTGAACGACCCCGAAGTTGCCCACCTGCGAAGCGGCCAAAACGAAGACAACACAC 
ACACGGGGGGTGCGTCAAACGGCATCCAGGACTGTGACAGTCAGCTCAAAACTGTGTATGCCTGCTTGGC 
TCTCATTGGACTCGGCACATGTGCCATGATAGGACTGATAGTTTACATCTGTGTATTGAGGTCAAAACTA 
TCCTCCCGGGATTTTTCGCGCGCGCAAAATGTAAAACATAGAAATTACCAGCGACTTGAGTACGTTGCTT 
AACACCTGTAAAATAAAAAAAGTTTCAAATCGAAAACATTGTTGTCTGTAATAACTGAGTGTG 

>GBEV0039 |Acc|U49404 REGION: <1 . . 947 j Ver 1 U49404 . 1 GI : 1224109 1 Equine morbillivirus P 

protein gene, partial cds, and matrix protein and fusion protein genes, complete cds. 

CCATTAAAAAGGGCACAGACGTGAAGTCTCAATATGTTGGGACGGAAGACGTGCCTGGGTCGAAGAGTGG 

TGCAACCCGGTATGTTCGCGGATTACCCCCCAACCAAGAAAGCAAGAGTGTTACTGCGGAGAATGTCCAA 

CTGAGTGCTCCCAGTGCTGTCACGAGGAATGAAGGACACGACCAGGAAGTTACCAGCAACGAAGATAGTC 

TGGATGACAATAT AT TAT GCCATCAGAT GAT T T TGCT AACACTT TTCT TACCCCATGACACTGATAGGT T 

AAATTATCATGCAGACCATCTCAATGATTACGATTTAGAGACCTTGTGTGAGGAGTCAGTATTGATGGGC 

ATCGTTAACGCAATCAAACT C ATC AACAT TGAT ATGAGGT T GAATCACATTGAGGAACAGAT GAAAGAGA 

TACCCAAGATCATCAACAAAATAGACTCCATTGATCGAGTGTTGGCTAAGACCAATACTGCATTGTCGAC 

AATAGAAGGACACCTAGTCTCGATGATGATGATGATACCAGGGAAAGGCAAGGGTGAAAGGAAAGGGAAA 

ACAAAT CCGGAGCTAAAACCTGTAAT TGGGAGAAATATGCTAGAACAGCAAGAGT TAT TT TCAT T CGACA 

ATCTCAAGAATTTCAGAGATGGGTCATTGACTGATGAGCCCTATGGAGGGGTGGCCCGAATAAGAGATGA 

TTTGATCCTGCCTGAACTCAACTTCAGTGAGACAAATGCATCACAATTTGTTCCTTTGGCAGATGATGCA 

TCTAAGGATGTCGTGAGAACT AT GAT TAGGACT CACATCAAGGACAGAGAGTTGAGGT CT GAGT T GATGG 

AT TATCTAAAT CGAGCAGAACAGAT GAAGAGGT TCAGGAGGTGGCCAAT ACAGTCAAT GAT AT TAT T GAT 

GGGAACAT C TAAACAT GT CAGTAATT TGATAGAGTAG 

>GBEV0040 |Acc|U49404 REGION: 1494 .. 2555 | Ver | U49404 . 1 GI : 1224109 | Equine morbillivirus 

protein gene, partial cds, and matrix protein and fusion protein genes, complete cds. 

ATGGATTTTAGTGTGAGTGATAACCTTGATGATCCAATAGAAGGTGTTTCAGATTTTAGTCCCACCTCAT 

GGGAGAATGGAGGGT ATCT AGATAAAGTGGAGCCAGAAAT T GATAAGCAT GGCAGTAT GATACC TAAGTA 

CAAGATCTATACCCCAGGTGCAAATGAGAGGAAATTCAACAACTACATGTACATGATTTGCTATGGCTTC 

GTCGAAGACGTTGAGAGATCACCAGAATCTGGGAAGCGCAACAAAATCAGGACCATTGCCGCGTACCCTC 

TTGGTGTTGGCAAGAGCACTTCTCACCGCTGCGAGGATCCTTTTAGAAGAGCTATGTTCTTGAAAGTCAC 

TGTCAGAAGAACAGCTGGGGCTACATATAAAATTGTGTTCGGGTCCTCTGGCCCGCTTCATCATCTCTTA 

CCATGGAAGAAGATTCTGACTGGCGGATCAATATTCAATGCTGTCAAGGTTTGCCGCAATGTGGATCAGA 

T TCAACTGGAGAAACAACAATCAT TGAGGAT TTTTTTCTT GAG TAT TACTAAATT GAATGACT CCGGCAT 

CT ACATGATCCCAAGGACAATGC TAGAAT TCAGAAGGAACAACGCT ATTGCT TTCAAT CT T CTAGTATAC 

CTCAAAATCGATGCAGATCTTGCAAAAGCTGGAATCCAAGGAAGCTTCGACAAAGACGGAACCAAAGTGG 

CATCTTTCATGCTCCATCTCGGGAATTTTGTCCGACGAGCTGGGAAGTACTATTCTGTCGAATACTGCAA 

GAGAAAGATTGACAGAATGAAGCTCCAGTTCTCTCTTGGTTCAATTGGGGGTCTAAGCTTACACATCAAA 

ATTAATGGAGTGATCAGTAAGAGATTATTTGCCCAGATGGGTTTCCAGAAGAACCTTTGCTTTTCTCTAA 

TGGACATCAATCCTTGGCTCAACAGACTGACTTGGAACAACAGTTGTGAGATCAGCAGGGTGGCAGCTGT 

ACTGCAGCCCTCGGTGCCACGTGAATTCATGATCTATGACGATGTGTTCATTGACAACACAGGGAAGATC 

CTAAAGGGGTGA 

>GBEV0041 |Acc|U49404 REGION: 3025 .. 4665 ) Ver | U4 9404 . 1 GI: 12241091 Equine morbillivirus 
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protein gene, partial cds, and matrix protein and fusion protein genes, complete cds . 

ATGGCTACACAAGAGGTCAGGCTAAAGTGTTTGCTCTGTGGGATCATAGTTCTGGTTTTGTCATTAGAAG 

GGC TAGGGAT ACT ACAT TATGAGAAACTT AG TAAG AT AG GGCT GG T TAAAGGT AT TAG AAGAAAGT AC AA 

GATTAAGAGTAACCCTTTGACCAAGGATATTGTGATCAAAATGATCCCTAATGTCTCGAATGTCTCAAAG 

T GCACCGGGACTGT TAT GGAGAAT TACAAAAGCAGACT CACAGGGAT T CT CTCACCAAT CAAAGGCGCCA 

TCGAACTGTACAATAATAACACGCATGACCTAGTTGGTGATGTCAAGCTTGCAGGTGTGGTGATGGCAGG 

GATTGCAATCGGGATAGCTACTGCTGCACAAATCACAGCAGGTGTTGCCTTATATGAGGCAATGAAGAAC 

GCAGACAATATCAATAAACTCAAGAGCAGCATAGAGTCTACAAATGAGGCTGTTGTCAAATTACAGGAAA 

CAGCTGAGAAAACAGTCTACGTCCTTACTGCTCTTCAAGATTACATCAACACTAACCTTGTTCCTACAAT 

AGATCAAATTAGCTGCAAGCAAACAGAGCTCGCATTAGACTTGGCGTTGTCTAAGTATCTGCTGATCTGC 

TCTTGTTTCGGACCTAACTTACAGGATCCAGTCTCTAATTCCATGACTATCCAAGCAATATCTCAAGCAT 

TTGGGGGCAATTACGAAACCTTACTGAGAACGCTTGGTTACGCGACCGAGGACTTCGACGACCTTTTAGA 

AAGT GATAGCATAACAGGCCAGATAGT CT ATGT AGATCTCAGTAGCTAT TACATAAT AGTAAGGGTGTAT 

TTTCCCATACTAACAGAGATCCAACAGGCTTATGTGCAGGAGTTGCTTCCAGTGAGTTTTAATAACGATA 

ATTCAGAATGGATCAGCATTGTCCCGAATTTCGTGCTGATTAGGAACACGCTGATTTCAAATATAGAAGT 

CAAGTACTGCTTAATCACCAAGAAAAGTGTGATTTGTAATCAGGACTATGCTACACCCATGACGGCTAGC 

GTGAGAGAATGCTTGACAGGATCCACAGATAAGTGCCCAAGGGAGTTAGTAGTCTCATCCCATGTTCCAA 

GATTTGCCCTCTCAGGAGGAGTCTTGTTTGCAAATTGTATAAGTGTGACATGTCAGTGTCAGACTACTGG 

GAGGGCAATATCTCAATCCAGGGAACAGACACTACTGATGATTGACAATACTACCTGCACAACAGTTGTT 

CTAGGAAACATAAT CATAAGCCTT CCAAAATATTTGGGAT CAATAAAGTTACAAGT T CT GAGAGCAT TGC 

TGTTGGGCCACCAGTCTATACAGACAAAGGTTGATATCTCAA.GTCAGATATCTAGTATGAATCAATCACT 

ACAACAAT CTAAGGATTACAT T AAAGAAGC TC AAAAGAT CT T GGACACTGTGAAT CCGT CGT TGATAAGT 

ATGCTATCAATGATCATCCTTTATGTTTTGTCCATTGCAGCACTGTGCATTGGTCTGATCACTTTCATAA 

GCTTTGTAATAGTTGAGAAAAAGAGAGGGAATTACAGCAGGCTAGATGATAGGCAAGTGCGACCGGTCAG 

TAATGGTGATCTGTATTATATTGGAACATAA 

>GBEV0042 |Acc|AF113004 j Ver | AF113004 . 1 GI : 7328983 | Neospora hughesi SAGl precursor (SAG1) 
gene, complete cds. 

CTTGTATCACAGGTGCCTTAGTCGTACATAAACATCGTTTCGATTGTAGTCTAGTCACACCGCACTCGTT 
TCATCACTGGCGCTTTTGTTTATTCAACGAATATGTTTCCTCGGGCAGTGAGACGCGCCGTCTCGGTGGG 
TGTGTTCGCCGCGCCCGCACTGGTGGCGTTCTTTGACTGTGGAGCTATGGCATCAGGAAAATCACCTCTA 
CTTGTCAATCAAGTTGTCACCTGTGACAACAAAGGGAAATCATCAGTTACCGTCCTACTATCACCGAAGC 
TGAACCACGTCACTCTCAAGTGCCCTGACAATTCGACCGCCATGCCCGCTGCTCTTGTTTATCCAACAAA 
CAGGACCGTCTGCCCGGCGGAGTCCGGAGGTCCTTGTACAGGCAAGGAGATATCGTTGGAAAGCCTGCTT 
CCCGAGGCAAACGATAGCTGGTGGTCAGGTGTTGATATCAAGACTGGCATTAAGCTCACAATTCCTGAAG 
CGAGCTTCCCCACAACATCCAAGTCGTTCGACGTCGGCTGCGTCAGCAGTGATGCCAGCAAGAGTTGTAT 
GGTCACAGTCACAGTGCCACCCAGAGCCTCATCCCTTGTTAACGGTGTCGCAATGTGCTCTTACGGTGCA 
AACGAAACTCTCGGCCCTATCACATTGTCCGAGGACGGATCTTCTACGATGACCCTCGTTTGCGGCACGG 
ATGGGAAGCCAGTTCCTTCTGATCCTAAGCAGGTTTGTTCTGGGACGACCGTCAAGGATTGCAAAGCAAA 
ACCGTTCACTGATGTTTTCCCAAAATTCAGTGCTGATTGGTGGCAGGGAAAACCCGACACTAAGGATGGT 
GCAAAACTAACGATCAAGAAAGGTGCATTTCCTCCAAAGGAGGAAAAGTTTACTCTTGGGTGCAAGAGCG 
TATCGACTCCGGATTTTTACTGTACTGTGCAGGTGGAGGTAGAGCGCGCGAGTGCAGGGATCAAGTCGTC 
GGCTGCAAATGTTGGTCGCGTTTCCCTTTTCGCTGTAACAATTGGACTCGTAGGCTCGATAGCGGCTGGC 
GTCGCGTGAGTGACAATCGTTCTGCTCGCCATTCATAAAAATAATGCAAGACATGTTCGCGTTCGTCATG 
TGTGTCTTTATCATA 

>GBEV0043 |Acc|AF158089|VerlAF158089.1 GI : 6690531 | Neospora hughesi SAGl-related sequence 
2 (SRS2) gene, complete cds. 

CATTAGGTTCGGAAACATGGCGACGCATGCTTGTGTGGTGAGGCGCAAGGCGGATGCTGCTTGCTTTGCC 
AAACTCAGTGCGTCTCAATCCTGTTTGACGGCAAAATCAGTTAACCGATCGATCAGCGTCTTCGCGCTGC 
TATTCGGCGTCGTTTTAGCAGTTGGGGTGTCGGGTGCGCCGTTCAAGGCGGAAAATGAGAAGTTTACCTG 
TCTCCCGAAAAAGGGTAATTCGGATCAGTGGGTGGCACTTGTGTATGATTATCAGCATTCAATCACTTTC 
GCTTGTGACGGAGGGACGCCCCTGCCTTCCAAGCTTTTAAGTGAAGATGGCGGCCTTATAGTCTGTAACG 
AGTCAGACGGGGCCGATGAATGTGAAAAAAATGCGGCACCATTGTCAACTTTCCTTCCGGGGGCCAAAAA 
AGAGTGGGTGACTGGAGATCTTCAACAGGGAATAAAGATTACAATTCCCGACGAGCACTACCCAGCTACA 
TCGAAAGCTTTCCGTGTTGGTTGTAAAGCGGGTAACAATGTTTGTTTGCTCAATGTGTATGTTCAGAGTA 
GGGAAGCAGAGGTGATCGGACAGGTGGCGCATTGTGCTTATAATTCCGACGTACGTCTGCATCCAGTCAC 
TGTGAATCCAGAAAACAACGGAGT GACAT TAATT TGCGGACCAGACGGGAAGGTGT TCCCGGT T GATTAC 
ATGAACCAGCATTGTACGGAACCAGACGAATGTAAAGAACGCCCTTATTCCGCAGTGTTTCCTGGGTTCT 
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CCAGTAGTTTTTGGACTGGAGAAGCTTCCGGCGTAGCCGGGGCGACACTGACCATTCCCAAGGACCAGTT 
TCCTTCGACAGCACAGACCATCTATTTGGGCTGCACTAGTCACGCGGATGATAAAGAGGTCACCTGCGTG 
GTTCCAGTAAATATAGAAGCAGTTGCAAAACCAGAAGGGGCCGGATCGAACCCAGATGGTGGTTCGCAAC 
CGGACCAATACTCGGAGAAACGCGACGGGGAACAGGTAAACAAAGGCAAACCTGCCAGTGGCGGATCCGG 
CG GAGAAAAAAC T G G AAAAC AAAAT GC AT CC AAC AACG C G AAG G G C AC G GAGGf AAACAG GAG GAGAG AAC 
GGCGGTTCCCCCATATTAAGGGGAGATGCATGTGACGAGTTGCCTTCGTACGTGGCACTATCCGCTGCGG 
CACTGACTGCAACGGCAATCTTTGCGTACTGATCACGGGACGTGGAATGCGTTTGTGACAGGGCATGACG 
GCAGT TGACAT GGAT TGTGATTATT T T T TGCGGAT TAG TAT T CACAGT CGTGT CACAT GT GAT GAGT T TA 
CCAAATTGGAAAACTGATTGCCTGCAGTAACCCGCGAGG 

>GBEV0044 |Acc|AF038859jVer|AF038859.1 GI : 3779228 | Neospora hughesi strain NE1 internal 
transcribed spacer 1, complete sequence. 

ACACGTCCTTTATTCTTTTCAACCCTCAACCTTTGAATCCCAAGCAAAACATGAGCTTGTATCCCTCTCC 
TTTGGAGAGGGGTACATTCAAGAAGAGTGATATACTACTCCCTGTGAGTTGTATCGCCTTCTTCATGTGG 
ATATTTTGCACTACTTTTTTCAAGCGTTCTATTGAACGCCTGATAATGAAAGTGTGTGCATATATCCGGG 
AGTGTACGGCGAAGGGACTCGGTCACTGGAAATTAACGTCTCTATTGGGACTTTAACTTCCAGGAGTTTC 
TTCAATGTGCATTCTTTTTTCCCACACCGTTATTTTAAACAACAAATCTGGATAGCGTTTGATGGAAGAG 
AAAGATGGTCTCTTTCTGTATTTCTCTCTATTCGCTTTCAGATTACCTACTAAAAACTATAATGTTTTTC 

TAAATTTTCAGCAATGGA 

>GBEV0045 lAcc|AY191008lVer|AY191008.1 GI : 28394725 | Sarcocystis neurona surface antigen 4 
(SAG4) mRNA, complete cds . 

GAGGTGAAGTATTAATGCCACGTACTGCTGTTTCGTATGCTACCTGTCAATACCATACCTCGGCGTCACC 
CTATTGGGAACAGTTTCCATCGAAAATGTTACGTGCGACAGTGTTACGCGCGACACTTGTTGCTACTGCG 
GTTATATACCTTGCCGGTCGTTTACAATACGTCGTAGCACGGAACCCCGAGCAGGCTACATGCGTTCTCG 
GGCAAGCAACAGCGGTAACAGAGCTTGTAACATTCGGTGGCCTCAATATTGTATGCCCTAACGGTTCCAC 
TTTGCAACAGGTTCCTGCGGCCCCAGGGGCGGCCGACGGGGCCCAGGGCGCGGGATATGTTTTTTCCTCA 
GATCAGGAGAACCGACAGGGAGTAGTTCTCGAACAAGTGGTGCCTGGGGCTATCTTCGCAGTAGGGCAAA 
ATAATCAGCCCAACGTTTTGAACGTCGCGCAGCTGCCCTCGGCGCCCCAGAGCATTTACTTTCTGTGTCG 
TCCACAAGAGAACGAACAACAGACTTGCTTTATACGCGTGAATATTCCCGCCTCGCCTCCTTTGGGACCG 
AATGCGTGTGTCGTACACAATACCGAGGTACAGTTCAAGGCGGGATCCAGCAACGCCACCGTCCAGTTCT 
CCTGCGGCAACGCCGCAGCACTGCAACCACAACAGGCTACTAAAATTTTCGACCAAACTTGTCAGCAAGA 
ACTGGAGCTAGACACAGTGACCCCTGGTGCGACGTGCCAGCGGCCTGCGGCAGGGGGGATGGTTACAGTG 
ACGTTCCCGCGCCTGCCGCCACAAAATCGGAAACTCTGCTTTGTCTGCACCCGCGGACAAGAGAATTGCA 
AGGTTATTATCGATGTAGCAGCGGACCCGGCCGGTGGTGCAGCTGTGGGGATCACAGCTCGTACCGCGTC 
GGCATTGGGTATCGTCGTCGCTGCAGCAGGCCTCGTCGGTGTGTTCTAACTTCCCGTTCGCAGAGTCAAC 
GGTTGAGTGGTTCTTGTGGAGACAGCCATTTGAATAGGTGGTGGACGGCTGAAAGGAACAGCTTCGTCGC 
ATGGGGAGCTGATTATCGTTTCAGCCTAAACTATTGGTGGACC 

>GBEV004 6 |AccjAY191007 | Ver ! AY191007 . 1 GI : 28394723 | Sarcocystis neurona surface antigen 3 
(SAG3) mRNA, complete cds. 

CATTTCCCCCATCACCTGCCGTCAAGGACGTTTTTCCCTGTAAAGACCATTTCAATCACCGTGCGTCTCC 
CCCTGCCTTTCTGGTCTCTTACATCTGCGAAGATGATGAAAACTTCGTTTCTGTCGCTCGCAGTTGCCTG 
CCTTGTGTGGGCCCCTGTACATTGCATTGCCGCAGATCCACCTGTTGCAACTTGTGTGTCCAGGGATGAC 
AGT CCGACACAAACATATCAACTGGCATCAATT GGGCAAGT GAGAAT TACATGCCCAGGAGGAAC T AC T T 
TAGCAAATAGGGGGGCGGAGCAAGCCGATAACGGCCCGACGGCAGAGGTTTACTCTGAAGCGGACGCTGG 
GAAAAACGTCGCGTTGAATACTTTGTTGGTTGGTGGGACCTACGTTCGGGCGGACGCCAATGACAACCTC 
ACAGTCTCGCAGCTGCCCACCAAAGCAGTGACGGTGCTTTTCCTCTGTAACAGGCAGCCTGGCCCTGGTG 
TTGGATGCTGGATTGCTGTTGAAGTCGCGGCTCAGCCTCCTCTGGGACCACAGGCTTGTACGGTTGGTGG 
AAGCGAGGTAACGTTGACTGTAACAGCTGCAAACGCCACCGCCCAGTTCGCCTGTGCCGCTACGAAGAAC 
GTATTTCCAGAAGGCACAAATGTTTACAACTCGGATTGTAAAACGGAAACCCCTTTAAGCACTGCATTGC 
CAGGTGCCACGCTCACCCGTGGAAACATGAATGCGCTAAAAATTCCTACGTTGCCTTCGGCTGCAAAGAA 
CCTTTGCTTCGTGTGTGCAACAAATGTTGGGGACGAAGCCAACCAAAAGTGCAGCGTTAAAATTAATGTG 
AGTGGCAGCCCTCAGGGTGGTGGGAACGGGTCCGTGGGATTGACAGCACGGGCTGCCTCGGCATTAGGGA 
TTCTCATGGTCGGAGCAGCGTTGGTTCGAAATGTTTAAGGCGGAATTACGCTCGCCAGACTTCACAAACT 
AGTCCTTCTATCGCATGACTGAGCATGTTCTTCATGGCTGCTTCTGTACCGAAGTCACCCACGTGGTGCG 
TTAATCAGAATACNTGCAGATGGTCTTTGGGGAGAATTCACGATTTCGTGGATTTCACGTGAANACGTGT 
CAACAGACGTGCATCTGGTACTGATTTGTGCATTGTCGTCGAANAGACGTGTGGTTGGAAACCCGGGTGC 
CTTTCTTGTTTCGAATCCATTCAAGGTGGTATTGTCCGTACACAACTGTATGTGAGTGAAGTGGCGAGGG 
GGAATCTGCCAATTTTGTACACTGTTGTTGTGCGTGTACGTTACGACGGCCTCGGCGATGCGTGCCACAC 
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CCATGTGGATTTTGATTACAGGAAGGTGCGCACAAAGCAGCATTTTTTATGCGGAAACAATTTCGCGGAT 
TAGACTCGCCGCCATTCATTGCAGCATGCAGAGGCACCGTGTGGGGGGGGCCTTCAAGAAACGCTTTTCA 
AGCTCTCTTTTCTCCTCAAAAAAACC 

>GBEV0047 jAcc|AY1910061 Ver 1AY191006.1 GI : 28394721 | Sarcocystis neurona surface antigen 2 
(SAG2) niRNA, complete cds. 

ATGTACCCTTGCGGCGAGCGGCGTTTTCAGATTGTAACGTGACATAGTCCTGGGTCCTCTTCAGGGCAGG 
CGTCTCGCAGTTGTGGTGTCGGTGTACGTGTTCATAATTTTCACAGCCTGCTTGCAGCCGTGTTGGATTT 
TTGCTGCCAATATCCCACCGTCCACGCTCTCAACATGGAGACTCCCCGATGCATTCTTGCCTGCGCTGCA 
GGCATAGCAGCAGTTATTATTTGCAGTTCTTTCTCCGTCGCGTCGGCCCAAGTCGCAACAATTGCGTGCA 
CACAAGCTGGAATGACCCCTGTTTCTCTGGGCCCCGGTCAGAGCTTTGTGCTGAACTGCCAGGCACCCTT 
TACCATAGCGACGCCTGCCAACTTTCACACCCACGCTTGTGCGGGCACTGGTGCCAATTGTCAGAATCCT 
GAAACGTACGCCAAGTTGTTCCCAAAGGCGTCCAACCACGTGTGGGTGAGTCCAGCGGACAGCACTAGTG 
CGACTCATACCTGGACGGCACCCGCTGCGAACCAGTTGAGCGGCAAAACTGTGTTTAGTGTGGGATGCAC 
CAGTACAGGCGACCCAGCCGGGATCTGCGCCGTCGACGTGACAGTTTCCAGCTCAGTGAAGACAGTCGCT 
TCTGGTGTCCTGCTTGCAATGTGTTCACTCGCATCTCTCACAGTGTTGTAAGGTGTGAAGATGAAATTGT 
CCCCGTGCGGCAGAGCCTTCTGAAGGTACGTAATCGGGGCCTGGGAAGGCGTGCAGGTTTGAGATACATC 
GGTGTACAGCACACTTGCCTTCGTTTTTCAAACGCACGAAGTGTGACGTACGGTTTGAACTCTGTGCATC 
CGACCGTATTTTTTGCGCACGTAACCGGTACCTGCGTCCGCGAAACATTTTTTGCTGATTTGGTGGGAAA 
GACACTATTGCTGTTTTTCGAGGCCTTGGCTGATGTGCTAAAAGGGTGGGC 

>GBEV0048 |Acc| AY165000 j Ver | AY165000 . 1 GI : 274 69347 | Sarcocystis neurona RNA polymerase 
beta subunit (rpoB) gene, partial cds. 

T T TAATTGTTAGTAAAAAAGT T TTATACCAACAAT TAT T TAG ATCTCT T CACAT T GAT AT T TAT GAAATA 
AAT T TT TCATATAAT AAAAAAACT GGAATAGAATTTAGT ACAT TAGAAATCCCTAAACAAAGT T CT TATA 
AT AAAAAAT TTTTAGATTT T T TAGGAAT T GT TAAAGAAGGT GTAAAAATT T TACAGAATAATAT T T TAAT 
AACAAAAATTAAAGTTTTAAAATCTTCATGTTTTTATCTACCTTTAATTAAGCTTATTTATTCAATTTTT 
GGACAAGAAAT TAGAAATAT T CAAGATAATTCATT ATATATACAATCAGGAAAAAGTGGCAAAGTAAGTA 
AAATCGAACTAT T TTT AT TAAATAAGAAT TCTT TAGGAAAACAAGC CAATACT GT TTATT TAAAATGTCG 
CATTT T TAT T TGTAGACAAAGAT TTT T AACAAT AGGTGATAAAT TAT GTGGTAGAC AT GGA 

>GBEV0049 | Acc | AF5325 94 | Ver | AF532594 . 1 GI : 22347778 | Sarcocystis neurona mi croneme antigen 
10 (MIC10) mRNA, complete cds. 

TCGAAGAGCACCTGCAGGTTCAAATCTATTTTCCGGAGTTACTCTCCTGTCGTACGCCCACTGCAAAGGA 
CGGTGTCGTTCGATTGTTAGTGAACTTCAGAACGGCGGGTTTGTCACCAGTACGTCTTGTGTTACGTCAT 
TGCGTCAACCACTGGTATCTGGATTGCTGTTCTAAGGGACGGTGCCTTGTTCGGGTAATACCACACGCGG 
TGGACGACGTAGTCAGGTTTTCAAGATGACACCAAATCAAGAATTAGTCCTCTCTGGTGCAGGGTGCCAG 
TGGGGGATTATCCGTCTTCTGCAGAATGTATTCATTCTTGGTCTTCTTGTGTTTTCCTCTAGCGTCAGTG 
GTACCACACTTAATGAACTAGGGAAAAATGATGACGCTGCCCCTAGCGGTTTGGAGCGTGAGTCCGCGTA 
CGACTCCGCGTACGACTCGGCGACGGATACAAGTGCCGCCGTCGAGGATGACAACCAGCATAGAGGCGAA 
ATAGATTCTTCTCTACAAGACGGAGAACTGGCGTCAAATGTTGAGCTAAAAAGTATTGCTCCGCACACCA 
GCCGAAATGCGTATAATCCAGAAGCCCTGTACGCTGAGCGTCGCGCAGAACTTGCTCGACAAACGCCAGC 
GGAAGTTGAAAAGGCCAAGCAACAATACCGGGAAGAACAAGAGAGAAAAAAACAGGCCGAGAGTGAACGC 
AGACGACAGTATGGTCAGGTGGTTCAAGAAATGAAGGTGGCAGCGGCAGCTCATCAGATGGCTCCGAAAA 
GAAGTCGTATATACTCAGGGGCTCCGTCGGGGCAGGAGAGGATGTACCAGGAGCAGCAAGCAGCTGCGGC 
AAGAGTTACTCCTGAACAGAGGCGTCAAGCAATGGAAGCGCGACAACGGGAAGTGGAAGAGAGAGAGAAG 
ATGCGTACGAGGTACGGCGACGTTATGGCTGAATTGAAGGAAAAACTGGCAGCCAGGGCGCAACGTCTCG 
AGGCGAAAGGTGCACGCGGATGAGAAGTAGCAGCACTCCTTGCACGCACCCCTCACTGTCGATTCAAAGG 
AAGGCCTCTACGTTTACGCTGGACGCTAACTGGCTTACCGGATCCAAGGAAGGAGGAAAGAATCCATCTA 
TGCCGCCAAAAAGAACTGACACAACCGAAACGTTTCCGTCGGGAGATGACTTCGTTTAAGGTTTAGTTCT 
CACTTCGTCTGAAGCTGATTTGCATACGACTTAGCTTTTAATCTCCCAGTTTTTTAGGTGGCTACCATGT 
GGCACCTCATCGTTGGCAAACAATCAAACGTATTATGCTCTGTTAGGCAGGCACCTGACGGCGACTCGCA 
CATGTACGAAATAT T TAT GAAAAGGGGAAGCAGATCTACGCT GGACCAGTACCAAGGCT GAGGCACACGT 
GTGTCCTACGAGGTCTGTTTTGCACTGGAGAGTTTGCAGGTTCAGGCAGTATCAGTAGTTGGCTTTGGGG 
GCTTGCGGGACACAGCAGGTCGTCCATTTTGGTCTACAAGCGCATTTGTATATGCATATATATATATATA 
TATATATATGCCCACGTAGTCGCCCCAGGGTCATGTAGATATGTGCAAATGTTGATATTTCAGTGTCAAT 
GCACGTGCACGTGTTGCCCTATGGGCGTAGTCGCCTTCATCCGACGTTCGCGAATATGTTGTACCCAGGT 
GTACCTGTAAGCGTGCCTTATCCTTGTATATCGGTGAGCTTTCAGATATGTCAACCACGGCTCAGGAGAA 
ACGTATAGTCGCTCTATGGATGCATGGAGCTTTCACTGGGGGCACCAAAAAGTAGACTGGCAAATGATGA 
TGTCGCCACTGTTGCACTGCGGAAGGTGTCGTTAATCTTCAGAGGCATAGTAATTAGATTCATAGTGTAC 
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GTTTGCGTCCTGTGTTGTTGCGGTCGTAGTTGTGATCTGCAGCACCATGATAAATGCGCCTGTGAACGTA 
GCAGCAACGTTGTCTATGCAAACACACAGATCCCGCATGCAACTGCGACGACTTCGTGGCCCAAGGATTA 
AAGTTCGCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>GBEV0050 |Acc|AF401682|Ver [AF401682.1 GI : 15290644 | Sarcocystis neurona merozoite surface 
antigen SAG1 (SAG1) gene, complete cds . 

AATGACGAGGGCGGTGCTGCTGACGTTTCTGACACTCTGCTCCGCCAGAGTGTCCCTTGTGAGGGCCGGA 
GCGCCGCCTCAAGCAACGTGCGCCAATGGCGAAACGACTGTTACTAAGCTCGGCAGCTCTGGCGCACTAC 
GAATCCACTGCCCAAATAATTTTCGACTCGCGCCCCGGGCTGGGAATGACGCCGGTCAGATGCAGGTCTA 
TGCAACTGCGGTTGCTGAGAATCCTGTAAACATACGAGACGTCCTGCCCGGCGCATCTTACCTCTCTGTA 
CAGAACGTCCCGACCCTCACCGTCCCGCAATTGCCCGCCAAAGCTACGAGCGTCTTTTTTCACTGCCAGC 
AGCAACCCGACAACCAATGCTTCATCCAGGTAGAAGTAGCGCCGGCTCCGCGCCTAGGTAGGTTTATATG 
CATTAGGAGTAGGTTCATATGCATTAGGATGCGTACTCGTGGCTCGAATGTTCCACTGCAGCGCGGTGAG 
ATTGGCGGCTAACCGGGTAAATGTGCGTCTTTTTTTGTTACGCAGGTCCGAATACCTGCGCGGCGCTGCA 
GTCCACGATCGCCTTCGAAGTTCAACAAGCGAATGAAACAGCAGTCTTCAGCTGCGGCGAGGGACTTGCT 
GTGTTCCCGCAAGGTAGCAAAGCGTTGGATGAAGCCTGCTCCAAAGAGCAGGCCCTACCCAGTGGCGCCG 
CTTTAGCTCCAAAGGATGGTGGGCTCCACCTTGGTTTTCCTCAGCTTCCTCAGCAGGCTATGAAGATTTG 
CTATATTTGTACGAATGGTGGTGTGCAGGCAGAGGCGGCCCAACGGTGTGAGGTTCGCATCTCCGTCGCA 
GCGAACCCAGACGGAAGCGTTCCAGGGGCTAACGGAGCCGCCTCTCTAGGAGCTGCCGCACGCAGCGCCT 
CTGCGTTAGGGTTGGCTCTCGTTGCAGGCGCTTTCTTGCACTTTTGCTAA 

>GBEV0051 |Acc)AY032845|Ver|AY032845.1 GI : 13936364 ) Sarcocystis neurona surface antigen 1 
(SAG1) mRNA, complete cds. 

GGGGAGGTAAGTGTTGGCGGTAATGCTGCATCATTAGGGTCAGACACGCTGTCCATCTGTCATTCTCGCC 
AGAATGACGAGGGCGGTGCTGCTGACGTTTCTGACACTCTGCTCCGCCAGAGTGTCCCTTGTGAGGGCCG 
GAGCGCCGCCTCAAGCAACGTGCGCCAATGGCGAAACGACTGTTACTAAGCTCGGCAGCTCTGGCGCACT 
ACGAATCCACTGCCCAAATAATTTTCGACTCGCGCCCCGGGCTGGGAATGACGCCGGTCAGATGCAGGTC 
TATGCAACTGCGGTTGCTGAGAATCCTGTAAACATACGAGACGTCCTGCCCGGCGCATCTTACCTCTCTG 
TACAGAACGTCCCGACCCTCACCGTCCCGCAATTGCCCGCCAAAGCTACGAGCGTCTTTTTTCACTGCCA 
GCAGCAACCCGACAACCAATGCTTCATCCAGGTAGAAGTAGCGCCGGCTCCGCGCCTAGGTCCGAATACC 
TGCGCGGCGCTGCAGTCCACGATCGCCTTCGAAGTTCAACAAGCGAATGAAACAGCAGTCTTCAGCTGCG 
GCGAGGGACTTGCTGTGTTCCCGCAAGGTAGCAAAGCGTTGGATGAAGCCTGCTCCAAAGAGCAGGCCCT 
ACCCAGTGGCGCCGCTTTAGCTCCAAAGGATGGTGGGCTCCACCTTGGTTTTCCTCAGCTTCCTCAGCAG 
GCTATGAAGATTTGCTATATTTGTACGAATGGTGGTGTGCAGGCAGAGGCGGCCCAACGGTGTGAGGTTC 
GCATCTCCGTCGCAGCGAACCCAGACGGAAGCGTTCCAGGGGCTAACGGAGCCGCCTCTCTAGGAGCTGC 
CGCACGCAGCGCCTCTGCGTTAGGGTTGGCTCTCGTTGCAGGCGCTTTCTTGCACTTTTGCTAATCCTGC 
CGTGTAGCGTCTCTGGTGGCCCGCCCCACAGATCCTGGTTATTCCCACAGCTGCCAAAAGGGGCAACGAC 
CGCTCCAAGAGCATGCCTAGACGCGTTCAGTAACGTGCCTACTGTTCCAAAACGGGAAAATCCGAAGATG 
CAAAATTCATCCGGTGCAGCGTCCCATGTGTTCAGTTACGACTGGACGAGTGTAGTCACATGGTTTTACA 
TCCATTCGCAGTGCAGAGGCGTGGGCTCGCATATTTTTTTTGTAGTGTGCCGTTGTAGATCCAGCAAGTT 
AAATATGTTATTCATTTTGAGCGCCTGTTCCACGTAGGCGGCTGGAAAATTTTCTGGGCGCTCGTCGGTG 
CGCCATAGCAGCAACCAGTTAGTAGCTTGCAGTGCCATGACGCGGTCTCAAGATGGTTCAACAGTTGCAG 
TTATCAGCCTCCATAGGTTTTAATGGCAGCGTTACCAACGGGCTGCTTTTCAATCCAGATCGCGTGTCAG 
TTTCATATGGAACTGGGTCCGCAGTCGTTATACGAAATTTGGTGTCGAACGATCAAATTTTCCTTCACGG 
TCAAAAAAAAAAAAAAAAAAAAA 

>GBEV0052 |Acc|AF260967 |Ver 1AF260967.1 GI : 9930133 | West Nile virus strain NY99~eqhs, 
complete genome . | 97 . . 4 65 

ATGTCTAAGAAACCAGGAGGGCCCGGCAAGAGCCGGGCTGTCAATATGCTAAAACGCGGAATGCCCCGCG 
TGTTGTCCTTGATTGGACTGAAGAGGGCTATGTTGAGCCTGATCGACGGCAAGGGGCCAATACGATTTGT 
GTTGGCTCTCTTGGCGTTCTTCAGGTTCACAGCAATTGCTCCGACCCGAGCAGTGCTGGATCGATGGAGA 
GGTGTGAACAAACAAACAGCGATGAAACACCTTCTGAGTTTTAAGAAGGAACTAGGGACCTTGACCAGTG 
CTATCAATCGGCGGAGCTCAAAACAAAAGAAAAGAGGAGGAAAGACCGGAATTGCAGTCATGATTGGCCT 
GATCGCCAGCGTAGGAGCA 

>GBEV0053 |Acc|AF260967|VerlAF260967.1 GI : 9930133 | West Nile virus strain NY99-eqhs, 
complete genome . | 4 66 .. 741 

GTTACCCTGTCTAACTTCCAAGGGAAGGTGATGATGACGGTAAATGCTACTGACGTCACAGATGTCATCA 
CGATTCCAACAGCTGCTGGAAAGAACCTATGCATTGTCAGAGCAATGGATGTGGGATACATGTGCGATGA 
TACTATCACTTATGAATGCCCAGTGCTGTCGGCTGGTAATGATCCAGAAGACATCGACTGTTGGTGCACA 
AAGTCAGCAGTCTACGTCAGGTATGGAAGATGCACCAAGACACGCCACTCAAGACGCAGTCGGAGG 
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>GBEV0054 )Acc}AF260967 | Ver 1AF2.60967.1 GI : 9930133 | West Nile virus strain NY99-eqhs, 
complete genome . | 742 966 

TCACTGACAGTGCAGACACACGGAGAAAGCACTC^AGCGAACAAGAAGGGGGCTTGGATGGACAGCACCA 
AGGCCACAAGGTATTTGGTAAAAACAGAATCATGGATCTTGAGGAACCCTGGATATGCCCTGGTGGCAGC 
CGTCATTGGTTGGATGCTTGGGAGCAACACCATGCAGAGAGTTGTGTTTGTCGTGCTATTGCTTTTGGTG 
GCCCCAGCTTACAGC 

>GBEV0055 |Acc|AF260967 |Ver IAF260967.1 GI : 9930133 | West Nile virus strain NY99-eqhs, 
complete genome . | 967 24 69 

TTCAACTGCCTTGGAATGAGCAACAGAGACTTCTTGGAAGGAGTGTCTGGAGCAACATGGGTGGATTTGG 

TTCTCGAAGGCGACAGCTGCGTGACTATCATGTCTAAGGACAAGCCTACCATCGATGTGAAGATGATGAA 

TATGGAGGCGGCCAACCTGGCAGAGGTCCGCAGTTATTGCTATTTGGCTACCGTCAGCGATCTCTCCACC 

AAAGCTGCGTGCCCGACCATGGGAGAAGCTCACAATGACAAACGTGCTGACCCAGCTTTTGTGTGCAGAC 

AAGGAGTGGTGGACAGGGGCTGGGGCAACGGCTGCGGACTATTTGGCAAAGGAAGCATTGACACATGCGC 

CAAATTTGCCTGCTCTACCAAGGCAATAGGAAGAACCATCTTGAAAGAGAATATCAAGTACGAAGTGGCC 

ATTTTTGTCCATGGACCAACTACTGTGGAGTCGCACGGAAACTACTCCACACAGGTTGGAGCCACTCAGG 

CAGGGAGATTCAGCATCACTCCTGCGGCGCCTTCATACACACTAAAGCTTGGAGAATATGGAGAGGTGAC 

AGT GGACTGTGAACCACGGT CAGGGAT T GACACCAATGC ATACTACGT GATGACTGT T GGAACAAAGACG 

TTCTTGGTCCATCGTGAGTGGTTCATGGACCTCAACCTCCCTTGGAGCAGTGCTGGAAGTAGTGTGTGGA 

GGAACAGAGAGACGTTAATGGAGTTTGAGGAACCACACGCCACGAAGCAGTCTGTGATAGCATTGGGCTC 

ACAAGAGGGAGCTCTGCATCAAGCTTTGGCTGGAGCCATTCCTGTGGAATTTTCAAGCAACACTGTCAAG 

TTGACGTCGGGTCATTTGAAGTGTAGAGTGAAGATGGAAAAATTGCAGTTGAAGGGAACAACCTATGGCG 

TCTGTTCAAAGGCTTTCAAGTTTCTTGGGACTCCCGCAGACACAGGTCACGGCACTGTGGTGTTGGAATT . 

GCAGTACACTGGCACGGATGGACCTTGCAAAGTTCCTATCTCGTCAGTGGCTTCATTGAACGACCTAACG 

CCAGTGGGCAGATTGGTCACTGTCAACCCTTTTGTTTCAGTGGCCACGGCCAACGCTAAGGTCCTGATTG 

AAT T GGAACCACCCT T TGGAGACTCAT ACAT AGTGGTGGGCAGAGGAGAACAACAGATCAATCACCATTG 

GCACAAGTCTGGAAGCAGCATTGGCAAAGCCTTTACAACCACCCTCAAAGGAGCGCAGAGACTAGCCGCT 

CTAGGAGACACAGCTTGGGACTTTGGATCAGTTGGAGGGGTGTTCACCTCAGTTGGGAAGGCTGTCCATC 

AAGTGTTCGGAGGAGCATTCCGCTCACTGTTCGGAGGCATGTCCTGGATAACGCAAGGATTGCTGGGGGC 

TCTCCTGTTGTGGATGGGCATCAATGCTCGTGATAGGTCCATAGCTCTCACGTTTCTGGCAGTTGGAGGA 

GTTCTGCTCTTCCTCTCCGTGAACGTGCACGCT 

>GBEV0056 |Acc|AF260967|Ver|AF260967.1 GI : 9930133 } West Nile virus strain NY99-eqhs, 
complete genome . | 2470 3525 

GACACTGGGTGTGCCATAGACATCAGCCGGCAAGAGCTGAGATGTGGAAGTGGAGTGTTGATACACAATG 
ATGTGGAGGCTTGGATGGACCGGTACAAGTATTACCCTGAAACGCCACAAGGCCTAGCCAAGATCATTCA 
GAAAGCTCATAAGGAAGGAGTGTGCGGTCTACGATCAGTTTCCAGACTGGAGCATCAAATGTGGGAAGCA 
GTGAAGGACGAGCTGAACACTCTTTTGAAGGAGAATGGTGTGGACCTTAGTGTCGTGGTTGAGAAACAGG 
AGGG2\ATGTACAAGTCAGCACCTAAACGCCTCACCGCCACCACGGAAAAATTGGAAATTGGCTGGAAGGC 
CTGGGGAAAGAGTATTTTATTTGCACCAGAACTCGCCAACAACACCTTTGTGGTTGATGGTCCGGAGACC 
AAGGAATGTCCGACTCAGAATCGCGCTTGGAATAGCTTAGAAGTGGAGGATTTTGGATTTGGTCTCACCA 
GCACT CGGATGTTCCT GAAGGTCAGAGAGAGCAACACAACT GAATGTGACTCGAAGAT CATT GGAACGGC 
TGTCAAGAACAACTTGGCGATCCACAGTGACCTGTCCTATTGGATTGAAAGCAGGCTCAATGATACGTGG 
AAGCTTGAAAGGGCAGTTCTGGGTGAAGTCAAATCATGTACGTGGCCTGAGACGCATACCTTGTGGGGCG 
ATGGAATCCTTGAGAGTGACTTGATAATACCAGTCACACTGGCGGGACCACGAAGCAATCACAATCGGAG 
ACCTGGGTACAAGACACAAAACCAGGGCCCATGGGACGAAGGCCGGGTAGAGATTGACTTCGATTACTGC 
CCAGGAACTACGGTCACCCTGAGTGAGAGCTGCGGACACCGTGGACCTGCCACTCGCACCACCACAGAGA 
GCGGAAAGTTGATAACAGATTGGTGCTGCAGGAGCTGCACCTTACCACCACTGCGCTACCAAACTGACAG 
CGGCTGTTGGTATGGTATGGAGATCAGACCACAGAGACATGATGAAAAGACCCTCGTGCAGTCACAAGTG 
AATGCT 

>GBEV0057 |Acc|AF260967jVer)AF260967.1 GI : 9930133 } West Nile virus strain NY99-eqhs, 
complete genome . | 3526 4218 

TATAATGCTGATATGATTGACCCTTTTCAGTTGGGCCTTCTGGTCGTGTTCTTGGCCACCCAGGAGGTCC 
TTCGCAAGAGGTGGACAGCCAAGATCAGCATGCCAGCTATACTGATTGCTCTGCTAGTCCTGGTGTTTGG 
GGGCATTACTTACACTGATGTGTTACGCTATGTCATCTTGGTGGGGGCAGCTTTCGCAGAATCTAATTCG 
GGAGGAGACGTGGTACACTTGGCGCTCATGGCGACCTTCAAGATACAACCAGTGTTTATGGTGGCATCGT 
TTCTCAAAGCGAGATGGACCAACCAGGAGAACATTTTGTTGATGTTGGCGGCTGCTTTCTTTCAAATGGC 
TTATCACGATGCCCGCCAAATTCTGCTCTGGGAGATCCCTGATGTGTTGAATTCACTGGCGGTAGCTTGG 
ATGATACTGAGAGCCATAACATTCACAACGACATCAAACGTGGTTGTTCCGCTGCTAGCCCTGCTAACAC 
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CCGGGCTGAGATGCTTGAATCTGGATGTGTACAGGATACTGCTGTTGATGGTCGGAATAGGCAGCTTGAT 
CAGGGAGAAGAGGAGTGCAGCTGCAAAAAAGAAAGGAGCAAGTCTGCTATGCTTGGCTCTAGCCTCAACA 
GGACTTTTCAACCCCATGATCCTTGCTGCTGGACTGATTGCATGTGATCCCAACCGTAAACGC 

>GBEV0058 |AccjAF260967|Ver|AF260967.1 GI : 9930133 | West Nile virus strain NY99-eqhs, 
complete genome . | 4219 4 611 

GGATGGCCCGCAACTGAAGTGATGACAGCTGTCGGCCTAATGTTTGCCATCGTCGGAGGGCTGGCAGAGC 
TTGACATTGACTCCATGGCCATTCCAATGACTATCGCGGGGCTCATGTTTGCTGCTTTCGTGATTTCTGG 
GAAATCAACAGATATGTGGATTGAGAGAACGGCGGACATTTCCTGGGAAAGTGATGCAGAAATTACAGGC 
TCGAGCGAAAGAGTTGATGTGCGGCTTGATGATGATGGAAACTTCCAGCTCATGAATGATCCAGGAGCAC 
CTTGGAAGATATGGATGCTCAGAATGGTCTGTCTCGCGATTAGTGCGTACACCCCCTGGGGAATCTTGCC 
CTCAGTAGTTGGATTTTGGATAACTCTCCAATACACAAAGAGA 

>GBEV0059 |Acc|AF260967 |Ver IAF260967.1 GI : 9930133 J West Nile virus strain NY99-eqhs, 
complete genome . | 4 612 64 68 

GGAGGCGTGTTGTGGGACACTCCCTCACCAAAGGAGTACAAAAAGGGGGACACGACCACCGGCGTCTACA 
GGATCATGACTCGTGGGCTGCTCGGCAGTTATCAAGCAGGAGCGGGCGTGATGGTTGAAGGTGTTTTCCA 
CACCCTTTGGCATACAACAAAAGGAGCCGCTTTGATGAGCGGAGAGGGCCGCCTGGACCCATACTGGGGC 
AGTGTCAAGGAGGATCGACTTTGTTACGGAGGACCCTGGAAATTGCAGCACAAGTGGAACGGGCAGGATG 
AGGTGCAGATGATTGTGGTGGAACCTGGCAAGAACGTTAAGAACGTCCAGACGAAACCAGGGGTGTTCAA 
AACACCTGAAGGAGAAATCGGGGCCGTGACTTTGGACTTCCCCACTGGAACATCAGGCTCACCAATAGTG 
GACAAAAACGGTGATGTGATTGGGCTTTATGGCAATGGAGTCATAATGCCCAACGGCTCATACATAAGCG 
CGATAGTGCAGGGTGAAAGGATGGATGAGCCAATCCCAGCCGGATTCGAACCTGAGATGCTGAGGAAAAA 
ACAGATCACTGTACTGGATCTCCATCCCGGCGCCGGTAAAACAAGGAGGATTCTGCCACAGATCATCAAA 
GAGGCCATAAACAGAAGACTGAGAACAGCCGTGCTAGCACCAACCAGGGTTGTGGCTGCTGAGATGGCTG 
AAGCACTGAGAGGACTGCCCATCCGGTACCAGACATCCGCAGTGCCCAGAGAACATAATGGAAATGAGAT 
TGTTGATGTCATGTGTCATGCTACCCTCACCCACAGGCTGATGTCTCCTCACAGGGTGCCGAACTACAAC 
CTGTTCGTGATGGATGAAGCTCATTTCACCGACCCAGCTAGCATTGCAGCAAGAGGTTACATTTCCACAA 
AGGTCGAGCTAGGGGAGGCGGCGGCAATATTCATGACAGCCACCCCACCAGGCACTTCAGATCCATTCCC 
AGAGTCCAATTCACCAATTTCCGACTTACAGACTGAGATCCCGGATCGAGCTTGGAACTCTGGATACGAA 
TGGATCACAGAATACACCGGGAAGACGGTTTGGTTTGTGCCTAGTGTCAAGATGGGGAATGAGATTGCCC 
TTTGCCTACAACGTGCTGGAAAGAAAGTAGTCCAATTGAACAGAAAGTCGTACGAGACGGAGTACCCAAA 
ATGTAAGAACGATGATTGGGACTTTGTTATCACAACAGACATATCTGAAATGGGGGCTAACTTCAAGGCG 
AGCAGGGTGATTGACAGCCGGAAGAGTGTGAAACCAACCATCATAACAGAAGGAGAAGGGAGAGTGATCC 
TGGGAGAACCATCTGCAGTGACAGCAGCTAGTGCCGCCCAGAGACGTGGACGTATCGGTAGAAATCCGTC 
GCAAGTTGGTGATGAGTACTGTTATGGGGGGCACAGGAATGAAGACGACTCGAACTTCGCCCATTGGACT 
GAGGCACGAATCATGCTGGACAACATCAACATGCCAAACGGACTGATCGCTCAATTCTACCAACCAGAGC 
GTGAGAAGGTATATACCATGGATGGGGAATACCGGCTCAGAGGAGAAGAGAGAAAAAACTTTCTGGAACT 
GTTGAGGACTGCAGATCTGCCAGTTTGGCTGGCTTACAAGGTTGCAGCGGCTGGAGTGCCATACCACGAC 
CGGAGGTGGTGC T T T GAT GG TCC TAGGACAAACACAATT T TAGAAGACAACAACGAAGT GGAAGTCATCA 
CGAAGCTTGGTGAAAGGAAGATTCTGAGGCCGCGCTGGATTGACGCCAGGGTGTACTCGGATCACCAGGC 
ACTAAAGGCGTTCAAGGACTTCGCCTCGGGAAAACGT 

>GBEV0060 )Acc|AF260967 | Ver|AF260967.1 GI : 9930133 | West Nile virus strain NY99-eqhs, 
complete genome . | 64 69 6915 

TCTCAGATAGGGCTCATTGAGGTTCTGGGAAAGATGCCTGAGCACTTCATGGGGAAGACATGGGAAGCAC 
TTGACACCATGTACGTTGTGGGCACTGCAGAGAAAGGAGGAAGAGCTCACAGAATGGCCCTGGAGGAACT 
GCCAGATGCTCTTCAGACAATTGCCTTGATTGCCTTATTGAGTGTGATGACCATGGGAGTATTCTTCCTC 
CTCATGCAGCGGAAGGGCATTGGAAAGATAGGTTTGGGAGGCGCTGTCTTGGGAGTCGCGACCTTTTTCT 
GTTGGATGGCTGAAGTTCCAGGAACGAAGATCGCCGGAATGTTGCTGCTCTCCCTTCTCTTGATGATTGT 

GCTAATTCCTGAGCCAGAGAAGCAACGTTCGCAGACAGACAACCAGCTAGCCGTGTTCCTGATTTGTGTC 
ATGACCCTTGTGAGCGCAGTGGCAGCC 

>GBEV0061 |Acc|AF260967|Ver|AF260967.1 GI : 9930133 | West Nile virus strain NY99-eqhs, 
complete genome . | 6916 7680 

AACGAGATGGGTTGGCTAGATAAGACCAAGAGTGACATAAGCAGTTTGTTTGGGCAAAGAATTGAGGTCA 

AGGAGAATTTCAGCATGGGAGAGTTTCTTCTGGACTTGAGGCCGGCAACAGCCTGGTCACTGTACGCTGT 

GACAACAGCGGTCCTCACTCCACTGCTAAAGCATTTGATCACGTCAGATTACATCi^VCACCTCATTGACC ' 

TCAATAAACGTTCAGGCAAGTGCACTATTCACACTCGCGCGAGGCTTCCCCTTCGTCGATGTTGGAGTGT 

CGGCTCTCCTGCTAGCAGCCGGATGCTGGGGACAAGTCACCCTCACCGTTACGGTAACAGCGGCAACACT 

CCTTTTTTGCCACTATGCCTACATGGTTCCCGGTTGGCAAGCTGAGGCAATGCGCTCAGCCCAGCGGCGG 
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ACAGCGGCCGGAATCATGAAGAACGCTGTAGTGGATGGCATCGTGGCCACGGACGTCCCAGAATTAGAGC 
GCGCCACACCCATCATGCAGAAGAAAGTTGGACAGATCATGCTGATCTTGGTGTCTCTAGCTGCAGTAGT 
AGTGAACCCGTCTGTGAAGACAGTACGAGAAGCCGGAATTTTGATCACGGCCGCAGCGGTGACGCTTTGG 
GAGAATGGAGCAAGCTCTGTTTGGAACGCAACAACTGCCATCGGACTCTGCCACATCATGCGTGGGGGTT 
GGTT GT CAT GTCTATCCATAACATGGACACT CATAAAGAACATGGAAAAACCAGGACTAAAAAGA 

>GBEV0062 |Acc|AF260967 | Ver | AF260967 . 1 GI : 9930133 | West Nile virus strain NY99-eqhs, 
complete genome . | 7681 10395 

GGTGGGGCAAAAGGACGCACCTTGGGAGAGGTTTGGAAAGAAAGACTCAACCAGATGACAAAAGAAGAGT 
TCACTAGGTACCGCAAAGAGGCCATCATCGAAGTCGATCGCTCAGCGGCAAAACACGCCAGGAAAGAAGG 
CAATGTCACTGGAGGGCATCCAGTCTCTAGGGGCACAGCAAAACTGAGATGGCTGGTCGAACGGAGGTTT 
CTCGAACCGGTCGGAAAAGTGATTGACCTTGGATGTGGAAGAGGCGGTTGGTGTTACTATATGGCAACCC 
AAAAAAGAGTCCAAGAAGTCAGAGGGTACACAAAGGGCGGTCCCGGACATGAAGAGCCCCAACTAGTGCA 
AAGTTATGGATGGAACATTGTCACCATGAAGAGTGGAGTGGATGTGTTCTACAGACCTTCTGAGTGTTGT 
GACACCCTCCTTTGTGACATCGGAGAGTCCTCGTCAAGTGCTGAGGTTGAAGAGCATAGGACGATTCGGG 
TCCTTGAAATGGTTGAGGACTGGCTGCACCGAGGGCCAAGGGAATTTTGCGTGAAGGTGCTCTGCCCCTA 
CATGCCGAAAGTCATAGAGAAGATGGAGCTGCTCCAACGCCGGTATGGGGGGGGACTGGTCAGAAACCCA 
CTCTCACGGAATTCCACGCACGAGATGTATTGGGTGAGTCGAGCTTCAGGCAATGTGGTACATTCAGTGA 
ATATGACCAGCCAGGTGCTCCTAGGAAGAATGGAAAAAAGGACCTGGAAGGGACCCCAATACGAGGAAGA 
\ ■ TGTAAACTTGGGAAGTGGAACCAGGGCGGTGGGAAAACCCCTGCTCAACTCAGACACCAGTAAAATCAAG 

AACAGGAT TGAACGACT CAGGCGT GAGT AC AGT T CG ACGTGGCACCACGAT GAGAAC CACCCATATAGAA 
•CCTGGAACTATCACGGCAGTTATGATGTGAAGCCCACAGGCTCCGCCAGTTCGCTGGTCAATGGAGTGGT 
CAGGCTCCTCTCAAAACCATGGGACACCATCACGAATGTTACCACCATGGCCATGACTGACACTACTCCC 
TTCGGGCAGCAGCGAGTGTTCAAAGAGAAGGTGGACACGAAAGCTCCTGAACCGCCAGAAGGAGTGAAGT 
ACGTGCTCAACGAGACCACCAACTGGTTGTGGGCGTTTTTGGCCAGAGAAAAACGTCCCAGAATGTGCTC 
T C GAGAG GAAT T CAT AAGAAAG G T C AAC AGC AAT GC AG CTTTGGGTGC CAT G T T T GAAG AGC AGAAT C AA 
T GGAGGAGCGCCAGAGAAGCAGT T GAAGATCCAAAAT T TTGGGAGATGGTGGATGAGGAGCGCGAGGCAC 
AT CTGCGGGGGGAATGTCACACTTGCAT T TACAACATGAT GGGAAAGAGAG AGAAAAAACCCGGAGAGT T 
CGGAAAGGCCAAGGGAAGCAGAGCCATTTGGTTCATGTGGCTCGGAGCTCGCTTTCTGGAGTTCGAGGCT 
CTGGGTTTTCTCAATGAAGACCACTGGCTTGGAAGAAAGAACTCAGGAGGAGGTGTCGAGGGCTTGGGCC 
TCCAAAAACTGGGTTACATCCTGCGTGAAGTTGGCACCCGGCCTGGGGGCAAGATCTATGCTGATGACAC 
AGCTGGCTGGGACACCCGCATCACGAGAGCTGACTTGGAAAATGAAGCTAAGGTGCTTGAGCTGCTTGAT 
GGGGAACATCGGCGTCTTGCCAGGGCCATCATTGAGCTCACCTATCGTCACAAAGTTGTGAAAGTGATGC 
GCCCGGCTGCTGATGGAAGAACCGTCATGGATGTTATCTCCAGAGAAGATCAGAGGGGGAGTGGACAAGT 
TGTCACCTACGCCCTAAACACTTTCACCAACCTGGCCGTCCAGCTGGTGAGGATGATGGAAGGGGAAGGA 
GTGATTGGCCCAGATGATGTGGAGAAACTCACAAAAGGGAAAGGACCCAAAGTCAGGACCTGGCTGTTTG 
AGAATGGGGAAGAAAGACTCAGCCGCATGGCTGTCAGTGGAGATGACTGTGTGGTAAAGCCCCTGGACGA 
TCGCTTTGCCACCTCGCTCCACTTCCTCAATGCTATGTCAAAGGTTCGCAAAGACATCCAAGAGTGGAAA 
CCGTCAACTGGATGGTATGATTGGCAGCAGGTTCCATTTTGCTCAAACCATTTCACTGAATTGATCATGA 
AAGATGGAAGAACACTGGTGGTTCCATGCCGAGGACAGGATGAATTGGTAGGCAGAGCTCGCATATCTCC 
AGGGGCCGGATGGAACGTCCGCGACACTGCTTGTCTGGCTAAGTCTTATGCCCAGATGTGGCTGCTTCTG 
TACTTCCACAGAAGAGACCTGCGGCTCATGGCCAACGCCATTTGCTCCGCTGTCCCTGTGAATTGGGTCC 
CTACCGGAAGAACCACGT GGTCCAT CCATGCAGGAGGAGAGTGGAT GACAACAGAGGACATGTT GGAGGT 
CTGGAACCGTGTTTGGATAGAGGAGAATGAATGGATGGAAGACAAAACCCCAGTGGAGAAATGGAGTGAC 
GTCCCATATTCAGGAAAACGAGAGGACATCTGGTGTGGCAGCCTGATTGGCACAAGAGCCCGAGCCACGT 
GGGCAGAASACATCCAGGTGGCTATCAACCAAGTCAGAGCAATCATCGGAGATGAGAAGTATGTGGATTA 
CATGAGTTCACTAAAGAGATATGAAGACACAACTTTGGTTGAGGACACAGTACTG 
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